
CHROM POS REF ALT ID CHANGE CHANGE_TYPEQUAL WTB_AD TAL#1_AD TAL#2_AD WTA_AD CRIS1#1_AD CRIS1#2_AD CRIS2#1_AD CRIS2#2_AD WTC_AD Control#1_ADControl#2_ADPEG#1_AD PEG#2_AD PEG-DNA#1_ADWTB_DP TAL#1_DP TAL#2_DP WTA_DP CRIS1#1_DP CRIS1#2_DP CRIS2#1_DP CRIS2#2_DP WTC_DP Control#1_DPControl#2_DPPEG#1_DP PEG#2_DP PEG-DNA#1_DPWTB_AR TAL#1_AR TAL#2_AR WTA_AR CRIS1#1_AR CRIS1#2_AR CRIS2#1_AR CRIS2#2_AR WTC_AR Control#1_ARControl#2_ARPEG#1_AR PEG#2_AR PEG-DNA#1_ARNCALLED VAR_OCC VAR_OCC_HOMVAR_OCC_FPVAR_OCC_controlVAR_OCC_crisprVAR_OCC_talenANNOTATIONIMPACT GENE_NAMEGENE_ID FEATURE_TYPEFEATURE_ID CODING EXON_RANK HGVS.c HGVS.p cDNA_POSITIONCDS_POSITIONPROT_POSITIONDISTANCEtoFEATURE
Chr01 33341 G GA Chr01_33341_G_GAG_GA INDEL 14073.59 23 16 13 26 22 20 35 14 8 36 12 13 12 15 23 16 13 26 22 20 35 14 8 36 12 13 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_60 Pp3c1_60 transcript PAC:32969598protein_coding 05-sept c.1190+55_1190+56insANA NA NA NA NA
Chr01 33341 G GA Chr01_33341_G_GAG_GA INDEL 14073.59 23 16 13 26 22 20 35 14 8 36 12 13 12 15 23 16 13 26 22 20 35 14 8 36 12 13 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_60 Pp3c1_60 transcript PAC:32969601protein_coding 05-sept c.1190+55_1190+56insANA NA NA NA NA
Chr01 33341 G GA Chr01_33341_G_GAG_GA INDEL 14073.59 23 16 13 26 22 20 35 14 8 36 12 13 12 15 23 16 13 26 22 20 35 14 8 36 12 13 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_60 Pp3c1_60 transcript PAC:32969600protein_coding 05-sept c.1190+55_1190+56insANA NA NA NA NA
Chr01 33341 G GA Chr01_33341_G_GAG_GA INDEL 14073.59 23 16 13 26 22 20 35 14 8 36 12 13 12 15 23 16 13 26 22 20 35 14 8 36 12 13 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_60 Pp3c1_60 transcript PAC:32969605protein_coding 04-août c.608+55_608+56insANA NA NA NA NA
Chr01 33341 G GA Chr01_33341_G_GAG_GA INDEL 14073.59 23 16 13 26 22 20 35 14 8 36 12 13 12 15 23 16 13 26 22 20 35 14 8 36 12 13 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_60 Pp3c1_60 transcript PAC:32969599protein_coding 05-sept c.1190+55_1190+56insANA NA NA NA NA
Chr01 33341 G GA Chr01_33341_G_GAG_GA INDEL 14073.59 23 16 13 26 22 20 35 14 8 36 12 13 12 15 23 16 13 26 22 20 35 14 8 36 12 13 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_60 Pp3c1_60 transcript PAC:32969602protein_coding 05-oct c.1190+55_1190+56insANA NA NA NA NA
Chr01 33341 G GA Chr01_33341_G_GAG_GA INDEL 14073.59 23 16 13 26 22 20 35 14 8 36 12 13 12 15 23 16 13 26 22 20 35 14 8 36 12 13 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_60 Pp3c1_60 transcript PAC:32969603protein_coding 05-oct c.1190+55_1190+56insANA NA NA NA NA
Chr01 33341 G GA Chr01_33341_G_GAG_GA INDEL 14073.59 23 16 13 26 22 20 35 14 8 36 12 13 12 15 23 16 13 26 22 20 35 14 8 36 12 13 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_60 Pp3c1_60 transcript PAC:32969606protein_coding 04-août c.608+55_608+56insANA NA NA NA NA
Chr01 33341 G GA Chr01_33341_G_GAG_GA INDEL 14073.59 23 16 13 26 22 20 35 14 8 36 12 13 12 15 23 16 13 26 22 20 35 14 8 36 12 13 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_60 Pp3c1_60 transcript PAC:32969607protein_coding 04-août c.608+55_608+56insANA NA NA NA NA
Chr01 33341 G GA Chr01_33341_G_GAG_GA INDEL 14073.59 23 16 13 26 22 20 35 14 8 36 12 13 12 15 23 16 13 26 22 20 35 14 8 36 12 13 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_60 Pp3c1_60 transcript PAC:32969604protein_coding 02-juin c.833+55_833+56insANA NA NA NA NA
Chr01 45106 T TC Chr01_45106_T_TCT_TC INDEL 16731.59 23 21 18 29 13 32 39 20 18 23 15 13 11 10 23 21 18 29 13 32 39 20 18 23 15 13 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_70 Pp3c1_70 transcript PAC:32969833protein_coding août-13 c.1219-15_1219-14insCNA NA NA NA NA
Chr01 45106 T TC Chr01_45106_T_TCT_TC INDEL 16731.59 23 21 18 29 13 32 39 20 18 23 15 13 11 10 23 21 18 29 13 32 39 20 18 23 15 13 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_70 Pp3c1_70 transcript PAC:32969834protein_coding sept-16 c.1219-15_1219-14insCNA NA NA NA NA
Chr01 62068 C CTATA Chr01_62068_C_CTATAC_CTATA INDEL 2838.93 0 0 1 2 0 1 1 0 16 17 8 10 6 11 11 11 11 19 13 22 22 8 16 17 8 10 6 11 0 0 0 0.105 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c1_100 Pp3c1_100 transcript PAC:32968418protein_codingNA c.-1396_-1395insTATANA NA NA NA 993
Chr01 62068 C CTATA Chr01_62068_C_CTATAC_CTATA INDEL 2838.93 0 0 1 2 0 1 1 0 16 17 8 10 6 11 11 11 11 19 13 22 22 8 16 17 8 10 6 11 0 0 0 0.105 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c1_100 Pp3c1_100 transcript PAC:32968419protein_codingNA c.-1396_-1395insTATANA NA NA NA 1036
Chr01 62068 C CTATA Chr01_62068_C_CTATAC_CTATA INDEL 2838.93 0 0 1 2 0 1 1 0 16 17 8 10 6 11 11 11 11 19 13 22 22 8 16 17 8 10 6 11 0 0 0 0.105 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c1_80-Pp3c1_100Pp3c1_80-Pp3c1_100intergenic_regionPp3c1_80-Pp3c1_100NA NA n.62068_62069insTATANA NA NA NA NA
Chr01 102149 AAT A Chr01_102149_AAT_AAAT_A INDEL 3841.24 0 0 1 25 14 26 25 15 1 0 1 0 1 0 24 7 18 25 16 27 25 16 12 11 7 10 10 8 0 0 0 1 0.875 0.963 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_140 Pp3c1_140 transcript PAC:32970146protein_codingNA c.-2783_-2782delATNA NA NA NA 2619
Chr01 102149 AAT A Chr01_102149_AAT_AAAT_A INDEL 3841.24 0 0 1 25 14 26 25 15 1 0 1 0 1 0 24 7 18 25 16 27 25 16 12 11 7 10 10 8 0 0 0 1 0.875 0.963 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_145 Pp3c1_145 transcript PAC:32970820protein_codingNA c.-2124_-2123delATNA NA NA NA 1536
Chr01 102149 AAT A Chr01_102149_AAT_AAAT_A INDEL 3841.24 0 0 1 25 14 26 25 15 1 0 1 0 1 0 24 7 18 25 16 27 25 16 12 11 7 10 10 8 0 0 0 1 0.875 0.963 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_140 Pp3c1_140 transcript PAC:32970147protein_codingNA c.-2783_-2782delATNA NA NA NA 2628
Chr01 102149 AAT A Chr01_102149_AAT_AAAT_A INDEL 3841.24 0 0 1 25 14 26 25 15 1 0 1 0 1 0 24 7 18 25 16 27 25 16 12 11 7 10 10 8 0 0 0 1 0.875 0.963 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_140 Pp3c1_140 transcript PAC:32970148protein_codingNA c.-2783_-2782delATNA NA NA NA 2607
Chr01 102149 AAT A Chr01_102149_AAT_AAAT_A INDEL 3841.24 0 0 1 25 14 26 25 15 1 0 1 0 1 0 24 7 18 25 16 27 25 16 12 11 7 10 10 8 0 0 0 1 0.875 0.963 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_145-Pp3c1_170Pp3c1_145-Pp3c1_170intergenic_regionPp3c1_145-Pp3c1_170NA NA n.102150_102151delATNA NA NA NA NA
Chr01 103366 C T Chr01_103366_C_TC_T SNP 4048.98 0 0 0 0 0 0 0 0 18 22 22 15 10 12 20 13 10 24 18 33 26 23 18 22 22 15 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_140 Pp3c1_140 transcript PAC:32970146protein_codingNA c.-3998G>A NA NA NA NA 3835
Chr01 103366 C T Chr01_103366_C_TC_T SNP 4048.98 0 0 0 0 0 0 0 0 18 22 22 15 10 12 20 13 10 24 18 33 26 23 18 22 22 15 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_145 Pp3c1_145 transcript PAC:32970820protein_codingNA c.-3339G>A NA NA NA NA 2752
Chr01 103366 C T Chr01_103366_C_TC_T SNP 4048.98 0 0 0 0 0 0 0 0 18 22 22 15 10 12 20 13 10 24 18 33 26 23 18 22 22 15 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_140 Pp3c1_140 transcript PAC:32970147protein_codingNA c.-3998G>A NA NA NA NA 3844
Chr01 103366 C T Chr01_103366_C_TC_T SNP 4048.98 0 0 0 0 0 0 0 0 18 22 22 15 10 12 20 13 10 24 18 33 26 23 18 22 22 15 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_140 Pp3c1_140 transcript PAC:32970148protein_codingNA c.-3998G>A NA NA NA NA 3823
Chr01 103366 C T Chr01_103366_C_TC_T SNP 4048.98 0 0 0 0 0 0 0 0 18 22 22 15 10 12 20 13 10 24 18 33 26 23 18 22 22 15 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_145-Pp3c1_170Pp3c1_145-Pp3c1_170intergenic_regionPp3c1_145-Pp3c1_170NA NA n.103366C>T NA NA NA NA NA
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967566protein_codingNA c.-5289_-5288insTANA NA NA NA 3823
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_270 Pp3c1_270 transcript PAC:32970883protein_codingNA c.-4623_-4622insTANA NA NA NA 4622
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967570protein_codingNA c.-5289_-5288insTANA NA NA NA 3782
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967572protein_codingNA c.-5289_-5288insTANA NA NA NA 3782
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967573protein_codingNA c.-5289_-5288insTANA NA NA NA 3782
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967577protein_codingNA c.-5289_-5288insTANA NA NA NA 3782
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967579protein_codingNA c.-5289_-5288insTANA NA NA NA 3782
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967580protein_codingNA c.-5289_-5288insTANA NA NA NA 3782
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967581protein_codingNA c.-5289_-5288insTANA NA NA NA 3782
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967567protein_codingNA c.-5289_-5288insTANA NA NA NA 3690
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967574protein_codingNA c.-5289_-5288insTANA NA NA NA 3690
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967568protein_codingNA c.-5289_-5288insTANA NA NA NA 3569
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967569protein_codingNA c.-5289_-5288insTANA NA NA NA 3569
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967571protein_codingNA c.-5289_-5288insTANA NA NA NA 3569
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967575protein_codingNA c.-5289_-5288insTANA NA NA NA 3569
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967576protein_codingNA c.-5289_-5288insTANA NA NA NA 3569
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_210 Pp3c1_210 transcript PAC:32967578protein_codingNA c.-5289_-5288insTANA NA NA NA 3569
Chr01 155068 G GTA Chr01_155068_G_GTAG_GTA INDEL 8005.59 26 7 4 21 10 17 28 14 9 9 6 13 8 10 26 7 4 21 10 17 29 14 9 10 6 13 8 10 1 1 1 1 1 1 0.966 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_250 Pp3c1_250 transcript PAC:32970411protein_coding 03-avr c.246+579_246+580insTANA NA NA NA NA
Chr01 178402 T A Chr01_178402_T_AT_A SNP 15742.63 26 14 16 19 13 30 25 15 25 28 9 11 11 11 26 14 16 19 13 30 25 15 25 28 9 11 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_330 Pp3c1_330 transcript PAC:32971400protein_codingNA c.-1131A>T NA NA NA NA 1131
Chr01 178402 T A Chr01_178402_T_AT_A SNP 15742.63 26 14 16 19 13 30 25 15 25 28 9 11 11 11 26 14 16 19 13 30 25 15 25 28 9 11 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_330-Pp3c1_370Pp3c1_330-Pp3c1_370intergenic_regionPp3c1_330-Pp3c1_370NA NA n.178402T>ANA NA NA NA NA
Chr01 484863 G T Chr01_484863_G_TG_T SNP 20107.63 33 20 14 26 18 35 19 19 24 30 8 19 9 10 33 20 14 26 19 35 19 19 24 30 8 19 9 10 1 1 1 1 0.947 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_700-Pp3c1_750Pp3c1_700-Pp3c1_750intergenic_regionPp3c1_700-Pp3c1_750NA NA n.484863G>TNA NA NA NA NA
Chr01 496781 C A Chr01_496781_C_AC_A SNP 20922.63 35 14 21 25 18 25 25 12 21 27 9 23 15 10 35 14 21 25 18 25 25 12 21 27 9 23 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_750 Pp3c1_750 transcript PAC:32968226protein_codingNA c.*4692G>T NA NA NA NA 4692
Chr01 496781 C A Chr01_496781_C_AC_A SNP 20922.63 35 14 21 25 18 25 25 12 21 27 9 23 15 10 35 14 21 25 18 25 25 12 21 27 9 23 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_750 Pp3c1_750 transcript PAC:32968227protein_codingNA c.*4692G>T NA NA NA NA 4227
Chr01 496781 C A Chr01_496781_C_AC_A SNP 20922.63 35 14 21 25 18 25 25 12 21 27 9 23 15 10 35 14 21 25 18 25 25 12 21 27 9 23 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_700-Pp3c1_750Pp3c1_700-Pp3c1_750intergenic_regionPp3c1_700-Pp3c1_750NA NA n.496781C>ANA NA NA NA NA
Chr01 496783 C A Chr01_496783_C_AC_A SNP 20922.63 36 14 18 26 18 25 24 11 21 27 9 23 15 10 36 14 18 26 18 25 24 11 21 27 9 23 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_750 Pp3c1_750 transcript PAC:32968226protein_codingNA c.*4690G>T NA NA NA NA 4690
Chr01 496783 C A Chr01_496783_C_AC_A SNP 20922.63 36 14 18 26 18 25 24 11 21 27 9 23 15 10 36 14 18 26 18 25 24 11 21 27 9 23 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_750 Pp3c1_750 transcript PAC:32968227protein_codingNA c.*4690G>T NA NA NA NA 4225
Chr01 496783 C A Chr01_496783_C_AC_A SNP 20922.63 36 14 18 26 18 25 24 11 21 27 9 23 15 10 36 14 18 26 18 25 24 11 21 27 9 23 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_700-Pp3c1_750Pp3c1_700-Pp3c1_750intergenic_regionPp3c1_700-Pp3c1_750NA NA n.496783C>ANA NA NA NA NA
Chr01 497936 T TA Chr01_497936_T_TAT_TA INDEL 14758.59 24 9 10 27 22 24 26 27 18 26 12 6 16 13 24 9 10 27 22 24 26 27 18 26 12 6 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_750 Pp3c1_750 transcript PAC:32968226protein_codingNA c.*3536_*3537insTNA NA NA NA 3536
Chr01 497936 T TA Chr01_497936_T_TAT_TA INDEL 14758.59 24 9 10 27 22 24 26 27 18 26 12 6 16 13 24 9 10 27 22 24 26 27 18 26 12 6 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_750 Pp3c1_750 transcript PAC:32968227protein_codingNA c.*3536_*3537insTNA NA NA NA 3071
Chr01 497936 T TA Chr01_497936_T_TAT_TA INDEL 14758.59 24 9 10 27 22 24 26 27 18 26 12 6 16 13 24 9 10 27 22 24 26 27 18 26 12 6 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_700-Pp3c1_750Pp3c1_700-Pp3c1_750intergenic_regionPp3c1_700-Pp3c1_750NA NA n.497936_497937insANA NA NA NA NA
Chr01 533803 T A Chr01_533803_T_AT_A SNP 15078.63 24 12 10 19 19 22 26 16 13 15 10 20 5 4 24 12 10 19 19 22 26 16 13 15 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_790 Pp3c1_790 transcript PAC:32969444protein_codingNA c.*4236T>A NA NA NA NA 4236
Chr01 533803 T A Chr01_533803_T_AT_A SNP 15078.63 24 12 10 19 19 22 26 16 13 15 10 20 5 4 24 12 10 19 19 22 26 16 13 15 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_790-Pp3c1_860Pp3c1_790-Pp3c1_860intergenic_regionPp3c1_790-Pp3c1_860NA NA n.533803T>ANA NA NA NA NA
Chr01 533867 A AT Chr01_533867_A_ATA_AT INDEL 8685.59 12 8 11 11 9 13 24 14 17 13 10 12 10 5 12 8 11 11 9 13 24 14 17 13 10 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_790 Pp3c1_790 transcript PAC:32969444protein_codingNA c.*4300_*4301insTNA NA NA NA 4301
Chr01 533867 A AT Chr01_533867_A_ATA_AT INDEL 8685.59 12 8 11 11 9 13 24 14 17 13 10 12 10 5 12 8 11 11 9 13 24 14 17 13 10 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_790-Pp3c1_860Pp3c1_790-Pp3c1_860intergenic_regionPp3c1_790-Pp3c1_860NA NA n.533867_533868insTNA NA NA NA NA
Chr01 619530 A G Chr01_619530_A_GA_G SNP 12547.63 15 6 15 19 11 17 20 22 11 6 5 14 10 8 15 6 15 19 11 17 20 22 11 6 5 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968467protein_coding janv-14 c.-253T>C NA NA NA NA 1545
Chr01 619530 A G Chr01_619530_A_GA_G SNP 12547.63 15 6 15 19 11 17 20 22 11 6 5 14 10 8 15 6 15 19 11 17 20 22 11 6 5 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968464protein_coding févr-16 c.-253T>C NA NA NA NA 1545
Chr01 619530 A G Chr01_619530_A_GA_G SNP 12547.63 15 6 15 19 11 17 20 22 11 6 5 14 10 8 15 6 15 19 11 17 20 22 11 6 5 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968465protein_coding janv-15 c.-253T>C NA NA NA NA 1545
Chr01 619530 A G Chr01_619530_A_GA_G SNP 12547.63 15 6 15 19 11 17 20 22 11 6 5 14 10 8 15 6 15 19 11 17 20 22 11 6 5 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968468protein_coding févr-17 c.-253T>C NA NA NA NA 1545
Chr01 619530 A G Chr01_619530_A_GA_G SNP 12547.63 15 6 15 19 11 17 20 22 11 6 5 14 10 8 15 6 15 19 11 17 20 22 11 6 5 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968466protein_codingNA c.-1545T>C NA NA NA NA 1342
Chr01 619530 A G Chr01_619530_A_GA_G SNP 12547.63 15 6 15 19 11 17 20 22 11 6 5 14 10 8 15 6 15 19 11 17 20 22 11 6 5 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968463protein_coding janv-14 c.-140+403T>CNA NA NA NA NA
Chr01 619538 C G Chr01_619538_C_GC_G SNP 12569.63 15 6 15 19 12 17 20 21 11 6 5 13 10 8 15 6 15 19 12 17 20 21 11 6 5 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968467protein_coding janv-14 c.-261G>C NA NA NA NA 1553
Chr01 619538 C G Chr01_619538_C_GC_G SNP 12569.63 15 6 15 19 12 17 20 21 11 6 5 13 10 8 15 6 15 19 12 17 20 21 11 6 5 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968464protein_coding févr-16 c.-261G>C NA NA NA NA 1553
Chr01 619538 C G Chr01_619538_C_GC_G SNP 12569.63 15 6 15 19 12 17 20 21 11 6 5 13 10 8 15 6 15 19 12 17 20 21 11 6 5 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968465protein_coding janv-15 c.-261G>C NA NA NA NA 1553
Chr01 619538 C G Chr01_619538_C_GC_G SNP 12569.63 15 6 15 19 12 17 20 21 11 6 5 13 10 8 15 6 15 19 12 17 20 21 11 6 5 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968468protein_coding févr-17 c.-261G>C NA NA NA NA 1553
Chr01 619538 C G Chr01_619538_C_GC_G SNP 12569.63 15 6 15 19 12 17 20 21 11 6 5 13 10 8 15 6 15 19 12 17 20 21 11 6 5 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968466protein_codingNA c.-1553G>C NA NA NA NA 1350
Chr01 619538 C G Chr01_619538_C_GC_G SNP 12569.63 15 6 15 19 12 17 20 21 11 6 5 13 10 8 15 6 15 19 12 17 20 21 11 6 5 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_860 Pp3c1_860 transcript PAC:32968463protein_coding janv-14 c.-140+395G>CNA NA NA NA NA
Chr01 740108 A G Chr01_740108_A_GA_G SNP 18681.63 41 17 17 19 30 27 28 17 25 25 18 16 10 14 41 17 17 19 30 27 28 17 25 25 18 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_1080 Pp3c1_1080 transcript PAC:32967819protein_codingNA c.*5142T>C NA NA NA NA 4773
Chr01 740108 A G Chr01_740108_A_GA_G SNP 18681.63 41 17 17 19 30 27 28 17 25 25 18 16 10 14 41 17 17 19 30 27 28 17 25 25 18 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_1080 Pp3c1_1080 transcript PAC:32967820protein_codingNA c.*5142T>C NA NA NA NA 4754
Chr01 740108 A G Chr01_740108_A_GA_G SNP 18681.63 41 17 17 19 30 27 28 17 25 25 18 16 10 14 41 17 17 19 30 27 28 17 25 25 18 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_1000-Pp3c1_1080Pp3c1_1000-Pp3c1_1080intergenic_regionPp3c1_1000-Pp3c1_1080NA NA n.740108A>GNA NA NA NA NA
Chr01 844421 C A Chr01_844421_C_AC_A SNP 17971.63 23 18 14 27 24 29 30 26 18 12 16 15 12 11 23 18 14 27 24 29 30 26 18 12 16 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_1270-Pp3c1_1290Pp3c1_1270-Pp3c1_1290intergenic_regionPp3c1_1270-Pp3c1_1290NA NA n.844421C>ANA NA NA NA NA
Chr01 844443 G A Chr01_844443_G_AG_A SNP 17660.63 21 19 15 27 20 33 31 24 17 13 16 15 10 9 21 19 15 27 20 33 31 24 17 13 16 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_1270-Pp3c1_1290Pp3c1_1270-Pp3c1_1290intergenic_regionPp3c1_1270-Pp3c1_1290NA NA n.844443G>ANA NA NA NA NA
Chr01 900102 C T Chr01_900102_C_TC_T SNP 14159.63 22 8 15 20 19 18 28 24 10 14 17 11 4 8 22 8 15 20 19 18 28 24 10 14 17 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966753protein_codingNA c.-3506C>T NA NA NA NA 2508
Chr01 900102 C T Chr01_900102_C_TC_T SNP 14159.63 22 8 15 20 19 18 28 24 10 14 17 11 4 8 22 8 15 20 19 18 28 24 10 14 17 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966750protein_coding 01-sept c.-236-184C>TNA NA NA NA NA
Chr01 900102 C T Chr01_900102_C_TC_T SNP 14159.63 22 8 15 20 19 18 28 24 10 14 17 11 4 8 22 8 15 20 19 18 28 24 10 14 17 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966751protein_coding 01-sept c.-236-184C>TNA NA NA NA NA
Chr01 900102 C T Chr01_900102_C_TC_T SNP 14159.63 22 8 15 20 19 18 28 24 10 14 17 11 4 8 22 8 15 20 19 18 28 24 10 14 17 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966752protein_coding 01-sept c.-237+128C>TNA NA NA NA NA
Chr01 911105 T TA Chr01_911105_T_TAT_TA INDEL 23978.59 33 17 17 24 25 37 32 39 29 35 15 17 11 13 33 17 17 24 25 37 32 39 29 35 15 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1390 Pp3c1_1390 transcript PAC:32968095protein_codingNA c.-1927_-1926insANA NA NA NA 1267
Chr01 911105 T TA Chr01_911105_T_TAT_TA INDEL 23978.59 33 17 17 24 25 37 32 39 29 35 15 17 11 13 33 17 17 24 25 37 32 39 29 35 15 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1390 Pp3c1_1390 transcript PAC:32968096protein_codingNA c.-1927_-1926insANA NA NA NA 1267
Chr01 911105 T TA Chr01_911105_T_TAT_TA INDEL 23978.59 33 17 17 24 25 37 32 39 29 35 15 17 11 13 33 17 17 24 25 37 32 39 29 35 15 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1390 Pp3c1_1390 transcript PAC:32968097protein_codingNA c.-1954_-1953insANA NA NA NA 1397
Chr01 911105 T TA Chr01_911105_T_TAT_TA INDEL 23978.59 33 17 17 24 25 37 32 39 29 35 15 17 11 13 33 17 17 24 25 37 32 39 29 35 15 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1390 Pp3c1_1390 transcript PAC:32968098protein_codingNA c.-3009_-3008insANA NA NA NA 2354
Chr01 911105 T TA Chr01_911105_T_TAT_TA INDEL 23978.59 33 17 17 24 25 37 32 39 29 35 15 17 11 13 33 17 17 24 25 37 32 39 29 35 15 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1390 Pp3c1_1390 transcript PAC:32968099protein_codingNA c.-3009_-3008insANA NA NA NA 2809
Chr01 911105 T TA Chr01_911105_T_TAT_TA INDEL 23978.59 33 17 17 24 25 37 32 39 29 35 15 17 11 13 33 17 17 24 25 37 32 39 29 35 15 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966750protein_codingNA c.*3579_*3580insANA NA NA NA 3123
Chr01 911105 T TA Chr01_911105_T_TAT_TA INDEL 23978.59 33 17 17 24 25 37 32 39 29 35 15 17 11 13 33 17 17 24 25 37 32 39 29 35 15 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966751protein_codingNA c.*3579_*3580insANA NA NA NA 2981
Chr01 911105 T TA Chr01_911105_T_TAT_TA INDEL 23978.59 33 17 17 24 25 37 32 39 29 35 15 17 11 13 33 17 17 24 25 37 32 39 29 35 15 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966752protein_codingNA c.*3579_*3580insANA NA NA NA 2981
Chr01 911105 T TA Chr01_911105_T_TAT_TA INDEL 23978.59 33 17 17 24 25 37 32 39 29 35 15 17 11 13 33 17 17 24 25 37 32 39 29 35 15 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966753protein_codingNA c.*3579_*3580insANA NA NA NA 2981
Chr01 911105 T TA Chr01_911105_T_TAT_TA INDEL 23978.59 33 17 17 24 25 37 32 39 29 35 15 17 11 13 33 17 17 24 25 37 32 39 29 35 15 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_1360-Pp3c1_1390Pp3c1_1360-Pp3c1_1390intergenic_regionPp3c1_1360-Pp3c1_1390NA NA n.911105_911106insANA NA NA NA NA
Chr01 911117 T A Chr01_911117_T_AT_A SNP 24129.63 36 15 16 24 26 36 32 37 29 39 15 18 12 11 36 15 16 24 27 36 32 37 29 39 15 18 12 11 1 1 1 1 0.963 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1390 Pp3c1_1390 transcript PAC:32968095protein_codingNA c.-1915T>A NA NA NA NA 1256
Chr01 911117 T A Chr01_911117_T_AT_A SNP 24129.63 36 15 16 24 26 36 32 37 29 39 15 18 12 11 36 15 16 24 27 36 32 37 29 39 15 18 12 11 1 1 1 1 0.963 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1390 Pp3c1_1390 transcript PAC:32968096protein_codingNA c.-1915T>A NA NA NA NA 1256
Chr01 911117 T A Chr01_911117_T_AT_A SNP 24129.63 36 15 16 24 26 36 32 37 29 39 15 18 12 11 36 15 16 24 27 36 32 37 29 39 15 18 12 11 1 1 1 1 0.963 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1390 Pp3c1_1390 transcript PAC:32968097protein_codingNA c.-1942T>A NA NA NA NA 1386
Chr01 911117 T A Chr01_911117_T_AT_A SNP 24129.63 36 15 16 24 26 36 32 37 29 39 15 18 12 11 36 15 16 24 27 36 32 37 29 39 15 18 12 11 1 1 1 1 0.963 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1390 Pp3c1_1390 transcript PAC:32968098protein_codingNA c.-2997T>A NA NA NA NA 2343
Chr01 911117 T A Chr01_911117_T_AT_A SNP 24129.63 36 15 16 24 26 36 32 37 29 39 15 18 12 11 36 15 16 24 27 36 32 37 29 39 15 18 12 11 1 1 1 1 0.963 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1390 Pp3c1_1390 transcript PAC:32968099protein_codingNA c.-2997T>A NA NA NA NA 2798
Chr01 911117 T A Chr01_911117_T_AT_A SNP 24129.63 36 15 16 24 26 36 32 37 29 39 15 18 12 11 36 15 16 24 27 36 32 37 29 39 15 18 12 11 1 1 1 1 0.963 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966750protein_codingNA c.*3591T>A NA NA NA NA 3134
Chr01 911117 T A Chr01_911117_T_AT_A SNP 24129.63 36 15 16 24 26 36 32 37 29 39 15 18 12 11 36 15 16 24 27 36 32 37 29 39 15 18 12 11 1 1 1 1 0.963 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966751protein_codingNA c.*3591T>A NA NA NA NA 2992
Chr01 911117 T A Chr01_911117_T_AT_A SNP 24129.63 36 15 16 24 26 36 32 37 29 39 15 18 12 11 36 15 16 24 27 36 32 37 29 39 15 18 12 11 1 1 1 1 0.963 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966752protein_codingNA c.*3591T>A NA NA NA NA 2992
Chr01 911117 T A Chr01_911117_T_AT_A SNP 24129.63 36 15 16 24 26 36 32 37 29 39 15 18 12 11 36 15 16 24 27 36 32 37 29 39 15 18 12 11 1 1 1 1 0.963 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_1360 Pp3c1_1360 transcript PAC:32966753protein_codingNA c.*3591T>A NA NA NA NA 2992
Chr01 911117 T A Chr01_911117_T_AT_A SNP 24129.63 36 15 16 24 26 36 32 37 29 39 15 18 12 11 36 15 16 24 27 36 32 37 29 39 15 18 12 11 1 1 1 1 0.963 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_1360-Pp3c1_1390Pp3c1_1360-Pp3c1_1390intergenic_regionPp3c1_1360-Pp3c1_1390NA NA n.911117T>ANA NA NA NA NA
Chr01 1008578 A G Chr01_1008578_A_GA_G SNP 20659.63 30 15 23 22 21 17 26 19 26 24 24 24 13 13 30 15 23 22 21 17 26 19 26 24 24 24 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_1421-Pp3c1_1510Pp3c1_1421-Pp3c1_1510intergenic_regionPp3c1_1421-Pp3c1_1510NA NA n.1008578A>GNA NA NA NA NA
Chr01 1008579 G T Chr01_1008579_G_TG_T SNP 20659.63 29 15 22 22 20 18 26 20 25 24 24 24 13 12 29 15 22 22 20 18 26 20 25 24 24 24 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_1421-Pp3c1_1510Pp3c1_1421-Pp3c1_1510intergenic_regionPp3c1_1421-Pp3c1_1510NA NA n.1008579G>TNA NA NA NA NA
Chr01 1147445 ACATTAGTGTGTGTTGTTTTTTTTCGTTCCGGATCAGCTCCA Chr01_1147445_ACATTAGTGTGTGTTGTTTTTTTTCGTTCCGGATCAGCTCC_AACATTAGTGTGTGTTGTTTTTTTTCGTTCCGGATCAGCTCC_AINDEL 7980.59 9 6 15 11 9 8 10 6 6 4 8 7 4 7 9 6 15 11 9 8 10 6 6 4 8 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1650 Pp3c1_1650 transcript PAC:32968033protein_codingNA c.-4800_-4761delGGAGCTGATCCGGAACGAAAAAAAACAACACACACTAATGNA NA NA NA 3549
Chr01 1147445 ACATTAGTGTGTGTTGTTTTTTTTCGTTCCGGATCAGCTCCA Chr01_1147445_ACATTAGTGTGTGTTGTTTTTTTTCGTTCCGGATCAGCTCC_AACATTAGTGTGTGTTGTTTTTTTTCGTTCCGGATCAGCTCC_AINDEL 7980.59 9 6 15 11 9 8 10 6 6 4 8 7 4 7 9 6 15 11 9 8 10 6 6 4 8 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_1650 Pp3c1_1650 transcript PAC:32968034protein_codingNA c.-4800_-4761delGGAGCTGATCCGGAACGAAAAAAAACAACACACACTAATGNA NA NA NA 3483
Chr01 1147445 ACATTAGTGTGTGTTGTTTTTTTTCGTTCCGGATCAGCTCCA Chr01_1147445_ACATTAGTGTGTGTTGTTTTTTTTCGTTCCGGATCAGCTCC_AACATTAGTGTGTGTTGTTTTTTTTCGTTCCGGATCAGCTCC_AINDEL 7980.59 9 6 15 11 9 8 10 6 6 4 8 7 4 7 9 6 15 11 9 8 10 6 6 4 8 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_1650-Pp3c1_1710Pp3c1_1650-Pp3c1_1710intergenic_regionPp3c1_1650-Pp3c1_1710NA NA n.1147446_1147485delCATTAGTGTGTGTTGTTTTTTTTCGTTCCGGATCAGCTCCNA NA NA NA NA
Chr01 1309120 G A Chr01_1309120_G_AG_A SNP 4984.98 0 0 0 0 0 0 0 0 27 21 27 22 14 5 17 19 20 24 27 22 35 17 27 21 27 22 14 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_1940-Pp3c1_2010Pp3c1_1940-Pp3c1_2010intergenic_regionPp3c1_1940-Pp3c1_2010NA NA n.1309120G>ANA NA NA NA NA
Chr01 1405927 T C Chr01_1405927_T_CT_C SNP 17092.63 23 17 17 18 23 28 23 14 23 22 13 16 9 11 23 17 17 18 23 28 23 14 23 22 13 16 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_1940-Pp3c1_2010Pp3c1_1940-Pp3c1_2010intergenic_regionPp3c1_1940-Pp3c1_2010NA NA n.1405927T>CNA NA NA NA NA
Chr01 1414432 A AAT Chr01_1414432_A_AATA_AAT INDEL 3737.24 0 1 0 18 11 22 24 17 1 0 1 0 0 0 17 10 8 18 11 22 25 17 20 12 12 16 8 4 0 0 0 1 1 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_2010 Pp3c1_2010 transcript PAC:32971188protein_codingNA c.*3422_*3423insATNA NA NA NA 3159
Chr01 1414432 A AAT Chr01_1414432_A_AATA_AAT INDEL 3737.24 0 1 0 18 11 22 24 17 1 0 1 0 0 0 17 10 8 18 11 22 25 17 20 12 12 16 8 4 0 0 0 1 1 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_2010 Pp3c1_2010 transcript PAC:32971189protein_codingNA c.*3422_*3423insATNA NA NA NA 2832
Chr01 1414432 A AAT Chr01_1414432_A_AATA_AAT INDEL 3737.24 0 1 0 18 11 22 24 17 1 0 1 0 0 0 17 10 8 18 11 22 25 17 20 12 12 16 8 4 0 0 0 1 1 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_1940-Pp3c1_2010Pp3c1_1940-Pp3c1_2010intergenic_regionPp3c1_1940-Pp3c1_2010NA NA n.1414432_1414433insATNA NA NA NA NA
Chr01 1630506 A AT Chr01_1630506_A_ATA_AT INDEL 19877.59 28 14 8 28 16 33 28 15 24 20 13 21 10 13 28 14 8 28 16 33 28 15 24 20 13 21 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2210 Pp3c1_2210 transcript PAC:32968275protein_codingNA c.-3820_-3819insTNA NA NA NA 3730
Chr01 1630506 A AT Chr01_1630506_A_ATA_AT INDEL 19877.59 28 14 8 28 16 33 28 15 24 20 13 21 10 13 28 14 8 28 16 33 28 15 24 20 13 21 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2210 Pp3c1_2210 transcript PAC:32968276protein_codingNA c.-3820_-3819insTNA NA NA NA 3729
Chr01 1630506 A AT Chr01_1630506_A_ATA_AT INDEL 19877.59 28 14 8 28 16 33 28 15 24 20 13 21 10 13 28 14 8 28 16 33 28 15 24 20 13 21 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2210 Pp3c1_2210 transcript PAC:32968277protein_codingNA c.-3820_-3819insTNA NA NA NA 3730
Chr01 1630506 A AT Chr01_1630506_A_ATA_AT INDEL 19877.59 28 14 8 28 16 33 28 15 24 20 13 21 10 13 28 14 8 28 16 33 28 15 24 20 13 21 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_2170-Pp3c1_2210Pp3c1_2170-Pp3c1_2210intergenic_regionPp3c1_2170-Pp3c1_2210NA NA n.1630506_1630507insTNA NA NA NA NA
Chr01 1630526 A AT Chr01_1630526_A_ATA_AT INDEL 20528.59 37 11 16 29 17 33 29 12 26 21 12 22 12 17 37 11 16 29 17 33 29 12 26 21 12 22 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2210 Pp3c1_2210 transcript PAC:32968275protein_codingNA c.-3800_-3799insTNA NA NA NA 3710
Chr01 1630526 A AT Chr01_1630526_A_ATA_AT INDEL 20528.59 37 11 16 29 17 33 29 12 26 21 12 22 12 17 37 11 16 29 17 33 29 12 26 21 12 22 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2210 Pp3c1_2210 transcript PAC:32968276protein_codingNA c.-3800_-3799insTNA NA NA NA 3709
Chr01 1630526 A AT Chr01_1630526_A_ATA_AT INDEL 20528.59 37 11 16 29 17 33 29 12 26 21 12 22 12 17 37 11 16 29 17 33 29 12 26 21 12 22 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2210 Pp3c1_2210 transcript PAC:32968277protein_codingNA c.-3800_-3799insTNA NA NA NA 3710
Chr01 1630526 A AT Chr01_1630526_A_ATA_AT INDEL 20528.59 37 11 16 29 17 33 29 12 26 21 12 22 12 17 37 11 16 29 17 33 29 12 26 21 12 22 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_2170-Pp3c1_2210Pp3c1_2170-Pp3c1_2210intergenic_regionPp3c1_2170-Pp3c1_2210NA NA n.1630526_1630527insTNA NA NA NA NA
Chr01 1652137 C A Chr01_1652137_C_AC_A SNP 3976.29 0 0 0 20 15 19 16 14 0 0 0 0 0 0 13 13 15 21 16 20 20 14 13 10 6 7 6 9 0 0 0 0.952 0.938 0.95 0.8 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_2210-Pp3c1_2220Pp3c1_2210-Pp3c1_2220intergenic_regionPp3c1_2210-Pp3c1_2220NA NA n.1652137C>ANA NA NA NA NA
Chr01 1703439 C T Chr01_1703439_C_TC_T SNP 17996.63 29 13 17 24 17 12 34 23 21 20 13 25 12 8 29 13 17 24 17 12 34 23 21 20 13 25 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_2270-Pp3c1_2340Pp3c1_2270-Pp3c1_2340intergenic_regionPp3c1_2270-Pp3c1_2340NA NA n.1703439C>TNA NA NA NA NA
Chr01 1811230 G GA Chr01_1811230_G_GAG_GA INDEL 15989.59 33 7 15 24 20 21 27 33 30 18 16 18 12 7 33 7 15 24 20 21 27 33 30 18 16 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2400 Pp3c1_2400 transcript PAC:32970113protein_codingNA c.-2309_-2308insTNA NA NA NA 1983
Chr01 1811230 G GA Chr01_1811230_G_GAG_GA INDEL 15989.59 33 7 15 24 20 21 27 33 30 18 16 18 12 7 33 7 15 24 20 21 27 33 30 18 16 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2420 Pp3c1_2420 transcript PAC:32968551protein_codingNA c.-1918_-1917insANA NA NA NA 1264
Chr01 1811230 G GA Chr01_1811230_G_GAG_GA INDEL 15989.59 33 7 15 24 20 21 27 33 30 18 16 18 12 7 33 7 15 24 20 21 27 33 30 18 16 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2460 Pp3c1_2460 transcript PAC:32971475protein_codingNA c.-5987_-5986insANA NA NA NA 4474
Chr01 1811230 G GA Chr01_1811230_G_GAG_GA INDEL 15989.59 33 7 15 24 20 21 27 33 30 18 16 18 12 7 33 7 15 24 20 21 27 33 30 18 16 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2450 Pp3c1_2450 transcript PAC:32970931protein_codingNA c.-5987_-5986insANA NA NA NA 4550
Chr01 1811230 G GA Chr01_1811230_G_GAG_GA INDEL 15989.59 33 7 15 24 20 21 27 33 30 18 16 18 12 7 33 7 15 24 20 21 27 33 30 18 16 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2400 Pp3c1_2400 transcript PAC:32970114protein_codingNA c.-2309_-2308insTNA NA NA NA 1926
Chr01 1811230 G GA Chr01_1811230_G_GAG_GA INDEL 15989.59 33 7 15 24 20 21 27 33 30 18 16 18 12 7 33 7 15 24 20 21 27 33 30 18 16 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_2420 Pp3c1_2420 transcript PAC:32968552protein_codingNA c.-1918_-1917insANA NA NA NA 1433
Chr01 1811230 G GA Chr01_1811230_G_GAG_GA INDEL 15989.59 33 7 15 24 20 21 27 33 30 18 16 18 12 7 33 7 15 24 20 21 27 33 30 18 16 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_2390 Pp3c1_2390 transcript PAC:32967618protein_codingNA c.*4070_*4071insANA NA NA NA 3297
Chr01 1811230 G GA Chr01_1811230_G_GAG_GA INDEL 15989.59 33 7 15 24 20 21 27 33 30 18 16 18 12 7 33 7 15 24 20 21 27 33 30 18 16 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_2390 Pp3c1_2390 transcript PAC:32967620protein_codingNA c.*4070_*4071insANA NA NA NA 3378
Chr01 1811230 G GA Chr01_1811230_G_GAG_GA INDEL 15989.59 33 7 15 24 20 21 27 33 30 18 16 18 12 7 33 7 15 24 20 21 27 33 30 18 16 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_2390 Pp3c1_2390 transcript PAC:32967619protein_codingNA c.*4070_*4071insANA NA NA NA 3297
Chr01 1811230 G GA Chr01_1811230_G_GAG_GA INDEL 15989.59 33 7 15 24 20 21 27 33 30 18 16 18 12 7 33 7 15 24 20 21 27 33 30 18 16 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_2390 Pp3c1_2390 transcript PAC:32967621protein_codingNA c.*4070_*4071insANA NA NA NA 3297
Chr01 1811230 G GA Chr01_1811230_G_GAG_GA INDEL 15989.59 33 7 15 24 20 21 27 33 30 18 16 18 12 7 33 7 15 24 20 21 27 33 30 18 16 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_2400-Pp3c1_2420Pp3c1_2400-Pp3c1_2420intergenic_regionPp3c1_2400-Pp3c1_2420NA NA n.1811230_1811231insANA NA NA NA NA
Chr01 1934541 G C Chr01_1934541_G_CG_C SNP 9536.29 26 12 13 0 0 0 0 0 21 17 13 17 7 13 26 12 13 16 13 16 19 18 21 17 13 17 7 13 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c1_2590-Pp3c1_2650Pp3c1_2590-Pp3c1_2650intergenic_regionPp3c1_2590-Pp3c1_2650NA NA n.1934541G>CNA NA NA NA NA
Chr01 1979859 C T Chr01_1979859_C_TC_T SNP 5153.29 0 0 0 24 22 16 29 20 0 0 0 0 0 0 33 11 16 24 23 16 29 20 29 27 10 13 17 13 0 0 0 1 0.957 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_2650-Pp3c1_2700Pp3c1_2650-Pp3c1_2700intergenic_regionPp3c1_2650-Pp3c1_2700NA NA n.1979859C>TNA NA NA NA NA
Chr01 2024506 A AT Chr01_2024506_A_ATA_AT INDEL 11620.59 20 11 5 21 21 19 27 19 17 20 29 17 4 12 20 11 5 21 21 19 27 19 17 20 29 17 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_2700-Pp3c1_2730Pp3c1_2700-Pp3c1_2730intergenic_regionPp3c1_2700-Pp3c1_2730NA NA n.2024506_2024507insTNA NA NA NA NA
Chr01 2072885 A G Chr01_2072885_A_GA_G SNP 13444.63 26 13 12 11 16 20 22 19 15 9 7 6 11 6 26 13 12 11 16 20 22 19 15 9 7 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_2740-Pp3c1_2770Pp3c1_2740-Pp3c1_2770intergenic_regionPp3c1_2740-Pp3c1_2770NA NA n.2072885A>GNA NA NA NA NA
Chr01 2267153 A G Chr01_2267153_A_GA_G SNP 14545.63 22 13 10 21 20 18 21 14 16 17 20 16 14 11 22 13 10 21 20 18 21 14 16 17 20 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_2880-Pp3c1_2920Pp3c1_2880-Pp3c1_2920intergenic_regionPp3c1_2880-Pp3c1_2920NA NA n.2267153A>GNA NA NA NA NA
Chr01 2421452 T C Chr01_2421452_T_CT_C SNP 16602.63 22 19 12 17 14 20 33 14 21 24 11 26 6 6 22 19 12 17 14 21 33 14 21 24 11 26 6 6 1 1 1 1 1 0.952 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_3000 Pp3c1_3000 transcript PAC:32970305protein_coding 01-janv c.132T>C p.Ala44Ala 958/2538 132/585 44/194 NA
Chr01 2421452 T C Chr01_2421452_T_CT_C SNP 16602.63 22 19 12 17 14 20 33 14 21 24 11 26 6 6 22 19 12 17 14 21 33 14 21 24 11 26 6 6 1 1 1 1 1 0.952 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_3000 Pp3c1_3000 transcript PAC:32970306protein_coding 02-févr c.132T>C p.Ala44Ala 1335/2915 132/585 44/194 NA
Chr01 2421452 T C Chr01_2421452_T_CT_C SNP 16602.63 22 19 12 17 14 20 33 14 21 24 11 26 6 6 22 19 12 17 14 21 33 14 21 24 11 26 6 6 1 1 1 1 1 0.952 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_3000 Pp3c1_3000 transcript PAC:32970307protein_coding 01-janv c.132T>C p.Ala44Ala 962/1430 132/585 44/194 NA
Chr01 2421452 T C Chr01_2421452_T_CT_C SNP 16602.63 22 19 12 17 14 20 33 14 21 24 11 26 6 6 22 19 12 17 14 21 33 14 21 24 11 26 6 6 1 1 1 1 1 0.952 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_2980 Pp3c1_2980 transcript PAC:32967262protein_codingNA c.*2442T>C NA NA NA NA 1899
Chr01 2421452 T C Chr01_2421452_T_CT_C SNP 16602.63 22 19 12 17 14 20 33 14 21 24 11 26 6 6 22 19 12 17 14 21 33 14 21 24 11 26 6 6 1 1 1 1 1 0.952 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_3040 Pp3c1_3040 transcript PAC:32971397protein_codingNA c.*5596A>G NA NA NA NA 4905
Chr01 2421452 T C Chr01_2421452_T_CT_C SNP 16602.63 22 19 12 17 14 20 33 14 21 24 11 26 6 6 22 19 12 17 14 21 33 14 21 24 11 26 6 6 1 1 1 1 1 0.952 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_2980 Pp3c1_2980 transcript PAC:32967263protein_codingNA c.*2442T>C NA NA NA NA 2442
Chr01 2604813 T TA Chr01_2604813_T_TAT_TA INDEL 16181.59 23 17 21 28 15 31 21 18 26 25 18 18 19 12 23 17 21 28 15 31 22 18 26 25 18 18 19 12 1 1 1 1 1 1 0.955 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3310-Pp3c1_3340Pp3c1_3310-Pp3c1_3340intergenic_regionPp3c1_3310-Pp3c1_3340NA NA n.2604813_2604814insANA NA NA NA NA
Chr01 2610471 TG T Chr01_2610471_TG_TTG_T INDEL 20651.59 28 9 23 16 25 26 35 25 17 23 11 18 16 8 28 9 23 16 25 26 35 25 17 23 11 18 16 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3310-Pp3c1_3340Pp3c1_3310-Pp3c1_3340intergenic_regionPp3c1_3310-Pp3c1_3340NA NA n.2610472delGNA NA NA NA NA
Chr01 2610480 C A Chr01_2610480_C_AC_A SNP 21256.63 27 10 24 17 24 25 36 29 19 26 12 22 15 7 27 10 24 17 24 25 36 29 19 26 12 22 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3310-Pp3c1_3340Pp3c1_3310-Pp3c1_3340intergenic_regionPp3c1_3310-Pp3c1_3340NA NA n.2610480C>ANA NA NA NA NA
Chr01 2631977 T TA Chr01_2631977_T_TAT_TA INDEL 16536.59 34 20 17 27 24 29 31 19 17 20 19 18 8 8 34 20 17 27 24 29 31 19 17 20 19 18 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3310-Pp3c1_3340Pp3c1_3310-Pp3c1_3340intergenic_regionPp3c1_3310-Pp3c1_3340NA NA n.2631977_2631978insANA NA NA NA NA
Chr01 2634459 A AT Chr01_2634459_A_ATA_AT INDEL 16325.59 29 19 18 18 17 30 22 23 21 31 13 19 7 11 29 19 18 18 17 30 22 23 21 31 13 19 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3310-Pp3c1_3340Pp3c1_3310-Pp3c1_3340intergenic_regionPp3c1_3310-Pp3c1_3340NA NA n.2634459_2634460insTNA NA NA NA NA
Chr01 2634659 G A Chr01_2634659_G_AG_A SNP 20647.63 26 15 16 25 17 35 24 34 23 23 17 19 9 11 26 15 16 25 17 35 24 34 23 23 17 19 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3310-Pp3c1_3340Pp3c1_3310-Pp3c1_3340intergenic_regionPp3c1_3310-Pp3c1_3340NA NA n.2634659G>ANA NA NA NA NA
Chr01 2678517 G GT Chr01_2678517_G_GTG_GT INDEL 13997.59 24 14 20 13 9 13 24 19 16 21 11 14 8 11 24 14 20 13 9 13 24 19 16 21 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3340-Pp3c1_3380Pp3c1_3340-Pp3c1_3380intergenic_regionPp3c1_3340-Pp3c1_3380NA NA n.2678517_2678518insTNA NA NA NA NA
Chr01 2853636 A C Chr01_2853636_A_CA_C SNP 9245.63 13 7 14 9 10 12 16 7 9 12 5 8 5 4 13 7 14 9 10 12 16 7 9 12 5 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967849protein_coding sept-16 c.1338+204T>GNA NA NA NA NA
Chr01 2853636 A C Chr01_2853636_A_CA_C SNP 9245.63 13 7 14 9 10 12 16 7 9 12 5 8 5 4 13 7 14 9 10 12 16 7 9 12 5 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967850protein_coding sept-16 c.1338+204T>GNA NA NA NA NA
Chr01 2853637 T A Chr01_2853637_T_AT_A SNP 9335.63 13 7 14 9 10 12 16 7 9 12 5 8 5 4 13 7 14 9 10 12 16 7 9 12 5 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967849protein_coding sept-16 c.1338+203A>TNA NA NA NA NA
Chr01 2853637 T A Chr01_2853637_T_AT_A SNP 9335.63 13 7 14 9 10 12 16 7 9 12 5 8 5 4 13 7 14 9 10 12 16 7 9 12 5 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967850protein_coding sept-16 c.1338+203A>TNA NA NA NA NA
Chr01 2853642 A C Chr01_2853642_A_CA_C SNP 10055.63 14 7 14 10 11 12 17 7 9 12 5 9 5 4 14 7 14 10 11 12 17 7 9 12 5 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967849protein_coding sept-16 c.1338+198T>GNA NA NA NA NA
Chr01 2853642 A C Chr01_2853642_A_CA_C SNP 10055.63 14 7 14 10 11 12 17 7 9 12 5 9 5 4 14 7 14 10 11 12 17 7 9 12 5 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967850protein_coding sept-16 c.1338+198T>GNA NA NA NA NA
Chr01 2853646 A C Chr01_2853646_A_CA_C SNP 10370.63 15 9 14 10 11 12 18 8 9 12 5 10 5 5 15 9 14 10 11 12 18 8 9 12 5 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967849protein_coding sept-16 c.1338+194T>GNA NA NA NA NA
Chr01 2853646 A C Chr01_2853646_A_CA_C SNP 10370.63 15 9 14 10 11 12 18 8 9 12 5 10 5 5 15 9 14 10 11 12 18 8 9 12 5 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967850protein_coding sept-16 c.1338+194T>GNA NA NA NA NA
Chr01 2853647 T A Chr01_2853647_T_AT_A SNP 10505.63 15 9 14 10 11 12 18 8 9 12 5 10 5 5 15 9 14 10 11 12 18 8 9 12 5 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967849protein_coding sept-16 c.1338+193A>TNA NA NA NA NA
Chr01 2853647 T A Chr01_2853647_T_AT_A SNP 10505.63 15 9 14 10 11 12 18 8 9 12 5 10 5 5 15 9 14 10 11 12 18 8 9 12 5 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967850protein_coding sept-16 c.1338+193A>TNA NA NA NA NA
Chr01 2853657 AAGGCTTCCTCGTCCCAGGA Chr01_2853657_AAGGCTTCCTCGTCCCAGG_AAAGGCTTCCTCGTCCCAGG_AINDEL 12831.59 16 11 17 11 13 16 21 10 13 14 5 12 6 6 16 11 17 11 13 16 21 10 13 14 5 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967849protein_coding sept-16 c.1338+165_1338+182delCCTGGGACGAGGAAGCCTNA NA NA NA NA
Chr01 2853657 AAGGCTTCCTCGTCCCAGGA Chr01_2853657_AAGGCTTCCTCGTCCCAGG_AAAGGCTTCCTCGTCCCAGG_AINDEL 12831.59 16 11 17 11 13 16 21 10 13 14 5 12 6 6 16 11 17 11 13 16 21 10 13 14 5 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967850protein_coding sept-16 c.1338+165_1338+182delCCTGGGACGAGGAAGCCTNA NA NA NA NA
Chr01 2853678 G C Chr01_2853678_G_CG_C SNP 12949.63 16 12 17 12 15 18 23 12 13 16 5 13 6 6 16 12 17 12 15 18 23 12 13 16 5 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967849protein_coding sept-16 c.1338+162C>GNA NA NA NA NA
Chr01 2853678 G C Chr01_2853678_G_CG_C SNP 12949.63 16 12 17 12 15 18 23 12 13 16 5 13 6 6 16 12 17 12 15 18 23 12 13 16 5 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_3700 Pp3c1_3700 transcript PAC:32967850protein_coding sept-16 c.1338+162C>GNA NA NA NA NA
Chr01 3064955 G T Chr01_3064955_G_TG_T SNP 19207.63 21 6 20 32 26 30 28 25 32 27 19 10 12 7 21 6 20 32 26 30 28 25 32 27 19 10 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3990-Pp3c1_4010Pp3c1_3990-Pp3c1_4010intergenic_regionPp3c1_3990-Pp3c1_4010NA NA n.3064955G>TNA NA NA NA NA
Chr01 3064990 C A Chr01_3064990_C_AC_A SNP 19179.63 24 6 29 34 21 32 23 30 37 27 20 8 10 9 24 6 29 34 21 32 23 30 37 27 20 8 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3990-Pp3c1_4010Pp3c1_3990-Pp3c1_4010intergenic_regionPp3c1_3990-Pp3c1_4010NA NA n.3064990C>ANA NA NA NA NA
Chr01 3065050 G T Chr01_3065050_G_TG_T SNP 18588.63 29 6 23 27 24 30 26 26 37 26 14 8 12 13 29 6 23 27 24 30 26 26 37 26 14 8 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3990-Pp3c1_4010Pp3c1_3990-Pp3c1_4010intergenic_regionPp3c1_3990-Pp3c1_4010NA NA n.3065050G>TNA NA NA NA NA
Chr01 3069362 C A Chr01_3069362_C_AC_A SNP 21996.63 28 23 22 24 19 23 31 28 31 31 10 18 16 15 28 23 22 24 19 23 31 28 31 31 10 18 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3990-Pp3c1_4010Pp3c1_3990-Pp3c1_4010intergenic_regionPp3c1_3990-Pp3c1_4010NA NA n.3069362C>ANA NA NA NA NA
Chr01 3069373 G A Chr01_3069373_G_AG_A SNP 22821.63 27 23 21 26 19 25 32 29 29 30 12 16 18 15 27 23 21 26 19 25 32 29 29 30 12 16 18 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3990-Pp3c1_4010Pp3c1_3990-Pp3c1_4010intergenic_regionPp3c1_3990-Pp3c1_4010NA NA n.3069373G>ANA NA NA NA NA
Chr01 3069376 C A Chr01_3069376_C_AC_A SNP 22228.63 27 22 21 25 20 26 33 29 28 31 12 16 17 16 27 22 21 25 20 26 33 29 28 31 12 16 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3990-Pp3c1_4010Pp3c1_3990-Pp3c1_4010intergenic_regionPp3c1_3990-Pp3c1_4010NA NA n.3069376C>ANA NA NA NA NA
Chr01 3069431 G A Chr01_3069431_G_AG_A SNP 20411.63 24 18 20 27 24 27 27 21 26 27 13 10 17 15 24 18 20 27 24 27 27 21 26 27 13 10 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3990-Pp3c1_4010Pp3c1_3990-Pp3c1_4010intergenic_regionPp3c1_3990-Pp3c1_4010NA NA n.3069431G>ANA NA NA NA NA
Chr01 3070832 TC T Chr01_3070832_TC_TTC_T INDEL 15998.59 18 17 9 22 13 21 14 15 17 10 14 20 6 8 18 17 9 22 13 21 14 15 17 10 14 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4010 Pp3c1_4010 transcript PAC:32971864protein_codingNA c.*5094delG NA NA NA NA 4615
Chr01 3070832 TC T Chr01_3070832_TC_TTC_T INDEL 15998.59 18 17 9 22 13 21 14 15 17 10 14 20 6 8 18 17 9 22 13 21 14 15 17 10 14 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4010 Pp3c1_4010 transcript PAC:32971865protein_codingNA c.*5094delG NA NA NA NA 4642
Chr01 3070832 TC T Chr01_3070832_TC_TTC_T INDEL 15998.59 18 17 9 22 13 21 14 15 17 10 14 20 6 8 18 17 9 22 13 21 14 15 17 10 14 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3990-Pp3c1_4010Pp3c1_3990-Pp3c1_4010intergenic_regionPp3c1_3990-Pp3c1_4010NA NA n.3070833delCNA NA NA NA NA
Chr01 3070845 TG T Chr01_3070845_TG_TTG_T INDEL 15816.59 18 17 10 24 14 21 14 17 14 10 15 19 8 8 18 17 10 24 14 21 14 17 14 10 15 20 8 8 1 1 1 1 1 1 1 1 1 1 1 0.95 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4010 Pp3c1_4010 transcript PAC:32971864protein_codingNA c.*5081delC NA NA NA NA 4602
Chr01 3070845 TG T Chr01_3070845_TG_TTG_T INDEL 15816.59 18 17 10 24 14 21 14 17 14 10 15 19 8 8 18 17 10 24 14 21 14 17 14 10 15 20 8 8 1 1 1 1 1 1 1 1 1 1 1 0.95 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4010 Pp3c1_4010 transcript PAC:32971865protein_codingNA c.*5081delC NA NA NA NA 4629
Chr01 3070845 TG T Chr01_3070845_TG_TTG_T INDEL 15816.59 18 17 10 24 14 21 14 17 14 10 15 19 8 8 18 17 10 24 14 21 14 17 14 10 15 20 8 8 1 1 1 1 1 1 1 1 1 1 1 0.95 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_3990-Pp3c1_4010Pp3c1_3990-Pp3c1_4010intergenic_regionPp3c1_3990-Pp3c1_4010NA NA n.3070846delGNA NA NA NA NA
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4090 Pp3c1_4090 transcript PAC:32968565protein_codingNA c.-2775A>G NA NA NA NA 1103
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4120 Pp3c1_4120 transcript PAC:32971352protein_codingNA c.-713T>C NA NA NA NA 449
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4090 Pp3c1_4090 transcript PAC:32968567protein_codingNA c.-2775A>G NA NA NA NA 869
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4090 Pp3c1_4090 transcript PAC:32968569protein_codingNA c.-2775A>G NA NA NA NA 1277
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4090 Pp3c1_4090 transcript PAC:32968571protein_codingNA c.-3556A>G NA NA NA NA 3429
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4090 Pp3c1_4090 transcript PAC:32968566protein_codingNA c.-2775A>G NA NA NA NA 869
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4090 Pp3c1_4090 transcript PAC:32968568protein_codingNA c.-2775A>G NA NA NA NA 869
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4090 Pp3c1_4090 transcript PAC:32968570protein_codingNA c.-2775A>G NA NA NA NA 856
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4120 Pp3c1_4120 transcript PAC:32971353protein_codingNA c.-713T>C NA NA NA NA 407
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4130 Pp3c1_4130 transcript PAC:32970914protein_codingNA c.*3676A>G NA NA NA NA 3404
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4130 Pp3c1_4130 transcript PAC:32970915protein_codingNA c.*3676A>G NA NA NA NA 3379
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4130 Pp3c1_4130 transcript PAC:32970917protein_codingNA c.*3676A>G NA NA NA NA 3380
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4130 Pp3c1_4130 transcript PAC:32970922protein_codingNA c.*3676A>G NA NA NA NA 3384
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4130 Pp3c1_4130 transcript PAC:32970923protein_codingNA c.*3676A>G NA NA NA NA 3389
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4130 Pp3c1_4130 transcript PAC:32970921protein_codingNA c.*3676A>G NA NA NA NA 3404
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4130 Pp3c1_4130 transcript PAC:32970919protein_codingNA c.*3676A>G NA NA NA NA 3404
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4130 Pp3c1_4130 transcript PAC:32970916protein_codingNA c.*3676A>G NA NA NA NA 3404
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4130 Pp3c1_4130 transcript PAC:32970918protein_codingNA c.*3676A>G NA NA NA NA 3404
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_4130 Pp3c1_4130 transcript PAC:32970920protein_codingNA c.*3676A>G NA NA NA NA 3404
Chr01 3099898 T C Chr01_3099898_T_CT_C SNP 18382.63 21 22 13 27 23 23 29 26 27 27 8 11 7 11 21 22 13 27 24 23 29 26 27 27 8 11 7 11 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_4090-Pp3c1_4120Pp3c1_4090-Pp3c1_4120intergenic_regionPp3c1_4090-Pp3c1_4120NA NA n.3099898T>CNA NA NA NA NA
Chr01 3135857 T TTA Chr01_3135857_T_TTAT_TTA INDEL 1248.35 22 13 10 1 1 1 0 0 2 0 0 0 0 0 23 14 10 14 14 12 17 12 20 15 8 10 7 6 0.957 0.929 1 0 0 0 0 0 0.1 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c1_4180 Pp3c1_4180 transcript PAC:32971575protein_codingNA c.-2760_-2759insTANA NA NA NA 2705
Chr01 3135857 T TTA Chr01_3135857_T_TTAT_TTA INDEL 1248.35 22 13 10 1 1 1 0 0 2 0 0 0 0 0 23 14 10 14 14 12 17 12 20 15 8 10 7 6 0.957 0.929 1 0 0 0 0 0 0.1 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c1_4200 Pp3c1_4200 transcript PAC:32967953protein_codingNA c.-2268_-2267insTANA NA NA NA 2267
Chr01 3135857 T TTA Chr01_3135857_T_TTAT_TTA INDEL 1248.35 22 13 10 1 1 1 0 0 2 0 0 0 0 0 23 14 10 14 14 12 17 12 20 15 8 10 7 6 0.957 0.929 1 0 0 0 0 0 0.1 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c1_4180 Pp3c1_4180 transcript PAC:32971576protein_codingNA c.-2760_-2759insTANA NA NA NA 2693
Chr01 3135857 T TTA Chr01_3135857_T_TTAT_TTA INDEL 1248.35 22 13 10 1 1 1 0 0 2 0 0 0 0 0 23 14 10 14 14 12 17 12 20 15 8 10 7 6 0.957 0.929 1 0 0 0 0 0 0.1 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c1_4180 Pp3c1_4180 transcript PAC:32971577protein_codingNA c.-2760_-2759insTANA NA NA NA 2693
Chr01 3135857 T TTA Chr01_3135857_T_TTAT_TTA INDEL 1248.35 22 13 10 1 1 1 0 0 2 0 0 0 0 0 23 14 10 14 14 12 17 12 20 15 8 10 7 6 0.957 0.929 1 0 0 0 0 0 0.1 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c1_4180 Pp3c1_4180 transcript PAC:32971578protein_codingNA c.-2760_-2759insTANA NA NA NA 2693



Chr01 3135857 T TTA Chr01_3135857_T_TTAT_TTA INDEL 1248.35 22 13 10 1 1 1 0 0 2 0 0 0 0 0 23 14 10 14 14 12 17 12 20 15 8 10 7 6 0.957 0.929 1 0 0 0 0 0 0.1 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c1_4200 Pp3c1_4200 transcript PAC:32967954protein_codingNA c.-2268_-2267insTANA NA NA NA 2239
Chr01 3135857 T TTA Chr01_3135857_T_TTAT_TTA INDEL 1248.35 22 13 10 1 1 1 0 0 2 0 0 0 0 0 23 14 10 14 14 12 17 12 20 15 8 10 7 6 0.957 0.929 1 0 0 0 0 0 0.1 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c1_4180-Pp3c1_4200Pp3c1_4180-Pp3c1_4200intergenic_regionPp3c1_4180-Pp3c1_4200NA NA n.3135857_3135858insTANA NA NA NA NA
Chr01 3200062 CT C Chr01_3200062_CT_CCT_C INDEL 12029.59 24 10 11 18 12 20 28 22 12 26 12 14 8 8 24 10 11 18 12 20 28 22 12 26 12 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_4270-Pp3c1_4290Pp3c1_4270-Pp3c1_4290intergenic_regionPp3c1_4270-Pp3c1_4290NA NA n.3200063delTNA NA NA NA NA
Chr01 3263451 G GT Chr01_3263451_G_GTG_GT INDEL 15279.59 28 14 19 16 18 26 26 19 19 18 21 15 8 9 28 14 19 16 18 26 26 19 19 18 21 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_4370-Pp3c1_4390Pp3c1_4370-Pp3c1_4390intergenic_regionPp3c1_4370-Pp3c1_4390NA NA n.3263451_3263452insTNA NA NA NA NA
Chr01 3652399 C A Chr01_3652399_C_AC_A SNP 13302.29 35 18 12 0 1 0 0 0 21 28 12 31 19 11 35 18 12 26 28 19 26 18 21 28 12 31 19 11 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c1_4750-Pp3c1_4930Pp3c1_4750-Pp3c1_4930intergenic_regionPp3c1_4750-Pp3c1_4930NA NA n.3652399C>ANA NA NA NA NA
Chr01 3664055 A AAT Chr01_3664055_A_AATA_AAT INDEL 2706.93 1 1 0 0 0 0 0 0 14 18 11 13 8 8 18 6 9 22 10 23 20 19 14 18 11 14 8 8 0 0 0 0 0 0 0 0 1 1 1 0.929 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_4750-Pp3c1_4930Pp3c1_4750-Pp3c1_4930intergenic_regionPp3c1_4750-Pp3c1_4930NA NA n.3664055_3664056insATNA NA NA NA NA
Chr01 3759997 G T Chr01_3759997_G_TG_T SNP 22988.63 34 22 18 21 28 28 39 29 17 23 17 14 10 16 34 22 18 21 28 28 39 29 17 23 17 14 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4990 Pp3c1_4990 transcript PAC:32969417protein_codingNA c.-5513G>T NA NA NA NA 4561
Chr01 3759997 G T Chr01_3759997_G_TG_T SNP 22988.63 34 22 18 21 28 28 39 29 17 23 17 14 10 16 34 22 18 21 28 28 39 29 17 23 17 14 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4990 Pp3c1_4990 transcript PAC:32969418protein_codingNA c.-5513G>T NA NA NA NA 4561
Chr01 3759997 G T Chr01_3759997_G_TG_T SNP 22988.63 34 22 18 21 28 28 39 29 17 23 17 14 10 16 34 22 18 21 28 28 39 29 17 23 17 14 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_4970-Pp3c1_4990Pp3c1_4970-Pp3c1_4990intergenic_regionPp3c1_4970-Pp3c1_4990NA NA n.3759997G>TNA NA NA NA NA
Chr01 3759998 A T Chr01_3759998_A_TA_T SNP 23078.63 34 22 18 22 27 28 39 28 17 23 18 14 11 16 34 22 18 22 27 28 39 28 17 23 18 14 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4990 Pp3c1_4990 transcript PAC:32969417protein_codingNA c.-5512A>T NA NA NA NA 4560
Chr01 3759998 A T Chr01_3759998_A_TA_T SNP 23078.63 34 22 18 22 27 28 39 28 17 23 18 14 11 16 34 22 18 22 27 28 39 28 17 23 18 14 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4990 Pp3c1_4990 transcript PAC:32969418protein_codingNA c.-5512A>T NA NA NA NA 4560
Chr01 3759998 A T Chr01_3759998_A_TA_T SNP 23078.63 34 22 18 22 27 28 39 28 17 23 18 14 11 16 34 22 18 22 27 28 39 28 17 23 18 14 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_4970-Pp3c1_4990Pp3c1_4970-Pp3c1_4990intergenic_regionPp3c1_4970-Pp3c1_4990NA NA n.3759998A>TNA NA NA NA NA
Chr01 3760005 A T Chr01_3760005_A_TA_T SNP 22353.63 31 17 19 21 28 27 38 27 17 23 17 15 11 15 31 17 19 21 28 27 38 27 17 23 17 15 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4990 Pp3c1_4990 transcript PAC:32969417protein_codingNA c.-5505A>T NA NA NA NA 4553
Chr01 3760005 A T Chr01_3760005_A_TA_T SNP 22353.63 31 17 19 21 28 27 38 27 17 23 17 15 11 15 31 17 19 21 28 27 38 27 17 23 17 15 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4990 Pp3c1_4990 transcript PAC:32969418protein_codingNA c.-5505A>T NA NA NA NA 4553
Chr01 3760005 A T Chr01_3760005_A_TA_T SNP 22353.63 31 17 19 21 28 27 38 27 17 23 17 15 11 15 31 17 19 21 28 27 38 27 17 23 17 15 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_4970-Pp3c1_4990Pp3c1_4970-Pp3c1_4990intergenic_regionPp3c1_4970-Pp3c1_4990NA NA n.3760005A>TNA NA NA NA NA
Chr01 3760006 C T Chr01_3760006_C_TC_T SNP 22128.63 31 18 19 21 28 26 38 27 17 23 17 15 11 15 31 18 19 21 28 26 38 27 17 23 17 15 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4990 Pp3c1_4990 transcript PAC:32969417protein_codingNA c.-5504C>T NA NA NA NA 4552
Chr01 3760006 C T Chr01_3760006_C_TC_T SNP 22128.63 31 18 19 21 28 26 38 27 17 23 17 15 11 15 31 18 19 21 28 26 38 27 17 23 17 15 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_4990 Pp3c1_4990 transcript PAC:32969418protein_codingNA c.-5504C>T NA NA NA NA 4552
Chr01 3760006 C T Chr01_3760006_C_TC_T SNP 22128.63 31 18 19 21 28 26 38 27 17 23 17 15 11 15 31 18 19 21 28 26 38 27 17 23 17 15 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_4970-Pp3c1_4990Pp3c1_4970-Pp3c1_4990intergenic_regionPp3c1_4970-Pp3c1_4990NA NA n.3760006C>TNA NA NA NA NA
Chr01 3875645 C A Chr01_3875645_C_AC_A SNP 14091.63 20 8 14 20 18 19 23 18 18 18 9 15 7 6 20 8 14 20 18 19 23 18 18 18 9 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_5080-Pp3c1_5190Pp3c1_5080-Pp3c1_5190intergenic_regionPp3c1_5080-Pp3c1_5190NA NA n.3875645C>ANA NA NA NA NA
Chr01 3970009 A AT Chr01_3970009_A_ATA_AT INDEL 15218.59 34 14 19 26 20 29 20 15 24 30 15 15 11 12 34 14 19 26 20 29 20 15 24 30 15 15 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_5200-Pp3c1_5280Pp3c1_5200-Pp3c1_5280intergenic_regionPp3c1_5200-Pp3c1_5280NA NA n.3970009_3970010insTNA NA NA NA NA
Chr01 3970199 C A Chr01_3970199_C_AC_A SNP 21076.63 32 15 16 32 18 20 30 27 21 35 20 17 12 8 32 15 16 32 18 20 30 27 21 35 20 17 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_5200-Pp3c1_5280Pp3c1_5200-Pp3c1_5280intergenic_regionPp3c1_5200-Pp3c1_5280NA NA n.3970199C>ANA NA NA NA NA
Chr01 3970296 C A Chr01_3970296_C_AC_A SNP 21604.63 37 19 16 30 18 27 36 14 32 35 11 21 18 5 37 19 16 30 18 27 36 14 32 35 11 21 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_5200-Pp3c1_5280Pp3c1_5200-Pp3c1_5280intergenic_regionPp3c1_5200-Pp3c1_5280NA NA n.3970296C>ANA NA NA NA NA
Chr01 3977692 C CAT Chr01_3977692_C_CATC_CAT INDEL 1463.93 2 0 0 0 0 0 0 0 10 16 7 9 4 5 9 6 5 9 8 24 23 15 10 16 7 9 4 5 0.222 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c1_5200-Pp3c1_5280Pp3c1_5200-Pp3c1_5280intergenic_regionPp3c1_5200-Pp3c1_5280NA NA n.3977692_3977693insATNA NA NA NA NA
Chr01 3995585 C A Chr01_3995585_C_AC_A SNP 19897.63 29 15 16 26 19 27 18 24 32 27 12 23 15 13 29 15 16 26 19 27 18 24 32 27 12 23 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_5280-Pp3c1_5300Pp3c1_5280-Pp3c1_5300intergenic_regionPp3c1_5280-Pp3c1_5300NA NA n.3995585C>ANA NA NA NA NA
Chr01 4000853 AT A Chr01_4000853_AT_AAT_A INDEL 23443.59 26 17 16 29 30 24 26 24 33 31 10 19 15 16 26 17 16 29 30 24 26 24 33 31 10 19 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_5300 Pp3c1_5300 transcript PAC:32966639protein_codingNA c.*5252delA NA NA NA NA 4768
Chr01 4000853 AT A Chr01_4000853_AT_AAT_A INDEL 23443.59 26 17 16 29 30 24 26 24 33 31 10 19 15 16 26 17 16 29 30 24 26 24 33 31 10 19 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_5300 Pp3c1_5300 transcript PAC:32966640protein_codingNA c.*5252delA NA NA NA NA 4492
Chr01 4000853 AT A Chr01_4000853_AT_AAT_A INDEL 23443.59 26 17 16 29 30 24 26 24 33 31 10 19 15 16 26 17 16 29 30 24 26 24 33 31 10 19 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_5280-Pp3c1_5300Pp3c1_5280-Pp3c1_5300intergenic_regionPp3c1_5280-Pp3c1_5300NA NA n.4000854delTNA NA NA NA NA
Chr01 4000878 G T Chr01_4000878_G_TG_T SNP 24206.63 27 17 16 32 30 23 24 22 39 34 12 17 17 18 27 17 16 32 30 23 24 22 39 34 12 17 17 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_5300 Pp3c1_5300 transcript PAC:32966639protein_codingNA c.*5228C>A NA NA NA NA 4744
Chr01 4000878 G T Chr01_4000878_G_TG_T SNP 24206.63 27 17 16 32 30 23 24 22 39 34 12 17 17 18 27 17 16 32 30 23 24 22 39 34 12 17 17 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_5300 Pp3c1_5300 transcript PAC:32966640protein_codingNA c.*5228C>A NA NA NA NA 4468
Chr01 4000878 G T Chr01_4000878_G_TG_T SNP 24206.63 27 17 16 32 30 23 24 22 39 34 12 17 17 18 27 17 16 32 30 23 24 22 39 34 12 17 17 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_5280-Pp3c1_5300Pp3c1_5280-Pp3c1_5300intergenic_regionPp3c1_5280-Pp3c1_5300NA NA n.4000878G>TNA NA NA NA NA
Chr01 4292253 G T Chr01_4292253_G_TG_T SNP 19723.63 28 16 7 29 22 33 27 29 18 27 12 25 10 15 28 16 7 29 22 33 27 29 18 27 12 25 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_5600-Pp3c1_5678Pp3c1_5600-Pp3c1_5678intergenic_regionPp3c1_5600-Pp3c1_5678NA NA n.4292253G>TNA NA NA NA NA
Chr01 4293971 C A Chr01_4293971_C_AC_A SNP 19632.63 24 19 21 25 22 28 26 23 12 17 15 23 11 19 24 19 21 25 22 28 26 23 12 17 15 23 11 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_5600-Pp3c1_5678Pp3c1_5600-Pp3c1_5678intergenic_regionPp3c1_5600-Pp3c1_5678NA NA n.4293971C>ANA NA NA NA NA
Chr01 4334431 G A Chr01_4334431_G_AG_A SNP 16880.63 22 22 16 22 26 26 31 14 16 18 20 17 17 5 22 22 16 22 26 26 31 14 16 18 20 17 17 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_5678 Pp3c1_5678 transcript PAC:32972057protein_codingNA c.*5980G>A NA NA NA NA 4294
Chr01 4334431 G A Chr01_4334431_G_AG_A SNP 16880.63 22 22 16 22 26 26 31 14 16 18 20 17 17 5 22 22 16 22 26 26 31 14 16 18 20 17 17 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_5678-Pp3c1_5780Pp3c1_5678-Pp3c1_5780intergenic_regionPp3c1_5678-Pp3c1_5780NA NA n.4334431G>ANA NA NA NA NA
Chr01 4564171 GTA G Chr01_4564171_GTA_GGTA_G INDEL 2690.93 1 0 0 0 0 1 1 1 20 17 8 15 7 7 23 12 9 12 17 10 20 14 21 17 8 15 8 7 0 0 0 0 0 0 0 0 0.952 1 1 1 0.875 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_5960 Pp3c1_5960 transcript PAC:32969291protein_codingNA c.*4079_*4080delTANA NA NA NA 4079
Chr01 4564171 GTA G Chr01_4564171_GTA_GGTA_G INDEL 2690.93 1 0 0 0 0 1 1 1 20 17 8 15 7 7 23 12 9 12 17 10 20 14 21 17 8 15 8 7 0 0 0 0 0 0 0 0 0.952 1 1 1 0.875 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_5970 Pp3c1_5970 transcript PAC:32971503protein_codingNA c.*2104_*2105delTANA NA NA NA 2104
Chr01 4564171 GTA G Chr01_4564171_GTA_GGTA_G INDEL 2690.93 1 0 0 0 0 1 1 1 20 17 8 15 7 7 23 12 9 12 17 10 20 14 21 17 8 15 8 7 0 0 0 0 0 0 0 0 0.952 1 1 1 0.875 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_5960 Pp3c1_5960 transcript PAC:32969292protein_codingNA c.*4079_*4080delTANA NA NA NA 4079
Chr01 4564171 GTA G Chr01_4564171_GTA_GGTA_G INDEL 2690.93 1 0 0 0 0 1 1 1 20 17 8 15 7 7 23 12 9 12 17 10 20 14 21 17 8 15 8 7 0 0 0 0 0 0 0 0 0.952 1 1 1 0.875 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_5970 Pp3c1_5970 transcript PAC:32971505protein_codingNA c.*2104_*2105delTANA NA NA NA 1368
Chr01 4564171 GTA G Chr01_4564171_GTA_GGTA_G INDEL 2690.93 1 0 0 0 0 1 1 1 20 17 8 15 7 7 23 12 9 12 17 10 20 14 21 17 8 15 8 7 0 0 0 0 0 0 0 0 0.952 1 1 1 0.875 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_5970 Pp3c1_5970 transcript PAC:32971504protein_codingNA c.*2104_*2105delTANA NA NA NA 1784
Chr01 4564171 GTA G Chr01_4564171_GTA_GGTA_G INDEL 2690.93 1 0 0 0 0 1 1 1 20 17 8 15 7 7 23 12 9 12 17 10 20 14 21 17 8 15 8 7 0 0 0 0 0 0 0 0 0.952 1 1 1 0.875 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_5970-Pp3c1_5980Pp3c1_5970-Pp3c1_5980intergenic_regionPp3c1_5970-Pp3c1_5980NA NA n.4564172_4564173delTANA NA NA NA NA
Chr01 4583493 C CA Chr01_4583493_C_CAC_CA INDEL 9463.59 19 9 12 24 18 18 10 10 20 13 14 15 5 8 19 9 12 24 18 18 10 10 20 13 14 15 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_5980-Pp3c1_6010Pp3c1_5980-Pp3c1_6010intergenic_regionPp3c1_5980-Pp3c1_6010NA NA n.4583493_4583494insANA NA NA NA NA
Chr01 4819967 G T Chr01_4819967_G_TG_T SNP 20155.63 24 15 23 31 18 31 31 27 26 24 13 16 15 20 24 15 24 31 18 31 31 27 26 24 13 16 15 20 1 1 0.958 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6280-Pp3c1_6290Pp3c1_6280-Pp3c1_6290intergenic_regionPp3c1_6280-Pp3c1_6290NA NA n.4819967G>TNA NA NA NA NA
Chr01 4820019 G GT Chr01_4820019_G_GTG_GT INDEL 15147.59 25 15 20 32 15 25 30 28 25 24 10 13 14 15 25 15 20 32 15 25 30 28 25 24 10 13 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6280-Pp3c1_6290Pp3c1_6280-Pp3c1_6290intergenic_regionPp3c1_6280-Pp3c1_6290NA NA n.4820019_4820020insTNA NA NA NA NA
Chr01 4839945 C G Chr01_4839945_C_GC_G SNP 19128.63 22 16 16 26 24 30 34 26 14 20 15 10 11 10 22 16 16 26 24 30 34 26 14 20 15 10 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6280-Pp3c1_6290Pp3c1_6280-Pp3c1_6290intergenic_regionPp3c1_6280-Pp3c1_6290NA NA n.4839945C>GNA NA NA NA NA
Chr01 4839990 C A Chr01_4839990_C_AC_A SNP 18892.63 22 22 19 21 30 28 35 25 22 22 10 10 12 8 22 22 19 21 30 28 35 25 22 22 10 10 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6280-Pp3c1_6290Pp3c1_6280-Pp3c1_6290intergenic_regionPp3c1_6280-Pp3c1_6290NA NA n.4839990C>ANA NA NA NA NA
Chr01 4840022 G A Chr01_4840022_G_AG_A SNP 17579.63 19 21 20 20 26 27 28 26 18 19 7 13 11 8 19 21 20 20 26 27 28 26 18 19 7 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 0.917 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6280-Pp3c1_6290Pp3c1_6280-Pp3c1_6290intergenic_regionPp3c1_6280-Pp3c1_6290NA NA n.4840022G>ANA NA NA NA NA
Chr01 5000486 T A Chr01_5000486_T_AT_A SNP 18915.63 24 12 13 22 18 27 42 17 23 27 13 11 14 11 24 12 13 22 18 27 42 17 23 27 13 11 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6500 Pp3c1_6500 transcript PAC:32969657protein_codingNA c.-1469T>A NA NA NA NA 1107
Chr01 5000486 T A Chr01_5000486_T_AT_A SNP 18915.63 24 12 13 22 18 27 42 17 23 27 13 11 14 11 24 12 13 22 18 27 42 17 23 27 13 11 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6500 Pp3c1_6500 transcript PAC:32969658protein_codingNA c.-1490T>A NA NA NA NA 1090
Chr01 5000486 T A Chr01_5000486_T_AT_A SNP 18915.63 24 12 13 22 18 27 42 17 23 27 13 11 14 11 24 12 13 22 18 27 42 17 23 27 13 11 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6490-Pp3c1_6500Pp3c1_6490-Pp3c1_6500intergenic_regionPp3c1_6490-Pp3c1_6500NA NA n.5000486T>ANA NA NA NA NA
Chr01 5176998 AAT A Chr01_5176998_AAT_AAAT_A INDEL 986.35 22 12 6 1 2 1 1 0 1 0 0 0 1 0 23 15 6 22 12 24 16 12 18 13 11 12 7 8 0.957 0.8 1 0 0.167 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c1_6750-Pp3c1_6860Pp3c1_6750-Pp3c1_6860intergenic_regionPp3c1_6750-Pp3c1_6860NA NA n.5176999_5177000delATNA NA NA NA NA
Chr01 5229398 T TTA Chr01_5229398_T_TTAT_TTA INDEL 3403.24 0 0 0 15 18 20 22 19 0 0 0 0 0 0 23 12 13 16 18 20 22 19 23 15 7 6 7 8 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_6950 Pp3c1_6950 transcript PAC:32971000protein_codingNA c.-5708_-5707insTANA NA NA NA 4410
Chr01 5229398 T TTA Chr01_5229398_T_TTAT_TTA INDEL 3403.24 0 0 0 15 18 20 22 19 0 0 0 0 0 0 23 12 13 16 18 20 22 19 23 15 7 6 7 8 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_6959 Pp3c1_6959 transcript PAC:32969619protein_codingNA c.-3412_-3411insTANA NA NA NA 2907
Chr01 5229398 T TTA Chr01_5229398_T_TTAT_TTA INDEL 3403.24 0 0 0 15 18 20 22 19 0 0 0 0 0 0 23 12 13 16 18 20 22 19 23 15 7 6 7 8 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_6950 Pp3c1_6950 transcript PAC:32971002protein_codingNA c.-5708_-5707insTANA NA NA NA 4410
Chr01 5229398 T TTA Chr01_5229398_T_TTAT_TTA INDEL 3403.24 0 0 0 15 18 20 22 19 0 0 0 0 0 0 23 12 13 16 18 20 22 19 23 15 7 6 7 8 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_6950 Pp3c1_6950 transcript PAC:32971003protein_codingNA c.-6387_-6386insTANA NA NA NA 4410
Chr01 5229398 T TTA Chr01_5229398_T_TTAT_TTA INDEL 3403.24 0 0 0 15 18 20 22 19 0 0 0 0 0 0 23 12 13 16 18 20 22 19 23 15 7 6 7 8 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_6950 Pp3c1_6950 transcript PAC:32971004protein_codingNA c.-7402_-7401insTANA NA NA NA 4410
Chr01 5229398 T TTA Chr01_5229398_T_TTAT_TTA INDEL 3403.24 0 0 0 15 18 20 22 19 0 0 0 0 0 0 23 12 13 16 18 20 22 19 23 15 7 6 7 8 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_6960 Pp3c1_6960 transcript PAC:32967591protein_codingNA c.*3398_*3399insTANA NA NA NA 3398
Chr01 5229398 T TTA Chr01_5229398_T_TTAT_TTA INDEL 3403.24 0 0 0 15 18 20 22 19 0 0 0 0 0 0 23 12 13 16 18 20 22 19 23 15 7 6 7 8 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_6950-Pp3c1_6959Pp3c1_6950-Pp3c1_6959intergenic_regionPp3c1_6950-Pp3c1_6959NA NA n.5229398_5229399insTANA NA NA NA NA
Chr01 5244832 C T Chr01_5244832_C_TC_T SNP 20441.63 34 10 15 23 24 28 37 19 23 20 11 15 7 17 34 10 15 23 24 28 37 19 23 20 11 15 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968798protein_codingNA c.-2089G>A NA NA NA NA 1391
Chr01 5244832 C T Chr01_5244832_C_TC_T SNP 20441.63 34 10 15 23 24 28 37 19 23 20 11 15 7 17 34 10 15 23 24 28 37 19 23 20 11 15 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968802protein_codingNA c.-2089G>A NA NA NA NA 1333
Chr01 5244832 C T Chr01_5244832_C_TC_T SNP 20441.63 34 10 15 23 24 28 37 19 23 20 11 15 7 17 34 10 15 23 24 28 37 19 23 20 11 15 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968801protein_codingNA c.-2089G>A NA NA NA NA 1333
Chr01 5244832 C T Chr01_5244832_C_TC_T SNP 20441.63 34 10 15 23 24 28 37 19 23 20 11 15 7 17 34 10 15 23 24 28 37 19 23 20 11 15 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968799protein_codingNA c.-2089G>A NA NA NA NA 1385
Chr01 5244832 C T Chr01_5244832_C_TC_T SNP 20441.63 34 10 15 23 24 28 37 19 23 20 11 15 7 17 34 10 15 23 24 28 37 19 23 20 11 15 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968800protein_codingNA c.-2089G>A NA NA NA NA 1385
Chr01 5244832 C T Chr01_5244832_C_TC_T SNP 20441.63 34 10 15 23 24 28 37 19 23 20 11 15 7 17 34 10 15 23 24 28 37 19 23 20 11 15 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968803protein_codingNA c.-2089G>A NA NA NA NA 1385
Chr01 5244832 C T Chr01_5244832_C_TC_T SNP 20441.63 34 10 15 23 24 28 37 19 23 20 11 15 7 17 34 10 15 23 24 28 37 19 23 20 11 15 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971156protein_codingNA c.*5795C>T NA NA NA NA 4461
Chr01 5244832 C T Chr01_5244832_C_TC_T SNP 20441.63 34 10 15 23 24 28 37 19 23 20 11 15 7 17 34 10 15 23 24 28 37 19 23 20 11 15 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971157protein_codingNA c.*5795C>T NA NA NA NA 4405
Chr01 5244832 C T Chr01_5244832_C_TC_T SNP 20441.63 34 10 15 23 24 28 37 19 23 20 11 15 7 17 34 10 15 23 24 28 37 19 23 20 11 15 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971158protein_codingNA c.*5795C>T NA NA NA NA 4607
Chr01 5244832 C T Chr01_5244832_C_TC_T SNP 20441.63 34 10 15 23 24 28 37 19 23 20 11 15 7 17 34 10 15 23 24 28 37 19 23 20 11 15 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6990-Pp3c1_7010Pp3c1_6990-Pp3c1_7010intergenic_regionPp3c1_6990-Pp3c1_7010NA NA n.5244832C>TNA NA NA NA NA
Chr01 5244834 A C Chr01_5244834_A_CA_C SNP 20576.63 34 10 15 21 23 29 35 19 23 20 11 14 7 17 34 10 15 21 23 29 35 19 23 20 11 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968798protein_codingNA c.-2091T>G NA NA NA NA 1393
Chr01 5244834 A C Chr01_5244834_A_CA_C SNP 20576.63 34 10 15 21 23 29 35 19 23 20 11 14 7 17 34 10 15 21 23 29 35 19 23 20 11 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968802protein_codingNA c.-2091T>G NA NA NA NA 1335
Chr01 5244834 A C Chr01_5244834_A_CA_C SNP 20576.63 34 10 15 21 23 29 35 19 23 20 11 14 7 17 34 10 15 21 23 29 35 19 23 20 11 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968801protein_codingNA c.-2091T>G NA NA NA NA 1335
Chr01 5244834 A C Chr01_5244834_A_CA_C SNP 20576.63 34 10 15 21 23 29 35 19 23 20 11 14 7 17 34 10 15 21 23 29 35 19 23 20 11 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968799protein_codingNA c.-2091T>G NA NA NA NA 1387
Chr01 5244834 A C Chr01_5244834_A_CA_C SNP 20576.63 34 10 15 21 23 29 35 19 23 20 11 14 7 17 34 10 15 21 23 29 35 19 23 20 11 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968800protein_codingNA c.-2091T>G NA NA NA NA 1387
Chr01 5244834 A C Chr01_5244834_A_CA_C SNP 20576.63 34 10 15 21 23 29 35 19 23 20 11 14 7 17 34 10 15 21 23 29 35 19 23 20 11 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968803protein_codingNA c.-2091T>G NA NA NA NA 1387
Chr01 5244834 A C Chr01_5244834_A_CA_C SNP 20576.63 34 10 15 21 23 29 35 19 23 20 11 14 7 17 34 10 15 21 23 29 35 19 23 20 11 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971156protein_codingNA c.*5797A>C NA NA NA NA 4463
Chr01 5244834 A C Chr01_5244834_A_CA_C SNP 20576.63 34 10 15 21 23 29 35 19 23 20 11 14 7 17 34 10 15 21 23 29 35 19 23 20 11 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971157protein_codingNA c.*5797A>C NA NA NA NA 4407
Chr01 5244834 A C Chr01_5244834_A_CA_C SNP 20576.63 34 10 15 21 23 29 35 19 23 20 11 14 7 17 34 10 15 21 23 29 35 19 23 20 11 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971158protein_codingNA c.*5797A>C NA NA NA NA 4609
Chr01 5244834 A C Chr01_5244834_A_CA_C SNP 20576.63 34 10 15 21 23 29 35 19 23 20 11 14 7 17 34 10 15 21 23 29 35 19 23 20 11 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6990-Pp3c1_7010Pp3c1_6990-Pp3c1_7010intergenic_regionPp3c1_6990-Pp3c1_7010NA NA n.5244834A>CNA NA NA NA NA
Chr01 5244846 GTGT G Chr01_5244846_GTGT_GGTGT_G INDEL 20295.59 33 9 11 21 19 30 36 21 23 18 9 15 9 16 33 9 11 21 19 30 36 21 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968798protein_codingNA c.-2106_-2104delACANA NA NA NA 1406
Chr01 5244846 GTGT G Chr01_5244846_GTGT_GGTGT_G INDEL 20295.59 33 9 11 21 19 30 36 21 23 18 9 15 9 16 33 9 11 21 19 30 36 21 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968802protein_codingNA c.-2106_-2104delACANA NA NA NA 1348
Chr01 5244846 GTGT G Chr01_5244846_GTGT_GGTGT_G INDEL 20295.59 33 9 11 21 19 30 36 21 23 18 9 15 9 16 33 9 11 21 19 30 36 21 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968801protein_codingNA c.-2106_-2104delACANA NA NA NA 1348
Chr01 5244846 GTGT G Chr01_5244846_GTGT_GGTGT_G INDEL 20295.59 33 9 11 21 19 30 36 21 23 18 9 15 9 16 33 9 11 21 19 30 36 21 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968799protein_codingNA c.-2106_-2104delACANA NA NA NA 1400
Chr01 5244846 GTGT G Chr01_5244846_GTGT_GGTGT_G INDEL 20295.59 33 9 11 21 19 30 36 21 23 18 9 15 9 16 33 9 11 21 19 30 36 21 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968800protein_codingNA c.-2106_-2104delACANA NA NA NA 1400
Chr01 5244846 GTGT G Chr01_5244846_GTGT_GGTGT_G INDEL 20295.59 33 9 11 21 19 30 36 21 23 18 9 15 9 16 33 9 11 21 19 30 36 21 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968803protein_codingNA c.-2106_-2104delACANA NA NA NA 1400
Chr01 5244846 GTGT G Chr01_5244846_GTGT_GGTGT_G INDEL 20295.59 33 9 11 21 19 30 36 21 23 18 9 15 9 16 33 9 11 21 19 30 36 21 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971156protein_codingNA c.*5810_*5812delTGTNA NA NA NA 4476
Chr01 5244846 GTGT G Chr01_5244846_GTGT_GGTGT_G INDEL 20295.59 33 9 11 21 19 30 36 21 23 18 9 15 9 16 33 9 11 21 19 30 36 21 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971157protein_codingNA c.*5810_*5812delTGTNA NA NA NA 4420
Chr01 5244846 GTGT G Chr01_5244846_GTGT_GGTGT_G INDEL 20295.59 33 9 11 21 19 30 36 21 23 18 9 15 9 16 33 9 11 21 19 30 36 21 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971158protein_codingNA c.*5810_*5812delTGTNA NA NA NA 4622
Chr01 5244846 GTGT G Chr01_5244846_GTGT_GGTGT_G INDEL 20295.59 33 9 11 21 19 30 36 21 23 18 9 15 9 16 33 9 11 21 19 30 36 21 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6990-Pp3c1_7010Pp3c1_6990-Pp3c1_7010intergenic_regionPp3c1_6990-Pp3c1_7010NA NA n.5244847_5244849delTGTNA NA NA NA NA
Chr01 5244851 T TCA Chr01_5244851_T_TCAT_TCA INDEL 20262.59 33 9 11 21 19 29 36 20 23 18 9 15 9 16 33 9 11 21 19 29 36 20 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968798protein_codingNA c.-2109_-2108insTGNA NA NA NA 1411
Chr01 5244851 T TCA Chr01_5244851_T_TCAT_TCA INDEL 20262.59 33 9 11 21 19 29 36 20 23 18 9 15 9 16 33 9 11 21 19 29 36 20 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968802protein_codingNA c.-2109_-2108insTGNA NA NA NA 1353
Chr01 5244851 T TCA Chr01_5244851_T_TCAT_TCA INDEL 20262.59 33 9 11 21 19 29 36 20 23 18 9 15 9 16 33 9 11 21 19 29 36 20 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968801protein_codingNA c.-2109_-2108insTGNA NA NA NA 1353
Chr01 5244851 T TCA Chr01_5244851_T_TCAT_TCA INDEL 20262.59 33 9 11 21 19 29 36 20 23 18 9 15 9 16 33 9 11 21 19 29 36 20 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968799protein_codingNA c.-2109_-2108insTGNA NA NA NA 1405
Chr01 5244851 T TCA Chr01_5244851_T_TCAT_TCA INDEL 20262.59 33 9 11 21 19 29 36 20 23 18 9 15 9 16 33 9 11 21 19 29 36 20 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968800protein_codingNA c.-2109_-2108insTGNA NA NA NA 1405
Chr01 5244851 T TCA Chr01_5244851_T_TCAT_TCA INDEL 20262.59 33 9 11 21 19 29 36 20 23 18 9 15 9 16 33 9 11 21 19 29 36 20 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968803protein_codingNA c.-2109_-2108insTGNA NA NA NA 1405
Chr01 5244851 T TCA Chr01_5244851_T_TCAT_TCA INDEL 20262.59 33 9 11 21 19 29 36 20 23 18 9 15 9 16 33 9 11 21 19 29 36 20 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971156protein_codingNA c.*5814_*5815insCANA NA NA NA 4481
Chr01 5244851 T TCA Chr01_5244851_T_TCAT_TCA INDEL 20262.59 33 9 11 21 19 29 36 20 23 18 9 15 9 16 33 9 11 21 19 29 36 20 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971157protein_codingNA c.*5814_*5815insCANA NA NA NA 4425
Chr01 5244851 T TCA Chr01_5244851_T_TCAT_TCA INDEL 20262.59 33 9 11 21 19 29 36 20 23 18 9 15 9 16 33 9 11 21 19 29 36 20 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971158protein_codingNA c.*5814_*5815insCANA NA NA NA 4627
Chr01 5244851 T TCA Chr01_5244851_T_TCAT_TCA INDEL 20262.59 33 9 11 21 19 29 36 20 23 18 9 15 9 16 33 9 11 21 19 29 36 20 23 18 9 15 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6990-Pp3c1_7010Pp3c1_6990-Pp3c1_7010intergenic_regionPp3c1_6990-Pp3c1_7010NA NA n.5244851_5244852insCANA NA NA NA NA
Chr01 5244897 A AT Chr01_5244897_A_ATA_AT INDEL 16073.59 29 10 10 20 22 34 35 28 20 18 12 12 9 19 29 10 10 20 22 34 35 28 20 18 12 12 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968798protein_codingNA c.-2155_-2154insANA NA NA NA 1457
Chr01 5244897 A AT Chr01_5244897_A_ATA_AT INDEL 16073.59 29 10 10 20 22 34 35 28 20 18 12 12 9 19 29 10 10 20 22 34 35 28 20 18 12 12 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968802protein_codingNA c.-2155_-2154insANA NA NA NA 1399
Chr01 5244897 A AT Chr01_5244897_A_ATA_AT INDEL 16073.59 29 10 10 20 22 34 35 28 20 18 12 12 9 19 29 10 10 20 22 34 35 28 20 18 12 12 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968801protein_codingNA c.-2155_-2154insANA NA NA NA 1399
Chr01 5244897 A AT Chr01_5244897_A_ATA_AT INDEL 16073.59 29 10 10 20 22 34 35 28 20 18 12 12 9 19 29 10 10 20 22 34 35 28 20 18 12 12 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968799protein_codingNA c.-2155_-2154insANA NA NA NA 1451
Chr01 5244897 A AT Chr01_5244897_A_ATA_AT INDEL 16073.59 29 10 10 20 22 34 35 28 20 18 12 12 9 19 29 10 10 20 22 34 35 28 20 18 12 12 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968800protein_codingNA c.-2155_-2154insANA NA NA NA 1451
Chr01 5244897 A AT Chr01_5244897_A_ATA_AT INDEL 16073.59 29 10 10 20 22 34 35 28 20 18 12 12 9 19 29 10 10 20 22 34 35 28 20 18 12 12 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968803protein_codingNA c.-2155_-2154insANA NA NA NA 1451
Chr01 5244897 A AT Chr01_5244897_A_ATA_AT INDEL 16073.59 29 10 10 20 22 34 35 28 20 18 12 12 9 19 29 10 10 20 22 34 35 28 20 18 12 12 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971156protein_codingNA c.*5860_*5861insTNA NA NA NA 4527
Chr01 5244897 A AT Chr01_5244897_A_ATA_AT INDEL 16073.59 29 10 10 20 22 34 35 28 20 18 12 12 9 19 29 10 10 20 22 34 35 28 20 18 12 12 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971157protein_codingNA c.*5860_*5861insTNA NA NA NA 4471
Chr01 5244897 A AT Chr01_5244897_A_ATA_AT INDEL 16073.59 29 10 10 20 22 34 35 28 20 18 12 12 9 19 29 10 10 20 22 34 35 28 20 18 12 12 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_6980 Pp3c1_6980 transcript PAC:32971158protein_codingNA c.*5860_*5861insTNA NA NA NA 4673
Chr01 5244897 A AT Chr01_5244897_A_ATA_AT INDEL 16073.59 29 10 10 20 22 34 35 28 20 18 12 12 9 19 29 10 10 20 22 34 35 28 20 18 12 12 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6990-Pp3c1_7010Pp3c1_6990-Pp3c1_7010intergenic_regionPp3c1_6990-Pp3c1_7010NA NA n.5244897_5244898insTNA NA NA NA NA
Chr01 5246553 A AT Chr01_5246553_A_ATA_AT INDEL 19472.59 27 10 12 23 23 27 39 22 15 18 13 16 11 9 27 10 12 23 23 27 39 22 15 18 13 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968798protein_codingNA c.-3811_-3810insANA NA NA NA 3113
Chr01 5246553 A AT Chr01_5246553_A_ATA_AT INDEL 19472.59 27 10 12 23 23 27 39 22 15 18 13 16 11 9 27 10 12 23 23 27 39 22 15 18 13 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968802protein_codingNA c.-3811_-3810insANA NA NA NA 3055
Chr01 5246553 A AT Chr01_5246553_A_ATA_AT INDEL 19472.59 27 10 12 23 23 27 39 22 15 18 13 16 11 9 27 10 12 23 23 27 39 22 15 18 13 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968801protein_codingNA c.-3811_-3810insANA NA NA NA 3055
Chr01 5246553 A AT Chr01_5246553_A_ATA_AT INDEL 19472.59 27 10 12 23 23 27 39 22 15 18 13 16 11 9 27 10 12 23 23 27 39 22 15 18 13 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968799protein_codingNA c.-3811_-3810insANA NA NA NA 3107
Chr01 5246553 A AT Chr01_5246553_A_ATA_AT INDEL 19472.59 27 10 12 23 23 27 39 22 15 18 13 16 11 9 27 10 12 23 23 27 39 22 15 18 13 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968800protein_codingNA c.-3811_-3810insANA NA NA NA 3107
Chr01 5246553 A AT Chr01_5246553_A_ATA_AT INDEL 19472.59 27 10 12 23 23 27 39 22 15 18 13 16 11 9 27 10 12 23 23 27 39 22 15 18 13 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968803protein_codingNA c.-3811_-3810insANA NA NA NA 3107
Chr01 5246553 A AT Chr01_5246553_A_ATA_AT INDEL 19472.59 27 10 12 23 23 27 39 22 15 18 13 16 11 9 27 10 12 23 23 27 39 22 15 18 13 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6990-Pp3c1_7010Pp3c1_6990-Pp3c1_7010intergenic_regionPp3c1_6990-Pp3c1_7010NA NA n.5246553_5246554insTNA NA NA NA NA
Chr01 5246562 G GT Chr01_5246562_G_GTG_GT INDEL 19895.59 30 9 11 25 25 27 39 22 17 19 15 14 11 10 30 9 11 25 25 27 39 22 17 19 15 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968798protein_codingNA c.-3820_-3819insANA NA NA NA 3122
Chr01 5246562 G GT Chr01_5246562_G_GTG_GT INDEL 19895.59 30 9 11 25 25 27 39 22 17 19 15 14 11 10 30 9 11 25 25 27 39 22 17 19 15 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968802protein_codingNA c.-3820_-3819insANA NA NA NA 3064
Chr01 5246562 G GT Chr01_5246562_G_GTG_GT INDEL 19895.59 30 9 11 25 25 27 39 22 17 19 15 14 11 10 30 9 11 25 25 27 39 22 17 19 15 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968801protein_codingNA c.-3820_-3819insANA NA NA NA 3064
Chr01 5246562 G GT Chr01_5246562_G_GTG_GT INDEL 19895.59 30 9 11 25 25 27 39 22 17 19 15 14 11 10 30 9 11 25 25 27 39 22 17 19 15 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968799protein_codingNA c.-3820_-3819insANA NA NA NA 3116
Chr01 5246562 G GT Chr01_5246562_G_GTG_GT INDEL 19895.59 30 9 11 25 25 27 39 22 17 19 15 14 11 10 30 9 11 25 25 27 39 22 17 19 15 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968800protein_codingNA c.-3820_-3819insANA NA NA NA 3116
Chr01 5246562 G GT Chr01_5246562_G_GTG_GT INDEL 19895.59 30 9 11 25 25 27 39 22 17 19 15 14 11 10 30 9 11 25 25 27 39 22 17 19 15 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_6990 Pp3c1_6990 transcript PAC:32968803protein_codingNA c.-3820_-3819insANA NA NA NA 3116
Chr01 5246562 G GT Chr01_5246562_G_GTG_GT INDEL 19895.59 30 9 11 25 25 27 39 22 17 19 15 14 11 10 30 9 11 25 25 27 39 22 17 19 15 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_6990-Pp3c1_7010Pp3c1_6990-Pp3c1_7010intergenic_regionPp3c1_6990-Pp3c1_7010NA NA n.5246562_5246563insTNA NA NA NA NA
Chr01 6187357 T TAAA Chr01_6187357_T_TAAAT_TAAA INDEL 11146.59 23 5 10 17 11 9 12 14 12 15 5 4 5 5 23 5 10 17 11 9 12 14 12 15 5 4 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_8550-Pp3c1_8580Pp3c1_8550-Pp3c1_8580intergenic_regionPp3c1_8550-Pp3c1_8580NA NA n.6187357_6187358insAAANA NA NA NA NA
Chr01 6191332 A AT Chr01_6191332_A_ATA_AT INDEL 17186.59 30 13 20 29 19 30 25 31 29 23 16 21 13 12 30 13 20 29 19 30 25 31 29 23 16 21 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_8550-Pp3c1_8580Pp3c1_8550-Pp3c1_8580intergenic_regionPp3c1_8550-Pp3c1_8580NA NA n.6191332_6191333insTNA NA NA NA NA
Chr01 6191359 A T Chr01_6191359_A_TA_T SNP 19927.63 32 16 19 26 24 33 29 28 25 24 15 21 9 8 32 16 19 26 24 33 29 28 25 24 15 21 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_8550-Pp3c1_8580Pp3c1_8550-Pp3c1_8580intergenic_regionPp3c1_8550-Pp3c1_8580NA NA n.6191359A>TNA NA NA NA NA
Chr01 6374091 C G Chr01_6374091_C_GC_G SNP 20650.63 31 13 9 23 19 26 37 29 26 17 15 18 7 12 31 13 9 23 19 26 37 29 26 17 15 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_8800 Pp3c1_8800 transcript PAC:32970884protein_codingNA c.-4303C>G NA NA NA NA 4303
Chr01 6374091 C G Chr01_6374091_C_GC_G SNP 20650.63 31 13 9 23 19 26 37 29 26 17 15 18 7 12 31 13 9 23 19 26 37 29 26 17 15 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_8740-Pp3c1_8800Pp3c1_8740-Pp3c1_8800intergenic_regionPp3c1_8740-Pp3c1_8800NA NA n.6374091C>GNA NA NA NA NA
Chr01 6374092 T G Chr01_6374092_T_GT_G SNP 20650.63 31 13 9 23 19 25 37 28 27 17 15 19 7 12 31 13 9 23 19 25 37 28 27 17 15 19 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_8800 Pp3c1_8800 transcript PAC:32970884protein_codingNA c.-4302T>G NA NA NA NA 4302
Chr01 6374092 T G Chr01_6374092_T_GT_G SNP 20650.63 31 13 9 23 19 25 37 28 27 17 15 19 7 12 31 13 9 23 19 25 37 28 27 17 15 19 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_8740-Pp3c1_8800Pp3c1_8740-Pp3c1_8800intergenic_regionPp3c1_8740-Pp3c1_8800NA NA n.6374092T>GNA NA NA NA NA
Chr01 6494161 G A Chr01_6494161_G_AG_A SNP 23383.63 34 19 11 31 25 26 40 27 29 32 19 22 14 12 34 19 11 31 25 26 40 27 29 32 19 22 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_8930-Pp3c1_8980Pp3c1_8930-Pp3c1_8980intergenic_regionPp3c1_8930-Pp3c1_8980NA NA n.6494161G>ANA NA NA NA NA
Chr01 6494172 C A Chr01_6494172_C_AC_A SNP 23607.63 37 17 12 31 24 26 41 28 29 35 21 24 14 12 37 17 12 31 24 26 41 28 29 35 21 24 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_8930-Pp3c1_8980Pp3c1_8930-Pp3c1_8980intergenic_regionPp3c1_8930-Pp3c1_8980NA NA n.6494172C>ANA NA NA NA NA
Chr01 6667037 C CA Chr01_6667037_C_CAC_CA INDEL 16780.59 21 11 10 27 10 25 30 19 24 15 9 12 9 12 21 11 10 27 10 25 30 19 24 15 9 12 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_9190-Pp3c1_9250Pp3c1_9190-Pp3c1_9250intergenic_regionPp3c1_9190-Pp3c1_9250NA NA n.6667037_6667038insANA NA NA NA NA
Chr01 6667046 T A Chr01_6667046_T_AT_A SNP 16960.63 22 10 9 27 13 24 33 18 20 19 10 11 10 13 22 10 9 27 13 24 33 18 20 19 10 11 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_9190-Pp3c1_9250Pp3c1_9190-Pp3c1_9250intergenic_regionPp3c1_9190-Pp3c1_9250NA NA n.6667046T>ANA NA NA NA NA
Chr01 6667150 AG A Chr01_6667150_AG_AAG_A INDEL 13788.59 21 11 11 26 16 18 25 19 25 20 15 11 7 17 21 11 11 26 16 18 25 19 25 20 15 11 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_9190-Pp3c1_9250Pp3c1_9190-Pp3c1_9250intergenic_regionPp3c1_9190-Pp3c1_9250NA NA n.6667151delGNA NA NA NA NA
Chr01 6747450 G A Chr01_6747450_G_AG_A SNP 18005.63 35 20 11 19 21 26 27 30 17 25 15 17 9 15 35 21 11 19 21 26 27 30 17 25 15 17 9 15 1 0.952 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_9270-Pp3c1_9290Pp3c1_9270-Pp3c1_9290intergenic_regionPp3c1_9270-Pp3c1_9290NA NA n.6747450G>ANA NA NA NA NA
Chr01 6773642 G T Chr01_6773642_G_TG_T SNP 1464.98 0 0 0 0 0 0 0 0 11 8 4 10 6 7 24 17 8 27 12 24 29 24 11 10 4 10 6 7 0 0 0 0 0 0 0 0 1 0.8 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_9290 Pp3c1_9290 transcript PAC:32971531protein_codingNA c.-5367C>A NA NA NA NA 3254
Chr01 6773642 G T Chr01_6773642_G_TG_T SNP 1464.98 0 0 0 0 0 0 0 0 11 8 4 10 6 7 24 17 8 27 12 24 29 24 11 10 4 10 6 7 0 0 0 0 0 0 0 0 1 0.8 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_9290 Pp3c1_9290 transcript PAC:32971532protein_codingNA c.-5367C>A NA NA NA NA 3310
Chr01 6773642 G T Chr01_6773642_G_TG_T SNP 1464.98 0 0 0 0 0 0 0 0 11 8 4 10 6 7 24 17 8 27 12 24 29 24 11 10 4 10 6 7 0 0 0 0 0 0 0 0 1 0.8 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_9290 Pp3c1_9290 transcript PAC:32971533protein_codingNA c.-5367C>A NA NA NA NA 3149
Chr01 6773642 G T Chr01_6773642_G_TG_T SNP 1464.98 0 0 0 0 0 0 0 0 11 8 4 10 6 7 24 17 8 27 12 24 29 24 11 10 4 10 6 7 0 0 0 0 0 0 0 0 1 0.8 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_9290 Pp3c1_9290 transcript PAC:32971534protein_codingNA c.-5367C>A NA NA NA NA 3741
Chr01 6773642 G T Chr01_6773642_G_TG_T SNP 1464.98 0 0 0 0 0 0 0 0 11 8 4 10 6 7 24 17 8 27 12 24 29 24 11 10 4 10 6 7 0 0 0 0 0 0 0 0 1 0.8 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_9290 Pp3c1_9290 transcript PAC:32971535protein_codingNA c.-5367C>A NA NA NA NA 3731
Chr01 6773642 G T Chr01_6773642_G_TG_T SNP 1464.98 0 0 0 0 0 0 0 0 11 8 4 10 6 7 24 17 8 27 12 24 29 24 11 10 4 10 6 7 0 0 0 0 0 0 0 0 1 0.8 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_9290-Pp3c1_9320Pp3c1_9290-Pp3c1_9320intergenic_regionPp3c1_9290-Pp3c1_9320NA NA n.6773642G>TNA NA NA NA NA
Chr01 6773952 C CAT Chr01_6773952_C_CATC_CAT INDEL 3165.93 0 0 0 0 0 0 0 0 18 26 15 12 11 6 16 13 11 26 16 14 26 13 19 26 17 12 11 6 0 0 0 0 0 0 0 0 0.947 1 0.882 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_9290 Pp3c1_9290 transcript PAC:32971531protein_codingNA c.-5678_-5677insATNA NA NA NA 3565
Chr01 6773952 C CAT Chr01_6773952_C_CATC_CAT INDEL 3165.93 0 0 0 0 0 0 0 0 18 26 15 12 11 6 16 13 11 26 16 14 26 13 19 26 17 12 11 6 0 0 0 0 0 0 0 0 0.947 1 0.882 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_9290 Pp3c1_9290 transcript PAC:32971532protein_codingNA c.-5678_-5677insATNA NA NA NA 3621
Chr01 6773952 C CAT Chr01_6773952_C_CATC_CAT INDEL 3165.93 0 0 0 0 0 0 0 0 18 26 15 12 11 6 16 13 11 26 16 14 26 13 19 26 17 12 11 6 0 0 0 0 0 0 0 0 0.947 1 0.882 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_9290 Pp3c1_9290 transcript PAC:32971533protein_codingNA c.-5678_-5677insATNA NA NA NA 3460
Chr01 6773952 C CAT Chr01_6773952_C_CATC_CAT INDEL 3165.93 0 0 0 0 0 0 0 0 18 26 15 12 11 6 16 13 11 26 16 14 26 13 19 26 17 12 11 6 0 0 0 0 0 0 0 0 0.947 1 0.882 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_9290 Pp3c1_9290 transcript PAC:32971534protein_codingNA c.-5678_-5677insATNA NA NA NA 4052
Chr01 6773952 C CAT Chr01_6773952_C_CATC_CAT INDEL 3165.93 0 0 0 0 0 0 0 0 18 26 15 12 11 6 16 13 11 26 16 14 26 13 19 26 17 12 11 6 0 0 0 0 0 0 0 0 0.947 1 0.882 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_9290 Pp3c1_9290 transcript PAC:32971535protein_codingNA c.-5678_-5677insATNA NA NA NA 4042
Chr01 6773952 C CAT Chr01_6773952_C_CATC_CAT INDEL 3165.93 0 0 0 0 0 0 0 0 18 26 15 12 11 6 16 13 11 26 16 14 26 13 19 26 17 12 11 6 0 0 0 0 0 0 0 0 0.947 1 0.882 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_9290-Pp3c1_9320Pp3c1_9290-Pp3c1_9320intergenic_regionPp3c1_9290-Pp3c1_9320NA NA n.6773952_6773953insATNA NA NA NA NA
Chr01 6803199 A AT Chr01_6803199_A_ATA_AT INDEL 20061.59 41 12 19 27 17 28 26 17 25 19 15 15 5 7 41 12 19 27 17 28 26 17 25 19 15 15 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_9330-Pp3c1_9380Pp3c1_9330-Pp3c1_9380intergenic_regionPp3c1_9330-Pp3c1_9380NA NA n.6803199_6803200insTNA NA NA NA NA
Chr01 6803206 A T Chr01_6803206_A_TA_T SNP 20889.63 40 13 22 31 18 32 26 18 24 17 16 16 8 7 40 13 22 31 18 32 26 18 24 17 16 16 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_9330-Pp3c1_9380Pp3c1_9330-Pp3c1_9380intergenic_regionPp3c1_9330-Pp3c1_9380NA NA n.6803206A>TNA NA NA NA NA
Chr01 6835633 C T Chr01_6835633_C_TC_T SNP 5386.29 0 0 0 17 16 18 31 22 0 0 0 0 0 0 33 8 12 17 16 18 31 22 25 22 20 14 15 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_9330-Pp3c1_9380Pp3c1_9330-Pp3c1_9380intergenic_regionPp3c1_9330-Pp3c1_9380NA NA n.6835633C>TNA NA NA NA NA
Chr01 6886167 A AAT Chr01_6886167_A_AATA_AAT INDEL 2727.24 0 0 0 22 14 16 20 14 0 0 0 0 1 0 18 14 14 23 14 17 20 15 13 10 9 7 9 8 0 0 0 0.957 1 0.941 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_9410 Pp3c1_9410 transcript PAC:32968473protein_codingNA c.-2200_-2199insATNA NA NA NA 2200
Chr01 6886167 A AAT Chr01_6886167_A_AATA_AAT INDEL 2727.24 0 0 0 22 14 16 20 14 0 0 0 0 1 0 18 14 14 23 14 17 20 15 13 10 9 7 9 8 0 0 0 0.957 1 0.941 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_9420 Pp3c1_9420 transcript PAC:32968773protein_codingNA c.-2301_-2300insATNA NA NA NA 2226
Chr01 6886167 A AAT Chr01_6886167_A_AATA_AAT INDEL 2727.24 0 0 0 22 14 16 20 14 0 0 0 0 1 0 18 14 14 23 14 17 20 15 13 10 9 7 9 8 0 0 0 0.957 1 0.941 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_9410 Pp3c1_9410 transcript PAC:32968474protein_codingNA c.-2380_-2379insATNA NA NA NA 2380
Chr01 6886167 A AAT Chr01_6886167_A_AATA_AAT INDEL 2727.24 0 0 0 22 14 16 20 14 0 0 0 0 1 0 18 14 14 23 14 17 20 15 13 10 9 7 9 8 0 0 0 0.957 1 0.941 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_9420 Pp3c1_9420 transcript PAC:32968774protein_codingNA c.-2301_-2300insATNA NA NA NA 2123
Chr01 6886167 A AAT Chr01_6886167_A_AATA_AAT INDEL 2727.24 0 0 0 22 14 16 20 14 0 0 0 0 1 0 18 14 14 23 14 17 20 15 13 10 9 7 9 8 0 0 0 0.957 1 0.941 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_9420 Pp3c1_9420 transcript PAC:32968775protein_codingNA c.-2301_-2300insATNA NA NA NA 2125
Chr01 6886167 A AAT Chr01_6886167_A_AATA_AAT INDEL 2727.24 0 0 0 22 14 16 20 14 0 0 0 0 1 0 18 14 14 23 14 17 20 15 13 10 9 7 9 8 0 0 0 0.957 1 0.941 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_9420 Pp3c1_9420 transcript PAC:32968776protein_codingNA c.-2301_-2300insATNA NA NA NA 2147
Chr01 6886167 A AAT Chr01_6886167_A_AATA_AAT INDEL 2727.24 0 0 0 22 14 16 20 14 0 0 0 0 1 0 18 14 14 23 14 17 20 15 13 10 9 7 9 8 0 0 0 0.957 1 0.941 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_9400 Pp3c1_9400 transcript PAC:32967607protein_codingNA c.*4233_*4234insATNA NA NA NA 3844
Chr01 6886167 A AAT Chr01_6886167_A_AATA_AAT INDEL 2727.24 0 0 0 22 14 16 20 14 0 0 0 0 1 0 18 14 14 23 14 17 20 15 13 10 9 7 9 8 0 0 0 0.957 1 0.941 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_9400 Pp3c1_9400 transcript PAC:32967608protein_codingNA c.*4233_*4234insATNA NA NA NA 3861
Chr01 6886167 A AAT Chr01_6886167_A_AATA_AAT INDEL 2727.24 0 0 0 22 14 16 20 14 0 0 0 0 1 0 18 14 14 23 14 17 20 15 13 10 9 7 9 8 0 0 0 0.957 1 0.941 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_9400 Pp3c1_9400 transcript PAC:32967609protein_codingNA c.*4233_*4234insATNA NA NA NA 3861
Chr01 6886167 A AAT Chr01_6886167_A_AATA_AAT INDEL 2727.24 0 0 0 22 14 16 20 14 0 0 0 0 1 0 18 14 14 23 14 17 20 15 13 10 9 7 9 8 0 0 0 0.957 1 0.941 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_9410-Pp3c1_9420Pp3c1_9410-Pp3c1_9420intergenic_regionPp3c1_9410-Pp3c1_9420NA NA n.6886167_6886168insATNA NA NA NA NA
Chr01 6997049 C T Chr01_6997049_C_TC_T SNP 15743.63 17 16 16 30 13 21 23 16 15 18 12 14 8 11 17 16 16 30 13 21 23 16 15 18 12 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_9580-Pp3c1_9600Pp3c1_9580-Pp3c1_9600intergenic_regionPp3c1_9580-Pp3c1_9600NA NA n.6997049C>TNA NA NA NA NA
Chr01 7215965 TG T Chr01_7215965_TG_TTG_T INDEL 19837.59 18 13 21 29 28 21 23 28 30 24 17 27 16 8 18 13 21 29 28 21 23 28 30 24 17 27 16 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_9970-Pp3c1_10000Pp3c1_9970-Pp3c1_10000intergenic_regionPp3c1_9970-Pp3c1_10000NA NA n.7215966delGNA NA NA NA NA
Chr01 7260097 T TATA Chr01_7260097_T_TATAT_TATA INDEL 5134.24 0 0 0 22 11 22 28 17 0 0 0 0 0 0 28 18 11 23 11 22 28 17 11 13 13 6 6 5 0 0 0 0.957 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_10040Pp3c1_10040transcript PAC:32971449protein_codingNA c.*4402_*4403insTATNA NA NA NA 3613
Chr01 7260097 T TATA Chr01_7260097_T_TATAT_TATA INDEL 5134.24 0 0 0 22 11 22 28 17 0 0 0 0 0 0 28 18 11 23 11 22 28 17 11 13 13 6 6 5 0 0 0 0.957 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_10040Pp3c1_10040transcript PAC:32971450protein_codingNA c.*4402_*4403insTATNA NA NA NA 3886
Chr01 7260097 T TATA Chr01_7260097_T_TATAT_TATA INDEL 5134.24 0 0 0 22 11 22 28 17 0 0 0 0 0 0 28 18 11 23 11 22 28 17 11 13 13 6 6 5 0 0 0 0.957 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_10010-Pp3c1_10040Pp3c1_10010-Pp3c1_10040intergenic_regionPp3c1_10010-Pp3c1_10040NA NA n.7260097_7260098insATANA NA NA NA NA
Chr01 7363409 A C Chr01_7363409_A_CA_C SNP 17553.63 24 13 17 27 8 24 33 21 22 19 10 16 19 15 24 13 17 27 8 24 33 21 22 19 10 16 19 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_10140-Pp3c1_10180Pp3c1_10140-Pp3c1_10180intergenic_regionPp3c1_10140-Pp3c1_10180NA NA n.7363409A>CNA NA NA NA NA
Chr01 7667981 G GT Chr01_7667981_G_GTG_GT INDEL 19302.59 37 16 18 23 19 37 40 25 29 28 24 16 5 8 37 16 18 23 19 37 40 25 29 28 24 16 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_10660-Pp3c1_10680Pp3c1_10660-Pp3c1_10680intergenic_regionPp3c1_10660-Pp3c1_10680NA NA n.7667981_7667982insTNA NA NA NA NA
Chr01 7728548 T C Chr01_7728548_T_CT_C SNP 18563.63 38 18 9 27 21 15 31 18 18 16 15 12 6 5 38 18 9 27 21 15 31 18 18 16 15 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_10700Pp3c1_10700transcript PAC:32970547protein_coding13/18 c.1896+31T>CNA NA NA NA NA
Chr01 7728548 T C Chr01_7728548_T_CT_C SNP 18563.63 38 18 9 27 21 15 31 18 18 16 15 12 6 5 38 18 9 27 21 15 31 18 18 16 15 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_10700Pp3c1_10700transcript PAC:32970550protein_coding13/18 c.1536+31T>CNA NA NA NA NA
Chr01 7728548 T C Chr01_7728548_T_CT_C SNP 18563.63 38 18 9 27 21 15 31 18 18 16 15 12 6 5 38 18 9 27 21 15 31 18 18 16 15 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_10700Pp3c1_10700transcript PAC:32970549protein_coding13/17 c.1896+31T>CNA NA NA NA NA
Chr01 7728548 T C Chr01_7728548_T_CT_C SNP 18563.63 38 18 9 27 21 15 31 18 18 16 15 12 6 5 38 18 9 27 21 15 31 18 18 16 15 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_10700Pp3c1_10700transcript PAC:32970548protein_coding13/18 c.1896+31T>CNA NA NA NA NA
Chr01 7824728 T TC Chr01_7824728_T_TCT_TC INDEL 13098.59 20 14 14 20 24 22 26 24 10 22 8 13 5 7 20 14 14 20 24 22 26 24 10 22 8 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_10850Pp3c1_10850transcript PAC:32969847protein_codingNA c.-113_-112insCNA NA NA NA 112
Chr01 7824728 T TC Chr01_7824728_T_TCT_TC INDEL 13098.59 20 14 14 20 24 22 26 24 10 22 8 13 5 7 20 14 14 20 24 22 26 24 10 22 8 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_10850Pp3c1_10850transcript PAC:32969848protein_codingNA c.-113_-112insCNA NA NA NA 112
Chr01 7824728 T TC Chr01_7824728_T_TCT_TC INDEL 13098.59 20 14 14 20 24 22 26 24 10 22 8 13 5 7 20 14 14 20 24 22 26 24 10 22 8 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_10830-Pp3c1_10850Pp3c1_10830-Pp3c1_10850intergenic_regionPp3c1_10830-Pp3c1_10850NA NA n.7824728_7824729insCNA NA NA NA NA
Chr01 7851458 TTATATATATATATATATATAT Chr01_7851458_TTATATATATATATATATATA_TTTATATATATATATATATATA_TINDEL 6146.24 0 0 0 25 19 26 26 26 0 0 0 0 0 0 22 19 11 25 19 27 26 26 16 19 9 12 6 4 0 0 0 1 1 0.963 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_10880-Pp3c1_10900Pp3c1_10880-Pp3c1_10900intergenic_regionPp3c1_10880-Pp3c1_10900NA NA n.7851459_7851478delTATATATATATATATATATANA NA NA NA NA
Chr01 7909434 A AAT Chr01_7909434_A_AATA_AAT INDEL 9286.59 21 10 13 19 14 20 25 11 6 14 13 8 10 9 22 10 13 19 14 20 25 11 7 14 13 10 10 9 0.955 1 1 1 1 1 1 1 0.857 1 1 0.8 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_11010Pp3c1_11010transcript PAC:32970669protein_codingNA c.-715_-714insATNA NA NA NA 579
Chr01 7909434 A AAT Chr01_7909434_A_AATA_AAT INDEL 9286.59 21 10 13 19 14 20 25 11 6 14 13 8 10 9 22 10 13 19 14 20 25 11 7 14 13 10 10 9 0.955 1 1 1 1 1 1 1 0.857 1 1 0.8 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_11010Pp3c1_11010transcript PAC:32970668protein_coding 02-avr c.134-395_134-394insATNA NA NA NA NA
Chr01 8064996 A AAT Chr01_8064996_A_AATA_AAT INDEL 2724.24 1 1 2 11 11 13 25 14 0 0 0 0 0 0 20 8 15 11 11 13 25 14 15 14 15 11 11 10 0 0 0.133 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c1_11190Pp3c1_11190transcript PAC:32968280protein_codingNA c.*4313_*4314insATNA NA NA NA 3887
Chr01 8064996 A AAT Chr01_8064996_A_AATA_AAT INDEL 2724.24 1 1 2 11 11 13 25 14 0 0 0 0 0 0 20 8 15 11 11 13 25 14 15 14 15 11 11 10 0 0 0.133 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c1_11190Pp3c1_11190transcript PAC:32968281protein_codingNA c.*4313_*4314insATNA NA NA NA 4005
Chr01 8064996 A AAT Chr01_8064996_A_AATA_AAT INDEL 2724.24 1 1 2 11 11 13 25 14 0 0 0 0 0 0 20 8 15 11 11 13 25 14 15 14 15 11 11 10 0 0 0.133 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c1_11190Pp3c1_11190transcript PAC:32968282protein_codingNA c.*4313_*4314insATNA NA NA NA 4005
Chr01 8064996 A AAT Chr01_8064996_A_AATA_AAT INDEL 2724.24 1 1 2 11 11 13 25 14 0 0 0 0 0 0 20 8 15 11 11 13 25 14 15 14 15 11 11 10 0 0 0.133 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c1_11130-Pp3c1_11190Pp3c1_11130-Pp3c1_11190intergenic_regionPp3c1_11130-Pp3c1_11190NA NA n.8064996_8064997insATNA NA NA NA NA
Chr01 8163826 A AT Chr01_8163826_A_ATA_AT INDEL 11424.59 19 17 7 24 15 20 28 22 15 20 16 19 10 6 19 17 7 24 15 20 28 22 15 20 16 19 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11290-Pp3c1_11310Pp3c1_11290-Pp3c1_11310intergenic_regionPp3c1_11290-Pp3c1_11310NA NA n.8163826_8163827insTNA NA NA NA NA
Chr01 8169705 C A Chr01_8169705_C_AC_A SNP 13100.63 23 12 11 11 20 24 20 13 10 17 11 6 9 7 23 12 11 11 20 24 20 13 10 17 11 6 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_11310Pp3c1_11310transcript PAC:32969947protein_codingNA c.-3674C>A NA NA NA NA 3637
Chr01 8169705 C A Chr01_8169705_C_AC_A SNP 13100.63 23 12 11 11 20 24 20 13 10 17 11 6 9 7 23 12 11 11 20 24 20 13 10 17 11 6 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_11310Pp3c1_11310transcript PAC:32969948protein_codingNA c.-3674C>A NA NA NA NA 3640
Chr01 8169705 C A Chr01_8169705_C_AC_A SNP 13100.63 23 12 11 11 20 24 20 13 10 17 11 6 9 7 23 12 11 11 20 24 20 13 10 17 11 6 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_11310Pp3c1_11310transcript PAC:32969949protein_codingNA c.-3674C>A NA NA NA NA 3640
Chr01 8169705 C A Chr01_8169705_C_AC_A SNP 13100.63 23 12 11 11 20 24 20 13 10 17 11 6 9 7 23 12 11 11 20 24 20 13 10 17 11 6 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11290-Pp3c1_11310Pp3c1_11290-Pp3c1_11310intergenic_regionPp3c1_11290-Pp3c1_11310NA NA n.8169705C>ANA NA NA NA NA
Chr01 8181825 T A Chr01_8181825_T_AT_A SNP 17939.63 34 11 16 25 23 28 28 14 23 24 11 19 14 10 34 11 16 25 23 28 28 14 23 24 11 19 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_11340Pp3c1_11340transcript PAC:32971643protein_codingNA c.-1725A>T NA NA NA NA 1725
Chr01 8181825 T A Chr01_8181825_T_AT_A SNP 17939.63 34 11 16 25 23 28 28 14 23 24 11 19 14 10 34 11 16 25 23 28 28 14 23 24 11 19 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_11340Pp3c1_11340transcript PAC:32971644protein_codingNA c.-1743A>T NA NA NA NA 1743
Chr01 8181825 T A Chr01_8181825_T_AT_A SNP 17939.63 34 11 16 25 23 28 28 14 23 24 11 19 14 10 34 11 16 25 23 28 28 14 23 24 11 19 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11340-Pp3c1_11420Pp3c1_11340-Pp3c1_11420intergenic_regionPp3c1_11340-Pp3c1_11420NA NA n.8181825T>ANA NA NA NA NA
Chr01 8309359 A AAT Chr01_8309359_A_AATA_AAT INDEL 2834.24 0 1 1 16 12 17 16 17 1 0 0 0 0 0 23 5 11 16 12 17 16 19 17 12 4 9 7 5 0 0 0 1 1 1 1 0.895 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_11500-Pp3c1_11520Pp3c1_11500-Pp3c1_11520intergenic_regionPp3c1_11500-Pp3c1_11520NA NA n.8309359_8309360insATNA NA NA NA NA
Chr01 8315017 C T Chr01_8315017_C_TC_T SNP 4078.98 0 0 0 0 0 0 0 0 11 21 18 14 13 13 36 12 17 27 14 24 31 19 11 21 18 14 13 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_11520Pp3c1_11520transcript PAC:32968236protein_codingNA c.-1738C>T NA NA NA NA 1738
Chr01 8315017 C T Chr01_8315017_C_TC_T SNP 4078.98 0 0 0 0 0 0 0 0 11 21 18 14 13 13 36 12 17 27 14 24 31 19 11 21 18 14 13 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_11500-Pp3c1_11520Pp3c1_11500-Pp3c1_11520intergenic_regionPp3c1_11500-Pp3c1_11520NA NA n.8315017C>TNA NA NA NA NA
Chr01 8397232 G C Chr01_8397232_G_CG_C SNP 15633.63 17 8 8 23 19 19 20 18 19 19 17 16 8 5 17 8 8 23 19 19 20 18 19 19 17 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_11610Pp3c1_11610transcript PAC:32969717protein_codingNA c.*1564C>G NA NA NA NA 1564
Chr01 8397232 G C Chr01_8397232_G_CG_C SNP 15633.63 17 8 8 23 19 19 20 18 19 19 17 16 8 5 17 8 8 23 19 19 20 18 19 19 17 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11520-Pp3c1_11610Pp3c1_11520-Pp3c1_11610intergenic_regionPp3c1_11520-Pp3c1_11610NA NA n.8397232G>CNA NA NA NA NA
Chr01 8397233 C T Chr01_8397233_C_TC_T SNP 15633.63 17 8 8 23 19 19 21 18 19 19 16 16 8 5 17 8 8 23 19 19 21 18 19 19 16 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_11610Pp3c1_11610transcript PAC:32969717protein_codingNA c.*1563G>A NA NA NA NA 1563
Chr01 8397233 C T Chr01_8397233_C_TC_T SNP 15633.63 17 8 8 23 19 19 21 18 19 19 16 16 8 5 17 8 8 23 19 19 21 18 19 19 16 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11520-Pp3c1_11610Pp3c1_11520-Pp3c1_11610intergenic_regionPp3c1_11520-Pp3c1_11610NA NA n.8397233C>TNA NA NA NA NA
Chr01 8397245 C A Chr01_8397245_C_AC_A SNP 13546.63 17 8 9 21 19 16 20 18 19 21 15 17 8 5 17 8 9 21 19 16 20 18 19 21 15 17 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_11610Pp3c1_11610transcript PAC:32969717protein_codingNA c.*1551G>T NA NA NA NA 1551
Chr01 8397245 C A Chr01_8397245_C_AC_A SNP 13546.63 17 8 9 21 19 16 20 18 19 21 15 17 8 5 17 8 9 21 19 16 20 18 19 21 15 17 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11520-Pp3c1_11610Pp3c1_11520-Pp3c1_11610intergenic_regionPp3c1_11520-Pp3c1_11610NA NA n.8397245C>ANA NA NA NA NA
Chr01 8397261 G GA Chr01_8397261_G_GAG_GA INDEL 14183.59 16 8 9 19 20 13 17 16 17 17 14 13 9 5 16 8 9 19 20 13 17 16 17 17 14 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_11610Pp3c1_11610transcript PAC:32969717protein_codingNA c.*1534_*1535insTNA NA NA NA 1534
Chr01 8397261 G GA Chr01_8397261_G_GAG_GA INDEL 14183.59 16 8 9 19 20 13 17 16 17 17 14 13 9 5 16 8 9 19 20 13 17 16 17 17 14 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11520-Pp3c1_11610Pp3c1_11520-Pp3c1_11610intergenic_regionPp3c1_11520-Pp3c1_11610NA NA n.8397261_8397262insANA NA NA NA NA
Chr01 8397263 T TA Chr01_8397263_T_TAT_TA INDEL 14248.59 17 8 9 19 20 13 18 16 17 17 14 14 9 6 17 8 9 19 20 13 18 16 17 17 14 14 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_11610Pp3c1_11610transcript PAC:32969717protein_codingNA c.*1532_*1533insTNA NA NA NA 1532
Chr01 8397263 T TA Chr01_8397263_T_TAT_TA INDEL 14248.59 17 8 9 19 20 13 18 16 17 17 14 14 9 6 17 8 9 19 20 13 18 16 17 17 14 14 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11520-Pp3c1_11610Pp3c1_11520-Pp3c1_11610intergenic_regionPp3c1_11520-Pp3c1_11610NA NA n.8397263_8397264insANA NA NA NA NA
Chr01 8397278 A AT Chr01_8397278_A_ATA_AT INDEL 11305.59 17 7 6 17 18 14 17 19 19 14 13 15 8 6 18 7 6 17 18 14 17 19 19 14 13 15 8 6 0.944 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_11610Pp3c1_11610transcript PAC:32969717protein_codingNA c.*1517_*1518insANA NA NA NA 1517



