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Supplementary Table 1. List of glycan moieties used in this study. Key for glycan
moieties: purple diamond; sialic acid, yellow circle; galactose, green circle; mannose, blue
square; N-acetylglucosamine, red triangle; fucose, yellow square; N-acetylgalactosamine.
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Figure S1. Characterization of 2a1 and 2a2 H3N2 viruses, Related to Figure 1.

a Western blot analysis of HA proteins from wild-type 2a1 and 2a2 viruses.

b SDS-PAGE analysis of wild-type and mutant recombinant HA proteins. Mutant 2a1 HA
proteins had N159 and 1160 substitutions to remove glycosylation motif, and mutant 2a2 HA
proteins had Y159 and T160 substitutions to add glycosylation motif.

c,d Infectious virus production following infection with virus at MOI of 0.0001 in MDCK-S (c)
and hCK (d) cells incubated at 37°C. Virus titers in supernatant were measured by focus
forming unit assay on MDCK-S cells. Statistical comparison of viruses was completed using a

Welch'’s t-test on logio-transformed titers at each timepoint post infection (*p<0.05).
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Figure S2. Prior year vaccination does not affect antibody magnitude, Related to Figure

2.

Pre-vaccination (a) and post-vaccination (b) neutralization titers stratified by previous year

(2020-21) vaccination status. Two vaccine recipients from Figure 2 had unknown vaccination

status in 2020-21, and so were excluded from this analysis.





