Sequence: pGL3-Basic-hFGF23 promotor.seq (Circular/ 2012 bp)

Enzymes: Nonredundant Commercial (285 of 646 total) A Unique Cutters Bold
TSPDTL  peprr
BspCNI CviKI-1
KpnI Hpy188IIT
BseYI
BoeMIT MniT HpyCHA4IIT
Alul Xbal
Rsal "
Nialv CviKi-1 Msel Bal
cviar Setl Hph BBfélg MiuCE Hpy 188111
Banl BsaXxI Setl Maelll BstF51 Tsp5091 Msel
AccGSl‘ Ddel ‘ ‘Sfcl ‘prcmv Hpy 188111 Tsp451 FokI prCH4V‘ ‘NsiI ‘SfaNI ‘SspI
5' GGTACCcagcctcctgagtagctatgactacaggtgcatatcaccactcctgacttcttattgtgagtattttagtggtcactttggggattacaatatgcatccttaatttatcacagtctagagttaatattgtaagatttttacata
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CCATGGgtcggaggactcatcgatactgatgtccacgtatagtggtgaggactgaagaataacactcataaaatcaccagtgaaacccctaatgttatacgtaggaattaaatagtgtcagatctcaattataacattctaaaaatgtat

HpyCHA4IIT

TspRI Tsel
BfuAl BtsIMutl ApeKI
BspMI pil Msel FnudHI
TspRI Maelll BtsCI HpyCH4v MiuCI AfiTI Bisl
HpyCH4III BtsIMutl ‘ TspDTI Fokl  Tsol BStF51 Mnll  Becl Maelll Setl Tsp509I  SmiT CvikI-1  Bbvl Barl  HpyAV

cagtgttatcatcttgtaaccatattgtttcatttatccctcccatcctatgtgggagttttgecttatatattacatctatatatgttacaaaacctgcatacagtgttataatttttgccttaagcagcctgttagtgaaatcaggga
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gtcacaatagtagaacattggtataacaaagtaaatagggagggtaggatacaccctcaaaacggaatatataatgtagatatatacaatgttttggacgtatgtcacaatattaaaaacggaattcgtcggacaatcactttagtccct

BstZ171 MIuCI
Acel HPY16610 Msel MiuCT Bect CviAIl MiuCL TspS091 HpyAV
SetI‘ Mboll BarI‘ Dral Bcd‘ ‘MseI Tsp5091 Maelll Fatl‘ ‘NIaIH ‘TspSOQI Msel | | Becl

ctgtaattctaaatgtccatctggtgttactccttttcagcatggcaataatttctctccatttttattccatcttaattttgaaggacat
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tcttccatatgttatatatatcaaatttacataagtgtgtaaattactaccaaaagaaagacattaagatttacaggtagaccacaatgaggaaaagtcgtaccgttattaaagagaggtaaaaataaggtagaattaaaacttcctgta

agaaggtatacaatatatatagtttaaatgtattcacacatttaatgatggttttcttt
h | " | s I s ! " I 4
t T t T t T t T t T t

BtgI CviAll
Alut SFtaytII Hindl Alut
. CviKI-1 et ol Nialt CviKI-1
Tsp5091 SetI‘ Setl Setl MbolIl Tsol Bsall MslI Mboll Hin4l Setl MniI Accl Hpy166I11

ttttgctgtatgtgtaattctgggtaggtagctttttattttctttcaaccttttcaatacatcattccattgtcttctagtttccatggttatgagaagaaatccactactattatagctgttcctctatatataaagtgtcatttgtce
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aaaacgacatacacattaagacccatccatcgaaaaataaaagaaagttggaaaagttatgtagtaaggtaacagaagatcaaaggtaccaatactcttctttaggtgatgataatatcgacaaggagatatatatttcacagtaaacag