Chr01 8397278 A AT Chr01_8397278_A_ATA_AT INDEL 11305.59 17 7 6 17 18 14 17 19 19 14 13 15 8 6 18 7 6 17 18 14 17 19 19 14 13 15 8 6 0.944 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11520-Pp3c1_11610Pp3c1_11520-Pp3c1_11610intergenic_regionPp3c1_11520-Pp3c1_11610NA NA n.8397278_8397279insTNA NA NA NA NA
Chr01 8404903 A AC Chr01_8404903_A_ACA_AC INDEL 14385.59 29 13 7 21 20 13 27 17 16 16 10 12 7 9 29 13 7 21 20 13 27 17 16 16 10 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11610-Pp3c1_11630Pp3c1_11610-Pp3c1_11630intergenic_regionPp3c1_11610-Pp3c1_11630NA NA n.8404903_8404904insCNA NA NA NA NA
Chr01 8404905 C A Chr01_8404905_C_AC_A SNP 14394.63 28 13 7 21 17 13 27 17 15 15 10 12 6 9 28 13 7 21 17 13 27 17 15 15 10 12 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11610-Pp3c1_11630Pp3c1_11610-Pp3c1_11630intergenic_regionPp3c1_11610-Pp3c1_11630NA NA n.8404905C>ANA NA NA NA NA
Chr01 8512689 A AT Chr01_8512689_A_ATA_AT INDEL 13030.59 22 14 12 26 25 31 21 16 17 27 19 21 7 8 22 14 12 26 25 31 21 16 17 27 19 21 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11740-Pp3c1_11820Pp3c1_11740-Pp3c1_11820intergenic_regionPp3c1_11740-Pp3c1_11820NA NA n.8512689_8512690insTNA NA NA NA NA
Chr01 8514184 A AAT Chr01_8514184_A_AATA_AAT INDEL 1625.93 0 0 1 0 1 0 1 0 5 14 10 13 6 5 13 8 11 13 11 16 16 11 5 14 11 13 6 5 0 0 0 0 0 0 0 0 1 1 0.909 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_11740-Pp3c1_11820Pp3c1_11740-Pp3c1_11820intergenic_regionPp3c1_11740-Pp3c1_11820NA NA n.8514184_8514185insATNA NA NA NA NA
Chr01 8527368 G GA Chr01_8527368_G_GAG_GA INDEL 15470.59 21 11 13 22 9 18 25 23 21 23 25 12 8 13 21 11 13 22 9 18 25 23 21 23 25 12 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_11740-Pp3c1_11820Pp3c1_11740-Pp3c1_11820intergenic_regionPp3c1_11740-Pp3c1_11820NA NA n.8527368_8527369insANA NA NA NA NA
Chr01 8813922 C T Chr01_8813922_C_TC_T SNP 17861.63 26 16 12 18 20 24 22 16 15 25 18 20 12 15 26 16 12 18 20 24 22 16 15 25 18 20 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_12080-Pp3c1_12100Pp3c1_12080-Pp3c1_12100intergenic_regionPp3c1_12080-Pp3c1_12100NA NA n.8813922C>TNA NA NA NA NA
Chr01 8918866 G T Chr01_8918866_G_TG_T SNP 19366.63 23 15 18 24 24 32 20 30 20 31 11 13 10 8 23 15 18 24 24 32 20 30 20 31 11 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_12290-Pp3c1_12330Pp3c1_12290-Pp3c1_12330intergenic_regionPp3c1_12290-Pp3c1_12330NA NA n.8918866G>TNA NA NA NA NA
Chr01 9002901 C CA Chr01_9002901_C_CAC_CA INDEL 23556.59 50 25 23 39 35 47 50 50 28 38 23 25 20 14 50 25 23 39 35 47 50 50 28 38 23 25 20 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_12350Pp3c1_12350transcript PAC:32971802protein_codingNA c.*633_*634insANA NA NA NA 634
Chr01 9002901 C CA Chr01_9002901_C_CAC_CA INDEL 23556.59 50 25 23 39 35 47 50 50 28 38 23 25 20 14 50 25 23 39 35 47 50 50 28 38 23 25 20 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_12370Pp3c1_12370transcript PAC:32970613protein_codingNA c.*1362_*1363insTNA NA NA NA 148
Chr01 9002901 C CA Chr01_9002901_C_CAC_CA INDEL 23556.59 50 25 23 39 35 47 50 50 28 38 23 25 20 14 50 25 23 39 35 47 50 50 28 38 23 25 20 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_12370Pp3c1_12370transcript PAC:32970614protein_codingNA c.*1362_*1363insTNA NA NA NA 140
Chr01 9002901 C CA Chr01_9002901_C_CAC_CA INDEL 23556.59 50 25 23 39 35 47 50 50 28 38 23 25 20 14 50 25 23 39 35 47 50 50 28 38 23 25 20 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_12350-Pp3c1_12370Pp3c1_12350-Pp3c1_12370intergenic_regionPp3c1_12350-Pp3c1_12370NA NA n.9002901_9002902insANA NA NA NA NA
Chr01 9134330 C T Chr01_9134330_C_TC_T SNP 16021.63 30 13 11 17 19 19 20 35 16 17 18 20 14 14 30 13 11 17 19 19 20 35 16 17 18 20 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_12470-Pp3c1_12560Pp3c1_12470-Pp3c1_12560intergenic_regionPp3c1_12470-Pp3c1_12560NA NA n.9134330C>TNA NA NA NA NA
Chr01 9296642 G C Chr01_9296642_G_CG_C SNP 20543.63 27 13 14 28 21 22 30 28 27 23 16 13 10 9 27 13 14 28 21 22 30 28 27 23 16 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_12715-Pp3c1_12730Pp3c1_12715-Pp3c1_12730intergenic_regionPp3c1_12715-Pp3c1_12730NA NA n.9296642G>CNA NA NA NA NA
Chr01 9296643 C A Chr01_9296643_C_AC_A SNP 20705.63 27 13 14 27 21 23 29 28 27 24 16 13 10 9 27 13 14 27 21 23 29 28 27 24 16 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_12715-Pp3c1_12730Pp3c1_12715-Pp3c1_12730intergenic_regionPp3c1_12715-Pp3c1_12730NA NA n.9296643C>ANA NA NA NA NA
Chr01 9296660 CG C Chr01_9296660_CG_CCG_C INDEL 20738.59 27 13 12 27 19 25 28 27 28 22 20 13 15 8 27 13 12 27 19 25 28 27 28 22 20 13 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_12715-Pp3c1_12730Pp3c1_12715-Pp3c1_12730intergenic_regionPp3c1_12715-Pp3c1_12730NA NA n.9296661delGNA NA NA NA NA
Chr01 9322620 G GTA Chr01_9322620_G_GTAG_GTA INDEL 5667.24 23 11 9 0 3 1 2 0 15 16 6 9 8 14 23 11 9 13 14 29 20 11 15 17 6 9 8 14 1 1 1 0 0.214 0 0.1 0 1 0.941 1 1 1 1 0 10 10 2 7 0 3 downstream_gene_variantMODIFIER Pp3c1_12750Pp3c1_12750transcript PAC:32966893protein_codingNA c.*5177_*5178insTANA NA NA NA 4855
Chr01 9322620 G GTA Chr01_9322620_G_GTAG_GTA INDEL 5667.24 23 11 9 0 3 1 2 0 15 16 6 9 8 14 23 11 9 13 14 29 20 11 15 17 6 9 8 14 1 1 1 0 0.214 0 0.1 0 1 0.941 1 1 1 1 0 10 10 2 7 0 3 downstream_gene_variantMODIFIER Pp3c1_12760Pp3c1_12760transcript PAC:32971489protein_codingNA c.*721_*722insTANA NA NA NA 721
Chr01 9322620 G GTA Chr01_9322620_G_GTAG_GTA INDEL 5667.24 23 11 9 0 3 1 2 0 15 16 6 9 8 14 23 11 9 13 14 29 20 11 15 17 6 9 8 14 1 1 1 0 0.214 0 0.1 0 1 0.941 1 1 1 1 0 10 10 2 7 0 3 downstream_gene_variantMODIFIER Pp3c1_12750Pp3c1_12750transcript PAC:32966894protein_codingNA c.*5177_*5178insTANA NA NA NA 4947
Chr01 9322620 G GTA Chr01_9322620_G_GTAG_GTA INDEL 5667.24 23 11 9 0 3 1 2 0 15 16 6 9 8 14 23 11 9 13 14 29 20 11 15 17 6 9 8 14 1 1 1 0 0.214 0 0.1 0 1 0.941 1 1 1 1 0 10 10 2 7 0 3 downstream_gene_variantMODIFIER Pp3c1_12760Pp3c1_12760transcript PAC:32971490protein_codingNA c.*721_*722insTANA NA NA NA 721
Chr01 9322620 G GTA Chr01_9322620_G_GTAG_GTA INDEL 5667.24 23 11 9 0 3 1 2 0 15 16 6 9 8 14 23 11 9 13 14 29 20 11 15 17 6 9 8 14 1 1 1 0 0.214 0 0.1 0 1 0.941 1 1 1 1 0 10 10 2 7 0 3 intergenic_regionMODIFIER Pp3c1_12750-Pp3c1_12760Pp3c1_12750-Pp3c1_12760intergenic_regionPp3c1_12750-Pp3c1_12760NA NA n.9322620_9322621insTANA NA NA NA NA
Chr01 9492611 G GTA Chr01_9492611_G_GTAG_GTA INDEL 873.35 13 9 11 1 0 0 1 0 0 0 0 0 0 1 13 9 11 20 19 17 34 15 8 15 10 9 7 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c1_13060Pp3c1_13060transcript PAC:32967667protein_codingNA c.-3735_-3734insTANA NA NA NA 3313
Chr01 9492611 G GTA Chr01_9492611_G_GTAG_GTA INDEL 873.35 13 9 11 1 0 0 1 0 0 0 0 0 0 1 13 9 11 20 19 17 34 15 8 15 10 9 7 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c1_13080Pp3c1_13080transcript PAC:32966642protein_codingNA c.-3484_-3483insTANA NA NA NA 1413
Chr01 9492611 G GTA Chr01_9492611_G_GTAG_GTA INDEL 873.35 13 9 11 1 0 0 1 0 0 0 0 0 0 1 13 9 11 20 19 17 34 15 8 15 10 9 7 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c1_13060Pp3c1_13060transcript PAC:32967668protein_codingNA c.-3735_-3734insTANA NA NA NA 3229
Chr01 9492611 G GTA Chr01_9492611_G_GTAG_GTA INDEL 873.35 13 9 11 1 0 0 1 0 0 0 0 0 0 1 13 9 11 20 19 17 34 15 8 15 10 9 7 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c1_13080Pp3c1_13080transcript PAC:32966644protein_codingNA c.-3484_-3483insTANA NA NA NA 2902
Chr01 9492611 G GTA Chr01_9492611_G_GTAG_GTA INDEL 873.35 13 9 11 1 0 0 1 0 0 0 0 0 0 1 13 9 11 20 19 17 34 15 8 15 10 9 7 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c1_13080Pp3c1_13080transcript PAC:32966643protein_codingNA c.-3484_-3483insTANA NA NA NA 3057
Chr01 9492611 G GTA Chr01_9492611_G_GTAG_GTA INDEL 873.35 13 9 11 1 0 0 1 0 0 0 0 0 0 1 13 9 11 20 19 17 34 15 8 15 10 9 7 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c1_13060-Pp3c1_13080Pp3c1_13060-Pp3c1_13080intergenic_regionPp3c1_13060-Pp3c1_13080NA NA n.9492611_9492612insTANA NA NA NA NA
Chr01 9542360 C A Chr01_9542360_C_AC_A SNP 2611.39 24 19 21 0 0 0 0 0 0 0 0 0 0 0 24 19 21 19 13 29 34 24 23 18 20 13 11 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c1_13080-Pp3c1_13120Pp3c1_13080-Pp3c1_13120intergenic_regionPp3c1_13080-Pp3c1_13120NA NA n.9542360C>ANA NA NA NA NA
Chr01 9706874 C CTA Chr01_9706874_C_CTAC_CTA INDEL 4756.24 14 9 15 1 0 1 2 0 11 15 9 5 5 10 14 9 15 12 10 24 24 10 11 15 9 5 5 12 1 1 1 0 0 0 0.083 0 1 1 1 1 1 0.833 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c1_13270Pp3c1_13270transcript PAC:32969740protein_codingNA c.-714_-713insTANA NA NA NA 461
Chr01 9706874 C CTA Chr01_9706874_C_CTAC_CTA INDEL 4756.24 14 9 15 1 0 1 2 0 11 15 9 5 5 10 14 9 15 12 10 24 24 10 11 15 9 5 5 12 1 1 1 0 0 0 0.083 0 1 1 1 1 1 0.833 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c1_13270Pp3c1_13270transcript PAC:32969741protein_codingNA c.-714_-713insTANA NA NA NA 456
Chr01 9706874 C CTA Chr01_9706874_C_CTAC_CTA INDEL 4756.24 14 9 15 1 0 1 2 0 11 15 9 5 5 10 14 9 15 12 10 24 24 10 11 15 9 5 5 12 1 1 1 0 0 0 0.083 0 1 1 1 1 1 0.833 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c1_13260Pp3c1_13260transcript PAC:32971997protein_codingNA c.*3471_*3472insTANA NA NA NA 3032
Chr01 9706874 C CTA Chr01_9706874_C_CTAC_CTA INDEL 4756.24 14 9 15 1 0 1 2 0 11 15 9 5 5 10 14 9 15 12 10 24 24 10 11 15 9 5 5 12 1 1 1 0 0 0 0.083 0 1 1 1 1 1 0.833 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c1_13260Pp3c1_13260transcript PAC:32971999protein_codingNA c.*3471_*3472insTANA NA NA NA 2961
Chr01 9706874 C CTA Chr01_9706874_C_CTAC_CTA INDEL 4756.24 14 9 15 1 0 1 2 0 11 15 9 5 5 10 14 9 15 12 10 24 24 10 11 15 9 5 5 12 1 1 1 0 0 0 0.083 0 1 1 1 1 1 0.833 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c1_13260Pp3c1_13260transcript PAC:32971998protein_codingNA c.*3471_*3472insTANA NA NA NA 2925
Chr01 9706874 C CTA Chr01_9706874_C_CTAC_CTA INDEL 4756.24 14 9 15 1 0 1 2 0 11 15 9 5 5 10 14 9 15 12 10 24 24 10 11 15 9 5 5 12 1 1 1 0 0 0 0.083 0 1 1 1 1 1 0.833 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c1_13260Pp3c1_13260transcript PAC:32972000protein_codingNA c.*3653_*3654insTANA NA NA NA 3032
Chr01 9706874 C CTA Chr01_9706874_C_CTAC_CTA INDEL 4756.24 14 9 15 1 0 1 2 0 11 15 9 5 5 10 14 9 15 12 10 24 24 10 11 15 9 5 5 12 1 1 1 0 0 0 0.083 0 1 1 1 1 1 0.833 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c1_13270-Pp3c1_13280Pp3c1_13270-Pp3c1_13280intergenic_regionPp3c1_13270-Pp3c1_13280NA NA n.9706874_9706875insTANA NA NA NA NA
Chr01 9707855 A T Chr01_9707855_A_TA_T SNP 17208.63 22 10 15 21 14 23 29 27 13 18 14 20 9 8 22 10 15 21 14 23 29 27 13 18 14 20 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_13270Pp3c1_13270transcript PAC:32969740protein_codingNA c.-1694T>A NA NA NA NA 1441
Chr01 9707855 A T Chr01_9707855_A_TA_T SNP 17208.63 22 10 15 21 14 23 29 27 13 18 14 20 9 8 22 10 15 21 14 23 29 27 13 18 14 20 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_13270Pp3c1_13270transcript PAC:32969741protein_codingNA c.-1694T>A NA NA NA NA 1436
Chr01 9707855 A T Chr01_9707855_A_TA_T SNP 17208.63 22 10 15 21 14 23 29 27 13 18 14 20 9 8 22 10 15 21 14 23 29 27 13 18 14 20 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_13260Pp3c1_13260transcript PAC:32971997protein_codingNA c.*4452A>T NA NA NA NA 4012
Chr01 9707855 A T Chr01_9707855_A_TA_T SNP 17208.63 22 10 15 21 14 23 29 27 13 18 14 20 9 8 22 10 15 21 14 23 29 27 13 18 14 20 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_13260Pp3c1_13260transcript PAC:32971999protein_codingNA c.*4452A>T NA NA NA NA 3941
Chr01 9707855 A T Chr01_9707855_A_TA_T SNP 17208.63 22 10 15 21 14 23 29 27 13 18 14 20 9 8 22 10 15 21 14 23 29 27 13 18 14 20 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_13260Pp3c1_13260transcript PAC:32971998protein_codingNA c.*4452A>T NA NA NA NA 3905
Chr01 9707855 A T Chr01_9707855_A_TA_T SNP 17208.63 22 10 15 21 14 23 29 27 13 18 14 20 9 8 22 10 15 21 14 23 29 27 13 18 14 20 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_13260Pp3c1_13260transcript PAC:32972000protein_codingNA c.*4634A>T NA NA NA NA 4012
Chr01 9707855 A T Chr01_9707855_A_TA_T SNP 17208.63 22 10 15 21 14 23 29 27 13 18 14 20 9 8 22 10 15 21 14 23 29 27 13 18 14 20 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_13270-Pp3c1_13280Pp3c1_13270-Pp3c1_13280intergenic_regionPp3c1_13270-Pp3c1_13280NA NA n.9707855A>TNA NA NA NA NA
Chr01 9864780 C G Chr01_9864780_C_GC_G SNP 16793.63 19 14 11 26 27 21 24 20 18 16 12 15 10 11 19 14 11 26 27 21 24 20 18 16 12 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_13461-Pp3c1_13530Pp3c1_13461-Pp3c1_13530intergenic_regionPp3c1_13461-Pp3c1_13530NA NA n.9864780C>GNA NA NA NA NA
Chr01 9864801 C G Chr01_9864801_C_GC_G SNP 17094.63 18 13 11 23 26 21 23 24 17 17 12 18 12 10 18 13 11 23 26 21 23 24 17 17 12 18 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_13461-Pp3c1_13530Pp3c1_13461-Pp3c1_13530intergenic_regionPp3c1_13461-Pp3c1_13530NA NA n.9864801C>GNA NA NA NA NA
Chr01 9864833 C G Chr01_9864833_C_GC_G SNP 17392.63 19 16 15 21 23 21 25 24 18 13 17 17 14 10 19 16 15 21 23 21 25 24 18 13 17 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_13461-Pp3c1_13530Pp3c1_13461-Pp3c1_13530intergenic_regionPp3c1_13461-Pp3c1_13530NA NA n.9864833C>GNA NA NA NA NA
Chr01 9864851 C G Chr01_9864851_C_GC_G SNP 16499.63 16 12 16 19 18 22 22 24 16 11 16 18 12 9 16 12 16 19 18 22 22 24 16 11 16 18 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_13461-Pp3c1_13530Pp3c1_13461-Pp3c1_13530intergenic_regionPp3c1_13461-Pp3c1_13530NA NA n.9864851C>GNA NA NA NA NA
Chr01 9915643 GTA G Chr01_9915643_GTA_GGTA_G INDEL 1743.35 26 15 14 1 0 0 0 0 0 1 0 0 0 0 26 15 14 20 16 22 28 26 24 30 11 10 13 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c1_13600-Pp3c1_13640Pp3c1_13600-Pp3c1_13640intergenic_regionPp3c1_13600-Pp3c1_13640NA NA n.9915644_9915645delTANA NA NA NA NA
Chr01 10021716 T A Chr01_10021716_T_AT_A SNP 9081.63 12 4 7 6 9 13 7 11 19 11 9 8 4 4 12 4 7 6 9 13 7 11 19 11 9 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_13720-Pp3c1_13760Pp3c1_13720-Pp3c1_13760intergenic_regionPp3c1_13720-Pp3c1_13760NA NA n.10021716T>ANA NA NA NA NA
Chr01 10096516 G A Chr01_10096516_G_AG_A SNP 12648.29 32 14 18 0 0 0 0 0 14 19 22 22 8 7 32 14 18 26 14 25 40 35 14 19 22 22 8 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_13870Pp3c1_13870transcript PAC:32969713protein_codingNA c.-2464C>T NA NA NA NA 1975
Chr01 10096516 G A Chr01_10096516_G_AG_A SNP 12648.29 32 14 18 0 0 0 0 0 14 19 22 22 8 7 32 14 18 26 14 25 40 35 14 19 22 22 8 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_13870Pp3c1_13870transcript PAC:32969714protein_codingNA c.-4168C>T NA NA NA NA 2034
Chr01 10096516 G A Chr01_10096516_G_AG_A SNP 12648.29 32 14 18 0 0 0 0 0 14 19 22 22 8 7 32 14 18 26 14 25 40 35 14 19 22 22 8 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_13890Pp3c1_13890transcript PAC:32966719protein_codingNA c.*4079C>T NA NA NA NA 3826
Chr01 10096516 G A Chr01_10096516_G_AG_A SNP 12648.29 32 14 18 0 0 0 0 0 14 19 22 22 8 7 32 14 18 26 14 25 40 35 14 19 22 22 8 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_13890Pp3c1_13890transcript PAC:32966725protein_codingNA c.*4079C>T NA NA NA NA 3822
Chr01 10096516 G A Chr01_10096516_G_AG_A SNP 12648.29 32 14 18 0 0 0 0 0 14 19 22 22 8 7 32 14 18 26 14 25 40 35 14 19 22 22 8 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_13890Pp3c1_13890transcript PAC:32966720protein_codingNA c.*4079C>T NA NA NA NA 3822
Chr01 10096516 G A Chr01_10096516_G_AG_A SNP 12648.29 32 14 18 0 0 0 0 0 14 19 22 22 8 7 32 14 18 26 14 25 40 35 14 19 22 22 8 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_13890Pp3c1_13890transcript PAC:32966721protein_codingNA c.*4079C>T NA NA NA NA 3822
Chr01 10096516 G A Chr01_10096516_G_AG_A SNP 12648.29 32 14 18 0 0 0 0 0 14 19 22 22 8 7 32 14 18 26 14 25 40 35 14 19 22 22 8 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_13890Pp3c1_13890transcript PAC:32966722protein_codingNA c.*4079C>T NA NA NA NA 3822
Chr01 10096516 G A Chr01_10096516_G_AG_A SNP 12648.29 32 14 18 0 0 0 0 0 14 19 22 22 8 7 32 14 18 26 14 25 40 35 14 19 22 22 8 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_13890Pp3c1_13890transcript PAC:32966723protein_codingNA c.*4079C>T NA NA NA NA 3822
Chr01 10096516 G A Chr01_10096516_G_AG_A SNP 12648.29 32 14 18 0 0 0 0 0 14 19 22 22 8 7 32 14 18 26 14 25 40 35 14 19 22 22 8 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_13890Pp3c1_13890transcript PAC:32966724protein_codingNA c.*4079C>T NA NA NA NA 3822
Chr01 10096516 G A Chr01_10096516_G_AG_A SNP 12648.29 32 14 18 0 0 0 0 0 14 19 22 22 8 7 32 14 18 26 14 25 40 35 14 19 22 22 8 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c1_13870-Pp3c1_13890Pp3c1_13870-Pp3c1_13890intergenic_regionPp3c1_13870-Pp3c1_13890NA NA n.10096516G>ANA NA NA NA NA
Chr01 10198867 G A Chr01_10198867_G_AG_A SNP 18607.63 28 16 11 27 18 34 37 30 35 31 14 9 4 7 29 16 11 27 18 35 40 30 35 31 14 9 4 7 0.966 1 1 1 1 0.971 0.925 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_14040Pp3c1_14040transcript PAC:32970812protein_codingNA c.-2351G>A NA NA NA NA 2351
Chr01 10198867 G A Chr01_10198867_G_AG_A SNP 18607.63 28 16 11 27 18 34 37 30 35 31 14 9 4 7 29 16 11 27 18 35 40 30 35 31 14 9 4 7 0.966 1 1 1 1 0.971 0.925 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14030-Pp3c1_14040Pp3c1_14030-Pp3c1_14040intergenic_regionPp3c1_14030-Pp3c1_14040NA NA n.10198867G>ANA NA NA NA NA
Chr01 10296485 G T Chr01_10296485_G_TG_T SNP 17099.63 16 19 15 26 16 29 17 15 20 20 17 12 8 10 16 19 15 26 16 29 17 15 20 20 17 12 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14120-Pp3c1_14130Pp3c1_14120-Pp3c1_14130intergenic_regionPp3c1_14120-Pp3c1_14130NA NA n.10296485G>TNA NA NA NA NA
Chr01 10296486 T G Chr01_10296486_T_GT_G SNP 17099.63 16 19 15 26 17 29 17 15 20 20 17 12 8 10 16 19 15 26 17 29 17 15 20 20 17 12 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14120-Pp3c1_14130Pp3c1_14120-Pp3c1_14130intergenic_regionPp3c1_14120-Pp3c1_14130NA NA n.10296486T>GNA NA NA NA NA
Chr01 10296516 GA G Chr01_10296516_GA_GGA_G INDEL 14279.59 20 19 13 25 12 31 23 14 18 20 17 15 9 7 20 19 13 25 12 31 23 14 18 20 17 15 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14120-Pp3c1_14130Pp3c1_14120-Pp3c1_14130intergenic_regionPp3c1_14120-Pp3c1_14130NA NA n.10296517delANA NA NA NA NA
Chr01 10345696 C T Chr01_10345696_C_TC_T SNP 3607.29 0 0 0 18 11 17 24 15 0 0 0 0 0 0 25 11 13 18 11 17 24 15 9 18 12 9 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_14150-Pp3c1_14230Pp3c1_14150-Pp3c1_14230intergenic_regionPp3c1_14150-Pp3c1_14230NA NA n.10345696C>TNA NA NA NA NA
Chr01 10387112 T TA Chr01_10387112_T_TAT_TA INDEL 15419.59 24 19 17 30 19 27 28 25 26 20 17 20 7 13 24 19 17 30 19 27 28 25 26 20 17 20 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14150-Pp3c1_14230Pp3c1_14150-Pp3c1_14230intergenic_regionPp3c1_14150-Pp3c1_14230NA NA n.10387112_10387113insANA NA NA NA NA
Chr01 10433546 A AT Chr01_10433546_A_ATA_AT INDEL 15379.59 30 17 14 30 21 25 25 20 20 22 16 9 6 9 30 17 14 30 21 25 25 20 20 22 16 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14150-Pp3c1_14230Pp3c1_14150-Pp3c1_14230intergenic_regionPp3c1_14150-Pp3c1_14230NA NA n.10433546_10433547insTNA NA NA NA NA
Chr01 10630908 G C Chr01_10630908_G_CG_C SNP 13520.63 24 9 5 19 16 22 29 12 16 18 9 10 10 6 24 9 5 19 16 22 29 12 16 18 9 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14380-Pp3c1_14440Pp3c1_14380-Pp3c1_14440intergenic_regionPp3c1_14380-Pp3c1_14440NA NA n.10630908G>CNA NA NA NA NA
Chr01 10720551 T A Chr01_10720551_T_AT_A SNP 16697.63 27 13 20 27 20 20 11 26 26 11 16 13 12 11 27 13 20 27 20 20 11 26 26 11 16 13 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14480-Pp3c1_14540Pp3c1_14480-Pp3c1_14540intergenic_regionPp3c1_14480-Pp3c1_14540NA NA n.10720551T>ANA NA NA NA NA
Chr01 10725241 A AC Chr01_10725241_A_ACA_AC INDEL 13811.59 17 12 10 21 15 30 17 17 23 21 6 22 7 9 17 12 10 21 15 30 17 17 23 21 6 22 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14480-Pp3c1_14540Pp3c1_14480-Pp3c1_14540intergenic_regionPp3c1_14480-Pp3c1_14540NA NA n.10725241_10725242insCNA NA NA NA NA
Chr01 10725271 TG T Chr01_10725271_TG_TTG_T INDEL 11513.59 14 13 8 18 13 17 14 15 22 19 10 18 8 7 14 13 8 18 13 17 14 15 22 19 10 18 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14480-Pp3c1_14540Pp3c1_14480-Pp3c1_14540intergenic_regionPp3c1_14480-Pp3c1_14540NA NA n.10725272delGNA NA NA NA NA
Chr01 10731241 C A Chr01_10731241_C_AC_A SNP 20499.63 23 8 18 30 19 23 10 29 28 31 21 14 10 14 23 8 18 30 19 23 10 29 28 31 21 14 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14480-Pp3c1_14540Pp3c1_14480-Pp3c1_14540intergenic_regionPp3c1_14480-Pp3c1_14540NA NA n.10731241C>ANA NA NA NA NA
Chr01 10731245 C A Chr01_10731245_C_AC_A SNP 20593.63 22 8 15 28 19 22 9 29 28 30 23 14 10 14 22 8 15 28 19 22 9 29 28 30 23 14 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14480-Pp3c1_14540Pp3c1_14480-Pp3c1_14540intergenic_regionPp3c1_14480-Pp3c1_14540NA NA n.10731245C>ANA NA NA NA NA
Chr01 10802536 T TTA Chr01_10802536_T_TTAT_TTA INDEL 3866.11 0 0 0 7 9 13 20 15 1 0 0 0 0 0 20 9 5 8 9 13 21 15 7 8 10 12 9 10 0 0 0 0.875 1 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_14480-Pp3c1_14540Pp3c1_14480-Pp3c1_14540intergenic_regionPp3c1_14480-Pp3c1_14540NA NA n.10802536_10802537insTANA NA NA NA NA
Chr01 10943216 C CAT Chr01_10943216_C_CATC_CAT INDEL 1666.93 1 0 1 0 0 0 1 0 8 13 10 6 9 6 15 7 11 25 12 15 15 16 8 13 10 6 9 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_14663Pp3c1_14663transcript PAC:32969669protein_codingNA c.*2086_*2087insATNA NA NA NA 1485
Chr01 10943216 C CAT Chr01_10943216_C_CATC_CAT INDEL 1666.93 1 0 1 0 0 0 1 0 8 13 10 6 9 6 15 7 11 25 12 15 15 16 8 13 10 6 9 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_14660Pp3c1_14660transcript PAC:32968636protein_codingNA c.*2086_*2087insATNA NA NA NA 1435
Chr01 10943216 C CAT Chr01_10943216_C_CATC_CAT INDEL 1666.93 1 0 1 0 0 0 1 0 8 13 10 6 9 6 15 7 11 25 12 15 15 16 8 13 10 6 9 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_14670Pp3c1_14670transcript PAC:32969931protein_codingNA c.*3295_*3296insATNA NA NA NA 2417
Chr01 10943216 C CAT Chr01_10943216_C_CATC_CAT INDEL 1666.93 1 0 1 0 0 0 1 0 8 13 10 6 9 6 15 7 11 25 12 15 15 16 8 13 10 6 9 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_14663Pp3c1_14663transcript PAC:32969670protein_codingNA c.*2086_*2087insATNA NA NA NA 1471
Chr01 10943216 C CAT Chr01_10943216_C_CATC_CAT INDEL 1666.93 1 0 1 0 0 0 1 0 8 13 10 6 9 6 15 7 11 25 12 15 15 16 8 13 10 6 9 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_14663Pp3c1_14663transcript PAC:32969671protein_codingNA c.*2673_*2674insATNA NA NA NA 1485
Chr01 10943216 C CAT Chr01_10943216_C_CATC_CAT INDEL 1666.93 1 0 1 0 0 0 1 0 8 13 10 6 9 6 15 7 11 25 12 15 15 16 8 13 10 6 9 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_14670Pp3c1_14670transcript PAC:32969935protein_codingNA c.*3295_*3296insATNA NA NA NA 2425
Chr01 10943216 C CAT Chr01_10943216_C_CATC_CAT INDEL 1666.93 1 0 1 0 0 0 1 0 8 13 10 6 9 6 15 7 11 25 12 15 15 16 8 13 10 6 9 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_14670Pp3c1_14670transcript PAC:32969932protein_codingNA c.*3295_*3296insATNA NA NA NA 2425
Chr01 10943216 C CAT Chr01_10943216_C_CATC_CAT INDEL 1666.93 1 0 1 0 0 0 1 0 8 13 10 6 9 6 15 7 11 25 12 15 15 16 8 13 10 6 9 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_14670Pp3c1_14670transcript PAC:32969934protein_codingNA c.*3295_*3296insATNA NA NA NA 2425
Chr01 10943216 C CAT Chr01_10943216_C_CATC_CAT INDEL 1666.93 1 0 1 0 0 0 1 0 8 13 10 6 9 6 15 7 11 25 12 15 15 16 8 13 10 6 9 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_14670Pp3c1_14670transcript PAC:32969933protein_codingNA c.*3295_*3296insATNA NA NA NA 2425
Chr01 10943216 C CAT Chr01_10943216_C_CATC_CAT INDEL 1666.93 1 0 1 0 0 0 1 0 8 13 10 6 9 6 15 7 11 25 12 15 15 16 8 13 10 6 9 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_14660-Pp3c1_14670Pp3c1_14660-Pp3c1_14670intergenic_regionPp3c1_14660-Pp3c1_14670NA NA n.10943216_10943217insATNA NA NA NA NA
Chr01 11075046 G A Chr01_11075046_G_AG_A SNP 6609.29 0 0 0 26 15 31 31 30 0 0 0 0 0 0 20 17 14 26 15 31 31 30 12 26 14 11 9 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_14740-Pp3c1_14750Pp3c1_14740-Pp3c1_14750intergenic_regionPp3c1_14740-Pp3c1_14750NA NA n.11075046G>ANA NA NA NA NA
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14760Pp3c1_14760transcript PAC:32967511protein_codingNA c.*5487G>T NA NA NA NA 4963
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971402protein_codingNA c.*5699C>A NA NA NA NA 4094
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971422protein_codingNA c.*6365C>A NA NA NA NA 3990
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971409protein_codingNA c.*5699C>A NA NA NA NA 4058
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971410protein_codingNA c.*5699C>A NA NA NA NA 4058
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971407protein_codingNA c.*5699C>A NA NA NA NA 4058
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971408protein_codingNA c.*5699C>A NA NA NA NA 4058
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971404protein_codingNA c.*5699C>A NA NA NA NA 4094
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971412protein_codingNA c.*5699C>A NA NA NA NA 4112
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971420protein_codingNA c.*5699C>A NA NA NA NA 4112
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971421protein_codingNA c.*5699C>A NA NA NA NA 4112
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971411protein_codingNA c.*5699C>A NA NA NA NA 4112
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971403protein_codingNA c.*5699C>A NA NA NA NA 4113
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971405protein_codingNA c.*5699C>A NA NA NA NA 4113
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971419protein_codingNA c.*5699C>A NA NA NA NA 4113
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971417protein_codingNA c.*5699C>A NA NA NA NA 4113
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971418protein_codingNA c.*5699C>A NA NA NA NA 4113
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971406protein_codingNA c.*5699C>A NA NA NA NA 4113
Chr01 11104430 G T Chr01_11104430_G_TG_T SNP 19653.63 26 18 14 27 10 36 24 24 26 18 8 25 6 9 26 18 14 27 10 36 24 24 26 18 8 25 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14760-Pp3c1_14770Pp3c1_14760-Pp3c1_14770intergenic_regionPp3c1_14760-Pp3c1_14770NA NA n.11104430G>TNA NA NA NA NA
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14760Pp3c1_14760transcript PAC:32967511protein_codingNA c.*5489C>A NA NA NA NA 4965
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971402protein_codingNA c.*5697G>T NA NA NA NA 4092
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971422protein_codingNA c.*6363G>T NA NA NA NA 3988
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971409protein_codingNA c.*5697G>T NA NA NA NA 4056
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971410protein_codingNA c.*5697G>T NA NA NA NA 4056
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971407protein_codingNA c.*5697G>T NA NA NA NA 4056
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971408protein_codingNA c.*5697G>T NA NA NA NA 4056
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971404protein_codingNA c.*5697G>T NA NA NA NA 4092
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971412protein_codingNA c.*5697G>T NA NA NA NA 4110
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971420protein_codingNA c.*5697G>T NA NA NA NA 4110
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971421protein_codingNA c.*5697G>T NA NA NA NA 4110
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971411protein_codingNA c.*5697G>T NA NA NA NA 4110
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971403protein_codingNA c.*5697G>T NA NA NA NA 4111
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971405protein_codingNA c.*5697G>T NA NA NA NA 4111
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971419protein_codingNA c.*5697G>T NA NA NA NA 4111
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971417protein_codingNA c.*5697G>T NA NA NA NA 4111
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971418protein_codingNA c.*5697G>T NA NA NA NA 4111
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971406protein_codingNA c.*5697G>T NA NA NA NA 4111
Chr01 11104432 C A Chr01_11104432_C_AC_A SNP 19653.63 25 18 15 28 10 37 24 24 27 19 8 25 7 8 25 18 15 28 10 37 24 24 27 19 8 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14760-Pp3c1_14770Pp3c1_14760-Pp3c1_14770intergenic_regionPp3c1_14760-Pp3c1_14770NA NA n.11104432C>ANA NA NA NA NA
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971402protein_codingNA c.*5602C>T NA NA NA NA 3997
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971422protein_codingNA c.*6268C>T NA NA NA NA 3893
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971409protein_codingNA c.*5602C>T NA NA NA NA 3961
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971410protein_codingNA c.*5602C>T NA NA NA NA 3961
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971407protein_codingNA c.*5602C>T NA NA NA NA 3961
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971408protein_codingNA c.*5602C>T NA NA NA NA 3961
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971404protein_codingNA c.*5602C>T NA NA NA NA 3997
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971412protein_codingNA c.*5602C>T NA NA NA NA 4015
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971420protein_codingNA c.*5602C>T NA NA NA NA 4015
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971421protein_codingNA c.*5602C>T NA NA NA NA 4015
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971411protein_codingNA c.*5602C>T NA NA NA NA 4015
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971403protein_codingNA c.*5602C>T NA NA NA NA 4016
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971405protein_codingNA c.*5602C>T NA NA NA NA 4016
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971419protein_codingNA c.*5602C>T NA NA NA NA 4016
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971417protein_codingNA c.*5602C>T NA NA NA NA 4016
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971418protein_codingNA c.*5602C>T NA NA NA NA 4016
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_14770Pp3c1_14770transcript PAC:32971406protein_codingNA c.*5602C>T NA NA NA NA 4016
Chr01 11104527 G A Chr01_11104527_G_AG_A SNP 20740.63 38 21 17 38 18 30 23 25 24 31 23 19 8 7 38 21 17 38 18 30 23 25 24 31 23 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14760-Pp3c1_14770Pp3c1_14760-Pp3c1_14770intergenic_regionPp3c1_14760-Pp3c1_14770NA NA n.11104527G>ANA NA NA NA NA
Chr01 11274461 G T Chr01_11274461_G_TG_T SNP 15909.63 19 18 11 18 9 24 21 17 15 27 25 14 15 7 19 18 11 18 9 24 21 17 15 27 25 14 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_14950Pp3c1_14950transcript PAC:32970571protein_codingNA c.-3795G>T NA NA NA NA 3795
Chr01 11274461 G T Chr01_11274461_G_TG_T SNP 15909.63 19 18 11 18 9 24 21 17 15 27 25 14 15 7 19 18 11 18 9 24 21 17 15 27 25 14 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_14940-Pp3c1_14950Pp3c1_14940-Pp3c1_14950intergenic_regionPp3c1_14940-Pp3c1_14950NA NA n.11274461G>TNA NA NA NA NA
Chr01 11342493 T TTATA Chr01_11342493_T_TTATAT_TTATA INDEL 4305.24 3 1 11 0 0 1 3 1 2 0 0 0 1 0 19 8 11 15 14 23 24 14 8 9 8 7 4 4 0.158 0 1 0 0 0 0.125 0 0.25 0 0 0 0 0 0 1 1 3 0 0 1 upstream_gene_variantMODIFIER Pp3c1_15130Pp3c1_15130transcript PAC:32968038protein_codingNA c.-2658_-2657insTATANA NA NA NA 1951
Chr01 11342493 T TTATA Chr01_11342493_T_TTATAT_TTATA INDEL 4305.24 3 1 11 0 0 1 3 1 2 0 0 0 1 0 19 8 11 15 14 23 24 14 8 9 8 7 4 4 0.158 0 1 0 0 0 0.125 0 0.25 0 0 0 0 0 0 1 1 3 0 0 1 upstream_gene_variantMODIFIER Pp3c1_15130Pp3c1_15130transcript PAC:32968039protein_codingNA c.-2658_-2657insTATANA NA NA NA 1889
Chr01 11342493 T TTATA Chr01_11342493_T_TTATAT_TTATA INDEL 4305.24 3 1 11 0 0 1 3 1 2 0 0 0 1 0 19 8 11 15 14 23 24 14 8 9 8 7 4 4 0.158 0 1 0 0 0 0.125 0 0.25 0 0 0 0 0 0 1 1 3 0 0 1 upstream_gene_variantMODIFIER Pp3c1_15130Pp3c1_15130transcript PAC:32968041protein_codingNA c.-2658_-2657insTATANA NA NA NA 1889
Chr01 11342493 T TTATA Chr01_11342493_T_TTATAT_TTATA INDEL 4305.24 3 1 11 0 0 1 3 1 2 0 0 0 1 0 19 8 11 15 14 23 24 14 8 9 8 7 4 4 0.158 0 1 0 0 0 0.125 0 0.25 0 0 0 0 0 0 1 1 3 0 0 1 upstream_gene_variantMODIFIER Pp3c1_15130Pp3c1_15130transcript PAC:32968040protein_codingNA c.-2658_-2657insTATANA NA NA NA 1889
Chr01 11342493 T TTATA Chr01_11342493_T_TTATAT_TTATA INDEL 4305.24 3 1 11 0 0 1 3 1 2 0 0 0 1 0 19 8 11 15 14 23 24 14 8 9 8 7 4 4 0.158 0 1 0 0 0 0.125 0 0.25 0 0 0 0 0 0 1 1 3 0 0 1 downstream_gene_variantMODIFIER Pp3c1_15110Pp3c1_15110transcript PAC:32968855protein_codingNA c.*3810_*3811insTATANA NA NA NA 3071
Chr01 11342493 T TTATA Chr01_11342493_T_TTATAT_TTATA INDEL 4305.24 3 1 11 0 0 1 3 1 2 0 0 0 1 0 19 8 11 15 14 23 24 14 8 9 8 7 4 4 0.158 0 1 0 0 0 0.125 0 0.25 0 0 0 0 0 0 1 1 3 0 0 1 downstream_gene_variantMODIFIER Pp3c1_15110Pp3c1_15110transcript PAC:32968856protein_codingNA c.*3810_*3811insTATANA NA NA NA 1458
Chr01 11342493 T TTATA Chr01_11342493_T_TTATAT_TTATA INDEL 4305.24 3 1 11 0 0 1 3 1 2 0 0 0 1 0 19 8 11 15 14 23 24 14 8 9 8 7 4 4 0.158 0 1 0 0 0 0.125 0 0.25 0 0 0 0 0 0 1 1 3 0 0 1 intergenic_regionMODIFIER Pp3c1_15110-Pp3c1_15130Pp3c1_15110-Pp3c1_15130intergenic_regionPp3c1_15110-Pp3c1_15130NA NA n.11342493_11342494insTATANA NA NA NA NA
Chr01 11344815 G C Chr01_11344815_G_CG_C SNP 6287.29 0 0 0 30 18 23 27 29 0 0 0 0 0 0 22 19 14 31 18 23 27 29 20 19 20 20 6 10 0 0 0 0.968 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 5_prime_UTR_variantMODIFIER Pp3c1_15130Pp3c1_15130transcript PAC:32968038protein_coding janv-14 c.-336G>C NA NA NA NA 336
Chr01 11344815 G C Chr01_11344815_G_CG_C SNP 6287.29 0 0 0 30 18 23 27 29 0 0 0 0 0 0 22 19 14 31 18 23 27 29 20 19 20 20 6 10 0 0 0 0.968 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 5_prime_UTR_variantMODIFIER Pp3c1_15130Pp3c1_15130transcript PAC:32968040protein_coding janv-14 c.-336G>C NA NA NA NA 336
Chr01 11344815 G C Chr01_11344815_G_CG_C SNP 6287.29 0 0 0 30 18 23 27 29 0 0 0 0 0 0 22 19 14 31 18 23 27 29 20 19 20 20 6 10 0 0 0 0.968 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_15110Pp3c1_15110transcript PAC:32968856protein_codingNA c.*6132G>C NA NA NA NA 3779
Chr01 11344815 G C Chr01_11344815_G_CG_C SNP 6287.29 0 0 0 30 18 23 27 29 0 0 0 0 0 0 22 19 14 31 18 23 27 29 20 19 20 20 6 10 0 0 0 0.968 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c1_15130Pp3c1_15130transcript PAC:32968039protein_coding janv-14 c.-190+139G>CNA NA NA NA NA
Chr01 11344815 G C Chr01_11344815_G_CG_C SNP 6287.29 0 0 0 30 18 23 27 29 0 0 0 0 0 0 22 19 14 31 18 23 27 29 20 19 20 20 6 10 0 0 0 0.968 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c1_15130Pp3c1_15130transcript PAC:32968041protein_coding janv-14 c.-190+139G>CNA NA NA NA NA
Chr01 11417143 A AAT Chr01_11417143_A_AATA_AAT INDEL 5692.24 15 15 8 0 0 0 0 0 14 11 6 9 6 10 15 15 8 17 16 24 23 12 14 11 6 9 6 11 1 1 1 0 0 0 0 0 1 1 1 1 1 0.909 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c1_15220-Pp3c1_15279Pp3c1_15220-Pp3c1_15279intergenic_regionPp3c1_15220-Pp3c1_15279NA NA n.11417143_11417144insATNA NA NA NA NA
Chr01 11461124 C A Chr01_11461124_C_AC_A SNP 18118.63 26 16 13 21 13 28 17 17 15 16 21 20 10 12 26 16 13 21 13 28 17 17 15 16 21 20 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_15310-Pp3c1_15380Pp3c1_15310-Pp3c1_15380intergenic_regionPp3c1_15310-Pp3c1_15380NA NA n.11461124C>ANA NA NA NA NA
Chr01 11461125 C A Chr01_11461125_C_AC_A SNP 18118.63 26 16 13 21 13 27 17 17 15 16 21 20 10 12 26 16 13 21 13 27 17 17 15 16 21 20 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_15310-Pp3c1_15380Pp3c1_15310-Pp3c1_15380intergenic_regionPp3c1_15310-Pp3c1_15380NA NA n.11461125C>ANA NA NA NA NA
Chr01 11802647 C CAT Chr01_11802647_C_CATC_CAT INDEL 737.35 9 7 8 0 0 0 0 0 0 0 0 0 0 0 9 7 8 14 10 12 35 17 21 22 9 7 7 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c1_15730Pp3c1_15730transcript PAC:32967766protein_codingNA c.-2560_-2559insATNA NA NA NA 1951
Chr01 11802647 C CAT Chr01_11802647_C_CATC_CAT INDEL 737.35 9 7 8 0 0 0 0 0 0 0 0 0 0 0 9 7 8 14 10 12 35 17 21 22 9 7 7 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c1_15730Pp3c1_15730transcript PAC:32967767protein_codingNA c.-2560_-2559insATNA NA NA NA 1793
Chr01 11802647 C CAT Chr01_11802647_C_CATC_CAT INDEL 737.35 9 7 8 0 0 0 0 0 0 0 0 0 0 0 9 7 8 14 10 12 35 17 21 22 9 7 7 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c1_15690-Pp3c1_15730Pp3c1_15690-Pp3c1_15730intergenic_regionPp3c1_15690-Pp3c1_15730NA NA n.11802647_11802648insATNA NA NA NA NA
Chr01 12059641 G A Chr01_12059641_G_AG_A SNP 28525.63 39 21 27 43 33 39 55 34 40 27 21 31 16 15 39 21 27 43 33 39 55 34 40 27 21 31 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_16010-Pp3c1_16110Pp3c1_16010-Pp3c1_16110intergenic_regionPp3c1_16010-Pp3c1_16110NA NA n.12059641G>ANA NA NA NA NA
Chr01 12088558 T TG Chr01_12088558_T_TGT_TG INDEL 14836.59 21 15 18 28 11 16 23 19 23 30 15 16 12 9 21 15 18 28 11 16 23 19 23 30 15 16 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_16110Pp3c1_16110transcript PAC:32968388protein_coding 03-avr c.3218dupC p.Thr1074fs 3673/5105 3218/3291 1073/1096 NA
Chr01 12088558 T TG Chr01_12088558_T_TGT_TG INDEL 14836.59 21 15 18 28 11 16 23 19 23 30 15 16 12 9 21 15 18 28 11 16 23 19 23 30 15 16 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_16110Pp3c1_16110transcript PAC:32968389protein_coding 03-avr c.3218dupC p.Thr1074fs 5205/6637 3218/3291 1073/1096 NA
Chr01 12088558 T TG Chr01_12088558_T_TGT_TG INDEL 14836.59 21 15 18 28 11 16 23 19 23 30 15 16 12 9 21 15 18 28 11 16 23 19 23 30 15 16 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_16110Pp3c1_16110transcript PAC:32968387protein_coding 03-avr c.3218dupC p.Thr1074fs 3576/5008 3218/3291 1073/1096 NA
Chr01 12088558 T TG Chr01_12088558_T_TGT_TG INDEL 14836.59 21 15 18 28 11 16 23 19 23 30 15 16 12 9 21 15 18 28 11 16 23 19 23 30 15 16 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c1_16110Pp3c1_16110transcript PAC:32968385protein_coding 02-févr c.3211+7dupCNA NA NA NA NA
Chr01 12088558 T TG Chr01_12088558_T_TGT_TG INDEL 14836.59 21 15 18 28 11 16 23 19 23 30 15 16 12 9 21 15 18 28 11 16 23 19 23 30 15 16 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c1_16110Pp3c1_16110transcript PAC:32968386protein_coding 02-mars c.3211+7dupCNA NA NA NA NA
Chr01 12167638 CG C Chr01_12167638_CG_CCG_C INDEL 17332.59 21 15 19 36 13 24 24 13 23 20 15 9 14 7 21 15 19 36 13 24 24 13 23 20 15 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969296protein_coding 01-janv c.-224delC NA NA NA NA 224
Chr01 12167638 CG C Chr01_12167638_CG_CCG_C INDEL 17332.59 21 15 19 36 13 24 24 13 23 20 15 9 14 7 21 15 19 36 13 24 24 13 23 20 15 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969297protein_codingNA c.-224delC NA NA NA NA 117
Chr01 12167643 T C Chr01_12167643_T_CT_C SNP 17473.63 21 16 19 36 13 25 25 13 23 20 15 9 14 7 21 16 19 36 13 25 25 13 23 20 15 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969296protein_coding 01-janv c.-228A>G NA NA NA NA 228
Chr01 12167643 T C Chr01_12167643_T_CT_C SNP 17473.63 21 16 19 36 13 25 25 13 23 20 15 9 14 7 21 16 19 36 13 25 25 13 23 20 15 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969297protein_codingNA c.-228A>G NA NA NA NA 121
Chr01 12170022 AC A Chr01_12170022_AC_AAC_A INDEL 17098.59 24 9 9 20 18 28 20 16 17 14 16 20 14 13 24 9 9 20 18 28 20 16 17 14 16 20 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969296protein_codingNA c.-2608delG NA NA NA NA 2374
Chr01 12170022 AC A Chr01_12170022_AC_AAC_A INDEL 17098.59 24 9 9 20 18 28 20 16 17 14 16 20 14 13 24 9 9 20 18 28 20 16 17 14 16 20 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969297protein_codingNA c.-2608delG NA NA NA NA 2501
Chr01 12170022 AC A Chr01_12170022_AC_AAC_A INDEL 17098.59 24 9 9 20 18 28 20 16 17 14 16 20 14 13 24 9 9 20 18 28 20 16 17 14 16 20 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_16170-Pp3c1_16240Pp3c1_16170-Pp3c1_16240intergenic_regionPp3c1_16170-Pp3c1_16240NA NA n.12170023delCNA NA NA NA NA
Chr01 12170029 G GT Chr01_12170029_G_GTG_GT INDEL 16954.59 24 8 11 19 16 28 19 16 16 14 16 20 14 13 24 8 11 19 16 28 19 16 16 14 16 20 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969296protein_codingNA c.-2615_-2614insANA NA NA NA 2381
Chr01 12170029 G GT Chr01_12170029_G_GTG_GT INDEL 16954.59 24 8 11 19 16 28 19 16 16 14 16 20 14 13 24 8 11 19 16 28 19 16 16 14 16 20 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969297protein_codingNA c.-2615_-2614insANA NA NA NA 2508
Chr01 12170029 G GT Chr01_12170029_G_GTG_GT INDEL 16954.59 24 8 11 19 16 28 19 16 16 14 16 20 14 13 24 8 11 19 16 28 19 16 16 14 16 20 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_16170-Pp3c1_16240Pp3c1_16170-Pp3c1_16240intergenic_regionPp3c1_16170-Pp3c1_16240NA NA n.12170029_12170030insTNA NA NA NA NA
Chr01 12170073 C A Chr01_12170073_C_AC_A SNP 10937.63 20 6 7 16 10 21 8 10 11 7 10 15 8 7 20 6 7 16 10 21 8 10 11 7 10 15 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969296protein_codingNA c.-2658G>T NA NA NA NA 2424
Chr01 12170073 C A Chr01_12170073_C_AC_A SNP 10937.63 20 6 7 16 10 21 8 10 11 7 10 15 8 7 20 6 7 16 10 21 8 10 11 7 10 15 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969297protein_codingNA c.-2658G>T NA NA NA NA 2551
Chr01 12170073 C A Chr01_12170073_C_AC_A SNP 10937.63 20 6 7 16 10 21 8 10 11 7 10 15 8 7 20 6 7 16 10 21 8 10 11 7 10 15 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_16170-Pp3c1_16240Pp3c1_16170-Pp3c1_16240intergenic_regionPp3c1_16170-Pp3c1_16240NA NA n.12170073C>ANA NA NA NA NA
Chr01 12170254 G A Chr01_12170254_G_AG_A SNP 10352.63 14 6 10 14 9 12 14 17 13 9 17 9 4 8 14 6 10 14 9 12 14 17 13 9 17 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969296protein_codingNA c.-2839C>T NA NA NA NA 2605
Chr01 12170254 G A Chr01_12170254_G_AG_A SNP 10352.63 14 6 10 14 9 12 14 17 13 9 17 9 4 8 14 6 10 14 9 12 14 17 13 9 17 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16170Pp3c1_16170transcript PAC:32969297protein_codingNA c.-2839C>T NA NA NA NA 2732
Chr01 12170254 G A Chr01_12170254_G_AG_A SNP 10352.63 14 6 10 14 9 12 14 17 13 9 17 9 4 8 14 6 10 14 9 12 14 17 13 9 17 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_16170-Pp3c1_16240Pp3c1_16170-Pp3c1_16240intergenic_regionPp3c1_16170-Pp3c1_16240NA NA n.12170254G>ANA NA NA NA NA
Chr01 12349271 G A Chr01_12349271_G_AG_A SNP 6115.29 0 0 0 22 22 27 16 29 0 0 0 0 0 0 19 11 20 22 22 27 16 29 24 19 17 17 5 15 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_16390-Pp3c1_16430Pp3c1_16390-Pp3c1_16430intergenic_regionPp3c1_16390-Pp3c1_16430NA NA n.12349271G>ANA NA NA NA NA
Chr01 12473931 G C Chr01_12473931_G_CG_C SNP 14664.63 17 13 8 19 15 33 13 19 24 15 12 17 10 7 17 13 8 19 15 33 13 19 24 15 12 17 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_16510-Pp3c1_16600Pp3c1_16510-Pp3c1_16600intergenic_regionPp3c1_16510-Pp3c1_16600NA NA n.12473931G>CNA NA NA NA NA
Chr01 12498830 ACATTTTATCAATACATGATGATCGCTCTTA Chr01_12498830_ACATTTTATCAATACATGATGATCGCTCTT_AACATTTTATCAATACATGATGATCGCTCTT_AINDEL 16032.59 24 11 16 23 21 14 27 23 23 26 15 13 10 5 24 11 16 23 21 14 27 23 23 26 15 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968407protein_codingNA c.-3652_-3624delCATTTTATCAATACATGATGATCGCTCTTNA NA NA NA 2592
Chr01 12498830 ACATTTTATCAATACATGATGATCGCTCTTA Chr01_12498830_ACATTTTATCAATACATGATGATCGCTCTT_AACATTTTATCAATACATGATGATCGCTCTT_AINDEL 16032.59 24 11 16 23 21 14 27 23 23 26 15 13 10 5 24 11 16 23 21 14 27 23 23 26 15 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968409protein_codingNA c.-3652_-3624delCATTTTATCAATACATGATGATCGCTCTTNA NA NA NA 2579
Chr01 12498830 ACATTTTATCAATACATGATGATCGCTCTTA Chr01_12498830_ACATTTTATCAATACATGATGATCGCTCTT_AACATTTTATCAATACATGATGATCGCTCTT_AINDEL 16032.59 24 11 16 23 21 14 27 23 23 26 15 13 10 5 24 11 16 23 21 14 27 23 23 26 15 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968413protein_codingNA c.-3652_-3624delCATTTTATCAATACATGATGATCGCTCTTNA NA NA NA 2585
Chr01 12498830 ACATTTTATCAATACATGATGATCGCTCTTA Chr01_12498830_ACATTTTATCAATACATGATGATCGCTCTT_AACATTTTATCAATACATGATGATCGCTCTT_AINDEL 16032.59 24 11 16 23 21 14 27 23 23 26 15 13 10 5 24 11 16 23 21 14 27 23 23 26 15 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968412protein_codingNA c.-3652_-3624delCATTTTATCAATACATGATGATCGCTCTTNA NA NA NA 2619
Chr01 12498830 ACATTTTATCAATACATGATGATCGCTCTTA Chr01_12498830_ACATTTTATCAATACATGATGATCGCTCTT_AACATTTTATCAATACATGATGATCGCTCTT_AINDEL 16032.59 24 11 16 23 21 14 27 23 23 26 15 13 10 5 24 11 16 23 21 14 27 23 23 26 15 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968414protein_codingNA c.-3652_-3624delCATTTTATCAATACATGATGATCGCTCTTNA NA NA NA 2619
Chr01 12498830 ACATTTTATCAATACATGATGATCGCTCTTA Chr01_12498830_ACATTTTATCAATACATGATGATCGCTCTT_AACATTTTATCAATACATGATGATCGCTCTT_AINDEL 16032.59 24 11 16 23 21 14 27 23 23 26 15 13 10 5 24 11 16 23 21 14 27 23 23 26 15 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968415protein_codingNA c.-3652_-3624delCATTTTATCAATACATGATGATCGCTCTTNA NA NA NA 2619
Chr01 12498830 ACATTTTATCAATACATGATGATCGCTCTTA Chr01_12498830_ACATTTTATCAATACATGATGATCGCTCTT_AACATTTTATCAATACATGATGATCGCTCTT_AINDEL 16032.59 24 11 16 23 21 14 27 23 23 26 15 13 10 5 24 11 16 23 21 14 27 23 23 26 15 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968408protein_codingNA c.-3652_-3624delCATTTTATCAATACATGATGATCGCTCTTNA NA NA NA 2739
Chr01 12498830 ACATTTTATCAATACATGATGATCGCTCTTA Chr01_12498830_ACATTTTATCAATACATGATGATCGCTCTT_AACATTTTATCAATACATGATGATCGCTCTT_AINDEL 16032.59 24 11 16 23 21 14 27 23 23 26 15 13 10 5 24 11 16 23 21 14 27 23 23 26 15 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968410protein_codingNA c.-3652_-3624delCATTTTATCAATACATGATGATCGCTCTTNA NA NA NA 2739
Chr01 12498830 ACATTTTATCAATACATGATGATCGCTCTTA Chr01_12498830_ACATTTTATCAATACATGATGATCGCTCTT_AACATTTTATCAATACATGATGATCGCTCTT_AINDEL 16032.59 24 11 16 23 21 14 27 23 23 26 15 13 10 5 24 11 16 23 21 14 27 23 23 26 15 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968411protein_codingNA c.-3652_-3624delCATTTTATCAATACATGATGATCGCTCTTNA NA NA NA 2739
Chr01 12498830 ACATTTTATCAATACATGATGATCGCTCTTA Chr01_12498830_ACATTTTATCAATACATGATGATCGCTCTT_AACATTTTATCAATACATGATGATCGCTCTT_AINDEL 16032.59 24 11 16 23 21 14 27 23 23 26 15 13 10 5 24 11 16 23 21 14 27 23 23 26 15 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_16510-Pp3c1_16600Pp3c1_16510-Pp3c1_16600intergenic_regionPp3c1_16510-Pp3c1_16600NA NA n.12498831_12498859delCATTTTATCAATACATGATGATCGCTCTTNA NA NA NA NA
Chr01 12509569 C CT Chr01_12509569_C_CTC_CT INDEL 17538.59 39 10 19 29 19 23 33 21 27 31 13 13 6 14 39 10 19 29 19 23 33 21 27 31 13 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968407protein_codingNA c.*3243_*3244insTNA NA NA NA 2666
Chr01 12509569 C CT Chr01_12509569_C_CTC_CT INDEL 17538.59 39 10 19 29 19 23 33 21 27 31 13 13 6 14 39 10 19 29 19 23 33 21 27 31 13 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968409protein_codingNA c.*3243_*3244insTNA NA NA NA 2725
Chr01 12509569 C CT Chr01_12509569_C_CTC_CT INDEL 17538.59 39 10 19 29 19 23 33 21 27 31 13 13 6 14 39 10 19 29 19 23 33 21 27 31 13 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968413protein_codingNA c.*3243_*3244insTNA NA NA NA 2725
Chr01 12509569 C CT Chr01_12509569_C_CTC_CT INDEL 17538.59 39 10 19 29 19 23 33 21 27 31 13 13 6 14 39 10 19 29 19 23 33 21 27 31 13 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968412protein_codingNA c.*3243_*3244insTNA NA NA NA 2725
Chr01 12509569 C CT Chr01_12509569_C_CTC_CT INDEL 17538.59 39 10 19 29 19 23 33 21 27 31 13 13 6 14 39 10 19 29 19 23 33 21 27 31 13 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968414protein_codingNA c.*3243_*3244insTNA NA NA NA 2725
Chr01 12509569 C CT Chr01_12509569_C_CTC_CT INDEL 17538.59 39 10 19 29 19 23 33 21 27 31 13 13 6 14 39 10 19 29 19 23 33 21 27 31 13 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968415protein_codingNA c.*3702_*3703insTNA NA NA NA 2725
Chr01 12509569 C CT Chr01_12509569_C_CTC_CT INDEL 17538.59 39 10 19 29 19 23 33 21 27 31 13 13 6 14 39 10 19 29 19 23 33 21 27 31 13 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968408protein_codingNA c.*3243_*3244insTNA NA NA NA 2725
Chr01 12509569 C CT Chr01_12509569_C_CTC_CT INDEL 17538.59 39 10 19 29 19 23 33 21 27 31 13 13 6 14 39 10 19 29 19 23 33 21 27 31 13 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968410protein_codingNA c.*3243_*3244insTNA NA NA NA 2725



Chr01 12509569 C CT Chr01_12509569_C_CTC_CT INDEL 17538.59 39 10 19 29 19 23 33 21 27 31 13 13 6 14 39 10 19 29 19 23 33 21 27 31 13 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_16600Pp3c1_16600transcript PAC:32968411protein_codingNA c.*3243_*3244insTNA NA NA NA 2725
Chr01 12509569 C CT Chr01_12509569_C_CTC_CT INDEL 17538.59 39 10 19 29 19 23 33 21 27 31 13 13 6 14 39 10 19 29 19 23 33 21 27 31 13 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_16600-Pp3c1_16650Pp3c1_16600-Pp3c1_16650intergenic_regionPp3c1_16600-Pp3c1_16650NA NA n.12509569_12509570insTNA NA NA NA NA
Chr01 12570548 T TTA Chr01_12570548_T_TTAT_TTA INDEL 8602.24 19 15 9 0 0 1 0 0 28 24 6 25 5 10 19 15 10 23 9 26 26 21 28 24 6 25 5 10 1 1 0.9 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_16700Pp3c1_16700transcript PAC:32971968protein_codingNA c.-4388_-4387insTANA NA NA NA 2140
Chr01 12570548 T TTA Chr01_12570548_T_TTAT_TTA INDEL 8602.24 19 15 9 0 0 1 0 0 28 24 6 25 5 10 19 15 10 23 9 26 26 21 28 24 6 25 5 10 1 1 0.9 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_16700Pp3c1_16700transcript PAC:32971971protein_codingNA c.-4388_-4387insTANA NA NA NA 2356
Chr01 12570548 T TTA Chr01_12570548_T_TTAT_TTA INDEL 8602.24 19 15 9 0 0 1 0 0 28 24 6 25 5 10 19 15 10 23 9 26 26 21 28 24 6 25 5 10 1 1 0.9 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_16700Pp3c1_16700transcript PAC:32971969protein_codingNA c.-4388_-4387insTANA NA NA NA 1139
Chr01 12570548 T TTA Chr01_12570548_T_TTAT_TTA INDEL 8602.24 19 15 9 0 0 1 0 0 28 24 6 25 5 10 19 15 10 23 9 26 26 21 28 24 6 25 5 10 1 1 0.9 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_16700Pp3c1_16700transcript PAC:32971970protein_codingNA c.-4388_-4387insTANA NA NA NA 1139
Chr01 12570548 T TTA Chr01_12570548_T_TTAT_TTA INDEL 8602.24 19 15 9 0 0 1 0 0 28 24 6 25 5 10 19 15 10 23 9 26 26 21 28 24 6 25 5 10 1 1 0.9 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c1_16700-Pp3c1_16780Pp3c1_16700-Pp3c1_16780intergenic_regionPp3c1_16700-Pp3c1_16780NA NA n.12570548_12570549insTANA NA NA NA NA
Chr01 12696122 A AT Chr01_12696122_A_ATA_AT INDEL 12985.59 10 14 17 21 15 27 24 20 10 15 10 21 12 13 10 14 17 21 15 27 24 20 10 15 10 21 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_16840Pp3c1_16840transcript PAC:32969629protein_codingNA c.*3580_*3581insTNA NA NA NA 3248
Chr01 12696122 A AT Chr01_12696122_A_ATA_AT INDEL 12985.59 10 14 17 21 15 27 24 20 10 15 10 21 12 13 10 14 17 21 15 27 24 20 10 15 10 21 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_16840Pp3c1_16840transcript PAC:32969630protein_codingNA c.*3580_*3581insTNA NA NA NA 3257
Chr01 12696122 A AT Chr01_12696122_A_ATA_AT INDEL 12985.59 10 14 17 21 15 27 24 20 10 15 10 21 12 13 10 14 17 21 15 27 24 20 10 15 10 21 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_16850Pp3c1_16850transcript PAC:32970540protein_coding 01-janv c.87+130_87+131insANA NA NA NA NA
Chr01 12696122 A AT Chr01_12696122_A_ATA_AT INDEL 12985.59 10 14 17 21 15 27 24 20 10 15 10 21 12 13 10 14 17 21 15 27 24 20 10 15 10 21 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_16850Pp3c1_16850transcript PAC:32970541protein_coding 01-janv c.87+130_87+131insANA NA NA NA NA
Chr01 12745606 TC T Chr01_12745606_TC_TTC_T INDEL 15177.59 18 15 18 21 14 21 37 15 16 22 23 11 6 12 18 15 18 21 14 21 37 15 16 22 23 11 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_16920-Pp3c1_16980Pp3c1_16920-Pp3c1_16980intergenic_regionPp3c1_16920-Pp3c1_16980NA NA n.12745607delCNA NA NA NA NA
Chr01 12887672 T G Chr01_12887672_T_GT_G SNP 19793.63 36 8 16 26 15 28 34 19 16 27 17 14 9 11 36 8 16 26 15 28 34 19 16 27 17 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_16980-Pp3c1_17080Pp3c1_16980-Pp3c1_17080intergenic_regionPp3c1_16980-Pp3c1_17080NA NA n.12887672T>GNA NA NA NA NA
Chr01 12974275 A G Chr01_12974275_A_GA_G SNP 20382.63 28 8 16 22 26 27 27 20 19 31 15 18 17 10 28 8 16 22 26 27 27 20 19 31 15 18 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17080-Pp3c1_17220Pp3c1_17080-Pp3c1_17220intergenic_regionPp3c1_17080-Pp3c1_17220NA NA n.12974275A>GNA NA NA NA NA
Chr01 12974276 A C Chr01_12974276_A_CA_C SNP 20382.63 29 8 16 22 25 27 26 20 19 31 15 18 17 10 29 8 16 22 25 27 26 20 19 31 15 18 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17080-Pp3c1_17220Pp3c1_17080-Pp3c1_17220intergenic_regionPp3c1_17080-Pp3c1_17220NA NA n.12974276A>CNA NA NA NA NA
Chr01 12974332 A T Chr01_12974332_A_TA_T SNP 18768.63 35 10 15 26 20 32 24 18 17 29 19 15 9 10 35 10 15 26 20 32 24 18 17 29 19 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17080-Pp3c1_17220Pp3c1_17080-Pp3c1_17220intergenic_regionPp3c1_17080-Pp3c1_17220NA NA n.12974332A>TNA NA NA NA NA
Chr01 12981358 G T Chr01_12981358_G_TG_T SNP 23527.63 41 25 11 40 14 36 34 27 19 18 20 20 14 12 41 25 11 40 14 36 34 27 19 18 20 20 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17080-Pp3c1_17220Pp3c1_17080-Pp3c1_17220intergenic_regionPp3c1_17080-Pp3c1_17220NA NA n.12981358G>TNA NA NA NA NA
Chr01 12981369 G T Chr01_12981369_G_TG_T SNP 23647.63 41 24 12 40 15 36 36 25 19 21 17 19 15 11 41 24 12 40 15 36 36 25 19 21 17 19 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17080-Pp3c1_17220Pp3c1_17080-Pp3c1_17220intergenic_regionPp3c1_17080-Pp3c1_17220NA NA n.12981369G>TNA NA NA NA NA
Chr01 12983916 T TTA Chr01_12983916_T_TTAT_TTA INDEL 2430.24 2 0 0 20 7 21 14 14 0 0 0 0 0 0 29 7 9 21 7 22 14 14 11 7 8 7 7 7 0.069 0 0 0.952 1 0.955 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c1_17080-Pp3c1_17220Pp3c1_17080-Pp3c1_17220intergenic_regionPp3c1_17080-Pp3c1_17220NA NA n.12983916_12983917insTANA NA NA NA NA
Chr01 12989419 G GTA Chr01_12989419_G_GTAG_GTA INDEL 176.37 1 0 8 0 0 0 0 1 2 0 0 0 0 1 24 8 8 17 10 14 20 18 21 7 10 10 6 7 0 0 1 0 0 0 0 0 0.095 0 0 0 0 0 0 1 1 2 0 0 1 intergenic_regionMODIFIER Pp3c1_17080-Pp3c1_17220Pp3c1_17080-Pp3c1_17220intergenic_regionPp3c1_17080-Pp3c1_17220NA NA n.12989419_12989420insTANA NA NA NA NA
Chr01 12993504 A AAT Chr01_12993504_A_AATA_AAT INDEL 1742.35 26 15 12 0 0 0 1 0 0 0 0 0 0 0 26 15 12 19 14 22 19 22 12 22 14 8 5 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c1_17080-Pp3c1_17220Pp3c1_17080-Pp3c1_17220intergenic_regionPp3c1_17080-Pp3c1_17220NA NA n.12993504_12993505insATNA NA NA NA NA
Chr01 13092252 T TC Chr01_13092252_T_TCT_TC INDEL 14721.59 22 12 4 21 19 27 20 16 21 20 10 15 8 10 22 12 4 21 19 27 20 16 21 20 10 15 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17230-Pp3c1_17350Pp3c1_17230-Pp3c1_17350intergenic_regionPp3c1_17230-Pp3c1_17350NA NA n.13092252_13092253insCNA NA NA NA NA
Chr01 13109064 C CA Chr01_13109064_C_CAC_CA INDEL 11670.59 18 9 12 23 15 23 20 10 16 24 13 15 5 7 18 9 12 23 15 23 20 10 16 24 13 15 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17350Pp3c1_17350transcript PAC:32969341protein_codingNA c.-1955_-1954insANA NA NA NA 1954
Chr01 13109064 C CA Chr01_13109064_C_CAC_CA INDEL 11670.59 18 9 12 23 15 23 20 10 16 24 13 15 5 7 18 9 12 23 15 23 20 10 16 24 13 15 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17230-Pp3c1_17350Pp3c1_17230-Pp3c1_17350intergenic_regionPp3c1_17230-Pp3c1_17350NA NA n.13109064_13109065insANA NA NA NA NA
Chr01 13109100 G T Chr01_13109100_G_TG_T SNP 10588.63 9 5 7 15 13 17 11 8 13 21 6 10 5 7 9 5 7 15 13 17 11 8 13 21 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17350Pp3c1_17350transcript PAC:32969341protein_codingNA c.-1919G>T NA NA NA NA 1919
Chr01 13109100 G T Chr01_13109100_G_TG_T SNP 10588.63 9 5 7 15 13 17 11 8 13 21 6 10 5 7 9 5 7 15 13 17 11 8 13 21 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17230-Pp3c1_17350Pp3c1_17230-Pp3c1_17350intergenic_regionPp3c1_17230-Pp3c1_17350NA NA n.13109100G>TNA NA NA NA NA
Chr01 13109115 G T Chr01_13109115_G_TG_T SNP 10599.63 13 6 7 16 10 15 10 9 13 21 7 11 5 7 13 6 7 16 10 15 10 9 13 21 7 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17350Pp3c1_17350transcript PAC:32969341protein_codingNA c.-1904G>T NA NA NA NA 1904
Chr01 13109115 G T Chr01_13109115_G_TG_T SNP 10599.63 13 6 7 16 10 15 10 9 13 21 7 11 5 7 13 6 7 16 10 15 10 9 13 21 7 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17230-Pp3c1_17350Pp3c1_17230-Pp3c1_17350intergenic_regionPp3c1_17230-Pp3c1_17350NA NA n.13109115G>TNA NA NA NA NA
Chr01 13109142 G T Chr01_13109142_G_TG_T SNP 11287.63 18 6 8 13 13 14 11 14 13 17 8 10 6 7 18 6 8 13 13 14 11 14 13 17 8 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17350Pp3c1_17350transcript PAC:32969341protein_codingNA c.-1877G>T NA NA NA NA 1877
Chr01 13109142 G T Chr01_13109142_G_TG_T SNP 11287.63 18 6 8 13 13 14 11 14 13 17 8 10 6 7 18 6 8 13 13 14 11 14 13 17 8 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17230-Pp3c1_17350Pp3c1_17230-Pp3c1_17350intergenic_regionPp3c1_17230-Pp3c1_17350NA NA n.13109142G>TNA NA NA NA NA
Chr01 13109157 G T Chr01_13109157_G_TG_T SNP 11645.63 19 5 10 15 14 11 14 16 10 19 8 10 7 6 19 5 10 15 14 11 14 16 10 19 8 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17350Pp3c1_17350transcript PAC:32969341protein_codingNA c.-1862G>T NA NA NA NA 1862
Chr01 13109157 G T Chr01_13109157_G_TG_T SNP 11645.63 19 5 10 15 14 11 14 16 10 19 8 10 7 6 19 5 10 15 14 11 14 16 10 19 8 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17230-Pp3c1_17350Pp3c1_17230-Pp3c1_17350intergenic_regionPp3c1_17230-Pp3c1_17350NA NA n.13109157G>TNA NA NA NA NA
Chr01 13109191 G T Chr01_13109191_G_TG_T SNP 10696.63 21 8 11 14 15 10 14 16 11 16 10 8 7 9 21 8 11 14 15 10 14 16 11 16 10 8 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17350Pp3c1_17350transcript PAC:32969341protein_codingNA c.-1828G>T NA NA NA NA 1828
Chr01 13109191 G T Chr01_13109191_G_TG_T SNP 10696.63 21 8 11 14 15 10 14 16 11 16 10 8 7 9 21 8 11 14 15 10 14 16 11 16 10 8 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17230-Pp3c1_17350Pp3c1_17230-Pp3c1_17350intergenic_regionPp3c1_17230-Pp3c1_17350NA NA n.13109191G>TNA NA NA NA NA
Chr01 13110434 AT A Chr01_13110434_AT_AAT_A INDEL 19526.59 27 10 13 20 26 20 19 19 33 21 19 16 6 7 27 10 13 20 26 20 19 19 33 21 19 16 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17350Pp3c1_17350transcript PAC:32969341protein_codingNA c.-584delT NA NA NA NA 584
Chr01 13110434 AT A Chr01_13110434_AT_AAT_A INDEL 19526.59 27 10 13 20 26 20 19 19 33 21 19 16 6 7 27 10 13 20 26 20 19 19 33 21 19 16 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17230-Pp3c1_17350Pp3c1_17230-Pp3c1_17350intergenic_regionPp3c1_17230-Pp3c1_17350NA NA n.13110435delTNA NA NA NA NA
Chr01 13110442 T TA Chr01_13110442_T_TAT_TA INDEL 20186.59 29 10 14 19 26 21 20 19 33 23 19 17 7 7 29 10 14 19 26 21 20 19 33 23 19 17 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17350Pp3c1_17350transcript PAC:32969341protein_codingNA c.-577_-576insANA NA NA NA 576
Chr01 13110442 T TA Chr01_13110442_T_TAT_TA INDEL 20186.59 29 10 14 19 26 21 20 19 33 23 19 17 7 7 29 10 14 19 26 21 20 19 33 23 19 17 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17230-Pp3c1_17350Pp3c1_17230-Pp3c1_17350intergenic_regionPp3c1_17230-Pp3c1_17350NA NA n.13110442_13110443insANA NA NA NA NA
Chr01 13124589 G GT Chr01_13124589_G_GTG_GT INDEL 15774.59 33 7 13 29 19 19 29 16 22 23 11 17 15 16 33 7 13 29 19 19 29 16 22 23 11 17 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_17360Pp3c1_17360transcript PAC:32970457protein_coding26/28 c.2024dupT p.Lys676fs 2025/2880 2025/2880 675/959 NA
Chr01 13124589 G GT Chr01_13124589_G_GTG_GT INDEL 15774.59 33 7 13 29 19 19 29 16 22 23 11 17 15 16 33 7 13 29 19 19 29 16 22 23 11 17 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_17360Pp3c1_17360transcript PAC:32970458protein_coding26/28 c.2024dupT p.Lys676fs 3353/4550 2025/2880 675/959 NA
Chr01 13124589 G GT Chr01_13124589_G_GTG_GT INDEL 15774.59 33 7 13 29 19 19 29 16 22 23 11 17 15 16 33 7 13 29 19 19 29 16 22 23 11 17 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&stop_lostHIGH Pp3c1_17360Pp3c1_17360transcript PAC:32970459protein_coding26/28 c.2137dupT p.Ter713fs 3297/4619 2138/2139 713/712 NA
Chr01 13124589 G GT Chr01_13124589_G_GTG_GT INDEL 15774.59 33 7 13 29 19 19 29 16 22 23 11 17 15 16 33 7 13 29 19 19 29 16 22 23 11 17 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17370Pp3c1_17370transcript PAC:32966767protein_codingNA c.*2580dupANA NA NA NA 883
Chr01 13124589 G GT Chr01_13124589_G_GTG_GT INDEL 15774.59 33 7 13 29 19 19 29 16 22 23 11 17 15 16 33 7 13 29 19 19 29 16 22 23 11 17 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17360Pp3c1_17360transcript PAC:32970460protein_codingNA c.*1185_*1186insTNA NA NA NA 1149
Chr01 13124589 G GT Chr01_13124589_G_GTG_GT INDEL 15774.59 33 7 13 29 19 19 29 16 22 23 11 17 15 16 33 7 13 29 19 19 29 16 22 23 11 17 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17370Pp3c1_17370transcript PAC:32966768protein_codingNA c.*2580dupANA NA NA NA 883
Chr01 13124589 G GT Chr01_13124589_G_GTG_GT INDEL 15774.59 33 7 13 29 19 19 29 16 22 23 11 17 15 16 33 7 13 29 19 19 29 16 22 23 11 17 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17370Pp3c1_17370transcript PAC:32966769protein_codingNA c.*2580dupANA NA NA NA 1928
Chr01 13124589 G GT Chr01_13124589_G_GTG_GT INDEL 15774.59 33 7 13 29 19 19 29 16 22 23 11 17 15 16 33 7 13 29 19 19 29 16 22 23 11 17 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17370Pp3c1_17370transcript PAC:32966770protein_codingNA c.*2580dupANA NA NA NA 1928
Chr01 13124589 G GT Chr01_13124589_G_GTG_GT INDEL 15774.59 33 7 13 29 19 19 29 16 22 23 11 17 15 16 33 7 13 29 19 19 29 16 22 23 11 17 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17370Pp3c1_17370transcript PAC:32966771protein_codingNA c.*2580dupANA NA NA NA 1929
Chr01 13366443 T C Chr01_13366443_T_CT_C SNP 13458.63 22 9 11 19 19 17 24 15 16 14 11 7 11 11 22 9 11 19 19 17 24 15 16 14 11 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17760Pp3c1_17760transcript PAC:32970140protein_codingNA c.-6402A>G NA NA NA NA 4611
Chr01 13366443 T C Chr01_13366443_T_CT_C SNP 13458.63 22 9 11 19 19 17 24 15 16 14 11 7 11 11 22 9 11 19 19 17 24 15 16 14 11 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17760Pp3c1_17760transcript PAC:32970145protein_codingNA c.-7654A>G NA NA NA NA 4574
Chr01 13366443 T C Chr01_13366443_T_CT_C SNP 13458.63 22 9 11 19 19 17 24 15 16 14 11 7 11 11 22 9 11 19 19 17 24 15 16 14 11 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17760Pp3c1_17760transcript PAC:32970143protein_codingNA c.-6402A>G NA NA NA NA 4453
Chr01 13366443 T C Chr01_13366443_T_CT_C SNP 13458.63 22 9 11 19 19 17 24 15 16 14 11 7 11 11 22 9 11 19 19 17 24 15 16 14 11 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17760Pp3c1_17760transcript PAC:32970141protein_codingNA c.-6402A>G NA NA NA NA 4611
Chr01 13366443 T C Chr01_13366443_T_CT_C SNP 13458.63 22 9 11 19 19 17 24 15 16 14 11 7 11 11 22 9 11 19 19 17 24 15 16 14 11 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17760Pp3c1_17760transcript PAC:32970142protein_codingNA c.-6402A>G NA NA NA NA 4611
Chr01 13366443 T C Chr01_13366443_T_CT_C SNP 13458.63 22 9 11 19 19 17 24 15 16 14 11 7 11 11 22 9 11 19 19 17 24 15 16 14 11 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_17760Pp3c1_17760transcript PAC:32970144protein_codingNA c.-6402A>G NA NA NA NA 4611
Chr01 13366443 T C Chr01_13366443_T_CT_C SNP 13458.63 22 9 11 19 19 17 24 15 16 14 11 7 11 11 22 9 11 19 19 17 24 15 16 14 11 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17760-Pp3c1_17860Pp3c1_17760-Pp3c1_17860intergenic_regionPp3c1_17760-Pp3c1_17860NA NA n.13366443T>CNA NA NA NA NA
Chr01 13384866 C A Chr01_13384866_C_AC_A SNP 8014.63 16 4 5 4 8 12 15 17 14 14 7 8 6 4 16 4 5 4 9 12 16 19 14 14 8 8 6 5 1 1 1 1 0.889 1 0.938 0.895 1 1 0.875 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17760-Pp3c1_17860Pp3c1_17760-Pp3c1_17860intergenic_regionPp3c1_17760-Pp3c1_17860NA NA n.13384866C>ANA NA NA NA NA
Chr01 13385122 T A Chr01_13385122_T_AT_A SNP 30494.63 39 32 22 29 24 45 52 31 30 57 20 29 18 23 39 32 22 29 24 45 52 31 30 57 20 30 18 23 1 1 1 1 1 1 1 1 1 1 1 0.967 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17760-Pp3c1_17860Pp3c1_17760-Pp3c1_17860intergenic_regionPp3c1_17760-Pp3c1_17860NA NA n.13385122T>ANA NA NA NA NA
Chr01 13385123 T A Chr01_13385123_T_AT_A SNP 30809.63 40 32 22 29 24 45 52 32 30 58 20 27 18 23 40 32 22 29 24 45 52 32 30 58 20 27 18 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17760-Pp3c1_17860Pp3c1_17760-Pp3c1_17860intergenic_regionPp3c1_17760-Pp3c1_17860NA NA n.13385123T>ANA NA NA NA NA
Chr01 13385139 G C Chr01_13385139_G_CG_C SNP 31936.63 47 34 26 30 27 48 56 32 30 55 25 24 19 24 47 34 26 30 27 48 56 32 30 55 25 24 19 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17760-Pp3c1_17860Pp3c1_17760-Pp3c1_17860intergenic_regionPp3c1_17760-Pp3c1_17860NA NA n.13385139G>CNA NA NA NA NA
Chr01 13385141 G A Chr01_13385141_G_AG_A SNP 31756.63 46 35 27 30 27 47 56 32 32 55 26 23 18 26 46 35 27 30 27 47 56 32 32 55 26 23 18 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17760-Pp3c1_17860Pp3c1_17760-Pp3c1_17860intergenic_regionPp3c1_17760-Pp3c1_17860NA NA n.13385141G>ANA NA NA NA NA
Chr01 13427511 A AT Chr01_13427511_A_ATA_AT INDEL 16365.59 26 13 16 32 23 18 36 33 21 28 18 14 15 7 26 13 16 32 23 18 36 33 21 28 18 14 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17760-Pp3c1_17860Pp3c1_17760-Pp3c1_17860intergenic_regionPp3c1_17760-Pp3c1_17860NA NA n.13427511_13427512insTNA NA NA NA NA
Chr01 13447273 C T Chr01_13447273_C_TC_T SNP 3398.98 0 0 0 0 0 0 0 0 15 22 12 14 8 10 35 8 13 18 21 25 29 19 15 22 12 14 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_17860Pp3c1_17860transcript PAC:32968494protein_codingNA c.*5270C>T NA NA NA NA 4584
Chr01 13447273 C T Chr01_13447273_C_TC_T SNP 3398.98 0 0 0 0 0 0 0 0 15 22 12 14 8 10 35 8 13 18 21 25 29 19 15 22 12 14 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_17860Pp3c1_17860transcript PAC:32968495protein_codingNA c.*5270C>T NA NA NA NA 4582
Chr01 13447273 C T Chr01_13447273_C_TC_T SNP 3398.98 0 0 0 0 0 0 0 0 15 22 12 14 8 10 35 8 13 18 21 25 29 19 15 22 12 14 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_17860-Pp3c1_17870Pp3c1_17860-Pp3c1_17870intergenic_regionPp3c1_17860-Pp3c1_17870NA NA n.13447273C>TNA NA NA NA NA
Chr01 13520894 GAT G Chr01_13520894_GAT_GGAT_G INDEL 12777.59 34 10 9 27 21 23 29 21 16 14 8 12 6 8 36 10 9 27 21 23 30 21 16 14 8 12 7 8 0.944 1 1 1 1 1 0.967 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17970Pp3c1_17970transcript PAC:32967050protein_codingNA c.*2787_*2788delATNA NA NA NA 2787
Chr01 13520894 GAT G Chr01_13520894_GAT_GGAT_G INDEL 12777.59 34 10 9 27 21 23 29 21 16 14 8 12 6 8 36 10 9 27 21 23 30 21 16 14 8 12 7 8 0.944 1 1 1 1 1 0.967 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17990Pp3c1_17990transcript PAC:32967298protein_codingNA c.*2197_*2198delATNA NA NA NA 773
Chr01 13520894 GAT G Chr01_13520894_GAT_GGAT_G INDEL 12777.59 34 10 9 27 21 23 29 21 16 14 8 12 6 8 36 10 9 27 21 23 30 21 16 14 8 12 7 8 0.944 1 1 1 1 1 0.967 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17970Pp3c1_17970transcript PAC:32967051protein_codingNA c.*2787_*2788delATNA NA NA NA 2529
Chr01 13520894 GAT G Chr01_13520894_GAT_GGAT_G INDEL 12777.59 34 10 9 27 21 23 29 21 16 14 8 12 6 8 36 10 9 27 21 23 30 21 16 14 8 12 7 8 0.944 1 1 1 1 1 0.967 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17990Pp3c1_17990transcript PAC:32967299protein_codingNA c.*2197_*2198delATNA NA NA NA 1215
Chr01 13520894 GAT G Chr01_13520894_GAT_GGAT_G INDEL 12777.59 34 10 9 27 21 23 29 21 16 14 8 12 6 8 36 10 9 27 21 23 30 21 16 14 8 12 7 8 0.944 1 1 1 1 1 0.967 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17990Pp3c1_17990transcript PAC:32967300protein_codingNA c.*2197_*2198delATNA NA NA NA 1215
Chr01 13520894 GAT G Chr01_13520894_GAT_GGAT_G INDEL 12777.59 34 10 9 27 21 23 29 21 16 14 8 12 6 8 36 10 9 27 21 23 30 21 16 14 8 12 7 8 0.944 1 1 1 1 1 0.967 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_17990Pp3c1_17990transcript PAC:32967301protein_codingNA c.*2197_*2198delATNA NA NA NA 1776
Chr01 13520894 GAT G Chr01_13520894_GAT_GGAT_G INDEL 12777.59 34 10 9 27 21 23 29 21 16 14 8 12 6 8 36 10 9 27 21 23 30 21 16 14 8 12 7 8 0.944 1 1 1 1 1 0.967 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_17970-Pp3c1_17990Pp3c1_17970-Pp3c1_17990intergenic_regionPp3c1_17970-Pp3c1_17990NA NA n.13520895_13520896delATNA NA NA NA NA
Chr01 13931675 C T Chr01_13931675_C_TC_T SNP 16318.63 29 8 15 16 24 21 22 20 11 16 16 13 6 6 29 8 15 16 24 21 22 20 11 16 16 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1213C>T NA NA NA NA 977
Chr01 13931675 C T Chr01_13931675_C_TC_T SNP 16318.63 29 8 15 16 24 21 22 20 11 16 16 13 6 6 29 8 15 16 24 21 22 20 11 16 16 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*940G>A NA NA NA NA 694
Chr01 13931675 C T Chr01_13931675_C_TC_T SNP 16318.63 29 8 15 16 24 21 22 20 11 16 16 13 6 6 29 8 15 16 24 21 22 20 11 16 16 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1213C>T NA NA NA NA 976
Chr01 13931675 C T Chr01_13931675_C_TC_T SNP 16318.63 29 8 15 16 24 21 22 20 11 16 16 13 6 6 29 8 15 16 24 21 22 20 11 16 16 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*940G>A NA NA NA NA 704
Chr01 13931675 C T Chr01_13931675_C_TC_T SNP 16318.63 29 8 15 16 24 21 22 20 11 16 16 13 6 6 29 8 15 16 24 21 22 20 11 16 16 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931675C>TNA NA NA NA NA
Chr01 13931678 C G Chr01_13931678_C_GC_G SNP 16836.63 29 8 14 16 24 22 21 20 11 16 16 13 6 6 29 8 14 16 24 22 21 20 11 16 16 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1216C>G NA NA NA NA 980
Chr01 13931678 C G Chr01_13931678_C_GC_G SNP 16836.63 29 8 14 16 24 22 21 20 11 16 16 13 6 6 29 8 14 16 24 22 21 20 11 16 16 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*937G>C NA NA NA NA 691
Chr01 13931678 C G Chr01_13931678_C_GC_G SNP 16836.63 29 8 14 16 24 22 21 20 11 16 16 13 6 6 29 8 14 16 24 22 21 20 11 16 16 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1216C>G NA NA NA NA 979
Chr01 13931678 C G Chr01_13931678_C_GC_G SNP 16836.63 29 8 14 16 24 22 21 20 11 16 16 13 6 6 29 8 14 16 24 22 21 20 11 16 16 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*937G>C NA NA NA NA 701
Chr01 13931678 C G Chr01_13931678_C_GC_G SNP 16836.63 29 8 14 16 24 22 21 20 11 16 16 13 6 6 29 8 14 16 24 22 21 20 11 16 16 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931678C>GNA NA NA NA NA
Chr01 13931680 A AGAT Chr01_13931680_A_AGATA_AGAT INDEL 17471.59 29 9 14 16 24 22 22 22 11 16 18 13 7 6 29 9 14 16 24 22 22 22 11 16 18 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1218_*1219insGATNA NA NA NA 983
Chr01 13931680 A AGAT Chr01_13931680_A_AGATA_AGAT INDEL 17471.59 29 9 14 16 24 22 22 22 11 16 18 13 7 6 29 9 14 16 24 22 22 22 11 16 18 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*934_*935insATCNA NA NA NA 688
Chr01 13931680 A AGAT Chr01_13931680_A_AGATA_AGAT INDEL 17471.59 29 9 14 16 24 22 22 22 11 16 18 13 7 6 29 9 14 16 24 22 22 22 11 16 18 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1218_*1219insGATNA NA NA NA 982
Chr01 13931680 A AGAT Chr01_13931680_A_AGATA_AGAT INDEL 17471.59 29 9 14 16 24 22 22 22 11 16 18 13 7 6 29 9 14 16 24 22 22 22 11 16 18 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*934_*935insATCNA NA NA NA 698
Chr01 13931680 A AGAT Chr01_13931680_A_AGATA_AGAT INDEL 17471.59 29 9 14 16 24 22 22 22 11 16 18 13 7 6 29 9 14 16 24 22 22 22 11 16 18 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931680_13931681insGATNA NA NA NA NA
Chr01 13931682 A AC Chr01_13931682_A_ACA_AC INDEL 17651.59 29 9 17 16 23 23 22 23 13 15 19 14 7 6 29 9 17 16 23 23 22 23 13 15 19 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1220_*1221insCNA NA NA NA 985
Chr01 13931682 A AC Chr01_13931682_A_ACA_AC INDEL 17651.59 29 9 17 16 23 23 22 23 13 15 19 14 7 6 29 9 17 16 23 23 22 23 13 15 19 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*932_*933insGNA NA NA NA 686
Chr01 13931682 A AC Chr01_13931682_A_ACA_AC INDEL 17651.59 29 9 17 16 23 23 22 23 13 15 19 14 7 6 29 9 17 16 23 23 22 23 13 15 19 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1220_*1221insCNA NA NA NA 984
Chr01 13931682 A AC Chr01_13931682_A_ACA_AC INDEL 17651.59 29 9 17 16 23 23 22 23 13 15 19 14 7 6 29 9 17 16 23 23 22 23 13 15 19 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*932_*933insGNA NA NA NA 696
Chr01 13931682 A AC Chr01_13931682_A_ACA_AC INDEL 17651.59 29 9 17 16 23 23 22 23 13 15 19 14 7 6 29 9 17 16 23 23 22 23 13 15 19 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931682_13931683insCNA NA NA NA NA
Chr01 13931685 CCA C Chr01_13931685_CCA_CCCA_C INDEL 17561.59 28 9 16 14 23 23 23 25 15 15 19 14 8 6 28 9 16 14 23 23 23 25 15 15 19 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1224_*1225delCANA NA NA NA 988
Chr01 13931685 CCA C Chr01_13931685_CCA_CCCA_C INDEL 17561.59 28 9 16 14 23 23 23 25 15 15 19 14 8 6 28 9 16 14 23 23 23 25 15 15 19 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*928_*929delTGNA NA NA NA 683
Chr01 13931685 CCA C Chr01_13931685_CCA_CCCA_C INDEL 17561.59 28 9 16 14 23 23 23 25 15 15 19 14 8 6 28 9 16 14 23 23 23 25 15 15 19 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1224_*1225delCANA NA NA NA 987
Chr01 13931685 CCA C Chr01_13931685_CCA_CCCA_C INDEL 17561.59 28 9 16 14 23 23 23 25 15 15 19 14 8 6 28 9 16 14 23 23 23 25 15 15 19 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*928_*929delTGNA NA NA NA 693
Chr01 13931685 CCA C Chr01_13931685_CCA_CCCA_C INDEL 17561.59 28 9 16 14 23 23 23 25 15 15 19 14 8 6 28 9 16 14 23 23 23 25 15 15 19 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931686_13931687delCANA NA NA NA NA
Chr01 13931691 G GC Chr01_13931691_G_GCG_GC INDEL 18011.59 28 11 15 14 22 22 24 26 15 15 19 15 8 6 28 11 15 14 22 22 24 26 15 15 19 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1229_*1230insCNA NA NA NA 994
Chr01 13931691 G GC Chr01_13931691_G_GCG_GC INDEL 18011.59 28 11 15 14 22 22 24 26 15 15 19 15 8 6 28 11 15 14 22 22 24 26 15 15 19 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*923_*924insGNA NA NA NA 677
Chr01 13931691 G GC Chr01_13931691_G_GCG_GC INDEL 18011.59 28 11 15 14 22 22 24 26 15 15 19 15 8 6 28 11 15 14 22 22 24 26 15 15 19 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1229_*1230insCNA NA NA NA 993
Chr01 13931691 G GC Chr01_13931691_G_GCG_GC INDEL 18011.59 28 11 15 14 22 22 24 26 15 15 19 15 8 6 28 11 15 14 22 22 24 26 15 15 19 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*923_*924insGNA NA NA NA 687
Chr01 13931691 G GC Chr01_13931691_G_GCG_GC INDEL 18011.59 28 11 15 14 22 22 24 26 15 15 19 15 8 6 28 11 15 14 22 22 24 26 15 15 19 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931691_13931692insCNA NA NA NA NA
Chr01 13931695 C A Chr01_13931695_C_AC_A SNP 18110.63 28 12 13 13 20 22 24 26 17 16 17 14 10 6 28 12 13 13 20 22 24 26 17 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1233C>A NA NA NA NA 997
Chr01 13931695 C A Chr01_13931695_C_AC_A SNP 18110.63 28 12 13 13 20 22 24 26 17 16 17 14 10 6 28 12 13 13 20 22 24 26 17 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*920G>T NA NA NA NA 674
Chr01 13931695 C A Chr01_13931695_C_AC_A SNP 18110.63 28 12 13 13 20 22 24 26 17 16 17 14 10 6 28 12 13 13 20 22 24 26 17 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1233C>A NA NA NA NA 996
Chr01 13931695 C A Chr01_13931695_C_AC_A SNP 18110.63 28 12 13 13 20 22 24 26 17 16 17 14 10 6 28 12 13 13 20 22 24 26 17 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*920G>T NA NA NA NA 684
Chr01 13931695 C A Chr01_13931695_C_AC_A SNP 18110.63 28 12 13 13 20 22 24 26 17 16 17 14 10 6 28 12 13 13 20 22 24 26 17 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931695C>ANA NA NA NA NA
Chr01 13931696 C A Chr01_13931696_C_AC_A SNP 18020.63 28 12 12 12 20 22 25 27 16 16 17 14 10 6 28 12 12 12 20 22 25 27 16 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1234C>A NA NA NA NA 998
Chr01 13931696 C A Chr01_13931696_C_AC_A SNP 18020.63 28 12 12 12 20 22 25 27 16 16 17 14 10 6 28 12 12 12 20 22 25 27 16 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*919G>T NA NA NA NA 673
Chr01 13931696 C A Chr01_13931696_C_AC_A SNP 18020.63 28 12 12 12 20 22 25 27 16 16 17 14 10 6 28 12 12 12 20 22 25 27 16 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1234C>A NA NA NA NA 997
Chr01 13931696 C A Chr01_13931696_C_AC_A SNP 18020.63 28 12 12 12 20 22 25 27 16 16 17 14 10 6 28 12 12 12 20 22 25 27 16 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*919G>T NA NA NA NA 683
Chr01 13931696 C A Chr01_13931696_C_AC_A SNP 18020.63 28 12 12 12 20 22 25 27 16 16 17 14 10 6 28 12 12 12 20 22 25 27 16 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931696C>ANA NA NA NA NA
Chr01 13931700 TA T Chr01_13931700_TA_TTA_T INDEL 17966.59 26 11 11 13 22 21 27 28 16 16 17 14 10 6 26 11 11 13 22 21 27 28 16 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1239delA NA NA NA NA 1003
Chr01 13931700 TA T Chr01_13931700_TA_TTA_T INDEL 17966.59 26 11 11 13 22 21 27 28 16 16 17 14 10 6 26 11 11 13 22 21 27 28 16 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*914delT NA NA NA NA 668
Chr01 13931700 TA T Chr01_13931700_TA_TTA_T INDEL 17966.59 26 11 11 13 22 21 27 28 16 16 17 14 10 6 26 11 11 13 22 21 27 28 16 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1239delA NA NA NA NA 1002
Chr01 13931700 TA T Chr01_13931700_TA_TTA_T INDEL 17966.59 26 11 11 13 22 21 27 28 16 16 17 14 10 6 26 11 11 13 22 21 27 28 16 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*914delT NA NA NA NA 678
Chr01 13931700 TA T Chr01_13931700_TA_TTA_T INDEL 17966.59 26 11 11 13 22 21 27 28 16 16 17 14 10 6 26 11 11 13 22 21 27 28 16 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931701delANA NA NA NA NA
Chr01 13931702 A T Chr01_13931702_A_TA_T SNP 17660.63 27 11 11 13 22 21 29 27 17 16 17 14 10 6 27 11 11 13 22 21 29 27 17 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1240A>T NA NA NA NA 1004
Chr01 13931702 A T Chr01_13931702_A_TA_T SNP 17660.63 27 11 11 13 22 21 29 27 17 16 17 14 10 6 27 11 11 13 22 21 29 27 17 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*913T>A NA NA NA NA 667
Chr01 13931702 A T Chr01_13931702_A_TA_T SNP 17660.63 27 11 11 13 22 21 29 27 17 16 17 14 10 6 27 11 11 13 22 21 29 27 17 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1240A>T NA NA NA NA 1003
Chr01 13931702 A T Chr01_13931702_A_TA_T SNP 17660.63 27 11 11 13 22 21 29 27 17 16 17 14 10 6 27 11 11 13 22 21 29 27 17 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*913T>A NA NA NA NA 677
Chr01 13931702 A T Chr01_13931702_A_TA_T SNP 17660.63 27 11 11 13 22 21 29 27 17 16 17 14 10 6 27 11 11 13 22 21 29 27 17 16 17 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931702A>TNA NA NA NA NA
Chr01 13931708 G GATCAA Chr01_13931708_G_GATCAAG_GATCAA INDEL 19181.59 25 10 10 14 22 22 33 28 18 19 18 15 10 6 25 10 10 14 22 22 33 28 18 19 18 15 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1246_*1247insATCAANA NA NA NA 1011
Chr01 13931708 G GATCAA Chr01_13931708_G_GATCAAG_GATCAA INDEL 19181.59 25 10 10 14 22 22 33 28 18 19 18 15 10 6 25 10 10 14 22 22 33 28 18 19 18 15 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*906_*907insTTGATNA NA NA NA 660
Chr01 13931708 G GATCAA Chr01_13931708_G_GATCAAG_GATCAA INDEL 19181.59 25 10 10 14 22 22 33 28 18 19 18 15 10 6 25 10 10 14 22 22 33 28 18 19 18 15 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1246_*1247insATCAANA NA NA NA 1010
Chr01 13931708 G GATCAA Chr01_13931708_G_GATCAAG_GATCAA INDEL 19181.59 25 10 10 14 22 22 33 28 18 19 18 15 10 6 25 10 10 14 22 22 33 28 18 19 18 15 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*906_*907insTTGATNA NA NA NA 670
Chr01 13931708 G GATCAA Chr01_13931708_G_GATCAAG_GATCAA INDEL 19181.59 25 10 10 14 22 22 33 28 18 19 18 15 10 6 25 10 10 14 22 22 33 28 18 19 18 15 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931708_13931709insATCAANA NA NA NA NA
Chr01 13931709 G GGAA Chr01_13931709_G_GGAAG_GGAA INDEL 19226.59 22 11 9 15 20 22 33 28 18 19 19 14 10 7 22 11 9 15 20 22 33 28 18 19 19 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1247_*1248insGAANA NA NA NA 1012
Chr01 13931709 G GGAA Chr01_13931709_G_GGAAG_GGAA INDEL 19226.59 22 11 9 15 20 22 33 28 18 19 19 14 10 7 22 11 9 15 20 22 33 28 18 19 19 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*905_*906insTTCNA NA NA NA 659
Chr01 13931709 G GGAA Chr01_13931709_G_GGAAG_GGAA INDEL 19226.59 22 11 9 15 20 22 33 28 18 19 19 14 10 7 22 11 9 15 20 22 33 28 18 19 19 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1247_*1248insGAANA NA NA NA 1011
Chr01 13931709 G GGAA Chr01_13931709_G_GGAAG_GGAA INDEL 19226.59 22 11 9 15 20 22 33 28 18 19 19 14 10 7 22 11 9 15 20 22 33 28 18 19 19 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*905_*906insTTCNA NA NA NA 669
Chr01 13931709 G GGAA Chr01_13931709_G_GGAAG_GGAA INDEL 19226.59 22 11 9 15 20 22 33 28 18 19 19 14 10 7 22 11 9 15 20 22 33 28 18 19 19 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931709_13931710insGAANA NA NA NA NA
Chr01 13931714 AGCCTCAATTCTCTTCTA Chr01_13931714_AGCCTCAATTCTCTTCT_AAGCCTCAATTCTCTTCT_AINDEL 18641.59 24 13 9 16 20 20 32 30 15 19 19 13 12 7 24 13 9 16 20 20 32 30 15 19 19 13 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1253_*1268delGCCTCAATTCTCTTCTNA NA NA NA 1017
Chr01 13931714 AGCCTCAATTCTCTTCTA Chr01_13931714_AGCCTCAATTCTCTTCT_AAGCCTCAATTCTCTTCT_AINDEL 18641.59 24 13 9 16 20 20 32 30 15 19 19 13 12 7 24 13 9 16 20 20 32 30 15 19 19 13 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*885_*900delAGAAGAGAATTGAGGCNA NA NA NA 654
Chr01 13931714 AGCCTCAATTCTCTTCTA Chr01_13931714_AGCCTCAATTCTCTTCT_AAGCCTCAATTCTCTTCT_AINDEL 18641.59 24 13 9 16 20 20 32 30 15 19 19 13 12 7 24 13 9 16 20 20 32 30 15 19 19 13 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1253_*1268delGCCTCAATTCTCTTCTNA NA NA NA 1016
Chr01 13931714 AGCCTCAATTCTCTTCTA Chr01_13931714_AGCCTCAATTCTCTTCT_AAGCCTCAATTCTCTTCT_AINDEL 18641.59 24 13 9 16 20 20 32 30 15 19 19 13 12 7 24 13 9 16 20 20 32 30 15 19 19 13 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*885_*900delAGAAGAGAATTGAGGCNA NA NA NA 664
Chr01 13931714 AGCCTCAATTCTCTTCTA Chr01_13931714_AGCCTCAATTCTCTTCT_AAGCCTCAATTCTCTTCT_AINDEL 18641.59 24 13 9 16 20 20 32 30 15 19 19 13 12 7 24 13 9 16 20 20 32 30 15 19 19 13 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931715_13931730delGCCTCAATTCTCTTCTNA NA NA NA NA
Chr01 13931733 A AC Chr01_13931733_A_ACA_AC INDEL 19046.59 24 12 9 18 19 21 31 31 17 19 18 14 13 7 24 12 9 18 19 21 31 31 17 19 18 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1271_*1272insCNA NA NA NA 1036
Chr01 13931733 A AC Chr01_13931733_A_ACA_AC INDEL 19046.59 24 12 9 18 19 21 31 31 17 19 18 14 13 7 24 12 9 18 19 21 31 31 17 19 18 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*881_*882insGNA NA NA NA 635
Chr01 13931733 A AC Chr01_13931733_A_ACA_AC INDEL 19046.59 24 12 9 18 19 21 31 31 17 19 18 14 13 7 24 12 9 18 19 21 31 31 17 19 18 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1271_*1272insCNA NA NA NA 1035
Chr01 13931733 A AC Chr01_13931733_A_ACA_AC INDEL 19046.59 24 12 9 18 19 21 31 31 17 19 18 14 13 7 24 12 9 18 19 21 31 31 17 19 18 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*881_*882insGNA NA NA NA 645
Chr01 13931733 A AC Chr01_13931733_A_ACA_AC INDEL 19046.59 24 12 9 18 19 21 31 31 17 19 18 14 13 7 24 12 9 18 19 21 31 31 17 19 18 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931733_13931734insCNA NA NA NA NA
Chr01 13931735 AAT A Chr01_13931735_AAT_AAAT_A INDEL 19181.59 24 12 9 15 19 22 31 32 18 19 18 14 13 7 24 12 9 15 19 22 31 32 18 19 18 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1274_*1275delATNA NA NA NA 1038
Chr01 13931735 AAT A Chr01_13931735_AAT_AAAT_A INDEL 19181.59 24 12 9 15 19 22 31 32 18 19 18 14 13 7 24 12 9 15 19 22 31 32 18 19 18 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*878_*879delATNA NA NA NA 633
Chr01 13931735 AAT A Chr01_13931735_AAT_AAAT_A INDEL 19181.59 24 12 9 15 19 22 31 32 18 19 18 14 13 7 24 12 9 15 19 22 31 32 18 19 18 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1274_*1275delATNA NA NA NA 1037
Chr01 13931735 AAT A Chr01_13931735_AAT_AAAT_A INDEL 19181.59 24 12 9 15 19 22 31 32 18 19 18 14 13 7 24 12 9 15 19 22 31 32 18 19 18 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*878_*879delATNA NA NA NA 643
Chr01 13931735 AAT A Chr01_13931735_AAT_AAAT_A INDEL 19181.59 24 12 9 15 19 22 31 32 18 19 18 14 13 7 24 12 9 15 19 22 31 32 18 19 18 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931736_13931737delATNA NA NA NA NA
Chr01 13931739 G T Chr01_13931739_G_TG_T SNP 18920.63 25 11 7 15 19 22 30 32 18 19 19 14 12 7 25 11 7 15 19 22 30 32 18 19 19 14 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1277G>T NA NA NA NA 1041
Chr01 13931739 G T Chr01_13931739_G_TG_T SNP 18920.63 25 11 7 15 19 22 30 32 18 19 19 14 12 7 25 11 7 15 19 22 30 32 18 19 19 14 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*876C>A NA NA NA NA 630
Chr01 13931739 G T Chr01_13931739_G_TG_T SNP 18920.63 25 11 7 15 19 22 30 32 18 19 19 14 12 7 25 11 7 15 19 22 30 32 18 19 19 14 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1277G>T NA NA NA NA 1040
Chr01 13931739 G T Chr01_13931739_G_TG_T SNP 18920.63 25 11 7 15 19 22 30 32 18 19 19 14 12 7 25 11 7 15 19 22 30 32 18 19 19 14 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*876C>A NA NA NA NA 640
Chr01 13931739 G T Chr01_13931739_G_TG_T SNP 18920.63 25 11 7 15 19 22 30 32 18 19 19 14 12 7 25 11 7 15 19 22 30 32 18 19 19 14 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931739G>TNA NA NA NA NA
Chr01 13931742 A AAGG Chr01_13931742_A_AAGGA_AAGG INDEL 19091.59 25 11 6 15 17 22 30 33 19 19 18 15 12 7 25 11 6 15 17 22 30 33 19 19 18 15 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1280_*1281insAGGNA NA NA NA 1045
Chr01 13931742 A AAGG Chr01_13931742_A_AAGGA_AAGG INDEL 19091.59 25 11 6 15 17 22 30 33 19 19 18 15 12 7 25 11 6 15 17 22 30 33 19 19 18 15 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*872_*873insCCTNA NA NA NA 626
Chr01 13931742 A AAGG Chr01_13931742_A_AAGGA_AAGG INDEL 19091.59 25 11 6 15 17 22 30 33 19 19 18 15 12 7 25 11 6 15 17 22 30 33 19 19 18 15 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1280_*1281insAGGNA NA NA NA 1044
Chr01 13931742 A AAGG Chr01_13931742_A_AAGGA_AAGG INDEL 19091.59 25 11 6 15 17 22 30 33 19 19 18 15 12 7 25 11 6 15 17 22 30 33 19 19 18 15 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*872_*873insCCTNA NA NA NA 636
Chr01 13931742 A AAGG Chr01_13931742_A_AAGGA_AAGG INDEL 19091.59 25 11 6 15 17 22 30 33 19 19 18 15 12 7 25 11 6 15 17 22 30 33 19 19 18 15 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931742_13931743insAGGNA NA NA NA NA
Chr01 13931746 C CCAAGTCTGAChr01_13931746_C_CCAAGTCTGAC_CCAAGTCTGAINDEL 19406.59 24 11 6 15 17 23 33 30 19 21 15 13 10 6 24 11 6 15 17 23 33 30 19 21 15 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1284_*1285insCAAGTCTGANA NA NA NA 1049
Chr01 13931746 C CCAAGTCTGAChr01_13931746_C_CCAAGTCTGAC_CCAAGTCTGAINDEL 19406.59 24 11 6 15 17 23 33 30 19 21 15 13 10 6 24 11 6 15 17 23 33 30 19 21 15 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*868_*869insTCAGACTTGNA NA NA NA 622
Chr01 13931746 C CCAAGTCTGAChr01_13931746_C_CCAAGTCTGAC_CCAAGTCTGAINDEL 19406.59 24 11 6 15 17 23 33 30 19 21 15 13 10 6 24 11 6 15 17 23 33 30 19 21 15 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1284_*1285insCAAGTCTGANA NA NA NA 1048
Chr01 13931746 C CCAAGTCTGAChr01_13931746_C_CCAAGTCTGAC_CCAAGTCTGAINDEL 19406.59 24 11 6 15 17 23 33 30 19 21 15 13 10 6 24 11 6 15 17 23 33 30 19 21 15 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*868_*869insTCAGACTTGNA NA NA NA 632
Chr01 13931746 C CCAAGTCTGAChr01_13931746_C_CCAAGTCTGAC_CCAAGTCTGAINDEL 19406.59 24 11 6 15 17 23 33 30 19 21 15 13 10 6 24 11 6 15 17 23 33 30 19 21 15 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931746_13931747insCAAGTCTGANA NA NA NA NA
Chr01 13931751 TAA T Chr01_13931751_TAA_TTAA_T INDEL 18256.59 26 8 7 15 17 23 33 30 19 25 15 13 8 6 26 8 7 15 17 23 33 30 19 25 15 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1290_*1291delAANA NA NA NA 1054
Chr01 13931751 TAA T Chr01_13931751_TAA_TTAA_T INDEL 18256.59 26 8 7 15 17 23 33 30 19 25 15 13 8 6 26 8 7 15 17 23 33 30 19 25 15 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*862_*863delTTNA NA NA NA 617
Chr01 13931751 TAA T Chr01_13931751_TAA_TTAA_T INDEL 18256.59 26 8 7 15 17 23 33 30 19 25 15 13 8 6 26 8 7 15 17 23 33 30 19 25 15 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1290_*1291delAANA NA NA NA 1053
Chr01 13931751 TAA T Chr01_13931751_TAA_TTAA_T INDEL 18256.59 26 8 7 15 17 23 33 30 19 25 15 13 8 6 26 8 7 15 17 23 33 30 19 25 15 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*862_*863delTTNA NA NA NA 627
Chr01 13931751 TAA T Chr01_13931751_TAA_TTAA_T INDEL 18256.59 26 8 7 15 17 23 33 30 19 25 15 13 8 6 26 8 7 15 17 23 33 30 19 25 15 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931752_13931753delAANA NA NA NA NA
Chr01 13931753 A ATTTG Chr01_13931753_A_ATTTGA_ATTTG INDEL 18211.59 26 8 7 15 17 23 33 30 19 25 15 13 8 6 26 8 7 15 17 23 33 30 19 25 15 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970533protein_codingNA c.*1291_*1292insTTTGNA NA NA NA 1056
Chr01 13931753 A ATTTG Chr01_13931753_A_ATTTGA_ATTTG INDEL 18211.59 26 8 7 15 17 23 33 30 19 25 15 13 8 6 26 8 7 15 17 23 33 30 19 25 15 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971327protein_codingNA c.*861_*862insCAAANA NA NA NA 615
Chr01 13931753 A ATTTG Chr01_13931753_A_ATTTGA_ATTTG INDEL 18211.59 26 8 7 15 17 23 33 30 19 25 15 13 8 6 26 8 7 15 17 23 33 30 19 25 15 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18520Pp3c1_18520transcript PAC:32970534protein_codingNA c.*1291_*1292insTTTGNA NA NA NA 1055
Chr01 13931753 A ATTTG Chr01_13931753_A_ATTTGA_ATTTG INDEL 18211.59 26 8 7 15 17 23 33 30 19 25 15 13 8 6 26 8 7 15 17 23 33 30 19 25 15 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18530Pp3c1_18530transcript PAC:32971328protein_codingNA c.*861_*862insCAAANA NA NA NA 625
Chr01 13931753 A ATTTG Chr01_13931753_A_ATTTGA_ATTTG INDEL 18211.59 26 8 7 15 17 23 33 30 19 25 15 13 8 6 26 8 7 15 17 23 33 30 19 25 15 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18520-Pp3c1_18530Pp3c1_18520-Pp3c1_18530intergenic_regionPp3c1_18520-Pp3c1_18530NA NA n.13931753_13931754insTTTGNA NA NA NA NA
Chr01 14092559 G GAT Chr01_14092559_G_GATG_GAT INDEL 8725.59 0 1 0 10 11 20 12 11 1 0 0 0 0 0 18 12 9 10 12 22 12 11 10 4 10 7 8 4 0 0 0 1 0.917 0.909 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_18700-Pp3c1_18830Pp3c1_18700-Pp3c1_18830intergenic_regionPp3c1_18700-Pp3c1_18830NA NA n.14092559_14092560insATNA NA NA NA NA
Chr01 14092559 G GATAT Chr01_14092559_G_GATATG_GATAT INDEL 8725.59 18 10 9 0 1 1 0 0 9 4 10 7 8 4 18 12 9 10 12 22 12 11 10 4 10 7 8 4 1 0.833 1 0 0 0 0 0 0.9 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c1_18700-Pp3c1_18830Pp3c1_18700-Pp3c1_18830intergenic_regionPp3c1_18700-Pp3c1_18830NA NA n.14092559_14092560insATATNA NA NA NA NA
Chr01 14247357 C T Chr01_14247357_C_TC_T SNP 14834.63 23 11 16 25 8 13 18 24 24 16 15 11 6 9 23 11 16 25 8 13 18 24 24 16 15 11 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_18930Pp3c1_18930transcript PAC:32969261protein_codingNA c.*2731G>A NA NA NA NA 2731
Chr01 14247357 C T Chr01_14247357_C_TC_T SNP 14834.63 23 11 16 25 8 13 18 24 24 16 15 11 6 9 23 11 16 25 8 13 18 24 24 16 15 11 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_18920-Pp3c1_18930Pp3c1_18920-Pp3c1_18930intergenic_regionPp3c1_18920-Pp3c1_18930NA NA n.14247357C>TNA NA NA NA NA
Chr01 14324737 A C Chr01_14324737_A_CA_C SNP 18277.63 32 10 20 28 22 17 28 17 25 18 13 7 9 4 32 10 20 28 22 17 28 17 25 18 13 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19010-Pp3c1_19060Pp3c1_19010-Pp3c1_19060intergenic_regionPp3c1_19010-Pp3c1_19060NA NA n.14324737A>CNA NA NA NA NA
Chr01 14324738 TG T Chr01_14324738_TG_TTG_T INDEL 18268.59 32 10 20 28 22 17 28 17 25 18 13 7 9 4 32 10 20 28 22 17 28 17 25 18 13 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19010-Pp3c1_19060Pp3c1_19010-Pp3c1_19060intergenic_regionPp3c1_19010-Pp3c1_19060NA NA n.14324739delGNA NA NA NA NA
Chr01 14415469 C A Chr01_14415469_C_AC_A SNP 16392.63 27 12 13 9 21 28 34 24 21 20 17 16 7 8 27 12 13 9 21 28 34 24 21 20 17 16 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19130-Pp3c1_19176Pp3c1_19130-Pp3c1_19176intergenic_regionPp3c1_19130-Pp3c1_19176NA NA n.14415469C>ANA NA NA NA NA
Chr01 14528377 GATTTAGGATTAGGATTTGGTTTAGGATTTAGGATTTGATTAGGATTTTG Chr01_14528377_GATTTAGGATTAGGATTTGGTTTAGGATTTAGGATTTGATTAGGATTTT_GGATTTAGGATTAGGATTTGGTTTAGGATTTAGGATTTGATTAGGATTTT_GINDEL 9606.59 13 11 10 13 10 16 14 7 6 11 11 4 6 5 13 11 10 13 10 16 14 7 6 11 11 4 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19290-Pp3c1_19310Pp3c1_19290-Pp3c1_19310intergenic_regionPp3c1_19290-Pp3c1_19310NA NA n.14528378_14528425delATTTAGGATTAGGATTTGGTTTAGGATTTAGGATTTGATTAGGATTTTNA NA NA NA NA
Chr01 14670037 T C Chr01_14670037_T_CT_C SNP 17580.63 21 14 16 24 22 30 19 24 23 26 12 20 13 18 21 14 16 24 22 30 19 24 23 26 12 20 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19420-Pp3c1_19590Pp3c1_19420-Pp3c1_19590intergenic_regionPp3c1_19420-Pp3c1_19590NA NA n.14670037T>CNA NA NA NA NA
Chr01 14679400 T A Chr01_14679400_T_AT_A SNP 19215.63 31 14 17 24 18 36 33 28 18 25 22 10 6 20 31 14 17 24 18 36 33 28 18 25 22 10 6 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19420-Pp3c1_19590Pp3c1_19420-Pp3c1_19590intergenic_regionPp3c1_19420-Pp3c1_19590NA NA n.14679400T>ANA NA NA NA NA
Chr01 14680738 C A Chr01_14680738_C_AC_A SNP 20381.63 48 19 19 20 29 25 34 22 20 25 16 21 9 13 48 19 19 20 29 25 34 22 20 25 16 21 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19420-Pp3c1_19590Pp3c1_19420-Pp3c1_19590intergenic_regionPp3c1_19420-Pp3c1_19590NA NA n.14680738C>ANA NA NA NA NA
Chr01 14680768 C T Chr01_14680768_C_TC_T SNP 19792.63 45 19 19 23 29 23 36 18 19 27 11 19 11 12 45 19 19 23 29 23 36 18 19 27 11 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19420-Pp3c1_19590Pp3c1_19420-Pp3c1_19590intergenic_regionPp3c1_19420-Pp3c1_19590NA NA n.14680768C>TNA NA NA NA NA
Chr01 14680782 A C Chr01_14680782_A_CA_C SNP 20171.63 38 19 17 23 30 24 35 16 22 24 8 20 12 14 38 19 17 23 30 24 35 16 22 24 8 20 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19420-Pp3c1_19590Pp3c1_19420-Pp3c1_19590intergenic_regionPp3c1_19420-Pp3c1_19590NA NA n.14680782A>CNA NA NA NA NA
Chr01 14742987 T C Chr01_14742987_T_CT_C SNP 17339.63 29 12 14 27 12 22 29 19 28 24 18 22 11 12 29 12 14 27 12 22 29 19 28 24 18 22 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19420-Pp3c1_19590Pp3c1_19420-Pp3c1_19590intergenic_regionPp3c1_19420-Pp3c1_19590NA NA n.14742987T>CNA NA NA NA NA
Chr01 14812646 C T Chr01_14812646_C_TC_T SNP 20120.63 26 11 14 31 25 22 29 25 26 25 12 11 8 6 26 11 14 31 25 22 29 25 26 25 12 11 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_19590Pp3c1_19590transcript PAC:32970310protein_coding juin-14 c.930C>T p.Asp310Asp2433/9081 930/5685 310/1894 NA
Chr01 14812646 C T Chr01_14812646_C_TC_T SNP 20120.63 26 11 14 31 25 22 29 25 26 25 12 11 8 6 26 11 14 31 25 22 29 25 26 25 12 11 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_19590Pp3c1_19590transcript PAC:32970316protein_coding juil-15 c.930C>T p.Asp310Asp2204/8262 930/5685 310/1894 NA
Chr01 14812646 C T Chr01_14812646_C_TC_T SNP 20120.63 26 11 14 31 25 22 29 25 26 25 12 11 8 6 26 11 14 31 25 22 29 25 26 25 12 11 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_19590Pp3c1_19590transcript PAC:32970318protein_coding juin-14 c.930C>T p.Asp310Asp2582/8712 930/5685 310/1894 NA
Chr01 14812646 C T Chr01_14812646_C_TC_T SNP 20120.63 26 11 14 31 25 22 29 25 26 25 12 11 8 6 26 11 14 31 25 22 29 25 26 25 12 11 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_19590Pp3c1_19590transcript PAC:32970317protein_coding août-16 c.930C>T p.Asp310Asp2279/8478 930/5685 310/1894 NA
Chr01 14812646 C T Chr01_14812646_C_TC_T SNP 20120.63 26 11 14 31 25 22 29 25 26 25 12 11 8 6 26 11 14 31 25 22 29 25 26 25 12 11 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_19590Pp3c1_19590transcript PAC:32970311protein_coding août-16 c.930C>T p.Asp310Asp1311/7369 930/5685 310/1894 NA
Chr01 14812646 C T Chr01_14812646_C_TC_T SNP 20120.63 26 11 14 31 25 22 29 25 26 25 12 11 8 6 26 11 14 31 25 22 29 25 26 25 12 11 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_19590Pp3c1_19590transcript PAC:32970312protein_coding juil-15 c.930C>T p.Asp310Asp1485/7543 930/5685 310/1894 NA
Chr01 14812646 C T Chr01_14812646_C_TC_T SNP 20120.63 26 11 14 31 25 22 29 25 26 25 12 11 8 6 26 11 14 31 25 22 29 25 26 25 12 11 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_19590Pp3c1_19590transcript PAC:32970314protein_coding juil-15 c.930C>T p.Asp310Asp1515/7573 930/5685 310/1894 NA
Chr01 14812646 C T Chr01_14812646_C_TC_T SNP 20120.63 26 11 14 31 25 22 29 25 26 25 12 11 8 6 26 11 14 31 25 22 29 25 26 25 12 11 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_19590Pp3c1_19590transcript PAC:32970313protein_coding août-16 c.930C>T p.Asp310Asp1348/7546 930/5685 310/1894 NA
Chr01 14812646 C T Chr01_14812646_C_TC_T SNP 20120.63 26 11 14 31 25 22 29 25 26 25 12 11 8 6 26 11 14 31 25 22 29 25 26 25 12 11 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c1_19590Pp3c1_19590transcript PAC:32970315protein_coding juil-15 c.930C>T p.Asp310Asp1522/7720 930/5685 310/1894 NA
Chr01 14812647 T A Chr01_14812647_T_AT_A SNP 20120.63 26 11 14 32 24 22 29 24 25 25 11 12 8 6 26 11 14 32 24 22 29 24 25 25 11 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_19590Pp3c1_19590transcript PAC:32970310protein_coding juin-14 c.931T>A p.Leu311Ile 2434/9081 931/5685 311/1894 NA
Chr01 14812647 T A Chr01_14812647_T_AT_A SNP 20120.63 26 11 14 32 24 22 29 24 25 25 11 12 8 6 26 11 14 32 24 22 29 24 25 25 11 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_19590Pp3c1_19590transcript PAC:32970316protein_coding juil-15 c.931T>A p.Leu311Ile 2205/8262 931/5685 311/1894 NA
Chr01 14812647 T A Chr01_14812647_T_AT_A SNP 20120.63 26 11 14 32 24 22 29 24 25 25 11 12 8 6 26 11 14 32 24 22 29 24 25 25 11 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_19590Pp3c1_19590transcript PAC:32970318protein_coding juin-14 c.931T>A p.Leu311Ile 2583/8712 931/5685 311/1894 NA
Chr01 14812647 T A Chr01_14812647_T_AT_A SNP 20120.63 26 11 14 32 24 22 29 24 25 25 11 12 8 6 26 11 14 32 24 22 29 24 25 25 11 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_19590Pp3c1_19590transcript PAC:32970317protein_coding août-16 c.931T>A p.Leu311Ile 2280/8478 931/5685 311/1894 NA
Chr01 14812647 T A Chr01_14812647_T_AT_A SNP 20120.63 26 11 14 32 24 22 29 24 25 25 11 12 8 6 26 11 14 32 24 22 29 24 25 25 11 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_19590Pp3c1_19590transcript PAC:32970311protein_coding août-16 c.931T>A p.Leu311Ile 1312/7369 931/5685 311/1894 NA
Chr01 14812647 T A Chr01_14812647_T_AT_A SNP 20120.63 26 11 14 32 24 22 29 24 25 25 11 12 8 6 26 11 14 32 24 22 29 24 25 25 11 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_19590Pp3c1_19590transcript PAC:32970312protein_coding juil-15 c.931T>A p.Leu311Ile 1486/7543 931/5685 311/1894 NA
Chr01 14812647 T A Chr01_14812647_T_AT_A SNP 20120.63 26 11 14 32 24 22 29 24 25 25 11 12 8 6 26 11 14 32 24 22 29 24 25 25 11 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_19590Pp3c1_19590transcript PAC:32970314protein_coding juil-15 c.931T>A p.Leu311Ile 1516/7573 931/5685 311/1894 NA
Chr01 14812647 T A Chr01_14812647_T_AT_A SNP 20120.63 26 11 14 32 24 22 29 24 25 25 11 12 8 6 26 11 14 32 24 22 29 24 25 25 11 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_19590Pp3c1_19590transcript PAC:32970313protein_coding août-16 c.931T>A p.Leu311Ile 1349/7546 931/5685 311/1894 NA
Chr01 14812647 T A Chr01_14812647_T_AT_A SNP 20120.63 26 11 14 32 24 22 29 24 25 25 11 12 8 6 26 11 14 32 24 22 29 24 25 25 11 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_19590Pp3c1_19590transcript PAC:32970315protein_coding juil-15 c.931T>A p.Leu311Ile 1523/7720 931/5685 311/1894 NA



