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150

GGT ACCcag cctcct gagtag ctatga ctacag gtgcat atcacc actcct gacttc ttattg tgagta ttttag tggtca ctttgg ggatta caatat gcatcc ttaatt tatcac agtcta gagtta atattg taagat ttttac ata

CCA TGGgtc ggagga ctcatc gatact gatgtc cacgta tagtgg tgagga ctgaag aataac actcat aaaatc accagt gaaacc cctaat gttata cgtagg aattaa atagtg tcagat ctcaat tataac attcta aaaatg tat

HpyAVBbvI BarISmlI
AflII
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BtsCI

MnlI BccIFokI TsoIHpyCH4III BtsIMutI
TspRI
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TspDTI

300

cag tgttat catctt gtaacc atattg tttcat ttatcc ctccca tcctat gtggga gttttg ccttat atatta catcta tatatg ttacaa aacctg cataca gtgtta taattt ttgcct taagca gcctgt tagtga aatcag gga

gtc acaata gtagaa cattgg tataac aaagta aatagg gagggt aggata caccct caaaac ggaata tataat gtagat atatac aatgtt ttggac gtatgt cacaat attaaa aacgga attcgt cggaca atcact ttagtc cct

MseI

Tsp509I

MluCI

HpyAV

BccITsp509I
MluCI

FatI

CviAII

NlaIIIMaeIII
BccI

Tsp509I
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BccI MseIBarI

MseI

DraISetI
AccI

Hpy166II

BstZ17I

MboII

450

aga aggtat acaata tatata gtttaa atgtat tcacac atttaa tgatgg ttttct ttctgt aattct aaatgt ccatct ggtgtt actcct tttcag catggc aataat ttctct ccattt ttattc catctt aatttt gaagga cat

tct tccata tgttat atatat caaatt tacata agtgtg taaatt actacc aaaaga aagaca ttaaga tttaca ggtaga ccacaa tgagga aaagtc gtaccg ttatta aagaga ggtaaa aataag gtagaa ttaaaa cttcct gta

AccI Hpy166IIMnlIMboII Hin4I

CviKI-1
AluI

SetITsoI
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CviKI-1
AluI

SetITsp509I

MluCI

600

ttt tgctgt atgtgt aattct gggtag gtagct ttttat tttctt tcaacc ttttca atacat cattcc attgtc ttctag tttcca tggtta tgagaa gaaatc cactac tattat agctgt tcctct atatat aaagtg tcattt gtc

aaa acgaca tacaca ttaaga cccatc catcga aaaata aaagaa agttgg aaaagt tatgta gtaagg taacag aagatc aaaggt accaat actctt ctttag gtgatg ataata tcgaca aggaga tatata tttcac agtaaa cag

TatI

CviQI RsaI

Hpy166II MseI

Tsp509I
MluCI

PflMI

BslI
Tsp509I

MluCI
ApoI

TsoIBseMII
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HpyCH4III CviKI-1

AluI

SetI

750

tac agtagc tttcag attttc tgttga tttttg attttt aacagt ttgact gcaata tacata actgtg atcttt gcattt gtcttg cttgga gttttc tgagct tcttgt attagt acactt attttt aaccaa taattg ggaaat ttt

atg tcatcg aaagtc taaaag acaact aaaaac taaaaa ttgtca aactga cgttat atgtat tgacac tagaaa cgtaaa cagaac gaacct caaaag actcga agaaca taatca tgtgaa taaaaa ttggtt attaac ccttta aaa

MaeIIIMboIISetISetI

BsmAI
BcoDI
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DpnII*

MboI*

BfuCI

MnlI

DpnI*

BstKTI*CviKI-1
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BsiHKAI
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HinfI

HpyAV

BsmFI

FaqI

NdeIBsrIBmrISspICviKI-1 MboII

900

cag ccacca tatctt caaata tttttt actccc cagttc tttgtg ctcctt tccttc tgggac tcaact tactca tatgtt ggacag cttaat aaggtc tcacag atcatt gaggtt ctactc attttc aaaaaa cttatt tcttct ctg

gtc ggtggt atagaa gtttat aaaaaa tgaggg gtcaag aaacac gaggaa aggaag accctg agttga atgagt atacaa cctgtc gaatta ttccag agtgtc tagtaa ctccaa gatgag taaaag tttttt gaataa agaaga gac

FatI CviAIIBciVIFatI

CviAII NlaIII

BsrIMboIIBfaI

Tsp45I
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HpyCH4V
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BstKTI*
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SpeI

BfaI

1050

tta ctcaga taagat aattta tattag ctctat ctttag atcacc ttacta gtttct agtgac tgcatt ttctct tgattg tgcaca tgtttt tttcct atttct tctcat gtccag ttattt tactat tactga ttgtgt aggata cca

aat gagtct attcta ttaaat ataatc gagata gaaatc tagtgg aatgat caaaga tcactg acgtaa aagaga actaac acgtgt acaaaa aaagga taaaga agagta caggtc aataaa atgata atgact aacaca tcctat ggt

Tsp509I

MluCI

ApoI
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MboII
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CviAII