BfuCl
Mbol*
Dpnill*
MIuCI Apol
Alul Sau3Al  DpnI* Alul Tsp5091 MIuCI
Hpy CHAIIT CviKI-1 HpyCHAIIT BStKTI* BspCNI Hpy188I  CviKI-1 CviQl Rsal Bell Tsp5091
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atgtcatcgaaagtctaaaagacaactaaaaactaaaaattgtcaaactgacgttatatgtattgacactagaaacgtaaacagaacgaacctcaaaagactcgaagaacataatcatgtgaataaaaattggttattaaccctttaaaa
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Mbol*
Bsal .
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cagccaccatatcttcaaatattttttactccccagttctttgtgctcctttccttctgggactcaacttactcatatgttggacagcttaataaggtctcacagatcattgaggttctactcattttcaaaaaacttatttcttctcectg
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gtcggtggtatagaagtttataaaaaatgaggggtcaagaaacacgaggaaaggaagaccctgagttgaatgagtatacaacctgtcgaattattccagagtgtctagtaactccaagatgagtaaaagttttttgaataaagaagagac
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Dot BaeGI
P Dpnl* BSiHKAT
Sau3Al
BStKTT* Bsp12861
BseMII HphI* HpyCH4V Bmel15801
BspCNI Setl et MaelIl Hpy1661 | CviAll
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aatgagtctattctattaaatataatcgagatagaaatctagtggaatgatcaaagatcactgacgtaaaagagaactaacacgtgtacaaaaaaaggataaagaagagtacaggtcaataaaatgataatgactaacacatcctatggt
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acataattcagacttagtacaggagaaggaaattttccacaattcaagagaagaccgccagtcaatgtaataaccatctaggaacatcaaacggtcctaaccatattaagagtgaatctcgttcagacaaagtcaaaacttaaatcaaaa
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PspGI*
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Setl Alel
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Mboll ScrFI*
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BglI CviKI-1 BT MIuCI HpyCH4IV EcoP151
Mwol Ddel P Tsp5091 Setl EcoP151
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aggatataccccctgcctctggggcttagtcttataagaacagccttttgagttctgaggcactcagtaaggtctcttcacccaggtgtggttgaatttctaacgtgtttcaacattgcatagcatctggtatcactcactatctatcte
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tcctatatgggggacggagaccccgaatcagaatattcttgtcggaaaactcaagactccgtgagtcattccagagaagtgggtccacaccaacttaaagattgcacaaagttgtaacgtatcgtagaccatagtgagtgatagatagag
Fatl Avall
getl HpyCH4V PpuMI
Plel " Sau961
port FUAHT Miyl CviAll Eco01091
BstEIT MnliL BslI
AJ::% BlsI Maelll Hphl NspI PFAMI BmgT1201 CViAll Nlalll
Al Sfel Tsp4sl Hph BssSI NlaIll HpyAV Sfcl Fatl Tstl BeoDl Hpy1881
BspMI ‘Mwol ‘Setl ‘Hinfl Hpy CH4III ‘Setl ‘erl BsrI Tstl ‘Eetl BsmI ‘Ndel TspDTI‘ ‘BsmAI HpyAV HpyAV
ctgctgctgtagcaggtgacctttgtaggactcaccgtatcttacctcgtgcatgtgctacccagtctttggcgaaggacctgtagtgaatgectcatgecccatatgtaaagtctctecttttcatagttccttctgaaagaaggaactct
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gacgacgacatcgtccactggaaacatcctgagtggcatagaatggagcacgtacacgatgggtcagaaaccgcttcctggacatcacttacgagtacgggtatacatttcagagaggaaaagtatcaaggaagactttcttccttgaga
BcoDI TFL BsmFI Setl
Hingr BSMAL Hinfl HPYCHAIL ¢ op BspCNI Hpy 16611 BmgBI  Tail )
TspDTIL BspCNI Maelll BtsIMutl Ajul
BSrI‘ DdeI‘ ‘pr1881 P __ BseMII Hin4I HpyCH4IIT ‘ TspRI HpyCH4V BseMII Bael‘ ‘DdeI prCH4IV‘ ‘BCCI Bael
1
gggaacaccagtctcagaatgtagattcattatcttggtgtcctgctatcaaatctcacgggacggtaacactgtgtatgtgtttagtgcatagcatttggtttactgagatactgacgtggttgtgatggtgtgtattttccaaataaa
" | .y I . ! . I h I N I h I .\ I . ! . I . I .y | h I ; I . ! 1650
T 1 T I ’ I ’ I ’ 1 T 1 T 1 T I ’ I ’ I ’ 1 T 1 T 1 T I ’ I