Chr01 14833076 A G Chr01_14833076_A_GA_G SNP 18705.63 30 22 14 40 18 17 34 20 29 25 12 18 13 21 30 22 14 40 18 17 34 20 29 25 12 18 13 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_19620Pp3c1_19620transcript PAC:32967035protein_codingNA c.-4771T>C NA NA NA NA 4771
Chr01 14833076 A G Chr01_14833076_A_GA_G SNP 18705.63 30 22 14 40 18 17 34 20 29 25 12 18 13 21 30 22 14 40 18 17 34 20 29 25 12 18 13 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_19630Pp3c1_19630transcript PAC:32967516protein_codingNA c.-3939T>C NA NA NA NA 3939
Chr01 14833076 A G Chr01_14833076_A_GA_G SNP 18705.63 30 22 14 40 18 17 34 20 29 25 12 18 13 21 30 22 14 40 18 17 34 20 29 25 12 18 13 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19630-Pp3c1_19660Pp3c1_19630-Pp3c1_19660intergenic_regionPp3c1_19630-Pp3c1_19660NA NA n.14833076A>GNA NA NA NA NA
Chr01 15044949 A AAG Chr01_15044949_A_AAGA_AAG INDEL 10377.59 11 13 13 8 11 7 15 12 15 14 6 12 6 6 11 13 13 8 11 7 15 12 15 14 6 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_19950Pp3c1_19950transcript PAC:32967305protein_codingNA c.*5135_*5136insAGNA NA NA NA 4782
Chr01 15044949 A AAG Chr01_15044949_A_AAGA_AAG INDEL 10377.59 11 13 13 8 11 7 15 12 15 14 6 12 6 6 11 13 13 8 11 7 15 12 15 14 6 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_19950Pp3c1_19950transcript PAC:32967306protein_codingNA c.*5135_*5136insAGNA NA NA NA 4783
Chr01 15044949 A AAG Chr01_15044949_A_AAGA_AAG INDEL 10377.59 11 13 13 8 11 7 15 12 15 14 6 12 6 6 11 13 13 8 11 7 15 12 15 14 6 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19950-Pp3c1_19980Pp3c1_19950-Pp3c1_19980intergenic_regionPp3c1_19950-Pp3c1_19980NA NA n.15044949_15044950insAGNA NA NA NA NA
Chr01 15044954 TCC T Chr01_15044954_TCC_TTCC_T INDEL 10649.59 13 13 13 9 12 8 15 11 13 17 6 11 5 5 13 13 13 9 12 8 15 11 13 17 6 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_19950Pp3c1_19950transcript PAC:32967305protein_codingNA c.*5141_*5142delCCNA NA NA NA 4787
Chr01 15044954 TCC T Chr01_15044954_TCC_TTCC_T INDEL 10649.59 13 13 13 9 12 8 15 11 13 17 6 11 5 5 13 13 13 9 12 8 15 11 13 17 6 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_19950Pp3c1_19950transcript PAC:32967306protein_codingNA c.*5141_*5142delCCNA NA NA NA 4788
Chr01 15044954 TCC T Chr01_15044954_TCC_TTCC_T INDEL 10649.59 13 13 13 9 12 8 15 11 13 17 6 11 5 5 13 13 13 9 12 8 15 11 13 17 6 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19950-Pp3c1_19980Pp3c1_19950-Pp3c1_19980intergenic_regionPp3c1_19950-Pp3c1_19980NA NA n.15044955_15044956delCCNA NA NA NA NA
Chr01 15044957 A G Chr01_15044957_A_GA_G SNP 10209.63 13 13 13 9 12 8 15 12 13 18 6 11 6 5 13 13 13 9 12 8 15 12 13 18 6 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_19950Pp3c1_19950transcript PAC:32967305protein_codingNA c.*5143A>G NA NA NA NA 4789
Chr01 15044957 A G Chr01_15044957_A_GA_G SNP 10209.63 13 13 13 9 12 8 15 12 13 18 6 11 6 5 13 13 13 9 12 8 15 12 13 18 6 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_19950Pp3c1_19950transcript PAC:32967306protein_codingNA c.*5143A>G NA NA NA NA 4790
Chr01 15044957 A G Chr01_15044957_A_GA_G SNP 10209.63 13 13 13 9 12 8 15 12 13 18 6 11 6 5 13 13 13 9 12 8 15 12 13 18 6 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19950-Pp3c1_19980Pp3c1_19950-Pp3c1_19980intergenic_regionPp3c1_19950-Pp3c1_19980NA NA n.15044957A>GNA NA NA NA NA
Chr01 15044959 C CT Chr01_15044959_C_CTC_CT INDEL 10759.59 13 12 13 9 12 8 15 13 12 18 6 11 6 5 13 12 13 9 12 8 15 13 12 18 6 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_19950Pp3c1_19950transcript PAC:32967305protein_codingNA c.*5145_*5146insTNA NA NA NA 4792
Chr01 15044959 C CT Chr01_15044959_C_CTC_CT INDEL 10759.59 13 12 13 9 12 8 15 13 12 18 6 11 6 5 13 12 13 9 12 8 15 13 12 18 6 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_19950Pp3c1_19950transcript PAC:32967306protein_codingNA c.*5145_*5146insTNA NA NA NA 4793
Chr01 15044959 C CT Chr01_15044959_C_CTC_CT INDEL 10759.59 13 12 13 9 12 8 15 13 12 18 6 11 6 5 13 12 13 9 12 8 15 13 12 18 6 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19950-Pp3c1_19980Pp3c1_19950-Pp3c1_19980intergenic_regionPp3c1_19950-Pp3c1_19980NA NA n.15044959_15044960insTNA NA NA NA NA
Chr01 15044960 A ATTATG Chr01_15044960_A_ATTATGA_ATTATG INDEL 10714.59 13 12 13 9 12 8 14 13 13 17 6 11 5 5 13 12 13 9 12 8 14 13 13 17 6 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_19950Pp3c1_19950transcript PAC:32967305protein_codingNA c.*5146_*5147insTTATGNA NA NA NA 4793
Chr01 15044960 A ATTATG Chr01_15044960_A_ATTATGA_ATTATG INDEL 10714.59 13 12 13 9 12 8 14 13 13 17 6 11 5 5 13 12 13 9 12 8 14 13 13 17 6 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_19950Pp3c1_19950transcript PAC:32967306protein_codingNA c.*5146_*5147insTTATGNA NA NA NA 4794
Chr01 15044960 A ATTATG Chr01_15044960_A_ATTATGA_ATTATG INDEL 10714.59 13 12 13 9 12 8 14 13 13 17 6 11 5 5 13 12 13 9 12 8 14 13 13 17 6 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_19950-Pp3c1_19980Pp3c1_19950-Pp3c1_19980intergenic_regionPp3c1_19950-Pp3c1_19980NA NA n.15044960_15044961insTTATGNA NA NA NA NA
Chr01 15141374 T TCTTAATAAAATCTTAGATCAAATTTTAATTAAATCCTAATTAAATCChr01_15141374_T_TCTTAATAAAATCTTAGATCAAATTTTAATTAAATCCTAATTAAATCT_TCTTAATAAAATCTTAGATCAAATTTTAATTAAATCCTAATTAAATCINDEL 19826.59 18 6 13 21 14 17 19 12 18 18 8 8 7 5 18 6 13 21 14 17 19 12 18 18 8 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_20010-Pp3c1_20030Pp3c1_20010-Pp3c1_20030intergenic_regionPp3c1_20010-Pp3c1_20030NA NA n.15141374_15141375insCTTAATAAAATCTTAGATCAAATTTTAATTAAATCCTAATTAAATCNA NA NA NA NA
Chr01 15193225 C CAT Chr01_15193225_C_CATC_CAT INDEL 7755.24 22 16 6 0 0 0 1 0 12 14 13 6 8 6 22 16 6 24 10 28 31 21 12 14 14 6 8 6 1 1 1 0 0 0 0 0 1 1 0.929 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_20050Pp3c1_20050transcript PAC:32968660protein_codingNA c.-2250_-2249insATNA NA NA NA 984
Chr01 15193225 C CAT Chr01_15193225_C_CATC_CAT INDEL 7755.24 22 16 6 0 0 0 1 0 12 14 13 6 8 6 22 16 6 24 10 28 31 21 12 14 14 6 8 6 1 1 1 0 0 0 0 0 1 1 0.929 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_20081Pp3c1_20081transcript PAC:32969349protein_codingNA c.-1341_-1340insATNA NA NA NA 1340
Chr01 15193225 C CAT Chr01_15193225_C_CATC_CAT INDEL 7755.24 22 16 6 0 0 0 1 0 12 14 13 6 8 6 22 16 6 24 10 28 31 21 12 14 14 6 8 6 1 1 1 0 0 0 0 0 1 1 0.929 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_20090Pp3c1_20090transcript PAC:32971676protein_codingNA c.-2702_-2701insATNA NA NA NA 1684
Chr01 15193225 C CAT Chr01_15193225_C_CATC_CAT INDEL 7755.24 22 16 6 0 0 0 1 0 12 14 13 6 8 6 22 16 6 24 10 28 31 21 12 14 14 6 8 6 1 1 1 0 0 0 0 0 1 1 0.929 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_20050Pp3c1_20050transcript PAC:32968662protein_codingNA c.-2250_-2249insATNA NA NA NA 977
Chr01 15193225 C CAT Chr01_15193225_C_CATC_CAT INDEL 7755.24 22 16 6 0 0 0 1 0 12 14 13 6 8 6 22 16 6 24 10 28 31 21 12 14 14 6 8 6 1 1 1 0 0 0 0 0 1 1 0.929 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_20050Pp3c1_20050transcript PAC:32968661protein_codingNA c.-2250_-2249insATNA NA NA NA 977
Chr01 15193225 C CAT Chr01_15193225_C_CATC_CAT INDEL 7755.24 22 16 6 0 0 0 1 0 12 14 13 6 8 6 22 16 6 24 10 28 31 21 12 14 14 6 8 6 1 1 1 0 0 0 0 0 1 1 0.929 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_20090Pp3c1_20090transcript PAC:32971677protein_codingNA c.-2702_-2701insATNA NA NA NA 1684
Chr01 15193225 C CAT Chr01_15193225_C_CATC_CAT INDEL 7755.24 22 16 6 0 0 0 1 0 12 14 13 6 8 6 22 16 6 24 10 28 31 21 12 14 14 6 8 6 1 1 1 0 0 0 0 0 1 1 0.929 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_20090Pp3c1_20090transcript PAC:32971678protein_codingNA c.-2702_-2701insATNA NA NA NA 1684
Chr01 15193225 C CAT Chr01_15193225_C_CATC_CAT INDEL 7755.24 22 16 6 0 0 0 1 0 12 14 13 6 8 6 22 16 6 24 10 28 31 21 12 14 14 6 8 6 1 1 1 0 0 0 0 0 1 1 0.929 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_20090Pp3c1_20090transcript PAC:32971679protein_codingNA c.-2702_-2701insATNA NA NA NA 1684
Chr01 15193225 C CAT Chr01_15193225_C_CATC_CAT INDEL 7755.24 22 16 6 0 0 0 1 0 12 14 13 6 8 6 22 16 6 24 10 28 31 21 12 14 14 6 8 6 1 1 1 0 0 0 0 0 1 1 0.929 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_20090Pp3c1_20090transcript PAC:32971680protein_codingNA c.-2702_-2701insATNA NA NA NA 1699
Chr01 15193225 C CAT Chr01_15193225_C_CATC_CAT INDEL 7755.24 22 16 6 0 0 0 1 0 12 14 13 6 8 6 22 16 6 24 10 28 31 21 12 14 14 6 8 6 1 1 1 0 0 0 0 0 1 1 0.929 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_20100Pp3c1_20100transcript PAC:32967723protein_codingNA c.*5307_*5308insATNA NA NA NA 4966
Chr01 15193225 C CAT Chr01_15193225_C_CATC_CAT INDEL 7755.24 22 16 6 0 0 0 1 0 12 14 13 6 8 6 22 16 6 24 10 28 31 21 12 14 14 6 8 6 1 1 1 0 0 0 0 0 1 1 0.929 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c1_20050-Pp3c1_20081Pp3c1_20050-Pp3c1_20081intergenic_regionPp3c1_20050-Pp3c1_20081NA NA n.15193225_15193226insATNA NA NA NA NA
Chr01 15527811 C A Chr01_15527811_C_AC_A SNP 9955.63 18 16 11 12 8 12 8 15 22 15 17 7 7 9 18 16 11 12 8 12 8 15 22 15 17 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_20430Pp3c1_20430transcript PAC:32966836protein_codingNA c.*2058C>A NA NA NA NA 1957
Chr01 15527811 C A Chr01_15527811_C_AC_A SNP 9955.63 18 16 11 12 8 12 8 15 22 15 17 7 7 9 18 16 11 12 8 12 8 15 22 15 17 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_20430Pp3c1_20430transcript PAC:32966839protein_codingNA c.*2058C>A NA NA NA NA 1495
Chr01 15527811 C A Chr01_15527811_C_AC_A SNP 9955.63 18 16 11 12 8 12 8 15 22 15 17 7 7 9 18 16 11 12 8 12 8 15 22 15 17 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_20430Pp3c1_20430transcript PAC:32966837protein_codingNA c.*2245C>A NA NA NA NA 2155
Chr01 15527811 C A Chr01_15527811_C_AC_A SNP 9955.63 18 16 11 12 8 12 8 15 22 15 17 7 7 9 18 16 11 12 8 12 8 15 22 15 17 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_20430Pp3c1_20430transcript PAC:32966841protein_codingNA c.*2245C>A NA NA NA NA 2155
Chr01 15527811 C A Chr01_15527811_C_AC_A SNP 9955.63 18 16 11 12 8 12 8 15 22 15 17 7 7 9 18 16 11 12 8 12 8 15 22 15 17 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_20430Pp3c1_20430transcript PAC:32966838protein_codingNA c.*2058C>A NA NA NA NA 1495
Chr01 15527811 C A Chr01_15527811_C_AC_A SNP 9955.63 18 16 11 12 8 12 8 15 22 15 17 7 7 9 18 16 11 12 8 12 8 15 22 15 17 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_20430Pp3c1_20430transcript PAC:32966840protein_codingNA c.*2058C>A NA NA NA NA 1495
Chr01 15527811 C A Chr01_15527811_C_AC_A SNP 9955.63 18 16 11 12 8 12 8 15 22 15 17 7 7 9 18 16 11 12 8 12 8 15 22 15 17 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_20430Pp3c1_20430transcript PAC:32966842protein_codingNA c.*2058C>A NA NA NA NA 1495
Chr01 15527811 C A Chr01_15527811_C_AC_A SNP 9955.63 18 16 11 12 8 12 8 15 22 15 17 7 7 9 18 16 11 12 8 12 8 15 22 15 17 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_20430Pp3c1_20430transcript PAC:32966843protein_codingNA c.*2058C>A NA NA NA NA 1495
Chr01 15527811 C A Chr01_15527811_C_AC_A SNP 9955.63 18 16 11 12 8 12 8 15 22 15 17 7 7 9 18 16 11 12 8 12 8 15 22 15 17 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_20430Pp3c1_20430transcript PAC:32966844protein_codingNA c.*2058C>A NA NA NA NA 1495
Chr01 15527811 C A Chr01_15527811_C_AC_A SNP 9955.63 18 16 11 12 8 12 8 15 22 15 17 7 7 9 18 16 11 12 8 12 8 15 22 15 17 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_20430-Pp3c1_20440Pp3c1_20430-Pp3c1_20440intergenic_regionPp3c1_20430-Pp3c1_20440NA NA n.15527811C>ANA NA NA NA NA
Chr01 15570734 C CT Chr01_15570734_C_CTC_CT INDEL 17297.59 22 17 9 32 19 24 30 19 20 32 16 16 6 9 22 17 9 32 19 24 30 19 20 32 16 16 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_20440-Pp3c1_20580Pp3c1_20440-Pp3c1_20580intergenic_regionPp3c1_20440-Pp3c1_20580NA NA n.15570734_15570735insTNA NA NA NA NA
Chr01 15591812 G A Chr01_15591812_G_AG_A SNP 5311.29 0 0 0 16 18 18 30 26 0 0 0 0 0 0 18 10 14 16 19 18 30 26 17 33 20 18 13 11 0 0 0 1 0.947 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_20440-Pp3c1_20580Pp3c1_20440-Pp3c1_20580intergenic_regionPp3c1_20440-Pp3c1_20580NA NA n.15591812G>ANA NA NA NA NA
Chr01 15606993 T A Chr01_15606993_T_AT_A SNP 11210.63 19 12 15 21 12 12 22 14 13 15 15 8 10 7 20 12 15 22 13 12 23 14 15 15 15 9 10 7 0.95 1 1 0.955 0.923 1 0.957 1 0.867 1 1 0.889 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_20440-Pp3c1_20580Pp3c1_20440-Pp3c1_20580intergenic_regionPp3c1_20440-Pp3c1_20580NA NA n.15606993T>ANA NA NA NA NA
Chr01 15766111 C T Chr01_15766111_C_TC_T SNP 18598.63 24 16 18 25 27 21 26 24 21 16 15 15 14 9 24 16 18 25 27 21 26 24 21 16 15 15 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_20770Pp3c1_20770transcript PAC:32969675protein_codingNA c.-3814C>T NA NA NA NA 3365
Chr01 15766111 C T Chr01_15766111_C_TC_T SNP 18598.63 24 16 18 25 27 21 26 24 21 16 15 15 14 9 24 16 18 25 27 21 26 24 21 16 15 15 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_20770Pp3c1_20770transcript PAC:32969677protein_codingNA c.-3814C>T NA NA NA NA 3332
Chr01 15766111 C T Chr01_15766111_C_TC_T SNP 18598.63 24 16 18 25 27 21 26 24 21 16 15 15 14 9 24 16 18 25 27 21 26 24 21 16 15 15 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_20770Pp3c1_20770transcript PAC:32969676protein_codingNA c.-3814C>T NA NA NA NA 3362
Chr01 15766111 C T Chr01_15766111_C_TC_T SNP 18598.63 24 16 18 25 27 21 26 24 21 16 15 15 14 9 24 16 18 25 27 21 26 24 21 16 15 15 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_20760-Pp3c1_20770Pp3c1_20760-Pp3c1_20770intergenic_regionPp3c1_20760-Pp3c1_20770NA NA n.15766111C>TNA NA NA NA NA
Chr01 15805448 T A Chr01_15805448_T_AT_A SNP 16257.63 19 17 11 20 13 20 17 22 18 16 7 12 5 9 19 17 11 20 13 20 17 22 18 16 7 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_20830-Pp3c1_20859Pp3c1_20830-Pp3c1_20859intergenic_regionPp3c1_20830-Pp3c1_20859NA NA n.15805448T>ANA NA NA NA NA
Chr01 15805449 C T Chr01_15805449_C_TC_T SNP 16257.63 19 17 11 20 13 20 17 22 18 16 7 12 5 9 19 17 11 20 13 20 17 22 18 16 7 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_20830-Pp3c1_20859Pp3c1_20830-Pp3c1_20859intergenic_regionPp3c1_20830-Pp3c1_20859NA NA n.15805449C>TNA NA NA NA NA
Chr01 15864963 A AAT Chr01_15864963_A_AATA_AAT INDEL 4931.24 17 8 10 0 0 1 1 0 8 15 5 10 4 4 17 8 10 13 13 19 19 14 8 15 5 10 4 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_20960Pp3c1_20960transcript PAC:32967115protein_codingNA c.*3277_*3278insATNA NA NA NA 2408
Chr01 15864963 A AAT Chr01_15864963_A_AATA_AAT INDEL 4931.24 17 8 10 0 0 1 1 0 8 15 5 10 4 4 17 8 10 13 13 19 19 14 8 15 5 10 4 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_20980Pp3c1_20980transcript PAC:32971914protein_codingNA c.*2117_*2118insATNA NA NA NA 1841
Chr01 15864963 A AAT Chr01_15864963_A_AATA_AAT INDEL 4931.24 17 8 10 0 0 1 1 0 8 15 5 10 4 4 17 8 10 13 13 19 19 14 8 15 5 10 4 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_20960Pp3c1_20960transcript PAC:32967116protein_codingNA c.*3277_*3278insATNA NA NA NA 2358
Chr01 15864963 A AAT Chr01_15864963_A_AATA_AAT INDEL 4931.24 17 8 10 0 0 1 1 0 8 15 5 10 4 4 17 8 10 13 13 19 19 14 8 15 5 10 4 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_20980Pp3c1_20980transcript PAC:32971915protein_codingNA c.*2117_*2118insATNA NA NA NA 1842
Chr01 15864963 A AAT Chr01_15864963_A_AATA_AAT INDEL 4931.24 17 8 10 0 0 1 1 0 8 15 5 10 4 4 17 8 10 13 13 19 19 14 8 15 5 10 4 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_20980Pp3c1_20980transcript PAC:32971916protein_codingNA c.*2117_*2118insATNA NA NA NA 1971
Chr01 15864963 A AAT Chr01_15864963_A_AATA_AAT INDEL 4931.24 17 8 10 0 0 1 1 0 8 15 5 10 4 4 17 8 10 13 13 19 19 14 8 15 5 10 4 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_20980Pp3c1_20980transcript PAC:32971917protein_codingNA c.*2117_*2118insATNA NA NA NA 2005
Chr01 15864963 A AAT Chr01_15864963_A_AATA_AAT INDEL 4931.24 17 8 10 0 0 1 1 0 8 15 5 10 4 4 17 8 10 13 13 19 19 14 8 15 5 10 4 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c1_20960-Pp3c1_20980Pp3c1_20960-Pp3c1_20980intergenic_regionPp3c1_20960-Pp3c1_20980NA NA n.15864963_15864964insATNA NA NA NA NA
Chr01 16008899 C A Chr01_16008899_C_AC_A SNP 13434.63 27 8 11 15 12 18 25 17 21 11 8 15 7 9 27 8 11 15 12 18 25 17 21 11 8 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c1_21160Pp3c1_21160transcript PAC:32968429protein_coding 01-mars c.-189G>T NA NA NA NA NA
Chr01 16008899 C A Chr01_16008899_C_AC_A SNP 13434.63 27 8 11 15 12 18 25 17 21 11 8 15 7 9 27 8 11 15 12 18 25 17 21 11 8 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c1_21160Pp3c1_21160transcript PAC:32968430protein_coding 01-mars c.-189G>T NA NA NA NA NA
Chr01 16008899 C A Chr01_16008899_C_AC_A SNP 13434.63 27 8 11 15 12 18 25 17 21 11 8 15 7 9 27 8 11 15 12 18 25 17 21 11 8 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_21160Pp3c1_21160transcript PAC:32968429protein_coding 01-mars c.-189G>T NA NA NA NA 189
Chr01 16008899 C A Chr01_16008899_C_AC_A SNP 13434.63 27 8 11 15 12 18 25 17 21 11 8 15 7 9 27 8 11 15 12 18 25 17 21 11 8 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_21160Pp3c1_21160transcript PAC:32968430protein_coding 01-mars c.-189G>T NA NA NA NA 189
Chr01 16008899 C A Chr01_16008899_C_AC_A SNP 13434.63 27 8 11 15 12 18 25 17 21 11 8 15 7 9 27 8 11 15 12 18 25 17 21 11 8 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21150Pp3c1_21150transcript PAC:32968822protein_codingNA c.*3656C>A NA NA NA NA 3656
Chr01 16008899 C A Chr01_16008899_C_AC_A SNP 13434.63 27 8 11 15 12 18 25 17 21 11 8 15 7 9 27 8 11 15 12 18 25 17 21 11 8 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21200Pp3c1_21200transcript PAC:32971707protein_codingNA c.*3644G>T NA NA NA NA 2848
Chr01 16008899 C A Chr01_16008899_C_AC_A SNP 13434.63 27 8 11 15 12 18 25 17 21 11 8 15 7 9 27 8 11 15 12 18 25 17 21 11 8 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21200Pp3c1_21200transcript PAC:32971708protein_codingNA c.*3644G>T NA NA NA NA 2346
Chr01 16008899 C A Chr01_16008899_C_AC_A SNP 13434.63 27 8 11 15 12 18 25 17 21 11 8 15 7 9 27 8 11 15 12 18 25 17 21 11 8 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21200Pp3c1_21200transcript PAC:32971709protein_codingNA c.*4498G>T NA NA NA NA 2346
Chr01 16008918 G C Chr01_16008918_G_CG_C SNP 14223.63 24 9 11 22 18 18 26 17 23 12 10 16 5 9 24 9 11 22 18 18 26 17 23 12 10 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c1_21160Pp3c1_21160transcript PAC:32968429protein_coding 01-mars c.-208C>G NA NA NA NA NA
Chr01 16008918 G C Chr01_16008918_G_CG_C SNP 14223.63 24 9 11 22 18 18 26 17 23 12 10 16 5 9 24 9 11 22 18 18 26 17 23 12 10 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c1_21160Pp3c1_21160transcript PAC:32968430protein_coding 01-mars c.-208C>G NA NA NA NA NA
Chr01 16008918 G C Chr01_16008918_G_CG_C SNP 14223.63 24 9 11 22 18 18 26 17 23 12 10 16 5 9 24 9 11 22 18 18 26 17 23 12 10 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_21160Pp3c1_21160transcript PAC:32968429protein_coding 01-mars c.-208C>G NA NA NA NA 208
Chr01 16008918 G C Chr01_16008918_G_CG_C SNP 14223.63 24 9 11 22 18 18 26 17 23 12 10 16 5 9 24 9 11 22 18 18 26 17 23 12 10 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_21160Pp3c1_21160transcript PAC:32968430protein_coding 01-mars c.-208C>G NA NA NA NA 208
Chr01 16008918 G C Chr01_16008918_G_CG_C SNP 14223.63 24 9 11 22 18 18 26 17 23 12 10 16 5 9 24 9 11 22 18 18 26 17 23 12 10 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21150Pp3c1_21150transcript PAC:32968822protein_codingNA c.*3675G>C NA NA NA NA 3675
Chr01 16008918 G C Chr01_16008918_G_CG_C SNP 14223.63 24 9 11 22 18 18 26 17 23 12 10 16 5 9 24 9 11 22 18 18 26 17 23 12 10 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21200Pp3c1_21200transcript PAC:32971707protein_codingNA c.*3625C>G NA NA NA NA 2829
Chr01 16008918 G C Chr01_16008918_G_CG_C SNP 14223.63 24 9 11 22 18 18 26 17 23 12 10 16 5 9 24 9 11 22 18 18 26 17 23 12 10 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21200Pp3c1_21200transcript PAC:32971708protein_codingNA c.*3625C>G NA NA NA NA 2327
Chr01 16008918 G C Chr01_16008918_G_CG_C SNP 14223.63 24 9 11 22 18 18 26 17 23 12 10 16 5 9 24 9 11 22 18 18 26 17 23 12 10 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21200Pp3c1_21200transcript PAC:32971709protein_codingNA c.*4479C>G NA NA NA NA 2327
Chr01 16015927 T G Chr01_16015927_T_GT_G SNP 19398.63 32 20 16 22 25 21 24 32 28 28 15 11 7 9 32 20 16 22 25 21 24 32 28 28 15 11 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_21210Pp3c1_21210transcript PAC:32970580protein_coding 01-janv c.*112T>G NA NA NA NA 112
Chr01 16015927 T G Chr01_16015927_T_GT_G SNP 19398.63 32 20 16 22 25 21 24 32 28 28 15 11 7 9 32 20 16 22 25 21 24 32 28 28 15 11 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21200Pp3c1_21200transcript PAC:32971707protein_codingNA c.-728A>C NA NA NA NA 552
Chr01 16015927 T G Chr01_16015927_T_GT_G SNP 19398.63 32 20 16 22 25 21 24 32 28 28 15 11 7 9 32 20 16 22 25 21 24 32 28 28 15 11 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21230Pp3c1_21230transcript PAC:32968599protein_codingNA c.-2973T>G NA NA NA NA 2797
Chr01 16015927 T G Chr01_16015927_T_GT_G SNP 19398.63 32 20 16 22 25 21 24 32 28 28 15 11 7 9 32 20 16 22 25 21 24 32 28 28 15 11 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21200Pp3c1_21200transcript PAC:32971708protein_codingNA c.-728A>C NA NA NA NA 656
Chr01 16015927 T G Chr01_16015927_T_GT_G SNP 19398.63 32 20 16 22 25 21 24 32 28 28 15 11 7 9 32 20 16 22 25 21 24 32 28 28 15 11 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21200Pp3c1_21200transcript PAC:32971709protein_codingNA c.-728A>C NA NA NA NA 656
Chr01 16015927 T G Chr01_16015927_T_GT_G SNP 19398.63 32 20 16 22 25 21 24 32 28 28 15 11 7 9 32 20 16 22 25 21 24 32 28 28 15 11 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21230Pp3c1_21230transcript PAC:32968600protein_codingNA c.-2973T>G NA NA NA NA 2973
Chr01 16015927 T G Chr01_16015927_T_GT_G SNP 19398.63 32 20 16 22 25 21 24 32 28 28 15 11 7 9 32 20 16 22 25 21 24 32 28 28 15 11 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21210Pp3c1_21210transcript PAC:32970579protein_codingNA c.*112T>G NA NA NA NA 112
Chr01 16071886 C CCTTG Chr01_16071886_C_CCTTGC_CCTTG INDEL 18500.59 29 10 16 20 6 23 29 13 17 17 17 16 8 6 29 10 16 20 6 23 29 13 17 17 17 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*2290_*2291insCTTGNA NA NA NA 1389
Chr01 16071886 C CCTTG Chr01_16071886_C_CCTTGC_CCTTG INDEL 18500.59 29 10 16 20 6 23 29 13 17 17 17 16 8 6 29 10 16 20 6 23 29 13 17 17 17 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.*218_*219insCAAGNA NA NA NA 218
Chr01 16071886 C CCTTG Chr01_16071886_C_CCTTGC_CCTTG INDEL 18500.59 29 10 16 20 6 23 29 13 17 17 17 16 8 6 29 10 16 20 6 23 29 13 17 17 17 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_codingNA c.*2509_*2510insCAAGNA NA NA NA 2509
Chr01 16071886 C CCTTG Chr01_16071886_C_CCTTGC_CCTTG INDEL 18500.59 29 10 16 20 6 23 29 13 17 17 17 16 8 6 29 10 16 20 6 23 29 13 17 17 17 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*5894_*5895insCAAGNA NA NA NA 4992
Chr01 16071886 C CCTTG Chr01_16071886_C_CCTTGC_CCTTG INDEL 18500.59 29 10 16 20 6 23 29 13 17 17 17 16 8 6 29 10 16 20 6 23 29 13 17 17 17 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*2290_*2291insCTTGNA NA NA NA 1393
Chr01 16071886 C CCTTG Chr01_16071886_C_CCTTGC_CCTTG INDEL 18500.59 29 10 16 20 6 23 29 13 17 17 17 16 8 6 29 10 16 20 6 23 29 13 17 17 17 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*2290_*2291insCTTGNA NA NA NA 1393
Chr01 16071886 C CCTTG Chr01_16071886_C_CCTTGC_CCTTG INDEL 18500.59 29 10 16 20 6 23 29 13 17 17 17 16 8 6 29 10 16 20 6 23 29 13 17 17 17 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*5894_*5895insCAAGNA NA NA NA 4996
Chr01 16071886 C CCTTG Chr01_16071886_C_CCTTGC_CCTTG INDEL 18500.59 29 10 16 20 6 23 29 13 17 17 17 16 8 6 29 10 16 20 6 23 29 13 17 17 17 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_21300-Pp3c1_21310Pp3c1_21300-Pp3c1_21310intergenic_regionPp3c1_21300-Pp3c1_21310NA NA n.16071886_16071887insCTTGNA NA NA NA NA
Chr01 16071887 GAGA G Chr01_16071887_GAGA_GGAGA_G INDEL 18500.59 29 11 16 20 8 23 29 14 18 17 17 18 9 6 29 11 16 20 8 23 29 14 18 17 17 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*2292_*2294delAGANA NA NA NA 1390
Chr01 16071887 GAGA G Chr01_16071887_GAGA_GGAGA_G INDEL 18500.59 29 11 16 20 8 23 29 14 18 17 17 18 9 6 29 11 16 20 8 23 29 14 18 17 17 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.*215_*217delTCTNA NA NA NA 217
Chr01 16071887 GAGA G Chr01_16071887_GAGA_GGAGA_G INDEL 18500.59 29 11 16 20 8 23 29 14 18 17 17 18 9 6 29 11 16 20 8 23 29 14 18 17 17 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_codingNA c.*2506_*2508delTCTNA NA NA NA 2508
Chr01 16071887 GAGA G Chr01_16071887_GAGA_GGAGA_G INDEL 18500.59 29 11 16 20 8 23 29 14 18 17 17 18 9 6 29 11 16 20 8 23 29 14 18 17 17 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*5891_*5893delTCTNA NA NA NA 4991
Chr01 16071887 GAGA G Chr01_16071887_GAGA_GGAGA_G INDEL 18500.59 29 11 16 20 8 23 29 14 18 17 17 18 9 6 29 11 16 20 8 23 29 14 18 17 17 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*2292_*2294delAGANA NA NA NA 1394
Chr01 16071887 GAGA G Chr01_16071887_GAGA_GGAGA_G INDEL 18500.59 29 11 16 20 8 23 29 14 18 17 17 18 9 6 29 11 16 20 8 23 29 14 18 17 17 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*2292_*2294delAGANA NA NA NA 1394
Chr01 16071887 GAGA G Chr01_16071887_GAGA_GGAGA_G INDEL 18500.59 29 11 16 20 8 23 29 14 18 17 17 18 9 6 29 11 16 20 8 23 29 14 18 17 17 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*5891_*5893delTCTNA NA NA NA 4995
Chr01 16071887 GAGA G Chr01_16071887_GAGA_GGAGA_G INDEL 18500.59 29 11 16 20 8 23 29 14 18 17 17 18 9 6 29 11 16 20 8 23 29 14 18 17 17 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_21300-Pp3c1_21310Pp3c1_21300-Pp3c1_21310intergenic_regionPp3c1_21300-Pp3c1_21310NA NA n.16071888_16071890delAGANA NA NA NA NA
Chr01 16074417 TA T Chr01_16074417_TA_TTA_T INDEL 19769.59 32 6 13 20 20 22 26 29 23 26 17 19 15 11 32 6 13 20 20 22 26 29 23 26 17 19 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_coding 03-mars c.410delT p.Leu137fs 410/432 410/432 137/143 NA
Chr01 16074417 TA T Chr01_16074417_TA_TTA_T INDEL 19769.59 32 6 13 20 20 22 26 29 23 26 17 19 15 11 32 6 13 20 20 22 26 29 23 26 17 19 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.-2134delT NA NA NA NA 2134
Chr01 16074417 TA T Chr01_16074417_TA_TTA_T INDEL 19769.59 32 6 13 20 20 22 26 29 23 26 17 19 15 11 32 6 13 20 20 22 26 29 23 26 17 19 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*4822delA NA NA NA NA 3920
Chr01 16074417 TA T Chr01_16074417_TA_TTA_T INDEL 19769.59 32 6 13 20 20 22 26 29 23 26 17 19 15 11 32 6 13 20 20 22 26 29 23 26 17 19 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*3363delT NA NA NA NA 2461
Chr01 16074417 TA T Chr01_16074417_TA_TTA_T INDEL 19769.59 32 6 13 20 20 22 26 29 23 26 17 19 15 11 32 6 13 20 20 22 26 29 23 26 17 19 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*4822delA NA NA NA NA 3924
Chr01 16074417 TA T Chr01_16074417_TA_TTA_T INDEL 19769.59 32 6 13 20 20 22 26 29 23 26 17 19 15 11 32 6 13 20 20 22 26 29 23 26 17 19 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*4822delA NA NA NA NA 3924
Chr01 16074417 TA T Chr01_16074417_TA_TTA_T INDEL 19769.59 32 6 13 20 20 22 26 29 23 26 17 19 15 11 32 6 13 20 20 22 26 29 23 26 17 19 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*3363delT NA NA NA NA 2465
Chr01 16074417 TA T Chr01_16074417_TA_TTA_T INDEL 19769.59 32 6 13 20 20 22 26 29 23 26 17 19 15 11 32 6 13 20 20 22 26 29 23 26 17 19 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966988protein_codingNA c.*5125delT NA NA NA NA 4910
Chr01 16074425 A T Chr01_16074425_A_TA_T SNP 19731.63 31 6 14 21 20 22 26 29 23 22 17 20 14 11 31 6 14 21 20 22 26 29 23 22 17 20 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_coding 03-mars c.403T>A p.Leu135Ile 403/432 403/432 135/143 NA
Chr01 16074425 A T Chr01_16074425_A_TA_T SNP 19731.63 31 6 14 21 20 22 26 29 23 22 17 20 14 11 31 6 14 21 20 22 26 29 23 22 17 20 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.-2141T>A NA NA NA NA 2141
Chr01 16074425 A T Chr01_16074425_A_TA_T SNP 19731.63 31 6 14 21 20 22 26 29 23 22 17 20 14 11 31 6 14 21 20 22 26 29 23 22 17 20 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*4829A>T NA NA NA NA 3927
Chr01 16074425 A T Chr01_16074425_A_TA_T SNP 19731.63 31 6 14 21 20 22 26 29 23 22 17 20 14 11 31 6 14 21 20 22 26 29 23 22 17 20 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*3356T>A NA NA NA NA 2454
Chr01 16074425 A T Chr01_16074425_A_TA_T SNP 19731.63 31 6 14 21 20 22 26 29 23 22 17 20 14 11 31 6 14 21 20 22 26 29 23 22 17 20 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*4829A>T NA NA NA NA 3931
Chr01 16074425 A T Chr01_16074425_A_TA_T SNP 19731.63 31 6 14 21 20 22 26 29 23 22 17 20 14 11 31 6 14 21 20 22 26 29 23 22 17 20 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*4829A>T NA NA NA NA 3931
Chr01 16074425 A T Chr01_16074425_A_TA_T SNP 19731.63 31 6 14 21 20 22 26 29 23 22 17 20 14 11 31 6 14 21 20 22 26 29 23 22 17 20 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*3356T>A NA NA NA NA 2458
Chr01 16074425 A T Chr01_16074425_A_TA_T SNP 19731.63 31 6 14 21 20 22 26 29 23 22 17 20 14 11 31 6 14 21 20 22 26 29 23 22 17 20 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966988protein_codingNA c.*5118T>A NA NA NA NA 4903
Chr01 16074492 AG A Chr01_16074492_AG_AAG_A INDEL 18237.59 31 10 17 22 17 21 25 25 26 21 22 19 13 14 31 10 17 22 17 21 25 25 26 21 22 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.-2209delC NA NA NA NA 2209
Chr01 16074492 AG A Chr01_16074492_AG_AAG_A INDEL 18237.59 31 10 17 22 17 21 25 25 26 21 22 19 13 14 31 10 17 22 17 21 25 25 26 21 22 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*4897delG NA NA NA NA 3995
Chr01 16074492 AG A Chr01_16074492_AG_AAG_A INDEL 18237.59 31 10 17 22 17 21 25 25 26 21 22 19 13 14 31 10 17 22 17 21 25 25 26 21 22 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*3288delC NA NA NA NA 2386
Chr01 16074492 AG A Chr01_16074492_AG_AAG_A INDEL 18237.59 31 10 17 22 17 21 25 25 26 21 22 19 13 14 31 10 17 22 17 21 25 25 26 21 22 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*4897delG NA NA NA NA 3999
Chr01 16074492 AG A Chr01_16074492_AG_AAG_A INDEL 18237.59 31 10 17 22 17 21 25 25 26 21 22 19 13 14 31 10 17 22 17 21 25 25 26 21 22 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*4897delG NA NA NA NA 3999
Chr01 16074492 AG A Chr01_16074492_AG_AAG_A INDEL 18237.59 31 10 17 22 17 21 25 25 26 21 22 19 13 14 31 10 17 22 17 21 25 25 26 21 22 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*3288delC NA NA NA NA 2390
Chr01 16074492 AG A Chr01_16074492_AG_AAG_A INDEL 18237.59 31 10 17 22 17 21 25 25 26 21 22 19 13 14 31 10 17 22 17 21 25 25 26 21 22 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966988protein_codingNA c.*5050delC NA NA NA NA 4835
Chr01 16074492 AG A Chr01_16074492_AG_AAG_A INDEL 18237.59 31 10 17 22 17 21 25 25 26 21 22 19 13 14 31 10 17 22 17 21 25 25 26 21 22 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_coding 02-févr c.347-12delCNA NA NA NA NA
Chr01 16074597 G T Chr01_16074597_G_TG_T SNP 20111.63 27 11 22 25 15 20 31 25 22 26 21 14 9 19 27 11 22 25 15 20 31 25 22 26 21 14 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.-2313C>A NA NA NA NA 2313
Chr01 16074597 G T Chr01_16074597_G_TG_T SNP 20111.63 27 11 22 25 15 20 31 25 22 26 21 14 9 19 27 11 22 25 15 20 31 25 22 26 21 14 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*5001G>T NA NA NA NA 4099
Chr01 16074597 G T Chr01_16074597_G_TG_T SNP 20111.63 27 11 22 25 15 20 31 25 22 26 21 14 9 19 27 11 22 25 15 20 31 25 22 26 21 14 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*3184C>A NA NA NA NA 2282
Chr01 16074597 G T Chr01_16074597_G_TG_T SNP 20111.63 27 11 22 25 15 20 31 25 22 26 21 14 9 19 27 11 22 25 15 20 31 25 22 26 21 14 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*5001G>T NA NA NA NA 4103
Chr01 16074597 G T Chr01_16074597_G_TG_T SNP 20111.63 27 11 22 25 15 20 31 25 22 26 21 14 9 19 27 11 22 25 15 20 31 25 22 26 21 14 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*5001G>T NA NA NA NA 4103
Chr01 16074597 G T Chr01_16074597_G_TG_T SNP 20111.63 27 11 22 25 15 20 31 25 22 26 21 14 9 19 27 11 22 25 15 20 31 25 22 26 21 14 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*3184C>A NA NA NA NA 2286
Chr01 16074597 G T Chr01_16074597_G_TG_T SNP 20111.63 27 11 22 25 15 20 31 25 22 26 21 14 9 19 27 11 22 25 15 20 31 25 22 26 21 14 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966988protein_codingNA c.*4946C>A NA NA NA NA 4731
Chr01 16074597 G T Chr01_16074597_G_TG_T SNP 20111.63 27 11 22 25 15 20 31 25 22 26 21 14 9 19 27 11 22 25 15 20 31 25 22 26 21 14 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_coding 02-févr c.346+102C>ANA NA NA NA NA
Chr01 16074598 T G Chr01_16074598_T_GT_G SNP 20111.63 28 11 22 25 15 20 31 26 22 26 21 15 9 19 28 11 22 25 15 20 31 26 22 26 21 15 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.-2314A>C NA NA NA NA 2314
Chr01 16074598 T G Chr01_16074598_T_GT_G SNP 20111.63 28 11 22 25 15 20 31 26 22 26 21 15 9 19 28 11 22 25 15 20 31 26 22 26 21 15 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*5002T>G NA NA NA NA 4100
Chr01 16074598 T G Chr01_16074598_T_GT_G SNP 20111.63 28 11 22 25 15 20 31 26 22 26 21 15 9 19 28 11 22 25 15 20 31 26 22 26 21 15 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*3183A>C NA NA NA NA 2281
Chr01 16074598 T G Chr01_16074598_T_GT_G SNP 20111.63 28 11 22 25 15 20 31 26 22 26 21 15 9 19 28 11 22 25 15 20 31 26 22 26 21 15 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*5002T>G NA NA NA NA 4104
Chr01 16074598 T G Chr01_16074598_T_GT_G SNP 20111.63 28 11 22 25 15 20 31 26 22 26 21 15 9 19 28 11 22 25 15 20 31 26 22 26 21 15 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*5002T>G NA NA NA NA 4104
Chr01 16074598 T G Chr01_16074598_T_GT_G SNP 20111.63 28 11 22 25 15 20 31 26 22 26 21 15 9 19 28 11 22 25 15 20 31 26 22 26 21 15 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*3183A>C NA NA NA NA 2285
Chr01 16074598 T G Chr01_16074598_T_GT_G SNP 20111.63 28 11 22 25 15 20 31 26 22 26 21 15 9 19 28 11 22 25 15 20 31 26 22 26 21 15 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966988protein_codingNA c.*4945A>C NA NA NA NA 4730
Chr01 16074598 T G Chr01_16074598_T_GT_G SNP 20111.63 28 11 22 25 15 20 31 26 22 26 21 15 9 19 28 11 22 25 15 20 31 26 22 26 21 15 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_coding 02-févr c.346+101A>CNA NA NA NA NA
Chr01 16075429 TTG T Chr01_16075429_TTG_TTTG_T INDEL 20756.59 36 19 16 27 25 33 32 24 18 20 10 11 7 4 36 19 16 27 25 33 32 24 18 20 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.-3147_-3146delCANA NA NA NA 3146
Chr01 16075429 TTG T Chr01_16075429_TTG_TTTG_T INDEL 20756.59 36 19 16 27 25 33 32 24 18 20 10 11 7 4 36 19 16 27 25 33 32 24 18 20 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_codingNA c.-150_-149delCANA NA NA NA 149
Chr01 16075429 TTG T Chr01_16075429_TTG_TTTG_T INDEL 20756.59 36 19 16 27 25 33 32 24 18 20 10 11 7 4 36 19 16 27 25 33 32 24 18 20 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*5834_*5835delTGNA NA NA NA 4932
Chr01 16075429 TTG T Chr01_16075429_TTG_TTTG_T INDEL 20756.59 36 19 16 27 25 33 32 24 18 20 10 11 7 4 36 19 16 27 25 33 32 24 18 20 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*2350_*2351delCANA NA NA NA 1449
Chr01 16075429 TTG T Chr01_16075429_TTG_TTTG_T INDEL 20756.59 36 19 16 27 25 33 32 24 18 20 10 11 7 4 36 19 16 27 25 33 32 24 18 20 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*5834_*5835delTGNA NA NA NA 4936
Chr01 16075429 TTG T Chr01_16075429_TTG_TTTG_T INDEL 20756.59 36 19 16 27 25 33 32 24 18 20 10 11 7 4 36 19 16 27 25 33 32 24 18 20 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*5834_*5835delTGNA NA NA NA 4936
Chr01 16075429 TTG T Chr01_16075429_TTG_TTTG_T INDEL 20756.59 36 19 16 27 25 33 32 24 18 20 10 11 7 4 36 19 16 27 25 33 32 24 18 20 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*2350_*2351delCANA NA NA NA 1453
Chr01 16075429 TTG T Chr01_16075429_TTG_TTTG_T INDEL 20756.59 36 19 16 27 25 33 32 24 18 20 10 11 7 4 36 19 16 27 25 33 32 24 18 20 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966988protein_codingNA c.*4112_*4113delCANA NA NA NA 3898
Chr01 16075429 TTG T Chr01_16075429_TTG_TTTG_T INDEL 20756.59 36 19 16 27 25 33 32 24 18 20 10 11 7 4 36 19 16 27 25 33 32 24 18 20 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_21320-Pp3c1_21330Pp3c1_21320-Pp3c1_21330intergenic_regionPp3c1_21320-Pp3c1_21330NA NA n.16075430_16075431delTGNA NA NA NA NA
Chr01 16075434 CA C Chr01_16075434_CA_CCA_C INDEL 20666.59 37 19 16 26 24 32 33 24 18 22 9 10 8 5 37 19 16 26 24 32 33 24 18 22 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.-3151delT NA NA NA NA 3151
Chr01 16075434 CA C Chr01_16075434_CA_CCA_C INDEL 20666.59 37 19 16 26 24 32 33 24 18 22 9 10 8 5 37 19 16 26 24 32 33 24 18 22 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_codingNA c.-154delT NA NA NA NA 154
Chr01 16075434 CA C Chr01_16075434_CA_CCA_C INDEL 20666.59 37 19 16 26 24 32 33 24 18 22 9 10 8 5 37 19 16 26 24 32 33 24 18 22 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*5839delA NA NA NA NA 4937
Chr01 16075434 CA C Chr01_16075434_CA_CCA_C INDEL 20666.59 37 19 16 26 24 32 33 24 18 22 9 10 8 5 37 19 16 26 24 32 33 24 18 22 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*2346delT NA NA NA NA 1444
Chr01 16075434 CA C Chr01_16075434_CA_CCA_C INDEL 20666.59 37 19 16 26 24 32 33 24 18 22 9 10 8 5 37 19 16 26 24 32 33 24 18 22 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*5839delA NA NA NA NA 4941
Chr01 16075434 CA C Chr01_16075434_CA_CCA_C INDEL 20666.59 37 19 16 26 24 32 33 24 18 22 9 10 8 5 37 19 16 26 24 32 33 24 18 22 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*5839delA NA NA NA NA 4941
Chr01 16075434 CA C Chr01_16075434_CA_CCA_C INDEL 20666.59 37 19 16 26 24 32 33 24 18 22 9 10 8 5 37 19 16 26 24 32 33 24 18 22 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*2346delT NA NA NA NA 1448
Chr01 16075434 CA C Chr01_16075434_CA_CCA_C INDEL 20666.59 37 19 16 26 24 32 33 24 18 22 9 10 8 5 37 19 16 26 24 32 33 24 18 22 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966988protein_codingNA c.*4108delT NA NA NA NA 3893
Chr01 16075434 CA C Chr01_16075434_CA_CCA_C INDEL 20666.59 37 19 16 26 24 32 33 24 18 22 9 10 8 5 37 19 16 26 24 32 33 24 18 22 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_21320-Pp3c1_21330Pp3c1_21320-Pp3c1_21330intergenic_regionPp3c1_21320-Pp3c1_21330NA NA n.16075435delANA NA NA NA NA
Chr01 16075437 TATAATATAATCCAAAAT Chr01_16075437_TATAATATAATCCAAAA_TTATAATATAATCCAAAA_TINDEL 20396.59 35 19 16 27 24 31 33 24 18 23 9 10 8 5 35 19 16 27 24 31 33 24 18 23 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.-3169_-3154delTTTTGGATTATATTATNA NA NA NA 3154
Chr01 16075437 TATAATATAATCCAAAAT Chr01_16075437_TATAATATAATCCAAAA_TTATAATATAATCCAAAA_TINDEL 20396.59 35 19 16 27 24 31 33 24 18 23 9 10 8 5 35 19 16 27 24 31 33 24 18 23 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_codingNA c.-172_-157delTTTTGGATTATATTATNA NA NA NA 157
Chr01 16075437 TATAATATAATCCAAAAT Chr01_16075437_TATAATATAATCCAAAA_TTATAATATAATCCAAAA_TINDEL 20396.59 35 19 16 27 24 31 33 24 18 23 9 10 8 5 35 19 16 27 24 31 33 24 18 23 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*5842_*5857delATAATATAATCCAAAANA NA NA NA 4940
Chr01 16075437 TATAATATAATCCAAAAT Chr01_16075437_TATAATATAATCCAAAA_TTATAATATAATCCAAAA_TINDEL 20396.59 35 19 16 27 24 31 33 24 18 23 9 10 8 5 35 19 16 27 24 31 33 24 18 23 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*2328_*2343delTTTTGGATTATATTATNA NA NA NA 1441
Chr01 16075437 TATAATATAATCCAAAAT Chr01_16075437_TATAATATAATCCAAAA_TTATAATATAATCCAAAA_TINDEL 20396.59 35 19 16 27 24 31 33 24 18 23 9 10 8 5 35 19 16 27 24 31 33 24 18 23 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*5842_*5857delATAATATAATCCAAAANA NA NA NA 4944
Chr01 16075437 TATAATATAATCCAAAAT Chr01_16075437_TATAATATAATCCAAAA_TTATAATATAATCCAAAA_TINDEL 20396.59 35 19 16 27 24 31 33 24 18 23 9 10 8 5 35 19 16 27 24 31 33 24 18 23 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*5842_*5857delATAATATAATCCAAAANA NA NA NA 4944
Chr01 16075437 TATAATATAATCCAAAAT Chr01_16075437_TATAATATAATCCAAAA_TTATAATATAATCCAAAA_TINDEL 20396.59 35 19 16 27 24 31 33 24 18 23 9 10 8 5 35 19 16 27 24 31 33 24 18 23 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*2328_*2343delTTTTGGATTATATTATNA NA NA NA 1445
Chr01 16075437 TATAATATAATCCAAAAT Chr01_16075437_TATAATATAATCCAAAA_TTATAATATAATCCAAAA_TINDEL 20396.59 35 19 16 27 24 31 33 24 18 23 9 10 8 5 35 19 16 27 24 31 33 24 18 23 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966988protein_codingNA c.*4090_*4105delTTTTGGATTATATTATNA NA NA NA 3890
Chr01 16075437 TATAATATAATCCAAAAT Chr01_16075437_TATAATATAATCCAAAA_TTATAATATAATCCAAAA_TINDEL 20396.59 35 19 16 27 24 31 33 24 18 23 9 10 8 5 35 19 16 27 24 31 33 24 18 23 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_21320-Pp3c1_21330Pp3c1_21320-Pp3c1_21330intergenic_regionPp3c1_21320-Pp3c1_21330NA NA n.16075438_16075453delATAATATAATCCAAAANA NA NA NA NA
Chr01 16075456 CTAA C Chr01_16075456_CTAA_CCTAA_C INDEL 20745.59 36 18 16 28 24 31 33 23 19 23 9 10 8 6 36 18 16 28 24 31 33 23 19 23 9 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.-3175_-3173delTTANA NA NA NA 3173
Chr01 16075456 CTAA C Chr01_16075456_CTAA_CCTAA_C INDEL 20745.59 36 18 16 28 24 31 33 23 19 23 9 10 8 6 36 18 16 28 24 31 33 23 19 23 9 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_codingNA c.-178_-176delTTANA NA NA NA 176
Chr01 16075456 CTAA C Chr01_16075456_CTAA_CCTAA_C INDEL 20745.59 36 18 16 28 24 31 33 23 19 23 9 10 8 6 36 18 16 28 24 31 33 23 19 23 9 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*5861_*5863delTAANA NA NA NA 4959
Chr01 16075456 CTAA C Chr01_16075456_CTAA_CCTAA_C INDEL 20745.59 36 18 16 28 24 31 33 23 19 23 9 10 8 6 36 18 16 28 24 31 33 23 19 23 9 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*2322_*2324delTTANA NA NA NA 1422
Chr01 16075456 CTAA C Chr01_16075456_CTAA_CCTAA_C INDEL 20745.59 36 18 16 28 24 31 33 23 19 23 9 10 8 6 36 18 16 28 24 31 33 23 19 23 9 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*5861_*5863delTAANA NA NA NA 4963
Chr01 16075456 CTAA C Chr01_16075456_CTAA_CCTAA_C INDEL 20745.59 36 18 16 28 24 31 33 23 19 23 9 10 8 6 36 18 16 28 24 31 33 23 19 23 9 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*5861_*5863delTAANA NA NA NA 4963
Chr01 16075456 CTAA C Chr01_16075456_CTAA_CCTAA_C INDEL 20745.59 36 18 16 28 24 31 33 23 19 23 9 10 8 6 36 18 16 28 24 31 33 23 19 23 9 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*2322_*2324delTTANA NA NA NA 1426
Chr01 16075456 CTAA C Chr01_16075456_CTAA_CCTAA_C INDEL 20745.59 36 18 16 28 24 31 33 23 19 23 9 10 8 6 36 18 16 28 24 31 33 23 19 23 9 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966988protein_codingNA c.*4084_*4086delTTANA NA NA NA 3871
Chr01 16075456 CTAA C Chr01_16075456_CTAA_CCTAA_C INDEL 20745.59 36 18 16 28 24 31 33 23 19 23 9 10 8 6 36 18 16 28 24 31 33 23 19 23 9 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_21320-Pp3c1_21330Pp3c1_21320-Pp3c1_21330intergenic_regionPp3c1_21320-Pp3c1_21330NA NA n.16075457_16075459delTAANA NA NA NA NA
Chr01 16075461 CT C Chr01_16075461_CT_CCT_C INDEL 20689.59 37 18 16 28 24 31 34 23 20 23 9 9 8 6 37 18 16 28 24 31 34 23 20 23 9 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.-3178delA NA NA NA NA 3178
Chr01 16075461 CT C Chr01_16075461_CT_CCT_C INDEL 20689.59 37 18 16 28 24 31 34 23 20 23 9 9 8 6 37 18 16 28 24 31 34 23 20 23 9 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_codingNA c.-181delA NA NA NA NA 181
Chr01 16075461 CT C Chr01_16075461_CT_CCT_C INDEL 20689.59 37 18 16 28 24 31 34 23 20 23 9 9 8 6 37 18 16 28 24 31 34 23 20 23 9 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*5866delT NA NA NA NA 4964
Chr01 16075461 CT C Chr01_16075461_CT_CCT_C INDEL 20689.59 37 18 16 28 24 31 34 23 20 23 9 9 8 6 37 18 16 28 24 31 34 23 20 23 9 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*2319delA NA NA NA NA 1417
Chr01 16075461 CT C Chr01_16075461_CT_CCT_C INDEL 20689.59 37 18 16 28 24 31 34 23 20 23 9 9 8 6 37 18 16 28 24 31 34 23 20 23 9 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*5866delT NA NA NA NA 4968
Chr01 16075461 CT C Chr01_16075461_CT_CCT_C INDEL 20689.59 37 18 16 28 24 31 34 23 20 23 9 9 8 6 37 18 16 28 24 31 34 23 20 23 9 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*5866delT NA NA NA NA 4968
Chr01 16075461 CT C Chr01_16075461_CT_CCT_C INDEL 20689.59 37 18 16 28 24 31 34 23 20 23 9 9 8 6 37 18 16 28 24 31 34 23 20 23 9 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*2319delA NA NA NA NA 1421
Chr01 16075461 CT C Chr01_16075461_CT_CCT_C INDEL 20689.59 37 18 16 28 24 31 34 23 20 23 9 9 8 6 37 18 16 28 24 31 34 23 20 23 9 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966988protein_codingNA c.*4081delA NA NA NA NA 3866
Chr01 16075461 CT C Chr01_16075461_CT_CCT_C INDEL 20689.59 37 18 16 28 24 31 34 23 20 23 9 9 8 6 37 18 16 28 24 31 34 23 20 23 9 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_21320-Pp3c1_21330Pp3c1_21320-Pp3c1_21330intergenic_regionPp3c1_21320-Pp3c1_21330NA NA n.16075462delTNA NA NA NA NA
Chr01 16075463 T C Chr01_16075463_T_CT_C SNP 20563.63 37 18 16 28 24 30 34 23 20 23 9 9 9 6 37 18 16 28 24 30 34 23 20 23 9 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21310Pp3c1_21310transcript PAC:32967167protein_codingNA c.-3179A>G NA NA NA NA 3179
Chr01 16075463 T C Chr01_16075463_T_CT_C SNP 20563.63 37 18 16 28 24 30 34 23 20 23 9 9 9 6 37 18 16 28 24 30 34 23 20 23 9 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21320Pp3c1_21320transcript PAC:32967513protein_codingNA c.-182A>G NA NA NA NA 182
Chr01 16075463 T C Chr01_16075463_T_CT_C SNP 20563.63 37 18 16 28 24 30 34 23 20 23 9 9 9 6 37 18 16 28 24 30 34 23 20 23 9 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968640protein_codingNA c.*5867T>C NA NA NA NA 4965
Chr01 16075463 T C Chr01_16075463_T_CT_C SNP 20563.63 37 18 16 28 24 30 34 23 20 23 9 9 9 6 37 18 16 28 24 30 34 23 20 23 9 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966986protein_codingNA c.*2318A>G NA NA NA NA 1416
Chr01 16075463 T C Chr01_16075463_T_CT_C SNP 20563.63 37 18 16 28 24 30 34 23 20 23 9 9 9 6 37 18 16 28 24 30 34 23 20 23 9 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968641protein_codingNA c.*5867T>C NA NA NA NA 4969
Chr01 16075463 T C Chr01_16075463_T_CT_C SNP 20563.63 37 18 16 28 24 30 34 23 20 23 9 9 9 6 37 18 16 28 24 30 34 23 20 23 9 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21300Pp3c1_21300transcript PAC:32968642protein_codingNA c.*5867T>C NA NA NA NA 4969
Chr01 16075463 T C Chr01_16075463_T_CT_C SNP 20563.63 37 18 16 28 24 30 34 23 20 23 9 9 9 6 37 18 16 28 24 30 34 23 20 23 9 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966987protein_codingNA c.*2318A>G NA NA NA NA 1420
Chr01 16075463 T C Chr01_16075463_T_CT_C SNP 20563.63 37 18 16 28 24 30 34 23 20 23 9 9 9 6 37 18 16 28 24 30 34 23 20 23 9 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21330Pp3c1_21330transcript PAC:32966988protein_codingNA c.*4080A>G NA NA NA NA 3865
Chr01 16075463 T C Chr01_16075463_T_CT_C SNP 20563.63 37 18 16 28 24 30 34 23 20 23 9 9 9 6 37 18 16 28 24 30 34 23 20 23 9 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_21320-Pp3c1_21330Pp3c1_21320-Pp3c1_21330intergenic_regionPp3c1_21320-Pp3c1_21330NA NA n.16075463T>CNA NA NA NA NA
Chr01 16298705 G A Chr01_16298705_G_AG_A SNP 21714.63 29 20 15 28 17 34 31 31 21 32 16 18 8 14 29 20 15 28 17 34 31 31 21 32 16 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21720Pp3c1_21720transcript PAC:32967203protein_codingNA c.-3442G>A NA NA NA NA 3442
Chr01 16298705 G A Chr01_16298705_G_AG_A SNP 21714.63 29 20 15 28 17 34 31 31 21 32 16 18 8 14 29 20 15 28 17 34 31 31 21 32 16 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_21720Pp3c1_21720transcript PAC:32967204protein_codingNA c.-3442G>A NA NA NA NA 3400
Chr01 16298705 G A Chr01_16298705_G_AG_A SNP 21714.63 29 20 15 28 17 34 31 31 21 32 16 18 8 14 29 20 15 28 17 34 31 31 21 32 16 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21700Pp3c1_21700transcript PAC:32969621protein_codingNA c.*1990G>A NA NA NA NA 1990
Chr01 16298705 G A Chr01_16298705_G_AG_A SNP 21714.63 29 20 15 28 17 34 31 31 21 32 16 18 8 14 29 20 15 28 17 34 31 31 21 32 16 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_21700Pp3c1_21700transcript PAC:32969622protein_codingNA c.*1990G>A NA NA NA NA 1990
Chr01 16298705 G A Chr01_16298705_G_AG_A SNP 21714.63 29 20 15 28 17 34 31 31 21 32 16 18 8 14 29 20 15 28 17 34 31 31 21 32 16 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_21700-Pp3c1_21720Pp3c1_21700-Pp3c1_21720intergenic_regionPp3c1_21700-Pp3c1_21720NA NA n.16298705G>ANA NA NA NA NA
Chr01 16331294 CATATAT C Chr01_16331294_CATATAT_CCATATAT_C INDEL 168.37 0 0 0 0 0 0 0 0 0 0 6 0 0 0 19 14 12 12 18 22 15 9 18 10 7 10 8 7 0 0 0 0 0 0 0 0 0 0 0.857 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c1_21780Pp3c1_21780transcript PAC:32969908protein_codingNA c.-4762_-4757delATATATNA NA NA NA 4757
Chr01 16331294 CATATAT C Chr01_16331294_CATATAT_CCATATAT_C INDEL 168.37 0 0 0 0 0 0 0 0 0 0 6 0 0 0 19 14 12 12 18 22 15 9 18 10 7 10 8 7 0 0 0 0 0 0 0 0 0 0 0.857 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c1_21790Pp3c1_21790transcript PAC:32966741protein_codingNA c.-864_-859delATATATNA NA NA NA 731
Chr01 16331294 CATATAT C Chr01_16331294_CATATAT_CCATATAT_C INDEL 168.37 0 0 0 0 0 0 0 0 0 0 6 0 0 0 19 14 12 12 18 22 15 9 18 10 7 10 8 7 0 0 0 0 0 0 0 0 0 0 0.857 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c1_21800Pp3c1_21800transcript PAC:32971223protein_codingNA c.-4246_-4241delATATATNA NA NA NA 4072
Chr01 16331294 CATATAT C Chr01_16331294_CATATAT_CCATATAT_C INDEL 168.37 0 0 0 0 0 0 0 0 0 0 6 0 0 0 19 14 12 12 18 22 15 9 18 10 7 10 8 7 0 0 0 0 0 0 0 0 0 0 0.857 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c1_21790Pp3c1_21790transcript PAC:32966742protein_codingNA c.-864_-859delATATATNA NA NA NA 701
Chr01 16331294 CATATAT C Chr01_16331294_CATATAT_CCATATAT_C INDEL 168.37 0 0 0 0 0 0 0 0 0 0 6 0 0 0 19 14 12 12 18 22 15 9 18 10 7 10 8 7 0 0 0 0 0 0 0 0 0 0 0.857 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c1_21800Pp3c1_21800transcript PAC:32971224protein_codingNA c.-4246_-4241delATATATNA NA NA NA 3986
Chr01 16331294 CATATAT C Chr01_16331294_CATATAT_CCATATAT_C INDEL 168.37 0 0 0 0 0 0 0 0 0 0 6 0 0 0 19 14 12 12 18 22 15 9 18 10 7 10 8 7 0 0 0 0 0 0 0 0 0 0 0.857 0 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c1_21783Pp3c1_21783transcript PAC:32970361protein_codingNA c.*2829_*2834delATATATNA NA NA NA 2517
Chr01 16331294 CATATAT C Chr01_16331294_CATATAT_CCATATAT_C INDEL 168.37 0 0 0 0 0 0 0 0 0 0 6 0 0 0 19 14 12 12 18 22 15 9 18 10 7 10 8 7 0 0 0 0 0 0 0 0 0 0 0.857 0 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c1_21783-Pp3c1_21790Pp3c1_21783-Pp3c1_21790intergenic_regionPp3c1_21783-Pp3c1_21790NA NA n.16331295_16331300delATATATNA NA NA NA NA
Chr01 16588025 A G Chr01_16588025_A_GA_G SNP 3755.98 0 0 0 2 0 0 0 0 16 19 18 15 10 4 27 12 16 19 12 19 26 21 16 19 18 15 10 4 0 0 0 0.105 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c1_22270-Pp3c1_22290Pp3c1_22270-Pp3c1_22290intergenic_regionPp3c1_22270-Pp3c1_22290NA NA n.16588025A>GNA NA NA NA NA



Chr01 16856926 T TTA Chr01_16856926_T_TTAT_TTA INDEL 18437.59 23 16 10 28 24 20 33 14 22 26 18 16 11 9 23 16 10 28 24 20 33 14 22 26 18 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_22780Pp3c1_22780transcript PAC:32968393protein_codingNA c.-41_-40insTANA NA NA NA 40
Chr01 16856926 T TTA Chr01_16856926_T_TTAT_TTA INDEL 18437.59 23 16 10 28 24 20 33 14 22 26 18 16 11 9 23 16 10 28 24 20 33 14 22 26 18 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_22790Pp3c1_22790transcript PAC:32970744protein_codingNA c.-1417_-1416insTANA NA NA NA 1416
Chr01 16856926 T TTA Chr01_16856926_T_TTAT_TTA INDEL 18437.59 23 16 10 28 24 20 33 14 22 26 18 16 11 9 23 16 10 28 24 20 33 14 22 26 18 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_22810Pp3c1_22810transcript PAC:32968496protein_codingNA c.*2625_*2626insTANA NA NA NA 16
Chr01 16856926 T TTA Chr01_16856926_T_TTAT_TTA INDEL 18437.59 23 16 10 28 24 20 33 14 22 26 18 16 11 9 23 16 10 28 24 20 33 14 22 26 18 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_22810Pp3c1_22810transcript PAC:32968497protein_codingNA c.*2625_*2626insTANA NA NA NA 2625
Chr01 16856926 T TTA Chr01_16856926_T_TTAT_TTA INDEL 18437.59 23 16 10 28 24 20 33 14 22 26 18 16 11 9 23 16 10 28 24 20 33 14 22 26 18 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_22770-Pp3c1_22810Pp3c1_22770-Pp3c1_22810intergenic_regionPp3c1_22770-Pp3c1_22810NA NA n.16856926_16856927insTANA NA NA NA NA
Chr01 16904078 AAT A Chr01_16904078_AAT_AAAT_A INDEL 8921.59 17 8 6 11 27 15 32 17 15 12 11 12 9 5 17 8 6 12 28 16 32 18 15 12 11 13 9 5 1 1 1 0.917 0.964 0.938 1 0.944 1 1 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_22890Pp3c1_22890transcript PAC:32970006protein_codingNA c.-2482_-2481delATNA NA NA NA 2482
Chr01 16904078 AAT A Chr01_16904078_AAT_AAAT_A INDEL 8921.59 17 8 6 11 27 15 32 17 15 12 11 12 9 5 17 8 6 12 28 16 32 18 15 12 11 13 9 5 1 1 1 0.917 0.964 0.938 1 0.944 1 1 1 0.923 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_22860Pp3c1_22860transcript PAC:32967696protein_codingNA c.*6194_*6195delATNA NA NA NA 4808
Chr01 16904078 AAT A Chr01_16904078_AAT_AAAT_A INDEL 8921.59 17 8 6 11 27 15 32 17 15 12 11 12 9 5 17 8 6 12 28 16 32 18 15 12 11 13 9 5 1 1 1 0.917 0.964 0.938 1 0.944 1 1 1 0.923 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_22880Pp3c1_22880transcript PAC:32968122protein_codingNA c.*1889_*1890delATNA NA NA NA 1537
Chr01 16904078 AAT A Chr01_16904078_AAT_AAAT_A INDEL 8921.59 17 8 6 11 27 15 32 17 15 12 11 12 9 5 17 8 6 12 28 16 32 18 15 12 11 13 9 5 1 1 1 0.917 0.964 0.938 1 0.944 1 1 1 0.923 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_22860Pp3c1_22860transcript PAC:32967697protein_codingNA c.*6194_*6195delATNA NA NA NA 4866
Chr01 16904078 AAT A Chr01_16904078_AAT_AAAT_A INDEL 8921.59 17 8 6 11 27 15 32 17 15 12 11 12 9 5 17 8 6 12 28 16 32 18 15 12 11 13 9 5 1 1 1 0.917 0.964 0.938 1 0.944 1 1 1 0.923 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_22880Pp3c1_22880transcript PAC:32968123protein_codingNA c.*1889_*1890delATNA NA NA NA 1397
Chr01 16904078 AAT A Chr01_16904078_AAT_AAAT_A INDEL 8921.59 17 8 6 11 27 15 32 17 15 12 11 12 9 5 17 8 6 12 28 16 32 18 15 12 11 13 9 5 1 1 1 0.917 0.964 0.938 1 0.944 1 1 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_22860-Pp3c1_22880Pp3c1_22860-Pp3c1_22880intergenic_regionPp3c1_22860-Pp3c1_22880NA NA n.16904079_16904080delATNA NA NA NA NA
Chr01 17010466 C T Chr01_17010466_C_TC_T SNP 19076.63 27 21 17 21 30 21 20 21 12 21 19 14 11 7 27 21 17 21 30 21 20 21 12 21 19 14 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_22970-Pp3c1_23000Pp3c1_22970-Pp3c1_23000intergenic_regionPp3c1_22970-Pp3c1_23000NA NA n.17010466C>TNA NA NA NA NA
Chr01 17010488 G T Chr01_17010488_G_TG_T SNP 19704.63 30 22 19 22 26 23 21 19 13 21 19 10 9 9 30 22 19 22 26 23 21 19 13 21 19 10 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_22970-Pp3c1_23000Pp3c1_22970-Pp3c1_23000intergenic_regionPp3c1_22970-Pp3c1_23000NA NA n.17010488G>TNA NA NA NA NA
Chr01 17010489 A G Chr01_17010489_A_GA_G SNP 19524.63 30 22 20 22 27 23 21 20 13 21 19 11 9 9 30 22 20 22 27 23 21 20 13 21 19 11 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_22970-Pp3c1_23000Pp3c1_22970-Pp3c1_23000intergenic_regionPp3c1_22970-Pp3c1_23000NA NA n.17010489A>GNA NA NA NA NA
Chr01 17171827 A G Chr01_17171827_A_GA_G SNP 20945.63 27 16 16 24 17 19 31 26 22 32 22 18 12 13 27 16 16 24 17 19 31 26 22 32 22 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_23220-Pp3c1_23250Pp3c1_23220-Pp3c1_23250intergenic_regionPp3c1_23220-Pp3c1_23250NA NA n.17171827A>GNA NA NA NA NA
Chr01 17171835 G A Chr01_17171835_G_AG_A SNP 20933.63 29 19 16 24 17 19 31 23 20 32 22 16 12 14 29 19 16 24 17 19 31 23 20 32 22 16 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_23220-Pp3c1_23250Pp3c1_23220-Pp3c1_23250intergenic_regionPp3c1_23220-Pp3c1_23250NA NA n.17171835G>ANA NA NA NA NA
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968267protein_coding 02-févr c.*65G>C NA NA NA NA 65
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968272protein_coding 03-mars c.*65G>C NA NA NA NA 65
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968268protein_coding 03-mars c.*65G>C NA NA NA NA 65
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968269protein_coding 03-mars c.*65G>C NA NA NA NA 65
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968270protein_coding 02-févr c.*65G>C NA NA NA NA 65
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968271protein_coding 02-févr c.*65G>C NA NA NA NA 65
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968273protein_codingNA c.-134G>C NA NA NA NA 134
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23530Pp3c1_23530transcript PAC:32969577protein_codingNA c.*3637G>C NA NA NA NA 3240
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23530Pp3c1_23530transcript PAC:32969578protein_codingNA c.*3637G>C NA NA NA NA 3180
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23530Pp3c1_23530transcript PAC:32969581protein_codingNA c.*3637G>C NA NA NA NA 3180
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23530Pp3c1_23530transcript PAC:32969580protein_codingNA c.*3637G>C NA NA NA NA 3180
Chr01 17299149 C G Chr01_17299149_C_GC_G SNP 9027.63 12 6 5 4 8 17 17 15 12 9 11 10 5 6 12 6 5 4 8 17 17 15 12 9 11 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23530Pp3c1_23530transcript PAC:32969579protein_codingNA c.*3637G>C NA NA NA NA 3180
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968267protein_coding 02-févr c.*17T>A NA NA NA NA 17
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968272protein_coding 03-mars c.*17T>A NA NA NA NA 17
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968268protein_coding 03-mars c.*17T>A NA NA NA NA 17
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968269protein_coding 03-mars c.*17T>A NA NA NA NA 17
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968270protein_coding 02-févr c.*17T>A NA NA NA NA 17
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968271protein_coding 02-févr c.*17T>A NA NA NA NA 17
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_23520Pp3c1_23520transcript PAC:32968273protein_codingNA c.-182T>A NA NA NA NA 182
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23530Pp3c1_23530transcript PAC:32969577protein_codingNA c.*3589T>A NA NA NA NA 3192
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23530Pp3c1_23530transcript PAC:32969578protein_codingNA c.*3589T>A NA NA NA NA 3132
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23530Pp3c1_23530transcript PAC:32969581protein_codingNA c.*3589T>A NA NA NA NA 3132
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23530Pp3c1_23530transcript PAC:32969580protein_codingNA c.*3589T>A NA NA NA NA 3132
Chr01 17299197 A T Chr01_17299197_A_TA_T SNP 14044.63 16 7 8 12 17 20 28 19 23 15 18 15 10 8 16 7 8 12 17 20 28 19 23 15 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23530Pp3c1_23530transcript PAC:32969579protein_codingNA c.*3589T>A NA NA NA NA 3132
Chr01 17408802 C T Chr01_17408802_C_TC_T SNP 2692.98 0 0 0 0 0 0 0 0 13 16 6 5 8 6 45 9 18 22 21 24 34 20 13 16 6 5 8 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_23700-Pp3c1_23750Pp3c1_23700-Pp3c1_23750intergenic_regionPp3c1_23700-Pp3c1_23750NA NA n.17408802C>TNA NA NA NA NA
Chr01 17481224 C CAT Chr01_17481224_C_CATC_CAT INDEL 11250.59 26 15 9 12 18 16 38 13 13 21 22 10 6 8 26 15 9 12 18 16 38 14 14 21 22 10 6 8 1 1 1 1 1 1 1 0.929 0.929 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23850Pp3c1_23850transcript PAC:32968708protein_codingNA c.*1384_*1385insATNA NA NA NA 1131
Chr01 17481224 C CAT Chr01_17481224_C_CATC_CAT INDEL 11250.59 26 15 9 12 18 16 38 13 13 21 22 10 6 8 26 15 9 12 18 16 38 14 14 21 22 10 6 8 1 1 1 1 1 1 1 0.929 0.929 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23850Pp3c1_23850transcript PAC:32968710protein_codingNA c.*1384_*1385insATNA NA NA NA 1131
Chr01 17481224 C CAT Chr01_17481224_C_CATC_CAT INDEL 11250.59 26 15 9 12 18 16 38 13 13 21 22 10 6 8 26 15 9 12 18 16 38 14 14 21 22 10 6 8 1 1 1 1 1 1 1 0.929 0.929 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23850Pp3c1_23850transcript PAC:32968712protein_codingNA c.*1384_*1385insATNA NA NA NA 320
Chr01 17481224 C CAT Chr01_17481224_C_CATC_CAT INDEL 11250.59 26 15 9 12 18 16 38 13 13 21 22 10 6 8 26 15 9 12 18 16 38 14 14 21 22 10 6 8 1 1 1 1 1 1 1 0.929 0.929 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23850Pp3c1_23850transcript PAC:32968711protein_codingNA c.*1384_*1385insATNA NA NA NA 1131
Chr01 17481224 C CAT Chr01_17481224_C_CATC_CAT INDEL 11250.59 26 15 9 12 18 16 38 13 13 21 22 10 6 8 26 15 9 12 18 16 38 14 14 21 22 10 6 8 1 1 1 1 1 1 1 0.929 0.929 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_23850Pp3c1_23850transcript PAC:32968709protein_codingNA c.*1384_*1385insATNA NA NA NA 1131
Chr01 17481224 C CAT Chr01_17481224_C_CATC_CAT INDEL 11250.59 26 15 9 12 18 16 38 13 13 21 22 10 6 8 26 15 9 12 18 16 38 14 14 21 22 10 6 8 1 1 1 1 1 1 1 0.929 0.929 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_23850-Pp3c1_23870Pp3c1_23850-Pp3c1_23870intergenic_regionPp3c1_23850-Pp3c1_23870NA NA n.17481224_17481225insATNA NA NA NA NA
Chr01 17512304 C A Chr01_17512304_C_AC_A SNP 21025.63 25 14 7 36 22 31 21 22 30 26 13 18 10 14 25 14 7 36 22 31 21 22 30 26 13 18 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_23850-Pp3c1_23870Pp3c1_23850-Pp3c1_23870intergenic_regionPp3c1_23850-Pp3c1_23870NA NA n.17512304C>ANA NA NA NA NA
Chr01 17512314 T TA Chr01_17512314_T_TAT_TA INDEL 21209.59 21 15 7 36 23 32 21 23 31 28 14 14 10 14 21 15 7 36 23 32 21 23 31 28 14 14 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_23850-Pp3c1_23870Pp3c1_23850-Pp3c1_23870intergenic_regionPp3c1_23850-Pp3c1_23870NA NA n.17512314_17512315insANA NA NA NA NA
Chr01 17538905 G T Chr01_17538905_G_TG_T SNP 10321.63 18 6 5 15 10 15 5 11 15 12 13 6 6 8 18 6 5 15 10 15 5 11 15 12 13 6 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_23850-Pp3c1_23870Pp3c1_23850-Pp3c1_23870intergenic_regionPp3c1_23850-Pp3c1_23870NA NA n.17538905G>TNA NA NA NA NA
Chr01 17538911 C A Chr01_17538911_C_AC_A SNP 10257.63 17 6 5 14 9 14 4 10 10 12 10 7 6 7 17 6 5 14 9 14 4 10 10 12 10 7 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_23850-Pp3c1_23870Pp3c1_23850-Pp3c1_23870intergenic_regionPp3c1_23850-Pp3c1_23870NA NA n.17538911C>ANA NA NA NA NA
Chr01 17644455 T TTA Chr01_17644455_T_TTAT_TTA INDEL 1111.35 22 7 6 0 0 2 0 0 0 0 0 0 0 0 22 7 6 15 14 18 20 13 23 11 6 14 9 4 1 1 1 0 0 0.111 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c1_23960Pp3c1_23960transcript PAC:32966801protein_codingNA c.-5187_-5186insTANA NA NA NA 4581
Chr01 17644455 T TTA Chr01_17644455_T_TTAT_TTA INDEL 1111.35 22 7 6 0 0 2 0 0 0 0 0 0 0 0 22 7 6 15 14 18 20 13 23 11 6 14 9 4 1 1 1 0 0 0.111 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c1_23960Pp3c1_23960transcript PAC:32966802protein_codingNA c.-5187_-5186insTANA NA NA NA 4582
Chr01 17644455 T TTA Chr01_17644455_T_TTAT_TTA INDEL 1111.35 22 7 6 0 0 2 0 0 0 0 0 0 0 0 22 7 6 15 14 18 20 13 23 11 6 14 9 4 1 1 1 0 0 0.111 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c1_23960Pp3c1_23960transcript PAC:32966803protein_codingNA c.-5349_-5348insTANA NA NA NA 4582
Chr01 17644455 T TTA Chr01_17644455_T_TTAT_TTA INDEL 1111.35 22 7 6 0 0 2 0 0 0 0 0 0 0 0 22 7 6 15 14 18 20 13 23 11 6 14 9 4 1 1 1 0 0 0.111 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c1_23940Pp3c1_23940transcript PAC:32971956protein_codingNA c.*2880_*2881insTANA NA NA NA 2079
Chr01 17644455 T TTA Chr01_17644455_T_TTAT_TTA INDEL 1111.35 22 7 6 0 0 2 0 0 0 0 0 0 0 0 22 7 6 15 14 18 20 13 23 11 6 14 9 4 1 1 1 0 0 0.111 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c1_23940Pp3c1_23940transcript PAC:32971957protein_codingNA c.*2880_*2881insTANA NA NA NA 1943
Chr01 17644455 T TTA Chr01_17644455_T_TTAT_TTA INDEL 1111.35 22 7 6 0 0 2 0 0 0 0 0 0 0 0 22 7 6 15 14 18 20 13 23 11 6 14 9 4 1 1 1 0 0 0.111 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c1_23940-Pp3c1_23960Pp3c1_23940-Pp3c1_23960intergenic_regionPp3c1_23940-Pp3c1_23960NA NA n.17644455_17644456insTANA NA NA NA NA
Chr01 17645428 C CTA Chr01_17645428_C_CTAC_CTA INDEL 156.37 0 0 1 0 1 0 1 0 0 0 0 0 6 1 19 13 13 17 12 21 19 19 14 13 5 9 6 7 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c1_23960Pp3c1_23960transcript PAC:32966801protein_codingNA c.-4214_-4213insTANA NA NA NA 3608
Chr01 17645428 C CTA Chr01_17645428_C_CTAC_CTA INDEL 156.37 0 0 1 0 1 0 1 0 0 0 0 0 6 1 19 13 13 17 12 21 19 19 14 13 5 9 6 7 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c1_23960Pp3c1_23960transcript PAC:32966802protein_codingNA c.-4214_-4213insTANA NA NA NA 3609
Chr01 17645428 C CTA Chr01_17645428_C_CTAC_CTA INDEL 156.37 0 0 1 0 1 0 1 0 0 0 0 0 6 1 19 13 13 17 12 21 19 19 14 13 5 9 6 7 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c1_23960Pp3c1_23960transcript PAC:32966803protein_codingNA c.-4376_-4375insTANA NA NA NA 3609
Chr01 17645428 C CTA Chr01_17645428_C_CTAC_CTA INDEL 156.37 0 0 1 0 1 0 1 0 0 0 0 0 6 1 19 13 13 17 12 21 19 19 14 13 5 9 6 7 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c1_23940Pp3c1_23940transcript PAC:32971956protein_codingNA c.*3853_*3854insTANA NA NA NA 3052
Chr01 17645428 C CTA Chr01_17645428_C_CTAC_CTA INDEL 156.37 0 0 1 0 1 0 1 0 0 0 0 0 6 1 19 13 13 17 12 21 19 19 14 13 5 9 6 7 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c1_23940Pp3c1_23940transcript PAC:32971957protein_codingNA c.*3853_*3854insTANA NA NA NA 2916
Chr01 17645428 C CTA Chr01_17645428_C_CTAC_CTA INDEL 156.37 0 0 1 0 1 0 1 0 0 0 0 0 6 1 19 13 13 17 12 21 19 19 14 13 5 9 6 7 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c1_23940-Pp3c1_23960Pp3c1_23940-Pp3c1_23960intergenic_regionPp3c1_23940-Pp3c1_23960NA NA n.17645428_17645429insTANA NA NA NA NA
Chr01 17748823 A AAT Chr01_17748823_A_AATA_AAT INDEL 2960.24 1 0 0 16 13 19 24 18 0 0 3 1 0 0 16 11 10 16 14 19 24 18 15 13 12 12 7 7 0 0 0 1 0.929 1 1 1 0 0 0.25 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c1_24090Pp3c1_24090transcript PAC:32968716protein_codingNA c.*4052_*4053insATNA NA NA NA 3421
Chr01 17748823 A AAT Chr01_17748823_A_AATA_AAT INDEL 2960.24 1 0 0 16 13 19 24 18 0 0 3 1 0 0 16 11 10 16 14 19 24 18 15 13 12 12 7 7 0 0 0 1 0.929 1 1 1 0 0 0.25 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c1_24090Pp3c1_24090transcript PAC:32968719protein_codingNA c.*4052_*4053insATNA NA NA NA 3490
Chr01 17748823 A AAT Chr01_17748823_A_AATA_AAT INDEL 2960.24 1 0 0 16 13 19 24 18 0 0 3 1 0 0 16 11 10 16 14 19 24 18 15 13 12 12 7 7 0 0 0 1 0.929 1 1 1 0 0 0.25 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c1_24090Pp3c1_24090transcript PAC:32968717protein_codingNA c.*4052_*4053insATNA NA NA NA 3491
Chr01 17748823 A AAT Chr01_17748823_A_AATA_AAT INDEL 2960.24 1 0 0 16 13 19 24 18 0 0 3 1 0 0 16 11 10 16 14 19 24 18 15 13 12 12 7 7 0 0 0 1 0.929 1 1 1 0 0 0.25 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c1_24090Pp3c1_24090transcript PAC:32968718protein_codingNA c.*4052_*4053insATNA NA NA NA 3491
Chr01 17748823 A AAT Chr01_17748823_A_AATA_AAT INDEL 2960.24 1 0 0 16 13 19 24 18 0 0 3 1 0 0 16 11 10 16 14 19 24 18 15 13 12 12 7 7 0 0 0 1 0.929 1 1 1 0 0 0.25 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c1_24070-Pp3c1_24090Pp3c1_24070-Pp3c1_24090intergenic_regionPp3c1_24070-Pp3c1_24090NA NA n.17748823_17748824insATNA NA NA NA NA
Chr01 17862327 T A Chr01_17862327_T_AT_A SNP 5839.29 1 0 0 18 27 30 32 16 0 0 0 0 0 0 38 23 10 18 27 32 32 16 21 29 14 10 6 4 0 0 0 1 1 0.938 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c1_24280Pp3c1_24280transcript PAC:32968957protein_codingNA c.-5164T>A NA NA NA NA 3658
Chr01 17862327 T A Chr01_17862327_T_AT_A SNP 5839.29 1 0 0 18 27 30 32 16 0 0 0 0 0 0 38 23 10 18 27 32 32 16 21 29 14 10 6 4 0 0 0 1 1 0.938 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c1_24280Pp3c1_24280transcript PAC:32968958protein_codingNA c.-5164T>A NA NA NA NA 3655
Chr01 17862327 T A Chr01_17862327_T_AT_A SNP 5839.29 1 0 0 18 27 30 32 16 0 0 0 0 0 0 38 23 10 18 27 32 32 16 21 29 14 10 6 4 0 0 0 1 1 0.938 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c1_24280Pp3c1_24280transcript PAC:32968959protein_codingNA c.-5164T>A NA NA NA NA 3661
Chr01 17862327 T A Chr01_17862327_T_AT_A SNP 5839.29 1 0 0 18 27 30 32 16 0 0 0 0 0 0 38 23 10 18 27 32 32 16 21 29 14 10 6 4 0 0 0 1 1 0.938 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c1_24280Pp3c1_24280transcript PAC:32968960protein_codingNA c.-5164T>A NA NA NA NA 3662
Chr01 17862327 T A Chr01_17862327_T_AT_A SNP 5839.29 1 0 0 18 27 30 32 16 0 0 0 0 0 0 38 23 10 18 27 32 32 16 21 29 14 10 6 4 0 0 0 1 1 0.938 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c1_24280Pp3c1_24280transcript PAC:32968961protein_codingNA c.-5164T>A NA NA NA NA 4578
Chr01 17862327 T A Chr01_17862327_T_AT_A SNP 5839.29 1 0 0 18 27 30 32 16 0 0 0 0 0 0 38 23 10 18 27 32 32 16 21 29 14 10 6 4 0 0 0 1 1 0.938 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c1_24220-Pp3c1_24280Pp3c1_24220-Pp3c1_24280intergenic_regionPp3c1_24220-Pp3c1_24280NA NA n.17862327T>ANA NA NA NA NA
Chr01 18011583 G C Chr01_18011583_G_CG_C SNP 6719.29 0 0 0 33 14 26 32 20 0 0 0 0 0 0 29 14 17 33 14 26 32 20 18 24 16 17 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_24640Pp3c1_24640transcript PAC:32968757protein_codingNA c.-5348C>G NA NA NA NA 4829
Chr01 18011583 G C Chr01_18011583_G_CG_C SNP 6719.29 0 0 0 33 14 26 32 20 0 0 0 0 0 0 29 14 17 33 14 26 32 20 18 24 16 17 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_24640Pp3c1_24640transcript PAC:32968759protein_codingNA c.-5348C>G NA NA NA NA 4829
Chr01 18011583 G C Chr01_18011583_G_CG_C SNP 6719.29 0 0 0 33 14 26 32 20 0 0 0 0 0 0 29 14 17 33 14 26 32 20 18 24 16 17 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_24640Pp3c1_24640transcript PAC:32968758protein_codingNA c.-5348C>G NA NA NA NA 4829
Chr01 18011583 G C Chr01_18011583_G_CG_C SNP 6719.29 0 0 0 33 14 26 32 20 0 0 0 0 0 0 29 14 17 33 14 26 32 20 18 24 16 17 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_24640Pp3c1_24640transcript PAC:32968760protein_codingNA c.-5348C>G NA NA NA NA 4829
Chr01 18011583 G C Chr01_18011583_G_CG_C SNP 6719.29 0 0 0 33 14 26 32 20 0 0 0 0 0 0 29 14 17 33 14 26 32 20 18 24 16 17 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_24640-Pp3c1_24660Pp3c1_24640-Pp3c1_24660intergenic_regionPp3c1_24640-Pp3c1_24660NA NA n.18011583G>CNA NA NA NA NA
Chr01 18194808 GCGGCGA G Chr01_18194808_GCGGCGA_GGCGGCGA_GINDEL 12435.59 15 10 14 20 11 24 22 13 15 20 9 9 4 12 17 10 14 21 11 24 24 14 16 25 9 9 5 12 0.882 1 1 0.952 1 1 0.917 0.929 0.938 0.8 1 1 0.8 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25000-Pp3c1_25020Pp3c1_25000-Pp3c1_25020intergenic_regionPp3c1_25000-Pp3c1_25020NA NA n.18194809_18194814delCGGCGANA NA NA NA NA
Chr01 18194817 T G Chr01_18194817_T_GT_G SNP 13191.63 17 10 14 23 11 24 22 13 15 20 9 9 4 12 18 10 14 23 11 24 24 13 16 23 9 9 4 12 0.944 1 1 1 1 1 0.917 1 0.938 0.87 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25000-Pp3c1_25020Pp3c1_25000-Pp3c1_25020intergenic_regionPp3c1_25000-Pp3c1_25020NA NA n.18194817T>GNA NA NA NA NA
Chr01 18337640 G GA Chr01_18337640_G_GAG_GA INDEL 11751.59 20 10 13 20 16 24 28 15 12 21 16 17 9 12 20 10 13 20 16 24 28 15 12 21 16 17 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_25280Pp3c1_25280transcript PAC:32968241protein_codingNA c.-4708_-4707insTNA NA NA NA 4708
Chr01 18337640 G GA Chr01_18337640_G_GAG_GA INDEL 11751.59 20 10 13 20 16 24 28 15 12 21 16 17 9 12 20 10 13 20 16 24 28 15 12 21 16 17 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_25290Pp3c1_25290transcript PAC:32968901protein_codingNA c.*1416_*1417insTNA NA NA NA 946
Chr01 18337640 G GA Chr01_18337640_G_GAG_GA INDEL 11751.59 20 10 13 20 16 24 28 15 12 21 16 17 9 12 20 10 13 20 16 24 28 15 12 21 16 17 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_25290Pp3c1_25290transcript PAC:32968902protein_codingNA c.*1416_*1417insTNA NA NA NA 526
Chr01 18337640 G GA Chr01_18337640_G_GAG_GA INDEL 11751.59 20 10 13 20 16 24 28 15 12 21 16 17 9 12 20 10 13 20 16 24 28 15 12 21 16 17 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25280-Pp3c1_25290Pp3c1_25280-Pp3c1_25290intergenic_regionPp3c1_25280-Pp3c1_25290NA NA n.18337640_18337641insANA NA NA NA NA
Chr01 18352882 A G Chr01_18352882_A_GA_G SNP 15235.63 20 7 16 17 16 23 16 16 18 17 9 12 9 12 20 7 16 17 16 23 16 16 18 17 9 12 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25290-Pp3c1_25330Pp3c1_25290-Pp3c1_25330intergenic_regionPp3c1_25290-Pp3c1_25330NA NA n.18352882A>GNA NA NA NA NA
Chr01 18352883 G A Chr01_18352883_G_AG_A SNP 15235.63 19 7 15 17 16 22 16 16 18 16 8 12 9 12 19 7 15 17 16 22 16 16 18 16 8 12 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25290-Pp3c1_25330Pp3c1_25290-Pp3c1_25330intergenic_regionPp3c1_25290-Pp3c1_25330NA NA n.18352883G>ANA NA NA NA NA
Chr01 18352930 G T Chr01_18352930_G_TG_T SNP 14347.63 28 10 12 15 17 19 13 17 23 14 9 15 9 8 28 10 12 15 17 19 13 17 23 14 9 15 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25290-Pp3c1_25330Pp3c1_25290-Pp3c1_25330intergenic_regionPp3c1_25290-Pp3c1_25330NA NA n.18352930G>TNA NA NA NA NA
Chr01 18352968 G T Chr01_18352968_G_TG_T SNP 12777.63 20 11 8 15 11 13 13 16 16 12 9 13 7 4 20 11 8 15 11 13 13 16 16 12 9 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25290-Pp3c1_25330Pp3c1_25290-Pp3c1_25330intergenic_regionPp3c1_25290-Pp3c1_25330NA NA n.18352968G>TNA NA NA NA NA
Chr01 18352971 G A Chr01_18352971_G_AG_A SNP 13201.63 20 11 7 14 12 12 13 15 17 13 10 13 8 4 20 11 7 14 12 12 13 15 17 13 10 13 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25290-Pp3c1_25330Pp3c1_25290-Pp3c1_25330intergenic_regionPp3c1_25290-Pp3c1_25330NA NA n.18352971G>ANA NA NA NA NA
Chr01 18352994 G T Chr01_18352994_G_TG_T SNP 15509.63 27 13 9 19 18 17 15 21 22 17 12 16 9 4 27 13 9 19 18 17 15 21 22 17 12 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25290-Pp3c1_25330Pp3c1_25290-Pp3c1_25330intergenic_regionPp3c1_25290-Pp3c1_25330NA NA n.18352994G>TNA NA NA NA NA
Chr01 18404343 TTA T Chr01_18404343_TTA_TTTA_T INDEL 16086.59 31 19 12 31 27 23 33 25 20 23 14 12 5 10 31 19 12 32 28 23 33 25 20 23 14 12 5 10 1 1 1 0.969 0.964 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25330-Pp3c1_25390Pp3c1_25330-Pp3c1_25390intergenic_regionPp3c1_25330-Pp3c1_25390NA NA n.18404344_18404345delTANA NA NA NA NA
Chr01 18498398 G GA Chr01_18498398_G_GAG_GA INDEL 17731.59 37 19 18 37 14 24 25 27 17 24 9 19 6 12 37 19 18 37 14 24 25 27 17 24 9 19 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25470-Pp3c1_25570Pp3c1_25470-Pp3c1_25570intergenic_regionPp3c1_25470-Pp3c1_25570NA NA n.18498398_18498399insANA NA NA NA NA
Chr01 18498423 G GA Chr01_18498423_G_GAG_GA INDEL 15524.59 27 19 15 27 12 29 19 27 17 21 10 18 6 13 28 19 15 27 12 29 19 27 17 21 10 18 6 13 0.964 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25470-Pp3c1_25570Pp3c1_25470-Pp3c1_25570intergenic_regionPp3c1_25470-Pp3c1_25570NA NA n.18498423_18498424insANA NA NA NA NA
Chr01 18605887 G GAT Chr01_18605887_G_GATG_GAT INDEL 1236.93 0 0 0 2 1 1 1 2 6 9 6 6 5 6 18 7 8 15 5 17 12 14 6 9 6 6 5 6 0 0 0 0.133 0 0 0 0.143 1 1 1 1 1 1 0 7 7 2 7 0 0 intergenic_regionMODIFIER Pp3c1_25700-Pp3c1_25750Pp3c1_25700-Pp3c1_25750intergenic_regionPp3c1_25700-Pp3c1_25750NA NA n.18605887_18605888insATNA NA NA NA NA
Chr01 18638372 G T Chr01_18638372_G_TG_T SNP 5754.29 0 0 0 33 15 18 33 18 0 0 0 0 0 0 36 21 15 33 15 18 33 18 20 25 21 15 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_25700-Pp3c1_25750Pp3c1_25700-Pp3c1_25750intergenic_regionPp3c1_25700-Pp3c1_25750NA NA n.18638372G>TNA NA NA NA NA
Chr01 18666420 A AAT Chr01_18666420_A_AATA_AAT INDEL 3298.24 1 0 0 15 14 9 28 22 0 0 0 0 0 0 32 14 13 16 15 9 28 22 33 10 5 18 8 9 0 0 0 0.938 0.933 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_25770Pp3c1_25770transcript PAC:32971212protein_codingNA c.*4624_*4625insATNA NA NA NA 4397
Chr01 18666420 A AAT Chr01_18666420_A_AATA_AAT INDEL 3298.24 1 0 0 15 14 9 28 22 0 0 0 0 0 0 32 14 13 16 15 9 28 22 33 10 5 18 8 9 0 0 0 0.938 0.933 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_25790Pp3c1_25790transcript PAC:32968090protein_codingNA c.*1330_*1331insATNA NA NA NA 89
Chr01 18666420 A AAT Chr01_18666420_A_AATA_AAT INDEL 3298.24 1 0 0 15 14 9 28 22 0 0 0 0 0 0 32 14 13 16 15 9 28 22 33 10 5 18 8 9 0 0 0 0.938 0.933 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_25770Pp3c1_25770transcript PAC:32971213protein_codingNA c.*4624_*4625insATNA NA NA NA 3020
Chr01 18666420 A AAT Chr01_18666420_A_AATA_AAT INDEL 3298.24 1 0 0 15 14 9 28 22 0 0 0 0 0 0 32 14 13 16 15 9 28 22 33 10 5 18 8 9 0 0 0 0.938 0.933 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_25790Pp3c1_25790transcript PAC:32968091protein_codingNA c.*1330_*1331insATNA NA NA NA 434
Chr01 18666420 A AAT Chr01_18666420_A_AATA_AAT INDEL 3298.24 1 0 0 15 14 9 28 22 0 0 0 0 0 0 32 14 13 16 15 9 28 22 33 10 5 18 8 9 0 0 0 0.938 0.933 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_25770-Pp3c1_25790Pp3c1_25770-Pp3c1_25790intergenic_regionPp3c1_25770-Pp3c1_25790NA NA n.18666420_18666421insATNA NA NA NA NA
Chr01 18730270 C T Chr01_18730270_C_TC_T SNP 18557.63 22 5 12 25 14 27 28 21 23 27 29 15 14 11 22 5 12 25 14 27 28 21 23 27 30 15 14 11 1 1 1 1 1 1 1 1 1 1 0.967 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_25920Pp3c1_25920transcript PAC:32969154protein_codingNA c.-4492C>T NA NA NA NA 2400
Chr01 18730270 C T Chr01_18730270_C_TC_T SNP 18557.63 22 5 12 25 14 27 28 21 23 27 29 15 14 11 22 5 12 25 14 27 28 21 23 27 30 15 14 11 1 1 1 1 1 1 1 1 1 1 0.967 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_25920Pp3c1_25920transcript PAC:32969157protein_codingNA c.-4492C>T NA NA NA NA 2400
Chr01 18730270 C T Chr01_18730270_C_TC_T SNP 18557.63 22 5 12 25 14 27 28 21 23 27 29 15 14 11 22 5 12 25 14 27 28 21 23 27 30 15 14 11 1 1 1 1 1 1 1 1 1 1 0.967 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_25920Pp3c1_25920transcript PAC:32969156protein_codingNA c.-4492C>T NA NA NA NA 2421
Chr01 18730270 C T Chr01_18730270_C_TC_T SNP 18557.63 22 5 12 25 14 27 28 21 23 27 29 15 14 11 22 5 12 25 14 27 28 21 23 27 30 15 14 11 1 1 1 1 1 1 1 1 1 1 0.967 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_25920Pp3c1_25920transcript PAC:32969155protein_codingNA c.-4492C>T NA NA NA NA 2450
Chr01 18730270 C T Chr01_18730270_C_TC_T SNP 18557.63 22 5 12 25 14 27 28 21 23 27 29 15 14 11 22 5 12 25 14 27 28 21 23 27 30 15 14 11 1 1 1 1 1 1 1 1 1 1 0.967 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_25920Pp3c1_25920transcript PAC:32969158protein_codingNA c.-4492C>T NA NA NA NA 2450
Chr01 18730270 C T Chr01_18730270_C_TC_T SNP 18557.63 22 5 12 25 14 27 28 21 23 27 29 15 14 11 22 5 12 25 14 27 28 21 23 27 30 15 14 11 1 1 1 1 1 1 1 1 1 1 0.967 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_25920Pp3c1_25920transcript PAC:32969159protein_codingNA c.-4492C>T NA NA NA NA 2450
Chr01 18730270 C T Chr01_18730270_C_TC_T SNP 18557.63 22 5 12 25 14 27 28 21 23 27 29 15 14 11 22 5 12 25 14 27 28 21 23 27 30 15 14 11 1 1 1 1 1 1 1 1 1 1 0.967 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_25920Pp3c1_25920transcript PAC:32969160protein_codingNA c.-4492C>T NA NA NA NA 2610
Chr01 18730270 C T Chr01_18730270_C_TC_T SNP 18557.63 22 5 12 25 14 27 28 21 23 27 29 15 14 11 22 5 12 25 14 27 28 21 23 27 30 15 14 11 1 1 1 1 1 1 1 1 1 1 0.967 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_25910Pp3c1_25910transcript PAC:32971257protein_codingNA c.*1841G>A NA NA NA NA 1341
Chr01 18730270 C T Chr01_18730270_C_TC_T SNP 18557.63 22 5 12 25 14 27 28 21 23 27 29 15 14 11 22 5 12 25 14 27 28 21 23 27 30 15 14 11 1 1 1 1 1 1 1 1 1 1 0.967 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_25910Pp3c1_25910transcript PAC:32971258protein_codingNA c.*1738G>A NA NA NA NA 1738
Chr01 18730270 C T Chr01_18730270_C_TC_T SNP 18557.63 22 5 12 25 14 27 28 21 23 27 29 15 14 11 22 5 12 25 14 27 28 21 23 27 30 15 14 11 1 1 1 1 1 1 1 1 1 1 0.967 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_25870-Pp3c1_25910Pp3c1_25870-Pp3c1_25910intergenic_regionPp3c1_25870-Pp3c1_25910NA NA n.18730270C>TNA NA NA NA NA
Chr01 18910643 TG T Chr01_18910643_TG_TTG_T INDEL 10963.59 20 10 9 12 10 27 10 11 7 14 15 13 11 6 20 10 9 12 10 27 10 11 7 14 15 13 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_26060-Pp3c1_26180Pp3c1_26060-Pp3c1_26180intergenic_regionPp3c1_26060-Pp3c1_26180NA NA n.18910644delGNA NA NA NA NA
Chr01 18910959 G GT Chr01_18910959_G_GTG_GT INDEL 12936.59 22 6 15 18 13 20 14 27 7 16 17 8 4 9 22 6 15 18 13 20 14 27 7 16 17 8 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_26060-Pp3c1_26180Pp3c1_26060-Pp3c1_26180intergenic_regionPp3c1_26060-Pp3c1_26180NA NA n.18910959_18910960insTNA NA NA NA NA
Chr01 18955106 C A Chr01_18955106_C_AC_A SNP 12467.63 13 5 5 21 8 15 21 14 22 14 11 8 11 8 13 5 5 21 8 16 21 14 22 14 11 8 11 8 1 1 1 1 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_26240Pp3c1_26240transcript PAC:32970968protein_codingNA c.-3826C>A NA NA NA NA 3826
Chr01 18955106 C A Chr01_18955106_C_AC_A SNP 12467.63 13 5 5 21 8 15 21 14 22 14 11 8 11 8 13 5 5 21 8 16 21 14 22 14 11 8 11 8 1 1 1 1 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_26220-Pp3c1_26240Pp3c1_26220-Pp3c1_26240intergenic_regionPp3c1_26220-Pp3c1_26240NA NA n.18955106C>ANA NA NA NA NA
Chr01 19109237 T A Chr01_19109237_T_AT_A SNP 9470.63 13 9 11 12 8 9 19 8 15 14 6 6 7 6 13 9 11 12 8 9 19 8 15 14 6 6 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_26350-Pp3c1_26530Pp3c1_26350-Pp3c1_26530intergenic_regionPp3c1_26350-Pp3c1_26530NA NA n.19109237T>ANA NA NA NA NA
Chr01 19109264 C CAGTA Chr01_19109264_C_CAGTAC_CAGTA INDEL 10660.59 12 8 10 13 11 6 18 10 15 15 5 7 5 7 12 8 10 13 11 6 18 10 15 15 5 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_26350-Pp3c1_26530Pp3c1_26350-Pp3c1_26530intergenic_regionPp3c1_26350-Pp3c1_26530NA NA n.19109264_19109265insAGTANA NA NA NA NA
Chr01 19109267 TACCCC T Chr01_19109267_TACCCC_TTACCCC_T INDEL 11846.59 14 9 11 16 13 8 17 10 18 17 5 9 5 7 14 9 11 16 13 8 17 10 18 17 5 9 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_26350-Pp3c1_26530Pp3c1_26350-Pp3c1_26530intergenic_regionPp3c1_26350-Pp3c1_26530NA NA n.19109268_19109272delACCCCNA NA NA NA NA
Chr01 19109273 C CAATAT Chr01_19109273_C_CAATATC_CAATAT INDEL 11700.59 15 9 11 16 13 8 17 10 17 17 5 9 6 7 15 9 11 16 13 8 17 10 17 17 5 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_26350-Pp3c1_26530Pp3c1_26350-Pp3c1_26530intergenic_regionPp3c1_26350-Pp3c1_26530NA NA n.19109273_19109274insAATATNA NA NA NA NA
Chr01 19109277 TCTA T Chr01_19109277_TCTA_TTCTA_T INDEL 11208.59 16 8 13 17 12 11 18 13 16 16 4 8 7 5 16 8 13 17 12 11 18 13 16 16 4 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_26350-Pp3c1_26530Pp3c1_26350-Pp3c1_26530intergenic_regionPp3c1_26350-Pp3c1_26530NA NA n.19109278_19109280delCTANA NA NA NA NA
Chr01 19328584 G A Chr01_19328584_G_AG_A SNP 11309.63 22 7 11 12 13 8 21 13 14 14 11 10 8 5 22 7 11 12 13 8 21 13 14 14 11 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_26600Pp3c1_26600transcript PAC:32967160protein_codingNA c.-5829G>A NA NA NA NA 4869
Chr01 19328584 G A Chr01_19328584_G_AG_A SNP 11309.63 22 7 11 12 13 8 21 13 14 14 11 10 8 5 22 7 11 12 13 8 21 13 14 14 11 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_26600Pp3c1_26600transcript PAC:32967161protein_codingNA c.-5829G>A NA NA NA NA 4642
Chr01 19328584 G A Chr01_19328584_G_AG_A SNP 11309.63 22 7 11 12 13 8 21 13 14 14 11 10 8 5 22 7 11 12 13 8 21 13 14 14 11 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_26600Pp3c1_26600transcript PAC:32967164protein_codingNA c.-5829G>A NA NA NA NA 4734
Chr01 19328584 G A Chr01_19328584_G_AG_A SNP 11309.63 22 7 11 12 13 8 21 13 14 14 11 10 8 5 22 7 11 12 13 8 21 13 14 14 11 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_26600Pp3c1_26600transcript PAC:32967163protein_codingNA c.-5829G>A NA NA NA NA 4736
Chr01 19328584 G A Chr01_19328584_G_AG_A SNP 11309.63 22 7 11 12 13 8 21 13 14 14 11 10 8 5 22 7 11 12 13 8 21 13 14 14 11 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_26600Pp3c1_26600transcript PAC:32967166protein_codingNA c.-5829G>A NA NA NA NA 4736
Chr01 19328584 G A Chr01_19328584_G_AG_A SNP 11309.63 22 7 11 12 13 8 21 13 14 14 11 10 8 5 22 7 11 12 13 8 21 13 14 14 11 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_26600Pp3c1_26600transcript PAC:32967165protein_codingNA c.-5829G>A NA NA NA NA 4736
Chr01 19328584 G A Chr01_19328584_G_AG_A SNP 11309.63 22 7 11 12 13 8 21 13 14 14 11 10 8 5 22 7 11 12 13 8 21 13 14 14 11 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_26600Pp3c1_26600transcript PAC:32967162protein_codingNA c.-5829G>A NA NA NA NA 4736
Chr01 19328584 G A Chr01_19328584_G_AG_A SNP 11309.63 22 7 11 12 13 8 21 13 14 14 11 10 8 5 22 7 11 12 13 8 21 13 14 14 11 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_26540-Pp3c1_26600Pp3c1_26540-Pp3c1_26600intergenic_regionPp3c1_26540-Pp3c1_26600NA NA n.19328584G>ANA NA NA NA NA
Chr01 19624106 A C Chr01_19624106_A_CA_C SNP 16304.63 24 15 13 25 16 29 19 21 11 16 14 17 5 9 24 15 13 25 16 29 19 21 11 16 14 17 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_27230Pp3c1_27230transcript PAC:32968920protein_coding 08-août c.567A>C p.Gln189His 985/1410 567/672 189/223 NA
Chr01 19624106 A C Chr01_19624106_A_CA_C SNP 16304.63 24 15 13 25 16 29 19 21 11 16 14 17 5 9 24 15 13 25 16 29 19 21 11 16 14 17 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_27230Pp3c1_27230transcript PAC:32968921protein_coding 08-août c.567A>C p.Gln189His 987/1328 567/672 189/223 NA
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_27330Pp3c1_27330transcript PAC:32966559protein_codingNA c.-1648_-1647insTANA NA NA NA 671
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_27361Pp3c1_27361transcript PAC:32970561protein_codingNA c.-1651_-1650insTANA NA NA NA 1519
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_27330Pp3c1_27330transcript PAC:32966561protein_codingNA c.-1648_-1647insTANA NA NA NA 671
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_27330Pp3c1_27330transcript PAC:32966560protein_codingNA c.-1648_-1647insTANA NA NA NA 707
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_27360Pp3c1_27360transcript PAC:32966828protein_codingNA c.*2602_*2603insTANA NA NA NA 1307
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_27360Pp3c1_27360transcript PAC:32966829protein_codingNA c.*2602_*2603insTANA NA NA NA 2289
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_27360Pp3c1_27360transcript PAC:32966830protein_codingNA c.*2832_*2833insTANA NA NA NA 2289
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_27360Pp3c1_27360transcript PAC:32966831protein_codingNA c.*3113_*3114insTANA NA NA NA 2289
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_27360Pp3c1_27360transcript PAC:32966832protein_codingNA c.*3520_*3521insTANA NA NA NA 2289
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_27360Pp3c1_27360transcript PAC:32966833protein_codingNA c.*3520_*3521insTANA NA NA NA 2289
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_27360Pp3c1_27360transcript PAC:32966834protein_codingNA c.*3520_*3521insTANA NA NA NA 2289
Chr01 19678493 C CTA Chr01_19678493_C_CTAC_CTA INDEL 3428.24 0 1 0 24 13 18 18 21 0 0 0 0 0 0 15 15 16 25 14 19 19 21 15 20 13 20 6 5 0 0 0 0.96 0.929 0.947 0.947 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_27330-Pp3c1_27360Pp3c1_27330-Pp3c1_27360intergenic_regionPp3c1_27330-Pp3c1_27360NA NA n.19678493_19678494insTANA NA NA NA NA
Chr01 19761349 C A Chr01_19761349_C_AC_A SNP 17977.63 25 16 24 27 19 20 25 25 18 21 9 9 9 11 25 16 24 27 19 20 25 25 18 21 9 9 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_27440-Pp3c1_27480Pp3c1_27440-Pp3c1_27480intergenic_regionPp3c1_27440-Pp3c1_27480NA NA n.19761349C>ANA NA NA NA NA
Chr01 19761405 A AT Chr01_19761405_A_ATA_AT INDEL 16285.59 35 21 24 26 21 19 23 27 23 25 12 7 8 16 35 21 24 26 21 19 23 27 23 25 12 7 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_27440-Pp3c1_27480Pp3c1_27440-Pp3c1_27480intergenic_regionPp3c1_27440-Pp3c1_27480NA NA n.19761405_19761406insTNA NA NA NA NA
Chr01 19987793 G GA Chr01_19987793_G_GAG_GA INDEL 16428.59 25 11 10 27 16 23 31 24 25 21 18 19 14 4 25 11 10 27 16 23 31 24 25 21 18 19 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&splice_region_variantHIGH Pp3c1_28010Pp3c1_28010transcript PAC:32970065protein_coding 04-juin c.2864dupA p.Asp955fs 2865/5553 2865/5553 955/1850 NA
Chr01 19987793 G GA Chr01_19987793_G_GAG_GA INDEL 16428.59 25 11 10 27 16 23 31 24 25 21 18 19 14 4 25 11 10 27 16 23 31 24 25 21 18 19 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&splice_region_variantHIGH Pp3c1_28010Pp3c1_28010transcript PAC:32970066protein_coding 04-juin c.2864dupA p.Asp955fs 3384/6072 2865/5553 955/1850 NA
Chr01 19987810 A AT Chr01_19987810_A_ATA_AT INDEL 16459.59 24 11 11 25 19 24 32 20 22 21 19 16 14 4 24 11 11 25 19 24 32 20 22 21 19 16 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_28010Pp3c1_28010transcript PAC:32970065protein_coding 04-mai c.2867+13_2867+14insTNA NA NA NA NA
Chr01 19987810 A AT Chr01_19987810_A_ATA_AT INDEL 16459.59 24 11 11 25 19 24 32 20 22 21 19 16 14 4 24 11 11 25 19 24 32 20 22 21 19 16 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_28010Pp3c1_28010transcript PAC:32970066protein_coding 04-mai c.2867+13_2867+14insTNA NA NA NA NA
Chr01 19990957 G GT Chr01_19990957_G_GTG_GT INDEL 15984.59 22 9 17 22 22 13 29 26 19 24 27 18 17 14 22 9 17 22 22 13 29 26 19 24 27 18 17 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_28010Pp3c1_28010transcript PAC:32970065protein_codingNA c.*229_*230insTNA NA NA NA 230
Chr01 19990957 G GT Chr01_19990957_G_GTG_GT INDEL 15984.59 22 9 17 22 22 13 29 26 19 24 27 18 17 14 22 9 17 22 22 13 29 26 19 24 27 18 17 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_28010Pp3c1_28010transcript PAC:32970066protein_codingNA c.*229_*230insTNA NA NA NA 230
Chr01 19990957 G GT Chr01_19990957_G_GTG_GT INDEL 15984.59 22 9 17 22 22 13 29 26 19 24 27 18 17 14 22 9 17 22 22 13 29 26 19 24 27 18 17 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_28010-Pp3c1_28020Pp3c1_28010-Pp3c1_28020intergenic_regionPp3c1_28010-Pp3c1_28020NA NA n.19990957_19990958insTNA NA NA NA NA
Chr01 20096787 C A Chr01_20096787_C_AC_A SNP 18232.63 14 14 16 18 15 21 19 25 26 20 10 17 16 5 14 14 16 18 15 21 19 25 26 20 10 17 16 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_28200Pp3c1_28200transcript PAC:32966653protein_codingNA c.*4586C>A NA NA NA NA 2475
Chr01 20096787 C A Chr01_20096787_C_AC_A SNP 18232.63 14 14 16 18 15 21 19 25 26 20 10 17 16 5 14 14 16 18 15 21 19 25 26 20 10 17 16 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_28200Pp3c1_28200transcript PAC:32966654protein_codingNA c.*4586C>A NA NA NA NA 2412
Chr01 20096787 C A Chr01_20096787_C_AC_A SNP 18232.63 14 14 16 18 15 21 19 25 26 20 10 17 16 5 14 14 16 18 15 21 19 25 26 20 10 17 16 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_28200-Pp3c1_28210Pp3c1_28200-Pp3c1_28210intergenic_regionPp3c1_28200-Pp3c1_28210NA NA n.20096787C>ANA NA NA NA NA
Chr01 20096789 C A Chr01_20096789_C_AC_A SNP 18313.63 16 14 16 18 15 21 18 25 26 21 10 17 15 5 16 14 16 18 15 21 18 25 26 21 10 17 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_28200Pp3c1_28200transcript PAC:32966653protein_codingNA c.*4588C>A NA NA NA NA 2477
Chr01 20096789 C A Chr01_20096789_C_AC_A SNP 18313.63 16 14 16 18 15 21 18 25 26 21 10 17 15 5 16 14 16 18 15 21 18 25 26 21 10 17 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_28200Pp3c1_28200transcript PAC:32966654protein_codingNA c.*4588C>A NA NA NA NA 2414
Chr01 20096789 C A Chr01_20096789_C_AC_A SNP 18313.63 16 14 16 18 15 21 18 25 26 21 10 17 15 5 16 14 16 18 15 21 18 25 26 21 10 17 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_28200-Pp3c1_28210Pp3c1_28200-Pp3c1_28210intergenic_regionPp3c1_28200-Pp3c1_28210NA NA n.20096789C>ANA NA NA NA NA
Chr01 20096794 T A Chr01_20096794_T_AT_A SNP 17796.63 16 13 17 17 15 20 19 24 25 19 10 17 15 5 16 13 17 17 15 20 19 24 25 19 10 17 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_28200Pp3c1_28200transcript PAC:32966653protein_codingNA c.*4593T>A NA NA NA NA 2482
Chr01 20096794 T A Chr01_20096794_T_AT_A SNP 17796.63 16 13 17 17 15 20 19 24 25 19 10 17 15 5 16 13 17 17 15 20 19 24 25 19 10 17 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_28200Pp3c1_28200transcript PAC:32966654protein_codingNA c.*4593T>A NA NA NA NA 2419
Chr01 20096794 T A Chr01_20096794_T_AT_A SNP 17796.63 16 13 17 17 15 20 19 24 25 19 10 17 15 5 16 13 17 17 15 20 19 24 25 19 10 17 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_28200-Pp3c1_28210Pp3c1_28200-Pp3c1_28210intergenic_regionPp3c1_28200-Pp3c1_28210NA NA n.20096794T>ANA NA NA NA NA
Chr01 20182553 C CT Chr01_20182553_C_CTC_CT INDEL 16093.59 26 20 20 27 26 29 29 30 28 15 16 19 13 14 26 20 20 27 26 29 29 30 28 15 16 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_28320Pp3c1_28320transcript PAC:32968928protein_codingNA c.*2846_*2847insTNA NA NA NA 2463
Chr01 20182553 C CT Chr01_20182553_C_CTC_CT INDEL 16093.59 26 20 20 27 26 29 29 30 28 15 16 19 13 14 26 20 20 27 26 29 29 30 28 15 16 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_28320Pp3c1_28320transcript PAC:32968929protein_codingNA c.*2846_*2847insTNA NA NA NA 2385
Chr01 20182553 C CT Chr01_20182553_C_CTC_CT INDEL 16093.59 26 20 20 27 26 29 29 30 28 15 16 19 13 14 26 20 20 27 26 29 29 30 28 15 16 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_28320-Pp3c1_28340Pp3c1_28320-Pp3c1_28340intergenic_regionPp3c1_28320-Pp3c1_28340NA NA n.20182553_20182554insTNA NA NA NA NA
Chr01 20185266 C CAT Chr01_20185266_C_CATC_CAT INDEL 115.37 0 0 0 0 0 0 1 0 1 0 0 0 6 0 23 10 12 17 13 16 17 12 17 16 7 13 7 5 0 0 0 0 0 0 0 0 0 0 0 0 0.857 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c1_28340Pp3c1_28340transcript PAC:32968501protein_codingNA c.-4480_-4479insATNA NA NA NA 3543
Chr01 20185266 C CAT Chr01_20185266_C_CATC_CAT INDEL 115.37 0 0 0 0 0 0 1 0 1 0 0 0 6 0 23 10 12 17 13 16 17 12 17 16 7 13 7 5 0 0 0 0 0 0 0 0 0 0 0 0 0.857 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c1_28340Pp3c1_28340transcript PAC:32968502protein_codingNA c.-4480_-4479insATNA NA NA NA 3490
Chr01 20185266 C CAT Chr01_20185266_C_CATC_CAT INDEL 115.37 0 0 0 0 0 0 1 0 1 0 0 0 6 0 23 10 12 17 13 16 17 12 17 16 7 13 7 5 0 0 0 0 0 0 0 0 0 0 0 0 0.857 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c1_28320-Pp3c1_28340Pp3c1_28320-Pp3c1_28340intergenic_regionPp3c1_28320-Pp3c1_28340NA NA n.20185266_20185267insATNA NA NA NA NA
Chr01 20391693 C CAT Chr01_20391693_C_CATC_CAT INDEL 1871.93 1 0 0 0 0 0 0 0 8 9 13 12 6 7 22 11 7 18 12 18 15 19 8 10 13 13 6 7 0 0 0 0 0 0 0 0 1 0.9 1 0.923 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_28510-Pp3c1_28560Pp3c1_28510-Pp3c1_28560intergenic_regionPp3c1_28510-Pp3c1_28560NA NA n.20391693_20391694insATNA NA NA NA NA
Chr01 20400688 G A Chr01_20400688_G_AG_A SNP 5960.29 0 0 0 27 18 22 27 30 0 0 0 0 0 0 24 9 13 28 18 22 27 30 14 17 15 13 10 6 0 0 0 0.964 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 missense_variantMODERATE Pp3c1_28560Pp3c1_28560transcript PAC:32968884protein_coding 02-mars c.482C>T p.Pro161Leu 1125/3530 482/2631 161/876 NA
Chr01 20400688 G A Chr01_20400688_G_AG_A SNP 5960.29 0 0 0 27 18 22 27 30 0 0 0 0 0 0 24 9 13 28 18 22 27 30 14 17 15 13 10 6 0 0 0 0.964 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 missense_variantMODERATE Pp3c1_28560Pp3c1_28560transcript PAC:32968885protein_coding 02-mars c.482C>T p.Pro161Leu 1335/3758 482/2631 161/876 NA
Chr01 20473315 AT A Chr01_20473315_AT_AAT_A INDEL 22048.59 41 19 23 25 21 26 29 24 29 28 18 16 17 7 41 19 23 25 21 26 29 24 29 28 18 16 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968630protein_codingNA c.-3955delT NA NA NA NA 2632
Chr01 20473315 AT A Chr01_20473315_AT_AAT_A INDEL 22048.59 41 19 23 25 21 26 29 24 29 28 18 16 17 7 41 19 23 25 21 26 29 24 29 28 18 16 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968632protein_codingNA c.-3955delT NA NA NA NA 2567
Chr01 20473315 AT A Chr01_20473315_AT_AAT_A INDEL 22048.59 41 19 23 25 21 26 29 24 29 28 18 16 17 7 41 19 23 25 21 26 29 24 29 28 18 16 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968631protein_codingNA c.-3955delT NA NA NA NA 2635
Chr01 20473315 AT A Chr01_20473315_AT_AAT_A INDEL 22048.59 41 19 23 25 21 26 29 24 29 28 18 16 17 7 41 19 23 25 21 26 29 24 29 28 18 16 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968633protein_codingNA c.-4877delT NA NA NA NA 2635
Chr01 20473315 AT A Chr01_20473315_AT_AAT_A INDEL 22048.59 41 19 23 25 21 26 29 24 29 28 18 16 17 7 41 19 23 25 21 26 29 24 29 28 18 16 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968634protein_codingNA c.-4877delT NA NA NA NA 2635
Chr01 20473315 AT A Chr01_20473315_AT_AAT_A INDEL 22048.59 41 19 23 25 21 26 29 24 29 28 18 16 17 7 41 19 23 25 21 26 29 24 29 28 18 16 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968635protein_codingNA c.-4877delT NA NA NA NA 4304
Chr01 20473315 AT A Chr01_20473315_AT_AAT_A INDEL 22048.59 41 19 23 25 21 26 29 24 29 28 18 16 17 7 41 19 23 25 21 26 29 24 29 28 18 16 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_28610-Pp3c1_28630Pp3c1_28610-Pp3c1_28630intergenic_regionPp3c1_28610-Pp3c1_28630NA NA n.20473316delTNA NA NA NA NA
Chr01 20473321 C CT Chr01_20473321_C_CTC_CT INDEL 22231.59 41 19 23 25 22 26 28 24 29 27 17 17 17 7 41 19 23 25 22 26 28 24 29 27 17 17 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968630protein_codingNA c.-3950_-3949insTNA NA NA NA 2626
Chr01 20473321 C CT Chr01_20473321_C_CTC_CT INDEL 22231.59 41 19 23 25 22 26 28 24 29 27 17 17 17 7 41 19 23 25 22 26 28 24 29 27 17 17 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968632protein_codingNA c.-3950_-3949insTNA NA NA NA 2561
Chr01 20473321 C CT Chr01_20473321_C_CTC_CT INDEL 22231.59 41 19 23 25 22 26 28 24 29 27 17 17 17 7 41 19 23 25 22 26 28 24 29 27 17 17 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968631protein_codingNA c.-3950_-3949insTNA NA NA NA 2629
Chr01 20473321 C CT Chr01_20473321_C_CTC_CT INDEL 22231.59 41 19 23 25 22 26 28 24 29 27 17 17 17 7 41 19 23 25 22 26 28 24 29 27 17 17 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968633protein_codingNA c.-4872_-4871insTNA NA NA NA 2629
Chr01 20473321 C CT Chr01_20473321_C_CTC_CT INDEL 22231.59 41 19 23 25 22 26 28 24 29 27 17 17 17 7 41 19 23 25 22 26 28 24 29 27 17 17 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968634protein_codingNA c.-4872_-4871insTNA NA NA NA 2629
Chr01 20473321 C CT Chr01_20473321_C_CTC_CT INDEL 22231.59 41 19 23 25 22 26 28 24 29 27 17 17 17 7 41 19 23 25 22 26 28 24 29 27 17 17 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968635protein_codingNA c.-4872_-4871insTNA NA NA NA 4298
Chr01 20473321 C CT Chr01_20473321_C_CTC_CT INDEL 22231.59 41 19 23 25 22 26 28 24 29 27 17 17 17 7 41 19 23 25 22 26 28 24 29 27 17 17 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_28610-Pp3c1_28630Pp3c1_28610-Pp3c1_28630intergenic_regionPp3c1_28610-Pp3c1_28630NA NA n.20473321_20473322insTNA NA NA NA NA
Chr01 20473361 T G Chr01_20473361_T_GT_G SNP 16560.63 35 16 22 17 22 23 20 25 26 20 15 15 14 7 35 16 22 17 22 23 20 25 26 20 15 15 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968630protein_codingNA c.-3910T>G NA NA NA NA 2587
Chr01 20473361 T G Chr01_20473361_T_GT_G SNP 16560.63 35 16 22 17 22 23 20 25 26 20 15 15 14 7 35 16 22 17 22 23 20 25 26 20 15 15 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968632protein_codingNA c.-3910T>G NA NA NA NA 2522
Chr01 20473361 T G Chr01_20473361_T_GT_G SNP 16560.63 35 16 22 17 22 23 20 25 26 20 15 15 14 7 35 16 22 17 22 23 20 25 26 20 15 15 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968631protein_codingNA c.-3910T>G NA NA NA NA 2590
Chr01 20473361 T G Chr01_20473361_T_GT_G SNP 16560.63 35 16 22 17 22 23 20 25 26 20 15 15 14 7 35 16 22 17 22 23 20 25 26 20 15 15 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968633protein_codingNA c.-4832T>G NA NA NA NA 2590
Chr01 20473361 T G Chr01_20473361_T_GT_G SNP 16560.63 35 16 22 17 22 23 20 25 26 20 15 15 14 7 35 16 22 17 22 23 20 25 26 20 15 15 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968634protein_codingNA c.-4832T>G NA NA NA NA 2590
Chr01 20473361 T G Chr01_20473361_T_GT_G SNP 16560.63 35 16 22 17 22 23 20 25 26 20 15 15 14 7 35 16 22 17 22 23 20 25 26 20 15 15 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968635protein_codingNA c.-4832T>G NA NA NA NA 4259
Chr01 20473361 T G Chr01_20473361_T_GT_G SNP 16560.63 35 16 22 17 22 23 20 25 26 20 15 15 14 7 35 16 22 17 22 23 20 25 26 20 15 15 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_28610-Pp3c1_28630Pp3c1_28610-Pp3c1_28630intergenic_regionPp3c1_28610-Pp3c1_28630NA NA n.20473361T>GNA NA NA NA NA
Chr01 20473415 G T Chr01_20473415_G_TG_T SNP 18364.63 36 19 24 25 28 25 16 25 27 21 11 15 14 10 36 19 24 25 28 25 16 25 27 21 11 15 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968630protein_codingNA c.-3856G>T NA NA NA NA 2533
Chr01 20473415 G T Chr01_20473415_G_TG_T SNP 18364.63 36 19 24 25 28 25 16 25 27 21 11 15 14 10 36 19 24 25 28 25 16 25 27 21 11 15 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968632protein_codingNA c.-3856G>T NA NA NA NA 2468
Chr01 20473415 G T Chr01_20473415_G_TG_T SNP 18364.63 36 19 24 25 28 25 16 25 27 21 11 15 14 10 36 19 24 25 28 25 16 25 27 21 11 15 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968631protein_codingNA c.-3856G>T NA NA NA NA 2536
Chr01 20473415 G T Chr01_20473415_G_TG_T SNP 18364.63 36 19 24 25 28 25 16 25 27 21 11 15 14 10 36 19 24 25 28 25 16 25 27 21 11 15 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968633protein_codingNA c.-4778G>T NA NA NA NA 2536
Chr01 20473415 G T Chr01_20473415_G_TG_T SNP 18364.63 36 19 24 25 28 25 16 25 27 21 11 15 14 10 36 19 24 25 28 25 16 25 27 21 11 15 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968634protein_codingNA c.-4778G>T NA NA NA NA 2536
Chr01 20473415 G T Chr01_20473415_G_TG_T SNP 18364.63 36 19 24 25 28 25 16 25 27 21 11 15 14 10 36 19 24 25 28 25 16 25 27 21 11 15 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28630Pp3c1_28630transcript PAC:32968635protein_codingNA c.-4778G>T NA NA NA NA 4205
Chr01 20473415 G T Chr01_20473415_G_TG_T SNP 18364.63 36 19 24 25 28 25 16 25 27 21 11 15 14 10 36 19 24 25 28 25 16 25 27 21 11 15 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_28610-Pp3c1_28630Pp3c1_28610-Pp3c1_28630intergenic_regionPp3c1_28610-Pp3c1_28630NA NA n.20473415G>TNA NA NA NA NA
Chr01 20556031 A AT Chr01_20556031_A_ATA_AT INDEL 13452.59 22 8 12 23 13 23 26 18 16 21 10 9 12 5 22 8 12 23 13 23 26 18 16 21 10 9 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_28820Pp3c1_28820transcript PAC:32970973protein_coding 01-févr c.-36dupA NA NA NA NA 36
Chr01 20556031 A AT Chr01_20556031_A_ATA_AT INDEL 13452.59 22 8 12 23 13 23 26 18 16 21 10 9 12 5 22 8 12 23 13 23 26 18 16 21 10 9 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_28820Pp3c1_28820transcript PAC:32970974protein_coding 01-févr c.-36dupA NA NA NA NA 36
Chr01 20556031 A AT Chr01_20556031_A_ATA_AT INDEL 13452.59 22 8 12 23 13 23 26 18 16 21 10 9 12 5 22 8 12 23 13 23 26 18 16 21 10 9 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28840Pp3c1_28840transcript PAC:32966863protein_codingNA c.-4586_-4585insTNA NA NA NA 4585
Chr01 20556031 A AT Chr01_20556031_A_ATA_AT INDEL 13452.59 22 8 12 23 13 23 26 18 16 21 10 9 12 5 22 8 12 23 13 23 26 18 16 21 10 9 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_28840Pp3c1_28840transcript PAC:32966864protein_codingNA c.-4491_-4490insTNA NA NA NA 4490
Chr01 20690964 CT C Chr01_20690964_CT_CCT_C INDEL 20453.59 28 12 16 20 17 26 15 20 29 20 20 14 13 17 28 12 16 20 17 26 15 20 29 20 20 14 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_29020-Pp3c1_29030Pp3c1_29020-Pp3c1_29030intergenic_regionPp3c1_29020-Pp3c1_29030NA NA n.20690965delTNA NA NA NA NA



Chr01 20690969 A T Chr01_20690969_A_TA_T SNP 21219.63 28 15 17 20 18 27 18 20 29 21 21 14 13 17 28 15 17 20 18 27 18 20 29 21 21 14 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_29020-Pp3c1_29030Pp3c1_29020-Pp3c1_29030intergenic_regionPp3c1_29020-Pp3c1_29030NA NA n.20690969A>TNA NA NA NA NA
Chr01 20690974 A T Chr01_20690974_A_TA_T SNP 21451.63 27 15 17 21 19 26 18 22 28 24 21 17 13 17 27 15 17 21 19 26 18 22 28 24 21 17 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_29020-Pp3c1_29030Pp3c1_29020-Pp3c1_29030intergenic_regionPp3c1_29020-Pp3c1_29030NA NA n.20690974A>TNA NA NA NA NA
Chr01 20786866 G GT Chr01_20786866_G_GTG_GT INDEL 16981.59 25 17 18 31 22 25 27 19 25 18 13 17 9 15 25 17 18 31 22 25 27 19 25 18 13 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_29179Pp3c1_29179transcript PAC:32969576protein_codingNA c.-1388_-1387insANA NA NA NA 922
Chr01 20786866 G GT Chr01_20786866_G_GTG_GT INDEL 16981.59 25 17 18 31 22 25 27 19 25 18 13 17 9 15 25 17 18 31 22 25 27 19 25 18 13 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_29170Pp3c1_29170transcript PAC:32970597protein_codingNA c.*2604_*2605insTNA NA NA NA 2228
Chr01 20786866 G GT Chr01_20786866_G_GTG_GT INDEL 16981.59 25 17 18 31 22 25 27 19 25 18 13 17 9 15 25 17 18 31 22 25 27 19 25 18 13 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_29170Pp3c1_29170transcript PAC:32970598protein_codingNA c.*2604_*2605insTNA NA NA NA 2228
Chr01 20786866 G GT Chr01_20786866_G_GTG_GT INDEL 16981.59 25 17 18 31 22 25 27 19 25 18 13 17 9 15 25 17 18 31 22 25 27 19 25 18 13 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_29170Pp3c1_29170transcript PAC:32970601protein_codingNA c.*2604_*2605insTNA NA NA NA 2228
Chr01 20786866 G GT Chr01_20786866_G_GTG_GT INDEL 16981.59 25 17 18 31 22 25 27 19 25 18 13 17 9 15 25 17 18 31 22 25 27 19 25 18 13 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_29170Pp3c1_29170transcript PAC:32970600protein_codingNA c.*2604_*2605insTNA NA NA NA 2228
Chr01 20786866 G GT Chr01_20786866_G_GTG_GT INDEL 16981.59 25 17 18 31 22 25 27 19 25 18 13 17 9 15 25 17 18 31 22 25 27 19 25 18 13 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_29170Pp3c1_29170transcript PAC:32970599protein_codingNA c.*2604_*2605insTNA NA NA NA 1006
Chr01 20786866 G GT Chr01_20786866_G_GTG_GT INDEL 16981.59 25 17 18 31 22 25 27 19 25 18 13 17 9 15 25 17 18 31 22 25 27 19 25 18 13 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_29179-Pp3c1_29260Pp3c1_29179-Pp3c1_29260intergenic_regionPp3c1_29179-Pp3c1_29260NA NA n.20786866_20786867insTNA NA NA NA NA
Chr01 20877786 T C Chr01_20877786_T_CT_C SNP 19546.63 40 20 21 22 22 27 30 22 16 22 28 10 10 12 40 20 21 22 22 27 30 22 16 22 28 10 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_29179-Pp3c1_29260Pp3c1_29179-Pp3c1_29260intergenic_regionPp3c1_29179-Pp3c1_29260NA NA n.20877786T>CNA NA NA NA NA
Chr01 21199148 G A Chr01_21199148_G_AG_A SNP 14252.63 27 14 10 14 12 20 23 23 12 17 11 10 7 4 27 14 10 14 12 20 23 23 12 17 11 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_29650Pp3c1_29650transcript PAC:32970748protein_codingNA c.*1677C>T NA NA NA NA 951
Chr01 21199148 G A Chr01_21199148_G_AG_A SNP 14252.63 27 14 10 14 12 20 23 23 12 17 11 10 7 4 27 14 10 14 12 20 23 23 12 17 11 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_29650Pp3c1_29650transcript PAC:32970749protein_codingNA c.*1677C>T NA NA NA NA 943
Chr01 21199148 G A Chr01_21199148_G_AG_A SNP 14252.63 27 14 10 14 12 20 23 23 12 17 11 10 7 4 27 14 10 14 12 20 23 23 12 17 11 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_29630-Pp3c1_29650Pp3c1_29630-Pp3c1_29650intergenic_regionPp3c1_29630-Pp3c1_29650NA NA n.21199148G>ANA NA NA NA NA
Chr01 21332486 C A Chr01_21332486_C_AC_A SNP 15914.63 16 8 8 21 12 24 17 21 11 18 14 20 8 11 16 8 8 21 12 24 17 21 11 18 14 20 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_29930-Pp3c1_29960Pp3c1_29930-Pp3c1_29960intergenic_regionPp3c1_29930-Pp3c1_29960NA NA n.21332486C>ANA NA NA NA NA
Chr01 21332488 C A Chr01_21332488_C_AC_A SNP 15914.63 16 9 8 21 12 24 17 22 12 17 14 21 8 11 16 9 8 21 12 24 17 22 12 17 14 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_29930-Pp3c1_29960Pp3c1_29930-Pp3c1_29960intergenic_regionPp3c1_29930-Pp3c1_29960NA NA n.21332488C>ANA NA NA NA NA
Chr01 21565844 A G Chr01_21565844_A_GA_G SNP 5080.29 0 0 0 18 16 19 19 23 0 0 0 0 0 0 21 13 13 18 16 19 19 23 21 14 5 22 7 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 missense_variantMODERATE Pp3c1_30350Pp3c1_30350transcript PAC:32971066protein_coding 01-mars c.1171A>G p.Lys391Glu 1981/5204 1171/3612 391/1203 NA
Chr01 21565844 A G Chr01_21565844_A_GA_G SNP 5080.29 0 0 0 18 16 19 19 23 0 0 0 0 0 0 21 13 13 18 16 19 19 23 21 14 5 22 7 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 missense_variantMODERATE Pp3c1_30350Pp3c1_30350transcript PAC:32971067protein_coding 02-avr c.1171A>G p.Lys391Glu 2067/5261 1171/3612 391/1203 NA
Chr01 21565844 A G Chr01_21565844_A_GA_G SNP 5080.29 0 0 0 18 16 19 19 23 0 0 0 0 0 0 21 13 13 18 16 19 19 23 21 14 5 22 7 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 missense_variantMODERATE Pp3c1_30350Pp3c1_30350transcript PAC:32971068protein_coding 01-mars c.1171A>G p.Lys391Glu 2231/5425 1171/3612 391/1203 NA
Chr01 21565844 A G Chr01_21565844_A_GA_G SNP 5080.29 0 0 0 18 16 19 19 23 0 0 0 0 0 0 21 13 13 18 16 19 19 23 21 14 5 22 7 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_30360Pp3c1_30360transcript PAC:32967931protein_codingNA c.*4177T>C NA NA NA NA 3746
Chr01 21565844 A G Chr01_21565844_A_GA_G SNP 5080.29 0 0 0 18 16 19 19 23 0 0 0 0 0 0 21 13 13 18 16 19 19 23 21 14 5 22 7 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_30360Pp3c1_30360transcript PAC:32967932protein_codingNA c.*4177T>C NA NA NA NA 3665
Chr01 21672598 T G Chr01_21672598_T_GT_G SNP 21406.63 30 14 17 30 23 24 23 21 27 25 14 16 14 11 30 14 17 30 23 24 23 21 27 25 14 17 14 11 1 1 1 1 1 1 1 1 1 1 1 0.941 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_30500Pp3c1_30500transcript PAC:32968044protein_codingNA c.*5802T>G NA NA NA NA 4665
Chr01 21672598 T G Chr01_21672598_T_GT_G SNP 21406.63 30 14 17 30 23 24 23 21 27 25 14 16 14 11 30 14 17 30 23 24 23 21 27 25 14 17 14 11 1 1 1 1 1 1 1 1 1 1 1 0.941 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_30500-Pp3c1_30530Pp3c1_30500-Pp3c1_30530intergenic_regionPp3c1_30500-Pp3c1_30530NA NA n.21672598T>GNA NA NA NA NA
Chr01 21672600 G T Chr01_21672600_G_TG_T SNP 21406.63 30 14 17 29 23 23 23 21 26 25 14 17 14 11 30 14 17 29 23 23 23 21 26 25 14 17 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_30500Pp3c1_30500transcript PAC:32968044protein_codingNA c.*5804G>T NA NA NA NA 4667
Chr01 21672600 G T Chr01_21672600_G_TG_T SNP 21406.63 30 14 17 29 23 23 23 21 26 25 14 17 14 11 30 14 17 29 23 23 23 21 26 25 14 17 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_30500-Pp3c1_30530Pp3c1_30500-Pp3c1_30530intergenic_regionPp3c1_30500-Pp3c1_30530NA NA n.21672600G>TNA NA NA NA NA
Chr01 21677004 AC A Chr01_21677004_AC_AAC_A INDEL 16896.59 29 7 20 27 19 29 25 25 16 25 15 22 9 5 29 7 20 27 19 29 25 25 16 25 15 22 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_30500-Pp3c1_30530Pp3c1_30500-Pp3c1_30530intergenic_regionPp3c1_30500-Pp3c1_30530NA NA n.21677005delCNA NA NA NA NA
Chr01 21677038 A T Chr01_21677038_A_TA_T SNP 16129.63 27 9 20 26 18 28 20 22 16 22 16 20 11 4 27 9 20 26 18 28 20 22 16 22 16 20 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_30500-Pp3c1_30530Pp3c1_30500-Pp3c1_30530intergenic_regionPp3c1_30500-Pp3c1_30530NA NA n.21677038A>TNA NA NA NA NA
Chr01 21684296 C G Chr01_21684296_C_GC_G SNP 18481.63 29 17 18 24 17 20 22 20 23 18 15 9 18 6 29 17 18 24 17 20 22 20 23 18 15 9 18 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_30500-Pp3c1_30530Pp3c1_30500-Pp3c1_30530intergenic_regionPp3c1_30500-Pp3c1_30530NA NA n.21684296C>GNA NA NA NA NA
Chr01 21707709 T A Chr01_21707709_T_AT_A SNP 6516.29 0 0 0 23 20 23 26 30 0 0 0 0 0 0 35 15 11 23 20 23 26 30 16 28 16 14 7 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_30540Pp3c1_30540transcript PAC:32967937protein_codingNA c.*4744T>A NA NA NA NA 4744
Chr01 21707709 T A Chr01_21707709_T_AT_A SNP 6516.29 0 0 0 23 20 23 26 30 0 0 0 0 0 0 35 15 11 23 20 23 26 30 16 28 16 14 7 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_30540-Pp3c1_30550Pp3c1_30540-Pp3c1_30550intergenic_regionPp3c1_30540-Pp3c1_30550NA NA n.21707709T>ANA NA NA NA NA
Chr01 21771997 TA T Chr01_21771997_TA_TTA_T INDEL 16555.59 31 21 10 26 22 24 35 18 25 26 21 29 13 11 31 21 10 26 22 24 35 18 25 26 21 29 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_30620Pp3c1_30620transcript PAC:32968937protein_codingNA c.-691delA NA NA NA NA 614
Chr01 21771997 TA T Chr01_21771997_TA_TTA_T INDEL 16555.59 31 21 10 26 22 24 35 18 25 26 21 29 13 11 31 21 10 26 22 24 35 18 25 26 21 29 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_30620Pp3c1_30620transcript PAC:32968938protein_codingNA c.-691delA NA NA NA NA 623
Chr01 21771997 TA T Chr01_21771997_TA_TTA_T INDEL 16555.59 31 21 10 26 22 24 35 18 25 26 21 29 13 11 31 21 10 26 22 24 35 18 25 26 21 29 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_30620Pp3c1_30620transcript PAC:32968939protein_codingNA c.-1126delA NA NA NA NA 623
Chr01 21771997 TA T Chr01_21771997_TA_TTA_T INDEL 16555.59 31 21 10 26 22 24 35 18 25 26 21 29 13 11 31 21 10 26 22 24 35 18 25 26 21 29 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_30610-Pp3c1_30620Pp3c1_30610-Pp3c1_30620intergenic_regionPp3c1_30610-Pp3c1_30620NA NA n.21771998delANA NA NA NA NA
Chr01 21857131 G C Chr01_21857131_G_CG_C SNP 13822.29 24 12 24 0 0 0 0 0 30 24 21 12 18 8 25 12 24 25 29 28 25 24 30 24 21 12 18 8 0.96 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c1_30800Pp3c1_30800transcript PAC:32970453protein_codingNA c.-33C>G NA NA NA NA 33
Chr01 21857131 G C Chr01_21857131_G_CG_C SNP 13822.29 24 12 24 0 0 0 0 0 30 24 21 12 18 8 25 12 24 25 29 28 25 24 30 24 21 12 18 8 0.96 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_30810Pp3c1_30810transcript PAC:32970740protein_codingNA c.*1800C>G NA NA NA NA 1800
Chr01 21857131 G C Chr01_21857131_G_CG_C SNP 13822.29 24 12 24 0 0 0 0 0 30 24 21 12 18 8 25 12 24 25 29 28 25 24 30 24 21 12 18 8 0.96 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c1_30800-Pp3c1_30810Pp3c1_30800-Pp3c1_30810intergenic_regionPp3c1_30800-Pp3c1_30810NA NA n.21857131G>CNA NA NA NA NA
Chr01 21886193 T A Chr01_21886193_T_AT_A SNP 2074.39 31 7 13 0 0 0 0 0 0 0 0 0 0 0 31 7 13 17 11 25 31 22 18 18 7 10 7 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c1_30940Pp3c1_30940transcript PAC:32968163protein_codingNA c.-4709T>A NA NA NA NA 4709
Chr01 21886193 T A Chr01_21886193_T_AT_A SNP 2074.39 31 7 13 0 0 0 0 0 0 0 0 0 0 0 31 7 13 17 11 25 31 22 18 18 7 10 7 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c1_30940Pp3c1_30940transcript PAC:32968164protein_codingNA c.-4709T>A NA NA NA NA 4709
Chr01 21886193 T A Chr01_21886193_T_AT_A SNP 2074.39 31 7 13 0 0 0 0 0 0 0 0 0 0 0 31 7 13 17 11 25 31 22 18 18 7 10 7 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c1_30920-Pp3c1_30940Pp3c1_30920-Pp3c1_30940intergenic_regionPp3c1_30920-Pp3c1_30940NA NA n.21886193T>ANA NA NA NA NA
Chr01 21920309 CTA C Chr01_21920309_CTA_CCTA_C INDEL 8258.37 20 0 15 19 16 15 8 15 18 12 8 7 8 4 20 6 16 19 18 16 10 17 19 12 8 7 8 4 1 0 0.938 1 0.889 0.938 0.8 0.882 0.947 1 1 1 1 1 0 14 14 0 7 5 2 downstream_gene_variantMODIFIER Pp3c1_30990Pp3c1_30990transcript PAC:32970191protein_codingNA c.*4888_*4889delTANA NA NA NA 4169
Chr01 21920309 CTA C Chr01_21920309_CTA_CCTA_C INDEL 8258.37 20 0 15 19 16 15 8 15 18 12 8 7 8 4 20 6 16 19 18 16 10 17 19 12 8 7 8 4 1 0 0.938 1 0.889 0.938 0.8 0.882 0.947 1 1 1 1 1 0 14 14 0 7 5 2 downstream_gene_variantMODIFIER Pp3c1_30990Pp3c1_30990transcript PAC:32970192protein_codingNA c.*4888_*4889delTANA NA NA NA 4294
Chr01 21920309 CTA C Chr01_21920309_CTA_CCTA_C INDEL 8258.37 20 0 15 19 16 15 8 15 18 12 8 7 8 4 20 6 16 19 18 16 10 17 19 12 8 7 8 4 1 0 0.938 1 0.889 0.938 0.8 0.882 0.947 1 1 1 1 1 0 14 14 0 7 5 2 intergenic_regionMODIFIER Pp3c1_30990-Pp3c1_31020Pp3c1_30990-Pp3c1_31020intergenic_regionPp3c1_30990-Pp3c1_31020NA NA n.21920310_21920311delTANA NA NA NA NA
Chr01 22120317 G A Chr01_22120317_G_AG_A SNP 17565.63 22 18 16 17 15 12 28 24 25 22 27 22 13 9 22 18 18 18 18 13 29 25 25 24 28 22 13 9 1 1 0.889 0.944 0.833 0.923 0.966 0.96 1 0.917 0.964 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31300-Pp3c1_31360Pp3c1_31300-Pp3c1_31360intergenic_regionPp3c1_31300-Pp3c1_31360NA NA n.22120317G>ANA NA NA NA NA
Chr01 22154012 AAGAATACAAAAAAATATGAATTTAGAGA Chr01_22154012_AAGAATACAAAAAAATATGAATTTAGAG_AAAGAATACAAAAAAATATGAATTTAGAG_AINDEL 15959.59 18 12 12 18 15 17 31 18 25 22 7 10 10 15 18 12 13 18 17 18 31 18 25 22 7 11 10 15 1 1 0.923 1 0.882 0.944 1 1 1 1 1 0.909 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31300-Pp3c1_31360Pp3c1_31300-Pp3c1_31360intergenic_regionPp3c1_31300-Pp3c1_31360NA NA n.22154013_22154039delAGAATACAAAAAAATATGAATTTAGAGNA NA NA NA NA
Chr01 22155680 A G Chr01_22155680_A_GA_G SNP 13397.63 25 10 8 25 14 23 17 25 23 15 9 11 12 7 25 10 8 25 14 23 17 25 23 15 9 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31300-Pp3c1_31360Pp3c1_31300-Pp3c1_31360intergenic_regionPp3c1_31300-Pp3c1_31360NA NA n.22155680A>GNA NA NA NA NA
Chr01 22155945 C T Chr01_22155945_C_TC_T SNP 14511.63 27 9 9 25 10 19 28 26 24 11 14 17 13 10 27 9 9 25 10 19 28 26 24 11 14 17 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_31360Pp3c1_31360transcript PAC:32968896protein_codingNA c.-6006C>T NA NA NA NA 4964
Chr01 22155945 C T Chr01_22155945_C_TC_T SNP 14511.63 27 9 9 25 10 19 28 26 24 11 14 17 13 10 27 9 9 25 10 19 28 26 24 11 14 17 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31300-Pp3c1_31360Pp3c1_31300-Pp3c1_31360intergenic_regionPp3c1_31300-Pp3c1_31360NA NA n.22155945C>TNA NA NA NA NA
Chr01 22287116 T C Chr01_22287116_T_CT_C SNP 21533.63 39 12 15 29 20 23 37 19 18 32 23 18 13 15 39 12 15 29 20 23 37 19 18 32 23 18 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31540-Pp3c1_31600Pp3c1_31540-Pp3c1_31600intergenic_regionPp3c1_31540-Pp3c1_31600NA NA n.22287116T>CNA NA NA NA NA
Chr01 22333861 C T Chr01_22333861_C_TC_T SNP 10990.63 24 6 11 18 8 19 18 12 18 26 10 10 6 7 24 6 11 18 8 19 18 12 18 26 10 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31630-Pp3c1_31680Pp3c1_31630-Pp3c1_31680intergenic_regionPp3c1_31630-Pp3c1_31680NA NA n.22333861C>TNA NA NA NA NA
Chr01 22374336 G GT Chr01_22374336_G_GTG_GT INDEL 19140.59 39 15 26 30 23 18 39 15 16 33 18 17 13 18 39 15 26 30 23 18 39 15 16 33 18 17 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_31680Pp3c1_31680transcript PAC:32969582protein_codingNA c.-4799_-4798insANA NA NA NA 4267
Chr01 22374336 G GT Chr01_22374336_G_GTG_GT INDEL 19140.59 39 15 26 30 23 18 39 15 16 33 18 17 13 18 39 15 26 30 23 18 39 15 16 33 18 17 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_31680Pp3c1_31680transcript PAC:32969583protein_codingNA c.-4799_-4798insANA NA NA NA 4233
Chr01 22374336 G GT Chr01_22374336_G_GTG_GT INDEL 19140.59 39 15 26 30 23 18 39 15 16 33 18 17 13 18 39 15 26 30 23 18 39 15 16 33 18 17 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_31680Pp3c1_31680transcript PAC:32969584protein_codingNA c.-4799_-4798insANA NA NA NA 4233
Chr01 22374336 G GT Chr01_22374336_G_GTG_GT INDEL 19140.59 39 15 26 30 23 18 39 15 16 33 18 17 13 18 39 15 26 30 23 18 39 15 16 33 18 17 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_31680Pp3c1_31680transcript PAC:32969585protein_codingNA c.-5513_-5512insANA NA NA NA 4233
Chr01 22374336 G GT Chr01_22374336_G_GTG_GT INDEL 19140.59 39 15 26 30 23 18 39 15 16 33 18 17 13 18 39 15 26 30 23 18 39 15 16 33 18 17 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_31680Pp3c1_31680transcript PAC:32969586protein_codingNA c.-5513_-5512insANA NA NA NA 4233
Chr01 22374336 G GT Chr01_22374336_G_GTG_GT INDEL 19140.59 39 15 26 30 23 18 39 15 16 33 18 17 13 18 39 15 26 30 23 18 39 15 16 33 18 17 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31680-Pp3c1_31720Pp3c1_31680-Pp3c1_31720intergenic_regionPp3c1_31680-Pp3c1_31720NA NA n.22374336_22374337insTNA NA NA NA NA
Chr01 22375807 G T Chr01_22375807_G_TG_T SNP 10432.63 16 8 10 17 11 14 13 17 11 7 4 5 5 5 16 8 10 17 11 14 13 17 11 7 4 5 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31680-Pp3c1_31720Pp3c1_31680-Pp3c1_31720intergenic_regionPp3c1_31680-Pp3c1_31720NA NA n.22375807G>TNA NA NA NA NA
Chr01 22385693 G T Chr01_22385693_G_TG_T SNP 14333.63 17 13 9 22 23 22 6 19 18 18 15 16 12 15 17 13 9 22 23 22 6 19 18 18 15 16 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31680-Pp3c1_31720Pp3c1_31680-Pp3c1_31720intergenic_regionPp3c1_31680-Pp3c1_31720NA NA n.22385693G>TNA NA NA NA NA
Chr01 22386221 C T Chr01_22386221_C_TC_T SNP 17731.63 32 15 16 12 22 27 21 28 18 17 11 14 12 12 32 15 16 12 22 27 21 28 18 17 11 14 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31680-Pp3c1_31720Pp3c1_31680-Pp3c1_31720intergenic_regionPp3c1_31680-Pp3c1_31720NA NA n.22386221C>TNA NA NA NA NA
Chr01 22386282 TA T Chr01_22386282_TA_TTA_T INDEL 16438.59 33 16 16 10 19 27 24 26 22 16 11 18 10 18 33 16 16 10 19 27 24 26 22 16 11 18 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31680-Pp3c1_31720Pp3c1_31680-Pp3c1_31720intergenic_regionPp3c1_31680-Pp3c1_31720NA NA n.22386283delANA NA NA NA NA
Chr01 22386596 TC T Chr01_22386596_TC_TTC_T INDEL 18117.59 34 17 16 29 24 32 29 33 30 21 16 24 18 10 34 17 16 29 24 32 29 33 30 21 16 24 18 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31680-Pp3c1_31720Pp3c1_31680-Pp3c1_31720intergenic_regionPp3c1_31680-Pp3c1_31720NA NA n.22386597delCNA NA NA NA NA
Chr01 22386684 C A Chr01_22386684_C_AC_A SNP 22554.63 33 18 15 33 29 26 28 36 29 18 19 18 16 6 33 18 15 33 29 26 28 36 29 18 19 18 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31680-Pp3c1_31720Pp3c1_31680-Pp3c1_31720intergenic_regionPp3c1_31680-Pp3c1_31720NA NA n.22386684C>ANA NA NA NA NA
Chr01 22386685 C A Chr01_22386685_C_AC_A SNP 22554.63 33 18 15 33 29 26 28 37 30 18 19 18 17 6 33 18 15 33 29 26 28 37 30 18 19 18 17 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31680-Pp3c1_31720Pp3c1_31680-Pp3c1_31720intergenic_regionPp3c1_31680-Pp3c1_31720NA NA n.22386685C>ANA NA NA NA NA
Chr01 22386728 C A Chr01_22386728_C_AC_A SNP 21766.63 30 23 19 36 29 25 26 37 24 22 22 20 20 6 30 23 19 36 29 25 26 37 24 22 22 20 20 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_31680-Pp3c1_31720Pp3c1_31680-Pp3c1_31720intergenic_regionPp3c1_31680-Pp3c1_31720NA NA n.22386728C>ANA NA NA NA NA
Chr01 22430490 G GAT Chr01_22430490_G_GATG_GAT INDEL 2519.24 2 0 0 16 7 17 13 13 0 0 2 0 0 0 21 11 10 18 7 17 13 13 22 13 11 9 6 9 0.095 0 0 0.889 1 1 1 1 0 0 0.182 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c1_31760-Pp3c1_31830Pp3c1_31760-Pp3c1_31830intergenic_regionPp3c1_31760-Pp3c1_31830NA NA n.22430490_22430491insATNA NA NA NA NA
Chr01 22933128 A T Chr01_22933128_A_TA_T SNP 17121.63 23 25 6 23 12 27 30 22 28 14 20 20 7 7 23 25 6 23 12 27 30 22 28 14 20 20 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32480Pp3c1_32480transcript PAC:32969492protein_codingNA c.-3740A>T NA NA NA NA 3054
Chr01 22933128 A T Chr01_22933128_A_TA_T SNP 17121.63 23 25 6 23 12 27 30 22 28 14 20 20 7 7 23 25 6 23 12 27 30 22 28 14 20 20 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32480Pp3c1_32480transcript PAC:32969493protein_codingNA c.-3740A>T NA NA NA NA 2958
Chr01 22933128 A T Chr01_22933128_A_TA_T SNP 17121.63 23 25 6 23 12 27 30 22 28 14 20 20 7 7 23 25 6 23 12 27 30 22 28 14 20 20 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32480Pp3c1_32480transcript PAC:32969494protein_codingNA c.-3881A>T NA NA NA NA 3054
Chr01 22933128 A T Chr01_22933128_A_TA_T SNP 17121.63 23 25 6 23 12 27 30 22 28 14 20 20 7 7 23 25 6 23 12 27 30 22 28 14 20 20 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32449-Pp3c1_32480Pp3c1_32449-Pp3c1_32480intergenic_regionPp3c1_32449-Pp3c1_32480NA NA n.22933128A>TNA NA NA NA NA
Chr01 22953307 T A Chr01_22953307_T_AT_A SNP 17568.63 35 13 12 27 24 29 21 19 21 16 9 10 7 4 35 13 12 27 24 29 21 19 21 16 9 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32490Pp3c1_32490transcript PAC:32969207protein_codingNA c.*3849T>A NA NA NA NA 3477
Chr01 22953307 T A Chr01_22953307_T_AT_A SNP 17568.63 35 13 12 27 24 29 21 19 21 16 9 10 7 4 35 13 12 27 24 29 21 19 21 16 9 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32490Pp3c1_32490transcript PAC:32969208protein_codingNA c.*3849T>A NA NA NA NA 3566
Chr01 22953307 T A Chr01_22953307_T_AT_A SNP 17568.63 35 13 12 27 24 29 21 19 21 16 9 10 7 4 35 13 12 27 24 29 21 19 21 16 9 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32490-Pp3c1_32509Pp3c1_32490-Pp3c1_32509intergenic_regionPp3c1_32490-Pp3c1_32509NA NA n.22953307T>ANA NA NA NA NA
Chr01 22972213 C CTA Chr01_22972213_C_CTAC_CTA INDEL 374.37 1 1 0 0 12 0 0 2 1 1 0 0 0 0 24 16 7 30 12 16 18 16 17 19 11 13 9 7 0 0 0 0 1 0 0 0.125 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c1_32509Pp3c1_32509transcript PAC:32971344protein_codingNA c.*5442_*5443insTANA NA NA NA 4946
Chr01 22972213 C CTA Chr01_22972213_C_CTAC_CTA INDEL 374.37 1 1 0 0 12 0 0 2 1 1 0 0 0 0 24 16 7 30 12 16 18 16 17 19 11 13 9 7 0 0 0 0 1 0 0 0.125 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c1_32509-Pp3c1_32520Pp3c1_32509-Pp3c1_32520intergenic_regionPp3c1_32509-Pp3c1_32520NA NA n.22972213_22972214insTANA NA NA NA NA
Chr01 22975752 AT A Chr01_22975752_AT_AAT_A INDEL 23004.59 31 17 17 36 17 26 29 22 15 26 14 30 15 8 31 17 17 36 17 26 29 22 15 26 14 30 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32520Pp3c1_32520transcript PAC:32970706protein_codingNA c.*4616delA NA NA NA NA 3658
Chr01 22975752 AT A Chr01_22975752_AT_AAT_A INDEL 23004.59 31 17 17 36 17 26 29 22 15 26 14 30 15 8 31 17 17 36 17 26 29 22 15 26 14 30 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32520Pp3c1_32520transcript PAC:32970707protein_codingNA c.*4616delA NA NA NA NA 3675
Chr01 22975752 AT A Chr01_22975752_AT_AAT_A INDEL 23004.59 31 17 17 36 17 26 29 22 15 26 14 30 15 8 31 17 17 36 17 26 29 22 15 26 14 30 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32520Pp3c1_32520transcript PAC:32970708protein_codingNA c.*4616delA NA NA NA NA 3675
Chr01 22975752 AT A Chr01_22975752_AT_AAT_A INDEL 23004.59 31 17 17 36 17 26 29 22 15 26 14 30 15 8 31 17 17 36 17 26 29 22 15 26 14 30 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32520Pp3c1_32520transcript PAC:32970709protein_codingNA c.*4616delA NA NA NA NA 3675
Chr01 22975752 AT A Chr01_22975752_AT_AAT_A INDEL 23004.59 31 17 17 36 17 26 29 22 15 26 14 30 15 8 31 17 17 36 17 26 29 22 15 26 14 30 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32509-Pp3c1_32520Pp3c1_32509-Pp3c1_32520intergenic_regionPp3c1_32509-Pp3c1_32520NA NA n.22975753delTNA NA NA NA NA
Chr01 22975760 C CA Chr01_22975760_C_CAC_CA INDEL 23445.59 32 17 18 36 17 26 31 22 16 27 12 33 17 8 32 17 18 36 17 26 31 22 16 27 12 33 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32520Pp3c1_32520transcript PAC:32970706protein_codingNA c.*4608_*4609insTNA NA NA NA 3650
Chr01 22975760 C CA Chr01_22975760_C_CAC_CA INDEL 23445.59 32 17 18 36 17 26 31 22 16 27 12 33 17 8 32 17 18 36 17 26 31 22 16 27 12 33 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32520Pp3c1_32520transcript PAC:32970707protein_codingNA c.*4608_*4609insTNA NA NA NA 3667
Chr01 22975760 C CA Chr01_22975760_C_CAC_CA INDEL 23445.59 32 17 18 36 17 26 31 22 16 27 12 33 17 8 32 17 18 36 17 26 31 22 16 27 12 33 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32520Pp3c1_32520transcript PAC:32970708protein_codingNA c.*4608_*4609insTNA NA NA NA 3667
Chr01 22975760 C CA Chr01_22975760_C_CAC_CA INDEL 23445.59 32 17 18 36 17 26 31 22 16 27 12 33 17 8 32 17 18 36 17 26 31 22 16 27 12 33 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32520Pp3c1_32520transcript PAC:32970709protein_codingNA c.*4608_*4609insTNA NA NA NA 3667
Chr01 22975760 C CA Chr01_22975760_C_CAC_CA INDEL 23445.59 32 17 18 36 17 26 31 22 16 27 12 33 17 8 32 17 18 36 17 26 31 22 16 27 12 33 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32509-Pp3c1_32520Pp3c1_32509-Pp3c1_32520intergenic_regionPp3c1_32509-Pp3c1_32520NA NA n.22975760_22975761insANA NA NA NA NA
Chr01 23023909 T TTA Chr01_23023909_T_TTAT_TTA INDEL 2170.93 1 1 0 0 0 0 0 1 16 20 11 6 8 10 23 11 9 13 19 20 21 15 16 20 11 6 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_32570Pp3c1_32570transcript PAC:32967556protein_codingNA c.-5378_-5377insTANA NA NA NA 4283
Chr01 23023909 T TTA Chr01_23023909_T_TTAT_TTA INDEL 2170.93 1 1 0 0 0 0 0 1 16 20 11 6 8 10 23 11 9 13 19 20 21 15 16 20 11 6 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_32580Pp3c1_32580transcript PAC:32969174protein_codingNA c.-2176_-2175insTANA NA NA NA 2128
Chr01 23023909 T TTA Chr01_23023909_T_TTAT_TTA INDEL 2170.93 1 1 0 0 0 0 0 1 16 20 11 6 8 10 23 11 9 13 19 20 21 15 16 20 11 6 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_32590Pp3c1_32590transcript PAC:32967010protein_codingNA c.-861_-860insTANA NA NA NA 375
Chr01 23023909 T TTA Chr01_23023909_T_TTAT_TTA INDEL 2170.93 1 1 0 0 0 0 0 1 16 20 11 6 8 10 23 11 9 13 19 20 21 15 16 20 11 6 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_32570Pp3c1_32570transcript PAC:32967557protein_codingNA c.-5378_-5377insTANA NA NA NA 2110
Chr01 23023909 T TTA Chr01_23023909_T_TTAT_TTA INDEL 2170.93 1 1 0 0 0 0 0 1 16 20 11 6 8 10 23 11 9 13 19 20 21 15 16 20 11 6 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_32580Pp3c1_32580transcript PAC:32969175protein_codingNA c.-2176_-2175insTANA NA NA NA 2128
Chr01 23023909 T TTA Chr01_23023909_T_TTAT_TTA INDEL 2170.93 1 1 0 0 0 0 0 1 16 20 11 6 8 10 23 11 9 13 19 20 21 15 16 20 11 6 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_32590Pp3c1_32590transcript PAC:32967011protein_codingNA c.-861_-860insTANA NA NA NA 470
Chr01 23023909 T TTA Chr01_23023909_T_TTAT_TTA INDEL 2170.93 1 1 0 0 0 0 0 1 16 20 11 6 8 10 23 11 9 13 19 20 21 15 16 20 11 6 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_32590Pp3c1_32590transcript PAC:32967012protein_codingNA c.-861_-860insTANA NA NA NA 840
Chr01 23023909 T TTA Chr01_23023909_T_TTAT_TTA INDEL 2170.93 1 1 0 0 0 0 0 1 16 20 11 6 8 10 23 11 9 13 19 20 21 15 16 20 11 6 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_32570-Pp3c1_32590Pp3c1_32570-Pp3c1_32590intergenic_regionPp3c1_32570-Pp3c1_32590NA NA n.23023909_23023910insTANA NA NA NA NA
Chr01 23105930 AC A Chr01_23105930_AC_AAC_A INDEL 19806.59 31 9 19 43 29 26 23 17 28 31 12 16 15 11 31 9 19 43 29 26 23 17 28 31 12 16 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32680Pp3c1_32680transcript PAC:32970853protein_codingNA c.*4518delC NA NA NA NA 4518
Chr01 23105930 AC A Chr01_23105930_AC_AAC_A INDEL 19806.59 31 9 19 43 29 26 23 17 28 31 12 16 15 11 31 9 19 43 29 26 23 17 28 31 12 16 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32680-Pp3c1_32690Pp3c1_32680-Pp3c1_32690intergenic_regionPp3c1_32680-Pp3c1_32690NA NA n.23105931delCNA NA NA NA NA
Chr01 23105961 C A Chr01_23105961_C_AC_A SNP 21249.63 32 10 20 46 31 25 18 21 30 31 11 11 15 10 32 10 20 46 31 25 18 21 30 31 11 11 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32680Pp3c1_32680transcript PAC:32970853protein_codingNA c.*4548C>A NA NA NA NA 4548
Chr01 23105961 C A Chr01_23105961_C_AC_A SNP 21249.63 32 10 20 46 31 25 18 21 30 31 11 11 15 10 32 10 20 46 31 25 18 21 30 31 11 11 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32680-Pp3c1_32690Pp3c1_32680-Pp3c1_32690intergenic_regionPp3c1_32680-Pp3c1_32690NA NA n.23105961C>ANA NA NA NA NA
Chr01 23106005 T A Chr01_23106005_T_AT_A SNP 19808.63 30 12 17 36 31 27 14 24 22 25 16 9 12 7 30 12 17 36 31 27 14 24 22 25 16 9 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32680Pp3c1_32680transcript PAC:32970853protein_codingNA c.*4592T>A NA NA NA NA 4592
Chr01 23106005 T A Chr01_23106005_T_AT_A SNP 19808.63 30 12 17 36 31 27 14 24 22 25 16 9 12 7 30 12 17 36 31 27 14 24 22 25 16 9 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32680-Pp3c1_32690Pp3c1_32680-Pp3c1_32690intergenic_regionPp3c1_32680-Pp3c1_32690NA NA n.23106005T>ANA NA NA NA NA
Chr01 23106069 C A Chr01_23106069_C_AC_A SNP 18762.63 27 13 14 33 20 28 20 26 16 31 22 8 13 7 27 13 14 33 20 28 20 26 16 31 22 8 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32680Pp3c1_32680transcript PAC:32970853protein_codingNA c.*4656C>A NA NA NA NA 4656
Chr01 23106069 C A Chr01_23106069_C_AC_A SNP 18762.63 27 13 14 33 20 28 20 26 16 31 22 8 13 7 27 13 14 33 20 28 20 26 16 31 22 8 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32680-Pp3c1_32690Pp3c1_32680-Pp3c1_32690intergenic_regionPp3c1_32680-Pp3c1_32690NA NA n.23106069C>ANA NA NA NA NA
Chr01 23106348 A T Chr01_23106348_A_TA_T SNP 19543.63 28 10 19 27 17 25 26 29 24 17 18 22 12 6 28 10 19 27 17 25 26 29 24 17 18 22 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32680Pp3c1_32680transcript PAC:32970853protein_codingNA c.*4935A>T NA NA NA NA 4935
Chr01 23106348 A T Chr01_23106348_A_TA_T SNP 19543.63 28 10 19 27 17 25 26 29 24 17 18 22 12 6 28 10 19 27 17 25 26 29 24 17 18 22 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32680-Pp3c1_32690Pp3c1_32680-Pp3c1_32690intergenic_regionPp3c1_32680-Pp3c1_32690NA NA n.23106348A>TNA NA NA NA NA
Chr01 23119331 A C Chr01_23119331_A_CA_C SNP 14255.63 25 6 13 23 15 13 13 20 19 19 16 11 6 9 25 6 13 23 15 13 13 20 19 19 16 11 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32730Pp3c1_32730transcript PAC:32968988protein_codingNA c.-6025A>C NA NA NA NA 4215
Chr01 23119331 A C Chr01_23119331_A_CA_C SNP 14255.63 25 6 13 23 15 13 13 20 19 19 16 11 6 9 25 6 13 23 15 13 13 20 19 19 16 11 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32690Pp3c1_32690transcript PAC:32967191protein_codingNA c.*4444A>C NA NA NA NA 4279
Chr01 23119331 A C Chr01_23119331_A_CA_C SNP 14255.63 25 6 13 23 15 13 13 20 19 19 16 11 6 9 25 6 13 23 15 13 13 20 19 19 16 11 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32690-Pp3c1_32730Pp3c1_32690-Pp3c1_32730intergenic_regionPp3c1_32690-Pp3c1_32730NA NA n.23119331A>CNA NA NA NA NA
Chr01 23186689 C CA Chr01_23186689_C_CAC_CA INDEL 16823.59 30 19 19 20 22 34 27 26 20 32 12 19 10 10 30 19 19 20 22 34 27 26 20 32 12 19 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32850Pp3c1_32850transcript PAC:32968542protein_codingNA c.-5711_-5710insTNA NA NA NA 3747
Chr01 23186689 C CA Chr01_23186689_C_CAC_CA INDEL 16823.59 30 19 19 20 22 34 27 26 20 32 12 19 10 10 30 19 19 20 22 34 27 26 20 32 12 19 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32850Pp3c1_32850transcript PAC:32968543protein_codingNA c.-5711_-5710insTNA NA NA NA 4841
Chr01 23186689 C CA Chr01_23186689_C_CAC_CA INDEL 16823.59 30 19 19 20 22 34 27 26 20 32 12 19 10 10 30 19 19 20 22 34 27 26 20 32 12 19 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32850-Pp3c1_32870Pp3c1_32850-Pp3c1_32870intergenic_regionPp3c1_32850-Pp3c1_32870NA NA n.23186689_23186690insANA NA NA NA NA
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32870Pp3c1_32870transcript PAC:32967787protein_codingNA c.-5313_-5312insGNA NA NA NA 4963
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32870Pp3c1_32870transcript PAC:32967788protein_codingNA c.-5313_-5312insGNA NA NA NA 4975
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32890Pp3c1_32890transcript PAC:32971039protein_codingNA c.*4067_*4068insCNA NA NA NA 3962
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32910Pp3c1_32910transcript PAC:32969082protein_codingNA c.*4642_*4643insGNA NA NA NA 4050
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32890Pp3c1_32890transcript PAC:32971040protein_codingNA c.*4067_*4068insCNA NA NA NA 3575
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32910Pp3c1_32910transcript PAC:32969089protein_codingNA c.*4642_*4643insGNA NA NA NA 3798
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32910Pp3c1_32910transcript PAC:32969087protein_codingNA c.*4642_*4643insGNA NA NA NA 3993
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32910Pp3c1_32910transcript PAC:32969088protein_codingNA c.*4642_*4643insGNA NA NA NA 3993
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32910Pp3c1_32910transcript PAC:32969085protein_codingNA c.*4642_*4643insGNA NA NA NA 4007
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32910Pp3c1_32910transcript PAC:32969086protein_codingNA c.*4642_*4643insGNA NA NA NA 4007
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32910Pp3c1_32910transcript PAC:32969090protein_codingNA c.*4774_*4775insGNA NA NA NA 4029
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32910Pp3c1_32910transcript PAC:32969083protein_codingNA c.*4642_*4643insGNA NA NA NA 4050
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32910Pp3c1_32910transcript PAC:32969084protein_codingNA c.*4642_*4643insGNA NA NA NA 4050
Chr01 23204156 T TC Chr01_23204156_T_TCT_TC INDEL 18993.59 36 11 23 24 21 29 25 15 22 16 21 20 10 11 36 11 23 24 21 29 25 15 22 16 21 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32890-Pp3c1_32910Pp3c1_32890-Pp3c1_32910intergenic_regionPp3c1_32890-Pp3c1_32910NA NA n.23204156_23204157insCNA NA NA NA NA
Chr01 23239890 A C Chr01_23239890_A_CA_C SNP 18341.63 29 14 9 21 19 27 21 26 18 29 10 12 8 12 29 14 9 21 19 27 21 26 18 29 10 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32943Pp3c1_32943transcript PAC:32969330protein_codingNA c.-6T>G NA NA NA NA 6
Chr01 23239890 A C Chr01_23239890_A_CA_C SNP 18341.63 29 14 9 21 19 27 21 26 18 29 10 12 8 12 29 14 9 21 19 27 21 26 18 29 10 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32940Pp3c1_32940transcript PAC:32967182protein_codingNA c.-3585T>G NA NA NA NA 3498
Chr01 23239890 A C Chr01_23239890_A_CA_C SNP 18341.63 29 14 9 21 19 27 21 26 18 29 10 12 8 12 29 14 9 21 19 27 21 26 18 29 10 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32943Pp3c1_32943transcript PAC:32969331protein_codingNA c.-6T>G NA NA NA NA 6
Chr01 23239890 A C Chr01_23239890_A_CA_C SNP 18341.63 29 14 9 21 19 27 21 26 18 29 10 12 8 12 29 14 9 21 19 27 21 26 18 29 10 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32960Pp3c1_32960transcript PAC:32971824protein_codingNA c.*1891T>G NA NA NA NA 993
Chr01 23239890 A C Chr01_23239890_A_CA_C SNP 18341.63 29 14 9 21 19 27 21 26 18 29 10 12 8 12 29 14 9 21 19 27 21 26 18 29 10 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32960Pp3c1_32960transcript PAC:32971826protein_codingNA c.*1469T>G NA NA NA NA 1041
Chr01 23239890 A C Chr01_23239890_A_CA_C SNP 18341.63 29 14 9 21 19 27 21 26 18 29 10 12 8 12 29 14 9 21 19 27 21 26 18 29 10 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32960Pp3c1_32960transcript PAC:32971825protein_codingNA c.*1891T>G NA NA NA NA 1891
Chr01 23239890 A C Chr01_23239890_A_CA_C SNP 18341.63 29 14 9 21 19 27 21 26 18 29 10 12 8 12 29 14 9 21 19 27 21 26 18 29 10 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32943-Pp3c1_32960Pp3c1_32943-Pp3c1_32960intergenic_regionPp3c1_32943-Pp3c1_32960NA NA n.23239890A>CNA NA NA NA NA
Chr01 23239891 G A Chr01_23239891_G_AG_A SNP 18341.63 29 14 9 21 19 27 21 26 18 30 11 12 8 12 29 14 9 21 19 27 21 26 18 30 11 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32943Pp3c1_32943transcript PAC:32969330protein_codingNA c.-7C>T NA NA NA NA 7
Chr01 23239891 G A Chr01_23239891_G_AG_A SNP 18341.63 29 14 9 21 19 27 21 26 18 30 11 12 8 12 29 14 9 21 19 27 21 26 18 30 11 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32940Pp3c1_32940transcript PAC:32967182protein_codingNA c.-3586C>T NA NA NA NA 3499
Chr01 23239891 G A Chr01_23239891_G_AG_A SNP 18341.63 29 14 9 21 19 27 21 26 18 30 11 12 8 12 29 14 9 21 19 27 21 26 18 30 11 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_32943Pp3c1_32943transcript PAC:32969331protein_codingNA c.-7C>T NA NA NA NA 7
Chr01 23239891 G A Chr01_23239891_G_AG_A SNP 18341.63 29 14 9 21 19 27 21 26 18 30 11 12 8 12 29 14 9 21 19 27 21 26 18 30 11 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32960Pp3c1_32960transcript PAC:32971824protein_codingNA c.*1890C>T NA NA NA NA 992
Chr01 23239891 G A Chr01_23239891_G_AG_A SNP 18341.63 29 14 9 21 19 27 21 26 18 30 11 12 8 12 29 14 9 21 19 27 21 26 18 30 11 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32960Pp3c1_32960transcript PAC:32971826protein_codingNA c.*1468C>T NA NA NA NA 1040
Chr01 23239891 G A Chr01_23239891_G_AG_A SNP 18341.63 29 14 9 21 19 27 21 26 18 30 11 12 8 12 29 14 9 21 19 27 21 26 18 30 11 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_32960Pp3c1_32960transcript PAC:32971825protein_codingNA c.*1890C>T NA NA NA NA 1890
Chr01 23239891 G A Chr01_23239891_G_AG_A SNP 18341.63 29 14 9 21 19 27 21 26 18 30 11 12 8 12 29 14 9 21 19 27 21 26 18 30 11 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_32943-Pp3c1_32960Pp3c1_32943-Pp3c1_32960intergenic_regionPp3c1_32943-Pp3c1_32960NA NA n.23239891G>ANA NA NA NA NA
Chr01 23363577 G A Chr01_23363577_G_AG_A SNP 16617.63 33 8 10 24 20 22 18 21 26 25 12 13 10 11 33 8 10 24 20 22 18 21 26 25 12 13 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33130-Pp3c1_33150Pp3c1_33130-Pp3c1_33150intergenic_regionPp3c1_33130-Pp3c1_33150NA NA n.23363577G>ANA NA NA NA NA
Chr01 23363591 G T Chr01_23363591_G_TG_T SNP 17690.63 34 8 9 25 18 23 16 20 24 25 13 12 11 10 34 8 9 25 18 23 16 20 24 25 13 12 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33130-Pp3c1_33150Pp3c1_33130-Pp3c1_33150intergenic_regionPp3c1_33130-Pp3c1_33150NA NA n.23363591G>TNA NA NA NA NA
Chr01 23363597 T TA Chr01_23363597_T_TAT_TA INDEL 18361.59 36 9 8 27 18 18 14 19 23 24 14 12 11 12 36 9 8 27 18 18 14 19 23 24 14 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33130-Pp3c1_33150Pp3c1_33130-Pp3c1_33150intergenic_regionPp3c1_33130-Pp3c1_33150NA NA n.23363597_23363598insANA NA NA NA NA
Chr01 23363598 G A Chr01_23363598_G_AG_A SNP 18192.63 36 8 9 29 18 19 13 20 23 23 15 12 11 12 36 8 9 29 18 19 13 20 23 23 15 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33130-Pp3c1_33150Pp3c1_33130-Pp3c1_33150intergenic_regionPp3c1_33130-Pp3c1_33150NA NA n.23363598G>ANA NA NA NA NA
Chr01 23426119 T A Chr01_23426119_T_AT_A SNP 16710.63 18 21 14 14 16 29 21 18 14 19 13 12 9 4 18 21 14 14 16 29 21 18 14 19 13 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969815protein_codingNA c.*3638T>A NA NA NA NA 2109
Chr01 23426119 T A Chr01_23426119_T_AT_A SNP 16710.63 18 21 14 14 16 29 21 18 14 19 13 12 9 4 18 21 14 14 16 29 21 18 14 19 13 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969816protein_codingNA c.*3638T>A NA NA NA NA 2109
Chr01 23426119 T A Chr01_23426119_T_AT_A SNP 16710.63 18 21 14 14 16 29 21 18 14 19 13 12 9 4 18 21 14 14 16 29 21 18 14 19 13 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969818protein_codingNA c.*3638T>A NA NA NA NA 2109
Chr01 23426119 T A Chr01_23426119_T_AT_A SNP 16710.63 18 21 14 14 16 29 21 18 14 19 13 12 9 4 18 21 14 14 16 29 21 18 14 19 13 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969817protein_codingNA c.*3638T>A NA NA NA NA 2044
Chr01 23426119 T A Chr01_23426119_T_AT_A SNP 16710.63 18 21 14 14 16 29 21 18 14 19 13 12 9 4 18 21 14 14 16 29 21 18 14 19 13 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23426119T>ANA NA NA NA NA
Chr01 23426121 C T Chr01_23426121_C_TC_T SNP 17271.63 20 20 14 14 17 30 21 17 14 17 13 12 9 4 20 20 14 14 17 30 21 17 14 17 13 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969815protein_codingNA c.*3640C>T NA NA NA NA 2111
Chr01 23426121 C T Chr01_23426121_C_TC_T SNP 17271.63 20 20 14 14 17 30 21 17 14 17 13 12 9 4 20 20 14 14 17 30 21 17 14 17 13 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969816protein_codingNA c.*3640C>T NA NA NA NA 2111
Chr01 23426121 C T Chr01_23426121_C_TC_T SNP 17271.63 20 20 14 14 17 30 21 17 14 17 13 12 9 4 20 20 14 14 17 30 21 17 14 17 13 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969818protein_codingNA c.*3640C>T NA NA NA NA 2111
Chr01 23426121 C T Chr01_23426121_C_TC_T SNP 17271.63 20 20 14 14 17 30 21 17 14 17 13 12 9 4 20 20 14 14 17 30 21 17 14 17 13 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969817protein_codingNA c.*3640C>T NA NA NA NA 2046
Chr01 23426121 C T Chr01_23426121_C_TC_T SNP 17271.63 20 20 14 14 17 30 21 17 14 17 13 12 9 4 20 20 14 14 17 30 21 17 14 17 13 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23426121C>TNA NA NA NA NA
Chr01 23426123 C A Chr01_23426123_C_AC_A SNP 17086.63 22 21 14 14 18 30 23 17 14 18 13 13 9 5 22 21 14 14 18 30 23 17 14 18 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969815protein_codingNA c.*3642C>A NA NA NA NA 2113
Chr01 23426123 C A Chr01_23426123_C_AC_A SNP 17086.63 22 21 14 14 18 30 23 17 14 18 13 13 9 5 22 21 14 14 18 30 23 17 14 18 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969816protein_codingNA c.*3642C>A NA NA NA NA 2113
Chr01 23426123 C A Chr01_23426123_C_AC_A SNP 17086.63 22 21 14 14 18 30 23 17 14 18 13 13 9 5 22 21 14 14 18 30 23 17 14 18 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969818protein_codingNA c.*3642C>A NA NA NA NA 2113
Chr01 23426123 C A Chr01_23426123_C_AC_A SNP 17086.63 22 21 14 14 18 30 23 17 14 18 13 13 9 5 22 21 14 14 18 30 23 17 14 18 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969817protein_codingNA c.*3642C>A NA NA NA NA 2048
Chr01 23426123 C A Chr01_23426123_C_AC_A SNP 17086.63 22 21 14 14 18 30 23 17 14 18 13 13 9 5 22 21 14 14 18 30 23 17 14 18 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23426123C>ANA NA NA NA NA
Chr01 23426315 C T Chr01_23426315_C_TC_T SNP 14604.63 26 10 25 20 13 19 20 18 11 18 18 17 7 8 26 10 25 20 13 19 20 18 11 18 18 17 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969815protein_codingNA c.*3834C>T NA NA NA NA 2305
Chr01 23426315 C T Chr01_23426315_C_TC_T SNP 14604.63 26 10 25 20 13 19 20 18 11 18 18 17 7 8 26 10 25 20 13 19 20 18 11 18 18 17 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969816protein_codingNA c.*3834C>T NA NA NA NA 2305
Chr01 23426315 C T Chr01_23426315_C_TC_T SNP 14604.63 26 10 25 20 13 19 20 18 11 18 18 17 7 8 26 10 25 20 13 19 20 18 11 18 18 17 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969818protein_codingNA c.*3834C>T NA NA NA NA 2305
Chr01 23426315 C T Chr01_23426315_C_TC_T SNP 14604.63 26 10 25 20 13 19 20 18 11 18 18 17 7 8 26 10 25 20 13 19 20 18 11 18 18 17 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969817protein_codingNA c.*3834C>T NA NA NA NA 2240
Chr01 23426315 C T Chr01_23426315_C_TC_T SNP 14604.63 26 10 25 20 13 19 20 18 11 18 18 17 7 8 26 10 25 20 13 19 20 18 11 18 18 17 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23426315C>TNA NA NA NA NA
Chr01 23428734 G A Chr01_23428734_G_AG_A SNP 21411.63 26 13 12 23 23 25 37 30 34 27 13 17 15 17 26 13 12 23 23 25 37 30 34 27 13 17 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969815protein_codingNA c.*6253G>A NA NA NA NA 4724
Chr01 23428734 G A Chr01_23428734_G_AG_A SNP 21411.63 26 13 12 23 23 25 37 30 34 27 13 17 15 17 26 13 12 23 23 25 37 30 34 27 13 17 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969816protein_codingNA c.*6253G>A NA NA NA NA 4724
Chr01 23428734 G A Chr01_23428734_G_AG_A SNP 21411.63 26 13 12 23 23 25 37 30 34 27 13 17 15 17 26 13 12 23 23 25 37 30 34 27 13 17 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969818protein_codingNA c.*6253G>A NA NA NA NA 4724
Chr01 23428734 G A Chr01_23428734_G_AG_A SNP 21411.63 26 13 12 23 23 25 37 30 34 27 13 17 15 17 26 13 12 23 23 25 37 30 34 27 13 17 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969817protein_codingNA c.*6253G>A NA NA NA NA 4659
Chr01 23428734 G A Chr01_23428734_G_AG_A SNP 21411.63 26 13 12 23 23 25 37 30 34 27 13 17 15 17 26 13 12 23 23 25 37 30 34 27 13 17 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23428734G>ANA NA NA NA NA
Chr01 23428783 C T Chr01_23428783_C_TC_T SNP 19397.63 22 14 17 21 21 28 41 22 30 28 17 23 14 8 22 14 17 21 21 28 41 22 30 28 17 23 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969815protein_codingNA c.*6302C>T NA NA NA NA 4773
Chr01 23428783 C T Chr01_23428783_C_TC_T SNP 19397.63 22 14 17 21 21 28 41 22 30 28 17 23 14 8 22 14 17 21 21 28 41 22 30 28 17 23 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969816protein_codingNA c.*6302C>T NA NA NA NA 4773
Chr01 23428783 C T Chr01_23428783_C_TC_T SNP 19397.63 22 14 17 21 21 28 41 22 30 28 17 23 14 8 22 14 17 21 21 28 41 22 30 28 17 23 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969818protein_codingNA c.*6302C>T NA NA NA NA 4773
Chr01 23428783 C T Chr01_23428783_C_TC_T SNP 19397.63 22 14 17 21 21 28 41 22 30 28 17 23 14 8 22 14 17 21 21 28 41 22 30 28 17 23 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969817protein_codingNA c.*6302C>T NA NA NA NA 4708
Chr01 23428783 C T Chr01_23428783_C_TC_T SNP 19397.63 22 14 17 21 21 28 41 22 30 28 17 23 14 8 22 14 17 21 21 28 41 22 30 28 17 23 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23428783C>TNA NA NA NA NA
Chr01 23428832 AG A Chr01_23428832_AG_AAG_A INDEL 18655.59 20 9 17 18 18 28 39 21 26 28 19 24 14 10 20 9 17 18 18 28 39 21 26 28 19 24 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969815protein_codingNA c.*6352delG NA NA NA NA 4823
Chr01 23428832 AG A Chr01_23428832_AG_AAG_A INDEL 18655.59 20 9 17 18 18 28 39 21 26 28 19 24 14 10 20 9 17 18 18 28 39 21 26 28 19 24 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969816protein_codingNA c.*6352delG NA NA NA NA 4823
Chr01 23428832 AG A Chr01_23428832_AG_AAG_A INDEL 18655.59 20 9 17 18 18 28 39 21 26 28 19 24 14 10 20 9 17 18 18 28 39 21 26 28 19 24 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969818protein_codingNA c.*6352delG NA NA NA NA 4823
Chr01 23428832 AG A Chr01_23428832_AG_AAG_A INDEL 18655.59 20 9 17 18 18 28 39 21 26 28 19 24 14 10 20 9 17 18 18 28 39 21 26 28 19 24 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969817protein_codingNA c.*6352delG NA NA NA NA 4758
Chr01 23428832 AG A Chr01_23428832_AG_AAG_A INDEL 18655.59 20 9 17 18 18 28 39 21 26 28 19 24 14 10 20 9 17 18 18 28 39 21 26 28 19 24 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23428833delGNA NA NA NA NA
Chr01 23428887 C A Chr01_23428887_C_AC_A SNP 19757.63 25 10 15 19 14 28 40 23 20 29 17 21 20 11 25 10 15 19 14 28 40 23 20 29 17 21 20 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969815protein_codingNA c.*6406C>A NA NA NA NA 4877
Chr01 23428887 C A Chr01_23428887_C_AC_A SNP 19757.63 25 10 15 19 14 28 40 23 20 29 17 21 20 11 25 10 15 19 14 28 40 23 20 29 17 21 20 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969816protein_codingNA c.*6406C>A NA NA NA NA 4877
Chr01 23428887 C A Chr01_23428887_C_AC_A SNP 19757.63 25 10 15 19 14 28 40 23 20 29 17 21 20 11 25 10 15 19 14 28 40 23 20 29 17 21 20 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969818protein_codingNA c.*6406C>A NA NA NA NA 4877
Chr01 23428887 C A Chr01_23428887_C_AC_A SNP 19757.63 25 10 15 19 14 28 40 23 20 29 17 21 20 11 25 10 15 19 14 28 40 23 20 29 17 21 20 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969817protein_codingNA c.*6406C>A NA NA NA NA 4812
Chr01 23428887 C A Chr01_23428887_C_AC_A SNP 19757.63 25 10 15 19 14 28 40 23 20 29 17 21 20 11 25 10 15 19 14 28 40 23 20 29 17 21 20 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23428887C>ANA NA NA NA NA
Chr01 23428941 C G Chr01_23428941_C_GC_G SNP 20996.63 22 14 14 21 23 29 35 26 20 28 13 20 17 16 22 14 14 21 23 29 35 26 20 28 13 20 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969815protein_codingNA c.*6460C>G NA NA NA NA 4931
Chr01 23428941 C G Chr01_23428941_C_GC_G SNP 20996.63 22 14 14 21 23 29 35 26 20 28 13 20 17 16 22 14 14 21 23 29 35 26 20 28 13 20 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969816protein_codingNA c.*6460C>G NA NA NA NA 4931
Chr01 23428941 C G Chr01_23428941_C_GC_G SNP 20996.63 22 14 14 21 23 29 35 26 20 28 13 20 17 16 22 14 14 21 23 29 35 26 20 28 13 20 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969818protein_codingNA c.*6460C>G NA NA NA NA 4931
Chr01 23428941 C G Chr01_23428941_C_GC_G SNP 20996.63 22 14 14 21 23 29 35 26 20 28 13 20 17 16 22 14 14 21 23 29 35 26 20 28 13 20 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969817protein_codingNA c.*6460C>G NA NA NA NA 4866
Chr01 23428941 C G Chr01_23428941_C_GC_G SNP 20996.63 22 14 14 21 23 29 35 26 20 28 13 20 17 16 22 14 14 21 23 29 35 26 20 28 13 20 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23428941C>GNA NA NA NA NA
Chr01 23429034 C A Chr01_23429034_C_AC_A SNP 16121.63 23 10 10 17 21 23 29 16 22 24 13 11 15 5 23 10 10 17 21 23 29 16 22 24 13 11 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969817protein_codingNA c.*6553C>A NA NA NA NA 4959
Chr01 23429034 C A Chr01_23429034_C_AC_A SNP 16121.63 23 10 10 17 21 23 29 16 22 24 13 11 15 5 23 10 10 17 21 23 29 16 22 24 13 11 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23429034C>ANA NA NA NA NA
Chr01 23429055 C A Chr01_23429055_C_AC_A SNP 15772.63 24 9 11 20 17 18 34 15 25 25 12 12 15 6 24 9 11 20 17 18 34 15 25 25 12 12 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_33190Pp3c1_33190transcript PAC:32969817protein_codingNA c.*6574C>A NA NA NA NA 4980
Chr01 23429055 C A Chr01_23429055_C_AC_A SNP 15772.63 24 9 11 20 17 18 34 15 25 25 12 12 15 6 24 9 11 20 17 18 34 15 25 25 12 12 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23429055C>ANA NA NA NA NA
Chr01 23429082 G T Chr01_23429082_G_TG_T SNP 15046.63 23 9 13 17 18 21 36 11 26 23 10 13 15 6 24 9 13 17 18 21 36 11 26 23 10 13 15 6 0.958 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23429082G>TNA NA NA NA NA
Chr01 23429109 C T Chr01_23429109_C_TC_T SNP 14968.63 20 12 15 19 17 21 36 14 27 19 8 10 12 6 20 12 15 19 17 21 36 14 27 19 8 10 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23429109C>TNA NA NA NA NA
Chr01 23429151 C A Chr01_23429151_C_AC_A SNP 15849.63 16 9 14 16 22 19 30 19 30 11 16 16 6 6 16 9 14 16 22 19 30 19 30 11 16 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33190-Pp3c1_33220Pp3c1_33190-Pp3c1_33220intergenic_regionPp3c1_33190-Pp3c1_33220NA NA n.23429151C>ANA NA NA NA NA
Chr01 23629245 CAT C Chr01_23629245_CAT_CCAT_C INDEL 4013.24 0 0 0 15 18 29 24 23 0 1 0 0 0 0 24 15 11 15 18 30 24 23 14 16 14 11 9 6 0 0 0 1 1 0.967 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_33518Pp3c1_33518transcript PAC:32968738protein_codingNA c.-1437_-1436delATNA NA NA NA 678
Chr01 23629245 CAT C Chr01_23629245_CAT_CCAT_C INDEL 4013.24 0 0 0 15 18 29 24 23 0 1 0 0 0 0 24 15 11 15 18 30 24 23 14 16 14 11 9 6 0 0 0 1 1 0.967 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_33530Pp3c1_33530transcript PAC:32971467protein_codingNA c.-3149_-3148delATNA NA NA NA 1860
Chr01 23629245 CAT C Chr01_23629245_CAT_CCAT_C INDEL 4013.24 0 0 0 15 18 29 24 23 0 1 0 0 0 0 24 15 11 15 18 30 24 23 14 16 14 11 9 6 0 0 0 1 1 0.967 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_33530Pp3c1_33530transcript PAC:32971468protein_codingNA c.-3149_-3148delATNA NA NA NA 1755
Chr01 23629245 CAT C Chr01_23629245_CAT_CCAT_C INDEL 4013.24 0 0 0 15 18 29 24 23 0 1 0 0 0 0 24 15 11 15 18 30 24 23 14 16 14 11 9 6 0 0 0 1 1 0.967 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_33530Pp3c1_33530transcript PAC:32971469protein_codingNA c.-3149_-3148delATNA NA NA NA 1871
Chr01 23629245 CAT C Chr01_23629245_CAT_CCAT_C INDEL 4013.24 0 0 0 15 18 29 24 23 0 1 0 0 0 0 24 15 11 15 18 30 24 23 14 16 14 11 9 6 0 0 0 1 1 0.967 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_33530Pp3c1_33530transcript PAC:32971470protein_codingNA c.-3149_-3148delATNA NA NA NA 1871
Chr01 23629245 CAT C Chr01_23629245_CAT_CCAT_C INDEL 4013.24 0 0 0 15 18 29 24 23 0 1 0 0 0 0 24 15 11 15 18 30 24 23 14 16 14 11 9 6 0 0 0 1 1 0.967 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_33530Pp3c1_33530transcript PAC:32971471protein_codingNA c.-3149_-3148delATNA NA NA NA 1871
Chr01 23629245 CAT C Chr01_23629245_CAT_CCAT_C INDEL 4013.24 0 0 0 15 18 29 24 23 0 1 0 0 0 0 24 15 11 15 18 30 24 23 14 16 14 11 9 6 0 0 0 1 1 0.967 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_33518-Pp3c1_33530Pp3c1_33518-Pp3c1_33530intergenic_regionPp3c1_33518-Pp3c1_33530NA NA n.23629246_23629247delATNA NA NA NA NA
Chr01 23749796 C CAT Chr01_23749796_C_CATC_CAT INDEL 3660.24 1 0 0 20 14 25 21 17 0 0 0 0 0 0 16 7 10 20 14 27 21 18 12 11 15 17 5 7 0 0 0 1 1 0.926 1 0.944 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_33670-Pp3c1_33700Pp3c1_33670-Pp3c1_33700intergenic_regionPp3c1_33670-Pp3c1_33700NA NA n.23749796_23749797insATNA NA NA NA NA
Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971100protein_coding janv-26 c.-573C>G NA NA NA NA 1374
Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971103protein_coding janv-24 c.-646C>G NA NA NA NA 1374
Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971106protein_coding janv-25 c.-743C>G NA NA NA NA 1374



Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971107protein_coding janv-24 c.-1169C>G NA NA NA NA 1374
Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971104protein_coding janv-25 c.-646C>G NA NA NA NA 1374
Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971108protein_coding janv-25 c.-1169C>G NA NA NA NA 1374
Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971111protein_coding janv-25 c.-943C>G NA NA NA NA 943
Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971105protein_coding janv-24 c.-646C>G NA NA NA NA 1374
Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971101protein_coding janv-25 c.-360C>G NA NA NA NA 1374
Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971109protein_coding janv-24 c.-411C>G NA NA NA NA 411
Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971110protein_coding janv-24 c.-411C>G NA NA NA NA 411
Chr01 23790160 C G Chr01_23790160_C_GC_G SNP 16554.63 18 10 19 21 18 30 32 22 17 18 13 15 4 7 18 10 20 21 18 30 32 22 17 18 13 15 4 7 1 1 0.95 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971102protein_coding janv-26 c.-743C>G NA NA NA NA 1374
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971100protein_coding mars-26 c.-283dupT NA NA NA NA 487
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971106protein_coding févr-25 c.-283dupT NA NA NA NA 487
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971107protein_coding janv-24 c.-283dupT NA NA NA NA 487
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971108protein_coding janv-25 c.-283dupT NA NA NA NA 487
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971111protein_coding janv-25 c.-57dupT NA NA NA NA 56
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971102protein_coding févr-26 c.-283dupT NA NA NA NA 487
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971103protein_coding janv-23 c.-219-269dupTNA NA NA NA NA
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971104protein_coding janv-24 c.-219-269dupTNA NA NA NA NA
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971105protein_coding janv-23 c.-219-269dupTNA NA NA NA NA
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971101protein_coding janv-24 c.-219-269dupTNA NA NA NA NA
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971109protein_coding janv-23 c.16+460dupTNA NA NA NA NA
Chr01 23791045 G GT Chr01_23791045_G_GTG_GT INDEL 15984.59 28 16 6 32 16 28 33 28 17 16 14 17 7 5 29 16 6 32 16 28 33 28 17 16 14 17 7 5 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_33770Pp3c1_33770transcript PAC:32971110protein_coding janv-23 c.16+460dupTNA NA NA NA NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967476protein_coding févr-14 c.5A>T p.Lys2Met 696/5692 mai-15 2/1304 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967479protein_coding févr-14 c.5A>T p.Lys2Met 677/5507 mai-15 2/1304 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967483protein_coding févr-14 c.5A>T p.Lys2Met 677/5662 mai-15 2/1304 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967480protein_coding mars-15 c.5A>T p.Lys2Met 741/5564 mai-15 2/1304 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967484protein_coding mars-15 c.5A>T p.Lys2Met 741/5719 mai-15 2/1304 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967477protein_coding févr-14 c.5A>T p.Lys2Met 656/5472 mai-15 2/1304 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967481protein_coding févr-14 c.5A>T p.Lys2Met 656/5627 mai-15 2/1304 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967486protein_coding févr-14 c.5A>T p.Lys2Met 1371/6182 mai-15 2/1304 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967487protein_coding févr-14 c.5A>T p.Lys2Met 1371/6318 mai-15 2/1304 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967485protein_coding févr-13 c.5A>T p.Lys2Met 677/5982 mai-15 2/1304 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967482protein_coding mars-15 c.5A>T p.Lys2Met 745/5631 mai-15 2/1304 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967488protein_coding mars-15 c.5A>T p.Lys2Met 745/5628 mai-12 2/1303 NA
Chr01 23854311 T A Chr01_23854311_T_AT_A SNP 16388.63 26 11 13 20 12 23 24 26 19 21 10 20 5 4 26 11 13 20 12 23 24 26 19 21 10 20 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_33900Pp3c1_33900transcript PAC:32967478protein_coding mars-15 c.5A>T p.Lys2Met 745/5475 mai-15 2/1304 NA
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967476protein_coding févr-14 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967479protein_coding févr-14 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967483protein_coding févr-14 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967480protein_coding mars-15 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967484protein_coding mars-15 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967477protein_coding févr-14 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967481protein_coding févr-14 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967486protein_coding févr-14 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967487protein_coding févr-14 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967485protein_coding févr-13 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967482protein_coding mars-15 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967488protein_coding mars-15 c.-44delC NA NA NA NA 44
Chr01 23854358 CG C Chr01_23854358_CG_CCG_C INDEL 16120.59 32 11 13 14 12 18 27 23 17 16 16 15 4 9 32 11 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967478protein_coding mars-15 c.-44delC NA NA NA NA 44
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967476protein_coding févr-14 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967479protein_coding févr-14 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967483protein_coding févr-14 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967480protein_coding mars-15 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967484protein_coding mars-15 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967477protein_coding févr-14 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967481protein_coding févr-14 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967486protein_coding févr-14 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967487protein_coding févr-14 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967485protein_coding févr-13 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967482protein_coding mars-15 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967488protein_coding mars-15 c.-45A>T NA NA NA NA 45
Chr01 23854360 T A Chr01_23854360_T_AT_A SNP 16129.63 32 12 13 14 12 18 27 23 17 16 16 15 4 9 32 12 13 14 12 18 27 23 17 16 16 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_33900Pp3c1_33900transcript PAC:32967478protein_coding mars-15 c.-45A>T NA NA NA NA 45
Chr01 23890019 G GT Chr01_23890019_G_GTG_GT INDEL 14001.59 18 10 16 21 14 24 20 13 15 13 7 12 5 6 18 10 16 21 14 24 20 13 15 13 7 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33960-Pp3c1_33980Pp3c1_33960-Pp3c1_33980intergenic_regionPp3c1_33960-Pp3c1_33980NA NA n.23890019_23890020insTNA NA NA NA NA
Chr01 23890024 C A Chr01_23890024_C_AC_A SNP 14026.63 18 10 15 21 13 24 19 13 15 14 9 12 5 6 18 10 15 21 13 24 19 13 15 14 9 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33960-Pp3c1_33980Pp3c1_33960-Pp3c1_33980intergenic_regionPp3c1_33960-Pp3c1_33980NA NA n.23890024C>ANA NA NA NA NA
Chr01 23890089 A T Chr01_23890089_A_TA_T SNP 14808.63 25 10 14 26 15 29 23 17 12 13 11 14 5 12 25 10 14 26 15 29 23 17 12 13 11 14 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_33960-Pp3c1_33980Pp3c1_33960-Pp3c1_33980intergenic_regionPp3c1_33960-Pp3c1_33980NA NA n.23890089A>TNA NA NA NA NA
Chr01 23957308 A G Chr01_23957308_A_GA_G SNP 2926.29 0 0 0 13 9 10 17 13 0 0 0 0 0 0 22 12 15 14 9 10 17 13 13 16 13 16 7 10 0 0 0 0.929 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_34020-Pp3c1_34050Pp3c1_34020-Pp3c1_34050intergenic_regionPp3c1_34020-Pp3c1_34050NA NA n.23957308A>GNA NA NA NA NA
Chr01 23957309 G GTTGTATA Chr01_23957309_G_GTTGTATAG_GTTGTATAINDEL 2916.24 0 0 0 13 9 10 17 13 0 0 0 0 0 0 22 12 15 14 9 10 17 13 13 15 13 14 7 10 0 0 0 0.929 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_34020-Pp3c1_34050Pp3c1_34020-Pp3c1_34050intergenic_regionPp3c1_34020-Pp3c1_34050NA NA n.23957309_23957310insTTGTATANA NA NA NA NA
Chr01 24047784 G T Chr01_24047784_G_TG_T SNP 19278.63 32 12 14 27 20 28 17 30 29 34 15 26 20 9 32 12 14 27 20 28 17 30 29 34 15 26 20 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_34210-Pp3c1_34240Pp3c1_34210-Pp3c1_34240intergenic_regionPp3c1_34210-Pp3c1_34240NA NA n.24047784G>TNA NA NA NA NA
Chr01 24086708 C CT Chr01_24086708_C_CTC_CT INDEL 14012.59 19 18 14 22 13 16 12 18 17 18 11 18 12 15 19 18 14 22 13 16 12 18 17 18 11 18 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_34240-Pp3c1_34260Pp3c1_34240-Pp3c1_34260intergenic_regionPp3c1_34240-Pp3c1_34260NA NA n.24086708_24086709insTNA NA NA NA NA
Chr01 24161627 G C Chr01_24161627_G_CG_C SNP 11133.63 22 4 8 14 15 14 14 9 10 11 7 12 10 5 22 4 8 14 15 14 14 9 10 11 7 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971441protein_codingNA c.-472C>G NA NA NA NA 382
Chr01 24161627 G C Chr01_24161627_G_CG_C SNP 11133.63 22 4 8 14 15 14 14 9 10 11 7 12 10 5 22 4 8 14 15 14 14 9 10 11 7 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971442protein_codingNA c.-1256C>G NA NA NA NA 330
Chr01 24161627 G C Chr01_24161627_G_CG_C SNP 11133.63 22 4 8 14 15 14 14 9 10 11 7 12 10 5 22 4 8 14 15 14 14 9 10 11 7 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971444protein_codingNA c.-1256C>G NA NA NA NA 330
Chr01 24161627 G C Chr01_24161627_G_CG_C SNP 11133.63 22 4 8 14 15 14 14 9 10 11 7 12 10 5 22 4 8 14 15 14 14 9 10 11 7 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971445protein_codingNA c.-1869C>G NA NA NA NA 330
Chr01 24161627 G C Chr01_24161627_G_CG_C SNP 11133.63 22 4 8 14 15 14 14 9 10 11 7 12 10 5 22 4 8 14 15 14 14 9 10 11 7 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971443protein_codingNA c.-1256C>G NA NA NA NA 367
Chr01 24161627 G C Chr01_24161627_G_CG_C SNP 11133.63 22 4 8 14 15 14 14 9 10 11 7 12 10 5 22 4 8 14 15 14 14 9 10 11 7 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_34400Pp3c1_34400transcript PAC:32970899protein_codingNA c.*4193G>C NA NA NA NA 1846
Chr01 24161627 G C Chr01_24161627_G_CG_C SNP 11133.63 22 4 8 14 15 14 14 9 10 11 7 12 10 5 22 4 8 14 15 14 14 9 10 11 7 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_34400Pp3c1_34400transcript PAC:32970900protein_codingNA c.*4193G>C NA NA NA NA 3102
Chr01 24161627 G C Chr01_24161627_G_CG_C SNP 11133.63 22 4 8 14 15 14 14 9 10 11 7 12 10 5 22 4 8 14 15 14 14 9 10 11 7 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_34410-Pp3c1_34480Pp3c1_34410-Pp3c1_34480intergenic_regionPp3c1_34410-Pp3c1_34480NA NA n.24161627G>CNA NA NA NA NA
Chr01 24161651 C A Chr01_24161651_C_AC_A SNP 12302.63 25 5 7 14 22 18 12 11 8 9 9 14 8 7 25 5 7 14 22 18 12 11 8 9 9 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971441protein_codingNA c.-496G>T NA NA NA NA 406
Chr01 24161651 C A Chr01_24161651_C_AC_A SNP 12302.63 25 5 7 14 22 18 12 11 8 9 9 14 8 7 25 5 7 14 22 18 12 11 8 9 9 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971442protein_codingNA c.-1280G>T NA NA NA NA 354
Chr01 24161651 C A Chr01_24161651_C_AC_A SNP 12302.63 25 5 7 14 22 18 12 11 8 9 9 14 8 7 25 5 7 14 22 18 12 11 8 9 9 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971444protein_codingNA c.-1280G>T NA NA NA NA 354
Chr01 24161651 C A Chr01_24161651_C_AC_A SNP 12302.63 25 5 7 14 22 18 12 11 8 9 9 14 8 7 25 5 7 14 22 18 12 11 8 9 9 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971445protein_codingNA c.-1893G>T NA NA NA NA 354
Chr01 24161651 C A Chr01_24161651_C_AC_A SNP 12302.63 25 5 7 14 22 18 12 11 8 9 9 14 8 7 25 5 7 14 22 18 12 11 8 9 9 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971443protein_codingNA c.-1280G>T NA NA NA NA 391
Chr01 24161651 C A Chr01_24161651_C_AC_A SNP 12302.63 25 5 7 14 22 18 12 11 8 9 9 14 8 7 25 5 7 14 22 18 12 11 8 9 9 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_34400Pp3c1_34400transcript PAC:32970899protein_codingNA c.*4217C>A NA NA NA NA 1870
Chr01 24161651 C A Chr01_24161651_C_AC_A SNP 12302.63 25 5 7 14 22 18 12 11 8 9 9 14 8 7 25 5 7 14 22 18 12 11 8 9 9 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_34400Pp3c1_34400transcript PAC:32970900protein_codingNA c.*4217C>A NA NA NA NA 3126
Chr01 24161651 C A Chr01_24161651_C_AC_A SNP 12302.63 25 5 7 14 22 18 12 11 8 9 9 14 8 7 25 5 7 14 22 18 12 11 8 9 9 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_34410-Pp3c1_34480Pp3c1_34410-Pp3c1_34480intergenic_regionPp3c1_34410-Pp3c1_34480NA NA n.24161651C>ANA NA NA NA NA
Chr01 24161663 C A Chr01_24161663_C_AC_A SNP 12205.63 23 5 6 13 22 19 14 10 8 9 6 16 11 7 23 5 6 13 22 19 14 10 8 9 6 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971441protein_codingNA c.-508G>T NA NA NA NA 418
Chr01 24161663 C A Chr01_24161663_C_AC_A SNP 12205.63 23 5 6 13 22 19 14 10 8 9 6 16 11 7 23 5 6 13 22 19 14 10 8 9 6 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971442protein_codingNA c.-1292G>T NA NA NA NA 366
Chr01 24161663 C A Chr01_24161663_C_AC_A SNP 12205.63 23 5 6 13 22 19 14 10 8 9 6 16 11 7 23 5 6 13 22 19 14 10 8 9 6 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971444protein_codingNA c.-1292G>T NA NA NA NA 366
Chr01 24161663 C A Chr01_24161663_C_AC_A SNP 12205.63 23 5 6 13 22 19 14 10 8 9 6 16 11 7 23 5 6 13 22 19 14 10 8 9 6 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971445protein_codingNA c.-1905G>T NA NA NA NA 366
Chr01 24161663 C A Chr01_24161663_C_AC_A SNP 12205.63 23 5 6 13 22 19 14 10 8 9 6 16 11 7 23 5 6 13 22 19 14 10 8 9 6 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971443protein_codingNA c.-1292G>T NA NA NA NA 403
Chr01 24161663 C A Chr01_24161663_C_AC_A SNP 12205.63 23 5 6 13 22 19 14 10 8 9 6 16 11 7 23 5 6 13 22 19 14 10 8 9 6 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_34400Pp3c1_34400transcript PAC:32970899protein_codingNA c.*4229C>A NA NA NA NA 1882
Chr01 24161663 C A Chr01_24161663_C_AC_A SNP 12205.63 23 5 6 13 22 19 14 10 8 9 6 16 11 7 23 5 6 13 22 19 14 10 8 9 6 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_34400Pp3c1_34400transcript PAC:32970900protein_codingNA c.*4229C>A NA NA NA NA 3138
Chr01 24161663 C A Chr01_24161663_C_AC_A SNP 12205.63 23 5 6 13 22 19 14 10 8 9 6 16 11 7 23 5 6 13 22 19 14 10 8 9 6 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_34410-Pp3c1_34480Pp3c1_34410-Pp3c1_34480intergenic_regionPp3c1_34410-Pp3c1_34480NA NA n.24161663C>ANA NA NA NA NA
Chr01 24161664 A G Chr01_24161664_A_GA_G SNP 11935.63 23 5 6 13 22 19 14 10 8 9 6 15 11 7 23 5 6 13 22 19 14 10 8 9 6 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971441protein_codingNA c.-509T>C NA NA NA NA 419
Chr01 24161664 A G Chr01_24161664_A_GA_G SNP 11935.63 23 5 6 13 22 19 14 10 8 9 6 15 11 7 23 5 6 13 22 19 14 10 8 9 6 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971442protein_codingNA c.-1293T>C NA NA NA NA 367
Chr01 24161664 A G Chr01_24161664_A_GA_G SNP 11935.63 23 5 6 13 22 19 14 10 8 9 6 15 11 7 23 5 6 13 22 19 14 10 8 9 6 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971444protein_codingNA c.-1293T>C NA NA NA NA 367
Chr01 24161664 A G Chr01_24161664_A_GA_G SNP 11935.63 23 5 6 13 22 19 14 10 8 9 6 15 11 7 23 5 6 13 22 19 14 10 8 9 6 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971445protein_codingNA c.-1906T>C NA NA NA NA 367
Chr01 24161664 A G Chr01_24161664_A_GA_G SNP 11935.63 23 5 6 13 22 19 14 10 8 9 6 15 11 7 23 5 6 13 22 19 14 10 8 9 6 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34410Pp3c1_34410transcript PAC:32971443protein_codingNA c.-1293T>C NA NA NA NA 404
Chr01 24161664 A G Chr01_24161664_A_GA_G SNP 11935.63 23 5 6 13 22 19 14 10 8 9 6 15 11 7 23 5 6 13 22 19 14 10 8 9 6 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_34400Pp3c1_34400transcript PAC:32970899protein_codingNA c.*4230A>G NA NA NA NA 1883
Chr01 24161664 A G Chr01_24161664_A_GA_G SNP 11935.63 23 5 6 13 22 19 14 10 8 9 6 15 11 7 23 5 6 13 22 19 14 10 8 9 6 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_34400Pp3c1_34400transcript PAC:32970900protein_codingNA c.*4230A>G NA NA NA NA 3139
Chr01 24161664 A G Chr01_24161664_A_GA_G SNP 11935.63 23 5 6 13 22 19 14 10 8 9 6 15 11 7 23 5 6 13 22 19 14 10 8 9 6 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_34410-Pp3c1_34480Pp3c1_34410-Pp3c1_34480intergenic_regionPp3c1_34410-Pp3c1_34480NA NA n.24161664A>GNA NA NA NA NA
Chr01 24242566 A T Chr01_24242566_A_TA_T SNP 15764.63 24 14 24 14 20 23 31 25 25 31 12 10 5 11 24 14 24 14 20 23 31 25 25 31 12 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34600Pp3c1_34600transcript PAC:32967528protein_codingNA c.-1860T>A NA NA NA NA 1860
Chr01 24242566 A T Chr01_24242566_A_TA_T SNP 15764.63 24 14 24 14 20 23 31 25 25 31 12 10 5 11 24 14 24 14 20 23 31 25 25 31 12 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34600Pp3c1_34600transcript PAC:32967529protein_codingNA c.-1860T>A NA NA NA NA 1646
Chr01 24242566 A T Chr01_24242566_A_TA_T SNP 15764.63 24 14 24 14 20 23 31 25 25 31 12 10 5 11 24 14 24 14 20 23 31 25 25 31 12 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_34600-Pp3c1_34640Pp3c1_34600-Pp3c1_34640intergenic_regionPp3c1_34600-Pp3c1_34640NA NA n.24242566A>TNA NA NA NA NA
Chr01 24253532 AAT A Chr01_24253532_AAT_AAAT_A INDEL 385.37 0 1 0 1 0 0 0 1 0 1 0 13 0 0 23 14 15 21 15 20 23 19 14 9 9 13 4 9 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c1_34600-Pp3c1_34640Pp3c1_34600-Pp3c1_34640intergenic_regionPp3c1_34600-Pp3c1_34640NA NA n.24253533_24253534delATNA NA NA NA NA
Chr01 24314361 C A Chr01_24314361_C_AC_A SNP 19585.63 22 13 19 32 22 25 23 24 29 26 23 19 16 11 22 13 19 32 22 25 23 24 29 26 23 19 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_34680-Pp3c1_34800Pp3c1_34680-Pp3c1_34800intergenic_regionPp3c1_34680-Pp3c1_34800NA NA n.24314361C>ANA NA NA NA NA
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_34860Pp3c1_34860transcript PAC:32968865protein_codingNA c.*4220G>T NA NA NA NA 4220
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_34860Pp3c1_34860transcript PAC:32968866protein_codingNA c.*4220G>T NA NA NA NA 4220
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_34880Pp3c1_34880transcript PAC:32969300protein_coding 01-juil c.-286+141G>TNA NA NA NA NA
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_34880Pp3c1_34880transcript PAC:32969305protein_coding 02-sept c.-286+141G>TNA NA NA NA NA
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_34880Pp3c1_34880transcript PAC:32969301protein_coding 02-sept c.-286+141G>TNA NA NA NA NA
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_34880Pp3c1_34880transcript PAC:32969303protein_coding 02-août c.-2+141G>T NA NA NA NA NA
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_34880Pp3c1_34880transcript PAC:32969302protein_coding 01-août c.-286+141G>TNA NA NA NA NA
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_34880Pp3c1_34880transcript PAC:32969310protein_coding 01-juin c.-85+141G>TNA NA NA NA NA
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_34880Pp3c1_34880transcript PAC:32969304protein_coding 01-juil c.-2+141G>T NA NA NA NA NA
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_34880Pp3c1_34880transcript PAC:32969307protein_coding 01-juil c.-286+141G>TNA NA NA NA NA
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_34880Pp3c1_34880transcript PAC:32969309protein_coding 01-juin c.-2+141G>T NA NA NA NA NA
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_34880Pp3c1_34880transcript PAC:32969306protein_coding 01-août c.-286+141G>TNA NA NA NA NA
Chr01 24482552 G T Chr01_24482552_G_TG_T SNP 11237.63 20 13 13 10 8 18 18 13 11 14 8 12 4 9 20 13 13 10 8 18 18 13 11 14 8 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_34880Pp3c1_34880transcript PAC:32969308protein_coding 01-juil c.-2+141G>T NA NA NA NA NA
Chr01 24557916 GA G Chr01_24557916_GA_GGA_G INDEL 9396.59 18 4 9 10 14 20 10 19 12 15 13 13 9 5 18 4 9 10 14 20 10 19 12 15 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34950Pp3c1_34950transcript PAC:32970732protein_codingNA c.-4109delT NA NA NA NA 1504
Chr01 24557916 GA G Chr01_24557916_GA_GGA_G INDEL 9396.59 18 4 9 10 14 20 10 19 12 15 13 13 9 5 18 4 9 10 14 20 10 19 12 15 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34950Pp3c1_34950transcript PAC:32970734protein_codingNA c.-4109delT NA NA NA NA 1500
Chr01 24557916 GA G Chr01_24557916_GA_GGA_G INDEL 9396.59 18 4 9 10 14 20 10 19 12 15 13 13 9 5 18 4 9 10 14 20 10 19 12 15 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34950Pp3c1_34950transcript PAC:32970733protein_codingNA c.-4109delT NA NA NA NA 1461
Chr01 24557916 GA G Chr01_24557916_GA_GGA_G INDEL 9396.59 18 4 9 10 14 20 10 19 12 15 13 13 9 5 18 4 9 10 14 20 10 19 12 15 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34950Pp3c1_34950transcript PAC:32970735protein_codingNA c.-4109delT NA NA NA NA 1377
Chr01 24557916 GA G Chr01_24557916_GA_GGA_G INDEL 9396.59 18 4 9 10 14 20 10 19 12 15 13 13 9 5 18 4 9 10 14 20 10 19 12 15 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34950Pp3c1_34950transcript PAC:32970736protein_codingNA c.-4109delT NA NA NA NA 1512
Chr01 24557916 GA G Chr01_24557916_GA_GGA_G INDEL 9396.59 18 4 9 10 14 20 10 19 12 15 13 13 9 5 18 4 9 10 14 20 10 19 12 15 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34950Pp3c1_34950transcript PAC:32970737protein_codingNA c.-4109delT NA NA NA NA 1196
Chr01 24557916 GA G Chr01_24557916_GA_GGA_G INDEL 9396.59 18 4 9 10 14 20 10 19 12 15 13 13 9 5 18 4 9 10 14 20 10 19 12 15 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_34950Pp3c1_34950transcript PAC:32970738protein_codingNA c.-4109delT NA NA NA NA 1196
Chr01 24557916 GA G Chr01_24557916_GA_GGA_G INDEL 9396.59 18 4 9 10 14 20 10 19 12 15 13 13 9 5 18 4 9 10 14 20 10 19 12 15 13 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_34950-Pp3c1_35010Pp3c1_34950-Pp3c1_35010intergenic_regionPp3c1_34950-Pp3c1_35010NA NA n.24557917delANA NA NA NA NA
Chr01 24655115 A AAT Chr01_24655115_A_AATA_AAT INDEL 2326.24 1 0 1 10 6 16 22 13 2 0 0 0 1 0 21 5 11 10 6 16 23 13 15 8 13 9 5 5 0 0 0 1 1 1 0.957 1 0.133 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c1_35100Pp3c1_35100transcript PAC:32967977protein_codingNA c.-4697_-4696insATNA NA NA NA 4383
Chr01 24655115 A AAT Chr01_24655115_A_AATA_AAT INDEL 2326.24 1 0 1 10 6 16 22 13 2 0 0 0 1 0 21 5 11 10 6 16 23 13 15 8 13 9 5 5 0 0 0 1 1 1 0.957 1 0.133 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c1_35100Pp3c1_35100transcript PAC:32967978protein_codingNA c.-4697_-4696insATNA NA NA NA 4540
Chr01 24655115 A AAT Chr01_24655115_A_AATA_AAT INDEL 2326.24 1 0 1 10 6 16 22 13 2 0 0 0 1 0 21 5 11 10 6 16 23 13 15 8 13 9 5 5 0 0 0 1 1 1 0.957 1 0.133 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c1_35010-Pp3c1_35100Pp3c1_35010-Pp3c1_35100intergenic_regionPp3c1_35010-Pp3c1_35100NA NA n.24655115_24655116insATNA NA NA NA NA
Chr01 24750628 A C Chr01_24750628_A_CA_C SNP 19218.63 30 12 9 17 22 20 32 22 22 25 19 10 15 8 30 12 9 17 22 20 32 22 22 25 19 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35310Pp3c1_35310transcript PAC:32970595protein_codingNA c.*2182T>G NA NA NA NA 574
Chr01 24750628 A C Chr01_24750628_A_CA_C SNP 19218.63 30 12 9 17 22 20 32 22 22 25 19 10 15 8 30 12 9 17 22 20 32 22 22 25 19 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35310Pp3c1_35310transcript PAC:32970596protein_codingNA c.*2182T>G NA NA NA NA 123
Chr01 24750628 A C Chr01_24750628_A_CA_C SNP 19218.63 30 12 9 17 22 20 32 22 22 25 19 10 15 8 30 12 9 17 22 20 32 22 22 25 19 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35290-Pp3c1_35310Pp3c1_35290-Pp3c1_35310intergenic_regionPp3c1_35290-Pp3c1_35310NA NA n.24750628A>CNA NA NA NA NA
Chr01 24750629 C A Chr01_24750629_C_AC_A SNP 19218.63 30 12 9 17 23 20 33 22 23 26 19 10 15 8 30 12 9 17 23 20 33 22 23 26 19 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35310Pp3c1_35310transcript PAC:32970595protein_codingNA c.*2181G>T NA NA NA NA 573
Chr01 24750629 C A Chr01_24750629_C_AC_A SNP 19218.63 30 12 9 17 23 20 33 22 23 26 19 10 15 8 30 12 9 17 23 20 33 22 23 26 19 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35310Pp3c1_35310transcript PAC:32970596protein_codingNA c.*2181G>T NA NA NA NA 122
Chr01 24750629 C A Chr01_24750629_C_AC_A SNP 19218.63 30 12 9 17 23 20 33 22 23 26 19 10 15 8 30 12 9 17 23 20 33 22 23 26 19 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35290-Pp3c1_35310Pp3c1_35290-Pp3c1_35310intergenic_regionPp3c1_35290-Pp3c1_35310NA NA n.24750629C>ANA NA NA NA NA
Chr01 24750676 C CG Chr01_24750676_C_CGC_CG INDEL 21117.59 33 9 16 17 23 16 33 28 24 28 18 15 16 10 33 9 16 17 23 16 33 28 24 28 18 15 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35310Pp3c1_35310transcript PAC:32970595protein_codingNA c.*2133_*2134insCNA NA NA NA 525
Chr01 24750676 C CG Chr01_24750676_C_CGC_CG INDEL 21117.59 33 9 16 17 23 16 33 28 24 28 18 15 16 10 33 9 16 17 23 16 33 28 24 28 18 15 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35310Pp3c1_35310transcript PAC:32970596protein_codingNA c.*2133_*2134insCNA NA NA NA 74
Chr01 24750676 C CG Chr01_24750676_C_CGC_CG INDEL 21117.59 33 9 16 17 23 16 33 28 24 28 18 15 16 10 33 9 16 17 23 16 33 28 24 28 18 15 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35290-Pp3c1_35310Pp3c1_35290-Pp3c1_35310intergenic_regionPp3c1_35290-Pp3c1_35310NA NA n.24750676_24750677insGNA NA NA NA NA
Chr01 24750680 GA G Chr01_24750680_GA_GGA_G INDEL 21193.59 32 9 18 18 24 17 34 27 24 28 17 17 16 10 32 9 18 18 24 17 34 27 24 28 17 17 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35310Pp3c1_35310transcript PAC:32970595protein_codingNA c.*2129delT NA NA NA NA 521
Chr01 24750680 GA G Chr01_24750680_GA_GGA_G INDEL 21193.59 32 9 18 18 24 17 34 27 24 28 17 17 16 10 32 9 18 18 24 17 34 27 24 28 17 17 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35310Pp3c1_35310transcript PAC:32970596protein_codingNA c.*2129delT NA NA NA NA 70
Chr01 24750680 GA G Chr01_24750680_GA_GGA_G INDEL 21193.59 32 9 18 18 24 17 34 27 24 28 17 17 16 10 32 9 18 18 24 17 34 27 24 28 17 17 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35290-Pp3c1_35310Pp3c1_35290-Pp3c1_35310intergenic_regionPp3c1_35290-Pp3c1_35310NA NA n.24750681delANA NA NA NA NA
Chr01 24750711 G T Chr01_24750711_G_TG_T SNP 19064.63 30 7 19 16 23 19 37 24 20 25 19 18 11 10 30 7 19 16 23 19 37 24 20 25 19 18 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35310Pp3c1_35310transcript PAC:32970595protein_codingNA c.*2099C>A NA NA NA NA 491
Chr01 24750711 G T Chr01_24750711_G_TG_T SNP 19064.63 30 7 19 16 23 19 37 24 20 25 19 18 11 10 30 7 19 16 23 19 37 24 20 25 19 18 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35310Pp3c1_35310transcript PAC:32970596protein_codingNA c.*2099C>A NA NA NA NA 40
Chr01 24750711 G T Chr01_24750711_G_TG_T SNP 19064.63 30 7 19 16 23 19 37 24 20 25 19 18 11 10 30 7 19 16 23 19 37 24 20 25 19 18 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35290-Pp3c1_35310Pp3c1_35290-Pp3c1_35310intergenic_regionPp3c1_35290-Pp3c1_35310NA NA n.24750711G>TNA NA NA NA NA
Chr01 24805420 A AT Chr01_24805420_A_ATA_AT INDEL 14455.59 31 14 19 17 16 18 18 23 18 23 16 14 14 9 31 14 19 17 16 18 18 23 18 23 16 14 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35410-Pp3c1_35460Pp3c1_35410-Pp3c1_35460intergenic_regionPp3c1_35410-Pp3c1_35460NA NA n.24805420_24805421insTNA NA NA NA NA
Chr01 24807440 C A Chr01_24807440_C_AC_A SNP 15581.63 23 14 16 20 22 30 21 18 14 26 13 19 14 7 23 14 16 20 22 30 21 19 14 26 13 19 14 7 1 1 1 1 1 1 1 0.947 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35410-Pp3c1_35460Pp3c1_35410-Pp3c1_35460intergenic_regionPp3c1_35410-Pp3c1_35460NA NA n.24807440C>ANA NA NA NA NA
Chr01 24890652 AAATCCTAACCAAATTCTAACCAAATCCTA Chr01_24890652_AAATCCTAACCAAATTCTAACCAAATCCT_AAAATCCTAACCAAATTCTAACCAAATCCT_AINDEL 15426.59 21 13 6 28 14 19 15 14 27 24 13 9 12 10 21 13 6 28 14 19 15 14 27 24 13 9 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35460-Pp3c1_35560Pp3c1_35460-Pp3c1_35560intergenic_regionPp3c1_35460-Pp3c1_35560NA NA n.24890653_24890680delAATCCTAACCAAATTCTAACCAAATCCTNA NA NA NA NA
Chr01 24992907 T A Chr01_24992907_T_AT_A SNP 18533.63 25 17 15 20 13 23 24 26 22 15 16 23 9 7 25 17 15 20 13 23 24 26 22 15 16 23 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35640-Pp3c1_35660Pp3c1_35640-Pp3c1_35660intergenic_regionPp3c1_35640-Pp3c1_35660NA NA n.24992907T>ANA NA NA NA NA
Chr01 24992908 T A Chr01_24992908_T_AT_A SNP 18533.63 25 17 15 20 13 23 24 26 22 15 14 23 8 7 25 17 15 20 13 23 24 26 22 15 14 23 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35640-Pp3c1_35660Pp3c1_35640-Pp3c1_35660intergenic_regionPp3c1_35640-Pp3c1_35660NA NA n.24992908T>ANA NA NA NA NA
Chr01 24992909 T A Chr01_24992909_T_AT_A SNP 18533.63 25 17 15 20 13 23 24 26 22 15 15 23 8 7 25 17 15 20 13 23 24 26 22 15 15 23 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35640-Pp3c1_35660Pp3c1_35640-Pp3c1_35660intergenic_regionPp3c1_35640-Pp3c1_35660NA NA n.24992909T>ANA NA NA NA NA
Chr01 25098540 TTATA T Chr01_25098540_TTATA_TTTATA_T INDEL 15381.59 27 14 6 23 13 16 28 20 20 17 17 12 6 5 27 14 6 23 13 16 29 20 20 17 17 12 6 5 1 1 1 1 1 1 0.966 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_35820Pp3c1_35820transcript PAC:32967055protein_codingNA c.-3149_-3146delTATANA NA NA NA 2910
Chr01 25098540 TTATA T Chr01_25098540_TTATA_TTTATA_T INDEL 15381.59 27 14 6 23 13 16 28 20 20 17 17 12 6 5 27 14 6 23 13 16 29 20 20 17 17 12 6 5 1 1 1 1 1 1 0.966 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_35820Pp3c1_35820transcript PAC:32967057protein_codingNA c.-3149_-3146delTATANA NA NA NA 2888
Chr01 25098540 TTATA T Chr01_25098540_TTATA_TTTATA_T INDEL 15381.59 27 14 6 23 13 16 28 20 20 17 17 12 6 5 27 14 6 23 13 16 29 20 20 17 17 12 6 5 1 1 1 1 1 1 0.966 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_35820Pp3c1_35820transcript PAC:32967056protein_codingNA c.-3149_-3146delTATANA NA NA NA 2915
Chr01 25098540 TTATA T Chr01_25098540_TTATA_TTTATA_T INDEL 15381.59 27 14 6 23 13 16 28 20 20 17 17 12 6 5 27 14 6 23 13 16 29 20 20 17 17 12 6 5 1 1 1 1 1 1 0.966 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35860Pp3c1_35860transcript PAC:32970947protein_codingNA c.*5837_*5840delTATANA NA NA NA 4263
Chr01 25098540 TTATA T Chr01_25098540_TTATA_TTTATA_T INDEL 15381.59 27 14 6 23 13 16 28 20 20 17 17 12 6 5 27 14 6 23 13 16 29 20 20 17 17 12 6 5 1 1 1 1 1 1 0.966 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35860Pp3c1_35860transcript PAC:32970949protein_codingNA c.*5837_*5840delTATANA NA NA NA 4364
Chr01 25098540 TTATA T Chr01_25098540_TTATA_TTTATA_T INDEL 15381.59 27 14 6 23 13 16 28 20 20 17 17 12 6 5 27 14 6 23 13 16 29 20 20 17 17 12 6 5 1 1 1 1 1 1 0.966 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35860Pp3c1_35860transcript PAC:32970950protein_codingNA c.*5837_*5840delTATANA NA NA NA 4364
Chr01 25098540 TTATA T Chr01_25098540_TTATA_TTTATA_T INDEL 15381.59 27 14 6 23 13 16 28 20 20 17 17 12 6 5 27 14 6 23 13 16 29 20 20 17 17 12 6 5 1 1 1 1 1 1 0.966 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35860Pp3c1_35860transcript PAC:32970948protein_codingNA c.*5837_*5840delTATANA NA NA NA 4364
Chr01 25098540 TTATA T Chr01_25098540_TTATA_TTTATA_T INDEL 15381.59 27 14 6 23 13 16 28 20 20 17 17 12 6 5 27 14 6 23 13 16 29 20 20 17 17 12 6 5 1 1 1 1 1 1 0.966 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35860Pp3c1_35860transcript PAC:32970951protein_codingNA c.*5837_*5840delTATANA NA NA NA 4383
Chr01 25098540 TTATA T Chr01_25098540_TTATA_TTTATA_T INDEL 15381.59 27 14 6 23 13 16 28 20 20 17 17 12 6 5 27 14 6 23 13 16 29 20 20 17 17 12 6 5 1 1 1 1 1 1 0.966 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_35820-Pp3c1_35860Pp3c1_35820-Pp3c1_35860intergenic_regionPp3c1_35820-Pp3c1_35860NA NA n.25098541_25098544delTATANA NA NA NA NA
Chr01 25123643 A AC Chr01_25123643_A_ACA_AC INDEL 12120.59 21 7 4 20 11 13 21 20 18 17 12 15 10 16 21 7 4 20 11 13 21 20 18 17 12 15 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_35920Pp3c1_35920transcript PAC:32967615protein_coding 03-déc c.28dupC p.Leu10fs 484/1701 29/888 10/295 NA
Chr01 25123643 A AC Chr01_25123643_A_ACA_AC INDEL 12120.59 21 7 4 20 11 13 21 20 18 17 12 15 10 16 21 7 4 20 11 13 21 20 18 17 12 15 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_35920Pp3c1_35920transcript PAC:32967614protein_coding 03-déc c.28dupC p.Leu10fs 468/1616 29/888 10/295 NA
Chr01 25123643 A AC Chr01_25123643_A_ACA_AC INDEL 12120.59 21 7 4 20 11 13 21 20 18 17 12 15 10 16 21 7 4 20 11 13 21 20 18 17 12 15 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_35920Pp3c1_35920transcript PAC:32967613protein_coding 03-nov c.28dupC p.Leu10fs 468/2157 29/888 10/295 NA
Chr01 25123643 A AC Chr01_25123643_A_ACA_AC INDEL 12120.59 21 7 4 20 11 13 21 20 18 17 12 15 10 16 21 7 4 20 11 13 21 20 18 17 12 15 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35930Pp3c1_35930transcript PAC:32967844protein_codingNA c.*3035dupGNA NA NA NA 2788
Chr01 25123643 A AC Chr01_25123643_A_ACA_AC INDEL 12120.59 21 7 4 20 11 13 21 20 18 17 12 15 10 16 21 7 4 20 11 13 21 20 18 17 12 15 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_35930Pp3c1_35930transcript PAC:32967845protein_codingNA c.*3035dupGNA NA NA NA 2122
Chr01 25123643 A AC Chr01_25123643_A_ACA_AC INDEL 12120.59 21 7 4 20 11 13 21 20 18 17 12 15 10 16 21 7 4 20 11 13 21 20 18 17 12 15 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_35920Pp3c1_35920transcript PAC:32967612protein_coding 03-oct c.300+54dupCNA NA NA NA NA
Chr01 25363236 T C Chr01_25363236_T_CT_C SNP 19857.63 29 23 15 20 12 19 38 23 21 39 13 14 8 10 29 23 15 20 12 19 38 23 21 39 13 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_36370-Pp3c1_36390Pp3c1_36370-Pp3c1_36390intergenic_regionPp3c1_36370-Pp3c1_36390NA NA n.25363236T>CNA NA NA NA NA
Chr01 25561532 A AT Chr01_25561532_A_ATA_AT INDEL 17461.59 32 17 17 23 24 25 39 25 26 23 14 23 11 10 32 17 17 23 24 25 39 25 26 23 14 23 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_36710-Pp3c1_36760Pp3c1_36710-Pp3c1_36760intergenic_regionPp3c1_36710-Pp3c1_36760NA NA n.25561532_25561533insTNA NA NA NA NA
Chr01 25698904 A G Chr01_25698904_A_GA_G SNP 13173.63 30 5 12 35 16 22 21 13 10 16 4 10 7 6 30 5 12 35 16 22 21 13 10 16 4 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_37000Pp3c1_37000transcript PAC:32971114protein_codingNA c.-3889T>C NA NA NA NA 3889
Chr01 25698904 A G Chr01_25698904_A_GA_G SNP 13173.63 30 5 12 35 16 22 21 13 10 16 4 10 7 6 30 5 12 35 16 22 21 13 10 16 4 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_37000-Pp3c1_37030Pp3c1_37000-Pp3c1_37030intergenic_regionPp3c1_37000-Pp3c1_37030NA NA n.25698904A>GNA NA NA NA NA
Chr01 25698930 T A Chr01_25698930_T_AT_A SNP 14701.63 30 9 13 41 15 26 25 18 12 20 6 13 8 6 30 9 13 41 15 26 25 18 12 20 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_37000Pp3c1_37000transcript PAC:32971114protein_codingNA c.-3915A>T NA NA NA NA 3915
Chr01 25698930 T A Chr01_25698930_T_AT_A SNP 14701.63 30 9 13 41 15 26 25 18 12 20 6 13 8 6 30 9 13 41 15 26 25 18 12 20 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_37000-Pp3c1_37030Pp3c1_37000-Pp3c1_37030intergenic_regionPp3c1_37000-Pp3c1_37030NA NA n.25698930T>ANA NA NA NA NA
Chr01 25948463 C CA Chr01_25948463_C_CAC_CA INDEL 16310.59 22 15 16 18 19 34 32 19 30 22 17 7 11 10 22 15 16 18 19 34 32 19 30 22 17 7 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_37360Pp3c1_37360transcript PAC:32967658protein_codingNA c.*3195_*3196insANA NA NA NA 2730
Chr01 25948463 C CA Chr01_25948463_C_CAC_CA INDEL 16310.59 22 15 16 18 19 34 32 19 30 22 17 7 11 10 22 15 16 18 19 34 32 19 30 22 17 7 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_37360Pp3c1_37360transcript PAC:32967659protein_codingNA c.*3195_*3196insANA NA NA NA 2660
Chr01 25948463 C CA Chr01_25948463_C_CAC_CA INDEL 16310.59 22 15 16 18 19 34 32 19 30 22 17 7 11 10 22 15 16 18 19 34 32 19 30 22 17 7 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_37360-Pp3c1_37420Pp3c1_37360-Pp3c1_37420intergenic_regionPp3c1_37360-Pp3c1_37420NA NA n.25948463_25948464insANA NA NA NA NA
Chr01 26247533 A T Chr01_26247533_A_TA_T SNP 7894.63 10 5 8 8 9 7 13 5 13 8 13 11 4 5 10 5 8 8 9 7 13 5 13 8 13 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_37810-Pp3c1_37850Pp3c1_37810-Pp3c1_37850intergenic_regionPp3c1_37810-Pp3c1_37850NA NA n.26247533A>TNA NA NA NA NA
Chr01 26254863 T A Chr01_26254863_T_AT_A SNP 19044.63 34 13 17 29 22 25 25 19 19 28 13 15 10 16 34 13 17 29 22 25 25 19 19 28 13 15 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_37810-Pp3c1_37850Pp3c1_37810-Pp3c1_37850intergenic_regionPp3c1_37810-Pp3c1_37850NA NA n.26254863T>ANA NA NA NA NA
Chr01 26254947 A T Chr01_26254947_A_TA_T SNP 11310.63 20 6 9 17 10 14 16 9 8 12 6 7 10 9 20 6 9 17 10 14 16 9 8 12 6 7 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_37810-Pp3c1_37850Pp3c1_37810-Pp3c1_37850intergenic_regionPp3c1_37810-Pp3c1_37850NA NA n.26254947A>TNA NA NA NA NA
Chr01 26254949 T TA Chr01_26254949_T_TAT_TA INDEL 11301.59 19 6 7 17 10 14 16 9 8 12 5 7 10 9 19 6 7 17 10 14 16 9 8 12 5 7 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_37810-Pp3c1_37850Pp3c1_37810-Pp3c1_37850intergenic_regionPp3c1_37810-Pp3c1_37850NA NA n.26254949_26254950insANA NA NA NA NA
Chr01 26255251 A AT Chr01_26255251_A_ATA_AT INDEL 16141.59 23 17 12 29 24 30 34 23 21 31 17 15 13 8 23 17 12 29 24 30 34 23 21 31 17 15 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_37850Pp3c1_37850transcript PAC:32970451protein_codingNA c.*5149_*5150insANA NA NA NA 4822
Chr01 26255251 A AT Chr01_26255251_A_ATA_AT INDEL 16141.59 23 17 12 29 24 30 34 23 21 31 17 15 13 8 23 17 12 29 24 30 34 23 21 31 17 15 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_37850Pp3c1_37850transcript PAC:32970452protein_codingNA c.*5149_*5150insANA NA NA NA 4879
Chr01 26255251 A AT Chr01_26255251_A_ATA_AT INDEL 16141.59 23 17 12 29 24 30 34 23 21 31 17 15 13 8 23 17 12 29 24 30 34 23 21 31 17 15 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_37810-Pp3c1_37850Pp3c1_37810-Pp3c1_37850intergenic_regionPp3c1_37810-Pp3c1_37850NA NA n.26255251_26255252insTNA NA NA NA NA
Chr01 26375729 C A Chr01_26375729_C_AC_A SNP 17470.63 25 11 11 22 23 19 25 25 27 12 11 10 9 8 25 11 11 22 23 19 25 25 27 12 11 10 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_37999-Pp3c1_38030Pp3c1_37999-Pp3c1_38030intergenic_regionPp3c1_37999-Pp3c1_38030NA NA n.26375729C>ANA NA NA NA NA
Chr01 26572712 C A Chr01_26572712_C_AC_A SNP 20956.63 28 12 9 26 15 27 24 22 28 33 12 18 17 8 28 12 9 26 15 27 24 22 28 33 12 18 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_38271-Pp3c1_38330Pp3c1_38271-Pp3c1_38330intergenic_regionPp3c1_38271-Pp3c1_38330NA NA n.26572712C>ANA NA NA NA NA
Chr01 26572724 C A Chr01_26572724_C_AC_A SNP 20685.63 27 12 7 25 12 23 22 25 27 33 12 18 16 8 27 12 7 25 12 23 22 25 27 33 12 18 16 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_38271-Pp3c1_38330Pp3c1_38271-Pp3c1_38330intergenic_regionPp3c1_38271-Pp3c1_38330NA NA n.26572724C>ANA NA NA NA NA
Chr01 26572752 C A Chr01_26572752_C_AC_A SNP 19871.63 27 13 11 27 17 19 23 29 26 31 12 16 18 7 27 13 11 27 17 19 23 29 26 31 12 16 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_38271-Pp3c1_38330Pp3c1_38271-Pp3c1_38330intergenic_regionPp3c1_38271-Pp3c1_38330NA NA n.26572752C>ANA NA NA NA NA
Chr01 26573814 G A Chr01_26573814_G_AG_A SNP 17971.63 24 13 20 27 15 28 25 25 27 21 14 8 11 12 24 13 20 27 15 28 25 25 27 21 14 8 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_38271-Pp3c1_38330Pp3c1_38271-Pp3c1_38330intergenic_regionPp3c1_38271-Pp3c1_38330NA NA n.26573814G>ANA NA NA NA NA
Chr01 26573874 A C Chr01_26573874_A_CA_C SNP 16173.63 21 10 23 17 14 21 15 20 14 25 13 8 8 9 21 10 23 17 14 21 15 20 14 25 13 8 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_38271-Pp3c1_38330Pp3c1_38271-Pp3c1_38330intergenic_regionPp3c1_38271-Pp3c1_38330NA NA n.26573874A>CNA NA NA NA NA
Chr01 26573875 C A Chr01_26573875_C_AC_A SNP 16173.63 22 10 23 18 14 22 15 20 14 25 13 8 7 9 22 10 23 18 14 22 15 20 14 25 13 8 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_38271-Pp3c1_38330Pp3c1_38271-Pp3c1_38330intergenic_regionPp3c1_38271-Pp3c1_38330NA NA n.26573875C>ANA NA NA NA NA
Chr01 26573912 G GA Chr01_26573912_G_GAG_GA INDEL 11600.59 29 13 19 20 16 22 13 20 14 23 14 5 7 9 29 13 19 20 16 22 13 20 14 23 14 5 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_38271-Pp3c1_38330Pp3c1_38271-Pp3c1_38330intergenic_regionPp3c1_38271-Pp3c1_38330NA NA n.26573912_26573913insANA NA NA NA NA
Chr01 26580098 T TTA Chr01_26580098_T_TTAT_TTA INDEL 3077.93 0 0 0 0 0 1 0 0 20 19 7 14 12 5 26 8 16 16 12 26 30 19 20 19 7 14 13 5 0 0 0 0 0 0 0 0 1 1 1 1 0.923 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_38330Pp3c1_38330transcript PAC:32969644protein_codingNA c.-2909_-2908insTANA NA NA NA 1870
Chr01 26580098 T TTA Chr01_26580098_T_TTAT_TTA INDEL 3077.93 0 0 0 0 0 1 0 0 20 19 7 14 12 5 26 8 16 16 12 26 30 19 20 19 7 14 13 5 0 0 0 0 0 0 0 0 1 1 1 1 0.923 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_38330Pp3c1_38330transcript PAC:32969645protein_codingNA c.-2909_-2908insTANA NA NA NA 1896
Chr01 26580098 T TTA Chr01_26580098_T_TTAT_TTA INDEL 3077.93 0 0 0 0 0 1 0 0 20 19 7 14 12 5 26 8 16 16 12 26 30 19 20 19 7 14 13 5 0 0 0 0 0 0 0 0 1 1 1 1 0.923 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_38271-Pp3c1_38330Pp3c1_38271-Pp3c1_38330intergenic_regionPp3c1_38271-Pp3c1_38330NA NA n.26580098_26580099insTANA NA NA NA NA
Chr01 26703756 TGGA T Chr01_26703756_TGGA_TTGGA_T INDEL 19413.59 27 12 22 27 22 22 26 20 15 24 13 15 14 14 27 12 22 27 22 22 26 20 15 24 13 15 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_38440-Pp3c1_38520Pp3c1_38440-Pp3c1_38520intergenic_regionPp3c1_38440-Pp3c1_38520NA NA n.26703757_26703759delGGANA NA NA NA NA
Chr01 26703760 A T Chr01_26703760_A_TA_T SNP 19648.63 27 12 22 27 22 22 27 20 16 24 13 15 15 14 27 12 22 27 22 22 27 20 16 24 13 15 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_38440-Pp3c1_38520Pp3c1_38440-Pp3c1_38520intergenic_regionPp3c1_38440-Pp3c1_38520NA NA n.26703760A>TNA NA NA NA NA
Chr01 26703762 G GTCTTC Chr01_26703762_G_GTCTTCG_GTCTTC INDEL 20286.59 26 12 22 26 23 23 27 21 17 24 12 15 15 13 26 12 22 26 23 23 27 21 17 24 12 15 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_38440-Pp3c1_38520Pp3c1_38440-Pp3c1_38520intergenic_regionPp3c1_38440-Pp3c1_38520NA NA n.26703762_26703763insTCTTCNA NA NA NA NA
Chr01 26715070 G A Chr01_26715070_G_AG_A SNP 3147.98 0 0 0 0 0 0 0 0 21 27 10 8 11 12 26 6 17 15 22 22 20 18 21 27 10 8 11 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c1_38520Pp3c1_38520transcript PAC:32967036protein_codingNA c.-2230G>A NA NA NA NA 2230
Chr01 26715070 G A Chr01_26715070_G_AG_A SNP 3147.98 0 0 0 0 0 0 0 0 21 27 10 8 11 12 26 6 17 15 22 22 20 18 21 27 10 8 11 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_38440-Pp3c1_38520Pp3c1_38440-Pp3c1_38520intergenic_regionPp3c1_38440-Pp3c1_38520NA NA n.26715070G>ANA NA NA NA NA
Chr01 26849618 AG A Chr01_26849618_AG_AAG_A INDEL 18017.59 30 10 19 24 20 19 30 26 18 21 15 15 11 7 30 10 19 24 20 19 30 26 18 21 15 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_38740-Pp3c1_38750Pp3c1_38740-Pp3c1_38750intergenic_regionPp3c1_38740-Pp3c1_38750NA NA n.26849619delGNA NA NA NA NA
Chr01 27411094 C T Chr01_27411094_C_TC_T SNP 8234.63 12 4 6 6 6 8 9 11 12 15 6 8 4 5 12 4 6 6 6 8 9 11 12 15 6 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39350-Pp3c1_39390Pp3c1_39350-Pp3c1_39390intergenic_regionPp3c1_39350-Pp3c1_39390NA NA n.27411094C>TNA NA NA NA NA
Chr01 27411095 G T Chr01_27411095_G_TG_T SNP 8234.63 12 4 6 6 6 8 9 11 12 15 6 8 4 5 12 4 6 6 6 8 9 11 12 15 6 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39350-Pp3c1_39390Pp3c1_39350-Pp3c1_39390intergenic_regionPp3c1_39350-Pp3c1_39390NA NA n.27411095G>TNA NA NA NA NA
Chr01 27431951 C CA Chr01_27431951_C_CAC_CA INDEL 15729.59 27 13 9 43 24 26 29 11 16 22 11 18 11 12 27 13 9 43 24 26 29 11 16 22 11 18 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_39420Pp3c1_39420transcript PAC:32967091protein_codingNA c.-2241_-2240insTNA NA NA NA 2241
Chr01 27431951 C CA Chr01_27431951_C_CAC_CA INDEL 15729.59 27 13 9 43 24 26 29 11 16 22 11 18 11 12 27 13 9 43 24 26 29 11 16 22 11 18 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_39440Pp3c1_39440transcript PAC:32969914protein_codingNA c.-2334_-2333insANA NA NA NA 1822
Chr01 27431951 C CA Chr01_27431951_C_CAC_CA INDEL 15729.59 27 13 9 43 24 26 29 11 16 22 11 18 11 12 27 13 9 43 24 26 29 11 16 22 11 18 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_39440Pp3c1_39440transcript PAC:32969915protein_codingNA c.-2334_-2333insANA NA NA NA 1822



Chr01 27431951 C CA Chr01_27431951_C_CAC_CA INDEL 15729.59 27 13 9 43 24 26 29 11 16 22 11 18 11 12 27 13 9 43 24 26 29 11 16 22 11 18 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_39400Pp3c1_39400transcript PAC:32971123protein_codingNA c.*4936_*4937insANA NA NA NA 4822
Chr01 27431951 C CA Chr01_27431951_C_CAC_CA INDEL 15729.59 27 13 9 43 24 26 29 11 16 22 11 18 11 12 27 13 9 43 24 26 29 11 16 22 11 18 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_39400Pp3c1_39400transcript PAC:32971124protein_codingNA c.*4936_*4937insANA NA NA NA 4269
Chr01 27431951 C CA Chr01_27431951_C_CAC_CA INDEL 15729.59 27 13 9 43 24 26 29 11 16 22 11 18 11 12 27 13 9 43 24 26 29 11 16 22 11 18 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39420-Pp3c1_39440Pp3c1_39420-Pp3c1_39440intergenic_regionPp3c1_39420-Pp3c1_39440NA NA n.27431951_27431952insANA NA NA NA NA
Chr01 27482739 C T Chr01_27482739_C_TC_T SNP 5034.29 0 0 0 12 14 21 28 27 0 0 0 0 0 0 15 11 21 12 14 21 28 27 18 24 10 15 15 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_39470-Pp3c1_39510Pp3c1_39470-Pp3c1_39510intergenic_regionPp3c1_39470-Pp3c1_39510NA NA n.27482739C>TNA NA NA NA NA
Chr01 27524701 C A Chr01_27524701_C_AC_A SNP 15639.63 23 17 9 25 19 19 37 17 21 25 12 14 10 7 23 17 9 25 19 19 37 17 21 25 12 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39540-Pp3c1_39550Pp3c1_39540-Pp3c1_39550intergenic_regionPp3c1_39540-Pp3c1_39550NA NA n.27524701C>ANA NA NA NA NA
Chr01 27524772 C G Chr01_27524772_C_GC_G SNP 15547.63 23 19 14 22 19 22 31 14 21 19 14 17 12 11 23 19 14 22 19 22 31 14 21 19 14 17 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39540-Pp3c1_39550Pp3c1_39540-Pp3c1_39550intergenic_regionPp3c1_39540-Pp3c1_39550NA NA n.27524772C>GNA NA NA NA NA
Chr01 27538320 A C Chr01_27538320_A_CA_C SNP 9865.63 17 9 9 12 9 18 19 14 18 8 4 12 8 11 17 9 9 12 9 18 19 14 18 8 4 13 8 11 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39540-Pp3c1_39550Pp3c1_39540-Pp3c1_39550intergenic_regionPp3c1_39540-Pp3c1_39550NA NA n.27538320A>CNA NA NA NA NA
Chr01 27548763 A T Chr01_27548763_A_TA_T SNP 17849.63 28 9 12 19 27 23 30 17 27 32 15 15 12 15 28 9 12 19 27 23 30 17 27 32 15 15 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_39550Pp3c1_39550transcript PAC:32968793protein_codingNA c.*3035A>T NA NA NA NA 2618
Chr01 27548763 A T Chr01_27548763_A_TA_T SNP 17849.63 28 9 12 19 27 23 30 17 27 32 15 15 12 15 28 9 12 19 27 23 30 17 27 32 15 15 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_39550Pp3c1_39550transcript PAC:32968794protein_codingNA c.*3132A>T NA NA NA NA 2606
Chr01 27548763 A T Chr01_27548763_A_TA_T SNP 17849.63 28 9 12 19 27 23 30 17 27 32 15 15 12 15 28 9 12 19 27 23 30 17 27 32 15 15 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39550-Pp3c1_39580Pp3c1_39550-Pp3c1_39580intergenic_regionPp3c1_39550-Pp3c1_39580NA NA n.27548763A>TNA NA NA NA NA
Chr01 27548820 T C Chr01_27548820_T_CT_C SNP 22016.63 28 11 21 21 28 33 40 20 27 25 20 20 12 13 28 11 21 21 28 33 40 20 27 25 20 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_39550Pp3c1_39550transcript PAC:32968793protein_codingNA c.*3092T>C NA NA NA NA 2675
Chr01 27548820 T C Chr01_27548820_T_CT_C SNP 22016.63 28 11 21 21 28 33 40 20 27 25 20 20 12 13 28 11 21 21 28 33 40 20 27 25 20 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_39550Pp3c1_39550transcript PAC:32968794protein_codingNA c.*3189T>C NA NA NA NA 2663
Chr01 27548820 T C Chr01_27548820_T_CT_C SNP 22016.63 28 11 21 21 28 33 40 20 27 25 20 20 12 13 28 11 21 21 28 33 40 20 27 25 20 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39550-Pp3c1_39580Pp3c1_39550-Pp3c1_39580intergenic_regionPp3c1_39550-Pp3c1_39580NA NA n.27548820T>CNA NA NA NA NA
Chr01 27548826 A G Chr01_27548826_A_GA_G SNP 22149.63 28 11 22 22 29 34 40 20 26 26 19 22 15 13 28 11 22 22 29 34 40 20 26 26 19 22 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_39550Pp3c1_39550transcript PAC:32968793protein_codingNA c.*3098A>G NA NA NA NA 2681
Chr01 27548826 A G Chr01_27548826_A_GA_G SNP 22149.63 28 11 22 22 29 34 40 20 26 26 19 22 15 13 28 11 22 22 29 34 40 20 26 26 19 22 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_39550Pp3c1_39550transcript PAC:32968794protein_codingNA c.*3195A>G NA NA NA NA 2669
Chr01 27548826 A G Chr01_27548826_A_GA_G SNP 22149.63 28 11 22 22 29 34 40 20 26 26 19 22 15 13 28 11 22 22 29 34 40 20 26 26 19 22 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39550-Pp3c1_39580Pp3c1_39550-Pp3c1_39580intergenic_regionPp3c1_39550-Pp3c1_39580NA NA n.27548826A>GNA NA NA NA NA
Chr01 27630143 G T Chr01_27630143_G_TG_T SNP 21515.63 27 15 21 29 30 31 28 26 24 18 12 22 13 9 27 15 21 29 30 31 28 26 24 18 12 22 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39640-Pp3c1_39700Pp3c1_39640-Pp3c1_39700intergenic_regionPp3c1_39640-Pp3c1_39700NA NA n.27630143G>TNA NA NA NA NA
Chr01 27636445 G T Chr01_27636445_G_TG_T SNP 14431.63 16 18 18 20 15 22 30 22 20 14 9 24 12 4 16 18 18 20 15 22 30 22 20 14 9 24 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39640-Pp3c1_39700Pp3c1_39640-Pp3c1_39700intergenic_regionPp3c1_39640-Pp3c1_39700NA NA n.27636445G>TNA NA NA NA NA
Chr01 27713331 A T Chr01_27713331_A_TA_T SNP 16500.63 25 10 19 25 13 23 31 14 24 22 12 26 4 7 25 10 19 25 13 23 31 14 24 22 12 26 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39750-Pp3c1_39760Pp3c1_39750-Pp3c1_39760intergenic_regionPp3c1_39750-Pp3c1_39760NA NA n.27713331A>TNA NA NA NA NA
Chr01 27713431 G T Chr01_27713431_G_TG_T SNP 16891.63 25 13 18 31 16 26 26 18 13 12 16 20 6 9 25 13 18 31 16 26 26 18 13 12 16 20 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_39750-Pp3c1_39760Pp3c1_39750-Pp3c1_39760intergenic_regionPp3c1_39750-Pp3c1_39760NA NA n.27713431G>TNA NA NA NA NA
Chr01 27819870 T TA Chr01_27819870_T_TAT_TA INDEL 2484.5 0 0 0 14 15 20 16 19 0 0 0 0 0 0 18 9 5 14 15 20 16 19 15 23 12 11 5 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_39880Pp3c1_39880transcript PAC:32971012protein_codingNA c.*5252_*5253insANA NA NA NA 4562
Chr01 27819870 T TA Chr01_27819870_T_TAT_TA INDEL 2484.5 0 0 0 14 15 20 16 19 0 0 0 0 0 0 18 9 5 14 15 20 16 19 15 23 12 11 5 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c1_39880Pp3c1_39880transcript PAC:32971013protein_codingNA c.*5252_*5253insANA NA NA NA 4576
Chr01 27819870 T TA Chr01_27819870_T_TAT_TA INDEL 2484.5 0 0 0 14 15 20 16 19 0 0 0 0 0 0 18 9 5 14 15 20 16 19 15 23 12 11 5 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_39880-Pp3c1_39900Pp3c1_39880-Pp3c1_39900intergenic_regionPp3c1_39880-Pp3c1_39900NA NA n.27819870_27819871insANA NA NA NA NA
Chr01 28010653 G T Chr01_28010653_G_TG_T SNP 2455.39 29 14 16 0 0 0 0 0 0 0 0 0 0 0 29 14 16 32 9 32 28 20 21 25 17 14 10 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c1_40270-Pp3c1_40310Pp3c1_40270-Pp3c1_40310intergenic_regionPp3c1_40270-Pp3c1_40310NA NA n.28010653G>TNA NA NA NA NA
Chr01 28046682 AT A Chr01_28046682_AT_AAT_A INDEL 5245.24 0 0 0 32 16 27 42 25 0 0 0 0 0 0 34 16 16 32 16 27 42 25 30 22 8 17 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_40330Pp3c1_40330transcript PAC:32967522protein_codingNA c.-5831delA NA NA NA NA 4869
Chr01 28046682 AT A Chr01_28046682_AT_AAT_A INDEL 5245.24 0 0 0 32 16 27 42 25 0 0 0 0 0 0 34 16 16 32 16 27 42 25 30 22 8 17 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_40330Pp3c1_40330transcript PAC:32967520protein_codingNA c.-5831delA NA NA NA NA 4911
Chr01 28046682 AT A Chr01_28046682_AT_AAT_A INDEL 5245.24 0 0 0 32 16 27 42 25 0 0 0 0 0 0 34 16 16 32 16 27 42 25 30 22 8 17 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_40330Pp3c1_40330transcript PAC:32967521protein_codingNA c.-5831delA NA NA NA NA 4911
Chr01 28046682 AT A Chr01_28046682_AT_AAT_A INDEL 5245.24 0 0 0 32 16 27 42 25 0 0 0 0 0 0 34 16 16 32 16 27 42 25 30 22 8 17 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_40330-Pp3c1_40350Pp3c1_40330-Pp3c1_40350intergenic_regionPp3c1_40330-Pp3c1_40350NA NA n.28046683delTNA NA NA NA NA
Chr01 28112701 G A Chr01_28112701_G_AG_A SNP 6585.29 0 0 0 30 16 30 31 22 0 0 0 0 0 0 35 15 14 30 16 30 32 22 20 20 13 12 12 7 0 0 0 1 1 1 0.969 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_40380Pp3c1_40380transcript PAC:32968000protein_codingNA c.-4555C>T NA NA NA NA 4161
Chr01 28112701 G A Chr01_28112701_G_AG_A SNP 6585.29 0 0 0 30 16 30 31 22 0 0 0 0 0 0 35 15 14 30 16 30 32 22 20 20 13 12 12 7 0 0 0 1 1 1 0.969 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c1_40380Pp3c1_40380transcript PAC:32968001protein_codingNA c.-4555C>T NA NA NA NA 4402
Chr01 28112701 G A Chr01_28112701_G_AG_A SNP 6585.29 0 0 0 30 16 30 31 22 0 0 0 0 0 0 35 15 14 30 16 30 32 22 20 20 13 12 12 7 0 0 0 1 1 1 0.969 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c1_40380-Pp3c1_40410Pp3c1_40380-Pp3c1_40410intergenic_regionPp3c1_40380-Pp3c1_40410NA NA n.28112701G>ANA NA NA NA NA
Chr01 28165822 G A Chr01_28165822_G_AG_A SNP 20703.63 35 18 8 30 19 28 28 33 22 25 19 11 16 17 35 18 8 30 19 28 28 33 22 25 19 11 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40420-Pp3c1_40450Pp3c1_40420-Pp3c1_40450intergenic_regionPp3c1_40420-Pp3c1_40450NA NA n.28165822G>ANA NA NA NA NA
Chr01 28165912 TC T Chr01_28165912_TC_TTC_T INDEL 19788.59 30 13 10 24 13 24 28 26 26 20 17 15 20 7 30 13 10 24 13 24 28 26 26 20 17 15 20 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40420-Pp3c1_40450Pp3c1_40420-Pp3c1_40450intergenic_regionPp3c1_40420-Pp3c1_40450NA NA n.28165913delCNA NA NA NA NA
Chr01 28165919 A AT Chr01_28165919_A_ATA_AT INDEL 20246.59 30 14 9 24 13 24 28 27 27 20 17 15 20 7 30 14 9 24 13 24 28 27 27 20 17 15 20 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40420-Pp3c1_40450Pp3c1_40420-Pp3c1_40450intergenic_regionPp3c1_40420-Pp3c1_40450NA NA n.28165919_28165920insTNA NA NA NA NA
Chr01 28178082 A T Chr01_28178082_A_TA_T SNP 10203.63 15 6 5 15 9 13 17 11 13 10 12 11 9 9 15 6 5 15 9 13 17 11 13 10 12 11 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40420-Pp3c1_40450Pp3c1_40420-Pp3c1_40450intergenic_regionPp3c1_40420-Pp3c1_40450NA NA n.28178082A>TNA NA NA NA NA
Chr01 28261793 C CAAATCCTAAATCAAATCCTAACCAAATCCTChr01_28261793_C_CAAATCCTAAATCAAATCCTAACCAAATCCTC_CAAATCCTAAATCAAATCCTAACCAAATCCTINDEL 20513.59 30 11 13 23 14 12 36 18 14 16 6 19 4 5 30 11 13 23 14 12 36 18 14 16 6 19 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40560-Pp3c1_40570Pp3c1_40560-Pp3c1_40570intergenic_regionPp3c1_40560-Pp3c1_40570NA NA n.28261793_28261794insAAATCCTAAATCAAATCCTAACCAAATCCTNA NA NA NA NA
Chr01 28263654 G C Chr01_28263654_G_CG_C SNP 12430.63 17 10 11 10 11 23 17 16 10 16 11 13 9 6 17 10 11 10 11 23 18 16 10 16 11 13 9 6 1 1 1 1 1 1 0.944 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40560-Pp3c1_40570Pp3c1_40560-Pp3c1_40570intergenic_regionPp3c1_40560-Pp3c1_40570NA NA n.28263654G>CNA NA NA NA NA
Chr01 28263672 G C Chr01_28263672_G_CG_C SNP 11090.63 14 9 9 10 10 22 16 14 9 13 9 14 10 6 14 9 9 10 10 22 16 14 9 13 9 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40560-Pp3c1_40570Pp3c1_40560-Pp3c1_40570intergenic_regionPp3c1_40560-Pp3c1_40570NA NA n.28263672G>CNA NA NA NA NA
Chr01 28263691 G C Chr01_28263691_G_CG_C SNP 9847.63 11 8 6 9 9 19 15 13 6 13 7 13 9 4 11 8 6 9 9 19 15 13 6 13 7 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40560-Pp3c1_40570Pp3c1_40560-Pp3c1_40570intergenic_regionPp3c1_40560-Pp3c1_40570NA NA n.28263691G>CNA NA NA NA NA
Chr01 28263694 G C Chr01_28263694_G_CG_C SNP 9705.63 11 7 6 9 9 18 15 13 6 13 7 14 9 7 11 7 6 9 9 18 15 13 6 13 7 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40560-Pp3c1_40570Pp3c1_40560-Pp3c1_40570intergenic_regionPp3c1_40560-Pp3c1_40570NA NA n.28263694G>CNA NA NA NA NA
Chr01 28263795 G C Chr01_28263795_G_CG_C SNP 13096.63 18 6 11 5 12 16 18 18 15 20 8 16 5 9 18 6 11 5 12 16 18 18 15 20 8 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40560-Pp3c1_40570Pp3c1_40560-Pp3c1_40570intergenic_regionPp3c1_40560-Pp3c1_40570NA NA n.28263795G>CNA NA NA NA NA
Chr01 28264082 G A Chr01_28264082_G_AG_A SNP 15177.63 23 23 15 12 12 22 27 23 8 16 6 13 11 8 23 23 15 12 12 22 27 23 8 16 6 13 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40560-Pp3c1_40570Pp3c1_40560-Pp3c1_40570intergenic_regionPp3c1_40560-Pp3c1_40570NA NA n.28264082G>ANA NA NA NA NA
Chr01 28264091 G A Chr01_28264091_G_AG_A SNP 16070.63 23 24 16 14 11 23 27 23 8 17 7 18 13 8 23 24 16 14 11 23 27 23 8 17 7 18 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40560-Pp3c1_40570Pp3c1_40560-Pp3c1_40570intergenic_regionPp3c1_40560-Pp3c1_40570NA NA n.28264091G>ANA NA NA NA NA
Chr01 28306644 A C Chr01_28306644_A_CA_C SNP 16217.63 25 16 16 19 16 23 27 17 8 21 12 18 11 5 25 16 16 19 16 23 27 17 8 21 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970869protein_coding 01-juin c.-320A>C NA NA NA NA 765
Chr01 28306644 A C Chr01_28306644_A_CA_C SNP 16217.63 25 16 16 19 16 23 27 17 8 21 12 18 11 5 25 16 16 19 16 23 27 17 8 21 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970865protein_coding 01-juin c.-320A>C NA NA NA NA 765
Chr01 28306644 A C Chr01_28306644_A_CA_C SNP 16217.63 25 16 16 19 16 23 27 17 8 21 12 18 11 5 25 16 16 19 16 23 27 17 8 21 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970867protein_coding 01-juin c.-473A>C NA NA NA NA 765
Chr01 28306644 A C Chr01_28306644_A_CA_C SNP 16217.63 25 16 16 19 16 23 27 17 8 21 12 18 11 5 25 16 16 19 16 23 27 17 8 21 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970864protein_codingNA c.-765A>C NA NA NA NA 110
Chr01 28306644 A C Chr01_28306644_A_CA_C SNP 16217.63 25 16 16 19 16 23 27 17 8 21 12 18 11 5 25 16 16 19 16 23 27 17 8 21 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970866protein_codingNA c.-765A>C NA NA NA NA 110
Chr01 28306644 A C Chr01_28306644_A_CA_C SNP 16217.63 25 16 16 19 16 23 27 17 8 21 12 18 11 5 25 16 16 19 16 23 27 17 8 21 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970868protein_codingNA c.-765A>C NA NA NA NA 224
Chr01 28306647 A C Chr01_28306647_A_CA_C SNP 16200.63 24 17 16 19 16 23 27 18 8 21 13 17 12 5 24 17 16 19 16 23 27 18 8 21 13 17 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970869protein_coding 01-juin c.-317A>C NA NA NA NA 762
Chr01 28306647 A C Chr01_28306647_A_CA_C SNP 16200.63 24 17 16 19 16 23 27 18 8 21 13 17 12 5 24 17 16 19 16 23 27 18 8 21 13 17 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970865protein_coding 01-juin c.-317A>C NA NA NA NA 762
Chr01 28306647 A C Chr01_28306647_A_CA_C SNP 16200.63 24 17 16 19 16 23 27 18 8 21 13 17 12 5 24 17 16 19 16 23 27 18 8 21 13 17 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970867protein_coding 01-juin c.-470A>C NA NA NA NA 762
Chr01 28306647 A C Chr01_28306647_A_CA_C SNP 16200.63 24 17 16 19 16 23 27 18 8 21 13 17 12 5 24 17 16 19 16 23 27 18 8 21 13 17 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970864protein_codingNA c.-762A>C NA NA NA NA 107
Chr01 28306647 A C Chr01_28306647_A_CA_C SNP 16200.63 24 17 16 19 16 23 27 18 8 21 13 17 12 5 24 17 16 19 16 23 27 18 8 21 13 17 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970866protein_codingNA c.-762A>C NA NA NA NA 107
Chr01 28306647 A C Chr01_28306647_A_CA_C SNP 16200.63 24 17 16 19 16 23 27 18 8 21 13 17 12 5 24 17 16 19 16 23 27 18 8 21 13 17 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_40570Pp3c1_40570transcript PAC:32970868protein_codingNA c.-762A>C NA NA NA NA 221
Chr01 28329710 A G Chr01_28329710_A_GA_G SNP 13212.63 23 14 14 18 14 19 22 18 17 20 11 12 11 11 23 14 14 18 14 19 22 18 17 20 11 12 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40570-Pp3c1_40600Pp3c1_40570-Pp3c1_40600intergenic_regionPp3c1_40570-Pp3c1_40600NA NA n.28329710A>GNA NA NA NA NA
Chr01 28395993 A AAT Chr01_28395993_A_AATA_AAT INDEL 14058.59 19 12 17 26 20 30 29 20 14 17 16 14 9 12 19 12 17 26 20 30 29 20 14 17 16 15 9 12 1 1 1 1 1 1 1 1 1 1 1 0.933 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_40650Pp3c1_40650transcript PAC:32966851protein_codingNA c.*3136_*3137insATNA NA NA NA 2767
Chr01 28395993 A AAT Chr01_28395993_A_AATA_AAT INDEL 14058.59 19 12 17 26 20 30 29 20 14 17 16 14 9 12 19 12 17 26 20 30 29 20 14 17 16 15 9 12 1 1 1 1 1 1 1 1 1 1 1 0.933 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_40650Pp3c1_40650transcript PAC:32966852protein_codingNA c.*3136_*3137insATNA NA NA NA 2930
Chr01 28395993 A AAT Chr01_28395993_A_AATA_AAT INDEL 14058.59 19 12 17 26 20 30 29 20 14 17 16 14 9 12 19 12 17 26 20 30 29 20 14 17 16 15 9 12 1 1 1 1 1 1 1 1 1 1 1 0.933 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40650-Pp3c1_40730Pp3c1_40650-Pp3c1_40730intergenic_regionPp3c1_40650-Pp3c1_40730NA NA n.28395993_28395994insATNA NA NA NA NA
Chr01 28396200 A AAT Chr01_28396200_A_AATA_AAT INDEL 2648.93 0 0 0 0 0 0 0 0 14 23 8 11 8 4 36 10 8 21 21 24 35 25 14 23 8 11 8 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_40650Pp3c1_40650transcript PAC:32966851protein_codingNA c.*3343_*3344insATNA NA NA NA 2974
Chr01 28396200 A AAT Chr01_28396200_A_AATA_AAT INDEL 2648.93 0 0 0 0 0 0 0 0 14 23 8 11 8 4 36 10 8 21 21 24 35 25 14 23 8 11 8 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c1_40650Pp3c1_40650transcript PAC:32966852protein_codingNA c.*3343_*3344insATNA NA NA NA 3137
Chr01 28396200 A AAT Chr01_28396200_A_AATA_AAT INDEL 2648.93 0 0 0 0 0 0 0 0 14 23 8 11 8 4 36 10 8 21 21 24 35 25 14 23 8 11 8 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c1_40650-Pp3c1_40730Pp3c1_40650-Pp3c1_40730intergenic_regionPp3c1_40650-Pp3c1_40730NA NA n.28396200_28396201insATNA NA NA NA NA
Chr01 28578073 G A Chr01_28578073_G_AG_A SNP 14412.63 33 8 11 24 16 14 30 21 24 14 13 13 10 14 33 8 11 24 16 14 30 21 24 14 13 13 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40890-Pp3c1_41070Pp3c1_40890-Pp3c1_41070intergenic_regionPp3c1_40890-Pp3c1_41070NA NA n.28578073G>ANA NA NA NA NA
Chr01 28578164 G T Chr01_28578164_G_TG_T SNP 9830.63 19 7 10 14 11 11 22 17 16 11 4 7 10 6 19 7 10 14 11 11 22 17 16 11 4 7 11 6 1 1 1 1 1 1 1 1 1 1 1 1 0.909 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_40890-Pp3c1_41070Pp3c1_40890-Pp3c1_41070intergenic_regionPp3c1_40890-Pp3c1_41070NA NA n.28578164G>TNA NA NA NA NA
Chr01 28706380 C T Chr01_28706380_C_TC_T SNP 11574.29 21 17 13 0 0 0 0 0 19 22 19 9 11 9 21 17 13 19 19 20 28 25 19 22 19 9 11 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c1_41173-Pp3c1_41250Pp3c1_41173-Pp3c1_41250intergenic_regionPp3c1_41173-Pp3c1_41250NA NA n.28706380C>TNA NA NA NA NA
Chr01 28706561 C CA Chr01_28706561_C_CAC_CA INDEL 15502.59 24 17 14 19 17 22 30 20 28 16 19 17 16 11 24 17 14 19 17 22 30 20 28 16 19 17 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_41173-Pp3c1_41250Pp3c1_41173-Pp3c1_41250intergenic_regionPp3c1_41173-Pp3c1_41250NA NA n.28706561_28706562insANA NA NA NA NA
Chr01 28726267 AG A Chr01_28726267_AG_AAG_A INDEL 18260.59 39 19 21 29 22 18 26 25 22 22 20 19 14 8 39 19 21 29 22 18 26 25 22 22 20 19 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_41173-Pp3c1_41250Pp3c1_41173-Pp3c1_41250intergenic_regionPp3c1_41173-Pp3c1_41250NA NA n.28726268delGNA NA NA NA NA
Chr01 28726334 AT A Chr01_28726334_AT_AAT_A INDEL 17249.59 43 20 18 27 17 20 23 26 20 21 21 26 17 9 43 20 18 27 17 20 23 26 20 21 21 26 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_41173-Pp3c1_41250Pp3c1_41173-Pp3c1_41250intergenic_regionPp3c1_41173-Pp3c1_41250NA NA n.28726335delTNA NA NA NA NA
Chr01 28776723 GTA G Chr01_28776723_GTA_GGTA_G INDEL 6728.24 20 16 9 0 1 1 0 0 10 13 12 10 7 14 20 16 10 17 19 6 18 14 10 13 14 10 7 14 1 1 0.9 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_41270Pp3c1_41270transcript PAC:32971579protein_codingNA c.*4870_*4871delTANA NA NA NA 3847
Chr01 28776723 GTA G Chr01_28776723_GTA_GGTA_G INDEL 6728.24 20 16 9 0 1 1 0 0 10 13 12 10 7 14 20 16 10 17 19 6 18 14 10 13 14 10 7 14 1 1 0.9 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_41270Pp3c1_41270transcript PAC:32971580protein_codingNA c.*4870_*4871delTANA NA NA NA 3879
Chr01 28776723 GTA G Chr01_28776723_GTA_GGTA_G INDEL 6728.24 20 16 9 0 1 1 0 0 10 13 12 10 7 14 20 16 10 17 19 6 18 14 10 13 14 10 7 14 1 1 0.9 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_41270Pp3c1_41270transcript PAC:32971581protein_codingNA c.*4870_*4871delTANA NA NA NA 3879
Chr01 28776723 GTA G Chr01_28776723_GTA_GGTA_G INDEL 6728.24 20 16 9 0 1 1 0 0 10 13 12 10 7 14 20 16 10 17 19 6 18 14 10 13 14 10 7 14 1 1 0.9 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c1_41270Pp3c1_41270transcript PAC:32971582protein_codingNA c.*4870_*4871delTANA NA NA NA 3879
Chr01 28776723 GTA G Chr01_28776723_GTA_GGTA_G INDEL 6728.24 20 16 9 0 1 1 0 0 10 13 12 10 7 14 20 16 10 17 19 6 18 14 10 13 14 10 7 14 1 1 0.9 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c1_41270-Pp3c1_41280Pp3c1_41270-Pp3c1_41280intergenic_regionPp3c1_41270-Pp3c1_41280NA NA n.28776724_28776725delTANA NA NA NA NA
Chr01 29229011 A AAT Chr01_29229011_A_AATA_AAT INDEL 8648.59 22 14 11 12 10 18 18 15 17 8 10 14 4 6 22 14 11 13 10 18 18 15 18 8 10 14 4 6 1 1 1 0.923 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_41710-Pp3c1_41760Pp3c1_41710-Pp3c1_41760intergenic_regionPp3c1_41710-Pp3c1_41760NA NA n.29229011_29229012insATNA NA NA NA NA
Chr01 29392285 G C Chr01_29392285_G_CG_C SNP 18681.63 17 11 8 35 14 23 45 26 27 25 12 11 10 8 17 11 8 35 14 23 45 26 27 25 12 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42090-Pp3c1_42150Pp3c1_42090-Pp3c1_42150intergenic_regionPp3c1_42090-Pp3c1_42150NA NA n.29392285G>CNA NA NA NA NA
Chr01 29406072 A C Chr01_29406072_A_CA_C SNP 19427.63 30 15 15 26 22 25 30 18 30 22 25 19 7 17 30 15 15 26 22 25 30 18 30 22 25 19 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42090-Pp3c1_42150Pp3c1_42090-Pp3c1_42150intergenic_regionPp3c1_42090-Pp3c1_42150NA NA n.29406072A>CNA NA NA NA NA
Chr01 29442529 A AG Chr01_29442529_A_AGA_AG INDEL 13203.59 35 13 18 22 16 14 28 19 9 15 15 20 6 6 35 13 18 22 16 14 28 19 9 15 15 20 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42090-Pp3c1_42150Pp3c1_42090-Pp3c1_42150intergenic_regionPp3c1_42090-Pp3c1_42150NA NA n.29442529_29442530insGNA NA NA NA NA
Chr01 29447042 C CT Chr01_29447042_C_CTC_CT INDEL 16201.59 34 26 12 21 17 20 26 27 21 31 15 17 8 8 34 26 12 21 17 20 26 27 21 31 15 17 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42090-Pp3c1_42150Pp3c1_42090-Pp3c1_42150intergenic_regionPp3c1_42090-Pp3c1_42150NA NA n.29447042_29447043insTNA NA NA NA NA
Chr01 29488639 A G Chr01_29488639_A_GA_G SNP 14752.63 26 15 9 26 21 17 25 17 20 12 15 8 5 11 26 15 9 26 21 17 25 17 20 12 15 9 5 11 1 1 1 1 1 1 1 1 1 1 1 0.889 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42160-Pp3c1_42230Pp3c1_42160-Pp3c1_42230intergenic_regionPp3c1_42160-Pp3c1_42230NA NA n.29488639A>GNA NA NA NA NA
Chr01 29695760 C A Chr01_29695760_C_AC_A SNP 21095.63 26 18 13 24 19 27 36 32 13 15 17 15 7 11 26 18 13 24 19 27 36 32 13 15 17 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_42340Pp3c1_42340transcript PAC:32969449protein_coding 01-janv c.572G>T p.Arg191Ile 572/609 572/609 191/202 NA
Chr01 29695760 C A Chr01_29695760_C_AC_A SNP 21095.63 26 18 13 24 19 27 36 32 13 15 17 15 7 11 26 18 13 24 19 27 36 32 13 15 17 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_42340Pp3c1_42340transcript PAC:32969450protein_coding 01-janv c.572G>T p.Arg191Ile 721/758 572/609 191/202 NA
Chr01 29695760 C A Chr01_29695760_C_AC_A SNP 21095.63 26 18 13 24 19 27 36 32 13 15 17 15 7 11 26 18 13 24 19 27 36 32 13 15 17 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969141protein_codingNA c.*140C>A NA NA NA NA 115
Chr01 29695760 C A Chr01_29695760_C_AC_A SNP 21095.63 26 18 13 24 19 27 36 32 13 15 17 15 7 11 26 18 13 24 19 27 36 32 13 15 17 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42359Pp3c1_42359transcript PAC:32970730protein_codingNA c.*896G>T NA NA NA NA 896
Chr01 29695760 C A Chr01_29695760_C_AC_A SNP 21095.63 26 18 13 24 19 27 36 32 13 15 17 15 7 11 26 18 13 24 19 27 36 32 13 15 17 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969142protein_codingNA c.*140C>A NA NA NA NA 85
Chr01 29695760 C A Chr01_29695760_C_AC_A SNP 21095.63 26 18 13 24 19 27 36 32 13 15 17 15 7 11 26 18 13 24 19 27 36 32 13 15 17 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969143protein_codingNA c.*140C>A NA NA NA NA 85
Chr01 29695761 T TCGAAACCGGCChr01_29695761_T_TCGAAACCGGCT_TCGAAACCGGCINDEL 21131.59 25 19 13 25 18 27 35 32 14 15 15 15 7 10 25 19 13 25 18 27 35 32 14 15 15 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_42340Pp3c1_42340transcript PAC:32969449protein_coding 01-janv c.570_571insGCCGGTTTCGp.Arg191fs 570/609 570/609 190/202 NA
Chr01 29695761 T TCGAAACCGGCChr01_29695761_T_TCGAAACCGGCT_TCGAAACCGGCINDEL 21131.59 25 19 13 25 18 27 35 32 14 15 15 15 7 10 25 19 13 25 18 27 35 32 14 15 15 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_42340Pp3c1_42340transcript PAC:32969450protein_coding 01-janv c.570_571insGCCGGTTTCGp.Arg191fs 719/758 570/609 190/202 NA
Chr01 29695761 T TCGAAACCGGCChr01_29695761_T_TCGAAACCGGCT_TCGAAACCGGCINDEL 21131.59 25 19 13 25 18 27 35 32 14 15 15 15 7 10 25 19 13 25 18 27 35 32 14 15 15 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969141protein_codingNA c.*141_*142insCGAAACCGGCNA NA NA NA 117
Chr01 29695761 T TCGAAACCGGCChr01_29695761_T_TCGAAACCGGCT_TCGAAACCGGCINDEL 21131.59 25 19 13 25 18 27 35 32 14 15 15 15 7 10 25 19 13 25 18 27 35 32 14 15 15 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42359Pp3c1_42359transcript PAC:32970730protein_codingNA c.*894_*895insGCCGGTTTCGNA NA NA NA 894
Chr01 29695761 T TCGAAACCGGCChr01_29695761_T_TCGAAACCGGCT_TCGAAACCGGCINDEL 21131.59 25 19 13 25 18 27 35 32 14 15 15 15 7 10 25 19 13 25 18 27 35 32 14 15 15 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969142protein_codingNA c.*141_*142insCGAAACCGGCNA NA NA NA 87
Chr01 29695761 T TCGAAACCGGCChr01_29695761_T_TCGAAACCGGCT_TCGAAACCGGCINDEL 21131.59 25 19 13 25 18 27 35 32 14 15 15 15 7 10 25 19 13 25 18 27 35 32 14 15 15 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969143protein_codingNA c.*141_*142insCGAAACCGGCNA NA NA NA 87
Chr01 29695765 CCAA C Chr01_29695765_CCAA_CCCAA_C INDEL 19451.59 31 23 12 28 19 31 38 35 17 15 16 20 6 8 31 23 12 28 19 31 38 35 17 15 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_deletionMODERATE Pp3c1_42340Pp3c1_42340transcript PAC:32969449protein_coding 01-janv c.564_566delTTGp.Trp189del 566/609 564/609 188/202 NA
Chr01 29695765 CCAA C Chr01_29695765_CCAA_CCCAA_C INDEL 19451.59 31 23 12 28 19 31 38 35 17 15 16 20 6 8 31 23 12 28 19 31 38 35 17 15 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_deletionMODERATE Pp3c1_42340Pp3c1_42340transcript PAC:32969450protein_coding 01-janv c.564_566delTTGp.Trp189del 715/758 564/609 188/202 NA
Chr01 29695765 CCAA C Chr01_29695765_CCAA_CCCAA_C INDEL 19451.59 31 23 12 28 19 31 38 35 17 15 16 20 6 8 31 23 12 28 19 31 38 35 17 15 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969141protein_codingNA c.*146_*148delCAANA NA NA NA 121
Chr01 29695765 CCAA C Chr01_29695765_CCAA_CCCAA_C INDEL 19451.59 31 23 12 28 19 31 38 35 17 15 16 20 6 8 31 23 12 28 19 31 38 35 17 15 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42359Pp3c1_42359transcript PAC:32970730protein_codingNA c.*888_*890delTTGNA NA NA NA 890
Chr01 29695765 CCAA C Chr01_29695765_CCAA_CCCAA_C INDEL 19451.59 31 23 12 28 19 31 38 35 17 15 16 20 6 8 31 23 12 28 19 31 38 35 17 15 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969142protein_codingNA c.*146_*148delCAANA NA NA NA 91
Chr01 29695765 CCAA C Chr01_29695765_CCAA_CCCAA_C INDEL 19451.59 31 23 12 28 19 31 38 35 17 15 16 20 6 8 31 23 12 28 19 31 38 35 17 15 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969143protein_codingNA c.*146_*148delCAANA NA NA NA 91
Chr01 29695769 A T Chr01_29695769_A_TA_T SNP 19029.63 31 23 12 27 19 31 38 35 17 14 16 20 6 8 31 23 12 27 19 31 38 35 17 14 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_42340Pp3c1_42340transcript PAC:32969449protein_coding 01-janv c.563T>A p.Val188Asp 563/609 563/609 188/202 NA
Chr01 29695769 A T Chr01_29695769_A_TA_T SNP 19029.63 31 23 12 27 19 31 38 35 17 14 16 20 6 8 31 23 12 27 19 31 38 35 17 14 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c1_42340Pp3c1_42340transcript PAC:32969450protein_coding 01-janv c.563T>A p.Val188Asp 712/758 563/609 188/202 NA
Chr01 29695769 A T Chr01_29695769_A_TA_T SNP 19029.63 31 23 12 27 19 31 38 35 17 14 16 20 6 8 31 23 12 27 19 31 38 35 17 14 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969141protein_codingNA c.*149A>T NA NA NA NA 124
Chr01 29695769 A T Chr01_29695769_A_TA_T SNP 19029.63 31 23 12 27 19 31 38 35 17 14 16 20 6 8 31 23 12 27 19 31 38 35 17 14 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42359Pp3c1_42359transcript PAC:32970730protein_codingNA c.*887T>A NA NA NA NA 887
Chr01 29695769 A T Chr01_29695769_A_TA_T SNP 19029.63 31 23 12 27 19 31 38 35 17 14 16 20 6 8 31 23 12 27 19 31 38 35 17 14 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969142protein_codingNA c.*149A>T NA NA NA NA 94
Chr01 29695769 A T Chr01_29695769_A_TA_T SNP 19029.63 31 23 12 27 19 31 38 35 17 14 16 20 6 8 31 23 12 27 19 31 38 35 17 14 16 20 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969143protein_codingNA c.*149A>T NA NA NA NA 94
Chr01 29695773 CATTGCGAA C Chr01_29695773_CATTGCGAA_CCATTGCGAA_CINDEL 18960.59 32 25 12 26 16 32 38 35 16 13 15 17 6 6 32 25 12 26 16 32 38 35 16 13 15 17 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_42340Pp3c1_42340transcript PAC:32969449protein_coding 01-janv c.551_558delTTCGCAATp.Ile184fs 558/609 551/609 184/202 NA
Chr01 29695773 CATTGCGAA C Chr01_29695773_CATTGCGAA_CCATTGCGAA_CINDEL 18960.59 32 25 12 26 16 32 38 35 16 13 15 17 6 6 32 25 12 26 16 32 38 35 16 13 15 17 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c1_42340Pp3c1_42340transcript PAC:32969450protein_coding 01-janv c.551_558delTTCGCAATp.Ile184fs 707/758 551/609 184/202 NA
Chr01 29695773 CATTGCGAA C Chr01_29695773_CATTGCGAA_CCATTGCGAA_CINDEL 18960.59 32 25 12 26 16 32 38 35 16 13 15 17 6 6 32 25 12 26 16 32 38 35 16 13 15 17 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969141protein_codingNA c.*154_*161delATTGCGAANA NA NA NA 129
Chr01 29695773 CATTGCGAA C Chr01_29695773_CATTGCGAA_CCATTGCGAA_CINDEL 18960.59 32 25 12 26 16 32 38 35 16 13 15 17 6 6 32 25 12 26 16 32 38 35 16 13 15 17 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42359Pp3c1_42359transcript PAC:32970730protein_codingNA c.*875_*882delTTCGCAATNA NA NA NA 882
Chr01 29695773 CATTGCGAA C Chr01_29695773_CATTGCGAA_CCATTGCGAA_CINDEL 18960.59 32 25 12 26 16 32 38 35 16 13 15 17 6 6 32 25 12 26 16 32 38 35 16 13 15 17 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969142protein_codingNA c.*154_*161delATTGCGAANA NA NA NA 99
Chr01 29695773 CATTGCGAA C Chr01_29695773_CATTGCGAA_CCATTGCGAA_CINDEL 18960.59 32 25 12 26 16 32 38 35 16 13 15 17 6 6 32 25 12 26 16 32 38 35 16 13 15 17 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42330Pp3c1_42330transcript PAC:32969143protein_codingNA c.*154_*161delATTGCGAANA NA NA NA 99
Chr01 29884338 C A Chr01_29884338_C_AC_A SNP 16728.63 34 8 9 18 16 27 33 11 14 31 20 19 16 10 34 8 9 18 16 27 33 11 14 31 20 20 16 10 1 1 1 1 1 1 1 1 1 1 1 0.95 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42650-Pp3c1_42690Pp3c1_42650-Pp3c1_42690intergenic_regionPp3c1_42650-Pp3c1_42690NA NA n.29884338C>ANA NA NA NA NA
Chr01 29884408 A G Chr01_29884408_A_GA_G SNP 17281.63 27 6 9 15 15 26 35 11 14 30 15 13 9 5 27 6 9 15 15 26 35 11 14 30 15 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42650-Pp3c1_42690Pp3c1_42650-Pp3c1_42690intergenic_regionPp3c1_42650-Pp3c1_42690NA NA n.29884408A>GNA NA NA NA NA
Chr01 29884415 G A Chr01_29884415_G_AG_A SNP 17083.63 25 7 10 16 12 24 38 13 14 28 15 13 8 5 25 7 10 16 12 24 38 13 14 28 15 13 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42650-Pp3c1_42690Pp3c1_42650-Pp3c1_42690intergenic_regionPp3c1_42650-Pp3c1_42690NA NA n.29884415G>ANA NA NA NA NA
Chr01 29914259 T G Chr01_29914259_T_GT_G SNP 17708.63 27 15 13 24 18 26 20 20 23 20 15 15 8 24 27 15 13 24 18 26 20 20 23 20 15 15 8 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42650-Pp3c1_42690Pp3c1_42650-Pp3c1_42690intergenic_regionPp3c1_42650-Pp3c1_42690NA NA n.29914259T>GNA NA NA NA NA
Chr01 29991690 G T Chr01_29991690_G_TG_T SNP 11016.63 16 16 6 13 9 17 14 11 15 13 11 10 7 11 16 16 6 13 9 17 14 11 15 13 11 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_42760Pp3c1_42760transcript PAC:32970886protein_codingNA c.-4716C>A NA NA NA NA 4036
Chr01 29991690 G T Chr01_29991690_G_TG_T SNP 11016.63 16 16 6 13 9 17 14 11 15 13 11 10 7 11 16 16 6 13 9 17 14 11 15 13 11 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_42760Pp3c1_42760transcript PAC:32970889protein_codingNA c.-4894C>A NA NA NA NA 2403
Chr01 29991690 G T Chr01_29991690_G_TG_T SNP 11016.63 16 16 6 13 9 17 14 11 15 13 11 10 7 11 16 16 6 13 9 17 14 11 15 13 11 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_42760Pp3c1_42760transcript PAC:32970890protein_codingNA c.-4894C>A NA NA NA NA 2403
Chr01 29991690 G T Chr01_29991690_G_TG_T SNP 11016.63 16 16 6 13 9 17 14 11 15 13 11 10 7 11 16 16 6 13 9 17 14 11 15 13 11 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_42760Pp3c1_42760transcript PAC:32970887protein_codingNA c.-4716C>A NA NA NA NA 4007
Chr01 29991690 G T Chr01_29991690_G_TG_T SNP 11016.63 16 16 6 13 9 17 14 11 15 13 11 10 7 11 16 16 6 13 9 17 14 11 15 13 11 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_42760Pp3c1_42760transcript PAC:32970888protein_codingNA c.-4894C>A NA NA NA NA 4007
Chr01 29991690 G T Chr01_29991690_G_TG_T SNP 11016.63 16 16 6 13 9 17 14 11 15 13 11 10 7 11 16 16 6 13 9 17 14 11 15 13 11 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42790Pp3c1_42790transcript PAC:32970478protein_codingNA c.*264G>T NA NA NA NA 264
Chr01 29991690 G T Chr01_29991690_G_TG_T SNP 11016.63 16 16 6 13 9 17 14 11 15 13 11 10 7 11 16 16 6 13 9 17 14 11 15 13 11 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42810Pp3c1_42810transcript PAC:32969284protein_codingNA c.*1544C>A NA NA NA NA 1544
Chr01 29991690 G T Chr01_29991690_G_TG_T SNP 11016.63 16 16 6 13 9 17 14 11 15 13 11 10 7 11 16 16 6 13 9 17 14 11 15 13 11 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42820Pp3c1_42820transcript PAC:32971033protein_codingNA c.*6178C>A NA NA NA NA 3993
Chr01 29991690 G T Chr01_29991690_G_TG_T SNP 11016.63 16 16 6 13 9 17 14 11 15 13 11 10 7 11 16 16 6 13 9 17 14 11 15 13 11 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42820Pp3c1_42820transcript PAC:32971034protein_codingNA c.*6178C>A NA NA NA NA 3993
Chr01 29991690 G T Chr01_29991690_G_TG_T SNP 11016.63 16 16 6 13 9 17 14 11 15 13 11 10 7 11 16 16 6 13 9 17 14 11 15 13 11 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42820Pp3c1_42820transcript PAC:32971031protein_codingNA c.*6178C>A NA NA NA NA 3993
Chr01 29991690 G T Chr01_29991690_G_TG_T SNP 11016.63 16 16 6 13 9 17 14 11 15 13 11 10 7 11 16 16 6 13 9 17 14 11 15 13 11 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c1_42790Pp3c1_42790transcript PAC:32970479protein_coding 01-janv c.*241+23G>TNA NA NA NA NA
Chr01 30111959 C A Chr01_30111959_C_AC_A SNP 20818.63 30 17 24 25 20 29 34 31 30 20 13 28 11 18 30 17 24 25 20 29 34 31 30 21 14 28 11 18 1 1 1 1 1 1 1 1 1 0.952 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966953protein_codingNA c.*896G>T NA NA NA NA 695
Chr01 30111959 C A Chr01_30111959_C_AC_A SNP 20818.63 30 17 24 25 20 29 34 31 30 20 13 28 11 18 30 17 24 25 20 29 34 31 30 21 14 28 11 18 1 1 1 1 1 1 1 1 1 0.952 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966955protein_codingNA c.*896G>T NA NA NA NA 607
Chr01 30111959 C A Chr01_30111959_C_AC_A SNP 20818.63 30 17 24 25 20 29 34 31 30 20 13 28 11 18 30 17 24 25 20 29 34 31 30 21 14 28 11 18 1 1 1 1 1 1 1 1 1 0.952 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966957protein_codingNA c.*896G>T NA NA NA NA 607
Chr01 30111959 C A Chr01_30111959_C_AC_A SNP 20818.63 30 17 24 25 20 29 34 31 30 20 13 28 11 18 30 17 24 25 20 29 34 31 30 21 14 28 11 18 1 1 1 1 1 1 1 1 1 0.952 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966956protein_codingNA c.*896G>T NA NA NA NA 625
Chr01 30111959 C A Chr01_30111959_C_AC_A SNP 20818.63 30 17 24 25 20 29 34 31 30 20 13 28 11 18 30 17 24 25 20 29 34 31 30 21 14 28 11 18 1 1 1 1 1 1 1 1 1 0.952 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966954protein_codingNA c.*896G>T NA NA NA NA 695
Chr01 30111959 C A Chr01_30111959_C_AC_A SNP 20818.63 30 17 24 25 20 29 34 31 30 20 13 28 11 18 30 17 24 25 20 29 34 31 30 21 14 28 11 18 1 1 1 1 1 1 1 1 1 0.952 0.929 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42920-Pp3c1_42950Pp3c1_42920-Pp3c1_42950intergenic_regionPp3c1_42920-Pp3c1_42950NA NA n.30111959C>ANA NA NA NA NA
Chr01 30112083 C A Chr01_30112083_C_AC_A SNP 18846.63 27 11 25 26 18 30 27 13 25 22 14 15 13 18 27 11 25 26 18 30 27 13 25 22 14 15 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966953protein_codingNA c.*772G>T NA NA NA NA 571
Chr01 30112083 C A Chr01_30112083_C_AC_A SNP 18846.63 27 11 25 26 18 30 27 13 25 22 14 15 13 18 27 11 25 26 18 30 27 13 25 22 14 15 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966955protein_codingNA c.*772G>T NA NA NA NA 483
Chr01 30112083 C A Chr01_30112083_C_AC_A SNP 18846.63 27 11 25 26 18 30 27 13 25 22 14 15 13 18 27 11 25 26 18 30 27 13 25 22 14 15 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966957protein_codingNA c.*772G>T NA NA NA NA 483
Chr01 30112083 C A Chr01_30112083_C_AC_A SNP 18846.63 27 11 25 26 18 30 27 13 25 22 14 15 13 18 27 11 25 26 18 30 27 13 25 22 14 15 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966956protein_codingNA c.*772G>T NA NA NA NA 501
Chr01 30112083 C A Chr01_30112083_C_AC_A SNP 18846.63 27 11 25 26 18 30 27 13 25 22 14 15 13 18 27 11 25 26 18 30 27 13 25 22 14 15 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966954protein_codingNA c.*772G>T NA NA NA NA 571
Chr01 30112083 C A Chr01_30112083_C_AC_A SNP 18846.63 27 11 25 26 18 30 27 13 25 22 14 15 13 18 27 11 25 26 18 30 27 13 25 22 14 15 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42920-Pp3c1_42950Pp3c1_42920-Pp3c1_42950intergenic_regionPp3c1_42920-Pp3c1_42950NA NA n.30112083C>ANA NA NA NA NA
Chr01 30112217 G A Chr01_30112217_G_AG_A SNP 9597.63 18 7 11 15 8 15 18 16 7 11 10 6 6 4 18 7 11 15 8 15 18 16 7 11 10 6 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966953protein_codingNA c.*638C>T NA NA NA NA 437
Chr01 30112217 G A Chr01_30112217_G_AG_A SNP 9597.63 18 7 11 15 8 15 18 16 7 11 10 6 6 4 18 7 11 15 8 15 18 16 7 11 10 6 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966955protein_codingNA c.*638C>T NA NA NA NA 349
Chr01 30112217 G A Chr01_30112217_G_AG_A SNP 9597.63 18 7 11 15 8 15 18 16 7 11 10 6 6 4 18 7 11 15 8 15 18 16 7 11 10 6 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966957protein_codingNA c.*638C>T NA NA NA NA 349
Chr01 30112217 G A Chr01_30112217_G_AG_A SNP 9597.63 18 7 11 15 8 15 18 16 7 11 10 6 6 4 18 7 11 15 8 15 18 16 7 11 10 6 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966956protein_codingNA c.*638C>T NA NA NA NA 367
Chr01 30112217 G A Chr01_30112217_G_AG_A SNP 9597.63 18 7 11 15 8 15 18 16 7 11 10 6 6 4 18 7 11 15 8 15 18 16 7 11 10 6 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966954protein_codingNA c.*638C>T NA NA NA NA 437
Chr01 30112217 G A Chr01_30112217_G_AG_A SNP 9597.63 18 7 11 15 8 15 18 16 7 11 10 6 6 4 18 7 11 15 8 15 18 16 7 11 10 6 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42920-Pp3c1_42950Pp3c1_42920-Pp3c1_42950intergenic_regionPp3c1_42920-Pp3c1_42950NA NA n.30112217G>ANA NA NA NA NA
Chr01 30112225 CA C Chr01_30112225_CA_CCA_C INDEL 8044.59 19 7 12 16 10 15 21 15 9 10 8 6 7 4 19 7 12 16 10 15 21 15 9 10 8 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966953protein_codingNA c.*629delT NA NA NA NA 428
Chr01 30112225 CA C Chr01_30112225_CA_CCA_C INDEL 8044.59 19 7 12 16 10 15 21 15 9 10 8 6 7 4 19 7 12 16 10 15 21 15 9 10 8 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966955protein_codingNA c.*629delT NA NA NA NA 340
Chr01 30112225 CA C Chr01_30112225_CA_CCA_C INDEL 8044.59 19 7 12 16 10 15 21 15 9 10 8 6 7 4 19 7 12 16 10 15 21 15 9 10 8 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966957protein_codingNA c.*629delT NA NA NA NA 340
Chr01 30112225 CA C Chr01_30112225_CA_CCA_C INDEL 8044.59 19 7 12 16 10 15 21 15 9 10 8 6 7 4 19 7 12 16 10 15 21 15 9 10 8 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966956protein_codingNA c.*629delT NA NA NA NA 358
Chr01 30112225 CA C Chr01_30112225_CA_CCA_C INDEL 8044.59 19 7 12 16 10 15 21 15 9 10 8 6 7 4 19 7 12 16 10 15 21 15 9 10 8 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c1_42950Pp3c1_42950transcript PAC:32966954protein_codingNA c.*629delT NA NA NA NA 428
Chr01 30112225 CA C Chr01_30112225_CA_CCA_C INDEL 8044.59 19 7 12 16 10 15 21 15 9 10 8 6 7 4 19 7 12 16 10 15 21 15 9 10 8 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42920-Pp3c1_42950Pp3c1_42920-Pp3c1_42950intergenic_regionPp3c1_42920-Pp3c1_42950NA NA n.30112226delANA NA NA NA NA
Chr01 30151929 G A Chr01_30151929_G_AG_A SNP 11362.63 31 8 11 19 13 11 22 17 14 14 7 11 6 9 32 8 11 19 13 11 22 17 15 14 7 11 6 9 0.969 1 1 1 1 1 1 1 0.933 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42950-Pp3c1_43030Pp3c1_42950-Pp3c1_43030intergenic_regionPp3c1_42950-Pp3c1_43030NA NA n.30151929G>ANA NA NA NA NA
Chr01 30152026 G A Chr01_30152026_G_AG_A SNP 16168.63 36 16 12 19 12 20 27 25 19 22 10 16 9 11 36 16 12 19 12 20 27 25 19 22 10 16 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42950-Pp3c1_43030Pp3c1_42950-Pp3c1_43030intergenic_regionPp3c1_42950-Pp3c1_43030NA NA n.30152026G>ANA NA NA NA NA
Chr01 30200465 A G Chr01_30200465_A_GA_G SNP 17763.63 33 18 11 26 19 23 24 15 22 20 13 16 7 11 33 18 11 26 19 23 24 15 22 20 13 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968191protein_codingNA c.-1291A>G NA NA NA NA 946
Chr01 30200465 A G Chr01_30200465_A_GA_G SNP 17763.63 33 18 11 26 19 23 24 15 22 20 13 16 7 11 33 18 11 26 19 23 24 15 22 20 13 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968194protein_codingNA c.-1291A>G NA NA NA NA 964
Chr01 30200465 A G Chr01_30200465_A_GA_G SNP 17763.63 33 18 11 26 19 23 24 15 22 20 13 16 7 11 33 18 11 26 19 23 24 15 22 20 13 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968192protein_codingNA c.-1291A>G NA NA NA NA 964
Chr01 30200465 A G Chr01_30200465_A_GA_G SNP 17763.63 33 18 11 26 19 23 24 15 22 20 13 16 7 11 33 18 11 26 19 23 24 15 22 20 13 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968193protein_codingNA c.-1291A>G NA NA NA NA 964
Chr01 30200465 A G Chr01_30200465_A_GA_G SNP 17763.63 33 18 11 26 19 23 24 15 22 20 13 16 7 11 33 18 11 26 19 23 24 15 22 20 13 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42950-Pp3c1_43030Pp3c1_42950-Pp3c1_43030intergenic_regionPp3c1_42950-Pp3c1_43030NA NA n.30200465A>GNA NA NA NA NA
Chr01 30200469 T A Chr01_30200469_T_AT_A SNP 18026.63 33 18 12 27 19 23 24 16 22 22 13 17 7 10 33 18 12 27 19 23 24 16 22 22 13 17 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968191protein_codingNA c.-1287T>A NA NA NA NA 942
Chr01 30200469 T A Chr01_30200469_T_AT_A SNP 18026.63 33 18 12 27 19 23 24 16 22 22 13 17 7 10 33 18 12 27 19 23 24 16 22 22 13 17 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968194protein_codingNA c.-1287T>A NA NA NA NA 960
Chr01 30200469 T A Chr01_30200469_T_AT_A SNP 18026.63 33 18 12 27 19 23 24 16 22 22 13 17 7 10 33 18 12 27 19 23 24 16 22 22 13 17 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968192protein_codingNA c.-1287T>A NA NA NA NA 960
Chr01 30200469 T A Chr01_30200469_T_AT_A SNP 18026.63 33 18 12 27 19 23 24 16 22 22 13 17 7 10 33 18 12 27 19 23 24 16 22 22 13 17 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968193protein_codingNA c.-1287T>A NA NA NA NA 960
Chr01 30200469 T A Chr01_30200469_T_AT_A SNP 18026.63 33 18 12 27 19 23 24 16 22 22 13 17 7 10 33 18 12 27 19 23 24 16 22 22 13 17 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42950-Pp3c1_43030Pp3c1_42950-Pp3c1_43030intergenic_regionPp3c1_42950-Pp3c1_43030NA NA n.30200469T>ANA NA NA NA NA
Chr01 30200488 T A Chr01_30200488_T_AT_A SNP 17788.63 29 17 15 27 19 24 26 18 23 22 12 16 7 11 29 17 15 27 19 24 26 18 23 22 12 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968191protein_codingNA c.-1268T>A NA NA NA NA 923
Chr01 30200488 T A Chr01_30200488_T_AT_A SNP 17788.63 29 17 15 27 19 24 26 18 23 22 12 16 7 11 29 17 15 27 19 24 26 18 23 22 12 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968194protein_codingNA c.-1268T>A NA NA NA NA 941
Chr01 30200488 T A Chr01_30200488_T_AT_A SNP 17788.63 29 17 15 27 19 24 26 18 23 22 12 16 7 11 29 17 15 27 19 24 26 18 23 22 12 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968192protein_codingNA c.-1268T>A NA NA NA NA 941
Chr01 30200488 T A Chr01_30200488_T_AT_A SNP 17788.63 29 17 15 27 19 24 26 18 23 22 12 16 7 11 29 17 15 27 19 24 26 18 23 22 12 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c1_43030Pp3c1_43030transcript PAC:32968193protein_codingNA c.-1268T>A NA NA NA NA 941
Chr01 30200488 T A Chr01_30200488_T_AT_A SNP 17788.63 29 17 15 27 19 24 26 18 23 22 12 16 7 11 29 17 15 27 19 24 26 18 23 22 12 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c1_42950-Pp3c1_43030Pp3c1_42950-Pp3c1_43030intergenic_regionPp3c1_42950-Pp3c1_43030NA NA n.30200488T>ANA NA NA NA NA
Chr02 121084 A AAT Chr02_121084_A_AATA_AAT INDEL 118.37 0 1 0 1 0 1 1 0 0 0 0 5 0 0 14 8 7 11 8 15 18 16 9 16 15 5 4 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_300 Pp3c2_300 transcript PAC:32933613protein_codingNA c.-1915_-1914insATNA NA NA NA 1346
Chr02 121084 A AAT Chr02_121084_A_AATA_AAT INDEL 118.37 0 1 0 1 0 1 1 0 0 0 0 5 0 0 14 8 7 11 8 15 18 16 9 16 15 5 4 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_300 Pp3c2_300 transcript PAC:32933616protein_codingNA c.-1915_-1914insATNA NA NA NA 1298
Chr02 121084 A AAT Chr02_121084_A_AATA_AAT INDEL 118.37 0 1 0 1 0 1 1 0 0 0 0 5 0 0 14 8 7 11 8 15 18 16 9 16 15 5 4 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_300 Pp3c2_300 transcript PAC:32933618protein_codingNA c.-1915_-1914insATNA NA NA NA 1298
Chr02 121084 A AAT Chr02_121084_A_AATA_AAT INDEL 118.37 0 1 0 1 0 1 1 0 0 0 0 5 0 0 14 8 7 11 8 15 18 16 9 16 15 5 4 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_300 Pp3c2_300 transcript PAC:32933617protein_codingNA c.-1915_-1914insATNA NA NA NA 1346
Chr02 121084 A AAT Chr02_121084_A_AATA_AAT INDEL 118.37 0 1 0 1 0 1 1 0 0 0 0 5 0 0 14 8 7 11 8 15 18 16 9 16 15 5 4 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_300 Pp3c2_300 transcript PAC:32933615protein_codingNA c.-1915_-1914insATNA NA NA NA 1346
Chr02 121084 A AAT Chr02_121084_A_AATA_AAT INDEL 118.37 0 1 0 1 0 1 1 0 0 0 0 5 0 0 14 8 7 11 8 15 18 16 9 16 15 5 4 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_300 Pp3c2_300 transcript PAC:32933614protein_codingNA c.-1915_-1914insATNA NA NA NA 1346
Chr02 121084 A AAT Chr02_121084_A_AATA_AAT INDEL 118.37 0 1 0 1 0 1 1 0 0 0 0 5 0 0 14 8 7 11 8 15 18 16 9 16 15 5 4 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_300 Pp3c2_300 transcript PAC:32933619protein_codingNA c.-1915_-1914insATNA NA NA NA 1347
Chr02 121084 A AAT Chr02_121084_A_AATA_AAT INDEL 118.37 0 1 0 1 0 1 1 0 0 0 0 5 0 0 14 8 7 11 8 15 18 16 9 16 15 5 4 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c2_280-Pp3c2_300Pp3c2_280-Pp3c2_300intergenic_regionPp3c2_280-Pp3c2_300NA NA n.121084_121085insATNA NA NA NA NA
Chr02 202624 C CA Chr02_202624_C_CAC_CA INDEL 10165.59 19 18 8 15 11 18 21 11 7 10 13 11 6 4 19 18 8 15 11 18 21 11 8 10 13 11 6 4 1 1 1 1 1 1 1 1 0.875 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_520 Pp3c2_520 transcript PAC:32936155protein_codingNA c.-416_-415insANA NA NA NA 5
Chr02 202624 C CA Chr02_202624_C_CAC_CA INDEL 10165.59 19 18 8 15 11 18 21 11 7 10 13 11 6 4 19 18 8 15 11 18 21 11 8 10 13 11 6 4 1 1 1 1 1 1 1 1 0.875 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_530 Pp3c2_530 transcript PAC:32935336protein_codingNA c.-5191_-5190insANA NA NA NA 5
Chr02 202624 C CA Chr02_202624_C_CAC_CA INDEL 10165.59 19 18 8 15 11 18 21 11 7 10 13 11 6 4 19 18 8 15 11 18 21 11 8 10 13 11 6 4 1 1 1 1 1 1 1 1 0.875 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_520 Pp3c2_520 transcript PAC:32936156protein_codingNA c.-416_-415insANA NA NA NA 101
Chr02 202624 C CA Chr02_202624_C_CAC_CA INDEL 10165.59 19 18 8 15 11 18 21 11 7 10 13 11 6 4 19 18 8 15 11 18 21 11 8 10 13 11 6 4 1 1 1 1 1 1 1 1 0.875 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_530 Pp3c2_530 transcript PAC:32935337protein_codingNA c.-5191_-5190insANA NA NA NA 4683
Chr02 202624 C CA Chr02_202624_C_CAC_CA INDEL 10165.59 19 18 8 15 11 18 21 11 7 10 13 11 6 4 19 18 8 15 11 18 21 11 8 10 13 11 6 4 1 1 1 1 1 1 1 1 0.875 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_450-Pp3c2_520Pp3c2_450-Pp3c2_520intergenic_regionPp3c2_450-Pp3c2_520NA NA n.202624_202625insANA NA NA NA NA
Chr02 241932 G T Chr02_241932_G_TG_T SNP 1801.39 23 12 9 0 0 0 0 0 0 0 0 0 0 0 23 12 9 16 14 17 33 11 14 17 12 11 5 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c2_610 Pp3c2_610 transcript PAC:32933883protein_codingNA c.*2074G>T NA NA NA NA 1617
Chr02 241932 G T Chr02_241932_G_TG_T SNP 1801.39 23 12 9 0 0 0 0 0 0 0 0 0 0 0 23 12 9 16 14 17 33 11 14 17 12 11 5 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c2_620 Pp3c2_620 transcript PAC:32933486protein_codingNA c.*3655C>A NA NA NA NA 3065
Chr02 241932 G T Chr02_241932_G_TG_T SNP 1801.39 23 12 9 0 0 0 0 0 0 0 0 0 0 0 23 12 9 16 14 17 33 11 14 17 12 11 5 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c2_610 Pp3c2_610 transcript PAC:32933884protein_codingNA c.*2100G>T NA NA NA NA 1817
Chr02 241932 G T Chr02_241932_G_TG_T SNP 1801.39 23 12 9 0 0 0 0 0 0 0 0 0 0 0 23 12 9 16 14 17 33 11 14 17 12 11 5 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c2_620 Pp3c2_620 transcript PAC:32933487protein_codingNA c.*4012C>A NA NA NA NA 2854
Chr02 241932 G T Chr02_241932_G_TG_T SNP 1801.39 23 12 9 0 0 0 0 0 0 0 0 0 0 0 23 12 9 16 14 17 33 11 14 17 12 11 5 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c2_610-Pp3c2_620Pp3c2_610-Pp3c2_620intergenic_regionPp3c2_610-Pp3c2_620NA NA n.241932G>TNA NA NA NA NA
Chr02 313101 G T Chr02_313101_G_TG_T SNP 18847.63 27 12 12 35 15 39 38 24 26 19 13 10 14 6 27 12 12 35 15 39 38 24 26 19 13 10 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_712 Pp3c2_712 transcript PAC:32936638protein_coding 01-janv c.15-44G>T NA NA NA NA NA
Chr02 313148 G T Chr02_313148_G_TG_T SNP 17873.63 32 11 8 33 13 41 31 29 26 20 14 10 15 6 32 11 8 33 13 41 31 29 26 20 14 10 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c2_712 Pp3c2_712 transcript PAC:32936638protein_coding 02-févr c.18G>T p.Arg6Ser 18/108 18/108 juin-35 NA
Chr02 535253 T C Chr02_535253_T_CT_C SNP 11576.63 31 5 8 18 12 15 19 22 7 11 8 4 7 7 31 5 8 18 12 15 19 22 7 11 8 4 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1120-Pp3c2_1187Pp3c2_1120-Pp3c2_1187intergenic_regionPp3c2_1120-Pp3c2_1187NA NA n.535253T>CNA NA NA NA NA
Chr02 829399 G A Chr02_829399_G_AG_A SNP 9049.29 25 19 13 0 0 0 0 0 24 11 9 15 11 7 26 19 13 13 15 21 36 22 25 11 9 15 13 7 0.962 1 1 0 0 0 0 0 0.96 1 1 1 0.846 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c2_1421 Pp3c2_1421 transcript PAC:32933582protein_codingNA c.*5421G>A NA NA NA NA 4934
Chr02 829399 G A Chr02_829399_G_AG_A SNP 9049.29 25 19 13 0 0 0 0 0 24 11 9 15 11 7 26 19 13 13 15 21 36 22 25 11 9 15 13 7 0.962 1 1 0 0 0 0 0 0.96 1 1 1 0.846 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c2_1421 Pp3c2_1421 transcript PAC:32933583protein_codingNA c.*5421G>A NA NA NA NA 4934
Chr02 829399 G A Chr02_829399_G_AG_A SNP 9049.29 25 19 13 0 0 0 0 0 24 11 9 15 11 7 26 19 13 13 15 21 36 22 25 11 9 15 13 7 0.962 1 1 0 0 0 0 0 0.96 1 1 1 0.846 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c2_1421-Pp3c2_1490Pp3c2_1421-Pp3c2_1490intergenic_regionPp3c2_1421-Pp3c2_1490NA NA n.829399G>ANA NA NA NA NA
Chr02 863991 G GTA Chr02_863991_G_GTAG_GTA INDEL 3428.24 1 0 0 15 10 16 19 0 0 1 1 0 0 0 27 10 9 16 12 16 19 20 12 19 10 9 5 4 0 0 0 0.938 0.833 1 1 0 0 0 0 0 0 0 0 4 4 0 0 4 0 intergenic_regionMODIFIER Pp3c2_1421-Pp3c2_1490Pp3c2_1421-Pp3c2_1490intergenic_regionPp3c2_1421-Pp3c2_1490NA NA n.863991_863992insTANA NA NA NA NA
Chr02 863991 G GTATA Chr02_863991_G_GTATAG_GTATA INDEL 3428.24 1 0 0 1 2 0 0 20 0 0 0 0 0 0 27 10 9 16 12 16 19 20 12 19 10 9 5 4 0 0 0 0 0.167 0 0 1 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c2_1421-Pp3c2_1490Pp3c2_1421-Pp3c2_1490intergenic_regionPp3c2_1421-Pp3c2_1490NA NA n.863991_863992insTATANA NA NA NA NA
Chr02 892101 T C Chr02_892101_T_CT_C SNP 17238.63 24 19 13 18 16 25 31 32 19 17 15 26 16 8 24 19 13 18 16 25 31 32 19 17 15 26 16 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1421-Pp3c2_1490Pp3c2_1421-Pp3c2_1490intergenic_regionPp3c2_1421-Pp3c2_1490NA NA n.892101T>CNA NA NA NA NA
Chr02 998003 CGGATATTTTGAATAC Chr02_998003_CGGATATTTTGAATA_CCGGATATTTTGAATA_CINDEL 14692.59 23 12 9 18 19 19 20 18 15 12 8 5 10 6 23 12 9 18 19 19 20 18 15 12 8 5 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1520-Pp3c2_1540Pp3c2_1520-Pp3c2_1540intergenic_regionPp3c2_1520-Pp3c2_1540NA NA n.998004_998017delGGATATTTTGAATANA NA NA NA NA
Chr02 998020 ATGAC A Chr02_998020_ATGAC_AATGAC_A INDEL 15052.59 22 12 11 18 20 20 21 18 14 13 6 5 10 6 22 12 11 18 20 20 21 18 14 13 6 5 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1520-Pp3c2_1540Pp3c2_1520-Pp3c2_1540intergenic_regionPp3c2_1520-Pp3c2_1540NA NA n.998021_998024delTGACNA NA NA NA NA
Chr02 998026 TGCCTTTTCGT Chr02_998026_TGCCTTTTCG_TTGCCTTTTCG_TINDEL 14861.59 22 13 11 17 19 20 21 20 14 13 6 5 10 6 22 13 11 17 19 20 21 20 14 13 6 5 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1520-Pp3c2_1540Pp3c2_1520-Pp3c2_1540intergenic_regionPp3c2_1520-Pp3c2_1540NA NA n.998027_998035delGCCTTTTCGNA NA NA NA NA
Chr02 998042 T A Chr02_998042_T_AT_A SNP 15275.63 23 11 11 15 20 23 22 20 14 15 6 4 10 6 23 11 11 15 20 23 22 20 14 15 6 4 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1520-Pp3c2_1540Pp3c2_1520-Pp3c2_1540intergenic_regionPp3c2_1520-Pp3c2_1540NA NA n.998042T>ANA NA NA NA NA
Chr02 998043 AGT A Chr02_998043_AGT_AAGT_A INDEL 15536.59 22 11 11 14 20 24 21 21 13 15 6 4 10 6 22 11 11 14 20 24 21 21 13 15 6 4 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1520-Pp3c2_1540Pp3c2_1520-Pp3c2_1540intergenic_regionPp3c2_1520-Pp3c2_1540NA NA n.998044_998045delGTNA NA NA NA NA
Chr02 998046 G A Chr02_998046_G_AG_A SNP 15050.63 22 11 11 14 20 24 22 21 14 15 6 4 11 6 22 11 11 14 20 24 22 21 14 15 6 4 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1520-Pp3c2_1540Pp3c2_1520-Pp3c2_1540intergenic_regionPp3c2_1520-Pp3c2_1540NA NA n.998046G>ANA NA NA NA NA
Chr02 998050 T TA Chr02_998050_T_TAT_TA INDEL 15491.59 22 12 10 13 19 24 20 20 17 14 5 4 12 6 22 12 10 13 19 24 20 20 17 14 5 4 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1520-Pp3c2_1540Pp3c2_1520-Pp3c2_1540intergenic_regionPp3c2_1520-Pp3c2_1540NA NA n.998050_998051insANA NA NA NA NA
Chr02 1002207 C CT Chr02_1002207_C_CTC_CT INDEL 14791.59 25 18 11 13 15 22 31 26 12 16 23 17 8 9 25 18 11 13 15 22 31 26 12 16 23 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1520-Pp3c2_1540Pp3c2_1520-Pp3c2_1540intergenic_regionPp3c2_1520-Pp3c2_1540NA NA n.1002207_1002208insTNA NA NA NA NA
Chr02 1061121 C CT Chr02_1061121_C_CTC_CT INDEL 17667.59 23 18 19 29 24 23 29 30 29 28 17 13 10 13 23 18 19 29 24 23 29 30 29 28 17 13 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_1570 Pp3c2_1570 transcript PAC:32934532protein_codingNA c.*4195_*4196insTNA NA NA NA 3906
Chr02 1061121 C CT Chr02_1061121_C_CTC_CT INDEL 17667.59 23 18 19 29 24 23 29 30 29 28 17 13 10 13 23 18 19 29 24 23 29 30 29 28 17 13 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_1570 Pp3c2_1570 transcript PAC:32934534protein_codingNA c.*4195_*4196insTNA NA NA NA 3906



