Caspase recruitment domain-containing protein 11
AF.QSEXLT-F1 | Model 1| instance 1,555 | A | ARG 75
Confidence score: 92.5 (Very high)
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CARD11

Transcript used in protein view: ENST00000396046.9 25 exons, 1154aa

100aa 200aa 300aa 400aa 500aa 600aa T00aa 800aa 900aa 1,000aa 1,100aa
Exons I I 1 1 | | | | L I ) e B | | I | | 1 | 1
Conservation TN RN 107 IO NN NN OO OMEY WIQ0 00000 000 OO OO0 NN BN | () U0 A IO NN 1 0 N ONRAT 0000 008 TR O UM VA OO O 0
Missense Constraint -

QnomAD Misssnse -—"'—'W'—'wmmm

Domains and snnotations

GlinVar variants

1
1§0aa 200aa 300aa '~ .40\063 500aa 600aa T00aa 800aa 900aa 1,000aa 1,100aa

-ty LOf ~.,
I Protein Changing .
N Splice ragion variant .
- 5nonyhous variant L.
¥ O Variants' snnotstad ss as filled L t2 sre thown sz opan
A The lodstion of protein truncsting codons, including stop gained variants, are displeyed ss squares, All other faignis are shown ss iangles.
W00-02° MO0Z-04 MN04-06 MN056-08 MNOE-10+ N
" chsintLegand B8 & >0001) ‘S

Missense Constraint dats, 0.0 is more intolerant fo missense varistion, 1.0+ is less intolerant to missense varistion ~

Varisnt Legend

O/E missense: 0.1019
1 47.48

4 A A A4 i A A A
20aa 30aa 40aa 50aa G0aa T0aa 80aa 90aa 100aa 110aa

p.(Arg75Trp)

Suppl. Figure 2