cccttgtggtcagagtcttacatctaagtaatagaaccacaggacgatagtttagagtgccctgccattgtgacacatacacaaatcacgtatcgtaaaccaaatgactctatgactgcaccaacactaccacacataaaaggtttattt
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DpnI* BstkTI*
Mnil
BfuCI
Mbor*
DpnIT*
Sau3Al Setl
Setl Hpy 188111
Mly Bsal
BcoDI
Plet BsmAI
Hpy 1881 TaqI
Ddel Hpy 188111
Hinfl
Bssk
Taqll o
Mnit CViKI-1
BspCNI StyDar*
Ajul Adil BotXI i;')ff’;‘,l.
Taqll PspFI Fatl BseMIT Phol BcoDI
Apol Dral CviAll PspFI Eael* MscI» BsmAL
MiuCI BseY1 BceAl P B Haelmr MiuCI
Tsp5091 Msel MnII‘ CviKI-1 CVIKI-I‘ ‘NIaIII BSEYI‘ ‘ CviKI-1 Hpht ‘Tsp509l
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aattccctctttaaagaaaacacggctgggtgcggtggctcatgcctgtaatcccagcactttgggagtctgaggtgggtggatcacgaggtcaggagttcgagaccagcctggccaagatggtgaaaccctgtctctactaaaattaca
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ttaagggagaaatttcttttgtgccgacccacgccaccgagtacggacattagggtcgtgaaaccctcagactccacccacctagtgctccagtcctcaagctctggtcggaccggttctaccactttgggacagagatgattttaatgt

— M Ala Gin leu Gly Leu Val Lys Pro Thr GIn Pro Pro His Ile Val Leu Asp Pro Thr Arg Ser Trp Gly Pro Trp Ser Pro Ser Val Arg Asp Arg Ser Phe Asn Cys
Hhal BtsI
Glal BtsIMutl
BstuI HpyCHav
HinP1 Taqll
BStKTT* TspRI
Mwol Hin4I*
DpnI* BssKI*
BpmI PSpGI*
Eco57MI CviKI-1
BfuCl StyD4l*
) BstNI MboI* NmeAIIl
serf Aarl ?;scll sett DpnlI* Bsall
l)SK BfuAl TspRI HpyAV BstXI HpyCH4Vv Sau3Al BstNI
év’iKH BspMI BtsIMutl At BseMIl CViKL1 Setl Btsl Scrf
StyD4I* HinP11 Banl PSpFI BspCNI Mwol Bsgl Bl
Styb P Ddel wo TspRI P
MiuCI lal Setl Cvikl-1 Beal | Bpver THI BStAPT CViKI-1 Maemn  pler PN
Tsp5091 ‘Hhal Nlalv BSEYI‘ Mnlil ‘Bpulﬂl Hinfl MnII‘ HH’MZ" BtsIMutl ‘TSD‘ISI ‘MIyI ‘Hlnfl
aaaattagccaggcgcagtggcaggtgcctgtaatcccagctacttggaaggctgaggcaggagaatcgcttgaacctgggaggcagaggttgcagtgageccgagatcgecgeccactgcactccagecctgggtgacagagcaagactccat
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ttttaatcggtccgcgtcaccgtccacggacattagggtcgatgaaccttccgactccgtecctcttagcgaacttggacccteccgtectccaacgtcactcggctctagecgecggtgacgtgaggtcggacccactgtctecgttectgaggta
— Phe Asn Ala Leu Arg Leu Pro Leu His Arg Tyr Asp Trp Ser Ser Pro Leu Ser Leu Cys Ser Phe Arg Lys Phe Arg Pro Pro Leu Pro Gn Leu Ser Gly Leu Asp Arg Trp Gin Val Gy Ala GIn Thr Val Ser Cys Ser Glu Met
HindIII  Alul
Msel‘ ‘Bccl ‘Bpll BsaXI‘ ‘C"'KI'l Setl
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QcC ltems
QC ltems Method Specifications Results
) Sequencing results are consistent to the
Target Sequence Sequence alignment ) Pass
confirmed sequence.
. 20bp flanking sequences of the vector
Vector Sequence Sequence alignment NA
are correct.
. . Frame is correct and consistent to the
Reading Frame Sequence alignment oy o . Pass
client's requirement.
. L . The size of inserted fragment is right
Fragment Size Restriction Digests . Pass
and free of any contaminated bands.
Quality/Quantit UV s kod 1 Miniprep: 0D260/280=1.7~2.0 p
uali uanti spectrophotometry L ass
Y ¥ 4pg/tube, 1 tube, Lyophilized
Appearance Visual inspection Clear and free of foreign particles. Pass
Customized Test NA NA NA
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pGL3-Basic-hFGF23 promotor.seq (Circular/ 2012 bp)

Description:
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