Chr02 1061121 C CT Chr02_1061121_C_CTC_CT INDEL 17667.59 23 18 19 29 24 23 29 30 29 28 17 13 10 13 23 18 19 29 24 23 29 30 29 28 17 13 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_1570 Pp3c2_1570 transcript PAC:32934535protein_codingNA c.*4195_*4196insTNA NA NA NA 3906
Chr02 1061121 C CT Chr02_1061121_C_CTC_CT INDEL 17667.59 23 18 19 29 24 23 29 30 29 28 17 13 10 13 23 18 19 29 24 23 29 30 29 28 17 13 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_1570 Pp3c2_1570 transcript PAC:32934533protein_codingNA c.*4195_*4196insTNA NA NA NA 3906
Chr02 1061121 C CT Chr02_1061121_C_CTC_CT INDEL 17667.59 23 18 19 29 24 23 29 30 29 28 17 13 10 13 23 18 19 29 24 23 29 30 29 28 17 13 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_1570 Pp3c2_1570 transcript PAC:32934536protein_codingNA c.*4195_*4196insTNA NA NA NA 3932
Chr02 1061121 C CT Chr02_1061121_C_CTC_CT INDEL 17667.59 23 18 19 29 24 23 29 30 29 28 17 13 10 13 23 18 19 29 24 23 29 30 29 28 17 13 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1570-Pp3c2_1600Pp3c2_1570-Pp3c2_1600intergenic_regionPp3c2_1570-Pp3c2_1600NA NA n.1061121_1061122insTNA NA NA NA NA
Chr02 1098294 TTTTCTCATAGCT Chr02_1098294_TTTTCTCATAGC_TTTTTCTCATAGC_TINDEL 11507.59 14 8 8 15 17 23 24 22 13 18 5 9 8 7 14 8 8 15 17 23 24 22 15 18 5 9 8 7 1 1 1 1 1 1 1 1 0.867 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934281protein_codingNA c.-1082_-1072delGCTATGAGAAANA NA NA NA 526
Chr02 1098294 TTTTCTCATAGCT Chr02_1098294_TTTTCTCATAGC_TTTTTCTCATAGC_TINDEL 11507.59 14 8 8 15 17 23 24 22 13 18 5 9 8 7 14 8 8 15 17 23 24 22 15 18 5 9 8 7 1 1 1 1 1 1 1 1 0.867 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1641 Pp3c2_1641 transcript PAC:32934708protein_codingNA c.-3123_-3113delTTTCTCATAGCNA NA NA NA 3060
Chr02 1098294 TTTTCTCATAGCT Chr02_1098294_TTTTCTCATAGC_TTTTTCTCATAGC_TINDEL 11507.59 14 8 8 15 17 23 24 22 13 18 5 9 8 7 14 8 8 15 17 23 24 22 15 18 5 9 8 7 1 1 1 1 1 1 1 1 0.867 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934283protein_codingNA c.-1082_-1072delGCTATGAGAAANA NA NA NA 526
Chr02 1098294 TTTTCTCATAGCT Chr02_1098294_TTTTCTCATAGC_TTTTTCTCATAGC_TINDEL 11507.59 14 8 8 15 17 23 24 22 13 18 5 9 8 7 14 8 8 15 17 23 24 22 15 18 5 9 8 7 1 1 1 1 1 1 1 1 0.867 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934282protein_codingNA c.-1082_-1072delGCTATGAGAAANA NA NA NA 608
Chr02 1098294 TTTTCTCATAGCT Chr02_1098294_TTTTCTCATAGC_TTTTTCTCATAGC_TINDEL 11507.59 14 8 8 15 17 23 24 22 13 18 5 9 8 7 14 8 8 15 17 23 24 22 15 18 5 9 8 7 1 1 1 1 1 1 1 1 0.867 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1630-Pp3c2_1641Pp3c2_1630-Pp3c2_1641intergenic_regionPp3c2_1630-Pp3c2_1641NA NA n.1098295_1098305delTTTCTCATAGCNA NA NA NA NA
Chr02 1098308 GTT G Chr02_1098308_GTT_GGTT_G INDEL 11499.59 14 8 7 13 17 22 21 21 13 17 5 8 7 7 14 8 7 13 17 22 21 21 14 17 5 8 7 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934281protein_codingNA c.-1087_-1086delAANA NA NA NA 540
Chr02 1098308 GTT G Chr02_1098308_GTT_GGTT_G INDEL 11499.59 14 8 7 13 17 22 21 21 13 17 5 8 7 7 14 8 7 13 17 22 21 21 14 17 5 8 7 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1641 Pp3c2_1641 transcript PAC:32934708protein_codingNA c.-3109_-3108delTTNA NA NA NA 3046
Chr02 1098308 GTT G Chr02_1098308_GTT_GGTT_G INDEL 11499.59 14 8 7 13 17 22 21 21 13 17 5 8 7 7 14 8 7 13 17 22 21 21 14 17 5 8 7 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934283protein_codingNA c.-1087_-1086delAANA NA NA NA 540
Chr02 1098308 GTT G Chr02_1098308_GTT_GGTT_G INDEL 11499.59 14 8 7 13 17 22 21 21 13 17 5 8 7 7 14 8 7 13 17 22 21 21 14 17 5 8 7 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934282protein_codingNA c.-1087_-1086delAANA NA NA NA 622
Chr02 1098308 GTT G Chr02_1098308_GTT_GGTT_G INDEL 11499.59 14 8 7 13 17 22 21 21 13 17 5 8 7 7 14 8 7 13 17 22 21 21 14 17 5 8 7 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1630-Pp3c2_1641Pp3c2_1630-Pp3c2_1641intergenic_regionPp3c2_1630-Pp3c2_1641NA NA n.1098309_1098310delTTNA NA NA NA NA
Chr02 1098311 GCCGTTGTCATGGTCTTGAG Chr02_1098311_GCCGTTGTCATGGTCTTGA_GGCCGTTGTCATGGTCTTGA_GINDEL 10747.59 14 8 7 13 15 22 20 21 13 17 5 8 6 7 14 8 7 13 15 22 20 21 14 17 5 8 6 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934281protein_codingNA c.-1106_-1089delTCAAGACCATGACAACGGNA NA NA NA 543
Chr02 1098311 GCCGTTGTCATGGTCTTGAG Chr02_1098311_GCCGTTGTCATGGTCTTGA_GGCCGTTGTCATGGTCTTGA_GINDEL 10747.59 14 8 7 13 15 22 20 21 13 17 5 8 6 7 14 8 7 13 15 22 20 21 14 17 5 8 6 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1641 Pp3c2_1641 transcript PAC:32934708protein_codingNA c.-3106_-3089delCCGTTGTCATGGTCTTGANA NA NA NA 3043
Chr02 1098311 GCCGTTGTCATGGTCTTGAG Chr02_1098311_GCCGTTGTCATGGTCTTGA_GGCCGTTGTCATGGTCTTGA_GINDEL 10747.59 14 8 7 13 15 22 20 21 13 17 5 8 6 7 14 8 7 13 15 22 20 21 14 17 5 8 6 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934283protein_codingNA c.-1106_-1089delTCAAGACCATGACAACGGNA NA NA NA 543
Chr02 1098311 GCCGTTGTCATGGTCTTGAG Chr02_1098311_GCCGTTGTCATGGTCTTGA_GGCCGTTGTCATGGTCTTGA_GINDEL 10747.59 14 8 7 13 15 22 20 21 13 17 5 8 6 7 14 8 7 13 15 22 20 21 14 17 5 8 6 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934282protein_codingNA c.-1106_-1089delTCAAGACCATGACAACGGNA NA NA NA 625
Chr02 1098311 GCCGTTGTCATGGTCTTGAG Chr02_1098311_GCCGTTGTCATGGTCTTGA_GGCCGTTGTCATGGTCTTGA_GINDEL 10747.59 14 8 7 13 15 22 20 21 13 17 5 8 6 7 14 8 7 13 15 22 20 21 14 17 5 8 6 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1630-Pp3c2_1641Pp3c2_1630-Pp3c2_1641intergenic_regionPp3c2_1630-Pp3c2_1641NA NA n.1098312_1098329delCCGTTGTCATGGTCTTGANA NA NA NA NA
Chr02 1100446 A AACATGTCAATCCTCATGCTATTCCChr02_1100446_A_AACATGTCAATCCTCATGCTATTCCA_AACATGTCAATCCTCATGCTATTCCINDEL 110450.59 124 75 75 103 83 125 154 130 118 89 70 98 51 51 124 75 75 103 83 125 154 130 118 89 70 98 51 51 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934281protein_codingNA c.-3224_-3223insGGAATAGCATGAGGATTGACATGTNA NA NA NA 2678
Chr02 1100446 A AACATGTCAATCCTCATGCTATTCCChr02_1100446_A_AACATGTCAATCCTCATGCTATTCCA_AACATGTCAATCCTCATGCTATTCCINDEL 110450.59 124 75 75 103 83 125 154 130 118 89 70 98 51 51 124 75 75 103 83 125 154 130 118 89 70 98 51 51 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1641 Pp3c2_1641 transcript PAC:32934708protein_codingNA c.-972_-971insACATGTCAATCCTCATGCTATTCCNA NA NA NA 908
Chr02 1100446 A AACATGTCAATCCTCATGCTATTCCChr02_1100446_A_AACATGTCAATCCTCATGCTATTCCA_AACATGTCAATCCTCATGCTATTCCINDEL 110450.59 124 75 75 103 83 125 154 130 118 89 70 98 51 51 124 75 75 103 83 125 154 130 118 89 70 98 51 51 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934283protein_codingNA c.-3224_-3223insGGAATAGCATGAGGATTGACATGTNA NA NA NA 2678
Chr02 1100446 A AACATGTCAATCCTCATGCTATTCCChr02_1100446_A_AACATGTCAATCCTCATGCTATTCCA_AACATGTCAATCCTCATGCTATTCCINDEL 110450.59 124 75 75 103 83 125 154 130 118 89 70 98 51 51 124 75 75 103 83 125 154 130 118 89 70 98 51 51 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934282protein_codingNA c.-3224_-3223insGGAATAGCATGAGGATTGACATGTNA NA NA NA 2760
Chr02 1100446 A AACATGTCAATCCTCATGCTATTCCChr02_1100446_A_AACATGTCAATCCTCATGCTATTCCA_AACATGTCAATCCTCATGCTATTCCINDEL 110450.59 124 75 75 103 83 125 154 130 118 89 70 98 51 51 124 75 75 103 83 125 154 130 118 89 70 98 51 51 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1670 Pp3c2_1670 transcript PAC:32937104protein_codingNA c.-5161_-5160insACATGTCAATCCTCATGCTATTCCNA NA NA NA 4520
Chr02 1100446 A AACATGTCAATCCTCATGCTATTCCChr02_1100446_A_AACATGTCAATCCTCATGCTATTCCA_AACATGTCAATCCTCATGCTATTCCINDEL 110450.59 124 75 75 103 83 125 154 130 118 89 70 98 51 51 124 75 75 103 83 125 154 130 118 89 70 98 51 51 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1630-Pp3c2_1641Pp3c2_1630-Pp3c2_1641intergenic_regionPp3c2_1630-Pp3c2_1641NA NA n.1100446_1100447insACATGTCAATCCTCATGCTATTCCNA NA NA NA NA
Chr02 1100656 A AGATCAACAAAACGATCATTATChr02_1100656_A_AGATCAACAAAACGATCATTATA_AGATCAACAAAACGATCATTATINDEL 63143.59 81 58 47 63 68 117 105 94 75 79 50 65 32 49 81 58 47 63 68 117 105 95 75 79 50 65 32 50 1 1 1 1 1 1 1 0.989 1 1 1 1 1 0.98 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934281protein_codingNA c.-3434_-3433insATAATGATCGTTTTGTTGATCNA NA NA NA 2888
Chr02 1100656 A AGATCAACAAAACGATCATTATChr02_1100656_A_AGATCAACAAAACGATCATTATA_AGATCAACAAAACGATCATTATINDEL 63143.59 81 58 47 63 68 117 105 94 75 79 50 65 32 49 81 58 47 63 68 117 105 95 75 79 50 65 32 50 1 1 1 1 1 1 1 0.989 1 1 1 1 1 0.98 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1641 Pp3c2_1641 transcript PAC:32934708protein_codingNA c.-762_-761insGATCAACAAAACGATCATTATNA NA NA NA 698
Chr02 1100656 A AGATCAACAAAACGATCATTATChr02_1100656_A_AGATCAACAAAACGATCATTATA_AGATCAACAAAACGATCATTATINDEL 63143.59 81 58 47 63 68 117 105 94 75 79 50 65 32 49 81 58 47 63 68 117 105 95 75 79 50 65 32 50 1 1 1 1 1 1 1 0.989 1 1 1 1 1 0.98 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1670 Pp3c2_1670 transcript PAC:32937103protein_codingNA c.-4951_-4950insGATCAACAAAACGATCATTATNA NA NA NA 4950
Chr02 1100656 A AGATCAACAAAACGATCATTATChr02_1100656_A_AGATCAACAAAACGATCATTATA_AGATCAACAAAACGATCATTATINDEL 63143.59 81 58 47 63 68 117 105 94 75 79 50 65 32 49 81 58 47 63 68 117 105 95 75 79 50 65 32 50 1 1 1 1 1 1 1 0.989 1 1 1 1 1 0.98 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934283protein_codingNA c.-3434_-3433insATAATGATCGTTTTGTTGATCNA NA NA NA 2888
Chr02 1100656 A AGATCAACAAAACGATCATTATChr02_1100656_A_AGATCAACAAAACGATCATTATA_AGATCAACAAAACGATCATTATINDEL 63143.59 81 58 47 63 68 117 105 94 75 79 50 65 32 49 81 58 47 63 68 117 105 95 75 79 50 65 32 50 1 1 1 1 1 1 1 0.989 1 1 1 1 1 0.98 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1630 Pp3c2_1630 transcript PAC:32934282protein_codingNA c.-3434_-3433insATAATGATCGTTTTGTTGATCNA NA NA NA 2970
Chr02 1100656 A AGATCAACAAAACGATCATTATChr02_1100656_A_AGATCAACAAAACGATCATTATA_AGATCAACAAAACGATCATTATINDEL 63143.59 81 58 47 63 68 117 105 94 75 79 50 65 32 49 81 58 47 63 68 117 105 95 75 79 50 65 32 50 1 1 1 1 1 1 1 0.989 1 1 1 1 1 0.98 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_1670 Pp3c2_1670 transcript PAC:32937104protein_codingNA c.-4951_-4950insGATCAACAAAACGATCATTATNA NA NA NA 4310
Chr02 1100656 A AGATCAACAAAACGATCATTATChr02_1100656_A_AGATCAACAAAACGATCATTATA_AGATCAACAAAACGATCATTATINDEL 63143.59 81 58 47 63 68 117 105 94 75 79 50 65 32 49 81 58 47 63 68 117 105 95 75 79 50 65 32 50 1 1 1 1 1 1 1 0.989 1 1 1 1 1 0.98 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_1630-Pp3c2_1641Pp3c2_1630-Pp3c2_1641intergenic_regionPp3c2_1630-Pp3c2_1641NA NA n.1100656_1100657insGATCAACAAAACGATCATTATNA NA NA NA NA
Chr02 1309115 C CAT Chr02_1309115_C_CATC_CAT INDEL 3824.24 0 1 1 18 9 22 21 22 0 0 0 0 0 1 10 10 14 18 9 22 21 23 11 9 14 13 10 4 0 0 0 1 1 1 1 0.957 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_2070 Pp3c2_2070 transcript PAC:32934517protein_codingNA c.*3715_*3716insATNA NA NA NA 3597
Chr02 1309115 C CAT Chr02_1309115_C_CATC_CAT INDEL 3824.24 0 1 1 18 9 22 21 22 0 0 0 0 0 1 10 10 14 18 9 22 21 23 11 9 14 13 10 4 0 0 0 1 1 1 1 0.957 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_2060 Pp3c2_2060 transcript PAC:32937367protein_codingNA c.*2189_*2190insATNA NA NA NA 1581
Chr02 1309115 C CAT Chr02_1309115_C_CATC_CAT INDEL 3824.24 0 1 1 18 9 22 21 22 0 0 0 0 0 1 10 10 14 18 9 22 21 23 11 9 14 13 10 4 0 0 0 1 1 1 1 0.957 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_2060 Pp3c2_2060 transcript PAC:32937368protein_codingNA c.*2189_*2190insATNA NA NA NA 1746
Chr02 1309115 C CAT Chr02_1309115_C_CATC_CAT INDEL 3824.24 0 1 1 18 9 22 21 22 0 0 0 0 0 1 10 10 14 18 9 22 21 23 11 9 14 13 10 4 0 0 0 1 1 1 1 0.957 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_2070 Pp3c2_2070 transcript PAC:32934518protein_codingNA c.*3715_*3716insATNA NA NA NA 1347
Chr02 1309115 C CAT Chr02_1309115_C_CATC_CAT INDEL 3824.24 0 1 1 18 9 22 21 22 0 0 0 0 0 1 10 10 14 18 9 22 21 23 11 9 14 13 10 4 0 0 0 1 1 1 1 0.957 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_2070-Pp3c2_2120Pp3c2_2070-Pp3c2_2120intergenic_regionPp3c2_2070-Pp3c2_2120NA NA n.1309115_1309116insATNA NA NA NA NA
Chr02 1375137 AC A Chr02_1375137_AC_AAC_A INDEL 19860.59 16 17 22 32 18 28 22 18 11 24 26 7 20 16 16 17 22 32 18 28 22 18 11 24 26 7 20 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_2120-Pp3c2_2130Pp3c2_2120-Pp3c2_2130intergenic_regionPp3c2_2120-Pp3c2_2130NA NA n.1375138delCNA NA NA NA NA
Chr02 1375145 GC G Chr02_1375145_GC_GGC_G INDEL 20213.59 18 17 23 32 18 28 20 17 11 25 27 5 20 17 18 17 23 32 18 28 20 17 11 25 27 5 20 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_2120-Pp3c2_2130Pp3c2_2120-Pp3c2_2130intergenic_regionPp3c2_2120-Pp3c2_2130NA NA n.1375146delCNA NA NA NA NA
Chr02 1408823 TA T Chr02_1408823_TA_TTA_T INDEL 15951.59 23 16 19 22 14 19 36 24 19 19 17 16 19 14 23 16 19 22 14 19 36 24 19 19 17 16 19 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_2140 Pp3c2_2140 transcript PAC:32933236protein_codingNA c.-2316delT NA NA NA NA 2316
Chr02 1408823 TA T Chr02_1408823_TA_TTA_T INDEL 15951.59 23 16 19 22 14 19 36 24 19 19 17 16 19 14 23 16 19 22 14 19 36 24 19 19 17 16 19 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_2140-Pp3c2_2150Pp3c2_2140-Pp3c2_2150intergenic_regionPp3c2_2140-Pp3c2_2150NA NA n.1408824delANA NA NA NA NA
Chr02 1565180 C A Chr02_1565180_C_AC_A SNP 20909.63 41 9 13 29 20 34 29 22 27 19 9 18 22 13 41 9 13 29 20 34 29 22 27 19 9 18 22 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_2341-Pp3c2_2360Pp3c2_2341-Pp3c2_2360intergenic_regionPp3c2_2341-Pp3c2_2360NA NA n.1565180C>ANA NA NA NA NA
Chr02 1643282 G T Chr02_1643282_G_TG_T SNP 12321.63 19 12 17 14 16 22 25 17 18 20 11 12 14 9 19 12 17 14 16 22 25 17 18 21 11 13 14 9 1 1 1 1 1 1 1 1 1 0.952 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_2360 Pp3c2_2360 transcript PAC:32935385protein_codingNA c.-639C>A NA NA NA NA 639
Chr02 1643282 G T Chr02_1643282_G_TG_T SNP 12321.63 19 12 17 14 16 22 25 17 18 20 11 12 14 9 19 12 17 14 16 22 25 17 18 21 11 13 14 9 1 1 1 1 1 1 1 1 1 0.952 1 0.923 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_2370 Pp3c2_2370 transcript PAC:32934626protein_codingNA c.*1669C>A NA NA NA NA 1669
Chr02 1643282 G T Chr02_1643282_G_TG_T SNP 12321.63 19 12 17 14 16 22 25 17 18 20 11 12 14 9 19 12 17 14 16 22 25 17 18 21 11 13 14 9 1 1 1 1 1 1 1 1 1 0.952 1 0.923 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_2380 Pp3c2_2380 transcript PAC:32934210protein_codingNA c.*5341C>A NA NA NA NA 4415
Chr02 1643282 G T Chr02_1643282_G_TG_T SNP 12321.63 19 12 17 14 16 22 25 17 18 20 11 12 14 9 19 12 17 14 16 22 25 17 18 21 11 13 14 9 1 1 1 1 1 1 1 1 1 0.952 1 0.923 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_2370 Pp3c2_2370 transcript PAC:32934627protein_codingNA c.*1669C>A NA NA NA NA 916
Chr02 1643282 G T Chr02_1643282_G_TG_T SNP 12321.63 19 12 17 14 16 22 25 17 18 20 11 12 14 9 19 12 17 14 16 22 25 17 18 21 11 13 14 9 1 1 1 1 1 1 1 1 1 0.952 1 0.923 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_2380 Pp3c2_2380 transcript PAC:32934211protein_codingNA c.*5341C>A NA NA NA NA 4364
Chr02 1643282 G T Chr02_1643282_G_TG_T SNP 12321.63 19 12 17 14 16 22 25 17 18 20 11 12 14 9 19 12 17 14 16 22 25 17 18 21 11 13 14 9 1 1 1 1 1 1 1 1 1 0.952 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_2360-Pp3c2_2370Pp3c2_2360-Pp3c2_2370intergenic_regionPp3c2_2360-Pp3c2_2370NA NA n.1643282G>TNA NA NA NA NA
Chr02 1643294 A C Chr02_1643294_A_CA_C SNP 12773.63 22 12 19 15 16 21 22 20 21 20 9 11 14 8 22 12 19 15 16 21 22 20 21 20 9 12 14 8 1 1 1 1 1 1 1 1 1 1 1 0.917 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_2360 Pp3c2_2360 transcript PAC:32935385protein_codingNA c.-651T>G NA NA NA NA 651
Chr02 1643294 A C Chr02_1643294_A_CA_C SNP 12773.63 22 12 19 15 16 21 22 20 21 20 9 11 14 8 22 12 19 15 16 21 22 20 21 20 9 12 14 8 1 1 1 1 1 1 1 1 1 1 1 0.917 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_2370 Pp3c2_2370 transcript PAC:32934626protein_codingNA c.*1657T>G NA NA NA NA 1657
Chr02 1643294 A C Chr02_1643294_A_CA_C SNP 12773.63 22 12 19 15 16 21 22 20 21 20 9 11 14 8 22 12 19 15 16 21 22 20 21 20 9 12 14 8 1 1 1 1 1 1 1 1 1 1 1 0.917 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_2380 Pp3c2_2380 transcript PAC:32934210protein_codingNA c.*5329T>G NA NA NA NA 4403
Chr02 1643294 A C Chr02_1643294_A_CA_C SNP 12773.63 22 12 19 15 16 21 22 20 21 20 9 11 14 8 22 12 19 15 16 21 22 20 21 20 9 12 14 8 1 1 1 1 1 1 1 1 1 1 1 0.917 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_2370 Pp3c2_2370 transcript PAC:32934627protein_codingNA c.*1657T>G NA NA NA NA 904
Chr02 1643294 A C Chr02_1643294_A_CA_C SNP 12773.63 22 12 19 15 16 21 22 20 21 20 9 11 14 8 22 12 19 15 16 21 22 20 21 20 9 12 14 8 1 1 1 1 1 1 1 1 1 1 1 0.917 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_2380 Pp3c2_2380 transcript PAC:32934211protein_codingNA c.*5329T>G NA NA NA NA 4352
Chr02 1643294 A C Chr02_1643294_A_CA_C SNP 12773.63 22 12 19 15 16 21 22 20 21 20 9 11 14 8 22 12 19 15 16 21 22 20 21 20 9 12 14 8 1 1 1 1 1 1 1 1 1 1 1 0.917 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_2360-Pp3c2_2370Pp3c2_2360-Pp3c2_2370intergenic_regionPp3c2_2360-Pp3c2_2370NA NA n.1643294A>CNA NA NA NA NA
Chr02 1842841 T TG Chr02_1842841_T_TGT_TG INDEL 16807.59 29 21 18 14 23 28 29 20 19 22 18 13 10 6 29 21 18 14 23 28 29 20 19 22 18 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_2790 Pp3c2_2790 transcript PAC:32936377protein_codingNA c.-3857_-3856insGNA NA NA NA 2912
Chr02 1842841 T TG Chr02_1842841_T_TGT_TG INDEL 16807.59 29 21 18 14 23 28 29 20 19 22 18 13 10 6 29 21 18 14 23 28 29 20 19 22 18 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_2790 Pp3c2_2790 transcript PAC:32936378protein_codingNA c.-3857_-3856insGNA NA NA NA 2907
Chr02 1842841 T TG Chr02_1842841_T_TGT_TG INDEL 16807.59 29 21 18 14 23 28 29 20 19 22 18 13 10 6 29 21 18 14 23 28 29 20 19 22 18 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_2790 Pp3c2_2790 transcript PAC:32936379protein_codingNA c.-3857_-3856insGNA NA NA NA 2954
Chr02 1842841 T TG Chr02_1842841_T_TGT_TG INDEL 16807.59 29 21 18 14 23 28 29 20 19 22 18 13 10 6 29 21 18 14 23 28 29 20 19 22 18 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_2780 Pp3c2_2780 transcript PAC:32937593protein_coding 07-nov c.2892+65_2892+66insGNA NA NA NA NA
Chr02 1842841 T TG Chr02_1842841_T_TGT_TG INDEL 16807.59 29 21 18 14 23 28 29 20 19 22 18 13 10 6 29 21 18 14 23 28 29 20 19 22 18 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_2780 Pp3c2_2780 transcript PAC:32937596protein_coding 06-oct c.2892+65_2892+66insGNA NA NA NA NA
Chr02 1842841 T TG Chr02_1842841_T_TGT_TG INDEL 16807.59 29 21 18 14 23 28 29 20 19 22 18 13 10 6 29 21 18 14 23 28 29 20 19 22 18 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_2780 Pp3c2_2780 transcript PAC:32937595protein_coding 06-oct c.2892+65_2892+66insGNA NA NA NA NA
Chr02 1842841 T TG Chr02_1842841_T_TGT_TG INDEL 16807.59 29 21 18 14 23 28 29 20 19 22 18 13 10 6 29 21 18 14 23 28 29 20 19 22 18 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_2780 Pp3c2_2780 transcript PAC:32937594protein_coding 07-nov c.2892+65_2892+66insGNA NA NA NA NA
Chr02 1981575 G T Chr02_1981575_G_TG_T SNP 14312.63 14 15 13 17 18 19 20 24 13 22 9 18 10 6 14 15 13 17 18 19 20 24 13 22 9 18 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_3050 Pp3c2_3050 transcript PAC:32935226protein_codingNA c.*2757C>A NA NA NA NA 2577
Chr02 1981575 G T Chr02_1981575_G_TG_T SNP 14312.63 14 15 13 17 18 19 20 24 13 22 9 18 10 6 14 15 13 17 18 19 20 24 13 22 9 18 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_3050 Pp3c2_3050 transcript PAC:32935228protein_codingNA c.*2757C>A NA NA NA NA 2577
Chr02 1981575 G T Chr02_1981575_G_TG_T SNP 14312.63 14 15 13 17 18 19 20 24 13 22 9 18 10 6 14 15 13 17 18 19 20 24 13 22 9 18 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_3050 Pp3c2_3050 transcript PAC:32935227protein_codingNA c.*2757C>A NA NA NA NA 2757
Chr02 1981575 G T Chr02_1981575_G_TG_T SNP 14312.63 14 15 13 17 18 19 20 24 13 22 9 18 10 6 14 15 13 17 18 19 20 24 13 22 9 18 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_3010-Pp3c2_3050Pp3c2_3010-Pp3c2_3050intergenic_regionPp3c2_3010-Pp3c2_3050NA NA n.1981575G>TNA NA NA NA NA
Chr02 2012744 G GAT Chr02_2012744_G_GATG_GAT INDEL 986.35 18 10 9 1 1 0 0 1 2 0 0 0 1 0 18 10 9 10 15 15 15 12 11 10 13 12 7 10 1 1 1 0 0 0 0 0 0.182 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c2_3070-Pp3c2_3130Pp3c2_3070-Pp3c2_3130intergenic_regionPp3c2_3070-Pp3c2_3130NA NA n.2012744_2012745insATNA NA NA NA NA
Chr02 2096810 T TTA Chr02_2096810_T_TTAT_TTA INDEL 2313.93 1 2 0 0 0 0 0 1 16 11 11 13 8 11 22 12 11 20 14 13 19 11 16 11 12 13 8 11 0 0.167 0 0 0 0 0 0 1 1 0.917 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c2_3229 Pp3c2_3229 transcript PAC:32933210protein_codingNA c.*6444_*6445insTANA NA NA NA 4891
Chr02 2096810 T TTA Chr02_2096810_T_TTAT_TTA INDEL 2313.93 1 2 0 0 0 0 0 1 16 11 11 13 8 11 22 12 11 20 14 13 19 11 16 11 12 13 8 11 0 0.167 0 0 0 0 0 0 1 1 0.917 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c2_3229-Pp3c2_3289Pp3c2_3229-Pp3c2_3289intergenic_regionPp3c2_3229-Pp3c2_3289NA NA n.2096810_2096811insTANA NA NA NA NA
Chr02 2236481 G GAT Chr02_2236481_G_GATG_GAT INDEL 4002.24 0 0 0 23 21 13 33 21 1 1 0 0 0 0 24 8 11 23 22 14 33 22 14 21 6 10 4 13 0 0 0 1 0.955 0.929 1 0.955 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_3490 Pp3c2_3490 transcript PAC:32933497protein_codingNA c.-2506_-2505insATNA NA NA NA 1799
Chr02 2236481 G GAT Chr02_2236481_G_GATG_GAT INDEL 4002.24 0 0 0 23 21 13 33 21 1 1 0 0 0 0 24 8 11 23 22 14 33 22 14 21 6 10 4 13 0 0 0 1 0.955 0.929 1 0.955 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_3490 Pp3c2_3490 transcript PAC:32933498protein_codingNA c.-2506_-2505insATNA NA NA NA 1799
Chr02 2236481 G GAT Chr02_2236481_G_GATG_GAT INDEL 4002.24 0 0 0 23 21 13 33 21 1 1 0 0 0 0 24 8 11 23 22 14 33 22 14 21 6 10 4 13 0 0 0 1 0.955 0.929 1 0.955 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_3490 Pp3c2_3490 transcript PAC:32933502protein_codingNA c.-2506_-2505insATNA NA NA NA 1862
Chr02 2236481 G GAT Chr02_2236481_G_GATG_GAT INDEL 4002.24 0 0 0 23 21 13 33 21 1 1 0 0 0 0 24 8 11 23 22 14 33 22 14 21 6 10 4 13 0 0 0 1 0.955 0.929 1 0.955 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_3490 Pp3c2_3490 transcript PAC:32933500protein_codingNA c.-2506_-2505insATNA NA NA NA 2101
Chr02 2236481 G GAT Chr02_2236481_G_GATG_GAT INDEL 4002.24 0 0 0 23 21 13 33 21 1 1 0 0 0 0 24 8 11 23 22 14 33 22 14 21 6 10 4 13 0 0 0 1 0.955 0.929 1 0.955 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_3490 Pp3c2_3490 transcript PAC:32933499protein_codingNA c.-2506_-2505insATNA NA NA NA 1882
Chr02 2236481 G GAT Chr02_2236481_G_GATG_GAT INDEL 4002.24 0 0 0 23 21 13 33 21 1 1 0 0 0 0 24 8 11 23 22 14 33 22 14 21 6 10 4 13 0 0 0 1 0.955 0.929 1 0.955 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_3490 Pp3c2_3490 transcript PAC:32933501protein_codingNA c.-2506_-2505insATNA NA NA NA 1810
Chr02 2236481 G GAT Chr02_2236481_G_GATG_GAT INDEL 4002.24 0 0 0 23 21 13 33 21 1 1 0 0 0 0 24 8 11 23 22 14 33 22 14 21 6 10 4 13 0 0 0 1 0.955 0.929 1 0.955 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_3490-Pp3c2_3510Pp3c2_3490-Pp3c2_3510intergenic_regionPp3c2_3490-Pp3c2_3510NA NA n.2236481_2236482insATNA NA NA NA NA
Chr02 2525693 A T Chr02_2525693_A_TA_T SNP 17272.63 21 13 16 19 23 27 26 30 16 16 15 17 12 6 21 13 16 19 23 27 26 30 16 16 15 17 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4020-Pp3c2_4040Pp3c2_4020-Pp3c2_4040intergenic_regionPp3c2_4020-Pp3c2_4040NA NA n.2525693A>TNA NA NA NA NA
Chr02 2555139 C A Chr02_2555139_C_AC_A SNP 15320.63 27 9 11 22 11 10 21 17 10 15 4 6 4 6 27 9 11 22 11 10 21 17 10 15 4 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933452protein_codingNA c.-4750G>T NA NA NA NA 4194
Chr02 2555139 C A Chr02_2555139_C_AC_A SNP 15320.63 27 9 11 22 11 10 21 17 10 15 4 6 4 6 27 9 11 22 11 10 21 17 10 15 4 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933456protein_codingNA c.-4750G>T NA NA NA NA 4179
Chr02 2555139 C A Chr02_2555139_C_AC_A SNP 15320.63 27 9 11 22 11 10 21 17 10 15 4 6 4 6 27 9 11 22 11 10 21 17 10 15 4 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933457protein_codingNA c.-4750G>T NA NA NA NA 4179
Chr02 2555139 C A Chr02_2555139_C_AC_A SNP 15320.63 27 9 11 22 11 10 21 17 10 15 4 6 4 6 27 9 11 22 11 10 21 17 10 15 4 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933455protein_codingNA c.-4750G>T NA NA NA NA 4179
Chr02 2555139 C A Chr02_2555139_C_AC_A SNP 15320.63 27 9 11 22 11 10 21 17 10 15 4 6 4 6 27 9 11 22 11 10 21 17 10 15 4 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933453protein_codingNA c.-4750G>T NA NA NA NA 4179
Chr02 2555139 C A Chr02_2555139_C_AC_A SNP 15320.63 27 9 11 22 11 10 21 17 10 15 4 6 4 6 27 9 11 22 11 10 21 17 10 15 4 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933454protein_codingNA c.-4750G>T NA NA NA NA 4179
Chr02 2555139 C A Chr02_2555139_C_AC_A SNP 15320.63 27 9 11 22 11 10 21 17 10 15 4 6 4 6 27 9 11 22 11 10 21 17 10 15 4 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4040-Pp3c2_4060Pp3c2_4040-Pp3c2_4060intergenic_regionPp3c2_4040-Pp3c2_4060NA NA n.2555139C>ANA NA NA NA NA
Chr02 2555142 TCCC T Chr02_2555142_TCCC_TTCCC_T INDEL 13736.59 27 9 11 23 11 11 20 17 11 14 4 6 5 6 27 9 11 23 11 11 20 17 11 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933452protein_codingNA c.-4756_-4754delGGGNA NA NA NA 4198
Chr02 2555142 TCCC T Chr02_2555142_TCCC_TTCCC_T INDEL 13736.59 27 9 11 23 11 11 20 17 11 14 4 6 5 6 27 9 11 23 11 11 20 17 11 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933456protein_codingNA c.-4756_-4754delGGGNA NA NA NA 4183
Chr02 2555142 TCCC T Chr02_2555142_TCCC_TTCCC_T INDEL 13736.59 27 9 11 23 11 11 20 17 11 14 4 6 5 6 27 9 11 23 11 11 20 17 11 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933457protein_codingNA c.-4756_-4754delGGGNA NA NA NA 4183
Chr02 2555142 TCCC T Chr02_2555142_TCCC_TTCCC_T INDEL 13736.59 27 9 11 23 11 11 20 17 11 14 4 6 5 6 27 9 11 23 11 11 20 17 11 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933455protein_codingNA c.-4756_-4754delGGGNA NA NA NA 4183
Chr02 2555142 TCCC T Chr02_2555142_TCCC_TTCCC_T INDEL 13736.59 27 9 11 23 11 11 20 17 11 14 4 6 5 6 27 9 11 23 11 11 20 17 11 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933453protein_codingNA c.-4756_-4754delGGGNA NA NA NA 4183
Chr02 2555142 TCCC T Chr02_2555142_TCCC_TTCCC_T INDEL 13736.59 27 9 11 23 11 11 20 17 11 14 4 6 5 6 27 9 11 23 11 11 20 17 11 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933454protein_codingNA c.-4756_-4754delGGGNA NA NA NA 4183
Chr02 2555142 TCCC T Chr02_2555142_TCCC_TTCCC_T INDEL 13736.59 27 9 11 23 11 11 20 17 11 14 4 6 5 6 27 9 11 23 11 11 20 17 11 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4040-Pp3c2_4060Pp3c2_4040-Pp3c2_4060intergenic_regionPp3c2_4040-Pp3c2_4060NA NA n.2555143_2555145delCCCNA NA NA NA NA
Chr02 2555147 TCCACCC T Chr02_2555147_TCCACCC_TTCCACCC_T INDEL 13826.59 27 7 11 23 11 12 20 17 10 14 4 6 5 6 27 7 11 23 11 12 20 17 10 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933452protein_codingNA c.-4764_-4759delGGGTGGNA NA NA NA 4203
Chr02 2555147 TCCACCC T Chr02_2555147_TCCACCC_TTCCACCC_T INDEL 13826.59 27 7 11 23 11 12 20 17 10 14 4 6 5 6 27 7 11 23 11 12 20 17 10 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933456protein_codingNA c.-4764_-4759delGGGTGGNA NA NA NA 4188
Chr02 2555147 TCCACCC T Chr02_2555147_TCCACCC_TTCCACCC_T INDEL 13826.59 27 7 11 23 11 12 20 17 10 14 4 6 5 6 27 7 11 23 11 12 20 17 10 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933457protein_codingNA c.-4764_-4759delGGGTGGNA NA NA NA 4188
Chr02 2555147 TCCACCC T Chr02_2555147_TCCACCC_TTCCACCC_T INDEL 13826.59 27 7 11 23 11 12 20 17 10 14 4 6 5 6 27 7 11 23 11 12 20 17 10 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933455protein_codingNA c.-4764_-4759delGGGTGGNA NA NA NA 4188
Chr02 2555147 TCCACCC T Chr02_2555147_TCCACCC_TTCCACCC_T INDEL 13826.59 27 7 11 23 11 12 20 17 10 14 4 6 5 6 27 7 11 23 11 12 20 17 10 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933453protein_codingNA c.-4764_-4759delGGGTGGNA NA NA NA 4188
Chr02 2555147 TCCACCC T Chr02_2555147_TCCACCC_TTCCACCC_T INDEL 13826.59 27 7 11 23 11 12 20 17 10 14 4 6 5 6 27 7 11 23 11 12 20 17 10 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933454protein_codingNA c.-4764_-4759delGGGTGGNA NA NA NA 4188
Chr02 2555147 TCCACCC T Chr02_2555147_TCCACCC_TTCCACCC_T INDEL 13826.59 27 7 11 23 11 12 20 17 10 14 4 6 5 6 27 7 11 23 11 12 20 17 10 14 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4040-Pp3c2_4060Pp3c2_4040-Pp3c2_4060intergenic_regionPp3c2_4040-Pp3c2_4060NA NA n.2555148_2555153delCCACCCNA NA NA NA NA
Chr02 2555155 T TTA Chr02_2555155_T_TTAT_TTA INDEL 14240.59 28 8 11 23 11 12 20 19 9 15 4 6 5 6 28 8 11 23 11 12 20 19 9 15 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933452protein_codingNA c.-4767_-4766insTANA NA NA NA 4211
Chr02 2555155 T TTA Chr02_2555155_T_TTAT_TTA INDEL 14240.59 28 8 11 23 11 12 20 19 9 15 4 6 5 6 28 8 11 23 11 12 20 19 9 15 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933456protein_codingNA c.-4767_-4766insTANA NA NA NA 4196
Chr02 2555155 T TTA Chr02_2555155_T_TTAT_TTA INDEL 14240.59 28 8 11 23 11 12 20 19 9 15 4 6 5 6 28 8 11 23 11 12 20 19 9 15 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933457protein_codingNA c.-4767_-4766insTANA NA NA NA 4196
Chr02 2555155 T TTA Chr02_2555155_T_TTAT_TTA INDEL 14240.59 28 8 11 23 11 12 20 19 9 15 4 6 5 6 28 8 11 23 11 12 20 19 9 15 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933455protein_codingNA c.-4767_-4766insTANA NA NA NA 4196
Chr02 2555155 T TTA Chr02_2555155_T_TTAT_TTA INDEL 14240.59 28 8 11 23 11 12 20 19 9 15 4 6 5 6 28 8 11 23 11 12 20 19 9 15 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933453protein_codingNA c.-4767_-4766insTANA NA NA NA 4196
Chr02 2555155 T TTA Chr02_2555155_T_TTAT_TTA INDEL 14240.59 28 8 11 23 11 12 20 19 9 15 4 6 5 6 28 8 11 23 11 12 20 19 9 15 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933454protein_codingNA c.-4767_-4766insTANA NA NA NA 4196
Chr02 2555155 T TTA Chr02_2555155_T_TTAT_TTA INDEL 14240.59 28 8 11 23 11 12 20 19 9 15 4 6 5 6 28 8 11 23 11 12 20 19 9 15 4 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4040-Pp3c2_4060Pp3c2_4040-Pp3c2_4060intergenic_regionPp3c2_4040-Pp3c2_4060NA NA n.2555155_2555156insTANA NA NA NA NA
Chr02 2555157 TCTCCCC T Chr02_2555157_TCTCCCC_TTCTCCCC_T INDEL 14150.59 30 7 13 23 11 14 22 20 11 17 4 6 5 7 30 7 13 23 11 14 22 20 11 17 4 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933452protein_codingNA c.-4774_-4769delGGGGAGNA NA NA NA 4213
Chr02 2555157 TCTCCCC T Chr02_2555157_TCTCCCC_TTCTCCCC_T INDEL 14150.59 30 7 13 23 11 14 22 20 11 17 4 6 5 7 30 7 13 23 11 14 22 20 11 17 4 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933456protein_codingNA c.-4774_-4769delGGGGAGNA NA NA NA 4198
Chr02 2555157 TCTCCCC T Chr02_2555157_TCTCCCC_TTCTCCCC_T INDEL 14150.59 30 7 13 23 11 14 22 20 11 17 4 6 5 7 30 7 13 23 11 14 22 20 11 17 4 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933457protein_codingNA c.-4774_-4769delGGGGAGNA NA NA NA 4198
Chr02 2555157 TCTCCCC T Chr02_2555157_TCTCCCC_TTCTCCCC_T INDEL 14150.59 30 7 13 23 11 14 22 20 11 17 4 6 5 7 30 7 13 23 11 14 22 20 11 17 4 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933455protein_codingNA c.-4774_-4769delGGGGAGNA NA NA NA 4198
Chr02 2555157 TCTCCCC T Chr02_2555157_TCTCCCC_TTCTCCCC_T INDEL 14150.59 30 7 13 23 11 14 22 20 11 17 4 6 5 7 30 7 13 23 11 14 22 20 11 17 4 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933453protein_codingNA c.-4774_-4769delGGGGAGNA NA NA NA 4198
Chr02 2555157 TCTCCCC T Chr02_2555157_TCTCCCC_TTCTCCCC_T INDEL 14150.59 30 7 13 23 11 14 22 20 11 17 4 6 5 7 30 7 13 23 11 14 22 20 11 17 4 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4040 Pp3c2_4040 transcript PAC:32933454protein_codingNA c.-4774_-4769delGGGGAGNA NA NA NA 4198
Chr02 2555157 TCTCCCC T Chr02_2555157_TCTCCCC_TTCTCCCC_T INDEL 14150.59 30 7 13 23 11 14 22 20 11 17 4 6 5 7 30 7 13 23 11 14 22 20 11 17 4 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4040-Pp3c2_4060Pp3c2_4040-Pp3c2_4060intergenic_regionPp3c2_4040-Pp3c2_4060NA NA n.2555158_2555163delCTCCCCNA NA NA NA NA
Chr02 2654236 G T Chr02_2654236_G_TG_T SNP 20006.63 31 13 12 27 19 23 18 29 35 31 20 22 12 15 31 13 12 27 19 23 18 29 35 31 20 22 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4120-Pp3c2_4180Pp3c2_4120-Pp3c2_4180intergenic_regionPp3c2_4120-Pp3c2_4180NA NA n.2654236G>TNA NA NA NA NA
Chr02 2682684 C T Chr02_2682684_C_TC_T SNP 9472.63 13 11 6 7 12 11 24 13 12 12 13 12 7 9 13 11 6 7 12 11 24 13 12 12 13 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935167protein_codingNA c.-3618C>T NA NA NA NA 2424
Chr02 2682684 C T Chr02_2682684_C_TC_T SNP 9472.63 13 11 6 7 12 11 24 13 12 12 13 12 7 9 13 11 6 7 12 11 24 13 12 12 13 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935169protein_codingNA c.-3618C>T NA NA NA NA 2419
Chr02 2682684 C T Chr02_2682684_C_TC_T SNP 9472.63 13 11 6 7 12 11 24 13 12 12 13 12 7 9 13 11 6 7 12 11 24 13 12 12 13 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935170protein_codingNA c.-4460C>T NA NA NA NA 2419
Chr02 2682684 C T Chr02_2682684_C_TC_T SNP 9472.63 13 11 6 7 12 11 24 13 12 12 13 12 7 9 13 11 6 7 12 11 24 13 12 12 13 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935168protein_codingNA c.-3618C>T NA NA NA NA 2448
Chr02 2682684 C T Chr02_2682684_C_TC_T SNP 9472.63 13 11 6 7 12 11 24 13 12 12 13 12 7 9 13 11 6 7 12 11 24 13 12 12 13 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4120-Pp3c2_4180Pp3c2_4120-Pp3c2_4180intergenic_regionPp3c2_4120-Pp3c2_4180NA NA n.2682684C>TNA NA NA NA NA
Chr02 2682729 AC A Chr02_2682729_AC_AAC_A INDEL 9076.59 13 10 7 7 11 16 20 11 15 14 15 15 8 11 13 10 7 7 11 16 20 11 15 14 15 15 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935167protein_codingNA c.-3572delC NA NA NA NA 2378
Chr02 2682729 AC A Chr02_2682729_AC_AAC_A INDEL 9076.59 13 10 7 7 11 16 20 11 15 14 15 15 8 11 13 10 7 7 11 16 20 11 15 14 15 15 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935169protein_codingNA c.-3572delC NA NA NA NA 2373
Chr02 2682729 AC A Chr02_2682729_AC_AAC_A INDEL 9076.59 13 10 7 7 11 16 20 11 15 14 15 15 8 11 13 10 7 7 11 16 20 11 15 14 15 15 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935170protein_codingNA c.-4414delC NA NA NA NA 2373
Chr02 2682729 AC A Chr02_2682729_AC_AAC_A INDEL 9076.59 13 10 7 7 11 16 20 11 15 14 15 15 8 11 13 10 7 7 11 16 20 11 15 14 15 15 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935168protein_codingNA c.-3572delC NA NA NA NA 2402
Chr02 2682729 AC A Chr02_2682729_AC_AAC_A INDEL 9076.59 13 10 7 7 11 16 20 11 15 14 15 15 8 11 13 10 7 7 11 16 20 11 15 14 15 15 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4120-Pp3c2_4180Pp3c2_4120-Pp3c2_4180intergenic_regionPp3c2_4120-Pp3c2_4180NA NA n.2682730delCNA NA NA NA NA
Chr02 2682867 C T Chr02_2682867_C_TC_T SNP 11582.63 14 5 8 11 16 15 19 16 18 15 10 12 8 15 14 5 8 11 16 15 19 16 18 15 10 12 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935167protein_codingNA c.-3435C>T NA NA NA NA 2241
Chr02 2682867 C T Chr02_2682867_C_TC_T SNP 11582.63 14 5 8 11 16 15 19 16 18 15 10 12 8 15 14 5 8 11 16 15 19 16 18 15 10 12 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935169protein_codingNA c.-3435C>T NA NA NA NA 2236
Chr02 2682867 C T Chr02_2682867_C_TC_T SNP 11582.63 14 5 8 11 16 15 19 16 18 15 10 12 8 15 14 5 8 11 16 15 19 16 18 15 10 12 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935170protein_codingNA c.-4277C>T NA NA NA NA 2236
Chr02 2682867 C T Chr02_2682867_C_TC_T SNP 11582.63 14 5 8 11 16 15 19 16 18 15 10 12 8 15 14 5 8 11 16 15 19 16 18 15 10 12 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935168protein_codingNA c.-3435C>T NA NA NA NA 2265
Chr02 2682867 C T Chr02_2682867_C_TC_T SNP 11582.63 14 5 8 11 16 15 19 16 18 15 10 12 8 15 14 5 8 11 16 15 19 16 18 15 10 12 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4120-Pp3c2_4180Pp3c2_4120-Pp3c2_4180intergenic_regionPp3c2_4120-Pp3c2_4180NA NA n.2682867C>TNA NA NA NA NA
Chr02 2682877 C G Chr02_2682877_C_GC_G SNP 11687.63 14 5 8 12 18 15 21 16 17 17 9 9 8 14 14 5 8 12 18 15 21 16 17 17 9 9 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935167protein_codingNA c.-3425C>G NA NA NA NA 2231
Chr02 2682877 C G Chr02_2682877_C_GC_G SNP 11687.63 14 5 8 12 18 15 21 16 17 17 9 9 8 14 14 5 8 12 18 15 21 16 17 17 9 9 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935169protein_codingNA c.-3425C>G NA NA NA NA 2226
Chr02 2682877 C G Chr02_2682877_C_GC_G SNP 11687.63 14 5 8 12 18 15 21 16 17 17 9 9 8 14 14 5 8 12 18 15 21 16 17 17 9 9 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935170protein_codingNA c.-4267C>G NA NA NA NA 2226
Chr02 2682877 C G Chr02_2682877_C_GC_G SNP 11687.63 14 5 8 12 18 15 21 16 17 17 9 9 8 14 14 5 8 12 18 15 21 16 17 17 9 9 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935168protein_codingNA c.-3425C>G NA NA NA NA 2255
Chr02 2682877 C G Chr02_2682877_C_GC_G SNP 11687.63 14 5 8 12 18 15 21 16 17 17 9 9 8 14 14 5 8 12 18 15 21 16 17 17 9 9 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4120-Pp3c2_4180Pp3c2_4120-Pp3c2_4180intergenic_regionPp3c2_4120-Pp3c2_4180NA NA n.2682877C>GNA NA NA NA NA
Chr02 2682888 C A Chr02_2682888_C_AC_A SNP 10672.63 14 6 7 14 18 15 23 15 14 16 13 9 6 13 14 6 7 14 18 15 23 15 14 16 13 9 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935167protein_codingNA c.-3414C>A NA NA NA NA 2220
Chr02 2682888 C A Chr02_2682888_C_AC_A SNP 10672.63 14 6 7 14 18 15 23 15 14 16 13 9 6 13 14 6 7 14 18 15 23 15 14 16 13 9 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935169protein_codingNA c.-3414C>A NA NA NA NA 2215
Chr02 2682888 C A Chr02_2682888_C_AC_A SNP 10672.63 14 6 7 14 18 15 23 15 14 16 13 9 6 13 14 6 7 14 18 15 23 15 14 16 13 9 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935170protein_codingNA c.-4256C>A NA NA NA NA 2215
Chr02 2682888 C A Chr02_2682888_C_AC_A SNP 10672.63 14 6 7 14 18 15 23 15 14 16 13 9 6 13 14 6 7 14 18 15 23 15 14 16 13 9 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4180 Pp3c2_4180 transcript PAC:32935168protein_codingNA c.-3414C>A NA NA NA NA 2244
Chr02 2682888 C A Chr02_2682888_C_AC_A SNP 10672.63 14 6 7 14 18 15 23 15 14 16 13 9 6 13 14 6 7 14 18 15 23 15 14 16 13 9 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4120-Pp3c2_4180Pp3c2_4120-Pp3c2_4180intergenic_regionPp3c2_4120-Pp3c2_4180NA NA n.2682888C>ANA NA NA NA NA
Chr02 2816380 AT A Chr02_2816380_AT_AAT_A INDEL 12991.59 21 9 19 22 20 24 25 23 21 14 13 16 9 7 21 9 19 22 20 24 25 23 21 14 13 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4350-Pp3c2_4380Pp3c2_4350-Pp3c2_4380intergenic_regionPp3c2_4350-Pp3c2_4380NA NA n.2816381delTNA NA NA NA NA
Chr02 2877156 C T Chr02_2877156_C_TC_T SNP 17473.63 30 16 12 20 28 22 33 26 15 19 12 9 10 13 30 16 12 20 28 22 33 26 15 19 12 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4490 Pp3c2_4490 transcript PAC:32934749protein_codingNA c.-3719G>A NA NA NA NA 2838
Chr02 2877156 C T Chr02_2877156_C_TC_T SNP 17473.63 30 16 12 20 28 22 33 26 15 19 12 9 10 13 30 16 12 20 28 22 33 26 15 19 12 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4490 Pp3c2_4490 transcript PAC:32934750protein_codingNA c.-3719G>A NA NA NA NA 2729
Chr02 2877156 C T Chr02_2877156_C_TC_T SNP 17473.63 30 16 12 20 28 22 33 26 15 19 12 9 10 13 30 16 12 20 28 22 33 26 15 19 12 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4490 Pp3c2_4490 transcript PAC:32934751protein_codingNA c.-3719G>A NA NA NA NA 2729
Chr02 2877156 C T Chr02_2877156_C_TC_T SNP 17473.63 30 16 12 20 28 22 33 26 15 19 12 9 10 13 30 16 12 20 28 22 33 26 15 19 12 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4490 Pp3c2_4490 transcript PAC:32934752protein_codingNA c.-3719G>A NA NA NA NA 2729
Chr02 2877156 C T Chr02_2877156_C_TC_T SNP 17473.63 30 16 12 20 28 22 33 26 15 19 12 9 10 13 30 16 12 20 28 22 33 26 15 19 12 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4490 Pp3c2_4490 transcript PAC:32934754protein_codingNA c.-3719G>A NA NA NA NA 2729
Chr02 2877156 C T Chr02_2877156_C_TC_T SNP 17473.63 30 16 12 20 28 22 33 26 15 19 12 9 10 13 30 16 12 20 28 22 33 26 15 19 12 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4490 Pp3c2_4490 transcript PAC:32934756protein_codingNA c.-3719G>A NA NA NA NA 2729
Chr02 2877156 C T Chr02_2877156_C_TC_T SNP 17473.63 30 16 12 20 28 22 33 26 15 19 12 9 10 13 30 16 12 20 28 22 33 26 15 19 12 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4490 Pp3c2_4490 transcript PAC:32934753protein_codingNA c.-3719G>A NA NA NA NA 2729
Chr02 2877156 C T Chr02_2877156_C_TC_T SNP 17473.63 30 16 12 20 28 22 33 26 15 19 12 9 10 13 30 16 12 20 28 22 33 26 15 19 12 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4490 Pp3c2_4490 transcript PAC:32934755protein_codingNA c.-3719G>A NA NA NA NA 2729
Chr02 2877156 C T Chr02_2877156_C_TC_T SNP 17473.63 30 16 12 20 28 22 33 26 15 19 12 9 10 13 30 16 12 20 28 22 33 26 15 19 12 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4490-Pp3c2_4500Pp3c2_4490-Pp3c2_4500intergenic_regionPp3c2_4490-Pp3c2_4500NA NA n.2877156C>TNA NA NA NA NA
Chr02 3063395 G A Chr02_3063395_G_AG_A SNP 4684.98 0 0 0 1 0 0 0 0 23 26 25 16 11 12 30 14 18 30 25 21 37 19 23 26 25 16 11 13 0 0 0 0 0 0 0 0 1 1 1 1 1 0.923 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_4670 Pp3c2_4670 transcript PAC:32937268protein_codingNA c.*3807C>T NA NA NA NA 3807
Chr02 3063395 G A Chr02_3063395_G_AG_A SNP 4684.98 0 0 0 1 0 0 0 0 23 26 25 16 11 12 30 14 18 30 25 21 37 19 23 26 25 16 11 13 0 0 0 0 0 0 0 0 1 1 1 1 1 0.923 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_4670 Pp3c2_4670 transcript PAC:32937269protein_codingNA c.*3807C>T NA NA NA NA 3636
Chr02 3063395 G A Chr02_3063395_G_AG_A SNP 4684.98 0 0 0 1 0 0 0 0 23 26 25 16 11 12 30 14 18 30 25 21 37 19 23 26 25 16 11 13 0 0 0 0 0 0 0 0 1 1 1 1 1 0.923 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_4660-Pp3c2_4670Pp3c2_4660-Pp3c2_4670intergenic_regionPp3c2_4660-Pp3c2_4670NA NA n.3063395G>ANA NA NA NA NA
Chr02 3068029 C CG Chr02_3068029_C_CGC_CG INDEL 15129.59 21 11 13 28 22 22 19 20 24 28 8 14 8 15 21 11 13 28 22 22 19 20 24 28 8 14 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_4670 Pp3c2_4670 transcript PAC:32937268protein_coding 02-févr c.423dupC p.Glu142fs 423/1251 423/1251 141/416 NA
Chr02 3068029 C CG Chr02_3068029_C_CGC_CG INDEL 15129.59 21 11 13 28 22 22 19 20 24 28 8 14 8 15 21 11 13 28 22 22 19 20 24 28 8 14 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_4670 Pp3c2_4670 transcript PAC:32937269protein_coding 02-févr c.423dupC p.Glu142fs 823/1822 423/1251 141/416 NA
Chr02 3139538 T TTA Chr02_3139538_T_TTAT_TTA INDEL 8676.59 19 7 13 28 13 15 19 16 17 13 6 14 10 9 20 7 13 28 14 16 19 17 19 16 6 14 11 9 0.95 1 1 1 0.929 0.938 1 0.941 0.895 0.812 1 1 0.909 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4720 Pp3c2_4720 transcript PAC:32934214protein_codingNA c.-2997_-2996insTANA NA NA NA 2997
Chr02 3139538 T TTA Chr02_3139538_T_TTAT_TTA INDEL 8676.59 19 7 13 28 13 15 19 16 17 13 6 14 10 9 20 7 13 28 14 16 19 17 19 16 6 14 11 9 0.95 1 1 1 0.929 0.938 1 0.941 0.895 0.812 1 1 0.909 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_4720 Pp3c2_4720 transcript PAC:32934215protein_codingNA c.-2997_-2996insTANA NA NA NA 2997
Chr02 3139538 T TTA Chr02_3139538_T_TTAT_TTA INDEL 8676.59 19 7 13 28 13 15 19 16 17 13 6 14 10 9 20 7 13 28 14 16 19 17 19 16 6 14 11 9 0.95 1 1 1 0.929 0.938 1 0.941 0.895 0.812 1 1 0.909 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4720-Pp3c2_4740Pp3c2_4720-Pp3c2_4740intergenic_regionPp3c2_4720-Pp3c2_4740NA NA n.3139538_3139539insTANA NA NA NA NA
Chr02 3346917 G GA Chr02_3346917_G_GAG_GA INDEL 13175.59 20 6 14 27 14 32 33 21 20 22 13 21 13 9 20 6 14 27 14 32 33 21 20 22 13 21 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4990-Pp3c2_5060Pp3c2_4990-Pp3c2_5060intergenic_regionPp3c2_4990-Pp3c2_5060NA NA n.3346917_3346918insANA NA NA NA NA
Chr02 3380229 TC T Chr02_3380229_TC_TTC_T INDEL 10153.59 18 9 10 13 16 19 18 14 12 13 11 10 7 4 18 9 10 13 16 19 18 14 12 13 11 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4990-Pp3c2_5060Pp3c2_4990-Pp3c2_5060intergenic_regionPp3c2_4990-Pp3c2_5060NA NA n.3380230delCNA NA NA NA NA
Chr02 3380301 GT G Chr02_3380301_GT_GGT_G INDEL 11143.59 18 11 8 24 18 23 22 29 17 26 9 16 10 5 18 11 8 24 18 23 22 29 17 26 10 16 10 5 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_4990-Pp3c2_5060Pp3c2_4990-Pp3c2_5060intergenic_regionPp3c2_4990-Pp3c2_5060NA NA n.3380302delTNA NA NA NA NA
Chr02 3435479 C A Chr02_3435479_C_AC_A SNP 21452.63 33 20 12 31 20 24 35 27 35 25 16 19 9 13 33 20 12 31 20 24 35 27 35 25 16 19 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934557protein_codingNA c.-1890G>T NA NA NA NA 954
Chr02 3435479 C A Chr02_3435479_C_AC_A SNP 21452.63 33 20 12 31 20 24 35 27 35 25 16 19 9 13 33 20 12 31 20 24 35 27 35 25 16 19 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934558protein_codingNA c.-1890G>T NA NA NA NA 954
Chr02 3435479 C A Chr02_3435479_C_AC_A SNP 21452.63 33 20 12 31 20 24 35 27 35 25 16 19 9 13 33 20 12 31 20 24 35 27 35 25 16 19 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934560protein_codingNA c.-1890G>T NA NA NA NA 954
Chr02 3435479 C A Chr02_3435479_C_AC_A SNP 21452.63 33 20 12 31 20 24 35 27 35 25 16 19 9 13 33 20 12 31 20 24 35 27 35 25 16 19 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934561protein_codingNA c.-3122G>T NA NA NA NA 954
Chr02 3435479 C A Chr02_3435479_C_AC_A SNP 21452.63 33 20 12 31 20 24 35 27 35 25 16 19 9 13 33 20 12 31 20 24 35 27 35 25 16 19 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934562protein_codingNA c.-3122G>T NA NA NA NA 954
Chr02 3435479 C A Chr02_3435479_C_AC_A SNP 21452.63 33 20 12 31 20 24 35 27 35 25 16 19 9 13 33 20 12 31 20 24 35 27 35 25 16 19 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934563protein_codingNA c.-3122G>T NA NA NA NA 954
Chr02 3435479 C A Chr02_3435479_C_AC_A SNP 21452.63 33 20 12 31 20 24 35 27 35 25 16 19 9 13 33 20 12 31 20 24 35 27 35 25 16 19 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934559protein_codingNA c.-1890G>T NA NA NA NA 1094
Chr02 3435479 C A Chr02_3435479_C_AC_A SNP 21452.63 33 20 12 31 20 24 35 27 35 25 16 19 9 13 33 20 12 31 20 24 35 27 35 25 16 19 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_5130-Pp3c2_5150Pp3c2_5130-Pp3c2_5150intergenic_regionPp3c2_5130-Pp3c2_5150NA NA n.3435479C>ANA NA NA NA NA
Chr02 3435514 G T Chr02_3435514_G_TG_T SNP 24600.63 44 17 12 31 18 24 35 35 36 22 14 18 7 12 44 17 12 31 18 24 35 35 36 22 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934557protein_codingNA c.-1925C>A NA NA NA NA 989
Chr02 3435514 G T Chr02_3435514_G_TG_T SNP 24600.63 44 17 12 31 18 24 35 35 36 22 14 18 7 12 44 17 12 31 18 24 35 35 36 22 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934558protein_codingNA c.-1925C>A NA NA NA NA 989
Chr02 3435514 G T Chr02_3435514_G_TG_T SNP 24600.63 44 17 12 31 18 24 35 35 36 22 14 18 7 12 44 17 12 31 18 24 35 35 36 22 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934560protein_codingNA c.-1925C>A NA NA NA NA 989
Chr02 3435514 G T Chr02_3435514_G_TG_T SNP 24600.63 44 17 12 31 18 24 35 35 36 22 14 18 7 12 44 17 12 31 18 24 35 35 36 22 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934561protein_codingNA c.-3157C>A NA NA NA NA 989
Chr02 3435514 G T Chr02_3435514_G_TG_T SNP 24600.63 44 17 12 31 18 24 35 35 36 22 14 18 7 12 44 17 12 31 18 24 35 35 36 22 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934562protein_codingNA c.-3157C>A NA NA NA NA 989
Chr02 3435514 G T Chr02_3435514_G_TG_T SNP 24600.63 44 17 12 31 18 24 35 35 36 22 14 18 7 12 44 17 12 31 18 24 35 35 36 22 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934563protein_codingNA c.-3157C>A NA NA NA NA 989
Chr02 3435514 G T Chr02_3435514_G_TG_T SNP 24600.63 44 17 12 31 18 24 35 35 36 22 14 18 7 12 44 17 12 31 18 24 35 35 36 22 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934559protein_codingNA c.-1925C>A NA NA NA NA 1129
Chr02 3435514 G T Chr02_3435514_G_TG_T SNP 24600.63 44 17 12 31 18 24 35 35 36 22 14 18 7 12 44 17 12 31 18 24 35 35 36 22 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_5130-Pp3c2_5150Pp3c2_5130-Pp3c2_5150intergenic_regionPp3c2_5130-Pp3c2_5150NA NA n.3435514G>TNA NA NA NA NA
Chr02 3435516 G T Chr02_3435516_G_TG_T SNP 24600.63 45 17 13 31 17 25 36 35 36 24 14 18 7 12 45 17 13 31 17 25 36 35 36 24 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934557protein_codingNA c.-1927C>A NA NA NA NA 991
Chr02 3435516 G T Chr02_3435516_G_TG_T SNP 24600.63 45 17 13 31 17 25 36 35 36 24 14 18 7 12 45 17 13 31 17 25 36 35 36 24 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934558protein_codingNA c.-1927C>A NA NA NA NA 991
Chr02 3435516 G T Chr02_3435516_G_TG_T SNP 24600.63 45 17 13 31 17 25 36 35 36 24 14 18 7 12 45 17 13 31 17 25 36 35 36 24 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934560protein_codingNA c.-1927C>A NA NA NA NA 991
Chr02 3435516 G T Chr02_3435516_G_TG_T SNP 24600.63 45 17 13 31 17 25 36 35 36 24 14 18 7 12 45 17 13 31 17 25 36 35 36 24 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934561protein_codingNA c.-3159C>A NA NA NA NA 991
Chr02 3435516 G T Chr02_3435516_G_TG_T SNP 24600.63 45 17 13 31 17 25 36 35 36 24 14 18 7 12 45 17 13 31 17 25 36 35 36 24 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934562protein_codingNA c.-3159C>A NA NA NA NA 991
Chr02 3435516 G T Chr02_3435516_G_TG_T SNP 24600.63 45 17 13 31 17 25 36 35 36 24 14 18 7 12 45 17 13 31 17 25 36 35 36 24 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934563protein_codingNA c.-3159C>A NA NA NA NA 991
Chr02 3435516 G T Chr02_3435516_G_TG_T SNP 24600.63 45 17 13 31 17 25 36 35 36 24 14 18 7 12 45 17 13 31 17 25 36 35 36 24 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5130 Pp3c2_5130 transcript PAC:32934559protein_codingNA c.-1927C>A NA NA NA NA 1131
Chr02 3435516 G T Chr02_3435516_G_TG_T SNP 24600.63 45 17 13 31 17 25 36 35 36 24 14 18 7 12 45 17 13 31 17 25 36 35 36 24 14 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_5130-Pp3c2_5150Pp3c2_5130-Pp3c2_5150intergenic_regionPp3c2_5130-Pp3c2_5150NA NA n.3435516G>TNA NA NA NA NA
Chr02 3644810 AAAATATTTATTTGAACATCA Chr02_3644810_AAAATATTTATTTGAACATC_AAAAATATTTATTTGAACATC_AINDEL 15175.59 20 13 11 20 14 20 31 14 19 19 14 12 11 9 20 13 11 20 14 20 31 14 19 19 14 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5530 Pp3c2_5530 transcript PAC:32934593protein_codingNA c.-2498_-2480delGATGTTCAAATAAATATTTNA NA NA NA 2283
Chr02 3644810 AAAATATTTATTTGAACATCA Chr02_3644810_AAAATATTTATTTGAACATC_AAAAATATTTATTTGAACATC_AINDEL 15175.59 20 13 11 20 14 20 31 14 19 19 14 12 11 9 20 13 11 20 14 20 31 14 19 19 14 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5540 Pp3c2_5540 transcript PAC:32932947protein_codingNA c.-3287_-3269delAAATATTTATTTGAACATCNA NA NA NA 1132
Chr02 3644810 AAAATATTTATTTGAACATCA Chr02_3644810_AAAATATTTATTTGAACATC_AAAAATATTTATTTGAACATC_AINDEL 15175.59 20 13 11 20 14 20 31 14 19 19 14 12 11 9 20 13 11 20 14 20 31 14 19 19 14 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5530 Pp3c2_5530 transcript PAC:32934594protein_codingNA c.-2498_-2480delGATGTTCAAATAAATATTTNA NA NA NA 2288
Chr02 3644810 AAAATATTTATTTGAACATCA Chr02_3644810_AAAATATTTATTTGAACATC_AAAAATATTTATTTGAACATC_AINDEL 15175.59 20 13 11 20 14 20 31 14 19 19 14 12 11 9 20 13 11 20 14 20 31 14 19 19 14 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5530 Pp3c2_5530 transcript PAC:32934595protein_codingNA c.-2498_-2480delGATGTTCAAATAAATATTTNA NA NA NA 2283
Chr02 3644810 AAAATATTTATTTGAACATCA Chr02_3644810_AAAATATTTATTTGAACATC_AAAAATATTTATTTGAACATC_AINDEL 15175.59 20 13 11 20 14 20 31 14 19 19 14 12 11 9 20 13 11 20 14 20 31 14 19 19 14 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5530 Pp3c2_5530 transcript PAC:32934596protein_codingNA c.-2498_-2480delGATGTTCAAATAAATATTTNA NA NA NA 2283
Chr02 3644810 AAAATATTTATTTGAACATCA Chr02_3644810_AAAATATTTATTTGAACATC_AAAAATATTTATTTGAACATC_AINDEL 15175.59 20 13 11 20 14 20 31 14 19 19 14 12 11 9 20 13 11 20 14 20 31 14 19 19 14 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5530 Pp3c2_5530 transcript PAC:32934597protein_codingNA c.-2498_-2480delGATGTTCAAATAAATATTTNA NA NA NA 2283
Chr02 3644810 AAAATATTTATTTGAACATCA Chr02_3644810_AAAATATTTATTTGAACATC_AAAAATATTTATTTGAACATC_AINDEL 15175.59 20 13 11 20 14 20 31 14 19 19 14 12 11 9 20 13 11 20 14 20 31 14 19 19 14 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5540 Pp3c2_5540 transcript PAC:32932948protein_codingNA c.-3287_-3269delAAATATTTATTTGAACATCNA NA NA NA 1051
Chr02 3644810 AAAATATTTATTTGAACATCA Chr02_3644810_AAAATATTTATTTGAACATC_AAAAATATTTATTTGAACATC_AINDEL 15175.59 20 13 11 20 14 20 31 14 19 19 14 12 11 9 20 13 11 20 14 20 31 14 19 19 14 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5540 Pp3c2_5540 transcript PAC:32932949protein_codingNA c.-3287_-3269delAAATATTTATTTGAACATCNA NA NA NA 1053
Chr02 3644810 AAAATATTTATTTGAACATCA Chr02_3644810_AAAATATTTATTTGAACATC_AAAAATATTTATTTGAACATC_AINDEL 15175.59 20 13 11 20 14 20 31 14 19 19 14 12 11 9 20 13 11 20 14 20 31 14 19 19 14 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5540 Pp3c2_5540 transcript PAC:32932950protein_codingNA c.-3579_-3561delAAATATTTATTTGAACATCNA NA NA NA 3479
Chr02 3644810 AAAATATTTATTTGAACATCA Chr02_3644810_AAAATATTTATTTGAACATC_AAAAATATTTATTTGAACATC_AINDEL 15175.59 20 13 11 20 14 20 31 14 19 19 14 12 11 9 20 13 11 20 14 20 31 14 19 19 14 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_5550 Pp3c2_5550 transcript PAC:32933521protein_codingNA c.*5919_*5937delGATGTTCAAATAAATATTTNA NA NA NA 2856
Chr02 3644810 AAAATATTTATTTGAACATCA Chr02_3644810_AAAATATTTATTTGAACATC_AAAAATATTTATTTGAACATC_AINDEL 15175.59 20 13 11 20 14 20 31 14 19 19 14 12 11 9 20 13 11 20 14 20 31 14 19 19 14 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_5530-Pp3c2_5540Pp3c2_5530-Pp3c2_5540intergenic_regionPp3c2_5530-Pp3c2_5540NA NA n.3644811_3644829delAAATATTTATTTGAACATCNA NA NA NA NA
Chr02 3739618 C T Chr02_3739618_C_TC_T SNP 19884.63 23 18 13 29 23 36 31 21 17 24 19 22 10 15 23 18 13 29 23 36 31 21 17 24 19 22 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5580 Pp3c2_5580 transcript PAC:32935599protein_codingNA c.-3668G>A NA NA NA NA 3668
Chr02 3739618 C T Chr02_3739618_C_TC_T SNP 19884.63 23 18 13 29 23 36 31 21 17 24 19 22 10 15 23 18 13 29 23 36 31 21 17 24 19 22 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5580 Pp3c2_5580 transcript PAC:32935600protein_codingNA c.-3668G>A NA NA NA NA 3664
Chr02 3739618 C T Chr02_3739618_C_TC_T SNP 19884.63 23 18 13 29 23 36 31 21 17 24 19 22 10 15 23 18 13 29 23 36 31 21 17 24 19 22 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_5580-Pp3c2_5625Pp3c2_5580-Pp3c2_5625intergenic_regionPp3c2_5580-Pp3c2_5625NA NA n.3739618C>TNA NA NA NA NA
Chr02 3751789 G T Chr02_3751789_G_TG_T SNP 17572.63 28 15 19 18 14 28 32 13 23 17 8 18 15 8 28 15 19 18 14 28 33 13 23 17 8 18 15 8 1 1 1 1 1 1 0.97 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_5580-Pp3c2_5625Pp3c2_5580-Pp3c2_5625intergenic_regionPp3c2_5580-Pp3c2_5625NA NA n.3751789G>TNA NA NA NA NA
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5690 Pp3c2_5690 transcript PAC:32934574protein_codingNA c.-4952_-4923delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 3852
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5690 Pp3c2_5690 transcript PAC:32934577protein_codingNA c.-4952_-4923delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 3794
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5690 Pp3c2_5690 transcript PAC:32934575protein_codingNA c.-4952_-4923delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 3796
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5690 Pp3c2_5690 transcript PAC:32934579protein_codingNA c.-4952_-4923delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 3805
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5690 Pp3c2_5690 transcript PAC:32934576protein_codingNA c.-4952_-4923delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 3850



Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5690 Pp3c2_5690 transcript PAC:32934578protein_codingNA c.-4952_-4923delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 3852
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5690 Pp3c2_5690 transcript PAC:32934580protein_codingNA c.-4952_-4923delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 3852
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5690 Pp3c2_5690 transcript PAC:32934581protein_codingNA c.-4952_-4923delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 3852
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5690 Pp3c2_5690 transcript PAC:32934582protein_codingNA c.-4952_-4923delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 3852
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5690 Pp3c2_5690 transcript PAC:32934583protein_codingNA c.-4952_-4923delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 3852
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_5630 Pp3c2_5630 transcript PAC:32936940protein_codingNA c.*5235_*5264delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 4376
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_5630 Pp3c2_5630 transcript PAC:32936942protein_codingNA c.*4247_*4276delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA 3719
Chr02 3769967 CAAGATAAACAAATATGTGTAATATTGTCAAC Chr02_3769967_CAAGATAAACAAATATGTGTAATATTGTCAA_CCAAGATAAACAAATATGTGTAATATTGTCAA_CINDEL 16582.59 25 8 12 20 24 24 23 25 15 14 11 14 8 11 25 8 12 20 24 24 23 25 15 14 11 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_5630-Pp3c2_5690Pp3c2_5630-Pp3c2_5690intergenic_regionPp3c2_5630-Pp3c2_5690NA NA n.3769968_3769997delAAGATAAACAAATATGTGTAATATTGTCAANA NA NA NA NA
Chr02 3810728 G GT Chr02_3810728_G_GTG_GT INDEL 19778.59 27 16 12 31 28 21 19 24 31 23 14 24 8 18 27 16 12 31 28 21 19 24 31 23 14 24 8 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_5720-Pp3c2_5770Pp3c2_5720-Pp3c2_5770intergenic_regionPp3c2_5720-Pp3c2_5770NA NA n.3810728_3810729insTNA NA NA NA NA
Chr02 3830451 G GAT Chr02_3830451_G_GATG_GAT INDEL 9225.59 24 15 8 18 12 24 18 11 17 12 6 8 8 5 24 15 8 18 13 24 19 11 17 12 6 8 8 5 1 1 1 1 0.923 1 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5770 Pp3c2_5770 transcript PAC:32935846protein_codingNA c.-3117_-3116insATNA NA NA NA 3107
Chr02 3830451 G GAT Chr02_3830451_G_GATG_GAT INDEL 9225.59 24 15 8 18 12 24 18 11 17 12 6 8 8 5 24 15 8 18 13 24 19 11 17 12 6 8 8 5 1 1 1 1 0.923 1 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5780 Pp3c2_5780 transcript PAC:32932918protein_codingNA c.-3344_-3343insATNA NA NA NA 3087
Chr02 3830451 G GAT Chr02_3830451_G_GATG_GAT INDEL 9225.59 24 15 8 18 12 24 18 11 17 12 6 8 8 5 24 15 8 18 13 24 19 11 17 12 6 8 8 5 1 1 1 1 0.923 1 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5770 Pp3c2_5770 transcript PAC:32935847protein_codingNA c.-3117_-3116insATNA NA NA NA 3117
Chr02 3830451 G GAT Chr02_3830451_G_GATG_GAT INDEL 9225.59 24 15 8 18 12 24 18 11 17 12 6 8 8 5 24 15 8 18 13 24 19 11 17 12 6 8 8 5 1 1 1 1 0.923 1 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_5780 Pp3c2_5780 transcript PAC:32932919protein_codingNA c.-3344_-3343insATNA NA NA NA 3232
Chr02 3830451 G GAT Chr02_3830451_G_GATG_GAT INDEL 9225.59 24 15 8 18 12 24 18 11 17 12 6 8 8 5 24 15 8 18 13 24 19 11 17 12 6 8 8 5 1 1 1 1 0.923 1 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_5771 Pp3c2_5771 transcript PAC:32933703protein_codingNA c.*3463_*3464insATNA NA NA NA 3442
Chr02 3830451 G GAT Chr02_3830451_G_GATG_GAT INDEL 9225.59 24 15 8 18 12 24 18 11 17 12 6 8 8 5 24 15 8 18 13 24 19 11 17 12 6 8 8 5 1 1 1 1 0.923 1 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_5770-Pp3c2_5780Pp3c2_5770-Pp3c2_5780intergenic_regionPp3c2_5770-Pp3c2_5780NA NA n.3830451_3830452insATNA NA NA NA NA
Chr02 3857219 T C Chr02_3857219_T_CT_C SNP 15941.63 23 10 14 19 14 18 22 18 16 21 13 21 7 7 23 10 14 19 14 18 22 18 16 21 13 21 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_5810-Pp3c2_5820Pp3c2_5810-Pp3c2_5820intergenic_regionPp3c2_5810-Pp3c2_5820NA NA n.3857219T>CNA NA NA NA NA
Chr02 3918257 T TTATA Chr02_3918257_T_TTATAT_TTATA INDEL 1816.35 16 12 10 0 0 0 0 0 0 0 0 1 0 0 16 12 10 13 15 22 23 14 10 14 7 8 9 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c2_5850-Pp3c2_5910Pp3c2_5850-Pp3c2_5910intergenic_regionPp3c2_5850-Pp3c2_5910NA NA n.3918257_3918258insTATANA NA NA NA NA
Chr02 3923461 TTA T Chr02_3923461_TTA_TTTA_T INDEL 670.35 16 8 8 0 0 0 1 1 0 1 2 0 0 0 19 9 8 15 5 17 24 11 13 10 12 4 4 4 0.842 0.889 1 0 0 0 0 0 0 0 0.167 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c2_5910 Pp3c2_5910 transcript PAC:32935212protein_codingNA c.*2032_*2033delTANA NA NA NA 1785
Chr02 3923461 TTA T Chr02_3923461_TTA_TTTA_T INDEL 670.35 16 8 8 0 0 0 1 1 0 1 2 0 0 0 19 9 8 15 5 17 24 11 13 10 12 4 4 4 0.842 0.889 1 0 0 0 0 0 0 0 0.167 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c2_5910 Pp3c2_5910 transcript PAC:32935214protein_codingNA c.*2032_*2033delTANA NA NA NA 1784
Chr02 3923461 TTA T Chr02_3923461_TTA_TTTA_T INDEL 670.35 16 8 8 0 0 0 1 1 0 1 2 0 0 0 19 9 8 15 5 17 24 11 13 10 12 4 4 4 0.842 0.889 1 0 0 0 0 0 0 0 0.167 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c2_5910 Pp3c2_5910 transcript PAC:32935213protein_codingNA c.*2032_*2033delTANA NA NA NA 1785
Chr02 3923461 TTA T Chr02_3923461_TTA_TTTA_T INDEL 670.35 16 8 8 0 0 0 1 1 0 1 2 0 0 0 19 9 8 15 5 17 24 11 13 10 12 4 4 4 0.842 0.889 1 0 0 0 0 0 0 0 0.167 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c2_5910 Pp3c2_5910 transcript PAC:32935215protein_codingNA c.*2032_*2033delTANA NA NA NA 1785
Chr02 3923461 TTA T Chr02_3923461_TTA_TTTA_T INDEL 670.35 16 8 8 0 0 0 1 1 0 1 2 0 0 0 19 9 8 15 5 17 24 11 13 10 12 4 4 4 0.842 0.889 1 0 0 0 0 0 0 0 0.167 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c2_5910 Pp3c2_5910 transcript PAC:32935216protein_codingNA c.*2032_*2033delTANA NA NA NA 1785
Chr02 3923461 TTA T Chr02_3923461_TTA_TTTA_T INDEL 670.35 16 8 8 0 0 0 1 1 0 1 2 0 0 0 19 9 8 15 5 17 24 11 13 10 12 4 4 4 0.842 0.889 1 0 0 0 0 0 0 0 0.167 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c2_5910 Pp3c2_5910 transcript PAC:32935217protein_codingNA c.*2032_*2033delTANA NA NA NA 1785
Chr02 3923461 TTA T Chr02_3923461_TTA_TTTA_T INDEL 670.35 16 8 8 0 0 0 1 1 0 1 2 0 0 0 19 9 8 15 5 17 24 11 13 10 12 4 4 4 0.842 0.889 1 0 0 0 0 0 0 0 0.167 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c2_5850-Pp3c2_5910Pp3c2_5850-Pp3c2_5910intergenic_regionPp3c2_5850-Pp3c2_5910NA NA n.3923462_3923463delTANA NA NA NA NA
Chr02 4197149 CCTAAATCAAATACTAACCAAATCCTAACTC Chr02_4197149_CCTAAATCAAATACTAACCAAATCCTAACT_CCCTAAATCAAATACTAACCAAATCCTAACT_CINDEL 12824.59 19 11 5 16 20 19 19 8 18 14 10 7 5 8 19 11 5 16 20 19 19 8 18 14 10 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_6370 Pp3c2_6370 transcript PAC:32935986protein_codingNA c.-2907_-2879delAGTTAGGATTTGGTTAGTATTTGATTTAGNA NA NA NA 2847
Chr02 4197149 CCTAAATCAAATACTAACCAAATCCTAACTC Chr02_4197149_CCTAAATCAAATACTAACCAAATCCTAACT_CCCTAAATCAAATACTAACCAAATCCTAACT_CINDEL 12824.59 19 11 5 16 20 19 19 8 18 14 10 7 5 8 19 11 5 16 20 19 19 8 18 14 10 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_6370 Pp3c2_6370 transcript PAC:32935990protein_codingNA c.-3099_-3071delAGTTAGGATTTGGTTAGTATTTGATTTAGNA NA NA NA 2884
Chr02 4197149 CCTAAATCAAATACTAACCAAATCCTAACTC Chr02_4197149_CCTAAATCAAATACTAACCAAATCCTAACT_CCCTAAATCAAATACTAACCAAATCCTAACT_CINDEL 12824.59 19 11 5 16 20 19 19 8 18 14 10 7 5 8 19 11 5 16 20 19 19 8 18 14 10 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_6370 Pp3c2_6370 transcript PAC:32935987protein_codingNA c.-2907_-2879delAGTTAGGATTTGGTTAGTATTTGATTTAGNA NA NA NA 2847
Chr02 4197149 CCTAAATCAAATACTAACCAAATCCTAACTC Chr02_4197149_CCTAAATCAAATACTAACCAAATCCTAACT_CCCTAAATCAAATACTAACCAAATCCTAACT_CINDEL 12824.59 19 11 5 16 20 19 19 8 18 14 10 7 5 8 19 11 5 16 20 19 19 8 18 14 10 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_6370 Pp3c2_6370 transcript PAC:32935988protein_codingNA c.-2907_-2879delAGTTAGGATTTGGTTAGTATTTGATTTAGNA NA NA NA 2847
Chr02 4197149 CCTAAATCAAATACTAACCAAATCCTAACTC Chr02_4197149_CCTAAATCAAATACTAACCAAATCCTAACT_CCCTAAATCAAATACTAACCAAATCCTAACT_CINDEL 12824.59 19 11 5 16 20 19 19 8 18 14 10 7 5 8 19 11 5 16 20 19 19 8 18 14 10 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_6370 Pp3c2_6370 transcript PAC:32935989protein_codingNA c.-2907_-2879delAGTTAGGATTTGGTTAGTATTTGATTTAGNA NA NA NA 2847
Chr02 4197149 CCTAAATCAAATACTAACCAAATCCTAACTC Chr02_4197149_CCTAAATCAAATACTAACCAAATCCTAACT_CCCTAAATCAAATACTAACCAAATCCTAACT_CINDEL 12824.59 19 11 5 16 20 19 19 8 18 14 10 7 5 8 19 11 5 16 20 19 19 8 18 14 10 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_6370-Pp3c2_6410Pp3c2_6370-Pp3c2_6410intergenic_regionPp3c2_6370-Pp3c2_6410NA NA n.4197150_4197178delCTAAATCAAATACTAACCAAATCCTAACTNA NA NA NA NA
Chr02 4229249 A T Chr02_4229249_A_TA_T SNP 4292.98 0 0 0 0 0 0 0 0 26 29 6 14 9 13 34 18 14 27 20 17 25 22 26 29 6 14 9 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_6410-Pp3c2_6440Pp3c2_6410-Pp3c2_6440intergenic_regionPp3c2_6410-Pp3c2_6440NA NA n.4229249A>TNA NA NA NA NA
Chr02 4241385 TTA T Chr02_4241385_TTA_TTTA_T INDEL 1492.35 32 9 8 0 0 1 0 1 1 0 0 0 0 0 32 9 9 19 9 21 27 16 27 17 9 10 11 6 1 1 0.889 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_6440 Pp3c2_6440 transcript PAC:32932713protein_codingNA c.-2466_-2465delTANA NA NA NA 1312
Chr02 4241385 TTA T Chr02_4241385_TTA_TTTA_T INDEL 1492.35 32 9 8 0 0 1 0 1 1 0 0 0 0 0 32 9 9 19 9 21 27 16 27 17 9 10 11 6 1 1 0.889 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_6460 Pp3c2_6460 transcript PAC:32932755protein_codingNA c.-4975_-4974delTANA NA NA NA 4975
Chr02 4241385 TTA T Chr02_4241385_TTA_TTTA_T INDEL 1492.35 32 9 8 0 0 1 0 1 1 0 0 0 0 0 32 9 9 19 9 21 27 16 27 17 9 10 11 6 1 1 0.889 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_6440 Pp3c2_6440 transcript PAC:32932714protein_codingNA c.-2466_-2465delTANA NA NA NA 1278
Chr02 4241385 TTA T Chr02_4241385_TTA_TTTA_T INDEL 1492.35 32 9 8 0 0 1 0 1 1 0 0 0 0 0 32 9 9 19 9 21 27 16 27 17 9 10 11 6 1 1 0.889 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_6460 Pp3c2_6460 transcript PAC:32932756protein_codingNA c.-4975_-4974delTANA NA NA NA 4501
Chr02 4241385 TTA T Chr02_4241385_TTA_TTTA_T INDEL 1492.35 32 9 8 0 0 1 0 1 1 0 0 0 0 0 32 9 9 19 9 21 27 16 27 17 9 10 11 6 1 1 0.889 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c2_6410-Pp3c2_6440Pp3c2_6410-Pp3c2_6440intergenic_regionPp3c2_6410-Pp3c2_6440NA NA n.4241386_4241387delTANA NA NA NA NA
Chr02 4431405 C CAT Chr02_4431405_C_CATC_CAT INDEL 11361.59 27 15 11 18 20 17 30 16 25 23 12 12 5 4 27 16 12 19 20 17 30 16 25 24 12 12 5 4 1 0.938 0.917 0.947 1 1 1 1 1 0.958 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_6770 Pp3c2_6770 transcript PAC:32935408protein_codingNA c.-1021_-1020insATNA NA NA NA 494
Chr02 4431405 C CAT Chr02_4431405_C_CATC_CAT INDEL 11361.59 27 15 11 18 20 17 30 16 25 23 12 12 5 4 27 16 12 19 20 17 30 16 25 24 12 12 5 4 1 0.938 0.917 0.947 1 1 1 1 1 0.958 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_6770 Pp3c2_6770 transcript PAC:32935410protein_codingNA c.-1021_-1020insATNA NA NA NA 382
Chr02 4431405 C CAT Chr02_4431405_C_CATC_CAT INDEL 11361.59 27 15 11 18 20 17 30 16 25 23 12 12 5 4 27 16 12 19 20 17 30 16 25 24 12 12 5 4 1 0.938 0.917 0.947 1 1 1 1 1 0.958 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_6770 Pp3c2_6770 transcript PAC:32935409protein_codingNA c.-1021_-1020insATNA NA NA NA 347
Chr02 4431405 C CAT Chr02_4431405_C_CATC_CAT INDEL 11361.59 27 15 11 18 20 17 30 16 25 23 12 12 5 4 27 16 12 19 20 17 30 16 25 24 12 12 5 4 1 0.938 0.917 0.947 1 1 1 1 1 0.958 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_6770-Pp3c2_6800Pp3c2_6770-Pp3c2_6800intergenic_regionPp3c2_6770-Pp3c2_6800NA NA n.4431405_4431406insATNA NA NA NA NA
Chr02 4520091 T TTA Chr02_4520091_T_TTAT_TTA INDEL 1675.93 0 0 1 0 0 0 0 1 10 15 4 6 4 9 22 8 9 13 15 19 29 14 10 15 4 6 4 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_6840-Pp3c2_6890Pp3c2_6840-Pp3c2_6890intergenic_regionPp3c2_6840-Pp3c2_6890NA NA n.4520091_4520092insTANA NA NA NA NA
Chr02 4684348 A T Chr02_4684348_A_TA_T SNP 1641.39 25 16 9 0 0 0 0 0 0 0 0 0 0 0 26 16 9 29 16 19 28 22 12 29 4 11 6 7 0.962 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c2_7080-Pp3c2_7120Pp3c2_7080-Pp3c2_7120intergenic_regionPp3c2_7080-Pp3c2_7120NA NA n.4684348A>TNA NA NA NA NA
Chr02 4724065 A AT Chr02_4724065_A_ATA_AT INDEL 15018.59 31 17 14 20 20 22 17 17 19 17 8 18 17 9 31 17 14 21 20 22 17 17 19 17 8 18 17 9 1 1 1 0.952 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7080-Pp3c2_7120Pp3c2_7080-Pp3c2_7120intergenic_regionPp3c2_7080-Pp3c2_7120NA NA n.4724065_4724066insTNA NA NA NA NA
Chr02 4724101 C T Chr02_4724101_C_TC_T SNP 17249.63 28 19 7 19 21 27 18 17 19 17 7 18 16 10 28 19 7 19 21 27 18 17 19 17 7 18 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7080-Pp3c2_7120Pp3c2_7080-Pp3c2_7120intergenic_regionPp3c2_7080-Pp3c2_7120NA NA n.4724101C>TNA NA NA NA NA
Chr02 4732193 G T Chr02_4732193_G_TG_T SNP 20045.63 31 12 19 22 20 35 25 32 25 20 14 23 12 13 31 12 19 22 20 35 25 32 25 20 14 23 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7080-Pp3c2_7120Pp3c2_7080-Pp3c2_7120intergenic_regionPp3c2_7080-Pp3c2_7120NA NA n.4732193G>TNA NA NA NA NA
Chr02 4736554 A T Chr02_4736554_A_TA_T SNP 19199.63 38 11 16 25 24 24 24 19 34 31 12 11 10 10 38 11 16 25 24 24 24 19 34 31 12 11 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7080-Pp3c2_7120Pp3c2_7080-Pp3c2_7120intergenic_regionPp3c2_7080-Pp3c2_7120NA NA n.4736554A>TNA NA NA NA NA
Chr02 4736579 CT C Chr02_4736579_CT_CCT_C INDEL 20739.59 37 13 16 28 25 25 24 19 31 28 10 14 13 8 37 13 16 28 25 25 24 19 31 28 10 14 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7080-Pp3c2_7120Pp3c2_7080-Pp3c2_7120intergenic_regionPp3c2_7080-Pp3c2_7120NA NA n.4736580delTNA NA NA NA NA
Chr02 4736583 C G Chr02_4736583_C_GC_G SNP 20822.63 37 13 16 28 26 25 26 19 31 28 11 13 13 8 37 13 16 28 26 25 26 19 31 28 11 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7080-Pp3c2_7120Pp3c2_7080-Pp3c2_7120intergenic_regionPp3c2_7080-Pp3c2_7120NA NA n.4736583C>GNA NA NA NA NA
Chr02 4807567 C CTA Chr02_4807567_C_CTAC_CTA INDEL 1831.35 28 16 15 0 1 0 0 2 0 0 0 0 0 0 28 16 15 21 13 32 19 23 8 15 13 9 8 6 1 1 1 0 0 0 0 0.087 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c2_7170 Pp3c2_7170 transcript PAC:32932905protein_codingNA c.-4627_-4626insTANA NA NA NA 4627
Chr02 4807567 C CTA Chr02_4807567_C_CTAC_CTA INDEL 1831.35 28 16 15 0 1 0 0 2 0 0 0 0 0 0 28 16 15 21 13 32 19 23 8 15 13 9 8 6 1 1 1 0 0 0 0 0.087 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c2_7180 Pp3c2_7180 transcript PAC:32933889protein_codingNA c.-4146_-4145insTANA NA NA NA 4146
Chr02 4807567 C CTA Chr02_4807567_C_CTAC_CTA INDEL 1831.35 28 16 15 0 1 0 0 2 0 0 0 0 0 0 28 16 15 21 13 32 19 23 8 15 13 9 8 6 1 1 1 0 0 0 0 0.087 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c2_7180-Pp3c2_7230Pp3c2_7180-Pp3c2_7230intergenic_regionPp3c2_7180-Pp3c2_7230NA NA n.4807567_4807568insTANA NA NA NA NA
Chr02 4830216 C A Chr02_4830216_C_AC_A SNP 13270.63 13 10 15 21 12 15 26 26 19 14 11 11 9 9 13 10 15 21 12 15 26 26 19 14 11 11 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7230 Pp3c2_7230 transcript PAC:32933811protein_codingNA c.-5452G>T NA NA NA NA 4445
Chr02 4830216 C A Chr02_4830216_C_AC_A SNP 13270.63 13 10 15 21 12 15 26 26 19 14 11 11 9 9 13 10 15 21 12 15 26 26 19 14 11 11 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7260 Pp3c2_7260 transcript PAC:32935827protein_codingNA c.-863G>T NA NA NA NA 427
Chr02 4830216 C A Chr02_4830216_C_AC_A SNP 13270.63 13 10 15 21 12 15 26 26 19 14 11 11 9 9 13 10 15 21 12 15 26 26 19 14 11 11 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7230 Pp3c2_7230 transcript PAC:32933813protein_codingNA c.-5452G>T NA NA NA NA 4432
Chr02 4830216 C A Chr02_4830216_C_AC_A SNP 13270.63 13 10 15 21 12 15 26 26 19 14 11 11 9 9 13 10 15 21 12 15 26 26 19 14 11 11 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7230 Pp3c2_7230 transcript PAC:32933814protein_codingNA c.-5452G>T NA NA NA NA 4432
Chr02 4830216 C A Chr02_4830216_C_AC_A SNP 13270.63 13 10 15 21 12 15 26 26 19 14 11 11 9 9 13 10 15 21 12 15 26 26 19 14 11 11 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7230 Pp3c2_7230 transcript PAC:32933815protein_codingNA c.-5452G>T NA NA NA NA 4432
Chr02 4830216 C A Chr02_4830216_C_AC_A SNP 13270.63 13 10 15 21 12 15 26 26 19 14 11 11 9 9 13 10 15 21 12 15 26 26 19 14 11 11 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7230 Pp3c2_7230 transcript PAC:32933816protein_codingNA c.-5452G>T NA NA NA NA 4432
Chr02 4830216 C A Chr02_4830216_C_AC_A SNP 13270.63 13 10 15 21 12 15 26 26 19 14 11 11 9 9 13 10 15 21 12 15 26 26 19 14 11 11 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7230 Pp3c2_7230 transcript PAC:32933812protein_codingNA c.-5452G>T NA NA NA NA 4429
Chr02 4830216 C A Chr02_4830216_C_AC_A SNP 13270.63 13 10 15 21 12 15 26 26 19 14 11 11 9 9 13 10 15 21 12 15 26 26 19 14 11 11 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7260 Pp3c2_7260 transcript PAC:32935828protein_codingNA c.-863G>T NA NA NA NA 863
Chr02 4830216 C A Chr02_4830216_C_AC_A SNP 13270.63 13 10 15 21 12 15 26 26 19 14 11 11 9 9 13 10 15 21 12 15 26 26 19 14 11 11 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7260-Pp3c2_7400Pp3c2_7260-Pp3c2_7400intergenic_regionPp3c2_7260-Pp3c2_7400NA NA n.4830216C>ANA NA NA NA NA
Chr02 4832216 A G Chr02_4832216_A_GA_G SNP 13694.63 15 11 12 18 15 23 28 15 23 16 8 9 11 8 15 11 12 18 15 23 28 15 23 16 8 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7260 Pp3c2_7260 transcript PAC:32935827protein_codingNA c.-2863T>C NA NA NA NA 2427
Chr02 4832216 A G Chr02_4832216_A_GA_G SNP 13694.63 15 11 12 18 15 23 28 15 23 16 8 9 11 8 15 11 12 18 15 23 28 15 23 16 8 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7260 Pp3c2_7260 transcript PAC:32935828protein_codingNA c.-2863T>C NA NA NA NA 2863
Chr02 4832216 A G Chr02_4832216_A_GA_G SNP 13694.63 15 11 12 18 15 23 28 15 23 16 8 9 11 8 15 11 12 18 15 23 28 15 23 16 8 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7260-Pp3c2_7400Pp3c2_7260-Pp3c2_7400intergenic_regionPp3c2_7260-Pp3c2_7400NA NA n.4832216A>GNA NA NA NA NA
Chr02 4832220 A C Chr02_4832220_A_CA_C SNP 13728.63 14 10 13 18 15 22 29 15 23 15 8 9 11 8 14 10 13 18 15 22 29 15 23 15 8 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7260 Pp3c2_7260 transcript PAC:32935827protein_codingNA c.-2867T>G NA NA NA NA 2431
Chr02 4832220 A C Chr02_4832220_A_CA_C SNP 13728.63 14 10 13 18 15 22 29 15 23 15 8 9 11 8 14 10 13 18 15 22 29 15 23 15 8 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_7260 Pp3c2_7260 transcript PAC:32935828protein_codingNA c.-2867T>G NA NA NA NA 2867
Chr02 4832220 A C Chr02_4832220_A_CA_C SNP 13728.63 14 10 13 18 15 22 29 15 23 15 8 9 11 8 14 10 13 18 15 22 29 15 23 15 8 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7260-Pp3c2_7400Pp3c2_7260-Pp3c2_7400intergenic_regionPp3c2_7260-Pp3c2_7400NA NA n.4832220A>CNA NA NA NA NA
Chr02 4841490 G A Chr02_4841490_G_AG_A SNP 6650.29 0 0 0 30 18 21 39 24 0 0 0 0 0 0 20 13 14 30 18 21 39 24 27 19 18 22 10 16 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_7260-Pp3c2_7400Pp3c2_7260-Pp3c2_7400intergenic_regionPp3c2_7260-Pp3c2_7400NA NA n.4841490G>ANA NA NA NA NA
Chr02 4907132 T C Chr02_4907132_T_CT_C SNP 21702.63 40 17 11 21 24 33 36 18 26 30 19 19 10 21 40 17 11 21 24 33 36 18 26 30 19 19 10 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7260-Pp3c2_7400Pp3c2_7260-Pp3c2_7400intergenic_regionPp3c2_7260-Pp3c2_7400NA NA n.4907132T>CNA NA NA NA NA
Chr02 4907133 T C Chr02_4907133_T_CT_C SNP 21702.63 40 17 11 21 24 33 36 17 26 30 20 19 10 21 40 17 11 21 24 33 36 17 26 30 20 19 10 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7260-Pp3c2_7400Pp3c2_7260-Pp3c2_7400intergenic_regionPp3c2_7260-Pp3c2_7400NA NA n.4907133T>CNA NA NA NA NA
Chr02 4974406 T TA Chr02_4974406_T_TAT_TA INDEL 14669.59 31 15 12 28 26 25 28 21 22 19 31 10 9 13 31 15 12 28 26 25 28 21 22 19 31 10 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7260-Pp3c2_7400Pp3c2_7260-Pp3c2_7400intergenic_regionPp3c2_7260-Pp3c2_7400NA NA n.4974406_4974407insANA NA NA NA NA
Chr02 5139124 C G Chr02_5139124_C_GC_G SNP 4118.98 0 0 0 0 0 0 0 0 14 29 15 17 7 9 28 14 18 13 29 19 33 26 14 29 15 17 7 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_7510-Pp3c2_7596Pp3c2_7510-Pp3c2_7596intergenic_regionPp3c2_7510-Pp3c2_7596NA NA n.5139124C>GNA NA NA NA NA
Chr02 5185365 G A Chr02_5185365_G_AG_A SNP 19772.63 21 14 11 40 21 18 39 22 29 24 12 16 6 16 21 14 11 40 21 18 39 22 29 24 12 16 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7510-Pp3c2_7596Pp3c2_7510-Pp3c2_7596intergenic_regionPp3c2_7510-Pp3c2_7596NA NA n.5185365G>ANA NA NA NA NA
Chr02 5185427 G T Chr02_5185427_G_TG_T SNP 21566.63 30 9 13 47 17 20 30 26 23 34 15 19 7 13 30 9 13 47 17 20 30 26 23 34 15 19 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7510-Pp3c2_7596Pp3c2_7510-Pp3c2_7596intergenic_regionPp3c2_7510-Pp3c2_7596NA NA n.5185427G>TNA NA NA NA NA
Chr02 5185539 G A Chr02_5185539_G_AG_A SNP 19433.63 31 12 9 31 20 21 25 28 25 27 17 17 13 11 31 12 9 31 20 21 25 28 25 27 17 17 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7510-Pp3c2_7596Pp3c2_7510-Pp3c2_7596intergenic_regionPp3c2_7510-Pp3c2_7596NA NA n.5185539G>ANA NA NA NA NA
Chr02 5187801 A AAT Chr02_5187801_A_AATA_AAT INDEL 15040.59 25 16 20 25 13 17 32 15 23 19 12 12 13 5 26 16 20 25 13 18 34 15 24 19 12 12 13 5 0.962 1 1 1 1 0.944 0.941 1 0.958 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7510-Pp3c2_7596Pp3c2_7510-Pp3c2_7596intergenic_regionPp3c2_7510-Pp3c2_7596NA NA n.5187801_5187802insATNA NA NA NA NA
Chr02 5227497 C A Chr02_5227497_C_AC_A SNP 20984.63 26 21 15 24 18 29 38 32 25 26 15 25 11 26 26 21 15 24 18 29 38 32 25 26 15 25 11 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7620-Pp3c2_7660Pp3c2_7620-Pp3c2_7660intergenic_regionPp3c2_7620-Pp3c2_7660NA NA n.5227497C>ANA NA NA NA NA
Chr02 5256333 C A Chr02_5256333_C_AC_A SNP 19446.63 38 14 19 22 17 29 37 28 13 23 17 12 10 14 38 14 19 22 17 29 37 28 13 23 17 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7660-Pp3c2_7680Pp3c2_7660-Pp3c2_7680intergenic_regionPp3c2_7660-Pp3c2_7680NA NA n.5256333C>ANA NA NA NA NA
Chr02 5274026 G GT Chr02_5274026_G_GTG_GT INDEL 13726.59 23 12 14 19 28 27 26 16 12 22 20 10 7 11 23 12 14 19 28 27 26 16 12 22 20 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_7700 Pp3c2_7700 transcript PAC:32937360protein_coding 10-oct c.*923dupT NA NA NA NA 1336
Chr02 5274026 G GT Chr02_5274026_G_GTG_GT INDEL 13726.59 23 12 14 19 28 27 26 16 12 22 20 10 7 11 23 12 14 19 28 27 26 16 12 22 20 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_7700 Pp3c2_7700 transcript PAC:32937361protein_coding 11-nov c.*923dupT NA NA NA NA 1336
Chr02 5274026 G GT Chr02_5274026_G_GTG_GT INDEL 13726.59 23 12 14 19 28 27 26 16 12 22 20 10 7 11 23 12 14 19 28 27 26 16 12 22 20 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_7700 Pp3c2_7700 transcript PAC:32937366protein_coding 09-sept c.*923dupT NA NA NA NA 1336
Chr02 5274026 G GT Chr02_5274026_G_GTG_GT INDEL 13726.59 23 12 14 19 28 27 26 16 12 22 20 10 7 11 23 12 14 19 28 27 26 16 12 22 20 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_7700 Pp3c2_7700 transcript PAC:32937363protein_coding 10-oct c.*923dupT NA NA NA NA 1336
Chr02 5274026 G GT Chr02_5274026_G_GTG_GT INDEL 13726.59 23 12 14 19 28 27 26 16 12 22 20 10 7 11 23 12 14 19 28 27 26 16 12 22 20 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_7700 Pp3c2_7700 transcript PAC:32937362protein_coding 09-sept c.*1335dupT NA NA NA NA 1336
Chr02 5274026 G GT Chr02_5274026_G_GTG_GT INDEL 13726.59 23 12 14 19 28 27 26 16 12 22 20 10 7 11 23 12 14 19 28 27 26 16 12 22 20 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_7700 Pp3c2_7700 transcript PAC:32937365protein_coding 08-août c.*1335dupT NA NA NA NA 1336
Chr02 5274026 G GT Chr02_5274026_G_GTG_GT INDEL 13726.59 23 12 14 19 28 27 26 16 12 22 20 10 7 11 23 12 14 19 28 27 26 16 12 22 20 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_7700 Pp3c2_7700 transcript PAC:32937364protein_coding 11-nov c.*923dupT NA NA NA NA 1336
Chr02 5291800 TA T Chr02_5291800_TA_TTA_T INDEL 15898.59 23 20 17 22 34 37 35 18 23 33 20 19 12 11 23 20 17 22 34 37 35 18 23 33 20 19 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_7700-Pp3c2_7750Pp3c2_7700-Pp3c2_7750intergenic_regionPp3c2_7700-Pp3c2_7750NA NA n.5291801delANA NA NA NA NA
Chr02 5502176 G A Chr02_5502176_G_AG_A SNP 13450.63 20 13 10 20 18 21 25 9 15 21 13 12 7 9 20 13 10 20 18 21 25 9 15 21 13 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8020-Pp3c2_8081Pp3c2_8020-Pp3c2_8081intergenic_regionPp3c2_8020-Pp3c2_8081NA NA n.5502176G>ANA NA NA NA NA
Chr02 5502207 G T Chr02_5502207_G_TG_T SNP 12566.63 17 12 8 17 17 18 20 6 14 15 9 11 6 9 17 12 8 17 17 18 20 6 14 15 9 11 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8020-Pp3c2_8081Pp3c2_8020-Pp3c2_8081intergenic_regionPp3c2_8020-Pp3c2_8081NA NA n.5502207G>TNA NA NA NA NA
Chr02 5502212 C A Chr02_5502212_C_AC_A SNP 12455.63 15 13 8 17 17 16 18 7 15 15 7 10 9 9 15 13 8 17 17 16 18 7 15 15 7 10 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8020-Pp3c2_8081Pp3c2_8020-Pp3c2_8081intergenic_regionPp3c2_8020-Pp3c2_8081NA NA n.5502212C>ANA NA NA NA NA
Chr02 5502277 C A Chr02_5502277_C_AC_A SNP 13576.63 18 11 8 20 12 16 24 13 9 18 9 11 4 15 18 11 8 20 12 16 24 13 9 18 9 11 4 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8020-Pp3c2_8081Pp3c2_8020-Pp3c2_8081intergenic_regionPp3c2_8020-Pp3c2_8081NA NA n.5502277C>ANA NA NA NA NA
Chr02 5502279 C A Chr02_5502279_C_AC_A SNP 13576.63 17 11 7 21 12 16 25 13 9 18 9 11 5 15 17 11 7 21 12 16 25 13 9 18 9 11 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8020-Pp3c2_8081Pp3c2_8020-Pp3c2_8081intergenic_regionPp3c2_8020-Pp3c2_8081NA NA n.5502279C>ANA NA NA NA NA
Chr02 5502338 A T Chr02_5502338_A_TA_T SNP 18484.63 30 20 12 26 12 26 37 13 16 25 14 23 10 14 30 20 12 26 12 26 37 13 16 25 14 23 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8020-Pp3c2_8081Pp3c2_8020-Pp3c2_8081intergenic_regionPp3c2_8020-Pp3c2_8081NA NA n.5502338A>TNA NA NA NA NA
Chr02 5600208 G GTA Chr02_5600208_G_GTAG_GTA INDEL 3823.24 1 0 0 21 26 17 31 14 0 0 0 0 0 0 21 10 8 21 26 17 31 14 17 16 12 11 4 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_8190 Pp3c2_8190 transcript PAC:32937552protein_codingNA c.-1354_-1353insTANA NA NA NA 950
Chr02 5600208 G GTA Chr02_5600208_G_GTAG_GTA INDEL 3823.24 1 0 0 21 26 17 31 14 0 0 0 0 0 0 21 10 8 21 26 17 31 14 17 16 12 11 4 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_8210 Pp3c2_8210 transcript PAC:32937517protein_codingNA c.-3647_-3646insTANA NA NA NA 2723
Chr02 5600208 G GTA Chr02_5600208_G_GTAG_GTA INDEL 3823.24 1 0 0 21 26 17 31 14 0 0 0 0 0 0 21 10 8 21 26 17 31 14 17 16 12 11 4 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_8200 Pp3c2_8200 transcript PAC:32932757protein_codingNA c.-3647_-3646insTANA NA NA NA 3434
Chr02 5600208 G GTA Chr02_5600208_G_GTAG_GTA INDEL 3823.24 1 0 0 21 26 17 31 14 0 0 0 0 0 0 21 10 8 21 26 17 31 14 17 16 12 11 4 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_8190 Pp3c2_8190 transcript PAC:32937553protein_codingNA c.-1354_-1353insTANA NA NA NA 903
Chr02 5600208 G GTA Chr02_5600208_G_GTAG_GTA INDEL 3823.24 1 0 0 21 26 17 31 14 0 0 0 0 0 0 21 10 8 21 26 17 31 14 17 16 12 11 4 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_8210 Pp3c2_8210 transcript PAC:32937518protein_codingNA c.-4248_-4247insTANA NA NA NA 4247
Chr02 5600208 G GTA Chr02_5600208_G_GTAG_GTA INDEL 3823.24 1 0 0 21 26 17 31 14 0 0 0 0 0 0 21 10 8 21 26 17 31 14 17 16 12 11 4 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_8099-Pp3c2_8190Pp3c2_8099-Pp3c2_8190intergenic_regionPp3c2_8099-Pp3c2_8190NA NA n.5600208_5600209insTANA NA NA NA NA
Chr02 5699991 T A Chr02_5699991_T_AT_A SNP 15850.63 31 12 15 25 16 21 20 24 26 14 16 14 10 6 31 12 15 25 16 21 20 24 26 14 16 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8230-Pp3c2_8330Pp3c2_8230-Pp3c2_8330intergenic_regionPp3c2_8230-Pp3c2_8330NA NA n.5699991T>ANA NA NA NA NA
Chr02 5948123 C CA Chr02_5948123_C_CAC_CA INDEL 17803.59 29 26 24 18 17 29 28 28 26 25 27 17 16 9 29 26 24 18 17 29 28 28 26 25 27 17 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_8640 Pp3c2_8640 transcript PAC:32933929protein_codingNA c.-5176_-5175insANA NA NA NA 4873
Chr02 5948123 C CA Chr02_5948123_C_CAC_CA INDEL 17803.59 29 26 24 18 17 29 28 28 26 25 27 17 16 9 29 26 24 18 17 29 28 28 26 25 27 17 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8610-Pp3c2_8640Pp3c2_8610-Pp3c2_8640intergenic_regionPp3c2_8610-Pp3c2_8640NA NA n.5948123_5948124insANA NA NA NA NA
Chr02 6058793 A AT Chr02_6058793_A_ATA_AT INDEL 15769.59 28 9 17 27 24 19 34 34 16 19 16 11 6 14 28 9 17 27 24 19 34 34 16 19 16 11 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8770-Pp3c2_8780Pp3c2_8770-Pp3c2_8780intergenic_regionPp3c2_8770-Pp3c2_8780NA NA n.6058793_6058794insTNA NA NA NA NA
Chr02 6122524 AC A Chr02_6122524_AC_AAC_A INDEL 15400.59 22 11 10 25 26 20 20 26 29 15 12 21 7 12 22 11 10 25 26 20 20 26 29 15 12 21 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8810-Pp3c2_8820Pp3c2_8810-Pp3c2_8820intergenic_regionPp3c2_8810-Pp3c2_8820NA NA n.6122525delCNA NA NA NA NA
Chr02 6122644 A AT Chr02_6122644_A_ATA_AT INDEL 15380.59 25 16 12 24 21 24 18 18 23 11 26 17 11 8 25 16 12 24 21 24 18 18 23 11 26 17 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8810-Pp3c2_8820Pp3c2_8810-Pp3c2_8820intergenic_regionPp3c2_8810-Pp3c2_8820NA NA n.6122644_6122645insTNA NA NA NA NA
Chr02 6136134 T C Chr02_6136134_T_CT_C SNP 3246.98 0 0 0 0 0 0 0 0 10 19 11 19 8 8 22 13 20 17 14 25 31 28 10 19 11 19 8 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intron_variantMODIFIER Pp3c2_8820 Pp3c2_8820 transcript PAC:32934217protein_coding 06-juil c.608+58T>C NA NA NA NA NA
Chr02 6136134 T C Chr02_6136134_T_CT_C SNP 3246.98 0 0 0 0 0 0 0 0 10 19 11 19 8 8 22 13 20 17 14 25 31 28 10 19 11 19 8 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intron_variantMODIFIER Pp3c2_8820 Pp3c2_8820 transcript PAC:32934219protein_coding 06-juil c.608+58T>C NA NA NA NA NA
Chr02 6136134 T C Chr02_6136134_T_CT_C SNP 3246.98 0 0 0 0 0 0 0 0 10 19 11 19 8 8 22 13 20 17 14 25 31 28 10 19 11 19 8 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intron_variantMODIFIER Pp3c2_8820 Pp3c2_8820 transcript PAC:32934218protein_coding 06-juil c.608+58T>C NA NA NA NA NA
Chr02 6218743 C T Chr02_6218743_C_TC_T SNP 14314.63 22 8 16 16 18 19 17 21 20 15 10 23 6 9 22 8 16 16 18 19 17 21 20 15 10 23 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_8890-Pp3c2_8960Pp3c2_8890-Pp3c2_8960intergenic_regionPp3c2_8890-Pp3c2_8960NA NA n.6218743C>TNA NA NA NA NA
Chr02 6319768 G T Chr02_6319768_G_TG_T SNP 17857.63 26 12 17 19 22 31 34 20 22 23 15 4 8 6 26 12 17 19 22 31 34 20 22 23 15 4 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_9080-Pp3c2_9100Pp3c2_9080-Pp3c2_9100intergenic_regionPp3c2_9080-Pp3c2_9100NA NA n.6319768G>TNA NA NA NA NA
Chr02 6406012 C CT Chr02_6406012_C_CTC_CT INDEL 19164.59 22 14 8 21 20 23 24 24 20 27 15 14 4 4 22 14 8 21 20 23 24 24 20 27 15 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_9150-Pp3c2_9200Pp3c2_9150-Pp3c2_9200intergenic_regionPp3c2_9150-Pp3c2_9200NA NA n.6406012_6406013insTNA NA NA NA NA
Chr02 6406016 CT C Chr02_6406016_CT_CCT_C INDEL 19167.59 22 13 8 22 19 24 24 24 20 27 16 15 5 4 22 13 8 22 19 24 24 24 20 27 16 15 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_9150-Pp3c2_9200Pp3c2_9150-Pp3c2_9200intergenic_regionPp3c2_9150-Pp3c2_9200NA NA n.6406017delTNA NA NA NA NA
Chr02 6548309 T TAA Chr02_6548309_T_TAAT_TAA INDEL 19797.59 28 14 12 18 22 29 43 28 19 23 7 19 11 14 28 14 12 18 22 29 43 28 19 23 7 19 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932722protein_codingNA c.-1105_-1104insAANA NA NA NA 873
Chr02 6548309 T TAA Chr02_6548309_T_TAAT_TAA INDEL 19797.59 28 14 12 18 22 29 43 28 19 23 7 19 11 14 28 14 12 18 22 29 43 28 19 23 7 19 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932724protein_codingNA c.-1105_-1104insAANA NA NA NA 873
Chr02 6548309 T TAA Chr02_6548309_T_TAAT_TAA INDEL 19797.59 28 14 12 18 22 29 43 28 19 23 7 19 11 14 28 14 12 18 22 29 43 28 19 23 7 19 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932723protein_codingNA c.-1105_-1104insAANA NA NA NA 882
Chr02 6548309 T TAA Chr02_6548309_T_TAAT_TAA INDEL 19797.59 28 14 12 18 22 29 43 28 19 23 7 19 11 14 28 14 12 18 22 29 43 28 19 23 7 19 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_9350-Pp3c2_9380Pp3c2_9350-Pp3c2_9380intergenic_regionPp3c2_9350-Pp3c2_9380NA NA n.6548309_6548310insAANA NA NA NA NA
Chr02 6548310 C CGTA Chr02_6548310_C_CGTAC_CGTA INDEL 19977.59 27 14 13 18 23 29 43 28 19 22 7 20 12 14 27 14 13 18 23 29 43 28 19 22 7 20 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932722protein_codingNA c.-1104_-1103insGTANA NA NA NA 872
Chr02 6548310 C CGTA Chr02_6548310_C_CGTAC_CGTA INDEL 19977.59 27 14 13 18 23 29 43 28 19 22 7 20 12 14 27 14 13 18 23 29 43 28 19 22 7 20 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932724protein_codingNA c.-1104_-1103insGTANA NA NA NA 872
Chr02 6548310 C CGTA Chr02_6548310_C_CGTAC_CGTA INDEL 19977.59 27 14 13 18 23 29 43 28 19 22 7 20 12 14 27 14 13 18 23 29 43 28 19 22 7 20 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932723protein_codingNA c.-1104_-1103insGTANA NA NA NA 881
Chr02 6548310 C CGTA Chr02_6548310_C_CGTAC_CGTA INDEL 19977.59 27 14 13 18 23 29 43 28 19 22 7 20 12 14 27 14 13 18 23 29 43 28 19 22 7 20 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_9350-Pp3c2_9380Pp3c2_9350-Pp3c2_9380intergenic_regionPp3c2_9350-Pp3c2_9380NA NA n.6548310_6548311insGTANA NA NA NA NA
Chr02 6548312 TTC T Chr02_6548312_TTC_TTTC_T INDEL 19891.59 28 14 12 19 23 29 42 27 21 23 8 18 12 14 28 14 12 19 23 29 42 27 21 23 8 18 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932722protein_codingNA c.-1101_-1100delTCNA NA NA NA 870
Chr02 6548312 TTC T Chr02_6548312_TTC_TTTC_T INDEL 19891.59 28 14 12 19 23 29 42 27 21 23 8 18 12 14 28 14 12 19 23 29 42 27 21 23 8 18 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932724protein_codingNA c.-1101_-1100delTCNA NA NA NA 870
Chr02 6548312 TTC T Chr02_6548312_TTC_TTTC_T INDEL 19891.59 28 14 12 19 23 29 42 27 21 23 8 18 12 14 28 14 12 19 23 29 42 27 21 23 8 18 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932723protein_codingNA c.-1101_-1100delTCNA NA NA NA 879
Chr02 6548312 TTC T Chr02_6548312_TTC_TTTC_T INDEL 19891.59 28 14 12 19 23 29 42 27 21 23 8 18 12 14 28 14 12 19 23 29 42 27 21 23 8 18 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_9350-Pp3c2_9380Pp3c2_9350-Pp3c2_9380intergenic_regionPp3c2_9350-Pp3c2_9380NA NA n.6548313_6548314delTCNA NA NA NA NA
Chr02 6548317 G T Chr02_6548317_G_TG_T SNP 19342.63 29 12 12 19 23 31 42 28 21 24 10 19 13 14 29 12 12 19 23 31 42 28 21 24 10 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932722protein_codingNA c.-1097G>T NA NA NA NA 866
Chr02 6548317 G T Chr02_6548317_G_TG_T SNP 19342.63 29 12 12 19 23 31 42 28 21 24 10 19 13 14 29 12 12 19 23 31 42 28 21 24 10 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932724protein_codingNA c.-1097G>T NA NA NA NA 866
Chr02 6548317 G T Chr02_6548317_G_TG_T SNP 19342.63 29 12 12 19 23 31 42 28 21 24 10 19 13 14 29 12 12 19 23 31 42 28 21 24 10 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9380 Pp3c2_9380 transcript PAC:32932723protein_codingNA c.-1097G>T NA NA NA NA 875
Chr02 6548317 G T Chr02_6548317_G_TG_T SNP 19342.63 29 12 12 19 23 31 42 28 21 24 10 19 13 14 29 12 12 19 23 31 42 28 21 24 10 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_9350-Pp3c2_9380Pp3c2_9350-Pp3c2_9380intergenic_regionPp3c2_9350-Pp3c2_9380NA NA n.6548317G>TNA NA NA NA NA
Chr02 6611865 G GT Chr02_6611865_G_GTG_GT INDEL 9038.59 20 16 13 20 7 18 25 15 15 10 10 9 5 4 20 16 13 20 7 18 25 15 15 10 10 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_9560 Pp3c2_9560 transcript PAC:32934722protein_codingNA c.*3760_*3761insTNA NA NA NA 3639
Chr02 6611865 G GT Chr02_6611865_G_GTG_GT INDEL 9038.59 20 16 13 20 7 18 25 15 15 10 10 9 5 4 20 16 13 20 7 18 25 15 15 10 10 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_9570 Pp3c2_9570 transcript PAC:32936562protein_codingNA c.*1139_*1140insTNA NA NA NA 1140
Chr02 6611865 G GT Chr02_6611865_G_GTG_GT INDEL 9038.59 20 16 13 20 7 18 25 15 15 10 10 9 5 4 20 16 13 20 7 18 25 15 15 10 10 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_9560 Pp3c2_9560 transcript PAC:32934724protein_codingNA c.*4119_*4120insTNA NA NA NA 3639
Chr02 6611865 G GT Chr02_6611865_G_GTG_GT INDEL 9038.59 20 16 13 20 7 18 25 15 15 10 10 9 5 4 20 16 13 20 7 18 25 15 15 10 10 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_9560 Pp3c2_9560 transcript PAC:32934723protein_codingNA c.*4119_*4120insTNA NA NA NA 3503
Chr02 6611865 G GT Chr02_6611865_G_GTG_GT INDEL 9038.59 20 16 13 20 7 18 25 15 15 10 10 9 5 4 20 16 13 20 7 18 25 15 15 10 10 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_9570-Pp3c2_9580Pp3c2_9570-Pp3c2_9580intergenic_regionPp3c2_9570-Pp3c2_9580NA NA n.6611865_6611866insTNA NA NA NA NA
Chr02 6653064 G GA Chr02_6653064_G_GAG_GA INDEL 14503.59 29 22 14 29 16 26 28 13 20 19 8 14 10 10 29 22 14 29 16 26 28 13 20 19 8 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9610 Pp3c2_9610 transcript PAC:32933414protein_codingNA c.-1218_-1217insTNA NA NA NA 692
Chr02 6653064 G GA Chr02_6653064_G_GAG_GA INDEL 14503.59 29 22 14 29 16 26 28 13 20 19 8 14 10 10 29 22 14 29 16 26 28 13 20 19 8 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9630 Pp3c2_9630 transcript PAC:32937195protein_codingNA c.-5279_-5278insANA NA NA NA 4267
Chr02 6653064 G GA Chr02_6653064_G_GAG_GA INDEL 14503.59 29 22 14 29 16 26 28 13 20 19 8 14 10 10 29 22 14 29 16 26 28 13 20 19 8 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9610 Pp3c2_9610 transcript PAC:32933415protein_codingNA c.-1218_-1217insTNA NA NA NA 702
Chr02 6653064 G GA Chr02_6653064_G_GAG_GA INDEL 14503.59 29 22 14 29 16 26 28 13 20 19 8 14 10 10 29 22 14 29 16 26 28 13 20 19 8 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9630 Pp3c2_9630 transcript PAC:32937197protein_codingNA c.-5279_-5278insANA NA NA NA 4147
Chr02 6653064 G GA Chr02_6653064_G_GAG_GA INDEL 14503.59 29 22 14 29 16 26 28 13 20 19 8 14 10 10 29 22 14 29 16 26 28 13 20 19 8 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9630 Pp3c2_9630 transcript PAC:32937196protein_codingNA c.-5279_-5278insANA NA NA NA 4267
Chr02 6653064 G GA Chr02_6653064_G_GAG_GA INDEL 14503.59 29 22 14 29 16 26 28 13 20 19 8 14 10 10 29 22 14 29 16 26 28 13 20 19 8 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_9630 Pp3c2_9630 transcript PAC:32937198protein_codingNA c.-5279_-5278insANA NA NA NA 4267
Chr02 6653064 G GA Chr02_6653064_G_GAG_GA INDEL 14503.59 29 22 14 29 16 26 28 13 20 19 8 14 10 10 29 22 14 29 16 26 28 13 20 19 8 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_9610-Pp3c2_9630Pp3c2_9610-Pp3c2_9630intergenic_regionPp3c2_9610-Pp3c2_9630NA NA n.6653064_6653065insANA NA NA NA NA
Chr02 6751026 A G Chr02_6751026_A_GA_G SNP 15067.63 23 8 12 13 16 17 24 26 11 7 7 14 8 6 23 8 12 13 16 17 24 26 11 7 7 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_9820 Pp3c2_9820 transcript PAC:32932962protein_coding 01-juin c.-231A>G NA NA NA NA 231
Chr02 6751026 A G Chr02_6751026_A_GA_G SNP 15067.63 23 8 12 13 16 17 24 26 11 7 7 14 8 6 23 8 12 13 16 17 24 26 11 7 7 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_9820 Pp3c2_9820 transcript PAC:32932963protein_coding 01-juin c.-231A>G NA NA NA NA 231
Chr02 6751035 C G Chr02_6751035_C_GC_G SNP 15379.63 25 8 12 11 17 20 24 28 11 9 7 10 7 5 25 8 12 11 17 20 24 28 11 9 7 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_9820 Pp3c2_9820 transcript PAC:32932962protein_coding 01-juin c.-222C>G NA NA NA NA 222
Chr02 6751035 C G Chr02_6751035_C_GC_G SNP 15379.63 25 8 12 11 17 20 24 28 11 9 7 10 7 5 25 8 12 11 17 20 24 28 11 9 7 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_9820 Pp3c2_9820 transcript PAC:32932963protein_coding 01-juin c.-222C>G NA NA NA NA 222
Chr02 6751043 C A Chr02_6751043_C_AC_A SNP 15066.63 23 8 12 13 16 20 22 26 11 10 7 11 5 5 23 8 12 13 16 20 22 26 11 10 7 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_9820 Pp3c2_9820 transcript PAC:32932962protein_coding 01-juin c.-214C>A NA NA NA NA 214
Chr02 6751043 C A Chr02_6751043_C_AC_A SNP 15066.63 23 8 12 13 16 20 22 26 11 10 7 11 5 5 23 8 12 13 16 20 22 26 11 10 7 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_9820 Pp3c2_9820 transcript PAC:32932963protein_coding 01-juin c.-214C>A NA NA NA NA 214
Chr02 6937129 C A Chr02_6937129_C_AC_A SNP 14367.63 21 11 9 27 15 24 27 17 16 24 9 9 8 10 21 11 9 27 15 24 27 17 16 24 9 9 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_10110Pp3c2_10110transcript PAC:32936889protein_codingNA c.*2585G>T NA NA NA NA 2585
Chr02 6937129 C A Chr02_6937129_C_AC_A SNP 14367.63 21 11 9 27 15 24 27 17 16 24 9 9 8 10 21 11 9 27 15 24 27 17 16 24 9 9 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_10110Pp3c2_10110transcript PAC:32936890protein_codingNA c.*2585G>T NA NA NA NA 2585
Chr02 6937129 C A Chr02_6937129_C_AC_A SNP 14367.63 21 11 9 27 15 24 27 17 16 24 9 9 8 10 21 11 9 27 15 24 27 17 16 24 9 9 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_10100-Pp3c2_10110Pp3c2_10100-Pp3c2_10110intergenic_regionPp3c2_10100-Pp3c2_10110NA NA n.6937129C>ANA NA NA NA NA
Chr02 6937170 A T Chr02_6937170_A_TA_T SNP 13931.63 20 7 13 21 18 25 32 15 15 24 8 14 7 8 20 7 13 21 18 25 33 16 15 24 8 14 7 8 1 1 1 1 1 1 0.97 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_10110Pp3c2_10110transcript PAC:32936889protein_codingNA c.*2544T>A NA NA NA NA 2544
Chr02 6937170 A T Chr02_6937170_A_TA_T SNP 13931.63 20 7 13 21 18 25 32 15 15 24 8 14 7 8 20 7 13 21 18 25 33 16 15 24 8 14 7 8 1 1 1 1 1 1 0.97 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_10110Pp3c2_10110transcript PAC:32936890protein_codingNA c.*2544T>A NA NA NA NA 2544
Chr02 6937170 A T Chr02_6937170_A_TA_T SNP 13931.63 20 7 13 21 18 25 32 15 15 24 8 14 7 8 20 7 13 21 18 25 33 16 15 24 8 14 7 8 1 1 1 1 1 1 0.97 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_10100-Pp3c2_10110Pp3c2_10100-Pp3c2_10110intergenic_regionPp3c2_10100-Pp3c2_10110NA NA n.6937170A>TNA NA NA NA NA
Chr02 7088317 A C Chr02_7088317_A_CA_C SNP 6070.29 0 0 0 28 18 23 39 20 0 0 0 0 0 0 19 13 15 28 18 23 39 20 19 17 22 18 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_10410Pp3c2_10410transcript PAC:32937336protein_codingNA c.-5281A>C NA NA NA NA 4392
Chr02 7088317 A C Chr02_7088317_A_CA_C SNP 6070.29 0 0 0 28 18 23 39 20 0 0 0 0 0 0 19 13 15 28 18 23 39 20 19 17 22 18 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_10410Pp3c2_10410transcript PAC:32937337protein_codingNA c.-5281A>C NA NA NA NA 4392
Chr02 7088317 A C Chr02_7088317_A_CA_C SNP 6070.29 0 0 0 28 18 23 39 20 0 0 0 0 0 0 19 13 15 28 18 23 39 20 19 17 22 18 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_10410Pp3c2_10410transcript PAC:32937338protein_codingNA c.-5281A>C NA NA NA NA 4392
Chr02 7088317 A C Chr02_7088317_A_CA_C SNP 6070.29 0 0 0 28 18 23 39 20 0 0 0 0 0 0 19 13 15 28 18 23 39 20 19 17 22 18 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_10410Pp3c2_10410transcript PAC:32937339protein_codingNA c.-5281A>C NA NA NA NA 4392
Chr02 7088317 A C Chr02_7088317_A_CA_C SNP 6070.29 0 0 0 28 18 23 39 20 0 0 0 0 0 0 19 13 15 28 18 23 39 20 19 17 22 18 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_10410Pp3c2_10410transcript PAC:32937340protein_codingNA c.-5281A>C NA NA NA NA 4400
Chr02 7088317 A C Chr02_7088317_A_CA_C SNP 6070.29 0 0 0 28 18 23 39 20 0 0 0 0 0 0 19 13 15 28 18 23 39 20 19 17 22 18 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_10380Pp3c2_10380transcript PAC:32934781protein_codingNA c.*3965A>C NA NA NA NA 2591
Chr02 7088317 A C Chr02_7088317_A_CA_C SNP 6070.29 0 0 0 28 18 23 39 20 0 0 0 0 0 0 19 13 15 28 18 23 39 20 19 17 22 18 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_10380Pp3c2_10380transcript PAC:32934782protein_codingNA c.*3965A>C NA NA NA NA 2942
Chr02 7088317 A C Chr02_7088317_A_CA_C SNP 6070.29 0 0 0 28 18 23 39 20 0 0 0 0 0 0 19 13 15 28 18 23 39 20 19 17 22 18 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c2_10400Pp3c2_10400transcript PAC:32937235protein_coding 03-mai c.390+56T>GNA NA NA NA NA
Chr02 7088317 A C Chr02_7088317_A_CA_C SNP 6070.29 0 0 0 28 18 23 39 20 0 0 0 0 0 0 19 13 15 28 18 23 39 20 19 17 22 18 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c2_10400Pp3c2_10400transcript PAC:32937236protein_coding 03-mai c.390+56T>GNA NA NA NA NA
Chr02 7088317 A C Chr02_7088317_A_CA_C SNP 6070.29 0 0 0 28 18 23 39 20 0 0 0 0 0 0 19 13 15 28 18 23 39 20 19 17 22 18 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c2_10400Pp3c2_10400transcript PAC:32937237protein_coding 02-avr c.183+56T>GNA NA NA NA NA
Chr02 7191309 G T Chr02_7191309_G_TG_T SNP 20319.63 29 11 20 26 23 22 10 28 20 26 18 30 11 14 29 11 20 26 23 22 10 28 20 26 18 30 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_10460-Pp3c2_10530Pp3c2_10460-Pp3c2_10530intergenic_regionPp3c2_10460-Pp3c2_10530NA NA n.7191309G>TNA NA NA NA NA
Chr02 7220316 G GT Chr02_7220316_G_GTG_GT INDEL 15081.59 23 7 13 20 13 22 26 23 26 32 13 16 13 9 23 7 13 20 13 22 26 23 26 32 13 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_10460-Pp3c2_10530Pp3c2_10460-Pp3c2_10530intergenic_regionPp3c2_10460-Pp3c2_10530NA NA n.7220316_7220317insTNA NA NA NA NA
Chr02 7222722 C T Chr02_7222722_C_TC_T SNP 16831.63 22 14 15 22 18 30 32 15 31 29 13 7 14 8 22 14 15 23 18 30 32 16 31 30 13 7 14 8 1 1 1 0.957 1 1 1 0.938 1 0.967 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_10460-Pp3c2_10530Pp3c2_10460-Pp3c2_10530intergenic_regionPp3c2_10460-Pp3c2_10530NA NA n.7222722C>TNA NA NA NA NA
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_10640Pp3c2_10640transcript PAC:32933941protein_codingNA c.-1504G>A NA NA NA NA 940
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_10640Pp3c2_10640transcript PAC:32933946protein_codingNA c.-1504G>A NA NA NA NA 986
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_10640Pp3c2_10640transcript PAC:32933942protein_codingNA c.-1504G>A NA NA NA NA 986
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_10640Pp3c2_10640transcript PAC:32933943protein_codingNA c.-1504G>A NA NA NA NA 986
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_10640Pp3c2_10640transcript PAC:32933944protein_codingNA c.-1504G>A NA NA NA NA 986
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_10640Pp3c2_10640transcript PAC:32933945protein_codingNA c.-1504G>A NA NA NA NA 986
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_10640Pp3c2_10640transcript PAC:32933948protein_codingNA c.-3657G>A NA NA NA NA 3029
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_10640Pp3c2_10640transcript PAC:32933949protein_codingNA c.-3657G>A NA NA NA NA 3029
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_10640Pp3c2_10640transcript PAC:32933947protein_codingNA c.-3657G>A NA NA NA NA 3455
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_10630Pp3c2_10630transcript PAC:32936319protein_codingNA c.*826G>A NA NA NA NA 719
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_10630Pp3c2_10630transcript PAC:32936320protein_codingNA c.*826G>A NA NA NA NA 486
Chr02 7275546 G A Chr02_7275546_G_AG_A SNP 5652.98 0 0 0 0 0 0 0 0 33 36 16 20 10 17 33 25 21 33 22 20 29 27 33 36 16 20 10 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_10630-Pp3c2_10640Pp3c2_10630-Pp3c2_10640intergenic_regionPp3c2_10630-Pp3c2_10640NA NA n.7275546G>ANA NA NA NA NA
Chr02 7336042 A AT Chr02_7336042_A_ATA_AT INDEL 12780.59 22 16 9 27 17 27 18 19 19 26 8 11 12 22 22 16 9 27 17 27 18 19 19 26 8 11 12 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_10680-Pp3c2_10773Pp3c2_10680-Pp3c2_10773intergenic_regionPp3c2_10680-Pp3c2_10773NA NA n.7336042_7336043insTNA NA NA NA NA
Chr02 7337359 T TA Chr02_7337359_T_TAT_TA INDEL 20069.59 37 13 13 20 35 35 21 21 23 23 18 14 14 13 37 13 13 20 35 35 21 21 23 23 18 14 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_10680-Pp3c2_10773Pp3c2_10680-Pp3c2_10773intergenic_regionPp3c2_10680-Pp3c2_10773NA NA n.7337359_7337360insANA NA NA NA NA
Chr02 7337383 A T Chr02_7337383_A_TA_T SNP 20389.63 40 17 12 23 32 35 19 21 23 23 16 17 12 12 40 17 12 23 32 35 19 21 23 23 16 17 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_10680-Pp3c2_10773Pp3c2_10680-Pp3c2_10773intergenic_regionPp3c2_10680-Pp3c2_10773NA NA n.7337383A>TNA NA NA NA NA
Chr02 7337453 G A Chr02_7337453_G_AG_A SNP 19059.63 46 17 12 22 25 31 23 18 22 20 15 20 11 10 46 17 12 22 25 31 23 18 22 20 15 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_10680-Pp3c2_10773Pp3c2_10680-Pp3c2_10773intergenic_regionPp3c2_10680-Pp3c2_10773NA NA n.7337453G>ANA NA NA NA NA
Chr02 7464778 G A Chr02_7464778_G_AG_A SNP 18040.63 37 15 13 25 17 31 30 20 28 22 11 13 11 13 37 15 13 25 17 31 30 20 28 22 11 13 12 13 1 1 1 1 1 1 1 1 1 1 1 1 0.917 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c2_11030Pp3c2_11030transcript PAC:32936260protein_coding24/24 c.3469G>A p.Gly1157Ser3921/4069 3469/3492 1157/1163 NA
Chr02 7464778 G A Chr02_7464778_G_AG_A SNP 18040.63 37 15 13 25 17 31 30 20 28 22 11 13 11 13 37 15 13 25 17 31 30 20 28 22 11 13 12 13 1 1 1 1 1 1 1 1 1 1 1 1 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_11039Pp3c2_11039transcript PAC:32933747protein_codingNA c.*274C>T NA NA NA NA 149
Chr02 7464778 G A Chr02_7464778_G_AG_A SNP 18040.63 37 15 13 25 17 31 30 20 28 22 11 13 11 13 37 15 13 25 17 31 30 20 28 22 11 13 12 13 1 1 1 1 1 1 1 1 1 1 1 1 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_11050Pp3c2_11050transcript PAC:32936382protein_codingNA c.*2695C>T NA NA NA NA 2695
Chr02 7464778 G A Chr02_7464778_G_AG_A SNP 18040.63 37 15 13 25 17 31 30 20 28 22 11 13 11 13 37 15 13 25 17 31 30 20 28 22 11 13 12 13 1 1 1 1 1 1 1 1 1 1 1 1 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_11030Pp3c2_11030transcript PAC:32936263protein_codingNA c.*715G>A NA NA NA NA 453
Chr02 7464778 G A Chr02_7464778_G_AG_A SNP 18040.63 37 15 13 25 17 31 30 20 28 22 11 13 11 13 37 15 13 25 17 31 30 20 28 22 11 13 12 13 1 1 1 1 1 1 1 1 1 1 1 1 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_11030Pp3c2_11030transcript PAC:32936262protein_codingNA c.*715G>A NA NA NA NA 555
Chr02 7464778 G A Chr02_7464778_G_AG_A SNP 18040.63 37 15 13 25 17 31 30 20 28 22 11 13 11 13 37 15 13 25 17 31 30 20 28 22 11 13 12 13 1 1 1 1 1 1 1 1 1 1 1 1 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_11030Pp3c2_11030transcript PAC:32936261protein_codingNA c.*715G>A NA NA NA NA 453
Chr02 7643856 A T Chr02_7643856_A_TA_T SNP 3957.98 0 0 0 0 0 0 0 0 14 22 19 20 10 16 28 19 17 18 11 18 30 16 14 22 19 20 10 16 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_11410-Pp3c2_11474Pp3c2_11410-Pp3c2_11474intergenic_regionPp3c2_11410-Pp3c2_11474NA NA n.7643856A>TNA NA NA NA NA
Chr02 7711658 A AAT Chr02_7711658_A_AATA_AAT INDEL 9902.59 23 11 10 18 13 22 23 21 20 13 9 5 7 8 23 11 10 19 13 22 23 21 20 13 9 5 7 10 1 1 1 0.947 1 1 1 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_11520Pp3c2_11520transcript PAC:32934503protein_codingNA c.-2805_-2804insATNA NA NA NA 2614
Chr02 7711658 A AAT Chr02_7711658_A_AATA_AAT INDEL 9902.59 23 11 10 18 13 22 23 21 20 13 9 5 7 8 23 11 10 19 13 22 23 21 20 13 9 5 7 10 1 1 1 0.947 1 1 1 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_11520Pp3c2_11520transcript PAC:32934504protein_codingNA c.-2805_-2804insATNA NA NA NA 2805
Chr02 7711658 A AAT Chr02_7711658_A_AATA_AAT INDEL 9902.59 23 11 10 18 13 22 23 21 20 13 9 5 7 8 23 11 10 19 13 22 23 21 20 13 9 5 7 10 1 1 1 0.947 1 1 1 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_11520-Pp3c2_11540Pp3c2_11520-Pp3c2_11540intergenic_regionPp3c2_11520-Pp3c2_11540NA NA n.7711658_7711659insATNA NA NA NA NA
Chr02 7754709 A T Chr02_7754709_A_TA_T SNP 3594.98 0 0 0 0 0 0 0 0 25 16 15 15 6 12 26 16 15 18 28 26 34 23 25 16 15 15 6 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_11580Pp3c2_11580transcript PAC:32933477protein_codingNA c.-778T>A NA NA NA NA 309
Chr02 7754709 A T Chr02_7754709_A_TA_T SNP 3594.98 0 0 0 0 0 0 0 0 25 16 15 15 6 12 26 16 15 18 28 26 34 23 25 16 15 15 6 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_11580Pp3c2_11580transcript PAC:32933482protein_codingNA c.-1730T>A NA NA NA NA 100
Chr02 7754709 A T Chr02_7754709_A_TA_T SNP 3594.98 0 0 0 0 0 0 0 0 25 16 15 15 6 12 26 16 15 18 28 26 34 23 25 16 15 15 6 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_11580Pp3c2_11580transcript PAC:32933478protein_codingNA c.-1730T>A NA NA NA NA 385
Chr02 7754709 A T Chr02_7754709_A_TA_T SNP 3594.98 0 0 0 0 0 0 0 0 25 16 15 15 6 12 26 16 15 18 28 26 34 23 25 16 15 15 6 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_11580Pp3c2_11580transcript PAC:32933480protein_codingNA c.-1730T>A NA NA NA NA 309
Chr02 7754709 A T Chr02_7754709_A_TA_T SNP 3594.98 0 0 0 0 0 0 0 0 25 16 15 15 6 12 26 16 15 18 28 26 34 23 25 16 15 15 6 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_11580Pp3c2_11580transcript PAC:32933481protein_codingNA c.-1730T>A NA NA NA NA 309
Chr02 7754709 A T Chr02_7754709_A_TA_T SNP 3594.98 0 0 0 0 0 0 0 0 25 16 15 15 6 12 26 16 15 18 28 26 34 23 25 16 15 15 6 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_11580Pp3c2_11580transcript PAC:32933483protein_codingNA c.-1730T>A NA NA NA NA 309
Chr02 7754709 A T Chr02_7754709_A_TA_T SNP 3594.98 0 0 0 0 0 0 0 0 25 16 15 15 6 12 26 16 15 18 28 26 34 23 25 16 15 15 6 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_11580Pp3c2_11580transcript PAC:32933484protein_codingNA c.-1730T>A NA NA NA NA 274
Chr02 7754709 A T Chr02_7754709_A_TA_T SNP 3594.98 0 0 0 0 0 0 0 0 25 16 15 15 6 12 26 16 15 18 28 26 34 23 25 16 15 15 6 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_11580Pp3c2_11580transcript PAC:32933485protein_codingNA c.-1730T>A NA NA NA NA 274
Chr02 7754709 A T Chr02_7754709_A_TA_T SNP 3594.98 0 0 0 0 0 0 0 0 25 16 15 15 6 12 26 16 15 18 28 26 34 23 25 16 15 15 6 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_11580Pp3c2_11580transcript PAC:32933479protein_codingNA c.-1730T>A NA NA NA NA 269
Chr02 7754709 A T Chr02_7754709_A_TA_T SNP 3594.98 0 0 0 0 0 0 0 0 25 16 15 15 6 12 26 16 15 18 28 26 34 23 25 16 15 15 6 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_11580-Pp3c2_11600Pp3c2_11580-Pp3c2_11600intergenic_regionPp3c2_11580-Pp3c2_11600NA NA n.7754709A>TNA NA NA NA NA
Chr02 7817667 G A Chr02_7817667_G_AG_A SNP 9560.63 15 4 10 11 9 15 13 12 8 9 5 10 4 5 15 4 10 11 9 15 13 12 8 9 5 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_11680-Pp3c2_11730Pp3c2_11680-Pp3c2_11730intergenic_regionPp3c2_11680-Pp3c2_11730NA NA n.7817667G>ANA NA NA NA NA
Chr02 7817669 G GTT Chr02_7817669_G_GTTG_GTT INDEL 9777.59 15 4 10 11 9 16 14 13 8 9 5 10 4 5 15 4 10 11 9 16 14 13 8 9 5 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_11680-Pp3c2_11730Pp3c2_11680-Pp3c2_11730intergenic_regionPp3c2_11680-Pp3c2_11730NA NA n.7817669_7817670insTTNA NA NA NA NA
Chr02 7845044 C CA Chr02_7845044_C_CAC_CA INDEL 14477.59 17 16 6 26 19 22 21 17 12 19 15 13 7 10 17 16 6 26 19 22 21 17 12 19 15 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_11730-Pp3c2_11820Pp3c2_11730-Pp3c2_11820intergenic_regionPp3c2_11730-Pp3c2_11820NA NA n.7845044_7845045insANA NA NA NA NA