NlaIII

1200

tgt attaag tctgaa tcatgt cctctt ccttta aaaggt gttaag ttctct tctggc ggtcag ttacat tattgg tagatc cttgta gtttgc caggat tggtat aattct cactta gagcaa gtctgt ttcagt tttgaa tttagt ttt

aca taattc agactt agtaca ggagaa ggaaat tttcca caattc aagaga agaccg ccagtc aatgta ataacc atctag gaacat caaacg gtccta accata ttaaga gtgaat ctcgtt cagaca aagtca aaactt aaatca aaa

BbvIPsiI CviKI-1
BseMII

BspCNI

MnlI

DdeI
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BarI

DdeI

MboII

HphI

SetI

BspCNI

BseMII
BsmAI

BcoDI

BsaI
EarI

StyD4I*

PspGI*

BssKI*
BsaJI

ScrFI*
MslI

BstNI

AleI

BslI
SetI

BarI

Tsp509I

MluCI

ApoI

TaqII

HpyCH4IV

AflIII

TaiI
SetI
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CviKI-1

DdeI
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1350

agg atatac cccctg cctctg gggctt agtctt ataaga acagcc ttttga gttctg aggcac tcagta aggtct cttcac ccaggt gtggtt gaattt ctaacg tgtttc aacatt gcatag catctg gtatca ctcact atctat ctc

tcc tatatg ggggac ggagac cccgaa tcagaa tattct tgtcgg aaaact caagac tccgtg agtcat tccaga gaagtg ggtcca caccaa cttaaa gattgc acaaag ttgtaa cgtatc gtagac catagt gagtga tagata gag

HpyAV

Hpy188I

HpyAVTspDTI BsmAI

BcoDI

BsmI

FatI

CviAII
NlaIII

TstI

NdeIBspMI
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NspI
MnlI
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HpyAV
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TstI
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BmgT120I

SfcI

SetI

1500

ctg ctgctg tagcag gtgacc tttgta ggactc accgta tcttac ctcgtg catgtg ctaccc agtctt tggcga aggacc tgtagt gaatgc tcatgc ccatat gtaaag tctctc cttttc atagtt ccttct gaaaga aggaac tct

gac gacgac atcgtc cactgg aaacat cctgag tggcat agaatg gagcac gtacac gatggg tcagaa accgct tcctgg acatca cttacg agtacg ggtata catttc agagag gaaaag tatcaa ggaaga ctttct tccttg aga

BaeI
AjuI

HpyCH4IV
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SetI
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1650

ggg aacacc agtctc agaatg tagatt cattat cttggt gtcctg ctatca aatctc acggga cggtaa cactgt gtatgt gtttag tgcata gcattt ggttta ctgaga tactga cgtggt tgtgat ggtgtg tatttt ccaaat aaa

ccc ttgtgg tcagag tcttac atctaa gtaata gaacca caggac gatagt ttagag tgccct gccatt gtgaca cataca caaatc acgtat cgtaaa ccaaat gactct atgact gcacca acacta ccacac ataaaa ggttta ttt
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PhoI

MseI

DraI

MnlI

TaqII
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1800

* Ala Gln Leu Gly Leu Val Lys Pro Thr Gln Pro Pro His Ile Val Leu Asp Pro Thr Arg Ser Trp Gly Pro Trp Ser Pro Ser Val Arg Asp Arg Ser Phe Asn Cys

aat tccctc tttaaa gaaaac acggct gggtgc ggtggc tcatgc ctgtaa tcccag cacttt gggagt ctgagg tgggtg gatcac gaggtc aggagt tcgaga ccagcc tggcca agatgg tgaaac cctgtc tctact aaaatt aca

tta agggag aaattt cttttg tgccga cccacg ccaccg agtacg gacatt agggtc gtgaaa ccctca gactcc acccac ctagtg ctccag tcctca agctct ggtcgg accggt tctacc actttg ggacag agatga ttttaa tgt
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SetI

BseMII

BstXI

BspCNI

BcgI
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ScrFI*
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HhaI
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TspRI
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NlaIV
SetI

1950

Phe Asn Ala Leu Arg Leu Pro Leu His Arg Tyr Asp Trp Ser Ser Pro Leu Ser Leu Cys Ser Phe Arg Lys Phe Arg Pro Pro Leu Pro Gln Leu Ser Gly Leu Asp Arg Trp Gln Val Gly Ala Gln Thr Val Ser Cys Ser Glu Met

aaa attagc caggcg cagtgg caggtg cctgta atccca gctact tggaag gctgag gcagga gaatcg cttgaa cctggg aggcag aggttg cagtga gccgag atcgcg ccactg cactcc agcctg ggtgac agagca agactc cat

ttt taatcg gtccgc gtcacc gtccac ggacat tagggt cgatga accttc cgactc cgtcct cttagc gaactt ggaccc tccgtc tccaac gtcact cggctc tagcgc ggtgac gtgagg tcggac ccactg tctcgt tctgag gta

BsaXI

HindIII
CviKI-1
AluI

SetIBplIMseI BccI

3

5

2012

ctt aaaaaa aaaaaa aagaaa gaaaga aagaaa gaaaac acttta gggtta gaatgA AGCTT

gaa tttttt tttttt ttcttt ctttct ttcttt cttttg tgaaat cccaat cttacT TCGAA

B
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Description:  
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