Chr02 7880853 C G Chr02_7880853_C_GC_G SNP 20246.63 28 12 17 25 25 27 25 22 29 20 13 28 14 15 28 12 17 25 25 27 25 22 29 20 13 28 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_11730-Pp3c2_11820Pp3c2_11730-Pp3c2_11820intergenic_regionPp3c2_11730-Pp3c2_11820NA NA n.7880853C>GNA NA NA NA NA
Chr02 7880911 G GA Chr02_7880911_G_GAG_GA INDEL 17586.59 33 12 14 24 26 24 25 20 21 21 11 27 17 14 33 12 14 24 26 24 25 20 21 21 11 27 17 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_11730-Pp3c2_11820Pp3c2_11730-Pp3c2_11820intergenic_regionPp3c2_11730-Pp3c2_11820NA NA n.7880911_7880912insANA NA NA NA NA
Chr02 8042142 T A Chr02_8042142_T_AT_A SNP 20058.63 26 12 10 21 27 28 30 20 30 27 18 21 8 11 26 12 10 21 27 28 30 20 30 27 18 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_11970Pp3c2_11970transcript PAC:32935900protein_codingNA c.-2349T>A NA NA NA NA 931
Chr02 8042142 T A Chr02_8042142_T_AT_A SNP 20058.63 26 12 10 21 27 28 30 20 30 27 18 21 8 11 26 12 10 21 27 28 30 20 30 27 18 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_11980Pp3c2_11980transcript PAC:32936636protein_codingNA c.*1382A>T NA NA NA NA 1382
Chr02 8042142 T A Chr02_8042142_T_AT_A SNP 20058.63 26 12 10 21 27 28 30 20 30 27 18 21 8 11 26 12 10 21 27 28 30 20 30 27 18 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_11980Pp3c2_11980transcript PAC:32936637protein_codingNA c.*3079A>T NA NA NA NA 2480
Chr02 8042142 T A Chr02_8042142_T_AT_A SNP 20058.63 26 12 10 21 27 28 30 20 30 27 18 21 8 11 26 12 10 21 27 28 30 20 30 27 18 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_11940-Pp3c2_11970Pp3c2_11940-Pp3c2_11970intergenic_regionPp3c2_11940-Pp3c2_11970NA NA n.8042142T>ANA NA NA NA NA
Chr02 8143540 C CAT Chr02_8143540_C_CATC_CAT INDEL 4817.24 21 6 12 0 0 0 0 0 16 15 10 5 7 8 22 7 12 23 11 17 33 29 17 17 10 5 8 9 0.955 0.857 1 0 0 0 0 0 0.941 0.882 1 1 0.875 0.889 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c2_12150Pp3c2_12150transcript PAC:32935322protein_codingNA c.*5479_*5480insATNA NA NA NA 4852
Chr02 8143540 C CAT Chr02_8143540_C_CATC_CAT INDEL 4817.24 21 6 12 0 0 0 0 0 16 15 10 5 7 8 22 7 12 23 11 17 33 29 17 17 10 5 8 9 0.955 0.857 1 0 0 0 0 0 0.941 0.882 1 1 0.875 0.889 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c2_12150Pp3c2_12150transcript PAC:32935323protein_codingNA c.*6429_*6430insATNA NA NA NA 4852
Chr02 8143540 C CAT Chr02_8143540_C_CATC_CAT INDEL 4817.24 21 6 12 0 0 0 0 0 16 15 10 5 7 8 22 7 12 23 11 17 33 29 17 17 10 5 8 9 0.955 0.857 1 0 0 0 0 0 0.941 0.882 1 1 0.875 0.889 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c2_12150Pp3c2_12150transcript PAC:32935324protein_codingNA c.*5877_*5878insATNA NA NA NA 4852
Chr02 8143540 C CAT Chr02_8143540_C_CATC_CAT INDEL 4817.24 21 6 12 0 0 0 0 0 16 15 10 5 7 8 22 7 12 23 11 17 33 29 17 17 10 5 8 9 0.955 0.857 1 0 0 0 0 0 0.941 0.882 1 1 0.875 0.889 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c2_12150Pp3c2_12150transcript PAC:32935325protein_codingNA c.*6429_*6430insATNA NA NA NA 4852
Chr02 8143540 C CAT Chr02_8143540_C_CATC_CAT INDEL 4817.24 21 6 12 0 0 0 0 0 16 15 10 5 7 8 22 7 12 23 11 17 33 29 17 17 10 5 8 9 0.955 0.857 1 0 0 0 0 0 0.941 0.882 1 1 0.875 0.889 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c2_12150Pp3c2_12150transcript PAC:32935326protein_codingNA c.*6429_*6430insATNA NA NA NA 4852
Chr02 8143540 C CAT Chr02_8143540_C_CATC_CAT INDEL 4817.24 21 6 12 0 0 0 0 0 16 15 10 5 7 8 22 7 12 23 11 17 33 29 17 17 10 5 8 9 0.955 0.857 1 0 0 0 0 0 0.941 0.882 1 1 0.875 0.889 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c2_12120-Pp3c2_12150Pp3c2_12120-Pp3c2_12150intergenic_regionPp3c2_12120-Pp3c2_12150NA NA n.8143540_8143541insATNA NA NA NA NA
Chr02 8215396 T TTA Chr02_8215396_T_TTAT_TTA INDEL 238.37 1 0 0 0 0 0 11 0 0 1 0 0 0 0 21 17 12 17 10 21 12 11 14 9 10 13 7 4 0 0 0 0 0 0 0.917 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c2_12269Pp3c2_12269transcript PAC:32936419protein_codingNA c.-4275_-4274insTANA NA NA NA 3624
Chr02 8215396 T TTA Chr02_8215396_T_TTAT_TTA INDEL 238.37 1 0 0 0 0 0 11 0 0 1 0 0 0 0 21 17 12 17 10 21 12 11 14 9 10 13 7 4 0 0 0 0 0 0 0.917 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c2_12269Pp3c2_12269transcript PAC:32936420protein_codingNA c.-4275_-4274insTANA NA NA NA 3624
Chr02 8215396 T TTA Chr02_8215396_T_TTAT_TTA INDEL 238.37 1 0 0 0 0 0 11 0 0 1 0 0 0 0 21 17 12 17 10 21 12 11 14 9 10 13 7 4 0 0 0 0 0 0 0.917 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c2_12269Pp3c2_12269transcript PAC:32936421protein_codingNA c.-4275_-4274insTANA NA NA NA 3920
Chr02 8215396 T TTA Chr02_8215396_T_TTAT_TTA INDEL 238.37 1 0 0 0 0 0 11 0 0 1 0 0 0 0 21 17 12 17 10 21 12 11 14 9 10 13 7 4 0 0 0 0 0 0 0.917 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c2_12250Pp3c2_12250transcript PAC:32937152protein_codingNA c.*1171_*1172insTANA NA NA NA 375
Chr02 8215396 T TTA Chr02_8215396_T_TTAT_TTA INDEL 238.37 1 0 0 0 0 0 11 0 0 1 0 0 0 0 21 17 12 17 10 21 12 11 14 9 10 13 7 4 0 0 0 0 0 0 0.917 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c2_12250Pp3c2_12250transcript PAC:32937154protein_codingNA c.*1171_*1172insTANA NA NA NA 375
Chr02 8215396 T TTA Chr02_8215396_T_TTAT_TTA INDEL 238.37 1 0 0 0 0 0 11 0 0 1 0 0 0 0 21 17 12 17 10 21 12 11 14 9 10 13 7 4 0 0 0 0 0 0 0.917 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c2_12250Pp3c2_12250transcript PAC:32937155protein_codingNA c.*1171_*1172insTANA NA NA NA 375
Chr02 8215396 T TTA Chr02_8215396_T_TTAT_TTA INDEL 238.37 1 0 0 0 0 0 11 0 0 1 0 0 0 0 21 17 12 17 10 21 12 11 14 9 10 13 7 4 0 0 0 0 0 0 0.917 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c2_12250Pp3c2_12250transcript PAC:32937156protein_codingNA c.*1171_*1172insTANA NA NA NA 375
Chr02 8215396 T TTA Chr02_8215396_T_TTAT_TTA INDEL 238.37 1 0 0 0 0 0 11 0 0 1 0 0 0 0 21 17 12 17 10 21 12 11 14 9 10 13 7 4 0 0 0 0 0 0 0.917 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c2_12250Pp3c2_12250transcript PAC:32937157protein_codingNA c.*1171_*1172insTANA NA NA NA 375
Chr02 8215396 T TTA Chr02_8215396_T_TTAT_TTA INDEL 238.37 1 0 0 0 0 0 11 0 0 1 0 0 0 0 21 17 12 17 10 21 12 11 14 9 10 13 7 4 0 0 0 0 0 0 0.917 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c2_12250Pp3c2_12250transcript PAC:32937153protein_codingNA c.*1171_*1172insTANA NA NA NA 1087
Chr02 8215396 T TTA Chr02_8215396_T_TTAT_TTA INDEL 238.37 1 0 0 0 0 0 11 0 0 1 0 0 0 0 21 17 12 17 10 21 12 11 14 9 10 13 7 4 0 0 0 0 0 0 0.917 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c2_12240-Pp3c2_12250Pp3c2_12240-Pp3c2_12250intergenic_regionPp3c2_12240-Pp3c2_12250NA NA n.8215396_8215397insTANA NA NA NA NA
Chr02 8613209 T C Chr02_8613209_T_CT_C SNP 14292.63 26 13 15 28 14 24 33 13 18 24 8 21 9 10 26 13 15 28 14 24 33 13 18 24 8 21 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_12801-Pp3c2_12860Pp3c2_12801-Pp3c2_12860intergenic_regionPp3c2_12801-Pp3c2_12860NA NA n.8613209T>CNA NA NA NA NA
Chr02 8623431 C T Chr02_8623431_C_TC_T SNP 5921.29 0 0 0 16 23 15 42 23 0 0 0 0 0 0 32 8 19 16 23 15 42 23 33 19 21 20 10 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_12801-Pp3c2_12860Pp3c2_12801-Pp3c2_12860intergenic_regionPp3c2_12801-Pp3c2_12860NA NA n.8623431C>TNA NA NA NA NA
Chr02 8799283 G GT Chr02_8799283_G_GTG_GT INDEL 15000.59 20 17 11 20 16 19 18 16 18 13 14 20 10 6 20 17 11 20 16 19 18 16 18 13 14 20 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13094Pp3c2_13094transcript PAC:32936961protein_codingNA c.*1897_*1898insTNA NA NA NA 1898
Chr02 8799283 G GT Chr02_8799283_G_GTG_GT INDEL 15000.59 20 17 11 20 16 19 18 16 18 13 14 20 10 6 20 17 11 20 16 19 18 16 18 13 14 20 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13100Pp3c2_13100transcript PAC:32934907protein_codingNA c.*4150_*4151insANA NA NA NA 4150
Chr02 8799283 G GT Chr02_8799283_G_GTG_GT INDEL 15000.59 20 17 11 20 16 19 18 16 18 13 14 20 10 6 20 17 11 20 16 19 18 16 18 13 14 20 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13094-Pp3c2_13100Pp3c2_13094-Pp3c2_13100intergenic_regionPp3c2_13094-Pp3c2_13100NA NA n.8799283_8799284insTNA NA NA NA NA
Chr02 8799327 G GA Chr02_8799327_G_GAG_GA INDEL 11699.59 24 18 15 15 21 22 14 17 17 17 12 26 8 5 24 18 15 15 21 22 14 17 17 17 12 26 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13094Pp3c2_13094transcript PAC:32936961protein_codingNA c.*1941_*1942insANA NA NA NA 1942
Chr02 8799327 G GA Chr02_8799327_G_GAG_GA INDEL 11699.59 24 18 15 15 21 22 14 17 17 17 12 26 8 5 24 18 15 15 21 22 14 17 17 17 12 26 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13100Pp3c2_13100transcript PAC:32934907protein_codingNA c.*4106_*4107insTNA NA NA NA 4106
Chr02 8799327 G GA Chr02_8799327_G_GAG_GA INDEL 11699.59 24 18 15 15 21 22 14 17 17 17 12 26 8 5 24 18 15 15 21 22 14 17 17 17 12 26 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13094-Pp3c2_13100Pp3c2_13094-Pp3c2_13100intergenic_regionPp3c2_13094-Pp3c2_13100NA NA n.8799327_8799328insANA NA NA NA NA
Chr02 8875933 C A Chr02_8875933_C_AC_A SNP 17735.63 31 19 9 26 20 21 40 21 20 22 13 10 7 11 31 19 9 26 20 21 40 21 20 22 13 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13140-Pp3c2_13200Pp3c2_13140-Pp3c2_13200intergenic_regionPp3c2_13140-Pp3c2_13200NA NA n.8875933C>ANA NA NA NA NA
Chr02 8958012 G T Chr02_8958012_G_TG_T SNP 7323.29 0 0 0 32 22 27 33 25 0 0 0 0 0 0 28 11 12 32 22 27 33 25 19 28 23 13 12 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_13330-Pp3c2_13360Pp3c2_13330-Pp3c2_13360intergenic_regionPp3c2_13330-Pp3c2_13360NA NA n.8958012G>TNA NA NA NA NA
Chr02 8971871 A AAT Chr02_8971871_A_AATA_AAT INDEL 6514.24 19 13 10 1 0 0 0 0 15 21 16 7 12 5 20 13 10 14 13 18 23 19 15 21 16 7 12 5 0.95 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c2_13370Pp3c2_13370transcript PAC:32935412protein_codingNA c.-2622_-2621insATNA NA NA NA 1352
Chr02 8971871 A AAT Chr02_8971871_A_AATA_AAT INDEL 6514.24 19 13 10 1 0 0 0 0 15 21 16 7 12 5 20 13 10 14 13 18 23 19 15 21 16 7 12 5 0.95 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c2_13370Pp3c2_13370transcript PAC:32935414protein_codingNA c.-2622_-2621insATNA NA NA NA 1356
Chr02 8971871 A AAT Chr02_8971871_A_AATA_AAT INDEL 6514.24 19 13 10 1 0 0 0 0 15 21 16 7 12 5 20 13 10 14 13 18 23 19 15 21 16 7 12 5 0.95 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c2_13370Pp3c2_13370transcript PAC:32935413protein_codingNA c.-2622_-2621insATNA NA NA NA 1369
Chr02 8971871 A AAT Chr02_8971871_A_AATA_AAT INDEL 6514.24 19 13 10 1 0 0 0 0 15 21 16 7 12 5 20 13 10 14 13 18 23 19 15 21 16 7 12 5 0.95 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c2_13370Pp3c2_13370transcript PAC:32935415protein_codingNA c.-2622_-2621insATNA NA NA NA 1348
Chr02 8971871 A AAT Chr02_8971871_A_AATA_AAT INDEL 6514.24 19 13 10 1 0 0 0 0 15 21 16 7 12 5 20 13 10 14 13 18 23 19 15 21 16 7 12 5 0.95 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c2_13370-Pp3c2_13380Pp3c2_13370-Pp3c2_13380intergenic_regionPp3c2_13370-Pp3c2_13380NA NA n.8971871_8971872insATNA NA NA NA NA
Chr02 8984536 G GT Chr02_8984536_G_GTG_GT INDEL 13019.59 29 14 11 23 14 18 24 21 17 14 13 18 4 9 29 14 11 23 14 18 24 21 17 14 13 18 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_13400Pp3c2_13400transcript PAC:32932957protein_coding 01-juin c.-350dupT NA NA NA NA 349
Chr02 8984536 G GT Chr02_8984536_G_GTG_GT INDEL 13019.59 29 14 11 23 14 18 24 21 17 14 13 18 4 9 29 14 11 23 14 18 24 21 17 14 13 18 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13380Pp3c2_13380transcript PAC:32932993protein_codingNA c.*1577_*1578insTNA NA NA NA 556
Chr02 8984536 G GT Chr02_8984536_G_GTG_GT INDEL 13019.59 29 14 11 23 14 18 24 21 17 14 13 18 4 9 29 14 11 23 14 18 24 21 17 14 13 18 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13380Pp3c2_13380transcript PAC:32932994protein_codingNA c.*1577_*1578insTNA NA NA NA 669
Chr02 8984536 G GT Chr02_8984536_G_GTG_GT INDEL 13019.59 29 14 11 23 14 18 24 21 17 14 13 18 4 9 29 14 11 23 14 18 24 21 17 14 13 18 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13380Pp3c2_13380transcript PAC:32932995protein_codingNA c.*1577_*1578insTNA NA NA NA 669
Chr02 8984536 G GT Chr02_8984536_G_GTG_GT INDEL 13019.59 29 14 11 23 14 18 24 21 17 14 13 18 4 9 29 14 11 23 14 18 24 21 17 14 13 18 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_13400Pp3c2_13400transcript PAC:32932953protein_coding 01-juil c.-326-24dupTNA NA NA NA NA
Chr02 8984536 G GT Chr02_8984536_G_GTG_GT INDEL 13019.59 29 14 11 23 14 18 24 21 17 14 13 18 4 9 29 14 11 23 14 18 24 21 17 14 13 18 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_13400Pp3c2_13400transcript PAC:32932954protein_coding 01-mai c.62+99dupT NA NA NA NA NA
Chr02 8984536 G GT Chr02_8984536_G_GTG_GT INDEL 13019.59 29 14 11 23 14 18 24 21 17 14 13 18 4 9 29 14 11 23 14 18 24 21 17 14 13 18 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_13400Pp3c2_13400transcript PAC:32932955protein_coding 01-juin c.-326-24dupTNA NA NA NA NA
Chr02 8984536 G GT Chr02_8984536_G_GTG_GT INDEL 13019.59 29 14 11 23 14 18 24 21 17 14 13 18 4 9 29 14 11 23 14 18 24 21 17 14 13 18 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_13400Pp3c2_13400transcript PAC:32932956protein_coding 01-juil c.-326-24dupTNA NA NA NA NA
Chr02 8984536 G GT Chr02_8984536_G_GTG_GT INDEL 13019.59 29 14 11 23 14 18 24 21 17 14 13 18 4 9 29 14 11 23 14 18 24 21 17 14 13 18 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_13400Pp3c2_13400transcript PAC:32932958protein_coding 01-juin c.-326-24dupTNA NA NA NA NA
Chr02 8984536 G GT Chr02_8984536_G_GTG_GT INDEL 13019.59 29 14 11 23 14 18 24 21 17 14 13 18 4 9 29 14 11 23 14 18 24 21 17 14 13 18 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_13400Pp3c2_13400transcript PAC:32932959protein_coding 01-mai c.-326-24dupTNA NA NA NA NA
Chr02 9014437 A T Chr02_9014437_A_TA_T SNP 17245.63 26 12 10 29 20 16 37 25 17 12 16 19 7 6 26 12 10 29 20 16 37 25 17 12 16 19 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c2_13420Pp3c2_13420transcript PAC:32936789protein_coding 02-avr c.348T>A p.Val116Val 1137/4619 348/2997 116/998 NA
Chr02 9014437 A T Chr02_9014437_A_TA_T SNP 17245.63 26 12 10 29 20 16 37 25 17 12 16 19 7 6 26 12 10 29 20 16 37 25 17 12 16 19 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c2_13420Pp3c2_13420transcript PAC:32936790protein_coding 02-avr c.348T>A p.Val116Val 1281/4747 348/2997 116/998 NA
Chr02 9207363 C A Chr02_9207363_C_AC_A SNP 10128.63 12 5 7 17 5 12 15 9 9 13 9 11 6 4 12 5 7 17 5 12 15 9 9 13 9 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13620-Pp3c2_13670Pp3c2_13620-Pp3c2_13670intergenic_regionPp3c2_13620-Pp3c2_13670NA NA n.9207363C>ANA NA NA NA NA
Chr02 9217656 C A Chr02_9217656_C_AC_A SNP 15209.63 30 15 16 23 21 13 17 21 15 25 14 13 7 11 30 15 16 23 21 13 17 21 15 25 14 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13620-Pp3c2_13670Pp3c2_13620-Pp3c2_13670intergenic_regionPp3c2_13620-Pp3c2_13670NA NA n.9217656C>ANA NA NA NA NA
Chr02 9217778 T TA Chr02_9217778_T_TAT_TA INDEL 10295.59 21 9 12 17 16 16 19 21 12 11 8 9 4 7 21 9 12 17 16 16 19 21 12 11 8 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13620-Pp3c2_13670Pp3c2_13620-Pp3c2_13670intergenic_regionPp3c2_13620-Pp3c2_13670NA NA n.9217778_9217779insANA NA NA NA NA
Chr02 9224414 G GTA Chr02_9224414_G_GTAG_GTA INDEL 8595.24 31 10 7 0 1 1 1 0 20 23 17 13 6 11 31 10 7 12 22 21 27 18 20 23 17 13 6 11 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c2_13620-Pp3c2_13670Pp3c2_13620-Pp3c2_13670intergenic_regionPp3c2_13620-Pp3c2_13670NA NA n.9224414_9224415insTANA NA NA NA NA
Chr02 9285124 C CTA Chr02_9285124_C_CTAC_CTA INDEL 3615.93 0 0 0 1 1 1 0 2 25 30 14 14 14 7 28 16 15 33 14 21 30 22 25 31 14 14 14 7 0 0 0 0 0 0 0 0.091 1 0.968 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c2_13790Pp3c2_13790transcript PAC:32935959protein_codingNA c.*1665_*1666insTANA NA NA NA 1400
Chr02 9285124 C CTA Chr02_9285124_C_CTAC_CTA INDEL 3615.93 0 0 0 1 1 1 0 2 25 30 14 14 14 7 28 16 15 33 14 21 30 22 25 31 14 14 14 7 0 0 0 0 0 0 0 0.091 1 0.968 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c2_13799Pp3c2_13799transcript PAC:32936585protein_codingNA c.*2944_*2945insTANA NA NA NA 2598
Chr02 9285124 C CTA Chr02_9285124_C_CTAC_CTA INDEL 3615.93 0 0 0 1 1 1 0 2 25 30 14 14 14 7 28 16 15 33 14 21 30 22 25 31 14 14 14 7 0 0 0 0 0 0 0 0.091 1 0.968 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c2_13810Pp3c2_13810transcript PAC:32937575protein_codingNA c.*3523_*3524insTANA NA NA NA 3494
Chr02 9285124 C CTA Chr02_9285124_C_CTAC_CTA INDEL 3615.93 0 0 0 1 1 1 0 2 25 30 14 14 14 7 28 16 15 33 14 21 30 22 25 31 14 14 14 7 0 0 0 0 0 0 0 0.091 1 0.968 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c2_13790Pp3c2_13790transcript PAC:32935960protein_codingNA c.*1665_*1666insTANA NA NA NA 520
Chr02 9285124 C CTA Chr02_9285124_C_CTAC_CTA INDEL 3615.93 0 0 0 1 1 1 0 2 25 30 14 14 14 7 28 16 15 33 14 21 30 22 25 31 14 14 14 7 0 0 0 0 0 0 0 0.091 1 0.968 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c2_13810Pp3c2_13810transcript PAC:32937576protein_codingNA c.*3523_*3524insTANA NA NA NA 3494
Chr02 9285124 C CTA Chr02_9285124_C_CTAC_CTA INDEL 3615.93 0 0 0 1 1 1 0 2 25 30 14 14 14 7 28 16 15 33 14 21 30 22 25 31 14 14 14 7 0 0 0 0 0 0 0 0.091 1 0.968 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c2_13790-Pp3c2_13799Pp3c2_13790-Pp3c2_13799intergenic_regionPp3c2_13790-Pp3c2_13799NA NA n.9285124_9285125insTANA NA NA NA NA
Chr02 9339313 G A Chr02_9339313_G_AG_A SNP 11648.63 17 14 9 12 14 19 19 11 18 18 8 9 5 12 17 14 9 12 14 19 19 11 18 18 8 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-4076G>A NA NA NA NA 4076
Chr02 9339313 G A Chr02_9339313_G_AG_A SNP 11648.63 17 14 9 12 14 19 19 11 18 18 8 9 5 12 17 14 9 12 14 19 19 11 18 18 8 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-4076G>A NA NA NA NA 4043
Chr02 9339313 G A Chr02_9339313_G_AG_A SNP 11648.63 17 14 9 12 14 19 19 11 18 18 8 9 5 12 17 14 9 12 14 19 19 11 18 18 8 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9339313G>ANA NA NA NA NA
Chr02 9342993 G GAAGCA Chr02_9342993_G_GAAGCAG_GAAGCA INDEL 14024.59 26 8 8 22 13 13 19 17 12 16 5 14 10 10 26 8 8 22 13 13 19 17 12 16 5 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-396_-395insAAGCANA NA NA NA 395
Chr02 9342993 G GAAGCA Chr02_9342993_G_GAAGCAG_GAAGCA INDEL 14024.59 26 8 8 22 13 13 19 17 12 16 5 14 10 10 26 8 8 22 13 13 19 17 12 16 5 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-396_-395insAAGCANA NA NA NA 362
Chr02 9342993 G GAAGCA Chr02_9342993_G_GAAGCAG_GAAGCA INDEL 14024.59 26 8 8 22 13 13 19 17 12 16 5 14 10 10 26 8 8 22 13 13 19 17 12 16 5 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9342993_9342994insAAGCANA NA NA NA NA
Chr02 9342996 ACCC A Chr02_9342996_ACCC_AACCC_A INDEL 14051.59 26 10 8 21 13 13 17 16 12 15 4 15 10 10 26 10 8 21 13 13 17 16 12 15 4 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-392_-390delCCCNA NA NA NA 392
Chr02 9342996 ACCC A Chr02_9342996_ACCC_AACCC_A INDEL 14051.59 26 10 8 21 13 13 17 16 12 15 4 15 10 10 26 10 8 21 13 13 17 16 12 15 4 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-392_-390delCCCNA NA NA NA 359
Chr02 9342996 ACCC A Chr02_9342996_ACCC_AACCC_A INDEL 14051.59 26 10 8 21 13 13 17 16 12 15 4 15 10 10 26 10 8 21 13 13 17 16 12 15 4 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9342997_9342999delCCCNA NA NA NA NA
Chr02 9343001 C T Chr02_9343001_C_TC_T SNP 13700.63 25 10 8 21 14 13 17 16 11 14 4 15 9 10 25 10 8 21 14 13 17 16 11 14 4 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-388C>T NA NA NA NA 388
Chr02 9343001 C T Chr02_9343001_C_TC_T SNP 13700.63 25 10 8 21 14 13 17 16 11 14 4 15 9 10 25 10 8 21 14 13 17 16 11 14 4 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-388C>T NA NA NA NA 355
Chr02 9343001 C T Chr02_9343001_C_TC_T SNP 13700.63 25 10 8 21 14 13 17 16 11 14 4 15 9 10 25 10 8 21 14 13 17 16 11 14 4 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343001C>TNA NA NA NA NA
Chr02 9343003 ATC A Chr02_9343003_ATC_AATC_A INDEL 13781.59 25 10 8 21 14 13 17 15 11 15 4 14 10 10 25 10 8 21 14 13 17 15 11 15 4 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-385_-384delTCNA NA NA NA 385
Chr02 9343003 ATC A Chr02_9343003_ATC_AATC_A INDEL 13781.59 25 10 8 21 14 13 17 15 11 15 4 14 10 10 25 10 8 21 14 13 17 15 11 15 4 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-385_-384delTCNA NA NA NA 352
Chr02 9343003 ATC A Chr02_9343003_ATC_AATC_A INDEL 13781.59 25 10 8 21 14 13 17 15 11 15 4 14 10 10 25 10 8 21 14 13 17 15 11 15 4 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343004_9343005delTCNA NA NA NA NA
Chr02 9343009 G C Chr02_9343009_G_CG_C SNP 14015.63 25 11 8 21 16 13 17 15 11 14 4 13 11 10 25 11 8 21 16 13 17 15 11 14 4 13 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-380G>C NA NA NA NA 380
Chr02 9343009 G C Chr02_9343009_G_CG_C SNP 14015.63 25 11 8 21 16 13 17 15 11 14 4 13 11 10 25 11 8 21 16 13 17 15 11 14 4 13 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-380G>C NA NA NA NA 347
Chr02 9343009 G C Chr02_9343009_G_CG_C SNP 14015.63 25 11 8 21 16 13 17 15 11 14 4 13 11 10 25 11 8 21 16 13 17 15 11 14 4 13 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343009G>CNA NA NA NA NA
Chr02 9343011 ACTT A Chr02_9343011_ACTT_AACTT_A INDEL 13691.59 25 12 8 22 16 13 17 15 11 13 4 12 10 10 25 12 8 22 16 13 17 15 11 13 4 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-377_-375delCTTNA NA NA NA 377
Chr02 9343011 ACTT A Chr02_9343011_ACTT_AACTT_A INDEL 13691.59 25 12 8 22 16 13 17 15 11 13 4 12 10 10 25 12 8 22 16 13 17 15 11 13 4 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-377_-375delCTTNA NA NA NA 344
Chr02 9343011 ACTT A Chr02_9343011_ACTT_AACTT_A INDEL 13691.59 25 12 8 22 16 13 17 15 11 13 4 12 10 10 25 12 8 22 16 13 17 15 11 13 4 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343012_9343014delCTTNA NA NA NA NA
Chr02 9343015 T TGC Chr02_9343015_T_TGCT_TGC INDEL 13601.59 25 12 8 22 16 13 17 15 11 13 4 12 10 10 25 12 8 22 16 13 17 15 11 13 4 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-374_-373insGCNA NA NA NA 373
Chr02 9343015 T TGC Chr02_9343015_T_TGCT_TGC INDEL 13601.59 25 12 8 22 16 13 17 15 11 13 4 12 10 10 25 12 8 22 16 13 17 15 11 13 4 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-374_-373insGCNA NA NA NA 340
Chr02 9343015 T TGC Chr02_9343015_T_TGCT_TGC INDEL 13601.59 25 12 8 22 16 13 17 15 11 13 4 12 10 10 25 12 8 22 16 13 17 15 11 13 4 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343015_9343016insGCNA NA NA NA NA
Chr02 9343018 T A Chr02_9343018_T_AT_A SNP 13340.63 23 12 7 20 16 11 16 16 11 13 4 11 10 10 23 12 7 20 16 11 16 16 11 13 4 11 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-371T>A NA NA NA NA 371
Chr02 9343018 T A Chr02_9343018_T_AT_A SNP 13340.63 23 12 7 20 16 11 16 16 11 13 4 11 10 10 23 12 7 20 16 11 16 16 11 13 4 11 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-371T>A NA NA NA NA 338
Chr02 9343018 T A Chr02_9343018_T_AT_A SNP 13340.63 23 12 7 20 16 11 16 16 11 13 4 11 10 10 23 12 7 20 16 11 16 16 11 13 4 11 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343018T>ANA NA NA NA NA
Chr02 9343023 A AGAT Chr02_9343023_A_AGATA_AGAT INDEL 12881.59 23 12 7 20 13 12 17 15 11 13 5 11 11 10 23 12 7 20 13 12 17 15 11 13 5 11 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-366_-365insGATNA NA NA NA 365
Chr02 9343023 A AGAT Chr02_9343023_A_AGATA_AGAT INDEL 12881.59 23 12 7 20 13 12 17 15 11 13 5 11 11 10 23 12 7 20 13 12 17 15 11 13 5 11 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-366_-365insGATNA NA NA NA 332
Chr02 9343023 A AGAT Chr02_9343023_A_AGATA_AGAT INDEL 12881.59 23 12 7 20 13 12 17 15 11 13 5 11 11 10 23 12 7 20 13 12 17 15 11 13 5 11 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343023_9343024insGATNA NA NA NA NA
Chr02 9343025 G A Chr02_9343025_G_AG_A SNP 12755.63 23 12 6 20 10 11 15 15 10 11 6 11 11 8 23 12 6 20 10 11 15 15 10 11 6 11 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-364G>A NA NA NA NA 364
Chr02 9343025 G A Chr02_9343025_G_AG_A SNP 12755.63 23 12 6 20 10 11 15 15 10 11 6 11 11 8 23 12 6 20 10 11 15 15 10 11 6 11 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-364G>A NA NA NA NA 331
Chr02 9343025 G A Chr02_9343025_G_AG_A SNP 12755.63 23 12 6 20 10 11 15 15 10 11 6 11 11 8 23 12 6 20 10 11 15 15 10 11 6 11 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343025G>ANA NA NA NA NA
Chr02 9343028 A AC Chr02_9343028_A_ACA_AC INDEL 11981.59 21 12 6 19 10 12 15 15 11 10 5 11 11 8 21 12 6 19 10 12 15 15 11 10 5 11 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-361_-360insCNA NA NA NA 360
Chr02 9343028 A AC Chr02_9343028_A_ACA_AC INDEL 11981.59 21 12 6 19 10 12 15 15 11 10 5 11 11 8 21 12 6 19 10 12 15 15 11 10 5 11 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-361_-360insCNA NA NA NA 327
Chr02 9343028 A AC Chr02_9343028_A_ACA_AC INDEL 11981.59 21 12 6 19 10 12 15 15 11 10 5 11 11 8 21 12 6 19 10 12 15 15 11 10 5 11 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343028_9343029insCNA NA NA NA NA
Chr02 9343030 TGA T Chr02_9343030_TGA_TTGA_T INDEL 11756.59 20 12 7 19 10 12 14 13 11 10 4 11 10 8 20 12 7 19 10 12 14 13 11 10 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-358_-357delGANA NA NA NA 358
Chr02 9343030 TGA T Chr02_9343030_TGA_TTGA_T INDEL 11756.59 20 12 7 19 10 12 14 13 11 10 4 11 10 8 20 12 7 19 10 12 14 13 11 10 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-358_-357delGANA NA NA NA 325
Chr02 9343030 TGA T Chr02_9343030_TGA_TTGA_T INDEL 11756.59 20 12 7 19 10 12 14 13 11 10 4 11 10 8 20 12 7 19 10 12 14 13 11 10 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343031_9343032delGANA NA NA NA NA
Chr02 9343037 A G Chr02_9343037_A_GA_G SNP 11315.63 17 13 8 17 10 12 14 12 12 9 4 10 10 8 17 13 8 17 10 12 14 12 12 9 4 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-352A>G NA NA NA NA 352
Chr02 9343037 A G Chr02_9343037_A_GA_G SNP 11315.63 17 13 8 17 10 12 14 12 12 9 4 10 10 8 17 13 8 17 10 12 14 12 12 9 4 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-352A>G NA NA NA NA 319
Chr02 9343037 A G Chr02_9343037_A_GA_G SNP 11315.63 17 13 8 17 10 12 14 12 12 9 4 10 10 8 17 13 8 17 10 12 14 12 12 9 4 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343037A>GNA NA NA NA NA
Chr02 9343042 T C Chr02_9343042_T_CT_C SNP 10685.63 15 13 8 17 11 12 14 12 13 9 4 9 9 6 15 13 8 17 11 12 14 12 13 9 4 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-347T>C NA NA NA NA 347
Chr02 9343042 T C Chr02_9343042_T_CT_C SNP 10685.63 15 13 8 17 11 12 14 12 13 9 4 9 9 6 15 13 8 17 11 12 14 12 13 9 4 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-347T>C NA NA NA NA 314
Chr02 9343042 T C Chr02_9343042_T_CT_C SNP 10685.63 15 13 8 17 11 12 14 12 13 9 4 9 9 6 15 13 8 17 11 12 14 12 13 9 4 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343042T>CNA NA NA NA NA
Chr02 9343044 G A Chr02_9343044_G_AG_A SNP 10587.63 15 12 8 17 11 12 14 12 13 9 4 9 9 6 15 12 8 17 11 12 14 12 13 9 4 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-345G>A NA NA NA NA 345
Chr02 9343044 G A Chr02_9343044_G_AG_A SNP 10587.63 15 12 8 17 11 12 14 12 13 9 4 9 9 6 15 12 8 17 11 12 14 12 13 9 4 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-345G>A NA NA NA NA 312
Chr02 9343044 G A Chr02_9343044_G_AG_A SNP 10587.63 15 12 8 17 11 12 14 12 13 9 4 9 9 6 15 12 8 17 11 12 14 12 13 9 4 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343044G>ANA NA NA NA NA
Chr02 9343049 G A Chr02_9343049_G_AG_A SNP 10106.63 14 11 8 16 10 12 11 12 12 9 4 9 8 5 14 11 8 16 10 12 11 12 12 9 4 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.-340G>A NA NA NA NA 340
Chr02 9343049 G A Chr02_9343049_G_AG_A SNP 10106.63 14 11 8 16 10 12 11 12 12 9 4 9 8 5 14 11 8 16 10 12 11 12 12 9 4 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.-340G>A NA NA NA NA 307
Chr02 9343049 G A Chr02_9343049_G_AG_A SNP 10106.63 14 11 8 16 10 12 11 12 12 9 4 9 8 5 14 11 8 16 10 12 11 12 12 9 4 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933411protein_codingNA c.*5422C>T NA NA NA NA 4997
Chr02 9343049 G A Chr02_9343049_G_AG_A SNP 10106.63 14 11 8 16 10 12 11 12 12 9 4 9 8 5 14 11 8 16 10 12 11 12 12 9 4 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13880-Pp3c2_13890Pp3c2_13880-Pp3c2_13890intergenic_regionPp3c2_13880-Pp3c2_13890NA NA n.9343049G>ANA NA NA NA NA
Chr02 9344410 C A Chr02_9344410_C_AC_A SNP 13473.63 21 8 8 12 19 20 18 17 13 15 9 15 9 4 21 8 8 12 19 20 18 17 13 15 9 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.*89C>A NA NA NA NA 89
Chr02 9344410 C A Chr02_9344410_C_AC_A SNP 13473.63 21 8 8 12 19 20 18 17 13 15 9 15 9 4 21 8 8 12 19 20 18 17 13 15 9 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933410protein_codingNA c.*4061G>T NA NA NA NA 4061
Chr02 9344410 C A Chr02_9344410_C_AC_A SNP 13473.63 21 8 8 12 19 20 18 17 13 15 9 15 9 4 21 8 8 12 19 20 18 17 13 15 9 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.*89C>A NA NA NA NA 6
Chr02 9344410 C A Chr02_9344410_C_AC_A SNP 13473.63 21 8 8 12 19 20 18 17 13 15 9 15 9 4 21 8 8 12 19 20 18 17 13 15 9 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933411protein_codingNA c.*4061G>T NA NA NA NA 3636
Chr02 9344410 C A Chr02_9344410_C_AC_A SNP 13473.63 21 8 8 12 19 20 18 17 13 15 9 15 9 4 21 8 8 12 19 20 18 17 13 15 9 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13890-Pp3c2_13900Pp3c2_13890-Pp3c2_13900intergenic_regionPp3c2_13890-Pp3c2_13900NA NA n.9344410C>ANA NA NA NA NA
Chr02 9344411 T TG Chr02_9344411_T_TGT_TG INDEL 13374.59 21 8 8 12 19 20 18 17 13 15 9 15 9 4 21 8 8 12 19 20 18 17 13 15 9 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.*90_*91insGNA NA NA NA 91
Chr02 9344411 T TG Chr02_9344411_T_TGT_TG INDEL 13374.59 21 8 8 12 19 20 18 17 13 15 9 15 9 4 21 8 8 12 19 20 18 17 13 15 9 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933410protein_codingNA c.*4059_*4060insCNA NA NA NA 4059
Chr02 9344411 T TG Chr02_9344411_T_TGT_TG INDEL 13374.59 21 8 8 12 19 20 18 17 13 15 9 15 9 4 21 8 8 12 19 20 18 17 13 15 9 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.*90_*91insGNA NA NA NA 8
Chr02 9344411 T TG Chr02_9344411_T_TGT_TG INDEL 13374.59 21 8 8 12 19 20 18 17 13 15 9 15 9 4 21 8 8 12 19 20 18 17 13 15 9 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933411protein_codingNA c.*4059_*4060insCNA NA NA NA 3634
Chr02 9344411 T TG Chr02_9344411_T_TGT_TG INDEL 13374.59 21 8 8 12 19 20 18 17 13 15 9 15 9 4 21 8 8 12 19 20 18 17 13 15 9 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13890-Pp3c2_13900Pp3c2_13890-Pp3c2_13900intergenic_regionPp3c2_13890-Pp3c2_13900NA NA n.9344411_9344412insGNA NA NA NA NA
Chr02 9344428 A T Chr02_9344428_A_TA_T SNP 18659.63 30 14 14 17 21 24 27 26 19 28 12 28 14 6 30 14 14 17 21 24 27 26 19 28 12 28 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.*107A>T NA NA NA NA 107
Chr02 9344428 A T Chr02_9344428_A_TA_T SNP 18659.63 30 14 14 17 21 24 27 26 19 28 12 28 14 6 30 14 14 17 21 24 27 26 19 28 12 28 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933410protein_codingNA c.*4043T>A NA NA NA NA 4043
Chr02 9344428 A T Chr02_9344428_A_TA_T SNP 18659.63 30 14 14 17 21 24 27 26 19 28 12 28 14 6 30 14 14 17 21 24 27 26 19 28 12 28 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.*107A>T NA NA NA NA 24
Chr02 9344428 A T Chr02_9344428_A_TA_T SNP 18659.63 30 14 14 17 21 24 27 26 19 28 12 28 14 6 30 14 14 17 21 24 27 26 19 28 12 28 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933411protein_codingNA c.*4043T>A NA NA NA NA 3618
Chr02 9344428 A T Chr02_9344428_A_TA_T SNP 18659.63 30 14 14 17 21 24 27 26 19 28 12 28 14 6 30 14 14 17 21 24 27 26 19 28 12 28 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13890-Pp3c2_13900Pp3c2_13890-Pp3c2_13900intergenic_regionPp3c2_13890-Pp3c2_13900NA NA n.9344428A>TNA NA NA NA NA
Chr02 9346075 C A Chr02_9346075_C_AC_A SNP 8571.63 23 6 7 24 13 11 7 13 11 8 5 7 6 12 23 6 7 24 13 11 7 13 11 8 5 7 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.*1754C>A NA NA NA NA 1754
Chr02 9346075 C A Chr02_9346075_C_AC_A SNP 8571.63 23 6 7 24 13 11 7 13 11 8 5 7 6 12 23 6 7 24 13 11 7 13 11 8 5 7 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933410protein_codingNA c.*2396G>T NA NA NA NA 2396
Chr02 9346075 C A Chr02_9346075_C_AC_A SNP 8571.63 23 6 7 24 13 11 7 13 11 8 5 7 6 12 23 6 7 24 13 11 7 13 11 8 5 7 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.*1754C>A NA NA NA NA 1671
Chr02 9346075 C A Chr02_9346075_C_AC_A SNP 8571.63 23 6 7 24 13 11 7 13 11 8 5 7 6 12 23 6 7 24 13 11 7 13 11 8 5 7 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933411protein_codingNA c.*2396G>T NA NA NA NA 1971
Chr02 9346075 C A Chr02_9346075_C_AC_A SNP 8571.63 23 6 7 24 13 11 7 13 11 8 5 7 6 12 23 6 7 24 13 11 7 13 11 8 5 7 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13890-Pp3c2_13900Pp3c2_13890-Pp3c2_13900intergenic_regionPp3c2_13890-Pp3c2_13900NA NA n.9346075C>ANA NA NA NA NA
Chr02 9347273 G T Chr02_9347273_G_TG_T SNP 17173.63 26 11 16 26 27 28 20 28 27 22 13 14 6 12 26 11 16 26 27 28 20 28 27 22 13 14 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936705protein_codingNA c.*2952G>T NA NA NA NA 2952
Chr02 9347273 G T Chr02_9347273_G_TG_T SNP 17173.63 26 11 16 26 27 28 20 28 27 22 13 14 6 12 26 11 16 26 27 28 20 28 27 22 13 14 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933410protein_codingNA c.*1198C>A NA NA NA NA 1198
Chr02 9347273 G T Chr02_9347273_G_TG_T SNP 17173.63 26 11 16 26 27 28 20 28 27 22 13 14 6 12 26 11 16 26 27 28 20 28 27 22 13 14 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13890Pp3c2_13890transcript PAC:32936706protein_codingNA c.*2952G>T NA NA NA NA 2869
Chr02 9347273 G T Chr02_9347273_G_TG_T SNP 17173.63 26 11 16 26 27 28 20 28 27 22 13 14 6 12 26 11 16 26 27 28 20 28 27 22 13 14 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933411protein_codingNA c.*1198C>A NA NA NA NA 773
Chr02 9347273 G T Chr02_9347273_G_TG_T SNP 17173.63 26 11 16 26 27 28 20 28 27 22 13 14 6 12 26 11 16 26 27 28 20 28 27 22 13 14 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13890-Pp3c2_13900Pp3c2_13890-Pp3c2_13900intergenic_regionPp3c2_13890-Pp3c2_13900NA NA n.9347273G>TNA NA NA NA NA
Chr02 9353851 AC A Chr02_9353851_AC_AAC_A INDEL 19908.59 30 18 14 33 24 30 30 26 23 27 20 15 12 12 30 18 14 33 24 30 30 26 23 27 20 15 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933410protein_codingNA c.-4449delG NA NA NA NA 4449
Chr02 9353851 AC A Chr02_9353851_AC_AAC_A INDEL 19908.59 30 18 14 33 24 30 30 26 23 27 20 15 12 12 30 18 14 33 24 30 30 26 23 27 20 15 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_13900Pp3c2_13900transcript PAC:32933411protein_codingNA c.-4449delG NA NA NA NA 4449
Chr02 9353851 AC A Chr02_9353851_AC_AAC_A INDEL 19908.59 30 18 14 33 24 30 30 26 23 27 20 15 12 12 30 18 14 33 24 30 30 26 23 27 20 15 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13920Pp3c2_13920transcript PAC:32936336protein_codingNA c.*2900delG NA NA NA NA 2900
Chr02 9353851 AC A Chr02_9353851_AC_AAC_A INDEL 19908.59 30 18 14 33 24 30 30 26 23 27 20 15 12 12 30 18 14 33 24 30 30 26 23 27 20 15 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_13920Pp3c2_13920transcript PAC:32936337protein_codingNA c.*2900delG NA NA NA NA 2900
Chr02 9353851 AC A Chr02_9353851_AC_AAC_A INDEL 19908.59 30 18 14 33 24 30 30 26 23 27 20 15 12 12 30 18 14 33 24 30 30 26 23 27 20 15 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_13900-Pp3c2_13920Pp3c2_13900-Pp3c2_13920intergenic_regionPp3c2_13900-Pp3c2_13920NA NA n.9353852delCNA NA NA NA NA
Chr02 9516232 TCA T Chr02_9516232_TCA_TTCA_T INDEL 11099.59 10 10 8 19 9 11 18 8 16 9 8 7 7 7 10 10 8 19 9 11 18 8 16 9 8 7 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516233_9516234delCANA NA NA NA NA
Chr02 9516235 C T Chr02_9516235_C_TC_T SNP 11108.63 10 10 8 19 9 11 18 8 16 9 8 7 7 7 10 10 8 19 9 11 18 8 16 9 8 7 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516235C>TNA NA NA NA NA
Chr02 9516236 G GT Chr02_9516236_G_GTG_GT INDEL 11099.59 10 9 8 19 8 11 18 8 16 9 7 7 7 6 10 9 8 19 8 11 18 8 16 9 7 7 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516236_9516237insTNA NA NA NA NA
Chr02 9516238 C CT Chr02_9516238_C_CTC_CT INDEL 10937.59 10 8 8 18 8 11 17 8 15 9 7 7 7 5 10 8 8 18 8 11 17 8 15 9 7 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516238_9516239insTNA NA NA NA NA
Chr02 9516242 GA G Chr02_9516242_GA_GGA_G INDEL 10271.59 10 7 8 17 8 11 15 8 15 9 7 6 6 5 10 7 8 17 8 11 15 8 15 9 7 6 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516243delANA NA NA NA NA
Chr02 9516247 C CT Chr02_9516247_C_CTC_CT INDEL 9686.59 10 6 7 15 7 11 15 8 15 7 7 6 6 5 10 6 7 15 7 11 15 8 15 7 7 6 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516247_9516248insTNA NA NA NA NA
Chr02 9516258 G T Chr02_9516258_G_TG_T SNP 7805.63 5 5 5 11 6 7 15 8 12 7 7 4 6 4 5 5 5 11 6 7 15 8 12 7 7 4 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516258G>TNA NA NA NA NA
Chr02 9516357 G T Chr02_9516357_G_TG_T SNP 10145.63 10 6 5 14 10 13 10 6 17 14 7 9 6 8 10 6 5 14 10 13 10 6 17 14 7 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516357G>TNA NA NA NA NA
Chr02 9516359 G A Chr02_9516359_G_AG_A SNP 10328.63 10 6 5 14 11 13 10 6 17 16 8 9 6 8 10 6 5 14 11 13 10 6 17 16 8 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516359G>ANA NA NA NA NA
Chr02 9516361 G T Chr02_9516361_G_TG_T SNP 10328.63 10 6 5 14 12 13 10 6 18 17 8 10 6 8 10 6 5 14 12 13 10 6 18 17 8 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516361G>TNA NA NA NA NA
Chr02 9516560 T A Chr02_9516560_T_AT_A SNP 20463.63 23 13 19 24 21 30 24 22 29 33 11 11 8 10 23 13 19 24 21 30 24 22 29 33 11 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516560T>ANA NA NA NA NA
Chr02 9516561 CTTTGTTGG C Chr02_9516561_CTTTGTTGG_CCTTTGTTGG_CINDEL 20524.59 23 14 20 24 22 30 24 22 28 33 11 13 8 10 23 14 20 24 22 30 24 22 28 33 11 13 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516562_9516569delTTTGTTGGNA NA NA NA NA
Chr02 9516570 CAAATATATATATATTTATTAATATCATATATATAC Chr02_9516570_CAAATATATATATATTTATTAATATCATATATATA_CCAAATATATATATATTTATTAATATCATATATATA_CINDEL 20267.59 23 14 20 24 22 31 24 23 28 33 10 13 8 10 23 14 20 24 22 31 24 23 28 33 10 13 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14060-Pp3c2_14069Pp3c2_14060-Pp3c2_14069intergenic_regionPp3c2_14060-Pp3c2_14069NA NA n.9516571_9516604delAAATATATATATATTTATTAATATCATATATATANA NA NA NA NA
Chr02 9541367 T TTA Chr02_9541367_T_TTAT_TTA INDEL 3067.24 1 0 0 22 11 12 23 13 1 0 0 0 0 0 24 5 8 25 11 12 24 13 20 24 14 10 6 18 0 0 0 0.88 1 1 0.958 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_14090-Pp3c2_14120Pp3c2_14090-Pp3c2_14120intergenic_regionPp3c2_14090-Pp3c2_14120NA NA n.9541367_9541368insTANA NA NA NA NA
Chr02 9618907 T TTA Chr02_9618907_T_TTAT_TTA INDEL 3279.24 0 1 2 17 11 17 27 16 2 1 1 0 0 0 23 14 15 20 12 18 28 16 21 23 16 14 5 7 0 0 0.133 0.85 0.917 0.944 0.964 1 0.095 0 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c2_14270Pp3c2_14270transcript PAC:32933290protein_codingNA c.-3325_-3324insTANA NA NA NA 1938
Chr02 9618907 T TTA Chr02_9618907_T_TTAT_TTA INDEL 3279.24 0 1 2 17 11 17 27 16 2 1 1 0 0 0 23 14 15 20 12 18 28 16 21 23 16 14 5 7 0 0 0.133 0.85 0.917 0.944 0.964 1 0.095 0 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c2_14270Pp3c2_14270transcript PAC:32933292protein_codingNA c.-3325_-3324insTANA NA NA NA 1520
Chr02 9618907 T TTA Chr02_9618907_T_TTAT_TTA INDEL 3279.24 0 1 2 17 11 17 27 16 2 1 1 0 0 0 23 14 15 20 12 18 28 16 21 23 16 14 5 7 0 0 0.133 0.85 0.917 0.944 0.964 1 0.095 0 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c2_14270Pp3c2_14270transcript PAC:32933293protein_codingNA c.-3325_-3324insTANA NA NA NA 1533
Chr02 9618907 T TTA Chr02_9618907_T_TTAT_TTA INDEL 3279.24 0 1 2 17 11 17 27 16 2 1 1 0 0 0 23 14 15 20 12 18 28 16 21 23 16 14 5 7 0 0 0.133 0.85 0.917 0.944 0.964 1 0.095 0 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c2_14270Pp3c2_14270transcript PAC:32933296protein_codingNA c.-3325_-3324insTANA NA NA NA 1907
Chr02 9618907 T TTA Chr02_9618907_T_TTAT_TTA INDEL 3279.24 0 1 2 17 11 17 27 16 2 1 1 0 0 0 23 14 15 20 12 18 28 16 21 23 16 14 5 7 0 0 0.133 0.85 0.917 0.944 0.964 1 0.095 0 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c2_14270Pp3c2_14270transcript PAC:32933291protein_codingNA c.-3325_-3324insTANA NA NA NA 1937
Chr02 9618907 T TTA Chr02_9618907_T_TTAT_TTA INDEL 3279.24 0 1 2 17 11 17 27 16 2 1 1 0 0 0 23 14 15 20 12 18 28 16 21 23 16 14 5 7 0 0 0.133 0.85 0.917 0.944 0.964 1 0.095 0 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c2_14270Pp3c2_14270transcript PAC:32933294protein_codingNA c.-3325_-3324insTANA NA NA NA 1938
Chr02 9618907 T TTA Chr02_9618907_T_TTAT_TTA INDEL 3279.24 0 1 2 17 11 17 27 16 2 1 1 0 0 0 23 14 15 20 12 18 28 16 21 23 16 14 5 7 0 0 0.133 0.85 0.917 0.944 0.964 1 0.095 0 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c2_14270Pp3c2_14270transcript PAC:32933295protein_codingNA c.-3325_-3324insTANA NA NA NA 1938
Chr02 9618907 T TTA Chr02_9618907_T_TTAT_TTA INDEL 3279.24 0 1 2 17 11 17 27 16 2 1 1 0 0 0 23 14 15 20 12 18 28 16 21 23 16 14 5 7 0 0 0.133 0.85 0.917 0.944 0.964 1 0.095 0 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c2_14220Pp3c2_14220transcript PAC:32933727protein_codingNA c.*4552_*4553insTANA NA NA NA 4108
Chr02 9618907 T TTA Chr02_9618907_T_TTAT_TTA INDEL 3279.24 0 1 2 17 11 17 27 16 2 1 1 0 0 0 23 14 15 20 12 18 28 16 21 23 16 14 5 7 0 0 0.133 0.85 0.917 0.944 0.964 1 0.095 0 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c2_14220Pp3c2_14220transcript PAC:32933728protein_codingNA c.*4552_*4553insTANA NA NA NA 4185
Chr02 9618907 T TTA Chr02_9618907_T_TTAT_TTA INDEL 3279.24 0 1 2 17 11 17 27 16 2 1 1 0 0 0 23 14 15 20 12 18 28 16 21 23 16 14 5 7 0 0 0.133 0.85 0.917 0.944 0.964 1 0.095 0 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c2_14220-Pp3c2_14270Pp3c2_14220-Pp3c2_14270intergenic_regionPp3c2_14220-Pp3c2_14270NA NA n.9618907_9618908insTANA NA NA NA NA
Chr02 9744731 A AT Chr02_9744731_A_ATA_AT INDEL 17401.59 23 20 21 30 19 25 34 26 17 24 22 26 6 11 23 20 21 30 19 25 34 26 17 24 22 26 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_14390Pp3c2_14390transcript PAC:32933700protein_codingNA c.-2576_-2575insTNA NA NA NA 2141
Chr02 9744731 A AT Chr02_9744731_A_ATA_AT INDEL 17401.59 23 20 21 30 19 25 34 26 17 24 22 26 6 11 23 20 21 30 19 25 34 26 17 24 22 26 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_14390Pp3c2_14390transcript PAC:32933702protein_codingNA c.-2533_-2532insTNA NA NA NA 2141
Chr02 9744731 A AT Chr02_9744731_A_ATA_AT INDEL 17401.59 23 20 21 30 19 25 34 26 17 24 22 26 6 11 23 20 21 30 19 25 34 26 17 24 22 26 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_14390Pp3c2_14390transcript PAC:32933701protein_codingNA c.-2533_-2532insTNA NA NA NA 2154
Chr02 9744731 A AT Chr02_9744731_A_ATA_AT INDEL 17401.59 23 20 21 30 19 25 34 26 17 24 22 26 6 11 23 20 21 30 19 25 34 26 17 24 22 26 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14370-Pp3c2_14390Pp3c2_14370-Pp3c2_14390intergenic_regionPp3c2_14370-Pp3c2_14390NA NA n.9744731_9744732insTNA NA NA NA NA
Chr02 9776404 T TG Chr02_9776404_T_TGT_TG INDEL 15211.59 14 14 19 18 14 26 25 25 18 17 18 13 6 7 14 14 19 18 14 26 25 25 18 17 18 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_14430Pp3c2_14430transcript PAC:32935206protein_coding 01-mai c.-526_-525insGNA NA NA NA 525
Chr02 9776404 T TG Chr02_9776404_T_TGT_TG INDEL 15211.59 14 14 19 18 14 26 25 25 18 17 18 13 6 7 14 14 19 18 14 26 25 25 18 17 18 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_14430Pp3c2_14430transcript PAC:32935205protein_coding 01-mai c.-526_-525insGNA NA NA NA 525
Chr02 9776404 T TG Chr02_9776404_T_TGT_TG INDEL 15211.59 14 14 19 18 14 26 25 25 18 17 18 13 6 7 14 14 19 18 14 26 25 25 18 17 18 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_14430Pp3c2_14430transcript PAC:32935202protein_coding 01-juin c.-526_-525insGNA NA NA NA 525
Chr02 9776404 T TG Chr02_9776404_T_TGT_TG INDEL 15211.59 14 14 19 18 14 26 25 25 18 17 18 13 6 7 14 14 19 18 14 26 25 25 18 17 18 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_14440Pp3c2_14440transcript PAC:32936347protein_codingNA c.*3430_*3431insCNA NA NA NA 2585
Chr02 9776404 T TG Chr02_9776404_T_TGT_TG INDEL 15211.59 14 14 19 18 14 26 25 25 18 17 18 13 6 7 14 14 19 18 14 26 25 25 18 17 18 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_14440Pp3c2_14440transcript PAC:32936348protein_codingNA c.*3430_*3431insCNA NA NA NA 2565
Chr02 9776404 T TG Chr02_9776404_T_TGT_TG INDEL 15211.59 14 14 19 18 14 26 25 25 18 17 18 13 6 7 14 14 19 18 14 26 25 25 18 17 18 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_14440Pp3c2_14440transcript PAC:32936349protein_codingNA c.*3430_*3431insCNA NA NA NA 2565
Chr02 9776404 T TG Chr02_9776404_T_TGT_TG INDEL 15211.59 14 14 19 18 14 26 25 25 18 17 18 13 6 7 14 14 19 18 14 26 25 25 18 17 18 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_14440Pp3c2_14440transcript PAC:32936350protein_codingNA c.*3430_*3431insCNA NA NA NA 2565
Chr02 9776404 T TG Chr02_9776404_T_TGT_TG INDEL 15211.59 14 14 19 18 14 26 25 25 18 17 18 13 6 7 14 14 19 18 14 26 25 25 18 17 18 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_14430Pp3c2_14430transcript PAC:32935200protein_coding 01-juin c.-34+303_-34+304insGNA NA NA NA NA
Chr02 9776404 T TG Chr02_9776404_T_TGT_TG INDEL 15211.59 14 14 19 18 14 26 25 25 18 17 18 13 6 7 14 14 19 18 14 26 25 25 18 17 18 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_14430Pp3c2_14430transcript PAC:32935204protein_coding 01-mai c.-34+303_-34+304insGNA NA NA NA NA
Chr02 9776404 T TG Chr02_9776404_T_TGT_TG INDEL 15211.59 14 14 19 18 14 26 25 25 18 17 18 13 6 7 14 14 19 18 14 26 25 25 18 17 18 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_14430Pp3c2_14430transcript PAC:32935201protein_coding 01-juin c.-34+89_-34+90insGNA NA NA NA NA
Chr02 9776404 T TG Chr02_9776404_T_TGT_TG INDEL 15211.59 14 14 19 18 14 26 25 25 18 17 18 13 6 7 14 14 19 18 14 26 25 25 18 17 18 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_14430Pp3c2_14430transcript PAC:32935203protein_coding 01-mai c.-34+89_-34+90insGNA NA NA NA NA
Chr02 9793155 G T Chr02_9793155_G_TG_T SNP 18995.63 27 26 15 22 16 27 32 20 28 25 25 12 15 9 27 26 15 22 16 27 32 20 28 25 25 12 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14440-Pp3c2_14470Pp3c2_14440-Pp3c2_14470intergenic_regionPp3c2_14440-Pp3c2_14470NA NA n.9793155G>TNA NA NA NA NA
Chr02 9939535 AAT A Chr02_9939535_AAT_AAAT_A INDEL 1135.35 17 13 9 0 0 0 0 0 0 0 0 0 0 1 17 13 9 14 7 16 26 15 13 11 7 4 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_14620Pp3c2_14620transcript PAC:32935628protein_codingNA c.-2704_-2703delATNA NA NA NA 2249
Chr02 9939535 AAT A Chr02_9939535_AAT_AAAT_A INDEL 1135.35 17 13 9 0 0 0 0 0 0 0 0 0 0 1 17 13 9 14 7 16 26 15 13 11 7 4 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_14620Pp3c2_14620transcript PAC:32935630protein_codingNA c.-2704_-2703delATNA NA NA NA 2178
Chr02 9939535 AAT A Chr02_9939535_AAT_AAAT_A INDEL 1135.35 17 13 9 0 0 0 0 0 0 0 0 0 0 1 17 13 9 14 7 16 26 15 13 11 7 4 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_14620Pp3c2_14620transcript PAC:32935629protein_codingNA c.-2704_-2703delATNA NA NA NA 2300
Chr02 9939535 AAT A Chr02_9939535_AAT_AAAT_A INDEL 1135.35 17 13 9 0 0 0 0 0 0 0 0 0 0 1 17 13 9 14 7 16 26 15 13 11 7 4 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c2_14630Pp3c2_14630transcript PAC:32935462protein_codingNA c.*2484_*2485delATNA NA NA NA 2485
Chr02 9939535 AAT A Chr02_9939535_AAT_AAAT_A INDEL 1135.35 17 13 9 0 0 0 0 0 0 0 0 0 0 1 17 13 9 14 7 16 26 15 13 11 7 4 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c2_14620-Pp3c2_14630Pp3c2_14620-Pp3c2_14630intergenic_regionPp3c2_14620-Pp3c2_14630NA NA n.9939536_9939537delATNA NA NA NA NA
Chr02 9992276 C A Chr02_9992276_C_AC_A SNP 20321.63 33 12 18 24 20 30 24 22 28 33 13 11 12 15 33 12 18 24 20 30 24 22 28 33 13 11 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14669-Pp3c2_14800Pp3c2_14669-Pp3c2_14800intergenic_regionPp3c2_14669-Pp3c2_14800NA NA n.9992276C>ANA NA NA NA NA
Chr02 9992286 A T Chr02_9992286_A_TA_T SNP 20285.63 40 12 17 25 18 31 22 25 26 33 14 11 11 14 41 12 17 26 18 31 22 25 26 33 14 11 11 14 0.976 1 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14669-Pp3c2_14800Pp3c2_14669-Pp3c2_14800intergenic_regionPp3c2_14669-Pp3c2_14800NA NA n.9992286A>TNA NA NA NA NA
Chr02 9992317 T A Chr02_9992317_T_AT_A SNP 19860.63 36 11 11 30 16 27 21 25 27 32 15 17 10 11 36 11 11 30 16 27 21 25 27 32 15 17 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14669-Pp3c2_14800Pp3c2_14669-Pp3c2_14800intergenic_regionPp3c2_14669-Pp3c2_14800NA NA n.9992317T>ANA NA NA NA NA
Chr02 9992318 C A Chr02_9992318_C_AC_A SNP 19860.63 36 11 11 30 16 27 21 25 26 32 15 17 10 11 36 11 11 30 16 27 21 25 26 32 15 17 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_14669-Pp3c2_14800Pp3c2_14669-Pp3c2_14800intergenic_regionPp3c2_14669-Pp3c2_14800NA NA n.9992318C>ANA NA NA NA NA
Chr02 10067951 A G Chr02_10067951_A_GA_G SNP 1343.39 16 11 13 0 0 0 0 0 0 0 0 0 0 0 16 11 13 15 22 19 33 20 14 19 15 14 6 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c2_14669-Pp3c2_14800Pp3c2_14669-Pp3c2_14800intergenic_regionPp3c2_14669-Pp3c2_14800NA NA n.10067951A>GNA NA NA NA NA
Chr02 10424299 G C Chr02_10424299_G_CG_C SNP 17861.63 20 14 29 18 19 27 34 15 21 29 18 30 8 10 20 14 29 18 19 27 34 15 21 29 18 30 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_15250-Pp3c2_15400Pp3c2_15250-Pp3c2_15400intergenic_regionPp3c2_15250-Pp3c2_15400NA NA n.10424299G>CNA NA NA NA NA
Chr02 10672863 G T Chr02_10672863_G_TG_T SNP 16668.63 27 7 17 20 20 24 19 17 19 23 14 17 12 6 27 7 17 20 20 24 19 17 19 23 14 17 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_15740-Pp3c2_15810Pp3c2_15740-Pp3c2_15810intergenic_regionPp3c2_15740-Pp3c2_15810NA NA n.10672863G>TNA NA NA NA NA
Chr02 10672869 G A Chr02_10672869_G_AG_A SNP 15873.63 26 7 17 19 15 20 19 16 19 21 15 14 10 6 26 7 17 19 15 20 19 16 19 21 15 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_15740-Pp3c2_15810Pp3c2_15740-Pp3c2_15810intergenic_regionPp3c2_15740-Pp3c2_15810NA NA n.10672869G>ANA NA NA NA NA
Chr02 10672872 G T Chr02_10672872_G_TG_T SNP 15267.63 26 6 17 18 15 19 17 15 19 21 14 14 11 6 26 6 17 18 15 19 17 15 19 21 14 14 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_15740-Pp3c2_15810Pp3c2_15740-Pp3c2_15810intergenic_regionPp3c2_15740-Pp3c2_15810NA NA n.10672872G>TNA NA NA NA NA
Chr02 10672915 G A Chr02_10672915_G_AG_A SNP 12925.63 24 7 15 18 7 13 19 9 18 17 9 14 10 8 24 7 15 18 7 13 19 9 18 17 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_15740-Pp3c2_15810Pp3c2_15740-Pp3c2_15810intergenic_regionPp3c2_15740-Pp3c2_15810NA NA n.10672915G>ANA NA NA NA NA
Chr02 10672974 G T Chr02_10672974_G_TG_T SNP 15447.63 27 7 13 14 13 8 24 17 15 12 7 15 11 11 27 7 13 14 13 8 24 17 15 12 7 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_15740-Pp3c2_15810Pp3c2_15740-Pp3c2_15810intergenic_regionPp3c2_15740-Pp3c2_15810NA NA n.10672974G>TNA NA NA NA NA
Chr02 10672978 G T Chr02_10672978_G_TG_T SNP 16010.63 28 7 13 15 14 8 24 18 15 13 7 15 13 11 28 7 13 15 14 8 24 18 15 13 7 15 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_15740-Pp3c2_15810Pp3c2_15740-Pp3c2_15810intergenic_regionPp3c2_15740-Pp3c2_15810NA NA n.10672978G>TNA NA NA NA NA
Chr02 10672987 G T Chr02_10672987_G_TG_T SNP 16859.63 31 8 13 17 16 9 26 18 15 15 8 15 12 11 31 8 13 17 16 9 26 18 15 15 8 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_15740-Pp3c2_15810Pp3c2_15740-Pp3c2_15810intergenic_regionPp3c2_15740-Pp3c2_15810NA NA n.10672987G>TNA NA NA NA NA
Chr02 10694235 G A Chr02_10694235_G_AG_A SNP 11019.29 20 14 21 0 0 0 0 0 22 26 20 17 7 6 21 14 21 19 19 20 34 24 22 26 20 17 7 6 0.952 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c2_15740-Pp3c2_15810Pp3c2_15740-Pp3c2_15810intergenic_regionPp3c2_15740-Pp3c2_15810NA NA n.10694235G>ANA NA NA NA NA
Chr02 10717287 AAT A Chr02_10717287_AAT_AAAT_A INDEL 2659.93 0 0 0 0 0 0 0 0 17 16 9 23 6 5 18 12 14 28 16 20 29 16 19 17 9 23 6 5 0 0 0 0 0 0 0 0 0.895 0.941 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_15830Pp3c2_15830transcript PAC:32935401protein_codingNA c.-1689_-1688delATNA NA NA NA 1179
Chr02 10717287 AAT A Chr02_10717287_AAT_AAAT_A INDEL 2659.93 0 0 0 0 0 0 0 0 17 16 9 23 6 5 18 12 14 28 16 20 29 16 19 17 9 23 6 5 0 0 0 0 0 0 0 0 0.895 0.941 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_15830Pp3c2_15830transcript PAC:32935402protein_codingNA c.-1689_-1688delATNA NA NA NA 1178



Chr02 10717287 AAT A Chr02_10717287_AAT_AAAT_A INDEL 2659.93 0 0 0 0 0 0 0 0 17 16 9 23 6 5 18 12 14 28 16 20 29 16 19 17 9 23 6 5 0 0 0 0 0 0 0 0 0.895 0.941 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_15830Pp3c2_15830transcript PAC:32935403protein_codingNA c.-3059_-3058delATNA NA NA NA 1179
Chr02 10717287 AAT A Chr02_10717287_AAT_AAAT_A INDEL 2659.93 0 0 0 0 0 0 0 0 17 16 9 23 6 5 18 12 14 28 16 20 29 16 19 17 9 23 6 5 0 0 0 0 0 0 0 0 0.895 0.941 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_15830Pp3c2_15830transcript PAC:32935404protein_codingNA c.-1689_-1688delATNA NA NA NA 1179
Chr02 10717287 AAT A Chr02_10717287_AAT_AAAT_A INDEL 2659.93 0 0 0 0 0 0 0 0 17 16 9 23 6 5 18 12 14 28 16 20 29 16 19 17 9 23 6 5 0 0 0 0 0 0 0 0 0.895 0.941 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_15830Pp3c2_15830transcript PAC:32935405protein_codingNA c.-3545_-3544delATNA NA NA NA 1179
Chr02 10717287 AAT A Chr02_10717287_AAT_AAAT_A INDEL 2659.93 0 0 0 0 0 0 0 0 17 16 9 23 6 5 18 12 14 28 16 20 29 16 19 17 9 23 6 5 0 0 0 0 0 0 0 0 0.895 0.941 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_15820Pp3c2_15820transcript PAC:32936113protein_codingNA c.*1647_*1648delATNA NA NA NA 1054
Chr02 10717287 AAT A Chr02_10717287_AAT_AAAT_A INDEL 2659.93 0 0 0 0 0 0 0 0 17 16 9 23 6 5 18 12 14 28 16 20 29 16 19 17 9 23 6 5 0 0 0 0 0 0 0 0 0.895 0.941 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_15820Pp3c2_15820transcript PAC:32936114protein_codingNA c.*1647_*1648delATNA NA NA NA 1129
Chr02 10717287 AAT A Chr02_10717287_AAT_AAAT_A INDEL 2659.93 0 0 0 0 0 0 0 0 17 16 9 23 6 5 18 12 14 28 16 20 29 16 19 17 9 23 6 5 0 0 0 0 0 0 0 0 0.895 0.941 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_15820-Pp3c2_15830Pp3c2_15820-Pp3c2_15830intergenic_regionPp3c2_15820-Pp3c2_15830NA NA n.10717288_10717289delATNA NA NA NA NA
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933215protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933218protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933222protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933225protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933220protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933219protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933217protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933216protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933226protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933221protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933223protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16080Pp3c2_16080transcript PAC:32933224protein_codingNA c.*3564_*3590delATAATACTTTATAAAGTAGATATTATCNA NA NA NA 2513
Chr02 10852931 GATAATACTTTATAAAGTAGATATTATCG Chr02_10852931_GATAATACTTTATAAAGTAGATATTATC_GGATAATACTTTATAAAGTAGATATTATC_GINDEL 16180.59 28 19 15 23 15 23 22 21 17 20 8 6 11 6 28 19 15 23 15 23 22 21 17 20 8 6 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_16080-Pp3c2_16120Pp3c2_16080-Pp3c2_16120intergenic_regionPp3c2_16080-Pp3c2_16120NA NA n.10852932_10852958delATAATACTTTATAAAGTAGATATTATCNA NA NA NA NA
Chr02 10868701 T C Chr02_10868701_T_CT_C SNP 4644.98 0 0 0 0 0 0 0 0 26 28 11 14 16 10 21 17 13 19 20 23 32 30 26 28 11 14 17 10 0 0 0 0 0 0 0 0 1 1 1 1 0.941 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_16080-Pp3c2_16120Pp3c2_16080-Pp3c2_16120intergenic_regionPp3c2_16080-Pp3c2_16120NA NA n.10868701T>CNA NA NA NA NA
Chr02 10908053 C A Chr02_10908053_C_AC_A SNP 19193.63 28 12 11 19 12 34 32 27 19 21 18 14 5 5 28 12 11 19 12 34 32 27 19 21 18 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16150Pp3c2_16150transcript PAC:32936987protein_codingNA c.*535C>A NA NA NA NA 535
Chr02 10908053 C A Chr02_10908053_C_AC_A SNP 19193.63 28 12 11 19 12 34 32 27 19 21 18 14 5 5 28 12 11 19 12 34 32 27 19 21 18 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_16150-Pp3c2_16160Pp3c2_16150-Pp3c2_16160intergenic_regionPp3c2_16150-Pp3c2_16160NA NA n.10908053C>ANA NA NA NA NA
Chr02 10908068 C A Chr02_10908068_C_AC_A SNP 20135.63 28 13 10 17 14 36 28 27 22 28 15 16 5 6 28 13 10 17 14 36 28 27 22 28 15 16 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16150Pp3c2_16150transcript PAC:32936987protein_codingNA c.*550C>A NA NA NA NA 550
Chr02 10908068 C A Chr02_10908068_C_AC_A SNP 20135.63 28 13 10 17 14 36 28 27 22 28 15 16 5 6 28 13 10 17 14 36 28 27 22 28 15 16 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_16150-Pp3c2_16160Pp3c2_16150-Pp3c2_16160intergenic_regionPp3c2_16150-Pp3c2_16160NA NA n.10908068C>ANA NA NA NA NA
Chr02 11119654 G A Chr02_11119654_G_AG_A SNP 9550.63 23 10 12 14 9 16 19 16 8 9 8 6 4 5 23 10 12 14 9 16 19 16 8 9 8 6 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_16600Pp3c2_16600transcript PAC:32933867protein_codingNA c.-1202C>T NA NA NA NA 1074
Chr02 11119654 G A Chr02_11119654_G_AG_A SNP 9550.63 23 10 12 14 9 16 19 16 8 9 8 6 4 5 23 10 12 14 9 16 19 16 8 9 8 6 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_16600Pp3c2_16600transcript PAC:32933868protein_codingNA c.-1202C>T NA NA NA NA 889
Chr02 11119654 G A Chr02_11119654_G_AG_A SNP 9550.63 23 10 12 14 9 16 19 16 8 9 8 6 4 5 23 10 12 14 9 16 19 16 8 9 8 6 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16610Pp3c2_16610transcript PAC:32934335protein_codingNA c.*2053C>T NA NA NA NA 1686
Chr02 11119654 G A Chr02_11119654_G_AG_A SNP 9550.63 23 10 12 14 9 16 19 16 8 9 8 6 4 5 23 10 12 14 9 16 19 16 8 9 8 6 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16610Pp3c2_16610transcript PAC:32934338protein_codingNA c.*2053C>T NA NA NA NA 1679
Chr02 11119654 G A Chr02_11119654_G_AG_A SNP 9550.63 23 10 12 14 9 16 19 16 8 9 8 6 4 5 23 10 12 14 9 16 19 16 8 9 8 6 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16610Pp3c2_16610transcript PAC:32934336protein_codingNA c.*2053C>T NA NA NA NA 1686
Chr02 11119654 G A Chr02_11119654_G_AG_A SNP 9550.63 23 10 12 14 9 16 19 16 8 9 8 6 4 5 23 10 12 14 9 16 19 16 8 9 8 6 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16610Pp3c2_16610transcript PAC:32934337protein_codingNA c.*2053C>T NA NA NA NA 1686
Chr02 11119654 G A Chr02_11119654_G_AG_A SNP 9550.63 23 10 12 14 9 16 19 16 8 9 8 6 4 5 23 10 12 14 9 16 19 16 8 9 8 6 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_16600-Pp3c2_16610Pp3c2_16600-Pp3c2_16610intergenic_regionPp3c2_16600-Pp3c2_16610NA NA n.11119654G>ANA NA NA NA NA
Chr02 11152200 G T Chr02_11152200_G_TG_T SNP 17319.63 29 14 13 23 15 26 35 16 28 30 16 13 11 11 29 14 13 23 15 26 35 16 28 30 16 13 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_16660Pp3c2_16660transcript PAC:32935642protein_codingNA c.-1401C>A NA NA NA NA 1120
Chr02 11152200 G T Chr02_11152200_G_TG_T SNP 17319.63 29 14 13 23 15 26 35 16 28 30 16 13 11 11 29 14 13 23 15 26 35 16 28 30 16 13 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_16660Pp3c2_16660transcript PAC:32935643protein_codingNA c.-1401C>A NA NA NA NA 1128
Chr02 11152200 G T Chr02_11152200_G_TG_T SNP 17319.63 29 14 13 23 15 26 35 16 28 30 16 13 11 11 29 14 13 23 15 26 35 16 28 30 16 13 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_16660Pp3c2_16660transcript PAC:32935644protein_codingNA c.-1401C>A NA NA NA NA 598
Chr02 11152200 G T Chr02_11152200_G_TG_T SNP 17319.63 29 14 13 23 15 26 35 16 28 30 16 13 11 11 29 14 13 23 15 26 35 16 28 30 16 13 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_16671Pp3c2_16671transcript PAC:32934964protein_codingNA c.*687G>T NA NA NA NA 504
Chr02 11152200 G T Chr02_11152200_G_TG_T SNP 17319.63 29 14 13 23 15 26 35 16 28 30 16 13 11 11 29 14 13 23 15 26 35 16 28 30 16 13 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_16671-Pp3c2_16680Pp3c2_16671-Pp3c2_16680intergenic_regionPp3c2_16671-Pp3c2_16680NA NA n.11152200G>TNA NA NA NA NA
Chr02 11175756 ATTTC A Chr02_11175756_ATTTC_AATTTC_A INDEL 20671.59 30 16 21 21 24 32 28 15 23 26 14 18 12 13 30 16 21 21 24 32 28 15 23 26 14 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932979protein_coding août-14 c.1749+95_1749+98delGAAANA NA NA NA NA
Chr02 11175756 ATTTC A Chr02_11175756_ATTTC_AATTTC_A INDEL 20671.59 30 16 21 21 24 32 28 15 23 26 14 18 12 13 30 16 21 21 24 32 28 15 23 26 14 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932981protein_coding août-14 c.1749+95_1749+98delGAAANA NA NA NA NA
Chr02 11175756 ATTTC A Chr02_11175756_ATTTC_AATTTC_A INDEL 20671.59 30 16 21 21 24 32 28 15 23 26 14 18 12 13 30 16 21 21 24 32 28 15 23 26 14 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932980protein_coding août-14 c.1749+95_1749+98delGAAANA NA NA NA NA
Chr02 11175756 ATTTC A Chr02_11175756_ATTTC_AATTTC_A INDEL 20671.59 30 16 21 21 24 32 28 15 23 26 14 18 12 13 30 16 21 21 24 32 28 15 23 26 14 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932982protein_coding 08-déc c.1749+95_1749+98delGAAANA NA NA NA NA
Chr02 11175762 A ACC Chr02_11175762_A_ACCA_ACC INDEL 21167.59 29 16 21 20 24 31 28 15 23 26 15 18 12 14 29 16 21 20 24 31 28 15 23 26 15 18 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932979protein_coding août-14 c.1749+92_1749+93insGGNA NA NA NA NA
Chr02 11175762 A ACC Chr02_11175762_A_ACCA_ACC INDEL 21167.59 29 16 21 20 24 31 28 15 23 26 15 18 12 14 29 16 21 20 24 31 28 15 23 26 15 18 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932981protein_coding août-14 c.1749+92_1749+93insGGNA NA NA NA NA
Chr02 11175762 A ACC Chr02_11175762_A_ACCA_ACC INDEL 21167.59 29 16 21 20 24 31 28 15 23 26 15 18 12 14 29 16 21 20 24 31 28 15 23 26 15 18 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932980protein_coding août-14 c.1749+92_1749+93insGGNA NA NA NA NA
Chr02 11175762 A ACC Chr02_11175762_A_ACCA_ACC INDEL 21167.59 29 16 21 20 24 31 28 15 23 26 15 18 12 14 29 16 21 20 24 31 28 15 23 26 15 18 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932982protein_coding 08-déc c.1749+92_1749+93insGGNA NA NA NA NA
Chr02 11175764 C CAAT Chr02_11175764_C_CAATC_CAAT INDEL 21270.59 30 16 20 19 24 30 29 15 23 25 15 20 14 14 30 16 20 19 24 30 29 15 23 25 15 20 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932979protein_coding août-14 c.1749+90_1749+91insATTNA NA NA NA NA
Chr02 11175764 C CAAT Chr02_11175764_C_CAATC_CAAT INDEL 21270.59 30 16 20 19 24 30 29 15 23 25 15 20 14 14 30 16 20 19 24 30 29 15 23 25 15 20 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932981protein_coding août-14 c.1749+90_1749+91insATTNA NA NA NA NA
Chr02 11175764 C CAAT Chr02_11175764_C_CAATC_CAAT INDEL 21270.59 30 16 20 19 24 30 29 15 23 25 15 20 14 14 30 16 20 19 24 30 29 15 23 25 15 20 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932980protein_coding août-14 c.1749+90_1749+91insATTNA NA NA NA NA
Chr02 11175764 C CAAT Chr02_11175764_C_CAATC_CAAT INDEL 21270.59 30 16 20 19 24 30 29 15 23 25 15 20 14 14 30 16 20 19 24 30 29 15 23 25 15 20 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_16690Pp3c2_16690transcript PAC:32932982protein_coding 08-déc c.1749+90_1749+91insATTNA NA NA NA NA
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1370_-1367delCTTCNA NA NA NA 1353
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-929_-926delGAAGNA NA NA NA 929
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-929_-926delGAAGNA NA NA NA 36
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-929_-926delGAAGNA NA NA NA 36
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4247_*4250delGAAGNA NA NA NA 3715
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2846_*2849delCTTCNA NA NA NA 2849
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4247_*4250delGAAGNA NA NA NA 3163
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4247_*4250delGAAGNA NA NA NA 3163
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4247_*4250delGAAGNA NA NA NA 3163
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3767_*3770delCTTCNA NA NA NA 2630
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3767_*3770delCTTCNA NA NA NA 2630
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3767_*3770delCTTCNA NA NA NA 2630
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3767_*3770delCTTCNA NA NA NA 3392
Chr02 11327902 CGAAG C Chr02_11327902_CGAAG_CCGAAG_C INDEL 14570.59 19 7 8 19 13 27 26 21 12 20 7 8 5 8 19 7 8 19 13 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327903_11327906delGAAGNA NA NA NA NA
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1373_-1372insCCGTGNA NA NA NA 1359
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-924_-923insCACGGNA NA NA NA 923
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-924_-923insCACGGNA NA NA NA 30
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-924_-923insCACGGNA NA NA NA 30
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4252_*4253insCACGGNA NA NA NA 3721
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2843_*2844insCCGTGNA NA NA NA 2843
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4252_*4253insCACGGNA NA NA NA 3169
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4252_*4253insCACGGNA NA NA NA 3169
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4252_*4253insCACGGNA NA NA NA 3169
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3764_*3765insCCGTGNA NA NA NA 2624
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3764_*3765insCCGTGNA NA NA NA 2624
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3764_*3765insCCGTGNA NA NA NA 2624
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3764_*3765insCCGTGNA NA NA NA 3386
Chr02 11327908 T TCACGG Chr02_11327908_T_TCACGGT_TCACGG INDEL 15425.59 19 7 8 18 14 27 26 21 12 20 7 8 5 8 19 7 8 18 14 27 26 21 12 20 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327908_11327909insCACGGNA NA NA NA NA
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1377_-1375delTTCNA NA NA NA 1361
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-921_-919delGAANA NA NA NA 921
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-921_-919delGAANA NA NA NA 28
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-921_-919delGAANA NA NA NA 28
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4255_*4257delGAANA NA NA NA 3723
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2839_*2841delTTCNA NA NA NA 2841
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4255_*4257delGAANA NA NA NA 3171
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4255_*4257delGAANA NA NA NA 3171
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4255_*4257delGAANA NA NA NA 3171
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3760_*3762delTTCNA NA NA NA 2622
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3760_*3762delTTCNA NA NA NA 2622
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3760_*3762delTTCNA NA NA NA 2622
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3760_*3762delTTCNA NA NA NA 3384
Chr02 11327910 GGAA G Chr02_11327910_GGAA_GGGAA_G INDEL 15491.59 17 7 8 22 13 26 25 21 14 20 6 8 5 8 17 7 8 22 13 26 25 21 14 20 6 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327911_11327913delGAANA NA NA NA NA
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1380_-1379insCNA NA NA NA 1366
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-917_-916insGNA NA NA NA 916
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-917_-916insGNA NA NA NA 23
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-917_-916insGNA NA NA NA 23
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4259_*4260insGNA NA NA NA 3728
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2836_*2837insCNA NA NA NA 2836
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4259_*4260insGNA NA NA NA 3176
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4259_*4260insGNA NA NA NA 3176
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4259_*4260insGNA NA NA NA 3176
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3757_*3758insCNA NA NA NA 2617
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3757_*3758insCNA NA NA NA 2617
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3757_*3758insCNA NA NA NA 2617
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3757_*3758insCNA NA NA NA 3379
Chr02 11327915 T TG Chr02_11327915_T_TGT_TG INDEL 14771.59 17 7 7 23 13 26 24 21 14 18 6 7 5 8 17 7 7 23 13 26 24 21 14 18 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327915_11327916insGNA NA NA NA NA
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1382delG NA NA NA NA 1368
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-914delC NA NA NA NA 914
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-914delC NA NA NA NA 21
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-914delC NA NA NA NA 21
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4262delC NA NA NA NA 3730
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2834delG NA NA NA NA 2834
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4262delC NA NA NA NA 3178
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4262delC NA NA NA NA 3178
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4262delC NA NA NA NA 3178
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3755delG NA NA NA NA 2615
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3755delG NA NA NA NA 2615
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3755delG NA NA NA NA 2615
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3755delG NA NA NA NA 3377
Chr02 11327917 AC A Chr02_11327917_AC_AAC_A INDEL 14636.59 17 8 7 22 12 25 22 21 14 18 5 7 5 9 17 8 7 22 12 25 22 21 14 18 5 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327918delCNA NA NA NA NA
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1387_-1386insCNA NA NA NA 1373
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-910_-909insGNA NA NA NA 909
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-910_-909insGNA NA NA NA 16
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-910_-909insGNA NA NA NA 16
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4266_*4267insGNA NA NA NA 3735
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2829_*2830insCNA NA NA NA 2829
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4266_*4267insGNA NA NA NA 3183
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4266_*4267insGNA NA NA NA 3183
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4266_*4267insGNA NA NA NA 3183
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3750_*3751insCNA NA NA NA 2610
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3750_*3751insCNA NA NA NA 2610
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3750_*3751insCNA NA NA NA 2610
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3750_*3751insCNA NA NA NA 3372
Chr02 11327922 A AG Chr02_11327922_A_AGA_AG INDEL 14726.59 19 8 7 23 12 23 21 20 14 18 5 8 6 8 19 8 7 23 12 23 21 20 14 18 5 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327922_11327923insGNA NA NA NA NA
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1387G>A NA NA NA NA 1373
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-909C>T NA NA NA NA 909
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-909C>T NA NA NA NA 16
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-909C>T NA NA NA NA 16
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4267C>T NA NA NA NA 3735
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2829G>A NA NA NA NA 2829
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4267C>T NA NA NA NA 3183
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4267C>T NA NA NA NA 3183
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4267C>T NA NA NA NA 3183
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3750G>A NA NA NA NA 2610
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3750G>A NA NA NA NA 2610
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3750G>A NA NA NA NA 2610
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3750G>A NA NA NA NA 3372
Chr02 11327923 C T Chr02_11327923_C_TC_T SNP 14645.63 19 8 8 23 11 24 21 20 14 17 5 8 6 9 19 8 8 23 11 24 21 20 14 17 5 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327923C>TNA NA NA NA NA
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1393delC NA NA NA NA 1379
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-903delG NA NA NA NA 903
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-903delG NA NA NA NA 10
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-903delG NA NA NA NA 10
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4273delG NA NA NA NA 3741
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2823delC NA NA NA NA 2823
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4273delG NA NA NA NA 3189
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4273delG NA NA NA NA 3189
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4273delG NA NA NA NA 3189
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3744delC NA NA NA NA 2604
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3744delC NA NA NA NA 2604
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3744delC NA NA NA NA 2604
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3744delC NA NA NA NA 3366
Chr02 11327928 AG A Chr02_11327928_AG_AAG_A INDEL 14726.59 19 6 8 22 11 25 22 21 14 17 6 7 6 8 19 6 8 22 11 25 22 21 14 17 6 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327929delGNA NA NA NA NA
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1397_-1396insATNA NA NA NA 1383
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-900_-899insATNA NA NA NA 899
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-900_-899insATNA NA NA NA 6
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-900_-899insATNA NA NA NA 6
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4276_*4277insATNA NA NA NA 3745
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2819_*2820insATNA NA NA NA 2819
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4276_*4277insATNA NA NA NA 3193
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4276_*4277insATNA NA NA NA 3193
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4276_*4277insATNA NA NA NA 3193
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3740_*3741insATNA NA NA NA 2600
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3740_*3741insATNA NA NA NA 2600
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3740_*3741insATNA NA NA NA 2600
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3740_*3741insATNA NA NA NA 3362
Chr02 11327932 G GAT Chr02_11327932_G_GATG_GAT INDEL 14996.59 19 6 8 23 11 25 23 19 15 17 6 8 6 8 19 6 8 23 11 25 23 19 15 17 6 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327932_11327933insATNA NA NA NA NA
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1397G>A NA NA NA NA 1383
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-899C>T NA NA NA NA 899
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-899C>T NA NA NA NA 6
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-899C>T NA NA NA NA 6
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4277C>T NA NA NA NA 3745
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2819G>A NA NA NA NA 2819
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4277C>T NA NA NA NA 3193
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4277C>T NA NA NA NA 3193
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4277C>T NA NA NA NA 3193
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3740G>A NA NA NA NA 2600
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3740G>A NA NA NA NA 2600
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3740G>A NA NA NA NA 2600
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3740G>A NA NA NA NA 3362
Chr02 11327933 C T Chr02_11327933_C_TC_T SNP 15050.63 19 6 7 24 10 24 22 18 15 17 7 8 6 7 19 6 7 24 10 24 22 18 15 17 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327933C>TNA NA NA NA NA
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1399_-1398insANA NA NA NA 1385
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-898_-897insTNA NA NA NA 897
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-898_-897insTNA NA NA NA 4
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-898_-897insTNA NA NA NA 4
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4278_*4279insTNA NA NA NA 3747
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2817_*2818insANA NA NA NA 2817
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4278_*4279insTNA NA NA NA 3195
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4278_*4279insTNA NA NA NA 3195
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4278_*4279insTNA NA NA NA 3195
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3738_*3739insANA NA NA NA 2598
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3738_*3739insANA NA NA NA 2598
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3738_*3739insANA NA NA NA 2598
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3738_*3739insANA NA NA NA 3360
Chr02 11327934 G GT Chr02_11327934_G_GTG_GT INDEL 15219.59 21 5 7 24 11 24 22 18 15 18 7 8 6 7 21 5 7 24 11 24 22 18 15 18 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327934_11327935insTNA NA NA NA NA



Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17007Pp3c2_17007transcript PAC:32937187protein_codingNA c.-1401_-1400insAATNA NA NA NA 1387
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937165protein_codingNA c.-896_-895insATTNA NA NA NA 895
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937166protein_codingNA c.-896_-895insATTNA NA NA NA 2
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17030Pp3c2_17030transcript PAC:32937167protein_codingNA c.-896_-895insATTNA NA NA NA 2
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933780protein_codingNA c.*4280_*4281insATTNA NA NA NA 3749
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935426protein_codingNA c.*2815_*2816insAATNA NA NA NA 2815
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933781protein_codingNA c.*4280_*4281insATTNA NA NA NA 3197
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933782protein_codingNA c.*4280_*4281insATTNA NA NA NA 3197
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17000Pp3c2_17000transcript PAC:32933783protein_codingNA c.*4280_*4281insATTNA NA NA NA 3197
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935428protein_codingNA c.*3736_*3737insAATNA NA NA NA 2596
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935429protein_codingNA c.*3736_*3737insAATNA NA NA NA 2596
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935430protein_codingNA c.*3736_*3737insAATNA NA NA NA 2596
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17040Pp3c2_17040transcript PAC:32935427protein_codingNA c.*3736_*3737insAATNA NA NA NA 3358
Chr02 11327936 C CATT Chr02_11327936_C_CATTC_CATT INDEL 15184.59 21 5 8 23 12 24 22 16 15 18 7 9 6 7 21 5 8 23 12 24 22 16 15 18 7 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17007-Pp3c2_17030Pp3c2_17007-Pp3c2_17030intergenic_regionPp3c2_17007-Pp3c2_17030NA NA n.11327936_11327937insATTNA NA NA NA NA
Chr02 11392986 T TA Chr02_11392986_T_TAT_TA INDEL 12815.59 28 9 21 11 10 25 11 12 16 24 14 14 14 6 28 9 21 11 10 25 11 12 16 24 14 14 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17190Pp3c2_17190transcript PAC:32937293protein_codingNA c.-4909_-4908insTNA NA NA NA 4909
Chr02 11392986 T TA Chr02_11392986_T_TAT_TA INDEL 12815.59 28 9 21 11 10 25 11 12 16 24 14 14 14 6 28 9 21 11 10 25 11 12 16 24 14 14 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17200Pp3c2_17200transcript PAC:32935905protein_codingNA c.-3372_-3371insTNA NA NA NA 3372
Chr02 11392986 T TA Chr02_11392986_T_TAT_TA INDEL 12815.59 28 9 21 11 10 25 11 12 16 24 14 14 14 6 28 9 21 11 10 25 11 12 16 24 14 14 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17200-Pp3c2_17230Pp3c2_17200-Pp3c2_17230intergenic_regionPp3c2_17200-Pp3c2_17230NA NA n.11392986_11392987insANA NA NA NA NA
Chr02 11413657 G A Chr02_11413657_G_AG_A SNP 11270.63 9 10 5 17 16 23 9 16 12 17 4 6 8 8 9 10 5 17 16 23 9 16 12 17 4 6 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17200-Pp3c2_17230Pp3c2_17200-Pp3c2_17230intergenic_regionPp3c2_17200-Pp3c2_17230NA NA n.11413657G>ANA NA NA NA NA
Chr02 11413662 C A Chr02_11413662_C_AC_A SNP 11540.63 9 10 5 18 15 23 9 18 12 18 4 6 8 8 9 10 5 18 15 23 9 18 12 18 4 6 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17200-Pp3c2_17230Pp3c2_17200-Pp3c2_17230intergenic_regionPp3c2_17200-Pp3c2_17230NA NA n.11413662C>ANA NA NA NA NA
Chr02 11413665 C A Chr02_11413665_C_AC_A SNP 11765.63 9 10 5 18 15 22 10 18 12 17 4 7 8 8 9 10 5 18 15 22 10 18 12 17 4 7 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17200-Pp3c2_17230Pp3c2_17200-Pp3c2_17230intergenic_regionPp3c2_17200-Pp3c2_17230NA NA n.11413665C>ANA NA NA NA NA
Chr02 11413693 G T Chr02_11413693_G_TG_T SNP 11648.63 10 14 6 18 11 23 9 18 14 17 4 7 8 8 10 14 6 18 11 23 9 18 14 17 4 7 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17200-Pp3c2_17230Pp3c2_17200-Pp3c2_17230intergenic_regionPp3c2_17200-Pp3c2_17230NA NA n.11413693G>TNA NA NA NA NA
Chr02 11443782 A AT Chr02_11443782_A_ATA_AT INDEL 17905.59 31 18 9 20 15 18 35 19 19 24 16 12 15 5 31 18 9 20 15 18 35 19 19 24 16 12 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17260Pp3c2_17260transcript PAC:32932925protein_codingNA c.-489_-488insANA NA NA NA 270
Chr02 11443782 A AT Chr02_11443782_A_ATA_AT INDEL 17905.59 31 18 9 20 15 18 35 19 19 24 16 12 15 5 31 18 9 20 15 18 35 19 19 24 16 12 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17260Pp3c2_17260transcript PAC:32932926protein_codingNA c.-489_-488insANA NA NA NA 251
Chr02 11443782 A AT Chr02_11443782_A_ATA_AT INDEL 17905.59 31 18 9 20 15 18 35 19 19 24 16 12 15 5 31 18 9 20 15 18 35 19 19 24 16 12 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17270Pp3c2_17270transcript PAC:32932945protein_codingNA c.*2785_*2786insANA NA NA NA 2071
Chr02 11443782 A AT Chr02_11443782_A_ATA_AT INDEL 17905.59 31 18 9 20 15 18 35 19 19 24 16 12 15 5 31 18 9 20 15 18 35 19 19 24 16 12 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17270Pp3c2_17270transcript PAC:32932946protein_codingNA c.*2785_*2786insANA NA NA NA 2082
Chr02 11443782 A AT Chr02_11443782_A_ATA_AT INDEL 17905.59 31 18 9 20 15 18 35 19 19 24 16 12 15 5 31 18 9 20 15 18 35 19 19 24 16 12 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17260-Pp3c2_17270Pp3c2_17260-Pp3c2_17270intergenic_regionPp3c2_17260-Pp3c2_17270NA NA n.11443782_11443783insTNA NA NA NA NA
Chr02 11443787 A AT Chr02_11443787_A_ATA_AT INDEL 18459.59 30 18 9 22 15 18 35 18 17 25 17 13 15 5 30 18 9 22 15 18 35 18 17 25 17 13 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17260Pp3c2_17260transcript PAC:32932925protein_codingNA c.-494_-493insANA NA NA NA 275
Chr02 11443787 A AT Chr02_11443787_A_ATA_AT INDEL 18459.59 30 18 9 22 15 18 35 18 17 25 17 13 15 5 30 18 9 22 15 18 35 18 17 25 17 13 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17260Pp3c2_17260transcript PAC:32932926protein_codingNA c.-494_-493insANA NA NA NA 256
Chr02 11443787 A AT Chr02_11443787_A_ATA_AT INDEL 18459.59 30 18 9 22 15 18 35 18 17 25 17 13 15 5 30 18 9 22 15 18 35 18 17 25 17 13 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17270Pp3c2_17270transcript PAC:32932945protein_codingNA c.*2780_*2781insANA NA NA NA 2066
Chr02 11443787 A AT Chr02_11443787_A_ATA_AT INDEL 18459.59 30 18 9 22 15 18 35 18 17 25 17 13 15 5 30 18 9 22 15 18 35 18 17 25 17 13 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17270Pp3c2_17270transcript PAC:32932946protein_codingNA c.*2780_*2781insANA NA NA NA 2077
Chr02 11443787 A AT Chr02_11443787_A_ATA_AT INDEL 18459.59 30 18 9 22 15 18 35 18 17 25 17 13 15 5 30 18 9 22 15 18 35 18 17 25 17 13 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17260-Pp3c2_17270Pp3c2_17260-Pp3c2_17270intergenic_regionPp3c2_17260-Pp3c2_17270NA NA n.11443787_11443788insTNA NA NA NA NA
Chr02 11443795 A T Chr02_11443795_A_TA_T SNP 18573.63 27 18 11 22 15 19 34 17 14 24 16 13 15 7 27 18 11 22 15 19 34 17 14 24 16 13 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17260Pp3c2_17260transcript PAC:32932925protein_codingNA c.-501T>A NA NA NA NA 282
Chr02 11443795 A T Chr02_11443795_A_TA_T SNP 18573.63 27 18 11 22 15 19 34 17 14 24 16 13 15 7 27 18 11 22 15 19 34 17 14 24 16 13 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17260Pp3c2_17260transcript PAC:32932926protein_codingNA c.-501T>A NA NA NA NA 263
Chr02 11443795 A T Chr02_11443795_A_TA_T SNP 18573.63 27 18 11 22 15 19 34 17 14 24 16 13 15 7 27 18 11 22 15 19 34 17 14 24 16 13 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17270Pp3c2_17270transcript PAC:32932945protein_codingNA c.*2773T>A NA NA NA NA 2059
Chr02 11443795 A T Chr02_11443795_A_TA_T SNP 18573.63 27 18 11 22 15 19 34 17 14 24 16 13 15 7 27 18 11 22 15 19 34 17 14 24 16 13 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17270Pp3c2_17270transcript PAC:32932946protein_codingNA c.*2773T>A NA NA NA NA 2070
Chr02 11443795 A T Chr02_11443795_A_TA_T SNP 18573.63 27 18 11 22 15 19 34 17 14 24 16 13 15 7 27 18 11 22 15 19 34 17 14 24 16 13 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17260-Pp3c2_17270Pp3c2_17260-Pp3c2_17270intergenic_regionPp3c2_17260-Pp3c2_17270NA NA n.11443795A>TNA NA NA NA NA
Chr02 11443796 A T Chr02_11443796_A_TA_T SNP 18483.63 27 18 12 23 15 19 36 17 14 24 16 13 14 7 27 18 12 23 15 19 36 17 14 24 16 13 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17260Pp3c2_17260transcript PAC:32932925protein_codingNA c.-502T>A NA NA NA NA 283
Chr02 11443796 A T Chr02_11443796_A_TA_T SNP 18483.63 27 18 12 23 15 19 36 17 14 24 16 13 14 7 27 18 12 23 15 19 36 17 14 24 16 13 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17260Pp3c2_17260transcript PAC:32932926protein_codingNA c.-502T>A NA NA NA NA 264
Chr02 11443796 A T Chr02_11443796_A_TA_T SNP 18483.63 27 18 12 23 15 19 36 17 14 24 16 13 14 7 27 18 12 23 15 19 36 17 14 24 16 13 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17270Pp3c2_17270transcript PAC:32932945protein_codingNA c.*2772T>A NA NA NA NA 2058
Chr02 11443796 A T Chr02_11443796_A_TA_T SNP 18483.63 27 18 12 23 15 19 36 17 14 24 16 13 14 7 27 18 12 23 15 19 36 17 14 24 16 13 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17270Pp3c2_17270transcript PAC:32932946protein_codingNA c.*2772T>A NA NA NA NA 2069
Chr02 11443796 A T Chr02_11443796_A_TA_T SNP 18483.63 27 18 12 23 15 19 36 17 14 24 16 13 14 7 27 18 12 23 15 19 36 17 14 24 16 13 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17260-Pp3c2_17270Pp3c2_17260-Pp3c2_17270intergenic_regionPp3c2_17260-Pp3c2_17270NA NA n.11443796A>TNA NA NA NA NA
Chr02 11443828 C T Chr02_11443828_C_TC_T SNP 17813.63 25 15 13 26 16 22 35 16 17 30 18 14 15 10 25 15 13 26 16 22 35 16 17 30 18 14 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17260Pp3c2_17260transcript PAC:32932925protein_codingNA c.-534G>A NA NA NA NA 315
Chr02 11443828 C T Chr02_11443828_C_TC_T SNP 17813.63 25 15 13 26 16 22 35 16 17 30 18 14 15 10 25 15 13 26 16 22 35 16 17 30 18 14 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17260Pp3c2_17260transcript PAC:32932926protein_codingNA c.-534G>A NA NA NA NA 296
Chr02 11443828 C T Chr02_11443828_C_TC_T SNP 17813.63 25 15 13 26 16 22 35 16 17 30 18 14 15 10 25 15 13 26 16 22 35 16 17 30 18 14 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17270Pp3c2_17270transcript PAC:32932945protein_codingNA c.*2740G>A NA NA NA NA 2026
Chr02 11443828 C T Chr02_11443828_C_TC_T SNP 17813.63 25 15 13 26 16 22 35 16 17 30 18 14 15 10 25 15 13 26 16 22 35 16 17 30 18 14 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17270Pp3c2_17270transcript PAC:32932946protein_codingNA c.*2740G>A NA NA NA NA 2037
Chr02 11443828 C T Chr02_11443828_C_TC_T SNP 17813.63 25 15 13 26 16 22 35 16 17 30 18 14 15 10 25 15 13 26 16 22 35 16 17 30 18 14 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17260-Pp3c2_17270Pp3c2_17260-Pp3c2_17270intergenic_regionPp3c2_17260-Pp3c2_17270NA NA n.11443828C>TNA NA NA NA NA
Chr02 11495130 G C Chr02_11495130_G_CG_C SNP 14799.63 16 15 13 29 9 24 29 13 10 21 12 18 7 13 16 15 13 29 9 24 29 13 10 21 12 18 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17380Pp3c2_17380transcript PAC:32933027protein_codingNA c.-2491G>C NA NA NA NA 2376
Chr02 11495130 G C Chr02_11495130_G_CG_C SNP 14799.63 16 15 13 29 9 24 29 13 10 21 12 18 7 13 16 15 13 29 9 24 29 13 10 21 12 18 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_17370Pp3c2_17370transcript PAC:32935848protein_coding 07-août c.1213-162C>GNA NA NA NA NA
Chr02 11495130 G C Chr02_11495130_G_CG_C SNP 14799.63 16 15 13 29 9 24 29 13 10 21 12 18 7 13 16 15 13 29 9 24 29 13 10 21 12 18 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_17370Pp3c2_17370transcript PAC:32935849protein_coding 05-mai c.556-162C>GNA NA NA NA NA
Chr02 11495714 C G Chr02_11495714_C_GC_G SNP 12973.63 15 6 10 26 21 17 20 17 12 15 6 16 6 9 15 6 10 26 21 17 20 17 12 15 6 16 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c2_17370Pp3c2_17370transcript PAC:32935848protein_coding 06-sept c.1058G>C p.Gly353Ala 1305/2383 1058/1296 353/431 NA
Chr02 11495714 C G Chr02_11495714_C_GC_G SNP 12973.63 15 6 10 26 21 17 20 17 12 15 6 16 6 9 15 6 10 26 21 17 20 17 12 15 6 16 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c2_17370Pp3c2_17370transcript PAC:32935849protein_coding 04-juin c.401G>C p.Gly134Ala 599/2527 401/639 134/212 NA
Chr02 11495714 C G Chr02_11495714_C_GC_G SNP 12973.63 15 6 10 26 21 17 20 17 12 15 6 16 6 9 15 6 10 26 21 17 20 17 12 15 6 16 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17380Pp3c2_17380transcript PAC:32933027protein_codingNA c.-1907C>G NA NA NA NA 1792
Chr02 11495714 C G Chr02_11495714_C_GC_G SNP 12973.63 15 6 10 26 21 17 20 17 12 15 6 16 6 9 15 6 10 26 21 17 20 17 12 15 6 16 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17390Pp3c2_17390transcript PAC:32932726protein_codingNA c.-4816C>G NA NA NA NA 4649
Chr02 11495714 C G Chr02_11495714_C_GC_G SNP 12973.63 15 6 10 26 21 17 20 17 12 15 6 16 6 9 15 6 10 26 21 17 20 17 12 15 6 16 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17390Pp3c2_17390transcript PAC:32932727protein_codingNA c.-4816C>G NA NA NA NA 4646
Chr02 11497621 A T Chr02_11497621_A_TA_T SNP 12515.63 18 11 17 20 12 17 20 20 16 12 12 14 10 6 18 11 17 20 12 17 20 20 16 12 12 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c2_17370Pp3c2_17370transcript PAC:32935848protein_coding 02-sept c.536T>A p.Ile179Asn 783/2383 536/1296 179/431 NA
Chr02 11497621 A T Chr02_11497621_A_TA_T SNP 12515.63 18 11 17 20 12 17 20 20 16 12 12 14 10 6 18 11 17 20 12 17 20 20 16 12 12 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 initiator_codon_variantLOW Pp3c2_17380Pp3c2_17380transcript PAC:32933027protein_coding 01-janv c.1A>T p.Met1? 116/1422 1/447 1/148 NA
Chr02 11497621 A T Chr02_11497621_A_TA_T SNP 12515.63 18 11 17 20 12 17 20 20 16 12 12 14 10 6 18 11 17 20 12 17 20 20 16 12 12 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17390Pp3c2_17390transcript PAC:32932726protein_codingNA c.-2909A>T NA NA NA NA 2742
Chr02 11497621 A T Chr02_11497621_A_TA_T SNP 12515.63 18 11 17 20 12 17 20 20 16 12 12 14 10 6 18 11 17 20 12 17 20 20 16 12 12 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17370Pp3c2_17370transcript PAC:32935849protein_codingNA c.-784T>A NA NA NA NA 586
Chr02 11497621 A T Chr02_11497621_A_TA_T SNP 12515.63 18 11 17 20 12 17 20 20 16 12 12 14 10 6 18 11 17 20 12 17 20 20 16 12 12 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17390Pp3c2_17390transcript PAC:32932727protein_codingNA c.-2909A>T NA NA NA NA 2739
Chr02 11524562 A G Chr02_11524562_A_GA_G SNP 21214.63 48 12 16 23 21 39 38 19 23 41 12 17 18 7 48 12 16 23 21 39 38 19 23 41 12 17 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17450Pp3c2_17450transcript PAC:32934054protein_codingNA c.-4006T>C NA NA NA NA 3839
Chr02 11524562 A G Chr02_11524562_A_GA_G SNP 21214.63 48 12 16 23 21 39 38 19 23 41 12 17 18 7 48 12 16 23 21 39 38 19 23 41 12 17 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_17450Pp3c2_17450transcript PAC:32934055protein_codingNA c.-4006T>C NA NA NA NA 3860
Chr02 11524562 A G Chr02_11524562_A_GA_G SNP 21214.63 48 12 16 23 21 39 38 19 23 41 12 17 18 7 48 12 16 23 21 39 38 19 23 41 12 17 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_17460Pp3c2_17460transcript PAC:32937162protein_codingNA c.*4070A>G NA NA NA NA 3953
Chr02 11524562 A G Chr02_11524562_A_GA_G SNP 21214.63 48 12 16 23 21 39 38 19 23 41 12 17 18 7 48 12 16 23 21 39 38 19 23 41 12 17 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17450-Pp3c2_17480Pp3c2_17450-Pp3c2_17480intergenic_regionPp3c2_17450-Pp3c2_17480NA NA n.11524562A>GNA NA NA NA NA
Chr02 11541457 AT A Chr02_11541457_AT_AAT_A INDEL 12270.59 18 6 8 16 9 13 8 11 19 14 7 8 10 14 18 6 8 16 9 13 8 11 19 14 7 8 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17450-Pp3c2_17480Pp3c2_17450-Pp3c2_17480intergenic_regionPp3c2_17450-Pp3c2_17480NA NA n.11541458delTNA NA NA NA NA
Chr02 11541465 C A Chr02_11541465_C_AC_A SNP 12279.63 19 6 8 15 9 13 8 11 19 14 7 8 10 15 19 6 8 15 9 13 8 11 19 14 7 8 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17450-Pp3c2_17480Pp3c2_17450-Pp3c2_17480intergenic_regionPp3c2_17450-Pp3c2_17480NA NA n.11541465C>ANA NA NA NA NA
Chr02 11541481 C A Chr02_11541481_C_AC_A SNP 10820.63 17 5 6 13 8 12 6 10 19 13 6 5 7 14 17 5 6 13 8 12 6 10 19 13 6 5 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17450-Pp3c2_17480Pp3c2_17450-Pp3c2_17480intergenic_regionPp3c2_17450-Pp3c2_17480NA NA n.11541481C>ANA NA NA NA NA
Chr02 11541494 C A Chr02_11541494_C_AC_A SNP 9200.63 14 5 6 13 8 10 6 9 14 12 6 4 7 9 14 5 6 13 8 10 6 9 14 12 6 4 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17450-Pp3c2_17480Pp3c2_17450-Pp3c2_17480intergenic_regionPp3c2_17450-Pp3c2_17480NA NA n.11541494C>ANA NA NA NA NA
Chr02 11568239 G GTA Chr02_11568239_G_GTAG_GTA INDEL 5997.24 26 15 12 1 0 2 0 0 17 16 10 14 7 5 29 15 12 10 14 18 20 12 18 18 10 14 7 5 0.897 1 1 0 0 0.111 0 0 0.944 0.889 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c2_17550Pp3c2_17550transcript PAC:32935073protein_codingNA c.*41_*42insTANA NA NA NA 28
Chr02 11568239 G GTA Chr02_11568239_G_GTAG_GTA INDEL 5997.24 26 15 12 1 0 2 0 0 17 16 10 14 7 5 29 15 12 10 14 18 20 12 18 18 10 14 7 5 0.897 1 1 0 0 0.111 0 0 0.944 0.889 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c2_17560Pp3c2_17560transcript PAC:32934608protein_codingNA c.*2249_*2250insTANA NA NA NA 1580
Chr02 11568239 G GTA Chr02_11568239_G_GTAG_GTA INDEL 5997.24 26 15 12 1 0 2 0 0 17 16 10 14 7 5 29 15 12 10 14 18 20 12 18 18 10 14 7 5 0.897 1 1 0 0 0.111 0 0 0.944 0.889 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c2_17550Pp3c2_17550transcript PAC:32935074protein_codingNA c.*1287_*1288insTANA NA NA NA 1136
Chr02 11568239 G GTA Chr02_11568239_G_GTAG_GTA INDEL 5997.24 26 15 12 1 0 2 0 0 17 16 10 14 7 5 29 15 12 10 14 18 20 12 18 18 10 14 7 5 0.897 1 1 0 0 0.111 0 0 0.944 0.889 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c2_17550Pp3c2_17550transcript PAC:32935075protein_codingNA c.*1849_*1850insTANA NA NA NA 1554
Chr02 11568239 G GTA Chr02_11568239_G_GTAG_GTA INDEL 5997.24 26 15 12 1 0 2 0 0 17 16 10 14 7 5 29 15 12 10 14 18 20 12 18 18 10 14 7 5 0.897 1 1 0 0 0.111 0 0 0.944 0.889 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c2_17550Pp3c2_17550transcript PAC:32935076protein_codingNA c.*2283_*2284insTANA NA NA NA 2284
Chr02 11568239 G GTA Chr02_11568239_G_GTAG_GTA INDEL 5997.24 26 15 12 1 0 2 0 0 17 16 10 14 7 5 29 15 12 10 14 18 20 12 18 18 10 14 7 5 0.897 1 1 0 0 0.111 0 0 0.944 0.889 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c2_17560Pp3c2_17560transcript PAC:32934609protein_codingNA c.*2249_*2250insTANA NA NA NA 1647
Chr02 11568239 G GTA Chr02_11568239_G_GTAG_GTA INDEL 5997.24 26 15 12 1 0 2 0 0 17 16 10 14 7 5 29 15 12 10 14 18 20 12 18 18 10 14 7 5 0.897 1 1 0 0 0.111 0 0 0.944 0.889 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c2_17560Pp3c2_17560transcript PAC:32934611protein_codingNA c.*2249_*2250insTANA NA NA NA 1663
Chr02 11568239 G GTA Chr02_11568239_G_GTAG_GTA INDEL 5997.24 26 15 12 1 0 2 0 0 17 16 10 14 7 5 29 15 12 10 14 18 20 12 18 18 10 14 7 5 0.897 1 1 0 0 0.111 0 0 0.944 0.889 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c2_17560Pp3c2_17560transcript PAC:32934610protein_codingNA c.*2249_*2250insTANA NA NA NA 1663
Chr02 11568239 G GTA Chr02_11568239_G_GTAG_GTA INDEL 5997.24 26 15 12 1 0 2 0 0 17 16 10 14 7 5 29 15 12 10 14 18 20 12 18 18 10 14 7 5 0.897 1 1 0 0 0.111 0 0 0.944 0.889 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c2_17560Pp3c2_17560transcript PAC:32934612protein_codingNA c.*2249_*2250insTANA NA NA NA 1663
Chr02 11568239 G GTA Chr02_11568239_G_GTAG_GTA INDEL 5997.24 26 15 12 1 0 2 0 0 17 16 10 14 7 5 29 15 12 10 14 18 20 12 18 18 10 14 7 5 0.897 1 1 0 0 0.111 0 0 0.944 0.889 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c2_17550-Pp3c2_17560Pp3c2_17550-Pp3c2_17560intergenic_regionPp3c2_17550-Pp3c2_17560NA NA n.11568239_11568240insTANA NA NA NA NA
Chr02 11578060 C CAT Chr02_11578060_C_CATC_CAT INDEL 6146.24 22 8 7 1 1 2 0 1 22 16 5 12 7 7 23 8 7 19 12 28 18 14 22 16 5 12 7 7 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c2_17560Pp3c2_17560transcript PAC:32934608protein_codingNA c.-4240_-4239insATNA NA NA NA 2516
Chr02 11578060 C CAT Chr02_11578060_C_CATC_CAT INDEL 6146.24 22 8 7 1 1 2 0 1 22 16 5 12 7 7 23 8 7 19 12 28 18 14 22 16 5 12 7 7 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c2_17580Pp3c2_17580transcript PAC:32934831protein_codingNA c.-2265_-2264insATNA NA NA NA 2264
Chr02 11578060 C CAT Chr02_11578060_C_CATC_CAT INDEL 6146.24 22 8 7 1 1 2 0 1 22 16 5 12 7 7 23 8 7 19 12 28 18 14 22 16 5 12 7 7 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c2_17560Pp3c2_17560transcript PAC:32934609protein_codingNA c.-4240_-4239insATNA NA NA NA 2516
Chr02 11578060 C CAT Chr02_11578060_C_CATC_CAT INDEL 6146.24 22 8 7 1 1 2 0 1 22 16 5 12 7 7 23 8 7 19 12 28 18 14 22 16 5 12 7 7 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c2_17560Pp3c2_17560transcript PAC:32934611protein_codingNA c.-4240_-4239insATNA NA NA NA 2909
Chr02 11578060 C CAT Chr02_11578060_C_CATC_CAT INDEL 6146.24 22 8 7 1 1 2 0 1 22 16 5 12 7 7 23 8 7 19 12 28 18 14 22 16 5 12 7 7 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c2_17560Pp3c2_17560transcript PAC:32934610protein_codingNA c.-4240_-4239insATNA NA NA NA 2516
Chr02 11578060 C CAT Chr02_11578060_C_CATC_CAT INDEL 6146.24 22 8 7 1 1 2 0 1 22 16 5 12 7 7 23 8 7 19 12 28 18 14 22 16 5 12 7 7 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c2_17560Pp3c2_17560transcript PAC:32934612protein_codingNA c.-4240_-4239insATNA NA NA NA 2516
Chr02 11578060 C CAT Chr02_11578060_C_CATC_CAT INDEL 6146.24 22 8 7 1 1 2 0 1 22 16 5 12 7 7 23 8 7 19 12 28 18 14 22 16 5 12 7 7 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c2_17580Pp3c2_17580transcript PAC:32934832protein_codingNA c.-2265_-2264insATNA NA NA NA 2264
Chr02 11578060 C CAT Chr02_11578060_C_CATC_CAT INDEL 6146.24 22 8 7 1 1 2 0 1 22 16 5 12 7 7 23 8 7 19 12 28 18 14 22 16 5 12 7 7 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c2_17560-Pp3c2_17580Pp3c2_17560-Pp3c2_17580intergenic_regionPp3c2_17560-Pp3c2_17580NA NA n.11578060_11578061insATNA NA NA NA NA
Chr02 11719086 AATAT A Chr02_11719086_AATAT_AAATAT_A INDEL 7333.59 0 0 0 0 0 0 0 0 0 0 0 0 0 4 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937489protein_codingNA c.-2470_-2467delATATNA NA NA NA 1892
Chr02 11719086 AATAT A Chr02_11719086_AATAT_AAATAT_A INDEL 7333.59 0 0 0 0 0 0 0 0 0 0 0 0 0 4 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937492protein_codingNA c.-2470_-2467delATATNA NA NA NA 1892
Chr02 11719086 AATAT A Chr02_11719086_AATAT_AAATAT_A INDEL 7333.59 0 0 0 0 0 0 0 0 0 0 0 0 0 4 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937491protein_codingNA c.-2470_-2467delATATNA NA NA NA 1933
Chr02 11719086 AATAT A Chr02_11719086_AATAT_AAATAT_A INDEL 7333.59 0 0 0 0 0 0 0 0 0 0 0 0 0 4 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937490protein_codingNA c.-2470_-2467delATATNA NA NA NA 1892
Chr02 11719086 AATAT A Chr02_11719086_AATAT_AAATAT_A INDEL 7333.59 0 0 0 0 0 0 0 0 0 0 0 0 0 4 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937493protein_codingNA c.-2470_-2467delATATNA NA NA NA 1892
Chr02 11719086 AATAT A Chr02_11719086_AATAT_AAATAT_A INDEL 7333.59 0 0 0 0 0 0 0 0 0 0 0 0 0 4 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937494protein_codingNA c.-2470_-2467delATATNA NA NA NA 1892
Chr02 11719086 AATAT A Chr02_11719086_AATAT_AAATAT_A INDEL 7333.59 0 0 0 0 0 0 0 0 0 0 0 0 0 4 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c2_17910-Pp3c2_17920Pp3c2_17910-Pp3c2_17920intergenic_regionPp3c2_17910-Pp3c2_17920NA NA n.11719087_11719090delATATNA NA NA NA NA
Chr02 11719086 AATAT AATATAT Chr02_11719086_AATAT_AATATATAATAT_AATATATINDEL 7333.59 12 9 10 17 14 19 19 13 13 14 8 8 5 0 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0.923 0.818 0.909 1 0.933 1 1 1 1 1 1 1 0.833 0 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937489protein_codingNA c.-2471_-2470insATNA NA NA NA 1896
Chr02 11719086 AATAT AATATAT Chr02_11719086_AATAT_AATATATAATAT_AATATATINDEL 7333.59 12 9 10 17 14 19 19 13 13 14 8 8 5 0 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0.923 0.818 0.909 1 0.933 1 1 1 1 1 1 1 0.833 0 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937492protein_codingNA c.-2471_-2470insATNA NA NA NA 1896
Chr02 11719086 AATAT AATATAT Chr02_11719086_AATAT_AATATATAATAT_AATATATINDEL 7333.59 12 9 10 17 14 19 19 13 13 14 8 8 5 0 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0.923 0.818 0.909 1 0.933 1 1 1 1 1 1 1 0.833 0 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937491protein_codingNA c.-2471_-2470insATNA NA NA NA 1937
Chr02 11719086 AATAT AATATAT Chr02_11719086_AATAT_AATATATAATAT_AATATATINDEL 7333.59 12 9 10 17 14 19 19 13 13 14 8 8 5 0 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0.923 0.818 0.909 1 0.933 1 1 1 1 1 1 1 0.833 0 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937490protein_codingNA c.-2471_-2470insATNA NA NA NA 1896
Chr02 11719086 AATAT AATATAT Chr02_11719086_AATAT_AATATATAATAT_AATATATINDEL 7333.59 12 9 10 17 14 19 19 13 13 14 8 8 5 0 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0.923 0.818 0.909 1 0.933 1 1 1 1 1 1 1 0.833 0 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937493protein_codingNA c.-2471_-2470insATNA NA NA NA 1896
Chr02 11719086 AATAT AATATAT Chr02_11719086_AATAT_AATATATAATAT_AATATATINDEL 7333.59 12 9 10 17 14 19 19 13 13 14 8 8 5 0 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0.923 0.818 0.909 1 0.933 1 1 1 1 1 1 1 0.833 0 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c2_17910Pp3c2_17910transcript PAC:32937494protein_codingNA c.-2471_-2470insATNA NA NA NA 1896
Chr02 11719086 AATAT AATATAT Chr02_11719086_AATAT_AATATATAATAT_AATATATINDEL 7333.59 12 9 10 17 14 19 19 13 13 14 8 8 5 0 13 11 11 17 15 19 19 13 13 14 8 8 6 4 0.923 0.818 0.909 1 0.933 1 1 1 1 1 1 1 0.833 0 0 14 14 0 6 5 3 intergenic_regionMODIFIER Pp3c2_17910-Pp3c2_17920Pp3c2_17910-Pp3c2_17920intergenic_regionPp3c2_17910-Pp3c2_17920NA NA n.11719090_11719091insATNA NA NA NA NA
Chr02 11726660 C A Chr02_11726660_C_AC_A SNP 17353.63 29 12 15 28 19 31 26 20 17 19 24 11 7 13 29 12 15 28 19 31 26 20 17 19 24 11 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17910-Pp3c2_17920Pp3c2_17910-Pp3c2_17920intergenic_regionPp3c2_17910-Pp3c2_17920NA NA n.11726660C>ANA NA NA NA NA
Chr02 11729412 C A Chr02_11729412_C_AC_A SNP 20437.63 31 23 16 28 21 22 27 19 19 34 21 21 14 5 31 23 16 28 21 22 27 19 19 34 21 21 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17910-Pp3c2_17920Pp3c2_17910-Pp3c2_17920intergenic_regionPp3c2_17910-Pp3c2_17920NA NA n.11729412C>ANA NA NA NA NA
Chr02 11801843 T TA Chr02_11801843_T_TAT_TA INDEL 13421.59 24 11 14 19 12 21 19 15 30 27 5 21 6 8 24 11 14 19 12 21 19 15 30 27 5 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17980-Pp3c2_18020Pp3c2_17980-Pp3c2_18020intergenic_regionPp3c2_17980-Pp3c2_18020NA NA n.11801843_11801844insANA NA NA NA NA
Chr02 11805033 G A Chr02_11805033_G_AG_A SNP 13582.63 25 16 11 21 15 21 20 15 15 20 7 14 6 6 25 16 11 21 15 21 20 15 15 20 7 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_17980-Pp3c2_18020Pp3c2_17980-Pp3c2_18020intergenic_regionPp3c2_17980-Pp3c2_18020NA NA n.11805033G>ANA NA NA NA NA
Chr02 11837916 A AATATAT Chr02_11837916_A_AATATATA_AATATAT INDEL 492.35 0 0 0 0 0 1 0 0 4 1 4 0 0 0 9 6 7 10 20 10 13 5 5 7 5 9 6 6 0 0 0 0 0 0 0 0 0.8 0 0.8 0 0 0 0 3 3 0 3 0 0 intergenic_regionMODIFIER Pp3c2_18051-Pp3c2_18070Pp3c2_18051-Pp3c2_18070intergenic_regionPp3c2_18051-Pp3c2_18070NA NA n.11837916_11837917insATATATNA NA NA NA NA
Chr02 11849012 AG A Chr02_11849012_AG_AAG_A INDEL 19622.59 26 16 10 25 15 22 35 27 25 26 13 8 7 11 26 16 10 25 15 22 35 27 25 26 13 8 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding nov-20 c.1451delC p.Thr484fs 1749/4909 1451/3840 484/1279 NA
Chr02 11849012 AG A Chr02_11849012_AG_AAG_A INDEL 19622.59 26 16 10 25 15 22 35 27 25 26 13 8 7 11 26 16 10 25 15 22 35 27 25 26 13 8 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding oct-19 c.1451delC p.Thr484fs 1508/4713 1451/3840 484/1279 NA
Chr02 11849012 AG A Chr02_11849012_AG_AAG_A INDEL 19622.59 26 16 10 25 15 22 35 27 25 26 13 8 7 11 26 16 10 25 15 22 35 27 25 26 13 8 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding oct-19 c.1319delC p.Thr440fs 1617/4777 1319/3708 440/1235 NA
Chr02 11849015 C CTCG Chr02_11849015_C_CTCGC_CTCG INDEL 20209.59 26 16 10 25 15 22 35 26 25 26 13 8 7 11 26 16 10 25 15 22 35 26 25 26 13 8 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_insertionMODERATE Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding nov-20 c.1448_1449insCGAp.Leu483delinsPheGlu1746/4909 1448/3840 483/1279 NA
Chr02 11849015 C CTCG Chr02_11849015_C_CTCGC_CTCG INDEL 20209.59 26 16 10 25 15 22 35 26 25 26 13 8 7 11 26 16 10 25 15 22 35 26 25 26 13 8 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_insertionMODERATE Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding oct-19 c.1448_1449insCGAp.Leu483delinsPheGlu1505/4713 1448/3840 483/1279 NA
Chr02 11849015 C CTCG Chr02_11849015_C_CTCGC_CTCG INDEL 20209.59 26 16 10 25 15 22 35 26 25 26 13 8 7 11 26 16 10 25 15 22 35 26 25 26 13 8 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_insertionMODERATE Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding oct-19 c.1316_1317insCGAp.Leu439delinsPheGlu1614/4777 1316/3708 439/1235 NA
Chr02 11849019 A ATGAG Chr02_11849019_A_ATGAGA_ATGAG INDEL 20306.59 29 14 10 24 14 23 33 29 22 26 13 9 6 11 29 14 10 24 14 23 33 29 22 26 13 9 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding nov-20 c.1444_1445insCTCAp.Leu482fs 1742/4909 1444/3840 482/1279 NA
Chr02 11849019 A ATGAG Chr02_11849019_A_ATGAGA_ATGAG INDEL 20306.59 29 14 10 24 14 23 33 29 22 26 13 9 6 11 29 14 10 24 14 23 33 29 22 26 13 9 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding oct-19 c.1444_1445insCTCAp.Leu482fs 1501/4713 1444/3840 482/1279 NA
Chr02 11849019 A ATGAG Chr02_11849019_A_ATGAGA_ATGAG INDEL 20306.59 29 14 10 24 14 23 33 29 22 26 13 9 6 11 29 14 10 24 14 23 33 29 22 26 13 9 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding oct-19 c.1312_1313insCTCAp.Leu438fs 1610/4777 1312/3708 438/1235 NA
Chr02 11849021 T TCC Chr02_11849021_T_TCCT_TCC INDEL 20621.59 28 14 11 23 14 22 32 29 21 24 11 8 6 8 28 14 11 23 14 22 32 29 21 24 11 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding nov-20 c.1442_1443insGGp.Leu482fs 1740/4909 1442/3840 481/1279 NA
Chr02 11849021 T TCC Chr02_11849021_T_TCCT_TCC INDEL 20621.59 28 14 11 23 14 22 32 29 21 24 11 8 6 8 28 14 11 23 14 22 32 29 21 24 11 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding oct-19 c.1442_1443insGGp.Leu482fs 1499/4713 1442/3840 481/1279 NA
Chr02 11849021 T TCC Chr02_11849021_T_TCCT_TCC INDEL 20621.59 28 14 11 23 14 22 32 29 21 24 11 8 6 8 28 14 11 23 14 22 32 29 21 24 11 8 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding oct-19 c.1310_1311insGGp.Leu438fs 1608/4777 1310/3708 437/1235 NA
Chr02 11849023 G A Chr02_11849023_G_AG_A SNP 19550.63 28 14 11 23 14 22 32 30 21 23 11 9 7 8 28 14 11 23 14 22 32 30 21 23 11 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding nov-20 c.1441C>T p.Leu481Leu 1739/4909 1441/3840 481/1279 NA
Chr02 11849023 G A Chr02_11849023_G_AG_A SNP 19550.63 28 14 11 23 14 22 32 30 21 23 11 9 7 8 28 14 11 23 14 22 32 30 21 23 11 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding oct-19 c.1441C>T p.Leu481Leu 1498/4713 1441/3840 481/1279 NA
Chr02 11849023 G A Chr02_11849023_G_AG_A SNP 19550.63 28 14 11 23 14 22 32 30 21 23 11 9 7 8 28 14 11 23 14 22 32 30 21 23 11 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding oct-19 c.1309C>T p.Leu437Leu 1607/4777 1309/3708 437/1235 NA
Chr02 11849027 T TGTG Chr02_11849027_T_TGTGT_TGTG INDEL 20531.59 26 14 10 24 14 23 30 29 21 24 10 9 7 8 26 14 10 24 14 23 30 29 21 24 10 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_insertion&splice_region_variantMODERATE Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding nov-20 c.1436_1437insCACp.Ile479_Ala480insThr1734/4909 1436/3840 479/1279 NA
Chr02 11849027 T TGTG Chr02_11849027_T_TGTGT_TGTG INDEL 20531.59 26 14 10 24 14 23 30 29 21 24 10 9 7 8 26 14 10 24 14 23 30 29 21 24 10 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_insertion&splice_region_variantMODERATE Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding oct-19 c.1436_1437insCACp.Ile479_Ala480insThr1493/4713 1436/3840 479/1279 NA
Chr02 11849027 T TGTG Chr02_11849027_T_TGTGT_TGTG INDEL 20531.59 26 14 10 24 14 23 30 29 21 24 10 9 7 8 26 14 10 24 14 23 30 29 21 24 10 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_insertion&splice_region_variantMODERATE Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding oct-19 c.1304_1305insCACp.Ile435_Ala436insThr1602/4777 1304/3708 435/1235 NA
Chr02 11849028 A AGGACC Chr02_11849028_A_AGGACCA_AGGACC INDEL 20531.59 28 14 11 24 14 24 30 30 22 22 11 10 7 8 28 14 11 24 14 24 30 30 22 22 11 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&splice_region_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding nov-20 c.1435_1436insGGTCCp.Ile479fs 1733/4909 1435/3840 479/1279 NA
Chr02 11849028 A AGGACC Chr02_11849028_A_AGGACCA_AGGACC INDEL 20531.59 28 14 11 24 14 24 30 30 22 22 11 10 7 8 28 14 11 24 14 24 30 30 22 22 11 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&splice_region_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding oct-19 c.1435_1436insGGTCCp.Ile479fs 1492/4713 1435/3840 479/1279 NA
Chr02 11849028 A AGGACC Chr02_11849028_A_AGGACCA_AGGACC INDEL 20531.59 28 14 11 24 14 24 30 30 22 22 11 10 7 8 28 14 11 24 14 24 30 30 22 22 11 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&splice_region_variantHIGH Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding oct-19 c.1303_1304insGGTCCp.Ile435fs 1601/4777 1303/3708 435/1235 NA
Chr02 11849033 A C Chr02_11849033_A_CA_C SNP 19505.63 26 15 10 27 13 23 31 30 22 21 9 11 6 8 26 15 10 27 13 23 31 30 22 21 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-4T>G NA NA NA NA NA
Chr02 11849033 A C Chr02_11849033_A_CA_C SNP 19505.63 26 15 10 27 13 23 31 30 22 21 9 11 6 8 26 15 10 27 13 23 31 30 22 21 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-4T>G NA NA NA NA NA
Chr02 11849033 A C Chr02_11849033_A_CA_C SNP 19505.63 26 15 10 27 13 23 31 30 22 21 9 11 6 8 26 15 10 27 13 23 31 30 22 21 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-4T>G NA NA NA NA NA
Chr02 11849034 G GC Chr02_11849034_G_GCG_GC INDEL 19586.59 26 15 10 27 13 23 31 30 21 21 9 11 6 8 26 15 10 27 13 23 31 30 21 21 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-6_1435-5insGNA NA NA NA NA
Chr02 11849034 G GC Chr02_11849034_G_GCG_GC INDEL 19586.59 26 15 10 27 13 23 31 30 21 21 9 11 6 8 26 15 10 27 13 23 31 30 21 21 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-6_1435-5insGNA NA NA NA NA
Chr02 11849034 G GC Chr02_11849034_G_GCG_GC INDEL 19586.59 26 15 10 27 13 23 31 30 21 21 9 11 6 8 26 15 10 27 13 23 31 30 21 21 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-6_1303-5insGNA NA NA NA NA
Chr02 11849035 A AC Chr02_11849035_A_ACA_AC INDEL 19271.59 27 15 10 27 13 24 31 30 21 20 9 12 6 8 27 15 10 27 13 24 31 30 21 20 9 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-7_1435-6insGNA NA NA NA NA
Chr02 11849035 A AC Chr02_11849035_A_ACA_AC INDEL 19271.59 27 15 10 27 13 24 31 30 21 20 9 12 6 8 27 15 10 27 13 24 31 30 21 20 9 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-7_1435-6insGNA NA NA NA NA
Chr02 11849035 A AC Chr02_11849035_A_ACA_AC INDEL 19271.59 27 15 10 27 13 24 31 30 21 20 9 12 6 8 27 15 10 27 13 24 31 30 21 20 9 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-7_1303-6insGNA NA NA NA NA
Chr02 11849040 T TA Chr02_11849040_T_TAT_TA INDEL 19676.59 27 14 10 28 12 23 31 30 22 20 9 12 5 9 27 14 10 28 12 23 31 30 22 20 9 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-12_1435-11insTNA NA NA NA NA
Chr02 11849040 T TA Chr02_11849040_T_TAT_TA INDEL 19676.59 27 14 10 28 12 23 31 30 22 20 9 12 5 9 27 14 10 28 12 23 31 30 22 20 9 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-12_1435-11insTNA NA NA NA NA
Chr02 11849040 T TA Chr02_11849040_T_TAT_TA INDEL 19676.59 27 14 10 28 12 23 31 30 22 20 9 12 5 9 27 14 10 28 12 23 31 30 22 20 9 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-12_1303-11insTNA NA NA NA NA
Chr02 11849042 T TGGAGGG Chr02_11849042_T_TGGAGGGT_TGGAGGGINDEL 21071.59 27 14 11 29 13 23 30 30 22 19 9 12 5 9 27 14 11 29 13 23 30 30 22 19 9 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-14_1435-13insCCCTCCNA NA NA NA NA
Chr02 11849042 T TGGAGGG Chr02_11849042_T_TGGAGGGT_TGGAGGGINDEL 21071.59 27 14 11 29 13 23 30 30 22 19 9 12 5 9 27 14 11 29 13 23 30 30 22 19 9 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-14_1435-13insCCCTCCNA NA NA NA NA
Chr02 11849042 T TGGAGGG Chr02_11849042_T_TGGAGGGT_TGGAGGGINDEL 21071.59 27 14 11 29 13 23 30 30 22 19 9 12 5 9 27 14 11 29 13 23 30 30 22 19 9 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-14_1303-13insCCCTCCNA NA NA NA NA
Chr02 11849046 A G Chr02_11849046_A_GA_G SNP 20270.63 28 14 11 29 12 23 32 29 22 19 7 14 6 9 28 14 11 29 12 23 32 29 22 19 7 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-17T>CNA NA NA NA NA
Chr02 11849046 A G Chr02_11849046_A_GA_G SNP 20270.63 28 14 11 29 12 23 32 29 22 19 7 14 6 9 28 14 11 29 12 23 32 29 22 19 7 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-17T>CNA NA NA NA NA
Chr02 11849046 A G Chr02_11849046_A_GA_G SNP 20270.63 28 14 11 29 12 23 32 29 22 19 7 14 6 9 28 14 11 29 12 23 32 29 22 19 7 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-17T>CNA NA NA NA NA
Chr02 11849048 T C Chr02_11849048_T_CT_C SNP 19955.63 28 14 11 30 12 23 32 27 22 19 7 14 6 9 28 14 11 30 12 23 32 27 22 19 7 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-19A>GNA NA NA NA NA
Chr02 11849048 T C Chr02_11849048_T_CT_C SNP 19955.63 28 14 11 30 12 23 32 27 22 19 7 14 6 9 28 14 11 30 12 23 32 27 22 19 7 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-19A>GNA NA NA NA NA
Chr02 11849048 T C Chr02_11849048_T_CT_C SNP 19955.63 28 14 11 30 12 23 32 27 22 19 7 14 6 9 28 14 11 30 12 23 32 27 22 19 7 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-19A>GNA NA NA NA NA
Chr02 11849051 A ACC Chr02_11849051_A_ACCA_ACC INDEL 20306.59 28 14 11 29 12 23 32 27 21 18 7 14 6 9 28 14 11 29 12 23 32 27 21 18 7 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-23_1435-22insGGNA NA NA NA NA
Chr02 11849051 A ACC Chr02_11849051_A_ACCA_ACC INDEL 20306.59 28 14 11 29 12 23 32 27 21 18 7 14 6 9 28 14 11 29 12 23 32 27 21 18 7 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-23_1435-22insGGNA NA NA NA NA
Chr02 11849051 A ACC Chr02_11849051_A_ACCA_ACC INDEL 20306.59 28 14 11 29 12 23 32 27 21 18 7 14 6 9 28 14 11 29 12 23 32 27 21 18 7 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-23_1303-22insGGNA NA NA NA NA
Chr02 11849053 AGGT A Chr02_11849053_AGGT_AAGGT_A INDEL 20261.59 28 14 10 28 13 23 34 26 22 19 7 14 6 10 28 14 10 28 13 23 34 26 22 19 7 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-27_1435-25delACCNA NA NA NA NA
Chr02 11849053 AGGT A Chr02_11849053_AGGT_AAGGT_A INDEL 20261.59 28 14 10 28 13 23 34 26 22 19 7 14 6 10 28 14 10 28 13 23 34 26 22 19 7 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-27_1435-25delACCNA NA NA NA NA
Chr02 11849053 AGGT A Chr02_11849053_AGGT_AAGGT_A INDEL 20261.59 28 14 10 28 13 23 34 26 22 19 7 14 6 10 28 14 10 28 13 23 34 26 22 19 7 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-27_1303-25delACCNA NA NA NA NA
Chr02 11849057 CATTATGTGAC Chr02_11849057_CATTATGTGA_CCATTATGTGA_CINDEL 20081.59 27 14 10 28 13 24 34 26 22 20 8 14 6 10 27 14 10 28 13 24 34 26 22 20 8 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-37_1435-29delTCACATAATNA NA NA NA NA
Chr02 11849057 CATTATGTGAC Chr02_11849057_CATTATGTGA_CCATTATGTGA_CINDEL 20081.59 27 14 10 28 13 24 34 26 22 20 8 14 6 10 27 14 10 28 13 24 34 26 22 20 8 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-37_1435-29delTCACATAATNA NA NA NA NA
Chr02 11849057 CATTATGTGAC Chr02_11849057_CATTATGTGA_CCATTATGTGA_CINDEL 20081.59 27 14 10 28 13 24 34 26 22 20 8 14 6 10 27 14 10 28 13 24 34 26 22 20 8 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-37_1303-29delTCACATAATNA NA NA NA NA
Chr02 11849069 G GAC Chr02_11849069_G_GACG_GAC INDEL 20666.59 27 14 10 26 13 24 33 25 23 20 8 14 5 10 27 14 10 26 13 24 33 25 23 20 8 14 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-41_1435-40insGTNA NA NA NA NA
Chr02 11849069 G GAC Chr02_11849069_G_GACG_GAC INDEL 20666.59 27 14 10 26 13 24 33 25 23 20 8 14 5 10 27 14 10 26 13 24 33 25 23 20 8 14 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-41_1435-40insGTNA NA NA NA NA
Chr02 11849069 G GAC Chr02_11849069_G_GACG_GAC INDEL 20666.59 27 14 10 26 13 24 33 25 23 20 8 14 5 10 27 14 10 26 13 24 33 25 23 20 8 14 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-41_1303-40insGTNA NA NA NA NA
Chr02 11849072 T A Chr02_11849072_T_AT_A SNP 20450.63 27 14 10 29 14 26 31 26 24 22 8 14 6 11 27 14 10 29 14 26 31 26 24 22 8 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-43A>TNA NA NA NA NA
Chr02 11849072 T A Chr02_11849072_T_AT_A SNP 20450.63 27 14 10 29 14 26 31 26 24 22 8 14 6 11 27 14 10 29 14 26 31 26 24 22 8 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-43A>TNA NA NA NA NA
Chr02 11849072 T A Chr02_11849072_T_AT_A SNP 20450.63 27 14 10 29 14 26 31 26 24 22 8 14 6 11 27 14 10 29 14 26 31 26 24 22 8 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-43A>TNA NA NA NA NA
Chr02 11849073 C A Chr02_11849073_C_AC_A SNP 20540.63 27 14 10 29 14 25 32 24 23 22 8 14 6 11 27 14 10 29 14 25 32 24 23 22 8 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-44G>TNA NA NA NA NA
Chr02 11849073 C A Chr02_11849073_C_AC_A SNP 20540.63 27 14 10 29 14 25 32 24 23 22 8 14 6 11 27 14 10 29 14 25 32 24 23 22 8 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-44G>TNA NA NA NA NA
Chr02 11849073 C A Chr02_11849073_C_AC_A SNP 20540.63 27 14 10 29 14 25 32 24 23 22 8 14 6 11 27 14 10 29 14 25 32 24 23 22 8 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-44G>TNA NA NA NA NA
Chr02 11849075 G T Chr02_11849075_G_TG_T SNP 20404.63 27 14 10 29 14 25 32 24 22 23 8 14 6 10 27 14 10 29 14 25 32 24 22 23 8 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-46C>ANA NA NA NA NA
Chr02 11849075 G T Chr02_11849075_G_TG_T SNP 20404.63 27 14 10 29 14 25 32 24 22 23 8 14 6 10 27 14 10 29 14 25 32 24 22 23 8 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-46C>ANA NA NA NA NA
Chr02 11849075 G T Chr02_11849075_G_TG_T SNP 20404.63 27 14 10 29 14 25 32 24 22 23 8 14 6 10 27 14 10 29 14 25 32 24 22 23 8 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-46C>ANA NA NA NA NA
Chr02 11849079 AC A Chr02_11849079_AC_AAC_A INDEL 20365.59 28 13 10 30 15 24 33 25 24 22 8 14 6 10 28 13 10 30 15 24 33 25 24 22 8 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-51delGNA NA NA NA NA
Chr02 11849079 AC A Chr02_11849079_AC_AAC_A INDEL 20365.59 28 13 10 30 15 24 33 25 24 22 8 14 6 10 28 13 10 30 15 24 33 25 24 22 8 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-51delGNA NA NA NA NA
Chr02 11849079 AC A Chr02_11849079_AC_AAC_A INDEL 20365.59 28 13 10 30 15 24 33 25 24 22 8 14 6 10 28 13 10 30 15 24 33 25 24 22 8 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-51delGNA NA NA NA NA
Chr02 11849081 ACTTTTCCGATA Chr02_11849081_ACTTTTCCGAT_AACTTTTCCGAT_AINDEL 20230.59 29 13 10 30 15 24 33 25 25 22 8 14 6 11 29 13 10 30 15 24 33 25 25 22 8 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936396protein_coding oct-19 c.1435-62_1435-53delATCGGAAAAGNA NA NA NA NA
Chr02 11849081 ACTTTTCCGATA Chr02_11849081_ACTTTTCCGAT_AACTTTTCCGAT_AINDEL 20230.59 29 13 10 30 15 24 33 25 25 22 8 14 6 11 29 13 10 30 15 24 33 25 25 22 8 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936397protein_coding sept-18 c.1435-62_1435-53delATCGGAAAAGNA NA NA NA NA
Chr02 11849081 ACTTTTCCGATA Chr02_11849081_ACTTTTCCGAT_AACTTTTCCGAT_AINDEL 20230.59 29 13 10 30 15 24 33 25 25 22 8 14 6 11 29 13 10 30 15 24 33 25 25 22 8 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18070Pp3c2_18070transcript PAC:32936398protein_coding sept-18 c.1303-62_1303-53delATCGGAAAAGNA NA NA NA NA
Chr02 11942418 C CTATA Chr02_11942418_C_CTATAC_CTATA INDEL 16993.59 25 14 19 25 18 19 18 12 14 19 15 18 10 13 25 14 19 25 18 19 18 12 14 19 15 18 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18380Pp3c2_18380transcript PAC:32934824protein_coding 09-oct c.1115+56_1115+57insTATANA NA NA NA NA
Chr02 11942418 C CTATA Chr02_11942418_C_CTATAC_CTATA INDEL 16993.59 25 14 19 25 18 19 18 12 14 19 15 18 10 13 25 14 19 25 18 19 18 12 14 19 15 18 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18380Pp3c2_18380transcript PAC:32934825protein_coding 09-oct c.1115+56_1115+57insTATANA NA NA NA NA
Chr02 11942418 C CTATA Chr02_11942418_C_CTATAC_CTATA INDEL 16993.59 25 14 19 25 18 19 18 12 14 19 15 18 10 13 25 14 19 25 18 19 18 12 14 19 15 18 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18380Pp3c2_18380transcript PAC:32934826protein_coding 08-sept c.1028+56_1028+57insTATANA NA NA NA NA
Chr02 11942418 C CTATA Chr02_11942418_C_CTATAC_CTATA INDEL 16993.59 25 14 19 25 18 19 18 12 14 19 15 18 10 13 25 14 19 25 18 19 18 12 14 19 15 18 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18380Pp3c2_18380transcript PAC:32934827protein_coding 09-oct c.*41+56_*41+57insTATANA NA NA NA NA
Chr02 11942418 C CTATA Chr02_11942418_C_CTATAC_CTATA INDEL 16993.59 25 14 19 25 18 19 18 12 14 19 15 18 10 13 25 14 19 25 18 19 18 12 14 19 15 18 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18380Pp3c2_18380transcript PAC:32934828protein_coding 08-sept c.*41+56_*41+57insTATANA NA NA NA NA
Chr02 11942418 C CTATA Chr02_11942418_C_CTATAC_CTATA INDEL 16993.59 25 14 19 25 18 19 18 12 14 19 15 18 10 13 25 14 19 25 18 19 18 12 14 19 15 18 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18380Pp3c2_18380transcript PAC:32934829protein_coding 09-oct c.596+56_596+57insTATANA NA NA NA NA
Chr02 11942418 C CTATA Chr02_11942418_C_CTATAC_CTATA INDEL 16993.59 25 14 19 25 18 19 18 12 14 19 15 18 10 13 25 14 19 25 18 19 18 12 14 19 15 18 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_18380Pp3c2_18380transcript PAC:32934830protein_coding 09-oct c.596+56_596+57insTATANA NA NA NA NA
Chr02 12074424 AGTG A Chr02_12074424_AGTG_AAGTG_A INDEL 10962.59 16 11 8 10 14 11 19 6 7 20 8 11 4 5 16 11 8 10 14 11 19 6 7 20 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936697protein_codingNA c.-1171_-1169delCACNA NA NA NA 1169
Chr02 12074424 AGTG A Chr02_12074424_AGTG_AAGTG_A INDEL 10962.59 16 11 8 10 14 11 19 6 7 20 8 11 4 5 16 11 8 10 14 11 19 6 7 20 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936698protein_codingNA c.-1171_-1169delCACNA NA NA NA 1169
Chr02 12074424 AGTG A Chr02_12074424_AGTG_AAGTG_A INDEL 10962.59 16 11 8 10 14 11 19 6 7 20 8 11 4 5 16 11 8 10 14 11 19 6 7 20 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934235protein_codingNA c.*2060_*2062delCACNA NA NA NA 1704
Chr02 12074424 AGTG A Chr02_12074424_AGTG_AAGTG_A INDEL 10962.59 16 11 8 10 14 11 19 6 7 20 8 11 4 5 16 11 8 10 14 11 19 6 7 20 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934236protein_codingNA c.*2060_*2062delCACNA NA NA NA 1443
Chr02 12074424 AGTG A Chr02_12074424_AGTG_AAGTG_A INDEL 10962.59 16 11 8 10 14 11 19 6 7 20 8 11 4 5 16 11 8 10 14 11 19 6 7 20 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934237protein_codingNA c.*2060_*2062delCACNA NA NA NA 1685
Chr02 12074424 AGTG A Chr02_12074424_AGTG_AAGTG_A INDEL 10962.59 16 11 8 10 14 11 19 6 7 20 8 11 4 5 16 11 8 10 14 11 19 6 7 20 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934238protein_codingNA c.*2060_*2062delCACNA NA NA NA 1685
Chr02 12074424 AGTG A Chr02_12074424_AGTG_AAGTG_A INDEL 10962.59 16 11 8 10 14 11 19 6 7 20 8 11 4 5 16 11 8 10 14 11 19 6 7 20 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_18590-Pp3c2_18600Pp3c2_18590-Pp3c2_18600intergenic_regionPp3c2_18590-Pp3c2_18600NA NA n.12074425_12074427delGTGNA NA NA NA NA
Chr02 12074428 C CTTAT Chr02_12074428_C_CTTATC_CTTAT INDEL 10766.59 16 11 8 11 14 11 19 6 7 18 8 11 4 5 16 11 8 11 14 11 19 6 7 18 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936697protein_codingNA c.-1173_-1172insATAANA NA NA NA 1173
Chr02 12074428 C CTTAT Chr02_12074428_C_CTTATC_CTTAT INDEL 10766.59 16 11 8 11 14 11 19 6 7 18 8 11 4 5 16 11 8 11 14 11 19 6 7 18 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936698protein_codingNA c.-1173_-1172insATAANA NA NA NA 1173
Chr02 12074428 C CTTAT Chr02_12074428_C_CTTATC_CTTAT INDEL 10766.59 16 11 8 11 14 11 19 6 7 18 8 11 4 5 16 11 8 11 14 11 19 6 7 18 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934235protein_codingNA c.*2058_*2059insATAANA NA NA NA 1700
Chr02 12074428 C CTTAT Chr02_12074428_C_CTTATC_CTTAT INDEL 10766.59 16 11 8 11 14 11 19 6 7 18 8 11 4 5 16 11 8 11 14 11 19 6 7 18 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934236protein_codingNA c.*2058_*2059insATAANA NA NA NA 1439
Chr02 12074428 C CTTAT Chr02_12074428_C_CTTATC_CTTAT INDEL 10766.59 16 11 8 11 14 11 19 6 7 18 8 11 4 5 16 11 8 11 14 11 19 6 7 18 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934237protein_codingNA c.*2058_*2059insATAANA NA NA NA 1681
Chr02 12074428 C CTTAT Chr02_12074428_C_CTTATC_CTTAT INDEL 10766.59 16 11 8 11 14 11 19 6 7 18 8 11 4 5 16 11 8 11 14 11 19 6 7 18 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934238protein_codingNA c.*2058_*2059insATAANA NA NA NA 1681
Chr02 12074428 C CTTAT Chr02_12074428_C_CTTATC_CTTAT INDEL 10766.59 16 11 8 11 14 11 19 6 7 18 8 11 4 5 16 11 8 11 14 11 19 6 7 18 8 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_18590-Pp3c2_18600Pp3c2_18590-Pp3c2_18600intergenic_regionPp3c2_18590-Pp3c2_18600NA NA n.12074428_12074429insTTATNA NA NA NA NA
Chr02 12074430 G A Chr02_12074430_G_AG_A SNP 10865.63 17 11 8 10 12 10 20 5 7 17 8 13 5 6 17 11 8 10 12 10 20 5 7 17 8 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936697protein_codingNA c.-1174C>T NA NA NA NA 1174
Chr02 12074430 G A Chr02_12074430_G_AG_A SNP 10865.63 17 11 8 10 12 10 20 5 7 17 8 13 5 6 17 11 8 10 12 10 20 5 7 17 8 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936698protein_codingNA c.-1174C>T NA NA NA NA 1174
Chr02 12074430 G A Chr02_12074430_G_AG_A SNP 10865.63 17 11 8 10 12 10 20 5 7 17 8 13 5 6 17 11 8 10 12 10 20 5 7 17 8 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934235protein_codingNA c.*2057C>T NA NA NA NA 1699
Chr02 12074430 G A Chr02_12074430_G_AG_A SNP 10865.63 17 11 8 10 12 10 20 5 7 17 8 13 5 6 17 11 8 10 12 10 20 5 7 17 8 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934236protein_codingNA c.*2057C>T NA NA NA NA 1438
Chr02 12074430 G A Chr02_12074430_G_AG_A SNP 10865.63 17 11 8 10 12 10 20 5 7 17 8 13 5 6 17 11 8 10 12 10 20 5 7 17 8 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934237protein_codingNA c.*2057C>T NA NA NA NA 1680
Chr02 12074430 G A Chr02_12074430_G_AG_A SNP 10865.63 17 11 8 10 12 10 20 5 7 17 8 13 5 6 17 11 8 10 12 10 20 5 7 17 8 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934238protein_codingNA c.*2057C>T NA NA NA NA 1680
Chr02 12074430 G A Chr02_12074430_G_AG_A SNP 10865.63 17 11 8 10 12 10 20 5 7 17 8 13 5 6 17 11 8 10 12 10 20 5 7 17 8 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_18590-Pp3c2_18600Pp3c2_18590-Pp3c2_18600intergenic_regionPp3c2_18590-Pp3c2_18600NA NA n.12074430G>ANA NA NA NA NA
Chr02 12074431 CGG C Chr02_12074431_CGG_CCGG_C INDEL 10226.59 17 11 8 10 11 10 20 5 6 17 8 13 6 6 17 11 8 10 11 10 20 5 6 17 8 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936697protein_codingNA c.-1177_-1176delCCNA NA NA NA 1176



Chr02 12074431 CGG C Chr02_12074431_CGG_CCGG_C INDEL 10226.59 17 11 8 10 11 10 20 5 6 17 8 13 6 6 17 11 8 10 11 10 20 5 6 17 8 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936698protein_codingNA c.-1177_-1176delCCNA NA NA NA 1176
Chr02 12074431 CGG C Chr02_12074431_CGG_CCGG_C INDEL 10226.59 17 11 8 10 11 10 20 5 6 17 8 13 6 6 17 11 8 10 11 10 20 5 6 17 8 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934235protein_codingNA c.*2054_*2055delCCNA NA NA NA 1697
Chr02 12074431 CGG C Chr02_12074431_CGG_CCGG_C INDEL 10226.59 17 11 8 10 11 10 20 5 6 17 8 13 6 6 17 11 8 10 11 10 20 5 6 17 8 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934236protein_codingNA c.*2054_*2055delCCNA NA NA NA 1436
Chr02 12074431 CGG C Chr02_12074431_CGG_CCGG_C INDEL 10226.59 17 11 8 10 11 10 20 5 6 17 8 13 6 6 17 11 8 10 11 10 20 5 6 17 8 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934237protein_codingNA c.*2054_*2055delCCNA NA NA NA 1678
Chr02 12074431 CGG C Chr02_12074431_CGG_CCGG_C INDEL 10226.59 17 11 8 10 11 10 20 5 6 17 8 13 6 6 17 11 8 10 11 10 20 5 6 17 8 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934238protein_codingNA c.*2054_*2055delCCNA NA NA NA 1678
Chr02 12074431 CGG C Chr02_12074431_CGG_CCGG_C INDEL 10226.59 17 11 8 10 11 10 20 5 6 17 8 13 6 6 17 11 8 10 11 10 20 5 6 17 8 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_18590-Pp3c2_18600Pp3c2_18590-Pp3c2_18600intergenic_regionPp3c2_18590-Pp3c2_18600NA NA n.12074432_12074433delGGNA NA NA NA NA
Chr02 12074435 G A Chr02_12074435_G_AG_A SNP 10152.63 17 10 8 10 11 11 20 5 6 16 8 12 6 6 17 10 8 10 11 11 20 5 6 16 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936697protein_codingNA c.-1179C>T NA NA NA NA 1179
Chr02 12074435 G A Chr02_12074435_G_AG_A SNP 10152.63 17 10 8 10 11 11 20 5 6 16 8 12 6 6 17 10 8 10 11 11 20 5 6 16 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936698protein_codingNA c.-1179C>T NA NA NA NA 1179
Chr02 12074435 G A Chr02_12074435_G_AG_A SNP 10152.63 17 10 8 10 11 11 20 5 6 16 8 12 6 6 17 10 8 10 11 11 20 5 6 16 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934235protein_codingNA c.*2052C>T NA NA NA NA 1694
Chr02 12074435 G A Chr02_12074435_G_AG_A SNP 10152.63 17 10 8 10 11 11 20 5 6 16 8 12 6 6 17 10 8 10 11 11 20 5 6 16 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934236protein_codingNA c.*2052C>T NA NA NA NA 1433
Chr02 12074435 G A Chr02_12074435_G_AG_A SNP 10152.63 17 10 8 10 11 11 20 5 6 16 8 12 6 6 17 10 8 10 11 11 20 5 6 16 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934237protein_codingNA c.*2052C>T NA NA NA NA 1675
Chr02 12074435 G A Chr02_12074435_G_AG_A SNP 10152.63 17 10 8 10 11 11 20 5 6 16 8 12 6 6 17 10 8 10 11 11 20 5 6 16 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934238protein_codingNA c.*2052C>T NA NA NA NA 1675
Chr02 12074435 G A Chr02_12074435_G_AG_A SNP 10152.63 17 10 8 10 11 11 20 5 6 16 8 12 6 6 17 10 8 10 11 11 20 5 6 16 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_18590-Pp3c2_18600Pp3c2_18590-Pp3c2_18600intergenic_regionPp3c2_18590-Pp3c2_18600NA NA n.12074435G>ANA NA NA NA NA
Chr02 12074437 G A Chr02_12074437_G_AG_A SNP 10062.63 17 10 9 10 12 12 20 5 6 16 8 12 6 7 17 10 9 10 12 12 20 5 6 16 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936697protein_codingNA c.-1181C>T NA NA NA NA 1181
Chr02 12074437 G A Chr02_12074437_G_AG_A SNP 10062.63 17 10 9 10 12 12 20 5 6 16 8 12 6 7 17 10 9 10 12 12 20 5 6 16 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_18590Pp3c2_18590transcript PAC:32936698protein_codingNA c.-1181C>T NA NA NA NA 1181
Chr02 12074437 G A Chr02_12074437_G_AG_A SNP 10062.63 17 10 9 10 12 12 20 5 6 16 8 12 6 7 17 10 9 10 12 12 20 5 6 16 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934235protein_codingNA c.*2050C>T NA NA NA NA 1692
Chr02 12074437 G A Chr02_12074437_G_AG_A SNP 10062.63 17 10 9 10 12 12 20 5 6 16 8 12 6 7 17 10 9 10 12 12 20 5 6 16 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934236protein_codingNA c.*2050C>T NA NA NA NA 1431
Chr02 12074437 G A Chr02_12074437_G_AG_A SNP 10062.63 17 10 9 10 12 12 20 5 6 16 8 12 6 7 17 10 9 10 12 12 20 5 6 16 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934237protein_codingNA c.*2050C>T NA NA NA NA 1673
Chr02 12074437 G A Chr02_12074437_G_AG_A SNP 10062.63 17 10 9 10 12 12 20 5 6 16 8 12 6 7 17 10 9 10 12 12 20 5 6 16 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_18600Pp3c2_18600transcript PAC:32934238protein_codingNA c.*2050C>T NA NA NA NA 1673
Chr02 12074437 G A Chr02_12074437_G_AG_A SNP 10062.63 17 10 9 10 12 12 20 5 6 16 8 12 6 7 17 10 9 10 12 12 20 5 6 16 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_18590-Pp3c2_18600Pp3c2_18590-Pp3c2_18600intergenic_regionPp3c2_18590-Pp3c2_18600NA NA n.12074437G>ANA NA NA NA NA
Chr02 12241034 G C Chr02_12241034_G_CG_C SNP 16894.63 22 12 15 20 26 28 24 27 21 21 14 13 8 7 22 12 15 20 26 28 24 27 21 21 14 13 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_18910-Pp3c2_18930Pp3c2_18910-Pp3c2_18930intergenic_regionPp3c2_18910-Pp3c2_18930NA NA n.12241034G>CNA NA NA NA NA
Chr02 12396748 A AT Chr02_12396748_A_ATA_AT INDEL 12691.59 22 9 19 30 9 27 29 21 13 14 16 9 12 5 22 9 19 30 9 27 29 21 13 14 16 9 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_19280-Pp3c2_19310Pp3c2_19280-Pp3c2_19310intergenic_regionPp3c2_19280-Pp3c2_19310NA NA n.12396748_12396749insTNA NA NA NA NA
Chr02 12409502 G A Chr02_12409502_G_AG_A SNP 15276.63 22 8 7 15 19 33 18 17 14 14 5 23 8 6 22 8 7 15 19 33 18 17 14 14 5 23 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_19280-Pp3c2_19310Pp3c2_19280-Pp3c2_19310intergenic_regionPp3c2_19280-Pp3c2_19310NA NA n.12409502G>ANA NA NA NA NA
Chr02 12409592 CT C Chr02_12409592_CT_CCT_C INDEL 14945.59 20 5 16 24 16 34 27 25 29 25 9 22 8 9 20 5 16 24 16 34 27 25 29 25 9 22 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_19280-Pp3c2_19310Pp3c2_19280-Pp3c2_19310intergenic_regionPp3c2_19280-Pp3c2_19310NA NA n.12409593delTNA NA NA NA NA
Chr02 12413337 A AT Chr02_12413337_A_ATA_AT INDEL 16841.59 26 10 10 14 12 24 16 17 17 17 10 15 11 4 26 10 10 14 12 24 16 17 17 17 10 15 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_19280-Pp3c2_19310Pp3c2_19280-Pp3c2_19310intergenic_regionPp3c2_19280-Pp3c2_19310NA NA n.12413337_12413338insTNA NA NA NA NA
Chr02 12413352 A T Chr02_12413352_A_TA_T SNP 17890.63 24 11 10 15 13 27 15 19 24 18 8 14 9 5 24 11 10 15 13 27 15 19 24 18 8 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_19280-Pp3c2_19310Pp3c2_19280-Pp3c2_19310intergenic_regionPp3c2_19280-Pp3c2_19310NA NA n.12413352A>TNA NA NA NA NA
Chr02 12413367 A T Chr02_12413367_A_TA_T SNP 17778.63 24 12 13 18 14 26 16 21 23 19 9 14 7 5 24 12 13 18 14 26 16 21 23 19 9 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_19280-Pp3c2_19310Pp3c2_19280-Pp3c2_19310intergenic_regionPp3c2_19280-Pp3c2_19310NA NA n.12413367A>TNA NA NA NA NA
Chr02 12443383 C A Chr02_12443383_C_AC_A SNP 10609.63 11 8 6 14 12 17 20 20 9 15 6 6 12 9 11 8 7 14 12 17 20 20 9 15 6 6 12 9 1 1 0.857 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_19340Pp3c2_19340transcript PAC:32934917protein_codingNA c.*3163C>A NA NA NA NA 3163
Chr02 12443383 C A Chr02_12443383_C_AC_A SNP 10609.63 11 8 6 14 12 17 20 20 9 15 6 6 12 9 11 8 7 14 12 17 20 20 9 15 6 6 12 9 1 1 0.857 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_19340Pp3c2_19340transcript PAC:32934918protein_codingNA c.*3163C>A NA NA NA NA 162
Chr02 12443383 C A Chr02_12443383_C_AC_A SNP 10609.63 11 8 6 14 12 17 20 20 9 15 6 6 12 9 11 8 7 14 12 17 20 20 9 15 6 6 12 9 1 1 0.857 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_19330Pp3c2_19330transcript PAC:32933687protein_coding 05-sept c.1205-91C>ANA NA NA NA NA
Chr02 12443383 C A Chr02_12443383_C_AC_A SNP 10609.63 11 8 6 14 12 17 20 20 9 15 6 6 12 9 11 8 7 14 12 17 20 20 9 15 6 6 12 9 1 1 0.857 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_19330Pp3c2_19330transcript PAC:32933688protein_coding oct-14 c.1205-91C>ANA NA NA NA NA
Chr02 13168190 A ACCAAATCCAAACCAAATCCTAAAGTGTAAATCAAATCCTAACCAAATChr02_13168190_A_ACCAAATCCAAACCAAATCCTAAAGTGTAAATCAAATCCTAACCAAATA_ACCAAATCCAAACCAAATCCTAAAGTGTAAATCAAATCCTAACCAAATINDEL 18698.59 19 8 11 21 16 19 19 7 14 19 13 15 6 4 19 8 11 21 16 19 19 7 14 19 13 15 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_20460Pp3c2_20460transcript PAC:32932728protein_codingNA c.*4816_*4817insATTTGGTTAGGATTTGATTTACACTTTAGGATTTGGTTTGGATTTGGNA NA NA NA 4816
Chr02 13168190 A ACCAAATCCAAACCAAATCCTAAAGTGTAAATCAAATCCTAACCAAATChr02_13168190_A_ACCAAATCCAAACCAAATCCTAAAGTGTAAATCAAATCCTAACCAAATA_ACCAAATCCAAACCAAATCCTAAAGTGTAAATCAAATCCTAACCAAATINDEL 18698.59 19 8 11 21 16 19 19 7 14 19 13 15 6 4 19 8 11 21 16 19 19 7 14 19 13 15 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_20450-Pp3c2_20460Pp3c2_20450-Pp3c2_20460intergenic_regionPp3c2_20450-Pp3c2_20460NA NA n.13168190_13168191insCCAAATCCAAACCAAATCCTAAAGTGTAAATCAAATCCTAACCAAATNA NA NA NA NA
Chr02 13360345 C CAT Chr02_13360345_C_CATC_CAT INDEL 1835.35 22 19 13 0 0 0 0 0 0 0 0 0 0 0 22 19 13 27 20 33 27 24 10 17 11 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_20630Pp3c2_20630transcript PAC:32936723protein_codingNA c.-4347_-4346insATNA NA NA NA 3596
Chr02 13360345 C CAT Chr02_13360345_C_CATC_CAT INDEL 1835.35 22 19 13 0 0 0 0 0 0 0 0 0 0 0 22 19 13 27 20 33 27 24 10 17 11 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_20630Pp3c2_20630transcript PAC:32936725protein_codingNA c.-4347_-4346insATNA NA NA NA 3879
Chr02 13360345 C CAT Chr02_13360345_C_CATC_CAT INDEL 1835.35 22 19 13 0 0 0 0 0 0 0 0 0 0 0 22 19 13 27 20 33 27 24 10 17 11 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_20630Pp3c2_20630transcript PAC:32936724protein_codingNA c.-4347_-4346insATNA NA NA NA 3614
Chr02 13360345 C CAT Chr02_13360345_C_CATC_CAT INDEL 1835.35 22 19 13 0 0 0 0 0 0 0 0 0 0 0 22 19 13 27 20 33 27 24 10 17 11 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c2_20630-Pp3c2_20640Pp3c2_20630-Pp3c2_20640intergenic_regionPp3c2_20630-Pp3c2_20640NA NA n.13360345_13360346insATNA NA NA NA NA
Chr02 13471282 G T Chr02_13471282_G_TG_T SNP 19906.63 37 17 18 30 20 24 31 21 18 27 19 13 11 11 37 17 18 30 20 24 31 21 18 27 19 13 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_20770Pp3c2_20770transcript PAC:32932647protein_codingNA c.-1739G>T NA NA NA NA 1164
Chr02 13471282 G T Chr02_13471282_G_TG_T SNP 19906.63 37 17 18 30 20 24 31 21 18 27 19 13 11 11 37 17 18 30 20 24 31 21 18 27 19 13 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_20770Pp3c2_20770transcript PAC:32932648protein_codingNA c.-1739G>T NA NA NA NA 1166
Chr02 13471282 G T Chr02_13471282_G_TG_T SNP 19906.63 37 17 18 30 20 24 31 21 18 27 19 13 11 11 37 17 18 30 20 24 31 21 18 27 19 13 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_20770Pp3c2_20770transcript PAC:32932649protein_codingNA c.-1739G>T NA NA NA NA 1166
Chr02 13471282 G T Chr02_13471282_G_TG_T SNP 19906.63 37 17 18 30 20 24 31 21 18 27 19 13 11 11 37 17 18 30 20 24 31 21 18 27 19 13 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_20700-Pp3c2_20770Pp3c2_20700-Pp3c2_20770intergenic_regionPp3c2_20700-Pp3c2_20770NA NA n.13471282G>TNA NA NA NA NA
Chr02 13471298 G GT Chr02_13471298_G_GTG_GT INDEL 20012.59 37 17 18 31 22 23 29 23 16 26 17 14 10 11 37 17 18 31 22 23 29 23 16 26 17 14 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_20770Pp3c2_20770transcript PAC:32932647protein_codingNA c.-1723_-1722insTNA NA NA NA 1147
Chr02 13471298 G GT Chr02_13471298_G_GTG_GT INDEL 20012.59 37 17 18 31 22 23 29 23 16 26 17 14 10 11 37 17 18 31 22 23 29 23 16 26 17 14 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_20770Pp3c2_20770transcript PAC:32932648protein_codingNA c.-1723_-1722insTNA NA NA NA 1149
Chr02 13471298 G GT Chr02_13471298_G_GTG_GT INDEL 20012.59 37 17 18 31 22 23 29 23 16 26 17 14 10 11 37 17 18 31 22 23 29 23 16 26 17 14 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_20770Pp3c2_20770transcript PAC:32932649protein_codingNA c.-1723_-1722insTNA NA NA NA 1149
Chr02 13471298 G GT Chr02_13471298_G_GTG_GT INDEL 20012.59 37 17 18 31 22 23 29 23 16 26 17 14 10 11 37 17 18 31 22 23 29 23 16 26 17 14 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_20700-Pp3c2_20770Pp3c2_20700-Pp3c2_20770intergenic_regionPp3c2_20700-Pp3c2_20770NA NA n.13471298_13471299insTNA NA NA NA NA
Chr02 13471344 G A Chr02_13471344_G_AG_A SNP 19507.63 38 11 20 33 18 24 26 22 20 36 25 17 12 8 38 11 20 33 18 24 26 22 20 36 25 17 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_20770Pp3c2_20770transcript PAC:32932647protein_codingNA c.-1677G>A NA NA NA NA 1102
Chr02 13471344 G A Chr02_13471344_G_AG_A SNP 19507.63 38 11 20 33 18 24 26 22 20 36 25 17 12 8 38 11 20 33 18 24 26 22 20 36 25 17 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_20770Pp3c2_20770transcript PAC:32932648protein_codingNA c.-1677G>A NA NA NA NA 1104
Chr02 13471344 G A Chr02_13471344_G_AG_A SNP 19507.63 38 11 20 33 18 24 26 22 20 36 25 17 12 8 38 11 20 33 18 24 26 22 20 36 25 17 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_20770Pp3c2_20770transcript PAC:32932649protein_codingNA c.-1677G>A NA NA NA NA 1104
Chr02 13471344 G A Chr02_13471344_G_AG_A SNP 19507.63 38 11 20 33 18 24 26 22 20 36 25 17 12 8 38 11 20 33 18 24 26 22 20 36 25 17 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_20700-Pp3c2_20770Pp3c2_20700-Pp3c2_20770intergenic_regionPp3c2_20700-Pp3c2_20770NA NA n.13471344G>ANA NA NA NA NA
Chr02 13741372 A T Chr02_13741372_A_TA_T SNP 9516.63 15 10 10 9 5 15 11 8 12 13 15 9 7 5 15 10 10 9 5 15 11 8 12 13 15 9 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_21031-Pp3c2_21080Pp3c2_21031-Pp3c2_21080intergenic_regionPp3c2_21031-Pp3c2_21080NA NA n.13741372A>TNA NA NA NA NA
Chr02 13741424 TG T Chr02_13741424_TG_TTG_T INDEL 12856.59 17 11 10 13 8 20 15 12 18 16 18 10 8 6 17 11 10 13 8 20 15 12 18 16 18 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_21031-Pp3c2_21080Pp3c2_21031-Pp3c2_21080intergenic_regionPp3c2_21031-Pp3c2_21080NA NA n.13741425delGNA NA NA NA NA
Chr02 13741427 TG T Chr02_13741427_TG_TTG_T INDEL 12856.59 17 11 10 13 8 21 15 12 19 16 18 10 8 6 17 11 10 13 8 21 15 12 19 16 18 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_21031-Pp3c2_21080Pp3c2_21031-Pp3c2_21080intergenic_regionPp3c2_21031-Pp3c2_21080NA NA n.13741428delGNA NA NA NA NA
Chr02 13843231 T C Chr02_13843231_T_CT_C SNP 20201.63 38 17 14 21 24 30 33 22 28 21 17 16 12 12 38 17 14 21 24 30 33 22 28 21 17 16 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_21180-Pp3c2_21230Pp3c2_21180-Pp3c2_21230intergenic_regionPp3c2_21180-Pp3c2_21230NA NA n.13843231T>CNA NA NA NA NA
Chr02 13962333 C T Chr02_13962333_C_TC_T SNP 14371.29 30 28 7 0 0 0 0 0 24 37 24 13 10 15 30 28 7 44 22 37 26 23 24 37 24 13 10 15 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c2_21330-Pp3c2_21360Pp3c2_21330-Pp3c2_21360intergenic_regionPp3c2_21330-Pp3c2_21360NA NA n.13962333C>TNA NA NA NA NA
Chr02 14025011 T A Chr02_14025011_T_AT_A SNP 20538.63 30 17 22 38 16 28 39 15 23 20 18 19 11 13 30 17 22 38 16 28 39 15 23 20 18 19 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_21430-Pp3c2_21470Pp3c2_21430-Pp3c2_21470intergenic_regionPp3c2_21430-Pp3c2_21470NA NA n.14025011T>ANA NA NA NA NA
Chr02 14025058 C G Chr02_14025058_C_GC_G SNP 21232.63 31 19 25 35 12 32 36 19 19 24 9 17 8 7 31 19 25 35 12 32 36 19 19 24 9 17 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_21430-Pp3c2_21470Pp3c2_21430-Pp3c2_21470intergenic_regionPp3c2_21430-Pp3c2_21470NA NA n.14025058C>GNA NA NA NA NA
Chr02 14025075 G T Chr02_14025075_G_TG_T SNP 20549.63 32 17 25 32 13 31 30 19 14 23 9 13 9 7 32 17 25 32 13 31 30 19 14 23 9 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_21430-Pp3c2_21470Pp3c2_21430-Pp3c2_21470intergenic_regionPp3c2_21430-Pp3c2_21470NA NA n.14025075G>TNA NA NA NA NA
Chr02 14025127 G T Chr02_14025127_G_TG_T SNP 17037.63 29 13 24 28 12 29 35 23 9 22 10 19 10 9 29 13 24 28 12 29 35 23 9 22 10 19 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_21430-Pp3c2_21470Pp3c2_21430-Pp3c2_21470intergenic_regionPp3c2_21430-Pp3c2_21470NA NA n.14025127G>TNA NA NA NA NA
Chr02 14057460 C CTA Chr02_14057460_C_CTAC_CTA INDEL 2962.24 0 0 0 21 10 19 22 9 0 0 0 1 1 0 16 12 8 21 10 20 22 9 10 10 13 5 8 4 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_21470Pp3c2_21470transcript PAC:32933719protein_codingNA c.-5443_-5442insTANA NA NA NA 4564
Chr02 14057460 C CTA Chr02_14057460_C_CTAC_CTA INDEL 2962.24 0 0 0 21 10 19 22 9 0 0 0 1 1 0 16 12 8 21 10 20 22 9 10 10 13 5 8 4 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_21470Pp3c2_21470transcript PAC:32933721protein_codingNA c.-5443_-5442insTANA NA NA NA 4723
Chr02 14057460 C CTA Chr02_14057460_C_CTAC_CTA INDEL 2962.24 0 0 0 21 10 19 22 9 0 0 0 1 1 0 16 12 8 21 10 20 22 9 10 10 13 5 8 4 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_21470Pp3c2_21470transcript PAC:32933720protein_codingNA c.-5443_-5442insTANA NA NA NA 4723
Chr02 14057460 C CTA Chr02_14057460_C_CTAC_CTA INDEL 2962.24 0 0 0 21 10 19 22 9 0 0 0 1 1 0 16 12 8 21 10 20 22 9 10 10 13 5 8 4 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_21430-Pp3c2_21470Pp3c2_21430-Pp3c2_21470intergenic_regionPp3c2_21430-Pp3c2_21470NA NA n.14057460_14057461insTANA NA NA NA NA
Chr02 14096598 T TA Chr02_14096598_T_TAT_TA INDEL 8619.59 25 11 9 12 10 17 23 16 15 10 4 8 8 7 25 11 10 12 10 17 23 16 16 10 4 8 8 7 1 1 0.9 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_21470-Pp3c2_21540Pp3c2_21470-Pp3c2_21540intergenic_regionPp3c2_21470-Pp3c2_21540NA NA n.14096598_14096599insANA NA NA NA NA
Chr02 14476055 G T Chr02_14476055_G_TG_T SNP 18863.63 18 13 16 21 18 32 24 31 20 22 20 15 11 7 18 13 16 21 18 32 24 31 20 22 20 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_21860-Pp3c2_21920Pp3c2_21860-Pp3c2_21920intergenic_regionPp3c2_21860-Pp3c2_21920NA NA n.14476055G>TNA NA NA NA NA
Chr02 14694494 C CAT Chr02_14694494_C_CATC_CAT INDEL 2619.93 0 0 0 0 0 0 0 0 22 19 11 8 5 5 24 6 16 17 18 19 24 26 22 20 13 8 5 5 0 0 0 0 0 0 0 0 1 0.95 0.846 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_22190Pp3c2_22190transcript PAC:32934860protein_codingNA c.-3836_-3835insATNA NA NA NA 2555
Chr02 14694494 C CAT Chr02_14694494_C_CATC_CAT INDEL 2619.93 0 0 0 0 0 0 0 0 22 19 11 8 5 5 24 6 16 17 18 19 24 26 22 20 13 8 5 5 0 0 0 0 0 0 0 0 1 0.95 0.846 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_22190Pp3c2_22190transcript PAC:32934863protein_codingNA c.-3836_-3835insATNA NA NA NA 2529
Chr02 14694494 C CAT Chr02_14694494_C_CATC_CAT INDEL 2619.93 0 0 0 0 0 0 0 0 22 19 11 8 5 5 24 6 16 17 18 19 24 26 22 20 13 8 5 5 0 0 0 0 0 0 0 0 1 0.95 0.846 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_22190Pp3c2_22190transcript PAC:32934861protein_codingNA c.-3836_-3835insATNA NA NA NA 2555
Chr02 14694494 C CAT Chr02_14694494_C_CATC_CAT INDEL 2619.93 0 0 0 0 0 0 0 0 22 19 11 8 5 5 24 6 16 17 18 19 24 26 22 20 13 8 5 5 0 0 0 0 0 0 0 0 1 0.95 0.846 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_22190Pp3c2_22190transcript PAC:32934862protein_codingNA c.-3836_-3835insATNA NA NA NA 2555
Chr02 14694494 C CAT Chr02_14694494_C_CATC_CAT INDEL 2619.93 0 0 0 0 0 0 0 0 22 19 11 8 5 5 24 6 16 17 18 19 24 26 22 20 13 8 5 5 0 0 0 0 0 0 0 0 1 0.95 0.846 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_22190Pp3c2_22190transcript PAC:32934864protein_codingNA c.-3836_-3835insATNA NA NA NA 2555
Chr02 14694494 C CAT Chr02_14694494_C_CATC_CAT INDEL 2619.93 0 0 0 0 0 0 0 0 22 19 11 8 5 5 24 6 16 17 18 19 24 26 22 20 13 8 5 5 0 0 0 0 0 0 0 0 1 0.95 0.846 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_22190-Pp3c2_22231Pp3c2_22190-Pp3c2_22231intergenic_regionPp3c2_22190-Pp3c2_22231NA NA n.14694494_14694495insATNA NA NA NA NA
Chr02 14820415 T TTC Chr02_14820415_T_TTCT_TTC INDEL 383.37 0 12 0 0 0 0 0 0 0 0 0 0 0 0 20 12 11 21 16 21 27 28 17 17 17 12 5 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c2_22310-Pp3c2_22389Pp3c2_22310-Pp3c2_22389intergenic_regionPp3c2_22310-Pp3c2_22389NA NA n.14820415_14820416insTCNA NA NA NA NA
Chr02 14823405 G GAT Chr02_14823405_G_GATG_GAT INDEL 4617.24 0 0 0 30 17 21 30 19 0 0 0 2 0 0 27 9 10 31 17 21 31 19 28 24 12 16 11 13 0 0 0 0.968 1 1 0.968 1 0 0 0 0.125 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c2_22310-Pp3c2_22389Pp3c2_22310-Pp3c2_22389intergenic_regionPp3c2_22310-Pp3c2_22389NA NA n.14823405_14823406insATNA NA NA NA NA
Chr02 14982110 G GA Chr02_14982110_G_GAG_GA INDEL 15358.59 18 20 14 22 18 21 31 23 14 23 14 11 7 13 18 20 14 22 18 21 31 23 14 23 14 11 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22641-Pp3c2_22950Pp3c2_22641-Pp3c2_22950intergenic_regionPp3c2_22641-Pp3c2_22950NA NA n.14982110_14982111insANA NA NA NA NA
Chr02 15008796 C G Chr02_15008796_C_GC_G SNP 12056.63 19 7 7 19 12 19 22 10 14 18 8 9 10 8 19 7 7 19 12 19 22 10 14 18 8 9 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22641-Pp3c2_22950Pp3c2_22641-Pp3c2_22950intergenic_regionPp3c2_22641-Pp3c2_22950NA NA n.15008796C>GNA NA NA NA NA
Chr02 15055598 C T Chr02_15055598_C_TC_T SNP 8369.63 15 8 4 7 12 7 13 6 13 10 5 9 5 8 15 8 4 7 12 7 13 6 13 10 5 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22641-Pp3c2_22950Pp3c2_22641-Pp3c2_22950intergenic_regionPp3c2_22641-Pp3c2_22950NA NA n.15055598C>TNA NA NA NA NA
Chr02 15058267 C CT Chr02_15058267_C_CTC_CT INDEL 14090.59 16 14 16 23 20 24 24 27 22 16 10 16 11 9 16 14 16 23 20 24 24 27 22 16 10 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22641-Pp3c2_22950Pp3c2_22641-Pp3c2_22950intergenic_regionPp3c2_22641-Pp3c2_22950NA NA n.15058267_15058268insTNA NA NA NA NA
Chr02 15160504 C G Chr02_15160504_C_GC_G SNP 4779.98 0 0 0 0 0 0 0 0 25 26 14 21 5 11 20 13 16 29 16 36 28 21 25 26 14 21 5 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_22641-Pp3c2_22950Pp3c2_22641-Pp3c2_22950intergenic_regionPp3c2_22641-Pp3c2_22950NA NA n.15160504C>GNA NA NA NA NA
Chr02 15175072 C A Chr02_15175072_C_AC_A SNP 5979.29 0 0 0 22 23 29 30 14 0 0 0 0 0 0 36 16 11 22 23 29 30 14 19 22 16 17 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_22641-Pp3c2_22950Pp3c2_22641-Pp3c2_22950intergenic_regionPp3c2_22641-Pp3c2_22950NA NA n.15175072C>ANA NA NA NA NA
Chr02 15301616 G A Chr02_15301616_G_AG_A SNP 4004.29 0 0 0 8 16 18 28 16 0 0 0 0 0 0 21 9 10 9 16 18 28 16 16 10 9 8 5 7 0 0 0 0.889 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_22950-Pp3c2_23040Pp3c2_22950-Pp3c2_23040intergenic_regionPp3c2_22950-Pp3c2_23040NA NA n.15301616G>ANA NA NA NA NA
Chr02 15327397 G T Chr02_15327397_G_TG_T SNP 9286.63 11 8 7 14 19 13 11 8 20 16 9 9 6 6 11 8 7 14 19 13 11 8 20 16 9 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22950-Pp3c2_23040Pp3c2_22950-Pp3c2_23040intergenic_regionPp3c2_22950-Pp3c2_23040NA NA n.15327397G>TNA NA NA NA NA
Chr02 15328431 C A Chr02_15328431_C_AC_A SNP 23239.63 34 22 12 25 19 25 28 24 21 26 16 15 11 9 34 22 12 25 19 25 28 24 21 26 16 15 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22950-Pp3c2_23040Pp3c2_22950-Pp3c2_23040intergenic_regionPp3c2_22950-Pp3c2_23040NA NA n.15328431C>ANA NA NA NA NA
Chr02 15328433 C A Chr02_15328433_C_AC_A SNP 23520.63 35 23 12 27 19 24 26 24 22 27 15 15 10 9 35 23 12 27 19 24 26 24 22 27 15 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22950-Pp3c2_23040Pp3c2_22950-Pp3c2_23040intergenic_regionPp3c2_22950-Pp3c2_23040NA NA n.15328433C>ANA NA NA NA NA
Chr02 15328439 TC T Chr02_15328439_TC_TTC_T INDEL 23100.59 37 22 11 30 19 25 26 25 21 25 15 15 11 9 37 22 11 30 19 25 26 25 21 25 15 15 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22950-Pp3c2_23040Pp3c2_22950-Pp3c2_23040intergenic_regionPp3c2_22950-Pp3c2_23040NA NA n.15328440delCNA NA NA NA NA
Chr02 15328554 C A Chr02_15328554_C_AC_A SNP 20005.63 21 24 12 29 22 23 23 14 15 26 15 16 9 10 21 24 12 29 22 23 23 14 15 26 15 16 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22950-Pp3c2_23040Pp3c2_22950-Pp3c2_23040intergenic_regionPp3c2_22950-Pp3c2_23040NA NA n.15328554C>ANA NA NA NA NA
Chr02 15328578 C A Chr02_15328578_C_AC_A SNP 21692.63 27 22 13 31 19 26 24 18 18 23 14 17 9 11 27 22 13 31 19 26 24 18 18 23 14 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22950-Pp3c2_23040Pp3c2_22950-Pp3c2_23040intergenic_regionPp3c2_22950-Pp3c2_23040NA NA n.15328578C>ANA NA NA NA NA
Chr02 15328583 T A Chr02_15328583_T_AT_A SNP 21523.63 25 21 13 31 20 28 25 17 20 22 13 20 9 11 25 21 13 31 20 28 25 17 20 22 13 20 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22950-Pp3c2_23040Pp3c2_22950-Pp3c2_23040intergenic_regionPp3c2_22950-Pp3c2_23040NA NA n.15328583T>ANA NA NA NA NA
Chr02 15329919 CT C Chr02_15329919_CT_CCT_C INDEL 17476.59 29 20 18 19 30 28 31 20 32 32 30 15 8 5 29 20 18 19 30 28 31 20 32 32 30 15 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_22950-Pp3c2_23040Pp3c2_22950-Pp3c2_23040intergenic_regionPp3c2_22950-Pp3c2_23040NA NA n.15329920delTNA NA NA NA NA
Chr02 15424178 T TA Chr02_15424178_T_TAT_TA INDEL 11550.59 16 8 15 21 18 21 24 21 26 16 12 7 7 10 16 8 15 21 18 21 24 21 27 16 12 7 7 10 1 1 1 1 1 1 1 1 0.963 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_23190Pp3c2_23190transcript PAC:32936596protein_codingNA c.-1674_-1673insTNA NA NA NA 1026
Chr02 15424178 T TA Chr02_15424178_T_TAT_TA INDEL 11550.59 16 8 15 21 18 21 24 21 26 16 12 7 7 10 16 8 15 21 18 21 24 21 27 16 12 7 7 10 1 1 1 1 1 1 1 1 0.963 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_23190Pp3c2_23190transcript PAC:32936597protein_codingNA c.-1674_-1673insTNA NA NA NA 1026
Chr02 15424178 T TA Chr02_15424178_T_TAT_TA INDEL 11550.59 16 8 15 21 18 21 24 21 26 16 12 7 7 10 16 8 15 21 18 21 24 21 27 16 12 7 7 10 1 1 1 1 1 1 1 1 0.963 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_23190Pp3c2_23190transcript PAC:32936599protein_codingNA c.-1674_-1673insTNA NA NA NA 1026
Chr02 15424178 T TA Chr02_15424178_T_TAT_TA INDEL 11550.59 16 8 15 21 18 21 24 21 26 16 12 7 7 10 16 8 15 21 18 21 24 21 27 16 12 7 7 10 1 1 1 1 1 1 1 1 0.963 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_23190Pp3c2_23190transcript PAC:32936598protein_codingNA c.-1752_-1751insTNA NA NA NA 1057
Chr02 15424178 T TA Chr02_15424178_T_TAT_TA INDEL 11550.59 16 8 15 21 18 21 24 21 26 16 12 7 7 10 16 8 15 21 18 21 24 21 27 16 12 7 7 10 1 1 1 1 1 1 1 1 0.963 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_23190-Pp3c2_23200Pp3c2_23190-Pp3c2_23200intergenic_regionPp3c2_23190-Pp3c2_23200NA NA n.15424178_15424179insANA NA NA NA NA
Chr02 15502144 T A Chr02_15502144_T_AT_A SNP 20888.63 33 18 17 25 14 25 32 27 27 24 14 20 13 14 33 18 17 25 14 25 32 27 27 24 14 20 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_23210-Pp3c2_23290Pp3c2_23210-Pp3c2_23290intergenic_regionPp3c2_23210-Pp3c2_23290NA NA n.15502144T>ANA NA NA NA NA
Chr02 15502169 G T Chr02_15502169_G_TG_T SNP 21476.63 35 19 19 29 12 25 37 28 29 23 16 20 11 13 35 19 19 29 12 25 37 28 29 23 16 20 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_23210-Pp3c2_23290Pp3c2_23210-Pp3c2_23290intergenic_regionPp3c2_23210-Pp3c2_23290NA NA n.15502169G>TNA NA NA NA NA
Chr02 15644280 T TA Chr02_15644280_T_TAT_TA INDEL 17469.59 30 12 11 25 12 18 28 27 31 38 16 25 9 7 30 12 11 25 12 18 28 27 31 38 16 25 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_23290-Pp3c2_23300Pp3c2_23290-Pp3c2_23300intergenic_regionPp3c2_23290-Pp3c2_23300NA NA n.15644280_15644281insANA NA NA NA NA
Chr02 15648705 T C Chr02_15648705_T_CT_C SNP 16744.63 26 8 18 22 17 21 26 20 10 20 8 18 11 6 26 8 18 22 17 21 26 20 10 20 8 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_23290-Pp3c2_23300Pp3c2_23290-Pp3c2_23300intergenic_regionPp3c2_23290-Pp3c2_23300NA NA n.15648705T>CNA NA NA NA NA
Chr02 15844414 G T Chr02_15844414_G_TG_T SNP 8697.63 19 7 7 14 7 13 15 9 13 12 10 6 9 7 19 7 7 14 7 13 15 9 13 12 10 6 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_23590-Pp3c2_23660Pp3c2_23590-Pp3c2_23660intergenic_regionPp3c2_23590-Pp3c2_23660NA NA n.15844414G>TNA NA NA NA NA
Chr02 15890260 G GAATAAATA Chr02_15890260_G_GAATAAATAG_GAATAAATAINDEL 2143.35 19 10 15 0 0 0 0 0 0 0 0 0 0 0 19 10 15 26 14 22 26 16 9 22 6 9 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_23720Pp3c2_23720transcript PAC:32935069protein_codingNA c.-3520_-3519insAATAAATANA NA NA NA 2264
Chr02 15890260 G GAATAAATA Chr02_15890260_G_GAATAAATAG_GAATAAATAINDEL 2143.35 19 10 15 0 0 0 0 0 0 0 0 0 0 0 19 10 15 26 14 22 26 16 9 22 6 9 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_23720Pp3c2_23720transcript PAC:32935070protein_codingNA c.-3520_-3519insAATAAATANA NA NA NA 1649
Chr02 15890260 G GAATAAATA Chr02_15890260_G_GAATAAATAG_GAATAAATAINDEL 2143.35 19 10 15 0 0 0 0 0 0 0 0 0 0 0 19 10 15 26 14 22 26 16 9 22 6 9 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_23720Pp3c2_23720transcript PAC:32935071protein_codingNA c.-3520_-3519insAATAAATANA NA NA NA 1649
Chr02 15890260 G GAATAAATA Chr02_15890260_G_GAATAAATAG_GAATAAATAINDEL 2143.35 19 10 15 0 0 0 0 0 0 0 0 0 0 0 19 10 15 26 14 22 26 16 9 22 6 9 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_23720Pp3c2_23720transcript PAC:32935072protein_codingNA c.-3520_-3519insAATAAATANA NA NA NA 1649
Chr02 15890260 G GAATAAATA Chr02_15890260_G_GAATAAATAG_GAATAAATAINDEL 2143.35 19 10 15 0 0 0 0 0 0 0 0 0 0 0 19 10 15 26 14 22 26 16 9 22 6 9 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intron_variantMODIFIER Pp3c2_23700Pp3c2_23700transcript PAC:32933935protein_coding avr-77 c.490+102_490+103insTATTTATTNA NA NA NA NA
Chr02 15890260 G GAATAAATA Chr02_15890260_G_GAATAAATAG_GAATAAATAINDEL 2143.35 19 10 15 0 0 0 0 0 0 0 0 0 0 0 19 10 15 26 14 22 26 16 9 22 6 9 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intron_variantMODIFIER Pp3c2_23700Pp3c2_23700transcript PAC:32933936protein_coding avr-77 c.490+102_490+103insTATTTATTNA NA NA NA NA
Chr02 15890260 G GAATAAATA Chr02_15890260_G_GAATAAATAG_GAATAAATAINDEL 2143.35 19 10 15 0 0 0 0 0 0 0 0 0 0 0 19 10 15 26 14 22 26 16 9 22 6 9 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intron_variantMODIFIER Pp3c2_23700Pp3c2_23700transcript PAC:32933937protein_coding avr-76 c.490+102_490+103insTATTTATTNA NA NA NA NA
Chr02 15890260 G GAATAAATA Chr02_15890260_G_GAATAAATAG_GAATAAATAINDEL 2143.35 19 10 15 0 0 0 0 0 0 0 0 0 0 0 19 10 15 26 14 22 26 16 9 22 6 9 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intron_variantMODIFIER Pp3c2_23700Pp3c2_23700transcript PAC:32933938protein_coding avr-75 c.490+102_490+103insTATTTATTNA NA NA NA NA
Chr02 15890260 G GAATAAATA Chr02_15890260_G_GAATAAATAG_GAATAAATAINDEL 2143.35 19 10 15 0 0 0 0 0 0 0 0 0 0 0 19 10 15 26 14 22 26 16 9 22 6 9 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intron_variantMODIFIER Pp3c2_23700Pp3c2_23700transcript PAC:32933940protein_coding avr-52 c.490+102_490+103insTATTTATTNA NA NA NA NA
Chr02 15890260 G GAATAAATA Chr02_15890260_G_GAATAAATAG_GAATAAATAINDEL 2143.35 19 10 15 0 0 0 0 0 0 0 0 0 0 0 19 10 15 26 14 22 26 16 9 22 6 9 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intron_variantMODIFIER Pp3c2_23700Pp3c2_23700transcript PAC:32933939protein_coding avr-52 c.490+102_490+103insTATTTATTNA NA NA NA NA
Chr02 15953567 G GA Chr02_15953567_G_GAG_GA INDEL 12475.59 26 16 15 24 19 15 21 17 23 19 20 10 10 6 26 16 15 24 19 15 21 17 23 19 20 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_23860Pp3c2_23860transcript PAC:32932812protein_coding 06-juil c.622dupA p.Thr208fs 886/1284 623/747 208/248 NA
Chr02 15953567 G GA Chr02_15953567_G_GAG_GA INDEL 12475.59 26 16 15 24 19 15 21 17 23 19 20 10 10 6 26 16 15 24 19 15 21 17 23 19 20 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_23860Pp3c2_23860transcript PAC:32932814protein_coding 06-juin c.622dupA p.Thr208fs 848/1296 623/747 208/248 NA
Chr02 15953567 G GA Chr02_15953567_G_GAG_GA INDEL 12475.59 26 16 15 24 19 15 21 17 23 19 20 10 10 6 26 16 15 24 19 15 21 17 23 19 20 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_23860Pp3c2_23860transcript PAC:32932813protein_coding 06-juil c.622dupA p.Thr208fs 848/1234 623/747 208/248 NA
Chr02 15953567 G GA Chr02_15953567_G_GAG_GA INDEL 12475.59 26 16 15 24 19 15 21 17 23 19 20 10 10 6 26 16 15 24 19 15 21 17 23 19 20 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c2_23860Pp3c2_23860transcript PAC:32932815protein_coding 06-juil c.622dupA p.Thr208fs 813/1143 623/747 208/248 NA
Chr02 15953567 G GA Chr02_15953567_G_GAG_GA INDEL 12475.59 26 16 15 24 19 15 21 17 23 19 20 10 10 6 26 16 15 24 19 15 21 17 23 19 20 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_23860Pp3c2_23860transcript PAC:32932816protein_coding 05-juin c.*326dupA NA NA NA NA 327
Chr02 15953567 G GA Chr02_15953567_G_GAG_GA INDEL 12475.59 26 16 15 24 19 15 21 17 23 19 20 10 10 6 26 16 15 24 19 15 21 17 23 19 20 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_23880Pp3c2_23880transcript PAC:32936010protein_codingNA c.-3861_-3860insANA NA NA NA 3860
Chr02 15953567 G GA Chr02_15953567_G_GAG_GA INDEL 12475.59 26 16 15 24 19 15 21 17 23 19 20 10 10 6 26 16 15 24 19 15 21 17 23 19 20 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_23880Pp3c2_23880transcript PAC:32936011protein_codingNA c.-3861_-3860insANA NA NA NA 3840
Chr02 15953567 G GA Chr02_15953567_G_GAG_GA INDEL 12475.59 26 16 15 24 19 15 21 17 23 19 20 10 10 6 26 16 15 24 19 15 21 17 23 19 20 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_23870Pp3c2_23870transcript PAC:32932775protein_codingNA c.*1090dupT NA NA NA NA 658
Chr02 15953567 G GA Chr02_15953567_G_GAG_GA INDEL 12475.59 26 16 15 24 19 15 21 17 23 19 20 10 10 6 26 16 15 24 19 15 21 17 23 19 20 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_23870Pp3c2_23870transcript PAC:32932776protein_codingNA c.*1090dupT NA NA NA NA 524
Chr02 16142469 A T Chr02_16142469_A_TA_T SNP 21553.63 30 19 14 39 19 23 35 27 18 30 15 19 14 9 30 19 14 39 19 23 35 27 18 30 15 19 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24060Pp3c2_24060transcript PAC:32936049protein_codingNA c.-3458A>T NA NA NA NA 3454
Chr02 16142469 A T Chr02_16142469_A_TA_T SNP 21553.63 30 19 14 39 19 23 35 27 18 30 15 19 14 9 30 19 14 39 19 23 35 27 18 30 15 19 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24060Pp3c2_24060transcript PAC:32936050protein_codingNA c.-3458A>T NA NA NA NA 3458
Chr02 16142469 A T Chr02_16142469_A_TA_T SNP 21553.63 30 19 14 39 19 23 35 27 18 30 15 19 14 9 30 19 14 39 19 23 35 27 18 30 15 19 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24060Pp3c2_24060transcript PAC:32936051protein_codingNA c.-4473A>T NA NA NA NA 4072
Chr02 16142469 A T Chr02_16142469_A_TA_T SNP 21553.63 30 19 14 39 19 23 35 27 18 30 15 19 14 9 30 19 14 39 19 23 35 27 18 30 15 19 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_24000-Pp3c2_24060Pp3c2_24000-Pp3c2_24060intergenic_regionPp3c2_24000-Pp3c2_24060NA NA n.16142469A>TNA NA NA NA NA
Chr02 16142470 A C Chr02_16142470_A_CA_C SNP 21553.63 30 19 14 39 20 23 35 27 18 30 15 20 14 10 30 19 14 39 20 23 35 27 18 30 15 20 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24060Pp3c2_24060transcript PAC:32936049protein_codingNA c.-3457A>C NA NA NA NA 3453
Chr02 16142470 A C Chr02_16142470_A_CA_C SNP 21553.63 30 19 14 39 20 23 35 27 18 30 15 20 14 10 30 19 14 39 20 23 35 27 18 30 15 20 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24060Pp3c2_24060transcript PAC:32936050protein_codingNA c.-3457A>C NA NA NA NA 3457
Chr02 16142470 A C Chr02_16142470_A_CA_C SNP 21553.63 30 19 14 39 20 23 35 27 18 30 15 20 14 10 30 19 14 39 20 23 35 27 18 30 15 20 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24060Pp3c2_24060transcript PAC:32936051protein_codingNA c.-4472A>C NA NA NA NA 4071
Chr02 16142470 A C Chr02_16142470_A_CA_C SNP 21553.63 30 19 14 39 20 23 35 27 18 30 15 20 14 10 30 19 14 39 20 23 35 27 18 30 15 20 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_24000-Pp3c2_24060Pp3c2_24000-Pp3c2_24060intergenic_regionPp3c2_24000-Pp3c2_24060NA NA n.16142470A>CNA NA NA NA NA
Chr02 16142545 T TA Chr02_16142545_T_TAT_TA INDEL 17234.59 27 12 15 35 25 25 24 26 22 23 20 16 11 10 27 12 15 35 25 25 24 26 22 23 20 16 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24060Pp3c2_24060transcript PAC:32936049protein_codingNA c.-3382_-3381insANA NA NA NA 3377
Chr02 16142545 T TA Chr02_16142545_T_TAT_TA INDEL 17234.59 27 12 15 35 25 25 24 26 22 23 20 16 11 10 27 12 15 35 25 25 24 26 22 23 20 16 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24060Pp3c2_24060transcript PAC:32936050protein_codingNA c.-3382_-3381insANA NA NA NA 3381
Chr02 16142545 T TA Chr02_16142545_T_TAT_TA INDEL 17234.59 27 12 15 35 25 25 24 26 22 23 20 16 11 10 27 12 15 35 25 25 24 26 22 23 20 16 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24060Pp3c2_24060transcript PAC:32936051protein_codingNA c.-4397_-4396insANA NA NA NA 3995
Chr02 16142545 T TA Chr02_16142545_T_TAT_TA INDEL 17234.59 27 12 15 35 25 25 24 26 22 23 20 16 11 10 27 12 15 35 25 25 24 26 22 23 20 16 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_24000-Pp3c2_24060Pp3c2_24000-Pp3c2_24060intergenic_regionPp3c2_24000-Pp3c2_24060NA NA n.16142545_16142546insANA NA NA NA NA
Chr02 16236535 AAT A Chr02_16236535_AAT_AAAT_A INDEL 8330.59 17 16 12 14 12 20 17 13 10 21 8 9 8 8 18 17 12 14 12 20 17 13 11 22 10 9 8 9 0.944 0.941 1 1 1 1 1 1 0.909 0.955 0.8 1 1 0.889 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24180Pp3c2_24180transcript PAC:32935704protein_codingNA c.-1628_-1627delATNA NA NA NA 1111
Chr02 16236535 AAT A Chr02_16236535_AAT_AAAT_A INDEL 8330.59 17 16 12 14 12 20 17 13 10 21 8 9 8 8 18 17 12 14 12 20 17 13 11 22 10 9 8 9 0.944 0.941 1 1 1 1 1 1 0.909 0.955 0.8 1 1 0.889 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24180Pp3c2_24180transcript PAC:32935705protein_codingNA c.-1628_-1627delATNA NA NA NA 1124
Chr02 16236535 AAT A Chr02_16236535_AAT_AAAT_A INDEL 8330.59 17 16 12 14 12 20 17 13 10 21 8 9 8 8 18 17 12 14 12 20 17 13 11 22 10 9 8 9 0.944 0.941 1 1 1 1 1 1 0.909 0.955 0.8 1 1 0.889 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24180Pp3c2_24180transcript PAC:32935706protein_codingNA c.-1628_-1627delATNA NA NA NA 1116
Chr02 16236535 AAT A Chr02_16236535_AAT_AAAT_A INDEL 8330.59 17 16 12 14 12 20 17 13 10 21 8 9 8 8 18 17 12 14 12 20 17 13 11 22 10 9 8 9 0.944 0.941 1 1 1 1 1 1 0.909 0.955 0.8 1 1 0.889 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24180Pp3c2_24180transcript PAC:32935707protein_codingNA c.-1628_-1627delATNA NA NA NA 1093
Chr02 16236535 AAT A Chr02_16236535_AAT_AAAT_A INDEL 8330.59 17 16 12 14 12 20 17 13 10 21 8 9 8 8 18 17 12 14 12 20 17 13 11 22 10 9 8 9 0.944 0.941 1 1 1 1 1 1 0.909 0.955 0.8 1 1 0.889 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_24180Pp3c2_24180transcript PAC:32935708protein_codingNA c.-2534_-2533delATNA NA NA NA 1093
Chr02 16236535 AAT A Chr02_16236535_AAT_AAAT_A INDEL 8330.59 17 16 12 14 12 20 17 13 10 21 8 9 8 8 18 17 12 14 12 20 17 13 11 22 10 9 8 9 0.944 0.941 1 1 1 1 1 1 0.909 0.955 0.8 1 1 0.889 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_24180-Pp3c2_24230Pp3c2_24180-Pp3c2_24230intergenic_regionPp3c2_24180-Pp3c2_24230NA NA n.16236536_16236537delATNA NA NA NA NA
Chr02 16554495 G T Chr02_16554495_G_TG_T SNP 17796.63 15 14 11 24 17 37 27 22 19 25 12 23 10 10 15 14 11 24 17 37 27 22 19 25 12 23 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_24620-Pp3c2_24640Pp3c2_24620-Pp3c2_24640intergenic_regionPp3c2_24620-Pp3c2_24640NA NA n.16554495G>TNA NA NA NA NA
Chr02 16760462 GAT G Chr02_16760462_GAT_GGAT_G INDEL 9804.59 17 12 16 15 18 25 15 18 16 11 11 13 9 4 17 12 16 15 19 25 18 18 16 12 12 13 10 5 1 1 1 1 0.947 1 0.833 1 1 0.917 0.917 1 0.9 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_24890-Pp3c2_24900Pp3c2_24890-Pp3c2_24900intergenic_regionPp3c2_24890-Pp3c2_24900NA NA n.16760463_16760464delATNA NA NA NA NA
Chr02 16763940 C A Chr02_16763940_C_AC_A SNP 19874.63 31 20 19 24 21 29 26 21 27 32 13 9 16 16 31 20 19 24 21 29 26 21 27 32 13 9 16 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_24890-Pp3c2_24900Pp3c2_24890-Pp3c2_24900intergenic_regionPp3c2_24890-Pp3c2_24900NA NA n.16763940C>ANA NA NA NA NA
Chr02 16811329 C CA Chr02_16811329_C_CAC_CA INDEL 16952.59 32 20 15 20 21 24 25 19 23 25 12 17 11 13 32 20 15 20 21 24 25 19 23 25 12 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_24930-Pp3c2_24950Pp3c2_24930-Pp3c2_24950intergenic_regionPp3c2_24930-Pp3c2_24950NA NA n.16811329_16811330insANA NA NA NA NA
Chr02 16940772 C A Chr02_16940772_C_AC_A SNP 3713.98 0 0 0 0 0 0 0 0 25 16 16 10 6 13 22 12 9 26 10 30 20 22 25 16 16 10 6 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_25170-Pp3c2_25330Pp3c2_25170-Pp3c2_25330intergenic_regionPp3c2_25170-Pp3c2_25330NA NA n.16940772C>ANA NA NA NA NA
Chr02 17003886 C G Chr02_17003886_C_GC_G SNP 20690.63 35 14 18 24 30 37 39 27 32 24 22 13 9 14 35 14 18 24 30 37 39 27 32 24 22 13 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25170-Pp3c2_25330Pp3c2_25170-Pp3c2_25330intergenic_regionPp3c2_25170-Pp3c2_25330NA NA n.17003886C>GNA NA NA NA NA
Chr02 17184050 A AAT Chr02_17184050_A_AATA_AAT INDEL 11444.59 35 12 9 14 15 21 20 15 11 14 13 9 11 7 35 12 10 14 15 22 20 15 11 14 14 9 11 7 1 1 0.9 1 1 0.955 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_25440Pp3c2_25440transcript PAC:32934070protein_codingNA c.-3929_-3928insATNA NA NA NA 3410
Chr02 17184050 A AAT Chr02_17184050_A_AATA_AAT INDEL 11444.59 35 12 9 14 15 21 20 15 11 14 13 9 11 7 35 12 10 14 15 22 20 15 11 14 14 9 11 7 1 1 0.9 1 1 0.955 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_25440Pp3c2_25440transcript PAC:32934072protein_codingNA c.-4289_-4288insATNA NA NA NA 3373
Chr02 17184050 A AAT Chr02_17184050_A_AATA_AAT INDEL 11444.59 35 12 9 14 15 21 20 15 11 14 13 9 11 7 35 12 10 14 15 22 20 15 11 14 14 9 11 7 1 1 0.9 1 1 0.955 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_25440Pp3c2_25440transcript PAC:32934071protein_codingNA c.-4289_-4288insATNA NA NA NA 3381
Chr02 17184050 A AAT Chr02_17184050_A_AATA_AAT INDEL 11444.59 35 12 9 14 15 21 20 15 11 14 13 9 11 7 35 12 10 14 15 22 20 15 11 14 14 9 11 7 1 1 0.9 1 1 0.955 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_25450Pp3c2_25450transcript PAC:32937496protein_codingNA c.*2627_*2628insATNA NA NA NA 2055
Chr02 17184050 A AAT Chr02_17184050_A_AATA_AAT INDEL 11444.59 35 12 9 14 15 21 20 15 11 14 13 9 11 7 35 12 10 14 15 22 20 15 11 14 14 9 11 7 1 1 0.9 1 1 0.955 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_25450Pp3c2_25450transcript PAC:32937497protein_codingNA c.*2627_*2628insATNA NA NA NA 1330
Chr02 17184050 A AAT Chr02_17184050_A_AATA_AAT INDEL 11444.59 35 12 9 14 15 21 20 15 11 14 13 9 11 7 35 12 10 14 15 22 20 15 11 14 14 9 11 7 1 1 0.9 1 1 0.955 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_25450Pp3c2_25450transcript PAC:32937498protein_codingNA c.*2627_*2628insATNA NA NA NA 1330
Chr02 17184050 A AAT Chr02_17184050_A_AATA_AAT INDEL 11444.59 35 12 9 14 15 21 20 15 11 14 13 9 11 7 35 12 10 14 15 22 20 15 11 14 14 9 11 7 1 1 0.9 1 1 0.955 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_25450Pp3c2_25450transcript PAC:32937499protein_codingNA c.*2627_*2628insATNA NA NA NA 1330
Chr02 17184050 A AAT Chr02_17184050_A_AATA_AAT INDEL 11444.59 35 12 9 14 15 21 20 15 11 14 13 9 11 7 35 12 10 14 15 22 20 15 11 14 14 9 11 7 1 1 0.9 1 1 0.955 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25450-Pp3c2_25580Pp3c2_25450-Pp3c2_25580intergenic_regionPp3c2_25450-Pp3c2_25580NA NA n.17184050_17184051insATNA NA NA NA NA
Chr02 17310976 A AT Chr02_17310976_A_ATA_AT INDEL 15938.59 25 14 16 31 21 21 28 23 21 21 21 16 15 12 25 14 16 31 21 21 28 23 21 21 21 16 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17310976_17310977insTNA NA NA NA NA
Chr02 17321021 A G Chr02_17321021_A_GA_G SNP 14963.63 26 7 11 18 16 18 22 18 12 26 11 10 9 10 26 7 11 18 16 18 22 18 12 26 11 10 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321021A>GNA NA NA NA NA
Chr02 17321026 A G Chr02_17321026_A_GA_G SNP 14727.63 27 7 11 17 14 18 22 18 12 26 9 10 9 9 27 7 11 17 14 18 22 18 12 26 9 10 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321026A>GNA NA NA NA NA
Chr02 17321028 A G Chr02_17321028_A_GA_G SNP 14465.63 27 7 11 17 13 18 22 18 12 26 9 10 9 9 27 7 11 17 13 18 22 18 12 26 9 10 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321028A>GNA NA NA NA NA
Chr02 17321032 A T Chr02_17321032_A_TA_T SNP 14330.63 25 7 10 15 13 17 23 18 13 26 8 8 9 8 25 7 10 15 13 17 23 18 13 26 8 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321032A>TNA NA NA NA NA
Chr02 17321036 T C Chr02_17321036_T_CT_C SNP 13925.63 22 7 10 15 13 16 23 17 12 25 8 8 10 8 22 7 10 15 13 16 23 17 12 25 8 8 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321036T>CNA NA NA NA NA
Chr02 17321041 A T Chr02_17321041_A_TA_T SNP 13340.63 22 7 8 14 13 14 22 17 13 22 8 8 10 7 22 7 8 14 13 14 22 17 13 22 8 8 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321041A>TNA NA NA NA NA
Chr02 17321044 T TGA Chr02_17321044_T_TGAT_TGA INDEL 13196.59 21 7 8 14 13 14 20 17 11 21 8 9 10 7 21 7 8 14 13 14 20 17 11 21 8 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321044_17321045insGANA NA NA NA NA
Chr02 17321046 TACC T Chr02_17321046_TACC_TTACC_T INDEL 13061.59 21 7 8 14 12 14 20 17 10 21 8 9 9 8 21 7 8 14 12 14 20 17 10 21 8 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321047_17321049delACCNA NA NA NA NA
Chr02 17321051 T TG Chr02_17321051_T_TGT_TG INDEL 12746.59 21 7 8 12 12 13 21 17 10 20 8 8 9 8 21 7 8 12 12 13 21 17 10 20 8 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321051_17321052insGNA NA NA NA NA
Chr02 17321053 C T Chr02_17321053_C_TC_T SNP 12710.63 21 7 8 13 12 13 21 15 9 19 8 8 9 8 21 7 8 13 12 13 21 15 9 19 8 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321053C>TNA NA NA NA NA
Chr02 17321057 C T Chr02_17321057_C_TC_T SNP 12530.63 22 7 8 13 11 13 23 16 7 19 8 7 9 9 22 7 8 13 11 13 23 16 7 19 8 7 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321057C>TNA NA NA NA NA
Chr02 17321060 C T Chr02_17321060_C_TC_T SNP 12755.63 21 8 8 13 8 13 22 19 7 18 8 7 9 10 21 8 8 13 8 13 22 19 7 18 8 7 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321060C>TNA NA NA NA NA
Chr02 17321064 T A Chr02_17321064_T_AT_A SNP 12665.63 21 8 7 14 9 14 22 18 9 20 9 8 9 10 21 8 7 14 9 14 22 18 9 20 9 8 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321064T>ANA NA NA NA NA
Chr02 17321069 C CTT Chr02_17321069_C_CTTC_CTT INDEL 13151.59 21 10 6 16 7 15 20 17 9 19 9 8 9 9 21 10 6 16 7 15 20 17 9 19 9 8 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321069_17321070insTTNA NA NA NA NA
Chr02 17321070 A AGT Chr02_17321070_A_AGTA_AGT INDEL 13241.59 21 10 5 19 8 15 20 16 10 18 9 9 9 9 21 10 5 19 8 15 20 16 10 18 9 9 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321070_17321071insGTNA NA NA NA NA
Chr02 17321075 C A Chr02_17321075_C_AC_A SNP 12305.63 19 10 5 18 9 15 21 17 11 16 8 8 7 8 19 10 5 18 9 15 21 17 11 16 8 8 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321075C>ANA NA NA NA NA
Chr02 17321079 AATAG A Chr02_17321079_AATAG_AAATAG_A INDEL 12656.59 18 10 5 20 9 15 22 17 11 17 6 7 7 8 18 10 5 20 9 15 22 17 11 17 6 7 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321080_17321083delATAGNA NA NA NA NA
Chr02 17321086 A C Chr02_17321086_A_CA_C SNP 12710.63 18 10 5 19 10 16 22 16 11 19 8 8 8 8 18 10 5 19 10 16 22 16 11 19 8 8 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321086A>CNA NA NA NA NA
Chr02 17321093 A T Chr02_17321093_A_TA_T SNP 12350.63 18 10 5 17 11 16 20 15 10 17 8 7 8 8 18 10 5 17 11 16 20 15 10 17 8 7 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321093A>TNA NA NA NA NA
Chr02 17321094 C T Chr02_17321094_C_TC_T SNP 12440.63 17 10 5 17 11 16 20 15 10 18 9 7 8 8 17 10 5 17 11 16 20 15 10 18 9 7 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321094C>TNA NA NA NA NA
Chr02 17321095 A G Chr02_17321095_A_GA_G SNP 12530.63 17 11 5 17 11 16 19 15 10 17 8 7 8 8 17 11 5 17 11 16 19 15 10 17 8 7 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321095A>GNA NA NA NA NA
Chr02 17321102 A G Chr02_17321102_A_GA_G SNP 12669.63 20 11 6 18 12 13 21 16 9 15 9 8 8 7 20 11 6 18 12 13 21 16 9 15 9 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321102A>GNA NA NA NA NA
Chr02 17321105 A T Chr02_17321105_A_TA_T SNP 12368.63 20 11 6 17 12 12 22 17 10 15 9 8 8 7 20 11 6 17 12 12 22 17 10 15 9 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25590-Pp3c2_25620Pp3c2_25590-Pp3c2_25620intergenic_regionPp3c2_25590-Pp3c2_25620NA NA n.17321105A>TNA NA NA NA NA
Chr02 17454825 G T Chr02_17454825_G_TG_T SNP 21830.63 35 14 11 37 21 24 30 22 28 26 22 14 15 15 35 14 11 37 21 24 30 22 28 26 22 14 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25760-Pp3c2_25820Pp3c2_25760-Pp3c2_25820intergenic_regionPp3c2_25760-Pp3c2_25820NA NA n.17454825G>TNA NA NA NA NA
Chr02 17454827 T C Chr02_17454827_T_CT_C SNP 21935.63 33 13 11 38 21 25 30 20 29 25 22 14 15 14 33 13 11 38 21 25 30 20 29 25 22 14 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25760-Pp3c2_25820Pp3c2_25760-Pp3c2_25820intergenic_regionPp3c2_25760-Pp3c2_25820NA NA n.17454827T>CNA NA NA NA NA
Chr02 17454828 G A Chr02_17454828_G_AG_A SNP 21773.63 33 13 11 38 21 24 30 20 29 26 21 14 14 14 33 13 11 38 21 24 30 20 29 26 21 14 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25760-Pp3c2_25820Pp3c2_25760-Pp3c2_25820intergenic_regionPp3c2_25760-Pp3c2_25820NA NA n.17454828G>ANA NA NA NA NA
Chr02 17454845 A AT Chr02_17454845_A_ATA_AT INDEL 16680.59 29 13 10 38 21 25 32 23 30 26 21 11 13 15 29 13 10 38 21 25 32 23 30 26 21 11 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25760-Pp3c2_25820Pp3c2_25760-Pp3c2_25820intergenic_regionPp3c2_25760-Pp3c2_25820NA NA n.17454845_17454846insTNA NA NA NA NA
Chr02 17505445 T C Chr02_17505445_T_CT_C SNP 6023.63 8 13 12 9 13 10 7 19 10 6 8 10 4 5 8 13 12 9 13 10 7 19 10 6 8 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25820-Pp3c2_25840Pp3c2_25820-Pp3c2_25840intergenic_regionPp3c2_25820-Pp3c2_25840NA NA n.17505445T>CNA NA NA NA NA
Chr02 17506367 G A Chr02_17506367_G_AG_A SNP 14822.63 25 21 21 25 12 34 34 20 17 24 17 12 12 9 25 21 21 25 12 34 34 20 17 24 17 12 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25820-Pp3c2_25840Pp3c2_25820-Pp3c2_25840intergenic_regionPp3c2_25820-Pp3c2_25840NA NA n.17506367G>ANA NA NA NA NA
Chr02 17513703 A AT Chr02_17513703_A_ATA_AT INDEL 48508.59 114 45 50 81 54 81 89 77 56 77 41 48 32 36 114 45 50 81 54 81 89 77 56 77 41 48 32 36 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_25820-Pp3c2_25840Pp3c2_25820-Pp3c2_25840intergenic_regionPp3c2_25820-Pp3c2_25840NA NA n.17513703_17513704insTNA NA NA NA NA
Chr02 17531173 C CAT Chr02_17531173_C_CATC_CAT INDEL 993.35 19 6 6 0 0 0 0 0 0 0 0 0 0 0 19 6 6 6 14 11 15 7 6 9 9 11 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c2_25857Pp3c2_25857transcript PAC:32936897protein_codingNA c.*2207_*2208insATNA NA NA NA 2208
Chr02 17531173 C CAT Chr02_17531173_C_CATC_CAT INDEL 993.35 19 6 6 0 0 0 0 0 0 0 0 0 0 0 19 6 6 6 14 11 15 7 6 9 9 11 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c2_25857-Pp3c2_25890Pp3c2_25857-Pp3c2_25890intergenic_regionPp3c2_25857-Pp3c2_25890NA NA n.17531173_17531174insATNA NA NA NA NA
Chr02 17539361 C CAT Chr02_17539361_C_CATC_CAT INDEL 2194.93 0 0 1 0 0 0 0 0 8 21 6 7 10 4 10 10 12 25 17 16 20 17 9 22 6 7 10 4 0 0 0 0 0 0 0 0 0.889 0.955 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_25890Pp3c2_25890transcript PAC:32932834protein_codingNA c.*1711_*1712insATNA NA NA NA 494
Chr02 17539361 C CAT Chr02_17539361_C_CATC_CAT INDEL 2194.93 0 0 1 0 0 0 0 0 8 21 6 7 10 4 10 10 12 25 17 16 20 17 9 22 6 7 10 4 0 0 0 0 0 0 0 0 0.889 0.955 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_25890Pp3c2_25890transcript PAC:32932835protein_codingNA c.*1711_*1712insATNA NA NA NA 609
Chr02 17539361 C CAT Chr02_17539361_C_CATC_CAT INDEL 2194.93 0 0 1 0 0 0 0 0 8 21 6 7 10 4 10 10 12 25 17 16 20 17 9 22 6 7 10 4 0 0 0 0 0 0 0 0 0.889 0.955 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_25857-Pp3c2_25890Pp3c2_25857-Pp3c2_25890intergenic_regionPp3c2_25857-Pp3c2_25890NA NA n.17539361_17539362insATNA NA NA NA NA
Chr02 17663608 C A Chr02_17663608_C_AC_A SNP 20654.63 26 24 15 21 26 26 32 37 30 21 18 21 5 13 26 24 15 21 26 26 32 37 30 21 18 21 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_26160Pp3c2_26160transcript PAC:32936719protein_codingNA c.-3625C>A NA NA NA NA 3625
Chr02 17663608 C A Chr02_17663608_C_AC_A SNP 20654.63 26 24 15 21 26 26 32 37 30 21 18 21 5 13 26 24 15 21 26 26 32 37 30 21 18 21 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_26170Pp3c2_26170transcript PAC:32933986protein_codingNA c.-4521C>A NA NA NA NA 4061
Chr02 17663608 C A Chr02_17663608_C_AC_A SNP 20654.63 26 24 15 21 26 26 32 37 30 21 18 21 5 13 26 24 15 21 26 26 32 37 30 21 18 21 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_26170Pp3c2_26170transcript PAC:32933987protein_codingNA c.-4521C>A NA NA NA NA 3755
Chr02 17663608 C A Chr02_17663608_C_AC_A SNP 20654.63 26 24 15 21 26 26 32 37 30 21 18 21 5 13 26 24 15 21 26 26 32 37 30 21 18 21 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_26140Pp3c2_26140transcript PAC:32936485protein_codingNA c.*221G>T NA NA NA NA 221
Chr02 17663608 C A Chr02_17663608_C_AC_A SNP 20654.63 26 24 15 21 26 26 32 37 30 21 18 21 5 13 26 24 15 21 26 26 32 37 30 21 18 21 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_26150Pp3c2_26150transcript PAC:32935855protein_codingNA c.*2628G>T NA NA NA NA 2628
Chr02 17663608 C A Chr02_17663608_C_AC_A SNP 20654.63 26 24 15 21 26 26 32 37 30 21 18 21 5 13 26 24 15 21 26 26 32 37 30 21 18 21 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_26150Pp3c2_26150transcript PAC:32935856protein_codingNA c.*2628G>T NA NA NA NA 2628
Chr02 17663608 C A Chr02_17663608_C_AC_A SNP 20654.63 26 24 15 21 26 26 32 37 30 21 18 21 5 13 26 24 15 21 26 26 32 37 30 21 18 21 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_26110-Pp3c2_26140Pp3c2_26110-Pp3c2_26140intergenic_regionPp3c2_26110-Pp3c2_26140NA NA n.17663608C>ANA NA NA NA NA
Chr02 17786052 AAT A Chr02_17786052_AAT_AAAT_A INDEL 3226.24 0 0 1 12 15 19 26 14 1 0 0 0 0 1 17 8 12 12 15 19 26 14 19 19 6 13 14 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_26300-Pp3c2_26320Pp3c2_26300-Pp3c2_26320intergenic_regionPp3c2_26300-Pp3c2_26320NA NA n.17786053_17786054delATNA NA NA NA NA
Chr02 18014089 AAT A Chr02_18014089_AAT_AAAT_A INDEL 7733.59 19 6 8 12 13 21 15 11 9 14 7 11 4 9 19 7 9 12 13 21 15 12 9 14 7 11 4 9 1 0.857 0.889 1 1 1 1 0.917 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_26490-Pp3c2_26520Pp3c2_26490-Pp3c2_26520intergenic_regionPp3c2_26490-Pp3c2_26520NA NA n.18014090_18014091delATNA NA NA NA NA
Chr02 18015892 G GT Chr02_18015892_G_GTG_GT INDEL 17311.59 20 17 16 28 15 47 22 21 26 19 13 20 14 13 20 17 16 28 15 47 22 21 26 19 13 20 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_26520Pp3c2_26520transcript PAC:32932725protein_codingNA c.*3987_*3988insANA NA NA NA 3987
Chr02 18015892 G GT Chr02_18015892_G_GTG_GT INDEL 17311.59 20 17 16 28 15 47 22 21 26 19 13 20 14 13 20 17 16 28 15 47 22 21 26 19 13 20 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_26490-Pp3c2_26520Pp3c2_26490-Pp3c2_26520intergenic_regionPp3c2_26490-Pp3c2_26520NA NA n.18015892_18015893insTNA NA NA NA NA
Chr02 18016997 A C Chr02_18016997_A_CA_C SNP 19912.63 27 13 20 28 15 22 28 29 33 14 11 8 10 9 27 13 20 28 15 22 28 29 33 14 11 8 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_26520Pp3c2_26520transcript PAC:32932725protein_codingNA c.*2883T>G NA NA NA NA 2883
Chr02 18016997 A C Chr02_18016997_A_CA_C SNP 19912.63 27 13 20 28 15 22 28 29 33 14 11 8 10 9 27 13 20 28 15 22 28 29 33 14 11 8 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_26490-Pp3c2_26520Pp3c2_26490-Pp3c2_26520intergenic_regionPp3c2_26490-Pp3c2_26520NA NA n.18016997A>CNA NA NA NA NA
Chr02 18017000 C T Chr02_18017000_C_TC_T SNP 20005.63 28 14 21 29 16 22 30 29 36 14 11 8 10 9 28 14 21 29 16 22 30 29 36 14 11 8 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_26520Pp3c2_26520transcript PAC:32932725protein_codingNA c.*2880G>A NA NA NA NA 2880
Chr02 18017000 C T Chr02_18017000_C_TC_T SNP 20005.63 28 14 21 29 16 22 30 29 36 14 11 8 10 9 28 14 21 29 16 22 30 29 36 14 11 8 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_26490-Pp3c2_26520Pp3c2_26490-Pp3c2_26520intergenic_regionPp3c2_26490-Pp3c2_26520NA NA n.18017000C>TNA NA NA NA NA
Chr02 18017029 G A Chr02_18017029_G_AG_A SNP 18905.63 27 12 22 31 17 25 29 31 35 18 13 11 14 11 27 12 22 31 17 25 29 31 35 18 13 11 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_26520Pp3c2_26520transcript PAC:32932725protein_codingNA c.*2851C>T NA NA NA NA 2851
Chr02 18017029 G A Chr02_18017029_G_AG_A SNP 18905.63 27 12 22 31 17 25 29 31 35 18 13 11 14 11 27 12 22 31 17 25 29 31 35 18 13 11 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_26490-Pp3c2_26520Pp3c2_26490-Pp3c2_26520intergenic_regionPp3c2_26490-Pp3c2_26520NA NA n.18017029G>ANA NA NA NA NA
Chr02 18070764 A ATT Chr02_18070764_A_ATTA_ATT INDEL 22715.59 30 7 21 34 20 39 27 30 24 32 26 23 15 14 30 7 21 34 20 39 27 30 24 32 26 23 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_26590-Pp3c2_26650Pp3c2_26590-Pp3c2_26650intergenic_regionPp3c2_26590-Pp3c2_26650NA NA n.18070764_18070765insTTNA NA NA NA NA



Chr02 18111040 G C Chr02_18111040_G_CG_C SNP 8805.63 14 5 9 10 9 8 21 10 13 10 7 7 5 4 14 5 9 10 9 8 21 10 13 10 7 7 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_26590-Pp3c2_26650Pp3c2_26590-Pp3c2_26650intergenic_regionPp3c2_26590-Pp3c2_26650NA NA n.18111040G>CNA NA NA NA NA
Chr02 18529772 G GT Chr02_18529772_G_GTG_GT INDEL 16462.59 27 19 21 26 15 29 29 22 25 16 17 21 8 8 27 19 21 26 15 29 29 22 25 16 17 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_27350-Pp3c2_27440Pp3c2_27350-Pp3c2_27440intergenic_regionPp3c2_27350-Pp3c2_27440NA NA n.18529772_18529773insTNA NA NA NA NA
Chr02 18642769 T A Chr02_18642769_T_AT_A SNP 20951.63 25 11 19 29 24 19 29 32 37 17 15 14 13 13 25 11 19 29 24 19 29 32 37 17 15 14 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_27690-Pp3c2_27740Pp3c2_27690-Pp3c2_27740intergenic_regionPp3c2_27690-Pp3c2_27740NA NA n.18642769T>ANA NA NA NA NA
Chr02 18642772 T G Chr02_18642772_T_GT_G SNP 20824.63 26 11 17 29 23 16 29 32 37 17 16 13 13 13 26 11 17 29 23 16 29 32 37 17 16 13 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_27690-Pp3c2_27740Pp3c2_27690-Pp3c2_27740intergenic_regionPp3c2_27690-Pp3c2_27740NA NA n.18642772T>GNA NA NA NA NA
Chr02 18646256 G GA Chr02_18646256_G_GAG_GA INDEL 17888.59 36 14 27 24 19 19 29 29 26 26 17 15 15 9 36 14 27 24 19 19 29 29 26 26 17 15 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_27690-Pp3c2_27740Pp3c2_27690-Pp3c2_27740intergenic_regionPp3c2_27690-Pp3c2_27740NA NA n.18646256_18646257insANA NA NA NA NA
Chr02 18646353 G T Chr02_18646353_G_TG_T SNP 22858.63 37 11 20 28 27 24 39 30 31 30 21 8 7 13 37 11 20 28 27 24 39 30 31 30 21 8 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_27690-Pp3c2_27740Pp3c2_27690-Pp3c2_27740intergenic_regionPp3c2_27690-Pp3c2_27740NA NA n.18646353G>TNA NA NA NA NA
Chr02 18646358 G T Chr02_18646358_G_TG_T SNP 23004.63 38 10 20 25 27 22 39 30 31 29 21 8 5 14 38 10 20 25 27 22 39 30 31 29 21 8 5 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_27690-Pp3c2_27740Pp3c2_27690-Pp3c2_27740intergenic_regionPp3c2_27690-Pp3c2_27740NA NA n.18646358G>TNA NA NA NA NA
Chr02 18646367 G A Chr02_18646367_G_AG_A SNP 22759.63 40 11 18 26 27 22 39 29 29 30 19 8 5 13 40 11 18 26 27 22 39 29 29 30 19 8 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_27690-Pp3c2_27740Pp3c2_27690-Pp3c2_27740intergenic_regionPp3c2_27690-Pp3c2_27740NA NA n.18646367G>ANA NA NA NA NA
Chr02 18728010 T TTA Chr02_18728010_T_TTAT_TTA INDEL 8595.59 20 12 9 22 12 10 17 17 8 16 12 11 7 5 20 12 9 22 14 10 19 17 8 16 13 11 7 5 1 1 1 1 0.857 1 0.895 1 1 1 0.923 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_27740-Pp3c2_27810Pp3c2_27740-Pp3c2_27810intergenic_regionPp3c2_27740-Pp3c2_27810NA NA n.18728010_18728011insTANA NA NA NA NA
Chr02 19317768 G T Chr02_19317768_G_TG_T SNP 17206.63 16 9 10 31 23 20 35 16 16 20 6 16 13 11 16 9 10 31 23 20 35 16 16 20 6 16 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_28590-Pp3c2_28690Pp3c2_28590-Pp3c2_28690intergenic_regionPp3c2_28590-Pp3c2_28690NA NA n.19317768G>TNA NA NA NA NA
Chr02 19317791 G T Chr02_19317791_G_TG_T SNP 17950.63 16 8 10 26 19 21 33 19 16 18 8 18 11 7 16 8 10 26 19 21 33 19 16 18 8 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_28590-Pp3c2_28690Pp3c2_28590-Pp3c2_28690intergenic_regionPp3c2_28590-Pp3c2_28690NA NA n.19317791G>TNA NA NA NA NA
Chr02 19317801 G T Chr02_19317801_G_TG_T SNP 18786.63 22 8 12 27 21 23 37 20 20 18 8 18 13 8 22 8 12 27 21 23 37 20 20 18 8 18 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_28590-Pp3c2_28690Pp3c2_28590-Pp3c2_28690intergenic_regionPp3c2_28590-Pp3c2_28690NA NA n.19317801G>TNA NA NA NA NA
Chr02 19513452 A AAT Chr02_19513452_A_AATA_AAT INDEL 332.37 0 0 0 0 4 0 0 14 0 1 0 0 0 0 19 7 10 17 17 8 13 16 8 11 10 4 5 5 0 0 0 0 0.235 0 0 0.875 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c2_28940Pp3c2_28940transcript PAC:32937579protein_codingNA c.-3735_-3734insATNA NA NA NA 3586
Chr02 19513452 A AAT Chr02_19513452_A_AATA_AAT INDEL 332.37 0 0 0 0 4 0 0 14 0 1 0 0 0 0 19 7 10 17 17 8 13 16 8 11 10 4 5 5 0 0 0 0 0.235 0 0 0.875 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c2_28940Pp3c2_28940transcript PAC:32937583protein_codingNA c.-5081_-5080insATNA NA NA NA 4508
Chr02 19513452 A AAT Chr02_19513452_A_AATA_AAT INDEL 332.37 0 0 0 0 4 0 0 14 0 1 0 0 0 0 19 7 10 17 17 8 13 16 8 11 10 4 5 5 0 0 0 0 0.235 0 0 0.875 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c2_28940Pp3c2_28940transcript PAC:32937584protein_codingNA c.-5081_-5080insATNA NA NA NA 4508
Chr02 19513452 A AAT Chr02_19513452_A_AATA_AAT INDEL 332.37 0 0 0 0 4 0 0 14 0 1 0 0 0 0 19 7 10 17 17 8 13 16 8 11 10 4 5 5 0 0 0 0 0.235 0 0 0.875 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c2_28940Pp3c2_28940transcript PAC:32937580protein_codingNA c.-3735_-3734insATNA NA NA NA 2848
Chr02 19513452 A AAT Chr02_19513452_A_AATA_AAT INDEL 332.37 0 0 0 0 4 0 0 14 0 1 0 0 0 0 19 7 10 17 17 8 13 16 8 11 10 4 5 5 0 0 0 0 0.235 0 0 0.875 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c2_28940Pp3c2_28940transcript PAC:32937582protein_codingNA c.-3735_-3734insATNA NA NA NA 2848
Chr02 19513452 A AAT Chr02_19513452_A_AATA_AAT INDEL 332.37 0 0 0 0 4 0 0 14 0 1 0 0 0 0 19 7 10 17 17 8 13 16 8 11 10 4 5 5 0 0 0 0 0.235 0 0 0.875 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c2_28940Pp3c2_28940transcript PAC:32937581protein_codingNA c.-3735_-3734insATNA NA NA NA 2570
Chr02 19513452 A AAT Chr02_19513452_A_AATA_AAT INDEL 332.37 0 0 0 0 4 0 0 14 0 1 0 0 0 0 19 7 10 17 17 8 13 16 8 11 10 4 5 5 0 0 0 0 0.235 0 0 0.875 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c2_28950Pp3c2_28950transcript PAC:32937185protein_codingNA c.*5351_*5352insATNA NA NA NA 4717
Chr02 19513452 A AAT Chr02_19513452_A_AATA_AAT INDEL 332.37 0 0 0 0 4 0 0 14 0 1 0 0 0 0 19 7 10 17 17 8 13 16 8 11 10 4 5 5 0 0 0 0 0.235 0 0 0.875 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c2_28950Pp3c2_28950transcript PAC:32937186protein_codingNA c.*5351_*5352insATNA NA NA NA 4811
Chr02 19513452 A AAT Chr02_19513452_A_AATA_AAT INDEL 332.37 0 0 0 0 4 0 0 14 0 1 0 0 0 0 19 7 10 17 17 8 13 16 8 11 10 4 5 5 0 0 0 0 0.235 0 0 0.875 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c2_28940-Pp3c2_28950Pp3c2_28940-Pp3c2_28950intergenic_regionPp3c2_28940-Pp3c2_28950NA NA n.19513452_19513453insATNA NA NA NA NA
Chr02 19571992 CGCTGGA C Chr02_19571992_CGCTGGA_CCGCTGGA_C INDEL 11383.59 18 9 10 12 10 15 19 16 13 9 5 5 6 12 18 9 10 12 10 15 19 16 13 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934181protein_coding25/46 c.2248-200_2248-195delGCTGGANA NA NA NA NA
Chr02 19571992 CGCTGGA C Chr02_19571992_CGCTGGA_CCGCTGGA_C INDEL 11383.59 18 9 10 12 10 15 19 16 13 9 5 5 6 12 18 9 10 12 10 15 19 16 13 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934191protein_coding25/37 c.2248-200_2248-195delGCTGGANA NA NA NA NA
Chr02 19571992 CGCTGGA C Chr02_19571992_CGCTGGA_CCGCTGGA_C INDEL 11383.59 18 9 10 12 10 15 19 16 13 9 5 5 6 12 18 9 10 12 10 15 19 16 13 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934182protein_coding25/46 c.2248-200_2248-195delGCTGGANA NA NA NA NA
Chr02 19571992 CGCTGGA C Chr02_19571992_CGCTGGA_CCGCTGGA_C INDEL 11383.59 18 9 10 12 10 15 19 16 13 9 5 5 6 12 18 9 10 12 10 15 19 16 13 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934183protein_coding23/44 c.2248-200_2248-195delGCTGGANA NA NA NA NA
Chr02 19571992 CGCTGGA C Chr02_19571992_CGCTGGA_CCGCTGGA_C INDEL 11383.59 18 9 10 12 10 15 19 16 13 9 5 5 6 12 18 9 10 12 10 15 19 16 13 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934190protein_coding25/44 c.2248-200_2248-195delGCTGGANA NA NA NA NA
Chr02 19571992 CGCTGGA C Chr02_19571992_CGCTGGA_CCGCTGGA_C INDEL 11383.59 18 9 10 12 10 15 19 16 13 9 5 5 6 12 18 9 10 12 10 15 19 16 13 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934185protein_coding25/45 c.2248-200_2248-195delGCTGGANA NA NA NA NA
Chr02 19571992 CGCTGGA C Chr02_19571992_CGCTGGA_CCGCTGGA_C INDEL 11383.59 18 9 10 12 10 15 19 16 13 9 5 5 6 12 18 9 10 12 10 15 19 16 13 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934186protein_coding25/45 c.2248-200_2248-195delGCTGGANA NA NA NA NA
Chr02 19571992 CGCTGGA C Chr02_19571992_CGCTGGA_CCGCTGGA_C INDEL 11383.59 18 9 10 12 10 15 19 16 13 9 5 5 6 12 18 9 10 12 10 15 19 16 13 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934188protein_coding23/43 c.2248-200_2248-195delGCTGGANA NA NA NA NA
Chr02 19571992 CGCTGGA C Chr02_19571992_CGCTGGA_CCGCTGGA_C INDEL 11383.59 18 9 10 12 10 15 19 16 13 9 5 5 6 12 18 9 10 12 10 15 19 16 13 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934184protein_coding24/45 c.2248-200_2248-195delGCTGGANA NA NA NA NA
Chr02 19571992 CGCTGGA C Chr02_19571992_CGCTGGA_CCGCTGGA_C INDEL 11383.59 18 9 10 12 10 15 19 16 13 9 5 5 6 12 18 9 10 12 10 15 19 16 13 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934187protein_coding24/44 c.2248-200_2248-195delGCTGGANA NA NA NA NA
Chr02 19571992 CGCTGGA C Chr02_19571992_CGCTGGA_CCGCTGGA_C INDEL 11383.59 18 9 10 12 10 15 19 16 13 9 5 5 6 12 18 9 10 12 10 15 19 16 13 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934189protein_coding24/44 c.2248-200_2248-195delGCTGGANA NA NA NA NA
Chr02 19572000 A ATAATTT Chr02_19572000_A_ATAATTTA_ATAATTT INDEL 13262.59 18 9 9 12 10 16 19 17 11 9 5 5 6 12 18 9 9 12 10 16 19 17 11 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934181protein_coding25/46 c.2248-193_2248-192insTAATTTNA NA NA NA NA
Chr02 19572000 A ATAATTT Chr02_19572000_A_ATAATTTA_ATAATTT INDEL 13262.59 18 9 9 12 10 16 19 17 11 9 5 5 6 12 18 9 9 12 10 16 19 17 11 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934191protein_coding25/37 c.2248-193_2248-192insTAATTTNA NA NA NA NA
Chr02 19572000 A ATAATTT Chr02_19572000_A_ATAATTTA_ATAATTT INDEL 13262.59 18 9 9 12 10 16 19 17 11 9 5 5 6 12 18 9 9 12 10 16 19 17 11 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934182protein_coding25/46 c.2248-193_2248-192insTAATTTNA NA NA NA NA
Chr02 19572000 A ATAATTT Chr02_19572000_A_ATAATTTA_ATAATTT INDEL 13262.59 18 9 9 12 10 16 19 17 11 9 5 5 6 12 18 9 9 12 10 16 19 17 11 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934183protein_coding23/44 c.2248-193_2248-192insTAATTTNA NA NA NA NA
Chr02 19572000 A ATAATTT Chr02_19572000_A_ATAATTTA_ATAATTT INDEL 13262.59 18 9 9 12 10 16 19 17 11 9 5 5 6 12 18 9 9 12 10 16 19 17 11 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934190protein_coding25/44 c.2248-193_2248-192insTAATTTNA NA NA NA NA
Chr02 19572000 A ATAATTT Chr02_19572000_A_ATAATTTA_ATAATTT INDEL 13262.59 18 9 9 12 10 16 19 17 11 9 5 5 6 12 18 9 9 12 10 16 19 17 11 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934185protein_coding25/45 c.2248-193_2248-192insTAATTTNA NA NA NA NA
Chr02 19572000 A ATAATTT Chr02_19572000_A_ATAATTTA_ATAATTT INDEL 13262.59 18 9 9 12 10 16 19 17 11 9 5 5 6 12 18 9 9 12 10 16 19 17 11 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934186protein_coding25/45 c.2248-193_2248-192insTAATTTNA NA NA NA NA
Chr02 19572000 A ATAATTT Chr02_19572000_A_ATAATTTA_ATAATTT INDEL 13262.59 18 9 9 12 10 16 19 17 11 9 5 5 6 12 18 9 9 12 10 16 19 17 11 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934188protein_coding23/43 c.2248-193_2248-192insTAATTTNA NA NA NA NA
Chr02 19572000 A ATAATTT Chr02_19572000_A_ATAATTTA_ATAATTT INDEL 13262.59 18 9 9 12 10 16 19 17 11 9 5 5 6 12 18 9 9 12 10 16 19 17 11 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934184protein_coding24/45 c.2248-193_2248-192insTAATTTNA NA NA NA NA
Chr02 19572000 A ATAATTT Chr02_19572000_A_ATAATTTA_ATAATTT INDEL 13262.59 18 9 9 12 10 16 19 17 11 9 5 5 6 12 18 9 9 12 10 16 19 17 11 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934187protein_coding24/44 c.2248-193_2248-192insTAATTTNA NA NA NA NA
Chr02 19572000 A ATAATTT Chr02_19572000_A_ATAATTTA_ATAATTT INDEL 13262.59 18 9 9 12 10 16 19 17 11 9 5 5 6 12 18 9 9 12 10 16 19 17 11 9 5 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934189protein_coding24/44 c.2248-193_2248-192insTAATTTNA NA NA NA NA
Chr02 19572001 G GT Chr02_19572001_G_GTG_GT INDEL 13262.59 20 10 10 13 11 16 24 17 13 10 5 5 6 13 20 10 10 13 11 16 24 17 13 10 5 5 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934181protein_coding25/46 c.2248-192_2248-191insTNA NA NA NA NA
Chr02 19572001 G GT Chr02_19572001_G_GTG_GT INDEL 13262.59 20 10 10 13 11 16 24 17 13 10 5 5 6 13 20 10 10 13 11 16 24 17 13 10 5 5 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934191protein_coding25/37 c.2248-192_2248-191insTNA NA NA NA NA
Chr02 19572001 G GT Chr02_19572001_G_GTG_GT INDEL 13262.59 20 10 10 13 11 16 24 17 13 10 5 5 6 13 20 10 10 13 11 16 24 17 13 10 5 5 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934182protein_coding25/46 c.2248-192_2248-191insTNA NA NA NA NA
Chr02 19572001 G GT Chr02_19572001_G_GTG_GT INDEL 13262.59 20 10 10 13 11 16 24 17 13 10 5 5 6 13 20 10 10 13 11 16 24 17 13 10 5 5 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934183protein_coding23/44 c.2248-192_2248-191insTNA NA NA NA NA
Chr02 19572001 G GT Chr02_19572001_G_GTG_GT INDEL 13262.59 20 10 10 13 11 16 24 17 13 10 5 5 6 13 20 10 10 13 11 16 24 17 13 10 5 5 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934190protein_coding25/44 c.2248-192_2248-191insTNA NA NA NA NA
Chr02 19572001 G GT Chr02_19572001_G_GTG_GT INDEL 13262.59 20 10 10 13 11 16 24 17 13 10 5 5 6 13 20 10 10 13 11 16 24 17 13 10 5 5 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934185protein_coding25/45 c.2248-192_2248-191insTNA NA NA NA NA
Chr02 19572001 G GT Chr02_19572001_G_GTG_GT INDEL 13262.59 20 10 10 13 11 16 24 17 13 10 5 5 6 13 20 10 10 13 11 16 24 17 13 10 5 5 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934186protein_coding25/45 c.2248-192_2248-191insTNA NA NA NA NA
Chr02 19572001 G GT Chr02_19572001_G_GTG_GT INDEL 13262.59 20 10 10 13 11 16 24 17 13 10 5 5 6 13 20 10 10 13 11 16 24 17 13 10 5 5 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934188protein_coding23/43 c.2248-192_2248-191insTNA NA NA NA NA
Chr02 19572001 G GT Chr02_19572001_G_GTG_GT INDEL 13262.59 20 10 10 13 11 16 24 17 13 10 5 5 6 13 20 10 10 13 11 16 24 17 13 10 5 5 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934184protein_coding24/45 c.2248-192_2248-191insTNA NA NA NA NA
Chr02 19572001 G GT Chr02_19572001_G_GTG_GT INDEL 13262.59 20 10 10 13 11 16 24 17 13 10 5 5 6 13 20 10 10 13 11 16 24 17 13 10 5 5 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934187protein_coding24/44 c.2248-192_2248-191insTNA NA NA NA NA
Chr02 19572001 G GT Chr02_19572001_G_GTG_GT INDEL 13262.59 20 10 10 13 11 16 24 17 13 10 5 5 6 13 20 10 10 13 11 16 24 17 13 10 5 5 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_29090Pp3c2_29090transcript PAC:32934189protein_coding24/44 c.2248-192_2248-191insTNA NA NA NA NA
Chr02 19620846 C T Chr02_19620846_C_TC_T SNP 5722.29 0 0 0 19 16 31 28 27 0 0 0 0 0 0 38 18 12 19 16 31 28 28 28 22 17 23 13 11 0 0 0 1 1 1 1 0.964 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_29200Pp3c2_29200transcript PAC:32936900protein_codingNA c.-1487G>A NA NA NA NA 1487
Chr02 19620846 C T Chr02_19620846_C_TC_T SNP 5722.29 0 0 0 19 16 31 28 27 0 0 0 0 0 0 38 18 12 19 16 31 28 28 28 22 17 23 13 11 0 0 0 1 1 1 1 0.964 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_29220Pp3c2_29220transcript PAC:32937615protein_codingNA c.-2321C>T NA NA NA NA 2321
Chr02 19620846 C T Chr02_19620846_C_TC_T SNP 5722.29 0 0 0 19 16 31 28 27 0 0 0 0 0 0 38 18 12 19 16 31 28 28 28 22 17 23 13 11 0 0 0 1 1 1 1 0.964 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_29190Pp3c2_29190transcript PAC:32932896protein_codingNA c.*2359C>T NA NA NA NA 2359
Chr02 19620846 C T Chr02_19620846_C_TC_T SNP 5722.29 0 0 0 19 16 31 28 27 0 0 0 0 0 0 38 18 12 19 16 31 28 28 28 22 17 23 13 11 0 0 0 1 1 1 1 0.964 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_29219Pp3c2_29219transcript PAC:32935193protein_codingNA c.*1943G>A NA NA NA NA 1943
Chr02 19620846 C T Chr02_19620846_C_TC_T SNP 5722.29 0 0 0 19 16 31 28 27 0 0 0 0 0 0 38 18 12 19 16 31 28 28 28 22 17 23 13 11 0 0 0 1 1 1 1 0.964 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c2_29210Pp3c2_29210transcript PAC:32933578protein_coding 01-janv c.1268-353G>ANA NA NA NA NA
Chr02 20047824 A G Chr02_20047824_A_GA_G SNP 5397.29 0 0 0 21 24 21 28 21 0 0 0 0 0 0 26 13 15 21 24 21 28 21 29 14 14 13 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 synonymous_variantLOW Pp3c2_30030Pp3c2_30030transcript PAC:32934437protein_coding 02-juil c.90T>C p.Ser30Ser 294/2270 90/1548 30/515 NA
Chr02 20047824 A G Chr02_20047824_A_GA_G SNP 5397.29 0 0 0 21 24 21 28 21 0 0 0 0 0 0 26 13 15 21 24 21 28 21 29 14 14 13 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 synonymous_variantLOW Pp3c2_30030Pp3c2_30030transcript PAC:32934438protein_coding 02-juil c.90T>C p.Ser30Ser 282/2280 90/1548 30/515 NA
Chr02 20047824 A G Chr02_20047824_A_GA_G SNP 5397.29 0 0 0 21 24 21 28 21 0 0 0 0 0 0 26 13 15 21 24 21 28 21 29 14 14 13 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_30040Pp3c2_30040transcript PAC:32935149protein_codingNA c.-1919A>G NA NA NA NA 818
Chr02 20047824 A G Chr02_20047824_A_GA_G SNP 5397.29 0 0 0 21 24 21 28 21 0 0 0 0 0 0 26 13 15 21 24 21 28 21 29 14 14 13 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c2_30040Pp3c2_30040transcript PAC:32935150protein_codingNA c.-1919A>G NA NA NA NA 805
Chr02 20067115 T C Chr02_20067115_T_CT_C SNP 9245.29 27 17 11 0 0 1 0 0 6 13 15 12 15 9 27 17 11 20 21 17 19 17 6 13 15 12 15 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 synonymous_variantLOW Pp3c2_30060Pp3c2_30060transcript PAC:32933074protein_coding 01-avr c.375T>C p.Cys125Cys 864/2103 375/1188 125/395 NA
Chr02 20067115 T C Chr02_20067115_T_CT_C SNP 9245.29 27 17 11 0 0 1 0 0 6 13 15 12 15 9 27 17 11 20 21 17 19 17 6 13 15 12 15 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 synonymous_variantLOW Pp3c2_30060Pp3c2_30060transcript PAC:32933075protein_coding 02-mai c.375T>C p.Cys125Cys 654/1920 375/1188 125/395 NA
Chr02 20067115 T C Chr02_20067115_T_CT_C SNP 9245.29 27 17 11 0 0 1 0 0 6 13 15 12 15 9 27 17 11 20 21 17 19 17 6 13 15 12 15 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 synonymous_variantLOW Pp3c2_30060Pp3c2_30060transcript PAC:32933076protein_coding 02-mai c.375T>C p.Cys125Cys 755/2021 375/1188 125/395 NA
Chr02 20067115 T C Chr02_20067115_T_CT_C SNP 9245.29 27 17 11 0 0 1 0 0 6 13 15 12 15 9 27 17 11 20 21 17 19 17 6 13 15 12 15 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 synonymous_variantLOW Pp3c2_30060Pp3c2_30060transcript PAC:32933077protein_coding 01-avr c.375T>C p.Cys125Cys 865/2171 375/1188 125/395 NA
Chr02 20244584 G GTA Chr02_20244584_G_GTAG_GTA INDEL 253.37 1 8 0 0 0 0 0 0 0 0 0 0 0 0 24 8 8 27 18 19 33 20 13 11 13 10 7 8 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c2_30370Pp3c2_30370transcript PAC:32932886protein_codingNA c.-1645_-1644insTANA NA NA NA 1250
Chr02 20244584 G GTA Chr02_20244584_G_GTAG_GTA INDEL 253.37 1 8 0 0 0 0 0 0 0 0 0 0 0 0 24 8 8 27 18 19 33 20 13 11 13 10 7 8 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c2_30370Pp3c2_30370transcript PAC:32932887protein_codingNA c.-1645_-1644insTANA NA NA NA 203
Chr02 20244584 G GTA Chr02_20244584_G_GTAG_GTA INDEL 253.37 1 8 0 0 0 0 0 0 0 0 0 0 0 0 24 8 8 27 18 19 33 20 13 11 13 10 7 8 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c2_30340-Pp3c2_30370Pp3c2_30340-Pp3c2_30370intergenic_regionPp3c2_30340-Pp3c2_30370NA NA n.20244584_20244585insTANA NA NA NA NA
Chr02 20260550 C T Chr02_20260550_C_TC_T SNP 18197.63 34 12 16 25 19 27 31 22 25 19 20 14 14 12 34 12 16 25 19 27 32 22 25 19 20 14 14 12 1 1 1 1 1 1 0.969 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_30370-Pp3c2_30380Pp3c2_30370-Pp3c2_30380intergenic_regionPp3c2_30370-Pp3c2_30380NA NA n.20260550C>TNA NA NA NA NA
Chr02 20279231 C CA Chr02_20279231_C_CAC_CA INDEL 14487.59 21 15 16 27 10 25 36 17 22 17 15 12 4 6 21 15 16 27 10 25 36 17 22 17 15 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_30420Pp3c2_30420transcript PAC:32935065protein_coding 01-févr c.-1330dupT NA NA NA NA 1473
Chr02 20279231 C CA Chr02_20279231_C_CAC_CA INDEL 14487.59 21 15 16 27 10 25 36 17 22 17 15 12 4 6 21 15 16 27 10 25 36 17 22 17 15 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c2_30420Pp3c2_30420transcript PAC:32935066protein_coding 01-févr c.-1309dupT NA NA NA NA 1473
Chr02 20279231 C CA Chr02_20279231_C_CAC_CA INDEL 14487.59 21 15 16 27 10 25 36 17 22 17 15 12 4 6 21 15 16 27 10 25 36 17 22 17 15 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_30420Pp3c2_30420transcript PAC:32935068protein_coding 02-juin c.*1259dupT NA NA NA NA 1259
Chr02 20279231 C CA Chr02_20279231_C_CAC_CA INDEL 14487.59 21 15 16 27 10 25 36 17 22 17 15 12 4 6 21 15 16 27 10 25 36 17 22 17 15 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_30400Pp3c2_30400transcript PAC:32934078protein_codingNA c.-3467dupT NA NA NA NA 2590
Chr02 20279231 C CA Chr02_20279231_C_CAC_CA INDEL 14487.59 21 15 16 27 10 25 36 17 22 17 15 12 4 6 21 15 16 27 10 25 36 17 22 17 15 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_30400Pp3c2_30400transcript PAC:32934079protein_codingNA c.-3467dupT NA NA NA NA 3467
Chr02 20279231 C CA Chr02_20279231_C_CAC_CA INDEL 14487.59 21 15 16 27 10 25 36 17 22 17 15 12 4 6 21 15 16 27 10 25 36 17 22 17 15 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_30459Pp3c2_30459transcript PAC:32935794protein_codingNA c.*3943dupT NA NA NA NA 3828
Chr02 20279231 C CA Chr02_20279231_C_CAC_CA INDEL 14487.59 21 15 16 27 10 25 36 17 22 17 15 12 4 6 21 15 16 27 10 25 36 17 22 17 15 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_30420Pp3c2_30420transcript PAC:32935067protein_codingNA c.*1144dupT NA NA NA NA 796
Chr02 20358809 C T Chr02_20358809_C_TC_T SNP 4737.98 0 0 0 0 0 0 0 0 22 21 16 14 12 16 21 27 16 22 19 31 34 18 22 21 16 14 12 16 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_30560-Pp3c2_30580Pp3c2_30560-Pp3c2_30580intergenic_regionPp3c2_30560-Pp3c2_30580NA NA n.20358809C>TNA NA NA NA NA
Chr02 20481875 T TTA Chr02_20481875_T_TTAT_TTA INDEL 502.82 3 0 1 0 0 0 0 1 4 8 0 6 5 4 30 9 11 15 9 13 17 16 15 9 5 6 5 4 0.1 0 0 0 0 0 0 0 0.267 0.889 0 1 1 1 0 4 4 2 4 0 0 upstream_gene_variantMODIFIER Pp3c2_30700Pp3c2_30700transcript PAC:32935912protein_codingNA c.-1997_-1996insTANA NA NA NA 1996
Chr02 20481875 T TTA Chr02_20481875_T_TTAT_TTA INDEL 502.82 3 0 1 0 0 0 0 1 4 8 0 6 5 4 30 9 11 15 9 13 17 16 15 9 5 6 5 4 0.1 0 0 0 0 0 0 0 0.267 0.889 0 1 1 1 0 4 4 2 4 0 0 upstream_gene_variantMODIFIER Pp3c2_30710Pp3c2_30710transcript PAC:32932824protein_codingNA c.-2974_-2973insTANA NA NA NA 2579
Chr02 20481875 T TTA Chr02_20481875_T_TTAT_TTA INDEL 502.82 3 0 1 0 0 0 0 1 4 8 0 6 5 4 30 9 11 15 9 13 17 16 15 9 5 6 5 4 0.1 0 0 0 0 0 0 0 0.267 0.889 0 1 1 1 0 4 4 2 4 0 0 upstream_gene_variantMODIFIER Pp3c2_30700Pp3c2_30700transcript PAC:32935913protein_codingNA c.-1997_-1996insTANA NA NA NA 1996
Chr02 20481875 T TTA Chr02_20481875_T_TTAT_TTA INDEL 502.82 3 0 1 0 0 0 0 1 4 8 0 6 5 4 30 9 11 15 9 13 17 16 15 9 5 6 5 4 0.1 0 0 0 0 0 0 0 0.267 0.889 0 1 1 1 0 4 4 2 4 0 0 upstream_gene_variantMODIFIER Pp3c2_30710Pp3c2_30710transcript PAC:32932825protein_codingNA c.-3046_-3045insTANA NA NA NA 2402
Chr02 20481875 T TTA Chr02_20481875_T_TTAT_TTA INDEL 502.82 3 0 1 0 0 0 0 1 4 8 0 6 5 4 30 9 11 15 9 13 17 16 15 9 5 6 5 4 0.1 0 0 0 0 0 0 0 0.267 0.889 0 1 1 1 0 4 4 2 4 0 0 intergenic_regionMODIFIER Pp3c2_30660-Pp3c2_30700Pp3c2_30660-Pp3c2_30700intergenic_regionPp3c2_30660-Pp3c2_30700NA NA n.20481875_20481876insTANA NA NA NA NA
Chr02 20486277 G GA Chr02_20486277_G_GAG_GA INDEL 17046.59 27 23 18 24 20 19 32 18 21 18 15 18 6 18 27 23 18 24 20 19 32 18 21 18 15 18 6 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_30700Pp3c2_30700transcript PAC:32935912protein_codingNA c.*2217_*2218insANA NA NA NA 2218
Chr02 20486277 G GA Chr02_20486277_G_GAG_GA INDEL 17046.59 27 23 18 24 20 19 32 18 21 18 15 18 6 18 27 23 18 24 20 19 32 18 21 18 15 18 6 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_30710Pp3c2_30710transcript PAC:32932824protein_codingNA c.*919_*920insANA NA NA NA 272
Chr02 20486277 G GA Chr02_20486277_G_GAG_GA INDEL 17046.59 27 23 18 24 20 19 32 18 21 18 15 18 6 18 27 23 18 24 20 19 32 18 21 18 15 18 6 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_30700Pp3c2_30700transcript PAC:32935913protein_codingNA c.*2217_*2218insANA NA NA NA 2217
Chr02 20486277 G GA Chr02_20486277_G_GAG_GA INDEL 17046.59 27 23 18 24 20 19 32 18 21 18 15 18 6 18 27 23 18 24 20 19 32 18 21 18 15 18 6 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_30710Pp3c2_30710transcript PAC:32932825protein_codingNA c.*919_*920insANA NA NA NA 305
Chr02 20486277 G GA Chr02_20486277_G_GAG_GA INDEL 17046.59 27 23 18 24 20 19 32 18 21 18 15 18 6 18 27 23 18 24 20 19 32 18 21 18 15 18 6 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_30710-Pp3c2_30720Pp3c2_30710-Pp3c2_30720intergenic_regionPp3c2_30710-Pp3c2_30720NA NA n.20486277_20486278insANA NA NA NA NA
Chr02 20524094 G A Chr02_20524094_G_AG_A SNP 18682.63 32 16 13 23 16 22 27 24 23 26 9 12 7 10 32 16 13 23 16 22 27 24 23 26 9 12 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_30720-Pp3c2_30770Pp3c2_30720-Pp3c2_30770intergenic_regionPp3c2_30720-Pp3c2_30770NA NA n.20524094G>ANA NA NA NA NA
Chr02 20524100 G T Chr02_20524100_G_TG_T SNP 18952.63 33 16 12 22 17 20 27 22 19 24 10 12 8 10 33 16 12 22 17 20 27 22 19 24 10 12 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_30720-Pp3c2_30770Pp3c2_30720-Pp3c2_30770intergenic_regionPp3c2_30720-Pp3c2_30770NA NA n.20524100G>TNA NA NA NA NA
Chr02 20524121 C A Chr02_20524121_C_AC_A SNP 17008.63 30 15 12 17 18 19 22 21 19 24 4 12 9 9 30 15 12 17 18 19 22 21 19 24 4 12 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_30720-Pp3c2_30770Pp3c2_30720-Pp3c2_30770intergenic_regionPp3c2_30720-Pp3c2_30770NA NA n.20524121C>ANA NA NA NA NA
Chr02 20728295 T C Chr02_20728295_T_CT_C SNP 12080.63 23 9 7 15 12 16 13 8 13 24 7 11 5 5 23 9 7 15 12 16 13 8 13 24 7 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31070Pp3c2_31070transcript PAC:32934747protein_codingNA c.-425A>G NA NA NA NA 425
Chr02 20728295 T C Chr02_20728295_T_CT_C SNP 12080.63 23 9 7 15 12 16 13 8 13 24 7 11 5 5 23 9 7 15 12 16 13 8 13 24 7 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31072Pp3c2_31072transcript PAC:32935223protein_codingNA c.*1701A>G NA NA NA NA 1701
Chr02 20728295 T C Chr02_20728295_T_CT_C SNP 12080.63 23 9 7 15 12 16 13 8 13 24 7 11 5 5 23 9 7 15 12 16 13 8 13 24 7 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_31070-Pp3c2_31072Pp3c2_31070-Pp3c2_31072intergenic_regionPp3c2_31070-Pp3c2_31072NA NA n.20728295T>CNA NA NA NA NA
Chr02 20728313 C CA Chr02_20728313_C_CAC_CA INDEL 14511.59 29 10 7 21 14 20 16 10 16 24 10 15 5 7 29 10 7 21 14 20 16 10 16 24 10 15 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31070Pp3c2_31070transcript PAC:32934747protein_codingNA c.-444_-443insTNA NA NA NA 444
Chr02 20728313 C CA Chr02_20728313_C_CAC_CA INDEL 14511.59 29 10 7 21 14 20 16 10 16 24 10 15 5 7 29 10 7 21 14 20 16 10 16 24 10 15 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31072Pp3c2_31072transcript PAC:32935223protein_codingNA c.*1682_*1683insTNA NA NA NA 1682
Chr02 20728313 C CA Chr02_20728313_C_CAC_CA INDEL 14511.59 29 10 7 21 14 20 16 10 16 24 10 15 5 7 29 10 7 21 14 20 16 10 16 24 10 15 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_31070-Pp3c2_31072Pp3c2_31070-Pp3c2_31072intergenic_regionPp3c2_31070-Pp3c2_31072NA NA n.20728313_20728314insANA NA NA NA NA
Chr02 20728331 C CA Chr02_20728331_C_CAC_CA INDEL 16677.59 31 11 8 24 18 26 20 12 15 26 13 17 7 7 31 11 8 24 18 26 20 12 15 26 13 17 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31070Pp3c2_31070transcript PAC:32934747protein_codingNA c.-462_-461insTNA NA NA NA 462
Chr02 20728331 C CA Chr02_20728331_C_CAC_CA INDEL 16677.59 31 11 8 24 18 26 20 12 15 26 13 17 7 7 31 11 8 24 18 26 20 12 15 26 13 17 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31072Pp3c2_31072transcript PAC:32935223protein_codingNA c.*1664_*1665insTNA NA NA NA 1664
Chr02 20728331 C CA Chr02_20728331_C_CAC_CA INDEL 16677.59 31 11 8 24 18 26 20 12 15 26 13 17 7 7 31 11 8 24 18 26 20 12 15 26 13 17 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_31070-Pp3c2_31072Pp3c2_31070-Pp3c2_31072intergenic_regionPp3c2_31070-Pp3c2_31072NA NA n.20728331_20728332insANA NA NA NA NA
Chr02 21002454 T C Chr02_21002454_T_CT_C SNP 25322.63 26 18 17 25 28 40 45 28 24 29 20 21 6 15 26 18 17 25 28 40 45 28 24 29 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935655protein_codingNA c.-4921T>C NA NA NA NA 4615
Chr02 21002454 T C Chr02_21002454_T_CT_C SNP 25322.63 26 18 17 25 28 40 45 28 24 29 20 21 6 15 26 18 17 25 28 40 45 28 24 29 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935656protein_codingNA c.-4921T>C NA NA NA NA 4423
Chr02 21002454 T C Chr02_21002454_T_CT_C SNP 25322.63 26 18 17 25 28 40 45 28 24 29 20 21 6 15 26 18 17 25 28 40 45 28 24 29 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935657protein_codingNA c.-5759T>C NA NA NA NA 4423
Chr02 21002454 T C Chr02_21002454_T_CT_C SNP 25322.63 26 18 17 25 28 40 45 28 24 29 20 21 6 15 26 18 17 25 28 40 45 28 24 29 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935658protein_codingNA c.-5759T>C NA NA NA NA 4423
Chr02 21002454 T C Chr02_21002454_T_CT_C SNP 25322.63 26 18 17 25 28 40 45 28 24 29 20 21 6 15 26 18 17 25 28 40 45 28 24 29 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933738protein_coding mai-17 c.1159-34A>GNA NA NA NA NA
Chr02 21002454 T C Chr02_21002454_T_CT_C SNP 25322.63 26 18 17 25 28 40 45 28 24 29 20 21 6 15 26 18 17 25 28 40 45 28 24 29 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933739protein_coding mai-17 c.1159-34A>GNA NA NA NA NA
Chr02 21002454 T C Chr02_21002454_T_CT_C SNP 25322.63 26 18 17 25 28 40 45 28 24 29 20 21 6 15 26 18 17 25 28 40 45 28 24 29 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933740protein_coding 05-nov c.1159-34A>GNA NA NA NA NA
Chr02 21002454 T C Chr02_21002454_T_CT_C SNP 25322.63 26 18 17 25 28 40 45 28 24 29 20 21 6 15 26 18 17 25 28 40 45 28 24 29 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933741protein_coding 05-nov c.1159-34A>GNA NA NA NA NA
Chr02 21002454 T C Chr02_21002454_T_CT_C SNP 25322.63 26 18 17 25 28 40 45 28 24 29 20 21 6 15 26 18 17 25 28 40 45 28 24 29 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933742protein_coding 05-nov c.1159-34A>GNA NA NA NA NA
Chr02 21002457 T C Chr02_21002457_T_CT_C SNP 25327.63 25 18 17 24 30 42 45 27 24 27 20 21 6 15 25 18 17 24 30 42 45 27 24 27 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935655protein_codingNA c.-4918T>C NA NA NA NA 4612
Chr02 21002457 T C Chr02_21002457_T_CT_C SNP 25327.63 25 18 17 24 30 42 45 27 24 27 20 21 6 15 25 18 17 24 30 42 45 27 24 27 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935656protein_codingNA c.-4918T>C NA NA NA NA 4420
Chr02 21002457 T C Chr02_21002457_T_CT_C SNP 25327.63 25 18 17 24 30 42 45 27 24 27 20 21 6 15 25 18 17 24 30 42 45 27 24 27 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935657protein_codingNA c.-5756T>C NA NA NA NA 4420
Chr02 21002457 T C Chr02_21002457_T_CT_C SNP 25327.63 25 18 17 24 30 42 45 27 24 27 20 21 6 15 25 18 17 24 30 42 45 27 24 27 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935658protein_codingNA c.-5756T>C NA NA NA NA 4420
Chr02 21002457 T C Chr02_21002457_T_CT_C SNP 25327.63 25 18 17 24 30 42 45 27 24 27 20 21 6 15 25 18 17 24 30 42 45 27 24 27 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933738protein_coding mai-17 c.1159-37A>GNA NA NA NA NA
Chr02 21002457 T C Chr02_21002457_T_CT_C SNP 25327.63 25 18 17 24 30 42 45 27 24 27 20 21 6 15 25 18 17 24 30 42 45 27 24 27 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933739protein_coding mai-17 c.1159-37A>GNA NA NA NA NA
Chr02 21002457 T C Chr02_21002457_T_CT_C SNP 25327.63 25 18 17 24 30 42 45 27 24 27 20 21 6 15 25 18 17 24 30 42 45 27 24 27 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933740protein_coding 05-nov c.1159-37A>GNA NA NA NA NA
Chr02 21002457 T C Chr02_21002457_T_CT_C SNP 25327.63 25 18 17 24 30 42 45 27 24 27 20 21 6 15 25 18 17 24 30 42 45 27 24 27 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933741protein_coding 05-nov c.1159-37A>GNA NA NA NA NA
Chr02 21002457 T C Chr02_21002457_T_CT_C SNP 25327.63 25 18 17 24 30 42 45 27 24 27 20 21 6 15 25 18 17 24 30 42 45 27 24 27 20 21 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933742protein_coding 05-nov c.1159-37A>GNA NA NA NA NA
Chr02 21002460 T TA Chr02_21002460_T_TAT_TA INDEL 25470.59 24 18 17 23 30 41 45 27 24 27 20 21 6 14 24 18 17 23 30 41 45 27 24 27 20 21 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935655protein_codingNA c.-4915_-4914insANA NA NA NA 4608
Chr02 21002460 T TA Chr02_21002460_T_TAT_TA INDEL 25470.59 24 18 17 23 30 41 45 27 24 27 20 21 6 14 24 18 17 23 30 41 45 27 24 27 20 21 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935656protein_codingNA c.-4915_-4914insANA NA NA NA 4416
Chr02 21002460 T TA Chr02_21002460_T_TAT_TA INDEL 25470.59 24 18 17 23 30 41 45 27 24 27 20 21 6 14 24 18 17 23 30 41 45 27 24 27 20 21 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935657protein_codingNA c.-5753_-5752insANA NA NA NA 4416
Chr02 21002460 T TA Chr02_21002460_T_TAT_TA INDEL 25470.59 24 18 17 23 30 41 45 27 24 27 20 21 6 14 24 18 17 23 30 41 45 27 24 27 20 21 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935658protein_codingNA c.-5753_-5752insANA NA NA NA 4416
Chr02 21002460 T TA Chr02_21002460_T_TAT_TA INDEL 25470.59 24 18 17 23 30 41 45 27 24 27 20 21 6 14 24 18 17 23 30 41 45 27 24 27 20 21 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933738protein_coding mai-17 c.1159-41_1159-40insTNA NA NA NA NA
Chr02 21002460 T TA Chr02_21002460_T_TAT_TA INDEL 25470.59 24 18 17 23 30 41 45 27 24 27 20 21 6 14 24 18 17 23 30 41 45 27 24 27 20 21 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933739protein_coding mai-17 c.1159-41_1159-40insTNA NA NA NA NA
Chr02 21002460 T TA Chr02_21002460_T_TAT_TA INDEL 25470.59 24 18 17 23 30 41 45 27 24 27 20 21 6 14 24 18 17 23 30 41 45 27 24 27 20 21 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933740protein_coding 05-nov c.1159-41_1159-40insTNA NA NA NA NA
Chr02 21002460 T TA Chr02_21002460_T_TAT_TA INDEL 25470.59 24 18 17 23 30 41 45 27 24 27 20 21 6 14 24 18 17 23 30 41 45 27 24 27 20 21 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933741protein_coding 05-nov c.1159-41_1159-40insTNA NA NA NA NA
Chr02 21002460 T TA Chr02_21002460_T_TAT_TA INDEL 25470.59 24 18 17 23 30 41 45 27 24 27 20 21 6 14 24 18 17 23 30 41 45 27 24 27 20 21 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933742protein_coding 05-nov c.1159-41_1159-40insTNA NA NA NA NA
Chr02 21002463 C A Chr02_21002463_C_AC_A SNP 25490.63 24 18 18 22 27 37 44 29 26 27 19 22 7 14 24 18 18 22 27 37 44 29 26 27 19 22 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935655protein_codingNA c.-4912C>A NA NA NA NA 4606
Chr02 21002463 C A Chr02_21002463_C_AC_A SNP 25490.63 24 18 18 22 27 37 44 29 26 27 19 22 7 14 24 18 18 22 27 37 44 29 26 27 19 22 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935656protein_codingNA c.-4912C>A NA NA NA NA 4414
Chr02 21002463 C A Chr02_21002463_C_AC_A SNP 25490.63 24 18 18 22 27 37 44 29 26 27 19 22 7 14 24 18 18 22 27 37 44 29 26 27 19 22 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935657protein_codingNA c.-5750C>A NA NA NA NA 4414
Chr02 21002463 C A Chr02_21002463_C_AC_A SNP 25490.63 24 18 18 22 27 37 44 29 26 27 19 22 7 14 24 18 18 22 27 37 44 29 26 27 19 22 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935658protein_codingNA c.-5750C>A NA NA NA NA 4414
Chr02 21002463 C A Chr02_21002463_C_AC_A SNP 25490.63 24 18 18 22 27 37 44 29 26 27 19 22 7 14 24 18 18 22 27 37 44 29 26 27 19 22 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933738protein_coding mai-17 c.1159-43G>TNA NA NA NA NA
Chr02 21002463 C A Chr02_21002463_C_AC_A SNP 25490.63 24 18 18 22 27 37 44 29 26 27 19 22 7 14 24 18 18 22 27 37 44 29 26 27 19 22 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933739protein_coding mai-17 c.1159-43G>TNA NA NA NA NA
Chr02 21002463 C A Chr02_21002463_C_AC_A SNP 25490.63 24 18 18 22 27 37 44 29 26 27 19 22 7 14 24 18 18 22 27 37 44 29 26 27 19 22 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933740protein_coding 05-nov c.1159-43G>TNA NA NA NA NA
Chr02 21002463 C A Chr02_21002463_C_AC_A SNP 25490.63 24 18 18 22 27 37 44 29 26 27 19 22 7 14 24 18 18 22 27 37 44 29 26 27 19 22 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933741protein_coding 05-nov c.1159-43G>TNA NA NA NA NA
Chr02 21002463 C A Chr02_21002463_C_AC_A SNP 25490.63 24 18 18 22 27 37 44 29 26 27 19 22 7 14 24 18 18 22 27 37 44 29 26 27 19 22 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933742protein_coding 05-nov c.1159-43G>TNA NA NA NA NA
Chr02 21002470 A C Chr02_21002470_A_CA_C SNP 25727.63 25 19 20 21 27 35 43 31 25 29 22 21 6 16 25 19 20 21 27 35 43 31 25 29 22 21 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935655protein_codingNA c.-4905A>C NA NA NA NA 4599
Chr02 21002470 A C Chr02_21002470_A_CA_C SNP 25727.63 25 19 20 21 27 35 43 31 25 29 22 21 6 16 25 19 20 21 27 35 43 31 25 29 22 21 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935656protein_codingNA c.-4905A>C NA NA NA NA 4407
Chr02 21002470 A C Chr02_21002470_A_CA_C SNP 25727.63 25 19 20 21 27 35 43 31 25 29 22 21 6 16 25 19 20 21 27 35 43 31 25 29 22 21 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935657protein_codingNA c.-5743A>C NA NA NA NA 4407
Chr02 21002470 A C Chr02_21002470_A_CA_C SNP 25727.63 25 19 20 21 27 35 43 31 25 29 22 21 6 16 25 19 20 21 27 35 43 31 25 29 22 21 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935658protein_codingNA c.-5743A>C NA NA NA NA 4407
Chr02 21002470 A C Chr02_21002470_A_CA_C SNP 25727.63 25 19 20 21 27 35 43 31 25 29 22 21 6 16 25 19 20 21 27 35 43 31 25 29 22 21 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933738protein_coding mai-17 c.1159-50T>GNA NA NA NA NA
Chr02 21002470 A C Chr02_21002470_A_CA_C SNP 25727.63 25 19 20 21 27 35 43 31 25 29 22 21 6 16 25 19 20 21 27 35 43 31 25 29 22 21 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933739protein_coding mai-17 c.1159-50T>GNA NA NA NA NA
Chr02 21002470 A C Chr02_21002470_A_CA_C SNP 25727.63 25 19 20 21 27 35 43 31 25 29 22 21 6 16 25 19 20 21 27 35 43 31 25 29 22 21 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933740protein_coding 05-nov c.1159-50T>GNA NA NA NA NA
Chr02 21002470 A C Chr02_21002470_A_CA_C SNP 25727.63 25 19 20 21 27 35 43 31 25 29 22 21 6 16 25 19 20 21 27 35 43 31 25 29 22 21 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933741protein_coding 05-nov c.1159-50T>GNA NA NA NA NA
Chr02 21002470 A C Chr02_21002470_A_CA_C SNP 25727.63 25 19 20 21 27 35 43 31 25 29 22 21 6 16 25 19 20 21 27 35 43 31 25 29 22 21 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933742protein_coding 05-nov c.1159-50T>GNA NA NA NA NA
Chr02 21002477 A AC Chr02_21002477_A_ACA_AC INDEL 25618.59 27 18 21 21 23 38 40 32 23 27 22 19 7 17 27 18 21 21 23 38 40 32 23 27 22 19 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935655protein_codingNA c.-4898_-4897insCNA NA NA NA 4591
Chr02 21002477 A AC Chr02_21002477_A_ACA_AC INDEL 25618.59 27 18 21 21 23 38 40 32 23 27 22 19 7 17 27 18 21 21 23 38 40 32 23 27 22 19 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935656protein_codingNA c.-4898_-4897insCNA NA NA NA 4399
Chr02 21002477 A AC Chr02_21002477_A_ACA_AC INDEL 25618.59 27 18 21 21 23 38 40 32 23 27 22 19 7 17 27 18 21 21 23 38 40 32 23 27 22 19 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935657protein_codingNA c.-5736_-5735insCNA NA NA NA 4399
Chr02 21002477 A AC Chr02_21002477_A_ACA_AC INDEL 25618.59 27 18 21 21 23 38 40 32 23 27 22 19 7 17 27 18 21 21 23 38 40 32 23 27 22 19 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935658protein_codingNA c.-5736_-5735insCNA NA NA NA 4399
Chr02 21002477 A AC Chr02_21002477_A_ACA_AC INDEL 25618.59 27 18 21 21 23 38 40 32 23 27 22 19 7 17 27 18 21 21 23 38 40 32 23 27 22 19 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933738protein_coding mai-17 c.1159-58_1159-57insGNA NA NA NA NA
Chr02 21002477 A AC Chr02_21002477_A_ACA_AC INDEL 25618.59 27 18 21 21 23 38 40 32 23 27 22 19 7 17 27 18 21 21 23 38 40 32 23 27 22 19 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933739protein_coding mai-17 c.1159-58_1159-57insGNA NA NA NA NA
Chr02 21002477 A AC Chr02_21002477_A_ACA_AC INDEL 25618.59 27 18 21 21 23 38 40 32 23 27 22 19 7 17 27 18 21 21 23 38 40 32 23 27 22 19 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933740protein_coding 05-nov c.1159-58_1159-57insGNA NA NA NA NA
Chr02 21002477 A AC Chr02_21002477_A_ACA_AC INDEL 25618.59 27 18 21 21 23 38 40 32 23 27 22 19 7 17 27 18 21 21 23 38 40 32 23 27 22 19 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933741protein_coding 05-nov c.1159-58_1159-57insGNA NA NA NA NA
Chr02 21002477 A AC Chr02_21002477_A_ACA_AC INDEL 25618.59 27 18 21 21 23 38 40 32 23 27 22 19 7 17 27 18 21 21 23 38 40 32 23 27 22 19 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933742protein_coding 05-nov c.1159-58_1159-57insGNA NA NA NA NA
Chr02 21005198 AGCGGG A Chr02_21005198_AGCGGG_AAGCGGG_A INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935655protein_codingNA c.-2176_-2172delGCGGGNA NA NA NA 1870
Chr02 21005198 AGCGGG A Chr02_21005198_AGCGGG_AAGCGGG_A INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935656protein_codingNA c.-2176_-2172delGCGGGNA NA NA NA 1678
Chr02 21005198 AGCGGG A Chr02_21005198_AGCGGG_AAGCGGG_A INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935657protein_codingNA c.-3014_-3010delGCGGGNA NA NA NA 1678
Chr02 21005198 AGCGGG A Chr02_21005198_AGCGGG_AAGCGGG_A INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935658protein_codingNA c.-3014_-3010delGCGGGNA NA NA NA 1678
Chr02 21005198 AGCGGG A Chr02_21005198_AGCGGG_AAGCGGG_A INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933738protein_coding janv-17 c.33-616_33-612delCCCGCNA NA NA NA NA
Chr02 21005198 AGCGGG A Chr02_21005198_AGCGGG_AAGCGGG_A INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933739protein_coding janv-17 c.33-616_33-612delCCCGCNA NA NA NA NA
Chr02 21005198 AGCGGG A Chr02_21005198_AGCGGG_AAGCGGG_A INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933740protein_coding 01-nov c.33-616_33-612delCCCGCNA NA NA NA NA
Chr02 21005198 AGCGGG A Chr02_21005198_AGCGGG_AAGCGGG_A INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933741protein_coding 01-nov c.33-616_33-612delCCCGCNA NA NA NA NA
Chr02 21005198 AGCGGG A Chr02_21005198_AGCGGG_AAGCGGG_A INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933742protein_coding 01-nov c.33-616_33-612delCCCGCNA NA NA NA NA
Chr02 21005203 G GTACAAA Chr02_21005203_G_GTACAAAG_GTACAAA INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935655protein_codingNA c.-2172_-2171insTACAAANA NA NA NA 1865
Chr02 21005203 G GTACAAA Chr02_21005203_G_GTACAAAG_GTACAAA INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935656protein_codingNA c.-2172_-2171insTACAAANA NA NA NA 1673
Chr02 21005203 G GTACAAA Chr02_21005203_G_GTACAAAG_GTACAAA INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935657protein_codingNA c.-3010_-3009insTACAAANA NA NA NA 1673
Chr02 21005203 G GTACAAA Chr02_21005203_G_GTACAAAG_GTACAAA INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935658protein_codingNA c.-3010_-3009insTACAAANA NA NA NA 1673
Chr02 21005203 G GTACAAA Chr02_21005203_G_GTACAAAG_GTACAAA INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933738protein_coding janv-17 c.33-617_33-616insTTTGTANA NA NA NA NA
Chr02 21005203 G GTACAAA Chr02_21005203_G_GTACAAAG_GTACAAA INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933739protein_coding janv-17 c.33-617_33-616insTTTGTANA NA NA NA NA
Chr02 21005203 G GTACAAA Chr02_21005203_G_GTACAAAG_GTACAAA INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933740protein_coding 01-nov c.33-617_33-616insTTTGTANA NA NA NA NA
Chr02 21005203 G GTACAAA Chr02_21005203_G_GTACAAAG_GTACAAA INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933741protein_coding 01-nov c.33-617_33-616insTTTGTANA NA NA NA NA
Chr02 21005203 G GTACAAA Chr02_21005203_G_GTACAAAG_GTACAAA INDEL 11634.59 20 9 8 9 11 15 20 12 12 19 7 7 11 8 20 9 8 9 11 15 20 12 12 19 7 7 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933742protein_coding 01-nov c.33-617_33-616insTTTGTANA NA NA NA NA
Chr02 21005275 A G Chr02_21005275_A_GA_G SNP 11494.63 18 9 12 14 10 10 17 13 13 16 9 9 11 6 18 9 12 14 10 10 17 13 13 16 9 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935655protein_codingNA c.-2100A>G NA NA NA NA 1794
Chr02 21005275 A G Chr02_21005275_A_GA_G SNP 11494.63 18 9 12 14 10 10 17 13 13 16 9 9 11 6 18 9 12 14 10 10 17 13 13 16 9 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935656protein_codingNA c.-2100A>G NA NA NA NA 1602
Chr02 21005275 A G Chr02_21005275_A_GA_G SNP 11494.63 18 9 12 14 10 10 17 13 13 16 9 9 11 6 18 9 12 14 10 10 17 13 13 16 9 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935657protein_codingNA c.-2938A>G NA NA NA NA 1602
Chr02 21005275 A G Chr02_21005275_A_GA_G SNP 11494.63 18 9 12 14 10 10 17 13 13 16 9 9 11 6 18 9 12 14 10 10 17 13 13 16 9 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935658protein_codingNA c.-2938A>G NA NA NA NA 1602
Chr02 21005275 A G Chr02_21005275_A_GA_G SNP 11494.63 18 9 12 14 10 10 17 13 13 16 9 9 11 6 18 9 12 14 10 10 17 13 13 16 9 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933738protein_coding janv-17 c.33-688T>C NA NA NA NA NA
Chr02 21005275 A G Chr02_21005275_A_GA_G SNP 11494.63 18 9 12 14 10 10 17 13 13 16 9 9 11 6 18 9 12 14 10 10 17 13 13 16 9 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933739protein_coding janv-17 c.33-688T>C NA NA NA NA NA
Chr02 21005275 A G Chr02_21005275_A_GA_G SNP 11494.63 18 9 12 14 10 10 17 13 13 16 9 9 11 6 18 9 12 14 10 10 17 13 13 16 9 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933740protein_coding 01-nov c.33-688T>C NA NA NA NA NA
Chr02 21005275 A G Chr02_21005275_A_GA_G SNP 11494.63 18 9 12 14 10 10 17 13 13 16 9 9 11 6 18 9 12 14 10 10 17 13 13 16 9 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933741protein_coding 01-nov c.33-688T>C NA NA NA NA NA
Chr02 21005275 A G Chr02_21005275_A_GA_G SNP 11494.63 18 9 12 14 10 10 17 13 13 16 9 9 11 6 18 9 12 14 10 10 17 13 13 16 9 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933742protein_coding 01-nov c.33-688T>C NA NA NA NA NA
Chr02 21005311 G GA Chr02_21005311_G_GAG_GA INDEL 12569.59 26 13 17 14 13 14 20 18 18 23 13 9 12 13 26 13 17 14 13 14 20 18 18 23 13 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935655protein_codingNA c.-2064_-2063insANA NA NA NA 1757
Chr02 21005311 G GA Chr02_21005311_G_GAG_GA INDEL 12569.59 26 13 17 14 13 14 20 18 18 23 13 9 12 13 26 13 17 14 13 14 20 18 18 23 13 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935656protein_codingNA c.-2064_-2063insANA NA NA NA 1565
Chr02 21005311 G GA Chr02_21005311_G_GAG_GA INDEL 12569.59 26 13 17 14 13 14 20 18 18 23 13 9 12 13 26 13 17 14 13 14 20 18 18 23 13 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935657protein_codingNA c.-2902_-2901insANA NA NA NA 1565
Chr02 21005311 G GA Chr02_21005311_G_GAG_GA INDEL 12569.59 26 13 17 14 13 14 20 18 18 23 13 9 12 13 26 13 17 14 13 14 20 18 18 23 13 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31660Pp3c2_31660transcript PAC:32935658protein_codingNA c.-2902_-2901insANA NA NA NA 1565
Chr02 21005311 G GA Chr02_21005311_G_GAG_GA INDEL 12569.59 26 13 17 14 13 14 20 18 18 23 13 9 12 13 26 13 17 14 13 14 20 18 18 23 13 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933738protein_coding janv-17 c.33-725_33-724insTNA NA NA NA NA
Chr02 21005311 G GA Chr02_21005311_G_GAG_GA INDEL 12569.59 26 13 17 14 13 14 20 18 18 23 13 9 12 13 26 13 17 14 13 14 20 18 18 23 13 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933739protein_coding janv-17 c.33-725_33-724insTNA NA NA NA NA
Chr02 21005311 G GA Chr02_21005311_G_GAG_GA INDEL 12569.59 26 13 17 14 13 14 20 18 18 23 13 9 12 13 26 13 17 14 13 14 20 18 18 23 13 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933740protein_coding 01-nov c.33-725_33-724insTNA NA NA NA NA
Chr02 21005311 G GA Chr02_21005311_G_GAG_GA INDEL 12569.59 26 13 17 14 13 14 20 18 18 23 13 9 12 13 26 13 17 14 13 14 20 18 18 23 13 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933741protein_coding 01-nov c.33-725_33-724insTNA NA NA NA NA
Chr02 21005311 G GA Chr02_21005311_G_GAG_GA INDEL 12569.59 26 13 17 14 13 14 20 18 18 23 13 9 12 13 26 13 17 14 13 14 20 18 18 23 13 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_31650Pp3c2_31650transcript PAC:32933742protein_coding 01-nov c.33-725_33-724insTNA NA NA NA NA
Chr02 21040592 G T Chr02_21040592_G_TG_T SNP 6046.63 11 6 5 6 7 10 10 13 5 18 6 5 4 5 11 6 5 6 7 10 10 13 6 18 6 5 4 5 1 1 1 1 1 1 1 1 0.833 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31770Pp3c2_31770transcript PAC:32935178protein_codingNA c.*4510G>T NA NA NA NA 3924
Chr02 21040592 G T Chr02_21040592_G_TG_T SNP 6046.63 11 6 5 6 7 10 10 13 5 18 6 5 4 5 11 6 5 6 7 10 10 13 6 18 6 5 4 5 1 1 1 1 1 1 1 1 0.833 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31770Pp3c2_31770transcript PAC:32935179protein_codingNA c.*4510G>T NA NA NA NA 4450
Chr02 21040592 G T Chr02_21040592_G_TG_T SNP 6046.63 11 6 5 6 7 10 10 13 5 18 6 5 4 5 11 6 5 6 7 10 10 13 6 18 6 5 4 5 1 1 1 1 1 1 1 1 0.833 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_31770-Pp3c2_31820Pp3c2_31770-Pp3c2_31820intergenic_regionPp3c2_31770-Pp3c2_31820NA NA n.21040592G>TNA NA NA NA NA
Chr02 21040595 A ATTT Chr02_21040595_A_ATTTA_ATTT INDEL 6903.59 10 5 4 5 6 10 9 13 5 14 6 5 4 5 10 5 4 5 6 11 11 13 6 14 6 5 4 5 1 1 1 1 1 0.909 0.818 1 0.833 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31770Pp3c2_31770transcript PAC:32935178protein_codingNA c.*4513_*4514insTTTNA NA NA NA 3928
Chr02 21040595 A ATTT Chr02_21040595_A_ATTTA_ATTT INDEL 6903.59 10 5 4 5 6 10 9 13 5 14 6 5 4 5 10 5 4 5 6 11 11 13 6 14 6 5 4 5 1 1 1 1 1 0.909 0.818 1 0.833 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31770Pp3c2_31770transcript PAC:32935179protein_codingNA c.*4513_*4514insTTTNA NA NA NA 4454
Chr02 21040595 A ATTT Chr02_21040595_A_ATTTA_ATTT INDEL 6903.59 10 5 4 5 6 10 9 13 5 14 6 5 4 5 10 5 4 5 6 11 11 13 6 14 6 5 4 5 1 1 1 1 1 0.909 0.818 1 0.833 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_31770-Pp3c2_31820Pp3c2_31770-Pp3c2_31820intergenic_regionPp3c2_31770-Pp3c2_31820NA NA n.21040595_21040596insTTTNA NA NA NA NA
Chr02 21087922 G T Chr02_21087922_G_TG_T SNP 11042.63 16 6 7 19 7 16 10 16 10 7 9 12 7 4 16 6 7 19 7 16 10 16 10 7 9 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_31820-Pp3c2_31840Pp3c2_31820-Pp3c2_31840intergenic_regionPp3c2_31820-Pp3c2_31840NA NA n.21087922G>TNA NA NA NA NA
Chr02 21092116 TA T Chr02_21092116_TA_TTA_T INDEL 16627.59 33 18 19 33 12 31 32 26 6 26 11 19 11 13 33 18 19 33 12 31 32 26 6 26 11 19 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31840Pp3c2_31840transcript PAC:32935546protein_codingNA c.*2218delT NA NA NA NA 2003
Chr02 21092116 TA T Chr02_21092116_TA_TTA_T INDEL 16627.59 33 18 19 33 12 31 32 26 6 26 11 19 11 13 33 18 19 33 12 31 32 26 6 26 11 19 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31840Pp3c2_31840transcript PAC:32935547protein_codingNA c.*2218delT NA NA NA NA 1116
Chr02 21092116 TA T Chr02_21092116_TA_TTA_T INDEL 16627.59 33 18 19 33 12 31 32 26 6 26 11 19 11 13 33 18 19 33 12 31 32 26 6 26 11 19 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31840Pp3c2_31840transcript PAC:32935548protein_codingNA c.*2218delT NA NA NA NA 2106
Chr02 21092116 TA T Chr02_21092116_TA_TTA_T INDEL 16627.59 33 18 19 33 12 31 32 26 6 26 11 19 11 13 33 18 19 33 12 31 32 26 6 26 11 19 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_31820-Pp3c2_31840Pp3c2_31820-Pp3c2_31840intergenic_regionPp3c2_31820-Pp3c2_31840NA NA n.21092117delANA NA NA NA NA



Chr02 21112151 A T Chr02_21112151_A_TA_T SNP 12844.63 30 17 14 13 10 19 15 11 17 23 10 17 8 11 30 17 14 13 10 19 15 11 17 23 10 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31870Pp3c2_31870transcript PAC:32937325protein_codingNA c.-1535A>T NA NA NA NA 1535
Chr02 21112151 A T Chr02_21112151_A_TA_T SNP 12844.63 30 17 14 13 10 19 15 11 17 23 10 17 8 11 30 17 14 13 10 19 15 11 17 23 10 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_31870Pp3c2_31870transcript PAC:32937326protein_codingNA c.-1586A>T NA NA NA NA 1586
Chr02 21112151 A T Chr02_21112151_A_TA_T SNP 12844.63 30 17 14 13 10 19 15 11 17 23 10 17 8 11 30 17 14 13 10 19 15 11 17 23 10 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_31840-Pp3c2_31870Pp3c2_31840-Pp3c2_31870intergenic_regionPp3c2_31840-Pp3c2_31870NA NA n.21112151A>TNA NA NA NA NA
Chr02 21115016 A C Chr02_21115016_A_CA_C SNP 12974.63 16 11 17 25 16 19 23 9 22 6 11 10 4 9 16 11 17 25 16 19 23 9 22 6 11 10 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_31870Pp3c2_31870transcript PAC:32937325protein_coding 02-mars c.*249A>C NA NA NA NA 249
Chr02 21115016 A C Chr02_21115016_A_CA_C SNP 12974.63 16 11 17 25 16 19 23 9 22 6 11 10 4 9 16 11 17 25 16 19 23 9 22 6 11 10 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_31870Pp3c2_31870transcript PAC:32937326protein_coding 02-févr c.*249A>C NA NA NA NA 249
Chr02 21115097 A AC Chr02_21115097_A_ACA_AC INDEL 14328.59 23 18 15 27 15 25 37 14 24 19 8 7 9 5 23 18 15 27 15 25 37 14 24 19 8 7 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_31870Pp3c2_31870transcript PAC:32937325protein_coding 02-mars c.*331dupC NA NA NA NA 332
Chr02 21115097 A AC Chr02_21115097_A_ACA_AC INDEL 14328.59 23 18 15 27 15 25 37 14 24 19 8 7 9 5 23 18 15 27 15 25 37 14 24 19 8 7 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_31870Pp3c2_31870transcript PAC:32937326protein_coding 02-févr c.*331dupC NA NA NA NA 332
Chr02 21117849 G T Chr02_21117849_G_TG_T SNP 11223.63 16 4 10 20 5 10 15 19 20 10 15 5 11 5 16 4 10 20 5 10 15 19 20 10 15 5 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31870Pp3c2_31870transcript PAC:32937325protein_codingNA c.*3082G>T NA NA NA NA 2188
Chr02 21117849 G T Chr02_21117849_G_TG_T SNP 11223.63 16 4 10 20 5 10 15 19 20 10 15 5 11 5 16 4 10 20 5 10 15 19 20 10 15 5 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_31870Pp3c2_31870transcript PAC:32937326protein_codingNA c.*3082G>T NA NA NA NA 1834
Chr02 21117849 G T Chr02_21117849_G_TG_T SNP 11223.63 16 4 10 20 5 10 15 19 20 10 15 5 11 5 16 4 10 20 5 10 15 19 20 10 15 5 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_31870-Pp3c2_31920Pp3c2_31870-Pp3c2_31920intergenic_regionPp3c2_31870-Pp3c2_31920NA NA n.21117849G>TNA NA NA NA NA
Chr02 21151496 G GAT Chr02_21151496_G_GATG_GAT INDEL 2259.93 1 0 0 0 0 0 0 1 17 9 14 7 9 4 26 26 13 21 14 29 22 18 17 9 14 7 9 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_31940Pp3c2_31940transcript PAC:32936367protein_codingNA c.-4554_-4553insATNA NA NA NA 4553
Chr02 21151496 G GAT Chr02_21151496_G_GATG_GAT INDEL 2259.93 1 0 0 0 0 0 0 1 17 9 14 7 9 4 26 26 13 21 14 29 22 18 17 9 14 7 9 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_31940Pp3c2_31940transcript PAC:32936368protein_codingNA c.-5524_-5523insATNA NA NA NA 4666
Chr02 21151496 G GAT Chr02_21151496_G_GATG_GAT INDEL 2259.93 1 0 0 0 0 0 0 1 17 9 14 7 9 4 26 26 13 21 14 29 22 18 17 9 14 7 9 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_31940Pp3c2_31940transcript PAC:32936369protein_codingNA c.-5524_-5523insATNA NA NA NA 4752
Chr02 21151496 G GAT Chr02_21151496_G_GATG_GAT INDEL 2259.93 1 0 0 0 0 0 0 1 17 9 14 7 9 4 26 26 13 21 14 29 22 18 17 9 14 7 9 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c2_31940Pp3c2_31940transcript PAC:32936370protein_codingNA c.-5524_-5523insATNA NA NA NA 4752
Chr02 21151496 G GAT Chr02_21151496_G_GATG_GAT INDEL 2259.93 1 0 0 0 0 0 0 1 17 9 14 7 9 4 26 26 13 21 14 29 22 18 17 9 14 7 9 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_31930Pp3c2_31930transcript PAC:32935697protein_codingNA c.*992_*993insATNA NA NA NA 805
Chr02 21151496 G GAT Chr02_21151496_G_GATG_GAT INDEL 2259.93 1 0 0 0 0 0 0 1 17 9 14 7 9 4 26 26 13 21 14 29 22 18 17 9 14 7 9 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_31930Pp3c2_31930transcript PAC:32935698protein_codingNA c.*992_*993insATNA NA NA NA 793
Chr02 21151496 G GAT Chr02_21151496_G_GATG_GAT INDEL 2259.93 1 0 0 0 0 0 0 1 17 9 14 7 9 4 26 26 13 21 14 29 22 18 17 9 14 7 9 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_31930Pp3c2_31930transcript PAC:32935700protein_codingNA c.*992_*993insATNA NA NA NA 793
Chr02 21151496 G GAT Chr02_21151496_G_GATG_GAT INDEL 2259.93 1 0 0 0 0 0 0 1 17 9 14 7 9 4 26 26 13 21 14 29 22 18 17 9 14 7 9 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c2_31930Pp3c2_31930transcript PAC:32935699protein_codingNA c.*992_*993insATNA NA NA NA 755
Chr02 21151496 G GAT Chr02_21151496_G_GATG_GAT INDEL 2259.93 1 0 0 0 0 0 0 1 17 9 14 7 9 4 26 26 13 21 14 29 22 18 17 9 14 7 9 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_31930-Pp3c2_31940Pp3c2_31930-Pp3c2_31940intergenic_regionPp3c2_31930-Pp3c2_31940NA NA n.21151496_21151497insATNA NA NA NA NA
Chr02 21328895 T TCC Chr02_21328895_T_TCCT_TCC INDEL 8147.59 7 5 9 8 8 14 14 8 7 9 6 7 7 4 7 5 9 8 8 14 14 8 7 9 6 7 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_32270-Pp3c2_32300Pp3c2_32270-Pp3c2_32300intergenic_regionPp3c2_32270-Pp3c2_32300NA NA n.21328895_21328896insCCNA NA NA NA NA
Chr02 21328897 A ATAG Chr02_21328897_A_ATAGA_ATAG INDEL 8507.59 8 6 9 7 8 15 13 8 7 8 6 7 7 4 8 6 9 7 8 15 13 8 7 8 6 7 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_32270-Pp3c2_32300Pp3c2_32270-Pp3c2_32300intergenic_regionPp3c2_32270-Pp3c2_32300NA NA n.21328897_21328898insTAGNA NA NA NA NA
Chr02 21328899 A ACGTCACCACChr02_21328899_A_ACGTCACCACA_ACGTCACCACINDEL 9101.59 8 5 9 7 9 14 14 5 7 7 7 7 6 4 8 5 9 7 9 14 14 5 7 7 7 7 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_32270-Pp3c2_32300Pp3c2_32270-Pp3c2_32300intergenic_regionPp3c2_32270-Pp3c2_32300NA NA n.21328899_21328900insCGTCACCACNA NA NA NA NA
Chr02 21381387 A G Chr02_21381387_A_GA_G SNP 34319.63 51 34 26 39 41 61 70 36 45 39 46 31 25 19 51 34 26 39 41 61 70 36 45 39 46 31 25 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_32360-Pp3c2_32400Pp3c2_32360-Pp3c2_32400intergenic_regionPp3c2_32360-Pp3c2_32400NA NA n.21381387A>GNA NA NA NA NA
Chr02 21432563 A AT Chr02_21432563_A_ATA_AT INDEL 79555.59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_32410Pp3c2_32410transcript PAC:32936149protein_codingNA c.*1676_*1677insTNA NA NA NA 1290
Chr02 21432563 A AT Chr02_21432563_A_ATA_AT INDEL 79555.59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_32410Pp3c2_32410transcript PAC:32936150protein_codingNA c.*1676_*1677insTNA NA NA NA 834
Chr02 21432563 A AT Chr02_21432563_A_ATA_AT INDEL 79555.59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_32420Pp3c2_32420transcript PAC:32933631protein_coding33/33 c.3756+104_3756+105insANA NA NA NA NA
Chr02 21432563 A AT Chr02_21432563_A_ATA_AT INDEL 79555.59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_32420Pp3c2_32420transcript PAC:32933635protein_coding32/32 c.3756+104_3756+105insANA NA NA NA NA
Chr02 21432563 A AT Chr02_21432563_A_ATA_AT INDEL 79555.59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_32420Pp3c2_32420transcript PAC:32933634protein_coding33/33 c.3756+104_3756+105insANA NA NA NA NA
Chr02 21432563 A AT Chr02_21432563_A_ATA_AT INDEL 79555.59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_32420Pp3c2_32420transcript PAC:32933633protein_coding32/32 c.3756+104_3756+105insANA NA NA NA NA
Chr02 21432563 A AT Chr02_21432563_A_ATA_AT INDEL 79555.59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 116 60 84 103 87 108 135 109 122 106 68 78 36 59 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_32420Pp3c2_32420transcript PAC:32933632protein_coding33/33 c.3756+104_3756+105insANA NA NA NA NA
Chr02 21558747 T C Chr02_21558747_T_CT_C SNP 15174.63 19 12 16 31 17 29 30 17 11 23 14 12 15 9 19 12 16 33 17 29 30 17 11 23 14 12 15 9 1 1 1 0.939 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_32640-Pp3c2_32680Pp3c2_32640-Pp3c2_32680intergenic_regionPp3c2_32640-Pp3c2_32680NA NA n.21558747T>CNA NA NA NA NA
Chr02 21616227 A AT Chr02_21616227_A_ATA_AT INDEL 13846.59 31 8 16 23 13 22 29 15 18 14 12 16 9 10 31 8 16 23 13 22 29 15 18 14 12 16 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_32690-Pp3c2_32720Pp3c2_32690-Pp3c2_32720intergenic_regionPp3c2_32690-Pp3c2_32720NA NA n.21616227_21616228insTNA NA NA NA NA
Chr02 21765072 AAATTCTAAACCAAATCTTAAATCAAACTCCA Chr02_21765072_AAATTCTAAACCAAATCTTAAATCAAACTCC_AAAATTCTAAACCAAATCTTAAATCAAACTCC_AINDEL 14045.59 13 6 8 22 17 14 24 16 18 11 17 12 12 16 13 6 8 22 17 14 24 16 18 11 17 12 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_32860Pp3c2_32860transcript PAC:32932972protein_codingNA c.-5526_-5497delAATTCTAAACCAAATCTTAAATCAAACTCCNA NA NA NA 3926
Chr02 21765072 AAATTCTAAACCAAATCTTAAATCAAACTCCA Chr02_21765072_AAATTCTAAACCAAATCTTAAATCAAACTCC_AAAATTCTAAACCAAATCTTAAATCAAACTCC_AINDEL 14045.59 13 6 8 22 17 14 24 16 18 11 17 12 12 16 13 6 8 22 17 14 24 16 18 11 17 12 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_32860Pp3c2_32860transcript PAC:32932975protein_codingNA c.-5526_-5497delAATTCTAAACCAAATCTTAAATCAAACTCCNA NA NA NA 3873
Chr02 21765072 AAATTCTAAACCAAATCTTAAATCAAACTCCA Chr02_21765072_AAATTCTAAACCAAATCTTAAATCAAACTCC_AAAATTCTAAACCAAATCTTAAATCAAACTCC_AINDEL 14045.59 13 6 8 22 17 14 24 16 18 11 17 12 12 16 13 6 8 22 17 14 24 16 18 11 17 12 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_32860Pp3c2_32860transcript PAC:32932974protein_codingNA c.-5526_-5497delAATTCTAAACCAAATCTTAAATCAAACTCCNA NA NA NA 3958
Chr02 21765072 AAATTCTAAACCAAATCTTAAATCAAACTCCA Chr02_21765072_AAATTCTAAACCAAATCTTAAATCAAACTCC_AAAATTCTAAACCAAATCTTAAATCAAACTCC_AINDEL 14045.59 13 6 8 22 17 14 24 16 18 11 17 12 12 16 13 6 8 22 17 14 24 16 18 11 17 12 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_32860Pp3c2_32860transcript PAC:32932973protein_codingNA c.-5526_-5497delAATTCTAAACCAAATCTTAAATCAAACTCCNA NA NA NA 4084
Chr02 21765072 AAATTCTAAACCAAATCTTAAATCAAACTCCA Chr02_21765072_AAATTCTAAACCAAATCTTAAATCAAACTCC_AAAATTCTAAACCAAATCTTAAATCAAACTCC_AINDEL 14045.59 13 6 8 22 17 14 24 16 18 11 17 12 12 16 13 6 8 22 17 14 24 16 18 11 17 12 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_32790-Pp3c2_32860Pp3c2_32790-Pp3c2_32860intergenic_regionPp3c2_32790-Pp3c2_32860NA NA n.21765073_21765102delAATTCTAAACCAAATCTTAAATCAAACTCCNA NA NA NA NA
Chr02 21964672 T C Chr02_21964672_T_CT_C SNP 8956.63 15 12 8 18 11 17 14 14 11 12 4 11 8 5 15 12 8 18 11 17 14 14 11 12 4 11 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_33030-Pp3c2_33090Pp3c2_33030-Pp3c2_33090intergenic_regionPp3c2_33030-Pp3c2_33090NA NA n.21964672T>CNA NA NA NA NA
Chr02 22019980 A T Chr02_22019980_A_TA_T SNP 13403.63 18 11 14 19 18 25 21 17 16 13 11 11 10 12 18 11 14 19 18 25 21 17 16 13 11 11 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_33130Pp3c2_33130transcript PAC:32933105protein_coding 01-janv c.*343T>A NA NA NA NA 343
Chr02 22019980 A T Chr02_22019980_A_TA_T SNP 13403.63 18 11 14 19 18 25 21 17 16 13 11 11 10 12 18 11 14 19 18 25 21 17 16 13 11 11 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_33130Pp3c2_33130transcript PAC:32933104protein_codingNA c.*343T>A NA NA NA NA 343
Chr02 22020033 A T Chr02_22020033_A_TA_T SNP 16171.63 21 16 17 21 17 24 26 18 23 18 8 9 12 10 21 16 17 21 17 24 26 18 23 18 8 9 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_33130Pp3c2_33130transcript PAC:32933105protein_coding 01-janv c.*290T>A NA NA NA NA 290
Chr02 22020033 A T Chr02_22020033_A_TA_T SNP 16171.63 21 16 17 21 17 24 26 18 23 18 8 9 12 10 21 16 17 21 17 24 26 18 23 18 8 9 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_33130Pp3c2_33130transcript PAC:32933104protein_codingNA c.*290T>A NA NA NA NA 290
Chr02 22020035 G A Chr02_22020035_G_AG_A SNP 16171.63 21 16 17 20 17 24 26 19 23 18 8 9 12 10 21 16 17 20 17 24 26 19 23 18 8 9 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c2_33130Pp3c2_33130transcript PAC:32933105protein_coding 01-janv c.*288C>T NA NA NA NA 288
Chr02 22020035 G A Chr02_22020035_G_AG_A SNP 16171.63 21 16 17 20 17 24 26 19 23 18 8 9 12 10 21 16 17 20 17 24 26 19 23 18 8 9 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_33130Pp3c2_33130transcript PAC:32933104protein_codingNA c.*288C>T NA NA NA NA 288
Chr02 22339782 T TA Chr02_22339782_T_TAT_TA INDEL 14590.59 32 12 18 24 19 17 29 25 27 22 15 11 7 12 32 12 18 24 19 17 29 25 27 22 15 11 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_33440-Pp3c2_33530Pp3c2_33440-Pp3c2_33530intergenic_regionPp3c2_33440-Pp3c2_33530NA NA n.22339782_22339783insANA NA NA NA NA
Chr02 22397406 G A Chr02_22397406_G_AG_A SNP 9489.29 21 12 10 1 0 0 0 0 11 12 10 11 9 9 21 12 10 20 23 23 31 22 11 12 10 11 9 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c2_33610-Pp3c2_33710Pp3c2_33610-Pp3c2_33710intergenic_regionPp3c2_33610-Pp3c2_33710NA NA n.22397406G>ANA NA NA NA NA
Chr02 22397409 T C Chr02_22397409_T_CT_C SNP 9554.29 21 12 10 1 0 0 0 0 11 12 9 11 9 9 21 12 10 20 23 23 32 22 11 12 9 11 9 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c2_33610-Pp3c2_33710Pp3c2_33610-Pp3c2_33710intergenic_regionPp3c2_33610-Pp3c2_33710NA NA n.22397409T>CNA NA NA NA NA
Chr02 22569472 T TTA Chr02_22569472_T_TTAT_TTA INDEL 10188.59 14 8 14 24 10 18 23 19 13 17 13 8 6 9 14 8 14 24 10 18 23 19 14 17 13 9 6 9 1 1 1 1 1 1 1 1 0.929 1 1 0.889 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_33809Pp3c2_33809transcript PAC:32936872protein_codingNA c.-765_-764insTANA NA NA NA 641
Chr02 22569472 T TTA Chr02_22569472_T_TTAT_TTA INDEL 10188.59 14 8 14 24 10 18 23 19 13 17 13 8 6 9 14 8 14 24 10 18 23 19 14 17 13 9 6 9 1 1 1 1 1 1 1 1 0.929 1 1 0.889 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_33800Pp3c2_33800transcript PAC:32933423protein_codingNA c.*1199_*1200insTANA NA NA NA 758
Chr02 22569472 T TTA Chr02_22569472_T_TTAT_TTA INDEL 10188.59 14 8 14 24 10 18 23 19 13 17 13 8 6 9 14 8 14 24 10 18 23 19 14 17 13 9 6 9 1 1 1 1 1 1 1 1 0.929 1 1 0.889 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_33830Pp3c2_33830transcript PAC:32935407protein_codingNA c.*2000_*2001insTANA NA NA NA 2000
Chr02 22569472 T TTA Chr02_22569472_T_TTAT_TTA INDEL 10188.59 14 8 14 24 10 18 23 19 13 17 13 8 6 9 14 8 14 24 10 18 23 19 14 17 13 9 6 9 1 1 1 1 1 1 1 1 0.929 1 1 0.889 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_33800Pp3c2_33800transcript PAC:32933426protein_codingNA c.*1199_*1200insTANA NA NA NA 770
Chr02 22569472 T TTA Chr02_22569472_T_TTAT_TTA INDEL 10188.59 14 8 14 24 10 18 23 19 13 17 13 8 6 9 14 8 14 24 10 18 23 19 14 17 13 9 6 9 1 1 1 1 1 1 1 1 0.929 1 1 0.889 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_33800Pp3c2_33800transcript PAC:32933427protein_codingNA c.*1199_*1200insTANA NA NA NA 756
Chr02 22569472 T TTA Chr02_22569472_T_TTAT_TTA INDEL 10188.59 14 8 14 24 10 18 23 19 13 17 13 8 6 9 14 8 14 24 10 18 23 19 14 17 13 9 6 9 1 1 1 1 1 1 1 1 0.929 1 1 0.889 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_33800Pp3c2_33800transcript PAC:32933424protein_codingNA c.*1199_*1200insTANA NA NA NA 770
Chr02 22569472 T TTA Chr02_22569472_T_TTAT_TTA INDEL 10188.59 14 8 14 24 10 18 23 19 13 17 13 8 6 9 14 8 14 24 10 18 23 19 14 17 13 9 6 9 1 1 1 1 1 1 1 1 0.929 1 1 0.889 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_33800Pp3c2_33800transcript PAC:32933425protein_codingNA c.*1199_*1200insTANA NA NA NA 770
Chr02 22569472 T TTA Chr02_22569472_T_TTAT_TTA INDEL 10188.59 14 8 14 24 10 18 23 19 13 17 13 8 6 9 14 8 14 24 10 18 23 19 14 17 13 9 6 9 1 1 1 1 1 1 1 1 0.929 1 1 0.889 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_33800-Pp3c2_33809Pp3c2_33800-Pp3c2_33809intergenic_regionPp3c2_33800-Pp3c2_33809NA NA n.22569472_22569473insTANA NA NA NA NA
Chr02 22649770 G GAT Chr02_22649770_G_GATG_GAT INDEL 1809.93 1 1 0 0 0 0 0 0 14 16 9 6 5 7 26 9 9 22 17 15 24 7 15 16 9 6 5 7 0 0 0 0 0 0 0 0 0.933 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c2_33920-Pp3c2_33970Pp3c2_33920-Pp3c2_33970intergenic_regionPp3c2_33920-Pp3c2_33970NA NA n.22649770_22649771insATNA NA NA NA NA
Chr02 22679021 G GA Chr02_22679021_G_GAG_GA INDEL 7962.59 8 10 9 13 7 15 12 14 11 11 8 12 6 4 8 10 9 13 7 15 12 14 11 11 8 12 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_33970-Pp3c2_33980Pp3c2_33970-Pp3c2_33980intergenic_regionPp3c2_33970-Pp3c2_33980NA NA n.22679021_22679022insANA NA NA NA NA
Chr02 22685246 A AAT Chr02_22685246_A_AATA_AAT INDEL 2730.24 1 0 0 17 16 16 13 14 0 0 1 1 0 1 21 8 8 17 16 17 13 14 18 12 10 18 5 11 0 0 0 1 1 0.941 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_33980Pp3c2_33980transcript PAC:32936386protein_codingNA c.*5316_*5317insATNA NA NA NA 4896
Chr02 22685246 A AAT Chr02_22685246_A_AATA_AAT INDEL 2730.24 1 0 0 17 16 16 13 14 0 0 1 1 0 1 21 8 8 17 16 17 13 14 18 12 10 18 5 11 0 0 0 1 1 0.941 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_33980Pp3c2_33980transcript PAC:32936391protein_codingNA c.*5316_*5317insATNA NA NA NA 4854
Chr02 22685246 A AAT Chr02_22685246_A_AATA_AAT INDEL 2730.24 1 0 0 17 16 16 13 14 0 0 1 1 0 1 21 8 8 17 16 17 13 14 18 12 10 18 5 11 0 0 0 1 1 0.941 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_33980Pp3c2_33980transcript PAC:32936387protein_codingNA c.*5316_*5317insATNA NA NA NA 4896
Chr02 22685246 A AAT Chr02_22685246_A_AATA_AAT INDEL 2730.24 1 0 0 17 16 16 13 14 0 0 1 1 0 1 21 8 8 17 16 17 13 14 18 12 10 18 5 11 0 0 0 1 1 0.941 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_33980Pp3c2_33980transcript PAC:32936388protein_codingNA c.*5316_*5317insATNA NA NA NA 4896
Chr02 22685246 A AAT Chr02_22685246_A_AATA_AAT INDEL 2730.24 1 0 0 17 16 16 13 14 0 0 1 1 0 1 21 8 8 17 16 17 13 14 18 12 10 18 5 11 0 0 0 1 1 0.941 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_33980Pp3c2_33980transcript PAC:32936389protein_codingNA c.*5316_*5317insATNA NA NA NA 4896
Chr02 22685246 A AAT Chr02_22685246_A_AATA_AAT INDEL 2730.24 1 0 0 17 16 16 13 14 0 0 1 1 0 1 21 8 8 17 16 17 13 14 18 12 10 18 5 11 0 0 0 1 1 0.941 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_33980Pp3c2_33980transcript PAC:32936390protein_codingNA c.*5316_*5317insATNA NA NA NA 4896
Chr02 22685246 A AAT Chr02_22685246_A_AATA_AAT INDEL 2730.24 1 0 0 17 16 16 13 14 0 0 1 1 0 1 21 8 8 17 16 17 13 14 18 12 10 18 5 11 0 0 0 1 1 0.941 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_33980Pp3c2_33980transcript PAC:32936392protein_codingNA c.*5316_*5317insATNA NA NA NA 4896
Chr02 22685246 A AAT Chr02_22685246_A_AATA_AAT INDEL 2730.24 1 0 0 17 16 16 13 14 0 0 1 1 0 1 21 8 8 17 16 17 13 14 18 12 10 18 5 11 0 0 0 1 1 0.941 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c2_33980Pp3c2_33980transcript PAC:32936393protein_codingNA c.*5316_*5317insATNA NA NA NA 4896
Chr02 22685246 A AAT Chr02_22685246_A_AATA_AAT INDEL 2730.24 1 0 0 17 16 16 13 14 0 0 1 1 0 1 21 8 8 17 16 17 13 14 18 12 10 18 5 11 0 0 0 1 1 0.941 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_33970-Pp3c2_33980Pp3c2_33970-Pp3c2_33980intergenic_regionPp3c2_33970-Pp3c2_33980NA NA n.22685246_22685247insATNA NA NA NA NA
Chr02 22737455 A AT Chr02_22737455_A_ATA_AT INDEL 10846.59 14 7 8 10 5 14 11 9 21 18 6 17 8 7 14 7 8 10 5 14 11 9 21 18 6 17 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_33980-Pp3c2_34020Pp3c2_33980-Pp3c2_34020intergenic_regionPp3c2_33980-Pp3c2_34020NA NA n.22737455_22737456insTNA NA NA NA NA
Chr02 22737700 C A Chr02_22737700_C_AC_A SNP 15040.63 23 11 12 12 14 20 10 21 19 14 18 13 7 13 23 11 12 12 14 20 10 21 19 14 18 13 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_33980-Pp3c2_34020Pp3c2_33980-Pp3c2_34020intergenic_regionPp3c2_33980-Pp3c2_34020NA NA n.22737700C>ANA NA NA NA NA
Chr02 22737703 T A Chr02_22737703_T_AT_A SNP 15132.63 23 12 12 12 14 20 11 22 18 14 18 13 8 13 23 12 12 12 14 20 11 22 18 14 18 13 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_33980-Pp3c2_34020Pp3c2_33980-Pp3c2_34020intergenic_regionPp3c2_33980-Pp3c2_34020NA NA n.22737703T>ANA NA NA NA NA
Chr02 22737951 C A Chr02_22737951_C_AC_A SNP 9882.63 8 12 9 14 15 12 8 14 19 11 7 12 4 4 8 12 9 14 15 12 8 14 19 11 7 12 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_33980-Pp3c2_34020Pp3c2_33980-Pp3c2_34020intergenic_regionPp3c2_33980-Pp3c2_34020NA NA n.22737951C>ANA NA NA NA NA
Chr02 22761034 G A Chr02_22761034_G_AG_A SNP 12738.63 19 5 6 21 13 16 14 26 15 13 12 12 4 5 19 5 6 21 13 17 14 26 15 13 12 12 4 5 1 1 1 1 1 0.941 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_33980-Pp3c2_34020Pp3c2_33980-Pp3c2_34020intergenic_regionPp3c2_33980-Pp3c2_34020NA NA n.22761034G>ANA NA NA NA NA
Chr02 22765036 C A Chr02_22765036_C_AC_A SNP 21667.63 27 26 19 30 22 36 21 28 18 33 11 25 19 6 27 26 19 30 22 36 21 28 18 33 11 25 19 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_33980-Pp3c2_34020Pp3c2_33980-Pp3c2_34020intergenic_regionPp3c2_33980-Pp3c2_34020NA NA n.22765036C>ANA NA NA NA NA
Chr02 22768913 C A Chr02_22768913_C_AC_A SNP 17513.63 29 16 20 16 15 25 28 21 20 23 16 17 8 7 29 16 20 16 15 25 28 21 20 23 16 17 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_34020Pp3c2_34020transcript PAC:32933408protein_codingNA c.*3002G>T NA NA NA NA 3002
Chr02 22768913 C A Chr02_22768913_C_AC_A SNP 17513.63 29 16 20 16 15 25 28 21 20 23 16 17 8 7 29 16 20 16 15 25 28 21 20 23 16 17 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_34020Pp3c2_34020transcript PAC:32933409protein_codingNA c.*3002G>T NA NA NA NA 1927
Chr02 22768913 C A Chr02_22768913_C_AC_A SNP 17513.63 29 16 20 16 15 25 28 21 20 23 16 17 8 7 29 16 20 16 15 25 28 21 20 23 16 17 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_33980-Pp3c2_34020Pp3c2_33980-Pp3c2_34020intergenic_regionPp3c2_33980-Pp3c2_34020NA NA n.22768913C>ANA NA NA NA NA
Chr02 22827348 G C Chr02_22827348_G_CG_C SNP 18272.63 27 14 10 23 17 24 30 17 33 27 16 19 6 6 27 14 10 23 17 24 30 17 33 27 16 19 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_34130-Pp3c2_34170Pp3c2_34130-Pp3c2_34170intergenic_regionPp3c2_34130-Pp3c2_34170NA NA n.22827348G>CNA NA NA NA NA
Chr02 23048301 CAT C Chr02_23048301_CAT_CCAT_C INDEL 1259.35 23 11 10 0 0 0 1 1 0 0 0 1 0 0 23 13 10 18 14 16 34 14 12 13 12 7 4 5 1 0.846 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_34500Pp3c2_34500transcript PAC:32934203protein_codingNA c.-2264_-2263delATNA NA NA NA 935
Chr02 23048301 CAT C Chr02_23048301_CAT_CCAT_C INDEL 1259.35 23 11 10 0 0 0 1 1 0 0 0 1 0 0 23 13 10 18 14 16 34 14 12 13 12 7 4 5 1 0.846 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c2_34500Pp3c2_34500transcript PAC:32934204protein_codingNA c.-1837_-1836delATNA NA NA NA 966
Chr02 23048301 CAT C Chr02_23048301_CAT_CCAT_C INDEL 1259.35 23 11 10 0 0 0 1 1 0 0 0 1 0 0 23 13 10 18 14 16 34 14 12 13 12 7 4 5 1 0.846 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c2_34480-Pp3c2_34500Pp3c2_34480-Pp3c2_34500intergenic_regionPp3c2_34480-Pp3c2_34500NA NA n.23048302_23048303delATNA NA NA NA NA
Chr02 23065090 A C Chr02_23065090_A_CA_C SNP 16616.63 22 11 9 16 23 19 30 15 25 26 20 20 10 14 22 11 9 16 23 19 30 15 25 26 20 20 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_34520-Pp3c2_34540Pp3c2_34520-Pp3c2_34540intergenic_regionPp3c2_34520-Pp3c2_34540NA NA n.23065090A>CNA NA NA NA NA
Chr02 23071298 C T Chr02_23071298_C_TC_T SNP 1841.39 22 10 14 0 0 0 0 0 0 0 0 0 0 0 22 10 14 18 12 24 32 21 19 15 12 14 15 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c2_34520-Pp3c2_34540Pp3c2_34520-Pp3c2_34540intergenic_regionPp3c2_34520-Pp3c2_34540NA NA n.23071298C>TNA NA NA NA NA
Chr02 23226447 T TG Chr02_23226447_T_TGT_TG INDEL 11768.59 28 11 9 18 9 23 23 23 17 11 14 14 5 8 28 11 9 18 9 23 23 23 17 11 14 14 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 0.889 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_34649-Pp3c2_34670Pp3c2_34649-Pp3c2_34670intergenic_regionPp3c2_34649-Pp3c2_34670NA NA n.23226447_23226448insGNA NA NA NA NA
Chr02 23277430 G A Chr02_23277430_G_AG_A SNP 17402.63 31 16 13 24 14 18 19 20 17 19 15 7 8 9 31 16 13 24 14 18 19 20 17 19 15 7 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_34760-Pp3c2_34770Pp3c2_34760-Pp3c2_34770intergenic_regionPp3c2_34760-Pp3c2_34770NA NA n.23277430G>ANA NA NA NA NA
Chr02 23277436 T TA Chr02_23277436_T_TAT_TA INDEL 17354.59 30 13 12 25 14 18 20 21 18 19 14 6 6 7 30 13 12 25 14 18 20 21 18 19 14 6 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_34760-Pp3c2_34770Pp3c2_34760-Pp3c2_34770intergenic_regionPp3c2_34760-Pp3c2_34770NA NA n.23277436_23277437insANA NA NA NA NA
Chr02 23277448 G A Chr02_23277448_G_AG_A SNP 16214.63 29 11 12 22 13 20 23 21 20 22 13 6 8 7 29 11 12 22 13 20 23 21 20 22 13 6 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_34760-Pp3c2_34770Pp3c2_34760-Pp3c2_34770intergenic_regionPp3c2_34760-Pp3c2_34770NA NA n.23277448G>ANA NA NA NA NA
Chr02 23284639 T A Chr02_23284639_T_AT_A SNP 21239.63 27 18 18 21 23 26 30 22 22 30 17 16 16 9 27 18 18 21 23 26 30 22 22 30 17 16 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_34760-Pp3c2_34770Pp3c2_34760-Pp3c2_34770intergenic_regionPp3c2_34760-Pp3c2_34770NA NA n.23284639T>ANA NA NA NA NA
Chr02 23284648 T A Chr02_23284648_T_AT_A SNP 21353.63 25 16 18 22 23 25 31 21 19 27 16 20 17 11 25 16 18 22 23 25 31 21 19 27 16 20 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_34760-Pp3c2_34770Pp3c2_34760-Pp3c2_34770intergenic_regionPp3c2_34760-Pp3c2_34770NA NA n.23284648T>ANA NA NA NA NA
Chr02 23372325 C T Chr02_23372325_C_TC_T SNP 14096.63 24 11 14 34 17 16 23 21 17 8 7 14 5 8 24 11 14 34 17 16 23 21 17 8 7 14 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_34830-Pp3c2_34890Pp3c2_34830-Pp3c2_34890intergenic_regionPp3c2_34830-Pp3c2_34890NA NA n.23372325C>TNA NA NA NA NA
Chr02 23674248 A AAGAG Chr02_23674248_A_AAGAGA_AAGAG INDEL 18812.59 34 17 11 27 15 23 27 16 16 31 7 14 8 8 34 17 11 27 15 23 27 16 16 31 7 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_35190Pp3c2_35190transcript PAC:32935961protein_codingNA c.-5155_-5154insAGAGNA NA NA NA 4288
Chr02 23674248 A AAGAG Chr02_23674248_A_AAGAGA_AAGAG INDEL 18812.59 34 17 11 27 15 23 27 16 16 31 7 14 8 8 34 17 11 27 15 23 27 16 16 31 7 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_35190Pp3c2_35190transcript PAC:32935962protein_codingNA c.-5155_-5154insAGAGNA NA NA NA 4294
Chr02 23674248 A AAGAG Chr02_23674248_A_AAGAGA_AAGAG INDEL 18812.59 34 17 11 27 15 23 27 16 16 31 7 14 8 8 34 17 11 27 15 23 27 16 16 31 7 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_35170-Pp3c2_35190Pp3c2_35170-Pp3c2_35190intergenic_regionPp3c2_35170-Pp3c2_35190NA NA n.23674248_23674249insAGAGNA NA NA NA NA
Chr02 23820260 T TTA Chr02_23820260_T_TTAT_TTA INDEL 312.37 0 0 0 0 0 0 0 0 0 0 2 12 0 0 28 12 20 20 15 29 28 17 18 16 15 14 5 6 0 0 0 0 0 0 0 0 0 0 0.133 0.857 0 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c2_35310-Pp3c2_35400Pp3c2_35310-Pp3c2_35400intergenic_regionPp3c2_35310-Pp3c2_35400NA NA n.23820260_23820261insTANA NA NA NA NA
Chr02 23982474 G T Chr02_23982474_G_TG_T SNP 12931.63 26 7 17 16 18 19 16 13 14 18 10 15 7 7 26 7 17 16 18 19 16 13 14 18 10 15 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_35310-Pp3c2_35400Pp3c2_35310-Pp3c2_35400intergenic_regionPp3c2_35310-Pp3c2_35400NA NA n.23982474G>TNA NA NA NA NA
Chr02 23984633 CT C Chr02_23984633_CT_CCT_C INDEL 9176.59 9 11 4 6 11 11 7 12 14 11 6 11 8 4 9 11 4 6 11 11 7 12 14 11 6 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_35310-Pp3c2_35400Pp3c2_35310-Pp3c2_35400intergenic_regionPp3c2_35310-Pp3c2_35400NA NA n.23984634delTNA NA NA NA NA
Chr02 23984638 T TA Chr02_23984638_T_TAT_TA INDEL 9851.59 10 11 5 8 11 11 9 12 15 10 6 11 8 4 10 11 5 8 11 11 9 12 15 10 6 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_35310-Pp3c2_35400Pp3c2_35310-Pp3c2_35400intergenic_regionPp3c2_35310-Pp3c2_35400NA NA n.23984638_23984639insANA NA NA NA NA
Chr02 23984641 TC T Chr02_23984641_TC_TTC_T INDEL 9649.59 11 9 5 8 11 9 10 11 14 9 5 11 8 4 11 9 5 8 11 9 10 11 14 9 5 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_35310-Pp3c2_35400Pp3c2_35310-Pp3c2_35400intergenic_regionPp3c2_35310-Pp3c2_35400NA NA n.23984642delCNA NA NA NA NA
Chr02 23984647 G GA Chr02_23984647_G_GAG_GA INDEL 9155.59 10 8 5 9 12 9 11 11 11 9 5 11 8 4 10 8 5 9 12 9 11 11 11 9 5 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_35310-Pp3c2_35400Pp3c2_35310-Pp3c2_35400intergenic_regionPp3c2_35310-Pp3c2_35400NA NA n.23984647_23984648insANA NA NA NA NA
Chr02 24015889 A G Chr02_24015889_A_GA_G SNP 26111.63 35 19 31 35 36 31 46 29 24 25 23 32 12 18 35 19 31 35 36 31 46 29 24 25 23 32 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_35420Pp3c2_35420transcript PAC:32935909protein_codingNA c.*3740A>G NA NA NA NA 3687
Chr02 24015889 A G Chr02_24015889_A_GA_G SNP 26111.63 35 19 31 35 36 31 46 29 24 25 23 32 12 18 35 19 31 35 36 31 46 29 24 25 23 32 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_35420Pp3c2_35420transcript PAC:32935910protein_codingNA c.*3740A>G NA NA NA NA 3687
Chr02 24015889 A G Chr02_24015889_A_GA_G SNP 26111.63 35 19 31 35 36 31 46 29 24 25 23 32 12 18 35 19 31 35 36 31 46 29 24 25 23 32 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_35433Pp3c2_35433transcript PAC:32935523protein_coding 04-sept c.1125+89A>GNA NA NA NA NA
Chr02 24015889 A G Chr02_24015889_A_GA_G SNP 26111.63 35 19 31 35 36 31 46 29 24 25 23 32 12 18 35 19 31 35 36 31 46 29 24 25 23 32 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c2_35433Pp3c2_35433transcript PAC:32935524protein_coding 04-août c.1125+89A>GNA NA NA NA NA
Chr02 24091125 C A Chr02_24091125_C_AC_A SNP 11914.63 21 11 8 14 12 12 10 13 14 14 11 9 6 7 21 11 8 14 12 12 10 13 14 14 11 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_35540-Pp3c2_35640Pp3c2_35540-Pp3c2_35640intergenic_regionPp3c2_35540-Pp3c2_35640NA NA n.24091125C>ANA NA NA NA NA
Chr02 24091132 C T Chr02_24091132_C_TC_T SNP 11278.63 18 10 8 12 12 9 10 13 14 13 11 11 6 7 18 10 8 12 12 9 10 13 14 13 11 11 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_35540-Pp3c2_35640Pp3c2_35540-Pp3c2_35640intergenic_regionPp3c2_35540-Pp3c2_35640NA NA n.24091132C>TNA NA NA NA NA
Chr02 24109721 T TTA Chr02_24109721_T_TTAT_TTA INDEL 4724.24 14 8 6 2 0 0 0 0 4 8 7 6 6 5 15 8 6 9 11 9 11 9 4 10 8 7 6 5 0.933 1 1 0.222 0 0 0 0 1 0.8 0.875 0.857 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c2_35640-Pp3c2_35700Pp3c2_35640-Pp3c2_35700intergenic_regionPp3c2_35640-Pp3c2_35700NA NA n.24109721_24109722insTANA NA NA NA NA
Chr02 24110143 C T Chr02_24110143_C_TC_T SNP 5176.29 0 0 0 18 10 21 25 23 0 0 0 0 0 0 26 11 22 18 10 21 25 23 25 27 27 8 11 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c2_35640-Pp3c2_35700Pp3c2_35640-Pp3c2_35700intergenic_regionPp3c2_35640-Pp3c2_35700NA NA n.24110143C>TNA NA NA NA NA
Chr02 24497991 C G Chr02_24497991_C_GC_G SNP 12511.29 31 14 15 0 0 0 0 0 23 33 11 17 10 7 31 14 15 30 31 28 40 33 23 33 11 17 10 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c2_36100-Pp3c2_36170Pp3c2_36100-Pp3c2_36170intergenic_regionPp3c2_36100-Pp3c2_36170NA NA n.24497991C>GNA NA NA NA NA
Chr02 24516676 A G Chr02_24516676_A_GA_G SNP 7680.63 21 10 16 22 10 8 12 13 9 8 9 7 8 5 21 10 16 22 10 8 12 13 9 8 9 7 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_36190Pp3c2_36190transcript PAC:32937453protein_codingNA c.-3867T>C NA NA NA NA 3850
Chr02 24516676 A G Chr02_24516676_A_GA_G SNP 7680.63 21 10 16 22 10 8 12 13 9 8 9 7 8 5 21 10 16 22 10 8 12 13 9 8 9 7 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_36190Pp3c2_36190transcript PAC:32937454protein_codingNA c.-3867T>C NA NA NA NA 3586
Chr02 24516676 A G Chr02_24516676_A_GA_G SNP 7680.63 21 10 16 22 10 8 12 13 9 8 9 7 8 5 21 10 16 22 10 8 12 13 9 8 9 7 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_36190-Pp3c2_36220Pp3c2_36190-Pp3c2_36220intergenic_regionPp3c2_36190-Pp3c2_36220NA NA n.24516676A>GNA NA NA NA NA
Chr02 24533170 T C Chr02_24533170_T_CT_C SNP 30970.63 63 25 27 55 34 64 54 34 50 56 26 36 16 26 68 25 29 60 40 67 57 36 50 58 26 37 16 28 0.926 1 0.931 0.917 0.85 0.955 0.947 0.944 1 0.966 1 0.973 1 0.929 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936525protein_codingNA c.-1596T>C NA NA NA NA 1579
Chr02 24533170 T C Chr02_24533170_T_CT_C SNP 30970.63 63 25 27 55 34 64 54 34 50 56 26 36 16 26 68 25 29 60 40 67 57 36 50 58 26 37 16 28 0.926 1 0.931 0.917 0.85 0.955 0.947 0.944 1 0.966 1 0.973 1 0.929 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_36229Pp3c2_36229transcript PAC:32937294protein_codingNA c.-4232T>C NA NA NA NA 3186
Chr02 24533170 T C Chr02_24533170_T_CT_C SNP 30970.63 63 25 27 55 34 64 54 34 50 56 26 36 16 26 68 25 29 60 40 67 57 36 50 58 26 37 16 28 0.926 1 0.931 0.917 0.85 0.955 0.947 0.944 1 0.966 1 0.973 1 0.929 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936526protein_codingNA c.-1596T>C NA NA NA NA 1315
Chr02 24533170 T C Chr02_24533170_T_CT_C SNP 30970.63 63 25 27 55 34 64 54 34 50 56 26 36 16 26 68 25 29 60 40 67 57 36 50 58 26 37 16 28 0.926 1 0.931 0.917 0.85 0.955 0.947 0.944 1 0.966 1 0.973 1 0.929 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_36190-Pp3c2_36220Pp3c2_36190-Pp3c2_36220intergenic_regionPp3c2_36190-Pp3c2_36220NA NA n.24533170T>CNA NA NA NA NA
Chr02 24533201 C A Chr02_24533201_C_AC_A SNP 28767.63 61 24 31 59 31 61 50 36 44 54 25 34 17 21 68 25 35 66 38 66 56 38 44 57 26 35 17 24 0.897 0.96 0.886 0.894 0.816 0.924 0.893 0.947 1 0.947 0.962 0.971 1 0.875 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936525protein_codingNA c.-1565C>A NA NA NA NA 1548
Chr02 24533201 C A Chr02_24533201_C_AC_A SNP 28767.63 61 24 31 59 31 61 50 36 44 54 25 34 17 21 68 25 35 66 38 66 56 38 44 57 26 35 17 24 0.897 0.96 0.886 0.894 0.816 0.924 0.893 0.947 1 0.947 0.962 0.971 1 0.875 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_36229Pp3c2_36229transcript PAC:32937294protein_codingNA c.-4201C>A NA NA NA NA 3155
Chr02 24533201 C A Chr02_24533201_C_AC_A SNP 28767.63 61 24 31 59 31 61 50 36 44 54 25 34 17 21 68 25 35 66 38 66 56 38 44 57 26 35 17 24 0.897 0.96 0.886 0.894 0.816 0.924 0.893 0.947 1 0.947 0.962 0.971 1 0.875 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936526protein_codingNA c.-1565C>A NA NA NA NA 1284
Chr02 24533201 C A Chr02_24533201_C_AC_A SNP 28767.63 61 24 31 59 31 61 50 36 44 54 25 34 17 21 68 25 35 66 38 66 56 38 44 57 26 35 17 24 0.897 0.96 0.886 0.894 0.816 0.924 0.893 0.947 1 0.947 0.962 0.971 1 0.875 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_36190-Pp3c2_36220Pp3c2_36190-Pp3c2_36220intergenic_regionPp3c2_36190-Pp3c2_36220NA NA n.24533201C>ANA NA NA NA NA
Chr02 24537551 C T Chr02_24537551_C_TC_T SNP 11698.63 22 8 21 20 8 11 34 11 7 19 7 19 4 11 22 8 21 20 8 11 34 11 7 19 7 19 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c2_36229Pp3c2_36229transcript PAC:32937294protein_coding 01-janv c.150C>T p.Asn50Asn 1196/1386 150/264 50/87 NA
Chr02 24537551 C T Chr02_24537551_C_TC_T SNP 11698.63 22 8 21 20 8 11 34 11 7 19 7 19 4 11 22 8 21 20 8 11 34 11 7 19 7 19 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936525protein_codingNA c.*1566C>T NA NA NA NA 1542
Chr02 24537551 C T Chr02_24537551_C_TC_T SNP 11698.63 22 8 21 20 8 11 34 11 7 19 7 19 4 11 22 8 21 20 8 11 34 11 7 19 7 19 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936526protein_codingNA c.*1566C>T NA NA NA NA 1411
Chr02 24537582 C T Chr02_24537582_C_TC_T SNP 15644.63 28 7 24 22 11 15 30 15 10 19 10 19 6 11 28 7 24 22 11 15 30 15 10 19 10 19 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 stop_gained HIGH Pp3c2_36229Pp3c2_36229transcript PAC:32937294protein_coding 01-janv c.181C>T p.Gln61* 1227/1386 181/264 61/87 NA
Chr02 24537582 C T Chr02_24537582_C_TC_T SNP 15644.63 28 7 24 22 11 15 30 15 10 19 10 19 6 11 28 7 24 22 11 15 30 15 10 19 10 19 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936525protein_codingNA c.*1597C>T NA NA NA NA 1573
Chr02 24537582 C T Chr02_24537582_C_TC_T SNP 15644.63 28 7 24 22 11 15 30 15 10 19 10 19 6 11 28 7 24 22 11 15 30 15 10 19 10 19 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936526protein_codingNA c.*1597C>T NA NA NA NA 1442
Chr02 24537584 G T Chr02_24537584_G_TG_T SNP 15686.63 28 7 26 21 11 15 29 15 10 19 10 20 6 10 28 7 26 21 11 15 29 15 10 19 10 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c2_36229Pp3c2_36229transcript PAC:32937294protein_coding 01-janv c.183G>T p.Gln61His 1229/1386 183/264 61/87 NA
Chr02 24537584 G T Chr02_24537584_G_TG_T SNP 15686.63 28 7 26 21 11 15 29 15 10 19 10 20 6 10 28 7 26 21 11 15 29 15 10 19 10 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936525protein_codingNA c.*1599G>T NA NA NA NA 1575
Chr02 24537584 G T Chr02_24537584_G_TG_T SNP 15686.63 28 7 26 21 11 15 29 15 10 19 10 20 6 10 28 7 26 21 11 15 29 15 10 19 10 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936526protein_codingNA c.*1599G>T NA NA NA NA 1444
Chr02 24537591 G A Chr02_24537591_G_AG_A SNP 15761.63 27 7 26 22 11 15 30 14 12 21 10 21 6 11 27 7 26 22 11 15 30 14 12 21 10 21 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c2_36229Pp3c2_36229transcript PAC:32937294protein_coding 01-janv c.190G>A p.Val64Ile 1236/1386 190/264 64/87 NA
Chr02 24537591 G A Chr02_24537591_G_AG_A SNP 15761.63 27 7 26 22 11 15 30 14 12 21 10 21 6 11 27 7 26 22 11 15 30 14 12 21 10 21 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936525protein_codingNA c.*1606G>A NA NA NA NA 1582
Chr02 24537591 G A Chr02_24537591_G_AG_A SNP 15761.63 27 7 26 22 11 15 30 14 12 21 10 21 6 11 27 7 26 22 11 15 30 14 12 21 10 21 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36220Pp3c2_36220transcript PAC:32936526protein_codingNA c.*1606G>A NA NA NA NA 1451
Chr02 24610259 G GT Chr02_24610259_G_GTG_GT INDEL 14528.59 34 16 11 29 22 26 27 19 19 17 13 18 13 10 34 16 11 29 22 26 27 19 19 17 13 18 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36290Pp3c2_36290transcript PAC:32935059protein_codingNA c.*3530_*3531insANA NA NA NA 2910
Chr02 24610259 G GT Chr02_24610259_G_GTG_GT INDEL 14528.59 34 16 11 29 22 26 27 19 19 17 13 18 13 10 34 16 11 29 22 26 27 19 19 17 13 18 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36290Pp3c2_36290transcript PAC:32935060protein_codingNA c.*3530_*3531insANA NA NA NA 2865
Chr02 24610259 G GT Chr02_24610259_G_GTG_GT INDEL 14528.59 34 16 11 29 22 26 27 19 19 17 13 18 13 10 34 16 11 29 22 26 27 19 19 17 13 18 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_36229-Pp3c2_36290Pp3c2_36229-Pp3c2_36290intergenic_regionPp3c2_36229-Pp3c2_36290NA NA n.24610259_24610260insTNA NA NA NA NA
Chr02 24641996 A ATATATATATChr02_24641996_A_ATATATATATA_ATATATATATINDEL 10413.59 18 5 9 13 6 14 19 11 12 11 10 8 4 4 18 5 9 13 6 14 19 11 12 11 10 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_36350Pp3c2_36350transcript PAC:32936033protein_codingNA c.-1485_-1484insTATATATATNA NA NA NA 1448
Chr02 24641996 A ATATATATATChr02_24641996_A_ATATATATATA_ATATATATATINDEL 10413.59 18 5 9 13 6 14 19 11 12 11 10 8 4 4 18 5 9 13 6 14 19 11 12 11 10 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_36350Pp3c2_36350transcript PAC:32936034protein_codingNA c.-1485_-1484insTATATATATNA NA NA NA 1176
Chr02 24641996 A ATATATATATChr02_24641996_A_ATATATATATA_ATATATATATINDEL 10413.59 18 5 9 13 6 14 19 11 12 11 10 8 4 4 18 5 9 13 6 14 19 11 12 11 10 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36380Pp3c2_36380transcript PAC:32933002protein_codingNA c.*4899_*4900insATATATATANA NA NA NA 3285
Chr02 24641996 A ATATATATATChr02_24641996_A_ATATATATATA_ATATATATATINDEL 10413.59 18 5 9 13 6 14 19 11 12 11 10 8 4 4 18 5 9 13 6 14 19 11 12 11 10 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_36380Pp3c2_36380transcript PAC:32933003protein_codingNA c.*4899_*4900insATATATATANA NA NA NA 4759
Chr02 24641996 A ATATATATATChr02_24641996_A_ATATATATATA_ATATATATATINDEL 10413.59 18 5 9 13 6 14 19 11 12 11 10 8 4 4 18 5 9 13 6 14 19 11 12 11 10 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_36290-Pp3c2_36350Pp3c2_36290-Pp3c2_36350intergenic_regionPp3c2_36290-Pp3c2_36350NA NA n.24641996_24641997insTATATATATNA NA NA NA NA
Chr02 25070855 A T Chr02_25070855_A_TA_T SNP 19420.63 23 15 14 24 28 27 29 21 27 24 27 16 10 14 23 15 14 24 28 27 29 21 27 24 27 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_36870-Pp3c2_36900Pp3c2_36870-Pp3c2_36900intergenic_regionPp3c2_36870-Pp3c2_36900NA NA n.25070855A>TNA NA NA NA NA
Chr02 25181190 A AAT Chr02_25181190_A_AATA_AAT INDEL 11660.59 25 9 16 21 14 22 29 11 6 15 15 12 9 6 26 9 16 21 14 22 29 11 6 15 15 12 9 6 0.962 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37020Pp3c2_37020transcript PAC:32934201protein_codingNA c.*1189_*1190insATNA NA NA NA 459
Chr02 25181190 A AAT Chr02_25181190_A_AATA_AAT INDEL 11660.59 25 9 16 21 14 22 29 11 6 15 15 12 9 6 26 9 16 21 14 22 29 11 6 15 15 12 9 6 0.962 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37020Pp3c2_37020transcript PAC:32934202protein_codingNA c.*1189_*1190insATNA NA NA NA 563
Chr02 25181190 A AAT Chr02_25181190_A_AATA_AAT INDEL 11660.59 25 9 16 21 14 22 29 11 6 15 15 12 9 6 26 9 16 21 14 22 29 11 6 15 15 12 9 6 0.962 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_37020-Pp3c2_37040Pp3c2_37020-Pp3c2_37040intergenic_regionPp3c2_37020-Pp3c2_37040NA NA n.25181190_25181191insATNA NA NA NA NA
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_37190Pp3c2_37190transcript PAC:32933492protein_codingNA c.-5441_-5440delTANA NA NA NA 4765
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_37190Pp3c2_37190transcript PAC:32933493protein_codingNA c.-5441_-5440delTANA NA NA NA 4765
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c2_37190Pp3c2_37190transcript PAC:32933495protein_codingNA c.-5441_-5440delTANA NA NA NA 4765
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935683protein_codingNA c.*1779_*1780delTANA NA NA NA 1291
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37170Pp3c2_37170transcript PAC:32936152protein_codingNA c.*3921_*3922delTANA NA NA NA 3922
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935684protein_codingNA c.*1779_*1780delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935686protein_codingNA c.*1779_*1780delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935687protein_codingNA c.*1779_*1780delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935689protein_codingNA c.*1779_*1780delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935691protein_codingNA c.*1913_*1914delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935693protein_codingNA c.*1913_*1914delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935694protein_codingNA c.*1913_*1914delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935685protein_codingNA c.*1779_*1780delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935692protein_codingNA c.*1913_*1914delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935688protein_codingNA c.*1779_*1780delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935690protein_codingNA c.*1779_*1780delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935695protein_codingNA c.*1913_*1914delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c2_37160Pp3c2_37160transcript PAC:32935696protein_codingNA c.*1913_*1914delTANA NA NA NA 1320
Chr02 25239925 GTA G Chr02_25239925_GTA_GGTA_G INDEL 5904.59 22 7 8 11 7 14 14 9 7 8 6 9 5 6 22 7 8 11 7 15 17 10 8 8 6 9 5 7 1 1 1 1 1 0.933 0.824 0.9 0.875 1 1 1 1 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_37160-Pp3c2_37170Pp3c2_37160-Pp3c2_37170intergenic_regionPp3c2_37160-Pp3c2_37170NA NA n.25239926_25239927delTANA NA NA NA NA
Chr02 25352803 G GA Chr02_25352803_G_GAG_GA INDEL 14739.59 29 12 12 26 20 26 18 23 27 26 19 21 5 11 29 12 12 26 20 26 18 23 27 26 19 21 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_37350-Pp3c2_37410Pp3c2_37350-Pp3c2_37410intergenic_regionPp3c2_37350-Pp3c2_37410NA NA n.25352803_25352804insANA NA NA NA NA
Chr02 25517496 G GA Chr02_25517496_G_GAG_GA INDEL 16947.59 23 13 16 27 23 33 24 16 20 23 19 19 15 12 23 13 16 27 23 33 24 16 20 23 19 19 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_37560-Pp3c2_37630Pp3c2_37560-Pp3c2_37630intergenic_regionPp3c2_37560-Pp3c2_37630NA NA n.25517496_25517497insANA NA NA NA NA
Chr02 25622021 G A Chr02_25622021_G_AG_A SNP 17426.63 26 9 14 24 19 22 35 24 16 19 20 12 6 12 26 9 14 24 19 22 35 24 16 19 20 12 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_37740-Pp3c2_37790Pp3c2_37740-Pp3c2_37790intergenic_regionPp3c2_37740-Pp3c2_37790NA NA n.25622021G>ANA NA NA NA NA
Chr02 25622022 G A Chr02_25622022_G_AG_A SNP 17426.63 27 8 15 24 19 22 35 24 16 19 20 12 6 12 27 8 15 24 19 22 35 24 16 19 20 12 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_37740-Pp3c2_37790Pp3c2_37740-Pp3c2_37790intergenic_regionPp3c2_37740-Pp3c2_37790NA NA n.25622022G>ANA NA NA NA NA
Chr02 25950238 A AAT Chr02_25950238_A_AATA_AAT INDEL 8041.59 25 9 10 16 16 24 15 12 13 13 5 4 7 5 28 9 10 18 16 28 17 12 14 13 5 5 7 5 0.893 1 1 0.889 1 0.857 0.882 1 0.929 1 1 0.8 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c2_38290-Pp3c2_38330Pp3c2_38290-Pp3c2_38330intergenic_regionPp3c2_38290-Pp3c2_38330NA NA n.25950238_25950239insATNA NA NA NA NA
Chr02 25951567 C T Chr02_25951567_C_TC_T SNP 2199.39 23 12 16 0 0 0 0 0 0 0 0 0 0 0 23 12 16 17 24 27 27 19 13 11 14 13 13 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c2_38290-Pp3c2_38330Pp3c2_38290-Pp3c2_38330intergenic_regionPp3c2_38290-Pp3c2_38330NA NA n.25951567C>TNA NA NA NA NA
Chr03 283085 C T Chr03_283085_C_TC_T SNP 11470.63 15 9 6 9 10 13 14 17 17 17 7 10 9 7 15 9 6 9 10 13 14 17 17 17 7 10 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_510-Pp3c3_570Pp3c3_510-Pp3c3_570intergenic_regionPp3c3_510-Pp3c3_570NA NA n.283085C>T NA NA NA NA NA
Chr03 283091 G A Chr03_283091_G_AG_A SNP 11866.63 18 11 7 9 10 15 15 17 20 17 8 10 9 7 18 11 7 9 10 15 15 17 20 17 8 10 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_510-Pp3c3_570Pp3c3_510-Pp3c3_570intergenic_regionPp3c3_510-Pp3c3_570NA NA n.283091G>ANA NA NA NA NA
Chr03 283117 G C Chr03_283117_G_CG_C SNP 13343.63 21 14 8 15 10 16 19 20 23 18 9 13 10 7 21 14 8 15 10 16 19 20 23 18 9 13 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_510-Pp3c3_570Pp3c3_510-Pp3c3_570intergenic_regionPp3c3_510-Pp3c3_570NA NA n.283117G>CNA NA NA NA NA
Chr03 414994 T A Chr03_414994_T_AT_A SNP 18398.63 33 21 15 22 19 27 33 33 21 17 21 21 10 21 33 21 15 22 19 27 34 34 21 17 21 21 10 21 1 1 1 1 1 1 0.971 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_660 Pp3c3_660 transcript PAC:32941304protein_codingNA c.-3294T>A NA NA NA NA 3294
Chr03 414994 T A Chr03_414994_T_AT_A SNP 18398.63 33 21 15 22 19 27 33 33 21 17 21 21 10 21 33 21 15 22 19 27 34 34 21 17 21 21 10 21 1 1 1 1 1 1 0.971 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_671 Pp3c3_671 transcript PAC:32943859protein_codingNA c.-5444T>A NA NA NA NA 4344
Chr03 414994 T A Chr03_414994_T_AT_A SNP 18398.63 33 21 15 22 19 27 33 33 21 17 21 21 10 21 33 21 15 22 19 27 34 34 21 17 21 21 10 21 1 1 1 1 1 1 0.971 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_620-Pp3c3_660Pp3c3_620-Pp3c3_660intergenic_regionPp3c3_620-Pp3c3_660NA NA n.414994T>ANA NA NA NA NA
Chr03 415059 C CAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTAChr03_415059_C_CAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTAC_CAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTAINDEL 11349.59 20 10 9 15 11 19 21 15 10 14 10 13 7 13 20 10 9 15 11 19 22 16 10 14 10 13 7 13 1 1 1 1 1 1 0.955 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_660 Pp3c3_660 transcript PAC:32941304protein_codingNA c.-3229_-3228insAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTANA NA NA NA 3228
Chr03 415059 C CAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTAChr03_415059_C_CAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTAC_CAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTAINDEL 11349.59 20 10 9 15 11 19 21 15 10 14 10 13 7 13 20 10 9 15 11 19 22 16 10 14 10 13 7 13 1 1 1 1 1 1 0.955 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_671 Pp3c3_671 transcript PAC:32943859protein_codingNA c.-5379_-5378insAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTANA NA NA NA 4278
Chr03 415059 C CAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTAChr03_415059_C_CAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTAC_CAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTAINDEL 11349.59 20 10 9 15 11 19 21 15 10 14 10 13 7 13 20 10 9 15 11 19 22 16 10 14 10 13 7 13 1 1 1 1 1 1 0.955 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_620-Pp3c3_660Pp3c3_620-Pp3c3_660intergenic_regionPp3c3_620-Pp3c3_660NA NA n.415059_415060insAATTTAACTAATAAGTTACTAAAATTACCAGCATTACTTTAAGGATCATATGTTGCCTAAGATACTAAAAATGTTCTAAAGATCATAGTAGCTAGATTTTTAATATCATTANA NA NA NA NA
Chr03 573911 A AT Chr03_573911_A_ATA_AT INDEL 12411.59 26 13 15 16 16 29 28 11 23 27 7 13 13 8 26 13 15 16 16 29 28 11 23 27 7 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_810-Pp3c3_820Pp3c3_810-Pp3c3_820intergenic_regionPp3c3_810-Pp3c3_820NA NA n.573911_573912insTNA NA NA NA NA
Chr03 600754 T TTA Chr03_600754_T_TTAT_TTA INDEL 277.37 1 1 0 0 0 1 0 0 0 0 1 0 10 0 20 10 14 21 18 18 23 23 28 26 12 13 10 12 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c3_830 Pp3c3_830 transcript PAC:32943235protein_codingNA c.*3854_*3855insTANA NA NA NA 3855
Chr03 600754 T TTA Chr03_600754_T_TTAT_TTA INDEL 277.37 1 1 0 0 0 1 0 0 0 0 1 0 10 0 20 10 14 21 18 18 23 23 28 26 12 13 10 12 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c3_830-Pp3c3_851Pp3c3_830-Pp3c3_851intergenic_regionPp3c3_830-Pp3c3_851NA NA n.600754_600755insTANA NA NA NA NA
Chr03 697537 C CAT Chr03_697537_C_CATC_CAT INDEL 4599.5 2 0 0 20 15 17 27 10 11 11 8 6 9 8 24 9 16 20 15 18 27 10 13 11 8 6 10 8 0.083 0 0 1 1 0.944 1 1 0.846 1 1 1 0.9 1 0 12 12 1 7 5 0 upstream_gene_variantMODIFIER Pp3c3_1020 Pp3c3_1020 transcript PAC:32943225protein_codingNA c.-2813_-2812insATNA NA NA NA 2650
Chr03 697537 C CAT Chr03_697537_C_CATC_CAT INDEL 4599.5 2 0 0 20 15 17 27 10 11 11 8 6 9 8 24 9 16 20 15 18 27 10 13 11 8 6 10 8 0.083 0 0 1 1 0.944 1 1 0.846 1 1 1 0.9 1 0 12 12 1 7 5 0 upstream_gene_variantMODIFIER Pp3c3_1020 Pp3c3_1020 transcript PAC:32943226protein_codingNA c.-2813_-2812insATNA NA NA NA 2605
Chr03 697537 C CAT Chr03_697537_C_CATC_CAT INDEL 4599.5 2 0 0 20 15 17 27 10 11 11 8 6 9 8 24 9 16 20 15 18 27 10 13 11 8 6 10 8 0.083 0 0 1 1 0.944 1 1 0.846 1 1 1 0.9 1 0 12 12 1 7 5 0 upstream_gene_variantMODIFIER Pp3c3_1020 Pp3c3_1020 transcript PAC:32943227protein_codingNA c.-2813_-2812insATNA NA NA NA 2605
Chr03 697537 C CAT Chr03_697537_C_CATC_CAT INDEL 4599.5 2 0 0 20 15 17 27 10 11 11 8 6 9 8 24 9 16 20 15 18 27 10 13 11 8 6 10 8 0.083 0 0 1 1 0.944 1 1 0.846 1 1 1 0.9 1 0 12 12 1 7 5 0 intergenic_regionMODIFIER Pp3c3_1020-Pp3c3_1090Pp3c3_1020-Pp3c3_1090intergenic_regionPp3c3_1020-Pp3c3_1090NA NA n.697537_697538insATNA NA NA NA NA
Chr03 785862 A AAT Chr03_785862_A_AATA_AAT INDEL 2702.24 0 0 1 8 21 16 21 18 2 2 0 0 0 0 18 13 17 9 21 17 21 20 19 15 11 11 6 4 0 0 0 0.889 1 0.941 1 0.9 0.105 0.133 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c3_1240 Pp3c3_1240 transcript PAC:32944601protein_codingNA c.*4583_*4584insATNA NA NA NA 4009
Chr03 785862 A AAT Chr03_785862_A_AATA_AAT INDEL 2702.24 0 0 1 8 21 16 21 18 2 2 0 0 0 0 18 13 17 9 21 17 21 20 19 15 11 11 6 4 0 0 0 0.889 1 0.941 1 0.9 0.105 0.133 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c3_1260 Pp3c3_1260 transcript PAC:32944755protein_codingNA c.*1402_*1403insATNA NA NA NA 1273
Chr03 785862 A AAT Chr03_785862_A_AATA_AAT INDEL 2702.24 0 0 1 8 21 16 21 18 2 2 0 0 0 0 18 13 17 9 21 17 21 20 19 15 11 11 6 4 0 0 0 0.889 1 0.941 1 0.9 0.105 0.133 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c3_1240 Pp3c3_1240 transcript PAC:32944602protein_codingNA c.*4583_*4584insATNA NA NA NA 4060
Chr03 785862 A AAT Chr03_785862_A_AATA_AAT INDEL 2702.24 0 0 1 8 21 16 21 18 2 2 0 0 0 0 18 13 17 9 21 17 21 20 19 15 11 11 6 4 0 0 0 0.889 1 0.941 1 0.9 0.105 0.133 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c3_1260 Pp3c3_1260 transcript PAC:32944756protein_codingNA c.*1402_*1403insATNA NA NA NA 1273
Chr03 785862 A AAT Chr03_785862_A_AATA_AAT INDEL 2702.24 0 0 1 8 21 16 21 18 2 2 0 0 0 0 18 13 17 9 21 17 21 20 19 15 11 11 6 4 0 0 0 0.889 1 0.941 1 0.9 0.105 0.133 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c3_1260 Pp3c3_1260 transcript PAC:32944757protein_codingNA c.*1402_*1403insATNA NA NA NA 1402
Chr03 785862 A AAT Chr03_785862_A_AATA_AAT INDEL 2702.24 0 0 1 8 21 16 21 18 2 2 0 0 0 0 18 13 17 9 21 17 21 20 19 15 11 11 6 4 0 0 0 0.889 1 0.941 1 0.9 0.105 0.133 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c3_1240-Pp3c3_1260Pp3c3_1240-Pp3c3_1260intergenic_regionPp3c3_1240-Pp3c3_1260NA NA n.785862_785863insATNA NA NA NA NA
Chr03 1168184 A ATGT Chr03_1168184_A_ATGTA_ATGT INDEL 21041.59 31 17 19 31 20 35 29 27 21 23 17 17 12 8 31 17 19 31 20 35 29 27 21 23 17 17 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_1910-Pp3c3_1980Pp3c3_1910-Pp3c3_1980intergenic_regionPp3c3_1910-Pp3c3_1980NA NA n.1168184_1168185insTGTNA NA NA NA NA
Chr03 1215316 G A Chr03_1215316_G_AG_A SNP 17705.63 24 13 17 34 14 27 32 24 22 14 18 16 9 12 24 13 17 34 14 27 32 24 22 14 18 16 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_2020 Pp3c3_2020 transcript PAC:32944486protein_codingNA c.*3170C>T NA NA NA NA 3170
Chr03 1215316 G A Chr03_1215316_G_AG_A SNP 17705.63 24 13 17 34 14 27 32 24 22 14 18 16 9 12 24 13 17 34 14 27 32 24 22 14 18 16 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_1990-Pp3c3_2020Pp3c3_1990-Pp3c3_2020intergenic_regionPp3c3_1990-Pp3c3_2020NA NA n.1215316G>ANA NA NA NA NA
Chr03 1267990 TTA T Chr03_1267990_TTA_TTTA_T INDEL 1249.35 18 8 15 1 0 0 1 1 0 0 0 0 0 0 18 8 16 17 13 16 21 19 20 16 8 8 7 5 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_2130 Pp3c3_2130 transcript PAC:32944227protein_codingNA c.-905_-904delTANA NA NA NA 504
Chr03 1267990 TTA T Chr03_1267990_TTA_TTTA_T INDEL 1249.35 18 8 15 1 0 0 1 1 0 0 0 0 0 0 18 8 16 17 13 16 21 19 20 16 8 8 7 5 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_2140 Pp3c3_2140 transcript PAC:32940615protein_codingNA c.-4868_-4867delTANA NA NA NA 3805
Chr03 1267990 TTA T Chr03_1267990_TTA_TTTA_T INDEL 1249.35 18 8 15 1 0 0 1 1 0 0 0 0 0 0 18 8 16 17 13 16 21 19 20 16 8 8 7 5 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_2130 Pp3c3_2130 transcript PAC:32944230protein_codingNA c.-905_-904delTANA NA NA NA 350
Chr03 1267990 TTA T Chr03_1267990_TTA_TTTA_T INDEL 1249.35 18 8 15 1 0 0 1 1 0 0 0 0 0 0 18 8 16 17 13 16 21 19 20 16 8 8 7 5 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_2130 Pp3c3_2130 transcript PAC:32944232protein_codingNA c.-905_-904delTANA NA NA NA 388
Chr03 1267990 TTA T Chr03_1267990_TTA_TTTA_T INDEL 1249.35 18 8 15 1 0 0 1 1 0 0 0 0 0 0 18 8 16 17 13 16 21 19 20 16 8 8 7 5 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_2130 Pp3c3_2130 transcript PAC:32944231protein_codingNA c.-905_-904delTANA NA NA NA 389
Chr03 1267990 TTA T Chr03_1267990_TTA_TTTA_T INDEL 1249.35 18 8 15 1 0 0 1 1 0 0 0 0 0 0 18 8 16 17 13 16 21 19 20 16 8 8 7 5 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_2130 Pp3c3_2130 transcript PAC:32944228protein_codingNA c.-905_-904delTANA NA NA NA 504
Chr03 1267990 TTA T Chr03_1267990_TTA_TTTA_T INDEL 1249.35 18 8 15 1 0 0 1 1 0 0 0 0 0 0 18 8 16 17 13 16 21 19 20 16 8 8 7 5 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_2130 Pp3c3_2130 transcript PAC:32944229protein_codingNA c.-905_-904delTANA NA NA NA 504
Chr03 1267990 TTA T Chr03_1267990_TTA_TTTA_T INDEL 1249.35 18 8 15 1 0 0 1 1 0 0 0 0 0 0 18 8 16 17 13 16 21 19 20 16 8 8 7 5 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_2140 Pp3c3_2140 transcript PAC:32940616protein_codingNA c.-4868_-4867delTANA NA NA NA 3803
Chr03 1267990 TTA T Chr03_1267990_TTA_TTTA_T INDEL 1249.35 18 8 15 1 0 0 1 1 0 0 0 0 0 0 18 8 16 17 13 16 21 19 20 16 8 8 7 5 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c3_2109-Pp3c3_2130Pp3c3_2109-Pp3c3_2130intergenic_regionPp3c3_2109-Pp3c3_2130NA NA n.1267991_1267992delTANA NA NA NA NA
Chr03 1569690 G T Chr03_1569690_G_TG_T SNP 14623.63 18 16 7 11 15 27 26 17 17 15 11 17 4 11 18 16 7 11 15 27 26 17 17 15 11 17 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_2700 Pp3c3_2700 transcript PAC:32943024protein_codingNA c.-2108G>T NA NA NA NA 2108
Chr03 1569690 G T Chr03_1569690_G_TG_T SNP 14623.63 18 16 7 11 15 27 26 17 17 15 11 17 4 11 18 16 7 11 15 27 26 17 17 15 11 17 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_2690 Pp3c3_2690 transcript PAC:32940721protein_codingNA c.*979G>T NA NA NA NA 116



Chr03 1569690 G T Chr03_1569690_G_TG_T SNP 14623.63 18 16 7 11 15 27 26 17 17 15 11 17 4 11 18 16 7 11 15 27 26 17 17 15 11 17 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_2690 Pp3c3_2690 transcript PAC:32940723protein_codingNA c.*979G>T NA NA NA NA 115
Chr03 1569690 G T Chr03_1569690_G_TG_T SNP 14623.63 18 16 7 11 15 27 26 17 17 15 11 17 4 11 18 16 7 11 15 27 26 17 17 15 11 17 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_2690 Pp3c3_2690 transcript PAC:32940722protein_codingNA c.*979G>T NA NA NA NA 116
Chr03 1569690 G T Chr03_1569690_G_TG_T SNP 14623.63 18 16 7 11 15 27 26 17 17 15 11 17 4 11 18 16 7 11 15 27 26 17 17 15 11 17 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_2690 Pp3c3_2690 transcript PAC:32940724protein_codingNA c.*1454G>T NA NA NA NA 34
Chr03 1569690 G T Chr03_1569690_G_TG_T SNP 14623.63 18 16 7 11 15 27 26 17 17 15 11 17 4 11 18 16 7 11 15 27 26 17 17 15 11 17 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_2690 Pp3c3_2690 transcript PAC:32940725protein_codingNA c.*1454G>T NA NA NA NA 34
Chr03 1569690 G T Chr03_1569690_G_TG_T SNP 14623.63 18 16 7 11 15 27 26 17 17 15 11 17 4 11 18 16 7 11 15 27 26 17 17 15 11 17 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_2690-Pp3c3_2700Pp3c3_2690-Pp3c3_2700intergenic_regionPp3c3_2690-Pp3c3_2700NA NA n.1569690G>TNA NA NA NA NA
Chr03 1820572 A G Chr03_1820572_A_GA_G SNP 22017.63 43 13 22 29 22 27 40 22 19 32 15 15 13 9 43 13 22 29 22 27 40 22 19 32 15 15 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_3130 Pp3c3_3130 transcript PAC:32943451protein_codingNA c.*2855T>C NA NA NA NA 1305
Chr03 1820572 A G Chr03_1820572_A_GA_G SNP 22017.63 43 13 22 29 22 27 40 22 19 32 15 15 13 9 43 13 22 29 22 27 40 22 19 32 15 15 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_3130 Pp3c3_3130 transcript PAC:32943453protein_codingNA c.*2855T>C NA NA NA NA 1305
Chr03 1820572 A G Chr03_1820572_A_GA_G SNP 22017.63 43 13 22 29 22 27 40 22 19 32 15 15 13 9 43 13 22 29 22 27 40 22 19 32 15 15 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_3130 Pp3c3_3130 transcript PAC:32943452protein_codingNA c.*2855T>C NA NA NA NA 2464
Chr03 1820572 A G Chr03_1820572_A_GA_G SNP 22017.63 43 13 22 29 22 27 40 22 19 32 15 15 13 9 43 13 22 29 22 27 40 22 19 32 15 15 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_3120-Pp3c3_3130Pp3c3_3120-Pp3c3_3130intergenic_regionPp3c3_3120-Pp3c3_3130NA NA n.1820572A>GNA NA NA NA NA
Chr03 1954697 C T Chr03_1954697_C_TC_T SNP 13824.63 25 12 5 16 10 17 26 23 10 9 8 14 5 7 25 12 5 16 10 17 26 23 10 9 8 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_3290-Pp3c3_3400Pp3c3_3290-Pp3c3_3400intergenic_regionPp3c3_3290-Pp3c3_3400NA NA n.1954697C>TNA NA NA NA NA
Chr03 1954700 C T Chr03_1954700_C_TC_T SNP 13833.63 27 13 5 16 10 17 25 23 11 9 7 14 5 7 27 13 5 16 10 17 25 23 11 9 7 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_3290-Pp3c3_3400Pp3c3_3290-Pp3c3_3400intergenic_regionPp3c3_3290-Pp3c3_3400NA NA n.1954700C>TNA NA NA NA NA
Chr03 2003655 G GT Chr03_2003655_G_GTG_GT INDEL 6837.59 19 11 9 16 6 14 24 11 9 20 9 4 10 10 19 11 10 16 6 14 24 12 9 20 9 4 10 10 1 1 0.9 1 1 1 1 0.917 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_3475 Pp3c3_3475 transcript PAC:32944094protein_codingNA c.-5956_-5955insANA NA NA NA 4861
Chr03 2003655 G GT Chr03_2003655_G_GTG_GT INDEL 6837.59 19 11 9 16 6 14 24 11 9 20 9 4 10 10 19 11 10 16 6 14 24 12 9 20 9 4 10 10 1 1 0.9 1 1 1 1 0.917 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_3480 Pp3c3_3480 transcript PAC:32941376protein_codingNA c.-2676_-2675insANA NA NA NA 2595
Chr03 2003655 G GT Chr03_2003655_G_GTG_GT INDEL 6837.59 19 11 9 16 6 14 24 11 9 20 9 4 10 10 19 11 10 16 6 14 24 12 9 20 9 4 10 10 1 1 0.9 1 1 1 1 0.917 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_3480 Pp3c3_3480 transcript PAC:32941377protein_codingNA c.-2766_-2765insANA NA NA NA 2682
Chr03 2003655 G GT Chr03_2003655_G_GTG_GT INDEL 6837.59 19 11 9 16 6 14 24 11 9 20 9 4 10 10 19 11 10 16 6 14 24 12 9 20 9 4 10 10 1 1 0.9 1 1 1 1 0.917 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_3490 Pp3c3_3490 transcript PAC:32941594protein_codingNA c.*4299_*4300insANA NA NA NA 3613
Chr03 2003655 G GT Chr03_2003655_G_GTG_GT INDEL 6837.59 19 11 9 16 6 14 24 11 9 20 9 4 10 10 19 11 10 16 6 14 24 12 9 20 9 4 10 10 1 1 0.9 1 1 1 1 0.917 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_3490 Pp3c3_3490 transcript PAC:32941595protein_codingNA c.*4299_*4300insANA NA NA NA 4299
Chr03 2003655 G GT Chr03_2003655_G_GTG_GT INDEL 6837.59 19 11 9 16 6 14 24 11 9 20 9 4 10 10 19 11 10 16 6 14 24 12 9 20 9 4 10 10 1 1 0.9 1 1 1 1 0.917 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_3480-Pp3c3_3490Pp3c3_3480-Pp3c3_3490intergenic_regionPp3c3_3480-Pp3c3_3490NA NA n.2003655_2003656insTNA NA NA NA NA
Chr03 2027274 CA C Chr03_2027274_CA_CCA_C INDEL 15072.59 27 22 14 23 17 29 25 26 32 28 13 9 14 6 27 22 14 23 17 29 25 26 32 28 13 9 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_3510 Pp3c3_3510 transcript PAC:32940860protein_codingNA c.-4316delT NA NA NA NA 3012
Chr03 2027274 CA C Chr03_2027274_CA_CCA_C INDEL 15072.59 27 22 14 23 17 29 25 26 32 28 13 9 14 6 27 22 14 23 17 29 25 26 32 28 13 9 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_3540 Pp3c3_3540 transcript PAC:32944670protein_codingNA c.-1917delA NA NA NA NA 323
Chr03 2027274 CA C Chr03_2027274_CA_CCA_C INDEL 15072.59 27 22 14 23 17 29 25 26 32 28 13 9 14 6 27 22 14 23 17 29 25 26 32 28 13 9 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_3510 Pp3c3_3510 transcript PAC:32940861protein_codingNA c.-3459delT NA NA NA NA 3048
Chr03 2027274 CA C Chr03_2027274_CA_CCA_C INDEL 15072.59 27 22 14 23 17 29 25 26 32 28 13 9 14 6 27 22 14 23 17 29 25 26 32 28 13 9 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_3540 Pp3c3_3540 transcript PAC:32944671protein_codingNA c.-1917delA NA NA NA NA 802
Chr03 2027274 CA C Chr03_2027274_CA_CCA_C INDEL 15072.59 27 22 14 23 17 29 25 26 32 28 13 9 14 6 27 22 14 23 17 29 25 26 32 28 13 9 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_3530 Pp3c3_3530 transcript PAC:32944961protein_codingNA c.*1623delA NA NA NA NA 1249
Chr03 2027274 CA C Chr03_2027274_CA_CCA_C INDEL 15072.59 27 22 14 23 17 29 25 26 32 28 13 9 14 6 27 22 14 23 17 29 25 26 32 28 13 9 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_3530 Pp3c3_3530 transcript PAC:32944962protein_codingNA c.*1623delA NA NA NA NA 880
Chr03 2027274 CA C Chr03_2027274_CA_CCA_C INDEL 15072.59 27 22 14 23 17 29 25 26 32 28 13 9 14 6 27 22 14 23 17 29 25 26 32 28 13 9 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_3530-Pp3c3_3540Pp3c3_3530-Pp3c3_3540intergenic_regionPp3c3_3530-Pp3c3_3540NA NA n.2027275delANA NA NA NA NA
Chr03 2580959 C CAT Chr03_2580959_C_CATC_CAT INDEL 3077.11 0 0 0 0 0 0 0 0 16 12 7 10 5 4 8 4 12 12 13 15 28 22 17 13 7 10 5 5 0 0 0 0 0 0 0 0 0.941 0.923 1 1 1 0.8 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_4230 Pp3c3_4230 transcript PAC:32941918protein_codingNA c.-4377_-4376insATNA NA NA NA 4376
Chr03 2580959 C CAT Chr03_2580959_C_CATC_CAT INDEL 3077.11 0 0 0 0 0 0 0 0 16 12 7 10 5 4 8 4 12 12 13 15 28 22 17 13 7 10 5 5 0 0 0 0 0 0 0 0 0.941 0.923 1 1 1 0.8 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_4230 Pp3c3_4230 transcript PAC:32941919protein_codingNA c.-4377_-4376insATNA NA NA NA 3483
Chr03 2580959 C CAT Chr03_2580959_C_CATC_CAT INDEL 3077.11 0 0 0 0 0 0 0 0 16 12 7 10 5 4 8 4 12 12 13 15 28 22 17 13 7 10 5 5 0 0 0 0 0 0 0 0 0.941 0.923 1 1 1 0.8 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c3_4210 Pp3c3_4210 transcript PAC:32942136protein_codingNA c.*5090_*5091insATNA NA NA NA 4180
Chr03 2580959 C CAT Chr03_2580959_C_CATC_CAT INDEL 3077.11 0 0 0 0 0 0 0 0 16 12 7 10 5 4 8 4 12 12 13 15 28 22 17 13 7 10 5 5 0 0 0 0 0 0 0 0 0.941 0.923 1 1 1 0.8 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c3_4210 Pp3c3_4210 transcript PAC:32942137protein_codingNA c.*5090_*5091insATNA NA NA NA 4184
Chr03 2580959 C CAT Chr03_2580959_C_CATC_CAT INDEL 3077.11 0 0 0 0 0 0 0 0 16 12 7 10 5 4 8 4 12 12 13 15 28 22 17 13 7 10 5 5 0 0 0 0 0 0 0 0 0.941 0.923 1 1 1 0.8 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c3_4210-Pp3c3_4230Pp3c3_4210-Pp3c3_4230intergenic_regionPp3c3_4210-Pp3c3_4230NA NA n.2580959_2580960insATNA NA NA NA NA
Chr03 2580959 C CATATATATATATATATATChr03_2580959_C_CATATATATATATATATATC_CATATATATATATATATATINDEL 3077.11 8 4 12 0 0 0 0 0 0 1 0 0 0 0 8 4 12 12 13 15 28 22 17 13 7 10 5 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_4230 Pp3c3_4230 transcript PAC:32941918protein_codingNA c.-4377_-4376insATATATATATATATATATNA NA NA NA 4376
Chr03 2580959 C CATATATATATATATATATChr03_2580959_C_CATATATATATATATATATC_CATATATATATATATATATINDEL 3077.11 8 4 12 0 0 0 0 0 0 1 0 0 0 0 8 4 12 12 13 15 28 22 17 13 7 10 5 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_4230 Pp3c3_4230 transcript PAC:32941919protein_codingNA c.-4377_-4376insATATATATATATATATATNA NA NA NA 3483
Chr03 2580959 C CATATATATATATATATATChr03_2580959_C_CATATATATATATATATATC_CATATATATATATATATATINDEL 3077.11 8 4 12 0 0 0 0 0 0 1 0 0 0 0 8 4 12 12 13 15 28 22 17 13 7 10 5 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c3_4210 Pp3c3_4210 transcript PAC:32942136protein_codingNA c.*5090_*5091insATATATATATATATATATNA NA NA NA 4180
Chr03 2580959 C CATATATATATATATATATChr03_2580959_C_CATATATATATATATATATC_CATATATATATATATATATINDEL 3077.11 8 4 12 0 0 0 0 0 0 1 0 0 0 0 8 4 12 12 13 15 28 22 17 13 7 10 5 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c3_4210 Pp3c3_4210 transcript PAC:32942137protein_codingNA c.*5090_*5091insATATATATATATATATATNA NA NA NA 4184
Chr03 2580959 C CATATATATATATATATATChr03_2580959_C_CATATATATATATATATATC_CATATATATATATATATATINDEL 3077.11 8 4 12 0 0 0 0 0 0 1 0 0 0 0 8 4 12 12 13 15 28 22 17 13 7 10 5 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c3_4210-Pp3c3_4230Pp3c3_4210-Pp3c3_4230intergenic_regionPp3c3_4210-Pp3c3_4230NA NA n.2580959_2580960insATATATATATATATATATNA NA NA NA NA
Chr03 2614518 GC G Chr03_2614518_GC_GGC_G INDEL 15671.59 21 8 8 24 13 29 19 25 21 23 14 16 10 9 21 8 8 24 13 29 19 25 21 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_4270-Pp3c3_4330Pp3c3_4270-Pp3c3_4330intergenic_regionPp3c3_4270-Pp3c3_4330NA NA n.2614519delCNA NA NA NA NA
Chr03 2642984 AAT A Chr03_2642984_AAT_AAAT_A INDEL 1717.93 0 0 0 0 1 0 1 0 12 10 9 8 5 4 22 16 11 17 12 17 18 15 12 11 9 8 5 4 0 0 0 0 0 0 0 0 1 0.909 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c3_4270-Pp3c3_4330Pp3c3_4270-Pp3c3_4330intergenic_regionPp3c3_4270-Pp3c3_4330NA NA n.2642985_2642986delATNA NA NA NA NA
Chr03 2856594 G T Chr03_2856594_G_TG_T SNP 16329.63 28 14 6 21 20 23 29 24 22 26 13 11 19 7 28 14 6 21 20 23 29 24 22 26 13 11 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_4490-Pp3c3_4660Pp3c3_4490-Pp3c3_4660intergenic_regionPp3c3_4490-Pp3c3_4660NA NA n.2856594G>TNA NA NA NA NA
Chr03 2877635 C G Chr03_2877635_C_GC_G SNP 2068.39 23 13 16 0 0 0 0 0 0 0 0 0 0 0 23 13 16 19 16 23 23 20 33 22 23 13 10 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c3_4490-Pp3c3_4660Pp3c3_4490-Pp3c3_4660intergenic_regionPp3c3_4490-Pp3c3_4660NA NA n.2877635C>GNA NA NA NA NA
Chr03 2907758 G GA Chr03_2907758_G_GAG_GA INDEL 16113.59 28 11 20 19 16 17 31 24 31 23 22 22 16 10 28 11 20 19 16 17 31 24 31 23 22 22 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_4490-Pp3c3_4660Pp3c3_4490-Pp3c3_4660intergenic_regionPp3c3_4490-Pp3c3_4660NA NA n.2907758_2907759insANA NA NA NA NA
Chr03 2964597 T C Chr03_2964597_T_CT_C SNP 15887.63 16 13 7 25 12 28 18 19 23 17 15 21 6 12 16 13 7 25 12 28 18 19 23 17 15 21 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_4660-Pp3c3_4690Pp3c3_4660-Pp3c3_4690intergenic_regionPp3c3_4660-Pp3c3_4690NA NA n.2964597T>CNA NA NA NA NA
Chr03 2964605 C T Chr03_2964605_C_TC_T SNP 15497.63 16 13 7 21 12 27 19 17 21 17 17 20 6 12 16 13 7 21 12 27 19 17 21 17 17 20 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_4660-Pp3c3_4690Pp3c3_4660-Pp3c3_4690intergenic_regionPp3c3_4660-Pp3c3_4690NA NA n.2964605C>TNA NA NA NA NA
Chr03 2967317 T C Chr03_2967317_T_CT_C SNP 14254.63 22 10 15 12 15 19 30 13 29 21 14 10 4 9 22 10 15 12 15 19 30 13 29 21 14 10 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_4660-Pp3c3_4690Pp3c3_4660-Pp3c3_4690intergenic_regionPp3c3_4660-Pp3c3_4690NA NA n.2967317T>CNA NA NA NA NA
Chr03 2967405 G A Chr03_2967405_G_AG_A SNP 16613.63 21 9 17 10 13 21 21 19 30 23 18 15 10 8 21 9 17 10 13 21 21 19 30 23 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_4660-Pp3c3_4690Pp3c3_4660-Pp3c3_4690intergenic_regionPp3c3_4660-Pp3c3_4690NA NA n.2967405G>ANA NA NA NA NA
Chr03 2967406 T C Chr03_2967406_T_CT_C SNP 16613.63 21 8 17 10 13 21 20 19 30 22 18 15 10 8 21 8 17 10 13 21 20 19 30 22 18 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_4660-Pp3c3_4690Pp3c3_4660-Pp3c3_4690intergenic_regionPp3c3_4660-Pp3c3_4690NA NA n.2967406T>CNA NA NA NA NA
Chr03 2967678 G A Chr03_2967678_G_AG_A SNP 15754.63 33 16 12 12 15 14 23 20 12 22 9 14 8 6 33 16 12 12 15 14 23 20 12 22 9 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_4660-Pp3c3_4690Pp3c3_4660-Pp3c3_4690intergenic_regionPp3c3_4660-Pp3c3_4690NA NA n.2967678G>ANA NA NA NA NA
Chr03 2967690 A C Chr03_2967690_A_CA_C SNP 17038.63 37 18 15 13 18 15 23 23 14 25 11 15 8 6 37 18 15 13 18 15 23 23 14 25 11 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_4660-Pp3c3_4690Pp3c3_4660-Pp3c3_4690intergenic_regionPp3c3_4660-Pp3c3_4690NA NA n.2967690A>CNA NA NA NA NA
Chr03 2981141 A AAT Chr03_2981141_A_AATA_AAT INDEL 939.35 17 9 5 0 1 2 0 0 0 0 0 2 1 0 17 10 5 17 10 13 22 16 8 13 9 11 4 4 1 0.9 1 0 0 0.154 0 0 0 0 0 0.182 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c3_4690 Pp3c3_4690 transcript PAC:32941974protein_codingNA c.-4824_-4823insATNA NA NA NA 4753
Chr03 2981141 A AAT Chr03_2981141_A_AATA_AAT INDEL 939.35 17 9 5 0 1 2 0 0 0 0 0 2 1 0 17 10 5 17 10 13 22 16 8 13 9 11 4 4 1 0.9 1 0 0 0.154 0 0 0 0 0 0.182 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c3_4690 Pp3c3_4690 transcript PAC:32941975protein_codingNA c.-4824_-4823insATNA NA NA NA 4779
Chr03 2981141 A AAT Chr03_2981141_A_AATA_AAT INDEL 939.35 17 9 5 0 1 2 0 0 0 0 0 2 1 0 17 10 5 17 10 13 22 16 8 13 9 11 4 4 1 0.9 1 0 0 0.154 0 0 0 0 0 0.182 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c3_4660-Pp3c3_4690Pp3c3_4660-Pp3c3_4690intergenic_regionPp3c3_4660-Pp3c3_4690NA NA n.2981141_2981142insATNA NA NA NA NA
Chr03 3230193 A G Chr03_3230193_A_GA_G SNP 5491.98 0 0 0 0 0 0 0 0 27 35 14 17 12 25 40 16 16 25 22 22 31 24 27 35 14 17 12 25 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_4916 Pp3c3_4916 transcript PAC:32943950protein_codingNA c.-4171T>C NA NA NA NA 4171
Chr03 3230193 A G Chr03_3230193_A_GA_G SNP 5491.98 0 0 0 0 0 0 0 0 27 35 14 17 12 25 40 16 16 25 22 22 31 24 27 35 14 17 12 25 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c3_4916-Pp3c3_4950Pp3c3_4916-Pp3c3_4950intergenic_regionPp3c3_4916-Pp3c3_4950NA NA n.3230193A>GNA NA NA NA NA
Chr03 3290085 GATCTTTAATTATTATATCTAAAAGAACAAACTTATATGTAACG Chr03_3290085_GATCTTTAATTATTATATCTAAAAGAACAAACTTATATGTAAC_GGATCTTTAATTATTATATCTAAAAGAACAAACTTATATGTAAC_GINDEL 9551.59 15 10 4 10 6 11 13 9 7 13 4 9 7 4 15 10 4 10 6 11 13 9 7 13 4 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_4980-Pp3c3_5010Pp3c3_4980-Pp3c3_5010intergenic_regionPp3c3_4980-Pp3c3_5010NA NA n.3290086_3290127delATCTTTAATTATTATATCTAAAAGAACAAACTTATATGTAACNA NA NA NA NA
Chr03 3406186 G A Chr03_3406186_G_AG_A SNP 17353.63 30 13 10 23 18 19 29 22 23 21 15 18 13 11 30 13 10 23 18 19 29 22 23 21 15 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_5150 Pp3c3_5150 transcript PAC:32944010protein_codingNA c.*4885C>T NA NA NA NA 4196
Chr03 3406186 G A Chr03_3406186_G_AG_A SNP 17353.63 30 13 10 23 18 19 29 22 23 21 15 18 13 11 30 13 10 23 18 19 29 22 23 21 15 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_5150 Pp3c3_5150 transcript PAC:32944011protein_codingNA c.*4885C>T NA NA NA NA 3637
Chr03 3406186 G A Chr03_3406186_G_AG_A SNP 17353.63 30 13 10 23 18 19 29 22 23 21 15 18 13 11 30 13 10 23 18 19 29 22 23 21 15 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_5080-Pp3c3_5150Pp3c3_5080-Pp3c3_5150intergenic_regionPp3c3_5080-Pp3c3_5150NA NA n.3406186G>ANA NA NA NA NA
Chr03 3424472 T TA Chr03_3424472_T_TAT_TA INDEL 14790.59 33 13 18 28 23 28 17 28 20 28 12 8 17 14 33 13 18 28 23 28 17 28 20 28 12 8 17 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_5170-Pp3c3_5200Pp3c3_5170-Pp3c3_5200intergenic_regionPp3c3_5170-Pp3c3_5200NA NA n.3424472_3424473insANA NA NA NA NA
Chr03 3456384 C CT Chr03_3456384_C_CTC_CT INDEL 14349.59 28 17 9 13 24 19 21 16 29 18 10 11 6 16 28 17 9 13 24 19 21 16 29 18 10 11 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_5230 Pp3c3_5230 transcript PAC:32941482protein_codingNA c.-2407_-2406insTNA NA NA NA 2406
Chr03 3456384 C CT Chr03_3456384_C_CTC_CT INDEL 14349.59 28 17 9 13 24 19 21 16 29 18 10 11 6 16 28 17 9 13 24 19 21 16 29 18 10 11 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_5230 Pp3c3_5230 transcript PAC:32941483protein_codingNA c.-2410_-2409insTNA NA NA NA 2409
Chr03 3456384 C CT Chr03_3456384_C_CTC_CT INDEL 14349.59 28 17 9 13 24 19 21 16 29 18 10 11 6 16 28 17 9 13 24 19 21 16 29 18 10 11 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_5204 Pp3c3_5204 transcript PAC:32943741protein_codingNA c.*5074_*5075insTNA NA NA NA 4955
Chr03 3456384 C CT Chr03_3456384_C_CTC_CT INDEL 14349.59 28 17 9 13 24 19 21 16 29 18 10 11 6 16 28 17 9 13 24 19 21 16 29 18 10 11 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_5210 Pp3c3_5210 transcript PAC:32943984protein_codingNA c.*3042_*3043insTNA NA NA NA 2123
Chr03 3456384 C CT Chr03_3456384_C_CTC_CT INDEL 14349.59 28 17 9 13 24 19 21 16 29 18 10 11 6 16 28 17 9 13 24 19 21 16 29 18 10 11 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_5210 Pp3c3_5210 transcript PAC:32943985protein_codingNA c.*3042_*3043insTNA NA NA NA 2006
Chr03 3456384 C CT Chr03_3456384_C_CTC_CT INDEL 14349.59 28 17 9 13 24 19 21 16 29 18 10 11 6 16 28 17 9 13 24 19 21 16 29 18 10 11 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_5210-Pp3c3_5230Pp3c3_5210-Pp3c3_5230intergenic_regionPp3c3_5210-Pp3c3_5230NA NA n.3456384_3456385insTNA NA NA NA NA
Chr03 3722715 C CA Chr03_3722715_C_CAC_CA INDEL 15156.59 25 8 15 23 21 32 28 18 21 22 12 14 6 9 25 8 15 23 21 32 28 18 21 22 12 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_5680 Pp3c3_5680 transcript PAC:32944418protein_codingNA c.*5115_*5116insTNA NA NA NA 4507
Chr03 3722715 C CA Chr03_3722715_C_CAC_CA INDEL 15156.59 25 8 15 23 21 32 28 18 21 22 12 14 6 9 25 8 15 23 21 32 28 18 21 22 12 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_5680 Pp3c3_5680 transcript PAC:32944419protein_codingNA c.*4856_*4857insTNA NA NA NA 4507
Chr03 3722715 C CA Chr03_3722715_C_CAC_CA INDEL 15156.59 25 8 15 23 21 32 28 18 21 22 12 14 6 9 25 8 15 23 21 32 28 18 21 22 12 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_5680 Pp3c3_5680 transcript PAC:32944420protein_codingNA c.*5894_*5895insTNA NA NA NA 4507
Chr03 3722715 C CA Chr03_3722715_C_CAC_CA INDEL 15156.59 25 8 15 23 21 32 28 18 21 22 12 14 6 9 25 8 15 23 21 32 28 18 21 22 12 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_5680 Pp3c3_5680 transcript PAC:32944421protein_codingNA c.*5115_*5116insTNA NA NA NA 4537
Chr03 3722715 C CA Chr03_3722715_C_CAC_CA INDEL 15156.59 25 8 15 23 21 32 28 18 21 22 12 14 6 9 25 8 15 23 21 32 28 18 21 22 12 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_5660-Pp3c3_5680Pp3c3_5660-Pp3c3_5680intergenic_regionPp3c3_5660-Pp3c3_5680NA NA n.3722715_3722716insANA NA NA NA NA
Chr03 3837665 CAT C Chr03_3837665_CAT_CCAT_C INDEL 10038.59 21 14 13 17 11 22 26 19 10 12 6 12 10 8 21 14 13 17 11 22 26 22 10 12 7 12 10 8 1 1 1 1 1 1 1 0.864 1 1 0.857 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_5820-Pp3c3_5880Pp3c3_5820-Pp3c3_5880intergenic_regionPp3c3_5820-Pp3c3_5880NA NA n.3837666_3837667delATNA NA NA NA NA
Chr03 3982472 T A Chr03_3982472_T_AT_A SNP 20960.63 25 18 28 42 30 34 41 34 17 22 20 18 13 15 25 18 28 42 30 34 41 34 17 22 20 18 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c3_6100 Pp3c3_6100 transcript PAC:32941029protein_coding 01-janv c.-300T>A NA NA NA NA NA
Chr03 3982472 T A Chr03_3982472_T_AT_A SNP 20960.63 25 18 28 42 30 34 41 34 17 22 20 18 13 15 25 18 28 42 30 34 41 34 17 22 20 18 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_6100 Pp3c3_6100 transcript PAC:32941029protein_coding 01-janv c.-300T>A NA NA NA NA 300
Chr03 3982472 T A Chr03_3982472_T_AT_A SNP 20960.63 25 18 28 42 30 34 41 34 17 22 20 18 13 15 25 18 28 42 30 34 41 34 17 22 20 18 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_6100 Pp3c3_6100 transcript PAC:32941030protein_codingNA c.-300T>A NA NA NA NA 192
Chr03 3982472 T A Chr03_3982472_T_AT_A SNP 20960.63 25 18 28 42 30 34 41 34 17 22 20 18 13 15 25 18 28 42 30 34 41 34 17 22 20 18 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6080 Pp3c3_6080 transcript PAC:32943123protein_codingNA c.*526T>A NA NA NA NA 114
Chr03 3982472 T A Chr03_3982472_T_AT_A SNP 20960.63 25 18 28 42 30 34 41 34 17 22 20 18 13 15 25 18 28 42 30 34 41 34 17 22 20 18 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6080 Pp3c3_6080 transcript PAC:32943124protein_codingNA c.*526T>A NA NA NA NA 114
Chr03 3982472 T A Chr03_3982472_T_AT_A SNP 20960.63 25 18 28 42 30 34 41 34 17 22 20 18 13 15 25 18 28 42 30 34 41 34 17 22 20 18 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6080 Pp3c3_6080 transcript PAC:32943125protein_codingNA c.*526T>A NA NA NA NA 506
Chr03 4125674 C CA Chr03_4125674_C_CAC_CA INDEL 14074.59 31 15 17 16 14 16 21 17 18 17 16 16 9 9 31 15 17 16 14 16 21 17 18 17 16 16 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6250-Pp3c3_6359Pp3c3_6250-Pp3c3_6359intergenic_regionPp3c3_6250-Pp3c3_6359NA NA n.4125674_4125675insANA NA NA NA NA
Chr03 4135717 C A Chr03_4135717_C_AC_A SNP 18798.63 24 14 17 30 17 23 21 23 20 24 14 14 17 10 24 14 17 30 17 23 21 23 20 24 14 14 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6250-Pp3c3_6359Pp3c3_6250-Pp3c3_6359intergenic_regionPp3c3_6250-Pp3c3_6359NA NA n.4135717C>ANA NA NA NA NA
Chr03 4149057 G T Chr03_4149057_G_TG_T SNP 19691.63 26 14 14 35 29 21 40 35 15 22 6 11 12 17 26 14 14 35 29 21 40 35 15 22 6 11 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6250-Pp3c3_6359Pp3c3_6250-Pp3c3_6359intergenic_regionPp3c3_6250-Pp3c3_6359NA NA n.4149057G>TNA NA NA NA NA
Chr03 4149094 G T Chr03_4149094_G_TG_T SNP 16894.63 18 12 15 26 25 17 37 33 12 15 6 6 14 15 18 12 15 26 25 17 37 33 12 15 6 6 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6250-Pp3c3_6359Pp3c3_6250-Pp3c3_6359intergenic_regionPp3c3_6250-Pp3c3_6359NA NA n.4149094G>TNA NA NA NA NA
Chr03 4169821 T TA Chr03_4169821_T_TAT_TA INDEL 20015.59 23 15 13 22 25 28 36 17 24 24 12 16 15 12 23 15 13 22 25 28 36 17 24 24 12 16 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6370 Pp3c3_6370 transcript PAC:32943866protein_codingNA c.*3974_*3975insANA NA NA NA 2384
Chr03 4169821 T TA Chr03_4169821_T_TAT_TA INDEL 20015.59 23 15 13 22 25 28 36 17 24 24 12 16 15 12 23 15 13 22 25 28 36 17 24 24 12 16 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6370 Pp3c3_6370 transcript PAC:32943867protein_codingNA c.*3974_*3975insANA NA NA NA 2379
Chr03 4169821 T TA Chr03_4169821_T_TAT_TA INDEL 20015.59 23 15 13 22 25 28 36 17 24 24 12 16 15 12 23 15 13 22 25 28 36 17 24 24 12 16 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4169821_4169822insANA NA NA NA NA
Chr03 4169827 A AT Chr03_4169827_A_ATA_AT INDEL 19916.59 22 13 13 22 25 28 35 16 24 24 11 16 15 12 22 13 13 22 25 28 35 16 24 24 11 16 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6370 Pp3c3_6370 transcript PAC:32943866protein_codingNA c.*3980_*3981insTNA NA NA NA 2390
Chr03 4169827 A AT Chr03_4169827_A_ATA_AT INDEL 19916.59 22 13 13 22 25 28 35 16 24 24 11 16 15 12 22 13 13 22 25 28 35 16 24 24 11 16 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6370 Pp3c3_6370 transcript PAC:32943867protein_codingNA c.*3980_*3981insTNA NA NA NA 2385
Chr03 4169827 A AT Chr03_4169827_A_ATA_AT INDEL 19916.59 22 13 13 22 25 28 35 16 24 24 11 16 15 12 22 13 13 22 25 28 35 16 24 24 11 16 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4169827_4169828insTNA NA NA NA NA
Chr03 4169870 C T Chr03_4169870_C_TC_T SNP 12264.63 13 8 7 15 16 20 26 12 14 18 10 7 10 5 13 8 7 15 16 20 26 12 14 18 10 7 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6370 Pp3c3_6370 transcript PAC:32943866protein_codingNA c.*4023C>T NA NA NA NA 2432
Chr03 4169870 C T Chr03_4169870_C_TC_T SNP 12264.63 13 8 7 15 16 20 26 12 14 18 10 7 10 5 13 8 7 15 16 20 26 12 14 18 10 7 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6370 Pp3c3_6370 transcript PAC:32943867protein_codingNA c.*4023C>T NA NA NA NA 2427
Chr03 4169870 C T Chr03_4169870_C_TC_T SNP 12264.63 13 8 7 15 16 20 26 12 14 18 10 7 10 5 13 8 7 15 16 20 26 12 14 18 10 7 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4169870C>TNA NA NA NA NA
Chr03 4197373 TA T Chr03_4197373_TA_TTA_T INDEL 14647.59 37 12 9 21 15 21 19 19 29 31 8 22 16 15 37 12 9 21 15 21 19 19 29 31 8 22 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4197374delANA NA NA NA NA
Chr03 4198042 G GA Chr03_4198042_G_GAG_GA INDEL 15837.59 30 23 11 33 18 26 25 22 15 22 21 14 8 9 30 23 11 33 18 26 25 22 15 23 21 14 8 9 1 1 1 1 1 1 1 1 1 0.957 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4198042_4198043insANA NA NA NA NA
Chr03 4198094 G T Chr03_4198094_G_TG_T SNP 19320.63 33 19 11 26 23 30 24 26 18 26 17 16 10 11 33 19 12 26 23 30 24 26 18 26 17 16 10 11 1 1 0.917 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4198094G>TNA NA NA NA NA
Chr03 4210105 G T Chr03_4210105_G_TG_T SNP 11634.63 15 12 7 19 13 17 15 17 15 25 9 11 6 8 15 12 7 19 13 17 15 17 15 25 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4210105G>TNA NA NA NA NA
Chr03 4215755 AT A Chr03_4215755_AT_AAT_A INDEL 16230.59 28 10 14 25 22 18 22 17 14 16 20 14 6 6 28 10 14 25 22 18 22 17 14 16 20 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4215756delTNA NA NA NA NA
Chr03 4215797 A T Chr03_4215797_A_TA_T SNP 12632.63 15 5 11 17 9 13 19 12 10 12 14 12 5 5 15 5 11 17 9 13 19 12 10 12 14 12 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4215797A>TNA NA NA NA NA
Chr03 4215799 A T Chr03_4215799_A_TA_T SNP 13082.63 15 5 10 16 9 13 18 14 10 12 14 12 4 4 15 5 10 16 9 13 18 14 10 12 14 12 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4215799A>TNA NA NA NA NA
Chr03 4215803 A T Chr03_4215803_A_TA_T SNP 13162.63 16 5 8 16 9 14 20 14 10 14 14 11 5 4 16 5 8 16 9 14 20 14 10 14 14 11 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4215803A>TNA NA NA NA NA
Chr03 4215812 A T Chr03_4215812_A_TA_T SNP 12679.63 14 5 6 16 10 13 22 15 11 12 15 12 5 6 14 5 6 16 10 13 22 15 11 12 15 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4215812A>TNA NA NA NA NA
Chr03 4215877 G T Chr03_4215877_G_TG_T SNP 12041.63 13 4 9 17 6 15 18 14 17 13 9 7 10 7 13 4 9 17 6 15 18 14 17 13 9 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4215877G>TNA NA NA NA NA
Chr03 4222985 C G Chr03_4222985_C_GC_G SNP 12784.63 21 5 8 23 9 13 21 14 13 8 13 18 7 13 21 5 8 23 9 13 21 14 13 8 13 18 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_6420 Pp3c3_6420 transcript PAC:32941405protein_codingNA c.-2764C>G NA NA NA NA 1447
Chr03 4222985 C G Chr03_4222985_C_GC_G SNP 12784.63 21 5 8 23 9 13 21 14 13 8 13 18 7 13 21 5 8 23 9 13 21 14 13 8 13 18 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_6420 Pp3c3_6420 transcript PAC:32941406protein_codingNA c.-2764C>G NA NA NA NA 1522
Chr03 4222985 C G Chr03_4222985_C_GC_G SNP 12784.63 21 5 8 23 9 13 21 14 13 8 13 18 7 13 21 5 8 23 9 13 21 14 13 8 13 18 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6370-Pp3c3_6420Pp3c3_6370-Pp3c3_6420intergenic_regionPp3c3_6370-Pp3c3_6420NA NA n.4222985C>GNA NA NA NA NA
Chr03 4262750 A G Chr03_4262750_A_GA_G SNP 16796.63 24 12 19 19 19 19 19 13 16 31 17 15 11 7 24 12 19 19 19 19 19 13 16 31 17 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6460-Pp3c3_6480Pp3c3_6460-Pp3c3_6480intergenic_regionPp3c3_6460-Pp3c3_6480NA NA n.4262750A>GNA NA NA NA NA
Chr03 4307595 G A Chr03_4307595_G_AG_A SNP 12459.63 16 9 8 23 18 18 10 19 14 13 10 14 9 8 16 9 8 23 18 18 10 19 14 13 10 14 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6500-Pp3c3_6530Pp3c3_6500-Pp3c3_6530intergenic_regionPp3c3_6500-Pp3c3_6530NA NA n.4307595G>ANA NA NA NA NA
Chr03 4324241 CTA C Chr03_4324241_CTA_CCTA_C INDEL 10373.59 24 14 12 19 20 21 23 20 15 19 16 5 4 4 24 14 12 19 20 22 23 20 18 20 16 5 4 4 1 1 1 1 1 0.955 1 1 0.833 0.95 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6530 Pp3c3_6530 transcript PAC:32941088protein_codingNA c.*2867_*2868delTANA NA NA NA 2867
Chr03 4324241 CTA C Chr03_4324241_CTA_CCTA_C INDEL 10373.59 24 14 12 19 20 21 23 20 15 19 16 5 4 4 24 14 12 19 20 22 23 20 18 20 16 5 4 4 1 1 1 1 1 0.955 1 1 0.833 0.95 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6530-Pp3c3_6540Pp3c3_6530-Pp3c3_6540intergenic_regionPp3c3_6530-Pp3c3_6540NA NA n.4324242_4324243delTANA NA NA NA NA
Chr03 4394969 A AT Chr03_4394969_A_ATA_AT INDEL 17851.59 32 17 9 17 12 24 36 20 31 25 13 24 12 12 32 17 9 17 12 24 36 20 31 25 13 24 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_6660 Pp3c3_6660 transcript PAC:32941672protein_codingNA c.-2047_-2046insANA NA NA NA 2047
Chr03 4394969 A AT Chr03_4394969_A_ATA_AT INDEL 17851.59 32 17 9 17 12 24 36 20 31 25 13 24 12 12 32 17 9 17 12 24 36 20 31 25 13 24 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6660-Pp3c3_6730Pp3c3_6660-Pp3c3_6730intergenic_regionPp3c3_6660-Pp3c3_6730NA NA n.4394969_4394970insTNA NA NA NA NA
Chr03 4442858 A T Chr03_4442858_A_TA_T SNP 15450.63 17 12 16 14 11 21 30 15 21 21 10 13 9 9 17 12 16 14 11 21 30 15 21 21 10 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6660-Pp3c3_6730Pp3c3_6660-Pp3c3_6730intergenic_regionPp3c3_6660-Pp3c3_6730NA NA n.4442858A>TNA NA NA NA NA
Chr03 4442879 T A Chr03_4442879_T_AT_A SNP 17050.63 20 14 15 15 16 21 36 16 24 21 12 11 10 10 20 14 15 15 16 21 36 16 24 21 12 11 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6660-Pp3c3_6730Pp3c3_6660-Pp3c3_6730intergenic_regionPp3c3_6660-Pp3c3_6730NA NA n.4442879T>ANA NA NA NA NA
Chr03 4480871 G GA Chr03_4480871_G_GAG_GA INDEL 17491.59 20 17 15 15 15 27 28 15 11 22 8 15 18 8 20 17 15 15 15 27 28 15 11 22 8 15 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6660-Pp3c3_6730Pp3c3_6660-Pp3c3_6730intergenic_regionPp3c3_6660-Pp3c3_6730NA NA n.4480871_4480872insANA NA NA NA NA
Chr03 4480879 T A Chr03_4480879_T_AT_A SNP 18106.63 22 17 16 15 16 28 30 16 13 22 8 15 19 10 22 17 16 15 16 28 30 16 13 22 8 15 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6660-Pp3c3_6730Pp3c3_6660-Pp3c3_6730intergenic_regionPp3c3_6660-Pp3c3_6730NA NA n.4480879T>ANA NA NA NA NA
Chr03 4519239 A AT Chr03_4519239_A_ATA_AT INDEL 14938.59 18 16 16 21 15 24 35 17 20 27 16 21 12 5 18 16 16 21 15 24 35 17 20 27 16 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6780 Pp3c3_6780 transcript PAC:32945024protein_codingNA c.*4969_*4970insTNA NA NA NA 4117
Chr03 4519239 A AT Chr03_4519239_A_ATA_AT INDEL 14938.59 18 16 16 21 15 24 35 17 20 27 16 21 12 5 18 16 16 21 15 24 35 17 20 27 16 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_6780 Pp3c3_6780 transcript PAC:32945025protein_codingNA c.*4969_*4970insTNA NA NA NA 4622
Chr03 4519239 A AT Chr03_4519239_A_ATA_AT INDEL 14938.59 18 16 16 21 15 24 35 17 20 27 16 21 12 5 18 16 16 21 15 24 35 17 20 27 16 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_6780-Pp3c3_6800Pp3c3_6780-Pp3c3_6800intergenic_regionPp3c3_6780-Pp3c3_6800NA NA n.4519239_4519240insTNA NA NA NA NA
Chr03 4697245 G A Chr03_4697245_G_AG_A SNP 5112.29 0 0 0 16 24 22 28 19 0 0 0 0 0 0 19 11 24 16 24 22 28 19 28 30 10 17 14 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_6890-Pp3c3_6980Pp3c3_6890-Pp3c3_6980intergenic_regionPp3c3_6890-Pp3c3_6980NA NA n.4697245G>ANA NA NA NA NA
Chr03 4719499 T TTA Chr03_4719499_T_TTAT_TTA INDEL 654.37 0 0 0 0 21 0 0 2 0 0 0 2 0 0 24 17 16 21 22 20 30 14 9 17 17 10 5 12 0 0 0 0 0.955 0 0 0.143 0 0 0 0.2 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c3_6980 Pp3c3_6980 transcript PAC:32944763protein_codingNA c.-1729_-1728insTANA NA NA NA 1168
Chr03 4719499 T TTA Chr03_4719499_T_TTAT_TTA INDEL 654.37 0 0 0 0 21 0 0 2 0 0 0 2 0 0 24 17 16 21 22 20 30 14 9 17 17 10 5 12 0 0 0 0 0.955 0 0 0.143 0 0 0 0.2 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c3_6980 Pp3c3_6980 transcript PAC:32944765protein_codingNA c.-1099_-1098insTANA NA NA NA 758
Chr03 4719499 T TTA Chr03_4719499_T_TTAT_TTA INDEL 654.37 0 0 0 0 21 0 0 2 0 0 0 2 0 0 24 17 16 21 22 20 30 14 9 17 17 10 5 12 0 0 0 0 0.955 0 0 0.143 0 0 0 0.2 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c3_6980 Pp3c3_6980 transcript PAC:32944764protein_codingNA c.-1099_-1098insTANA NA NA NA 763
Chr03 4719499 T TTA Chr03_4719499_T_TTAT_TTA INDEL 654.37 0 0 0 0 21 0 0 2 0 0 0 2 0 0 24 17 16 21 22 20 30 14 9 17 17 10 5 12 0 0 0 0 0.955 0 0 0.143 0 0 0 0.2 0 0 0 1 1 2 0 1 0 intergenic_regionMODIFIER Pp3c3_6890-Pp3c3_6980Pp3c3_6890-Pp3c3_6980intergenic_regionPp3c3_6890-Pp3c3_6980NA NA n.4719499_4719500insTANA NA NA NA NA
Chr03 4750087 CATATAT C Chr03_4750087_CATATAT_CCATATAT_C INDEL 3434.93 0 0 0 0 0 0 0 0 0 0 0 0 0 5 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943341protein_codingNA c.*2071_*2076delATATATNA NA NA NA 915
Chr03 4750087 CATATAT C Chr03_4750087_CATATAT_CCATATAT_C INDEL 3434.93 0 0 0 0 0 0 0 0 0 0 0 0 0 5 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942476protein_codingNA c.*1779_*1784delATATATNA NA NA NA 1271
Chr03 4750087 CATATAT C Chr03_4750087_CATATAT_CCATATAT_C INDEL 3434.93 0 0 0 0 0 0 0 0 0 0 0 0 0 5 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943342protein_codingNA c.*2071_*2076delATATATNA NA NA NA 848
Chr03 4750087 CATATAT C Chr03_4750087_CATATAT_CCATATAT_C INDEL 3434.93 0 0 0 0 0 0 0 0 0 0 0 0 0 5 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943343protein_codingNA c.*2071_*2076delATATATNA NA NA NA 1615
Chr03 4750087 CATATAT C Chr03_4750087_CATATAT_CCATATAT_C INDEL 3434.93 0 0 0 0 0 0 0 0 0 0 0 0 0 5 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943344protein_codingNA c.*2071_*2076delATATATNA NA NA NA 1615
Chr03 4750087 CATATAT C Chr03_4750087_CATATAT_CCATATAT_C INDEL 3434.93 0 0 0 0 0 0 0 0 0 0 0 0 0 5 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942478protein_codingNA c.*1779_*1784delATATATNA NA NA NA 1271
Chr03 4750087 CATATAT C Chr03_4750087_CATATAT_CCATATAT_C INDEL 3434.93 0 0 0 0 0 0 0 0 0 0 0 0 0 5 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942479protein_codingNA c.*1779_*1784delATATATNA NA NA NA 1271
Chr03 4750087 CATATAT C Chr03_4750087_CATATAT_CCATATAT_C INDEL 3434.93 0 0 0 0 0 0 0 0 0 0 0 0 0 5 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942477protein_codingNA c.*1779_*1784delATATATNA NA NA NA 1316
Chr03 4750087 CATATAT C Chr03_4750087_CATATAT_CCATATAT_C INDEL 3434.93 0 0 0 0 0 0 0 0 0 0 0 0 0 5 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c3_7030-Pp3c3_7040Pp3c3_7030-Pp3c3_7040intergenic_regionPp3c3_7030-Pp3c3_7040NA NA n.4750088_4750093delATATATNA NA NA NA NA
Chr03 4750087 CATATAT CATATATAT Chr03_4750087_CATATAT_CATATATATCATATAT_CATATATATINDEL 3434.93 0 0 0 21 9 19 1 9 0 0 1 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0.955 1 1 0 0.818 0 0 0 0 0 0 0 4 4 0 0 4 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943341protein_codingNA c.*2076_*2077insATNA NA NA NA 921
Chr03 4750087 CATATAT CATATATAT Chr03_4750087_CATATAT_CATATATATCATATAT_CATATATATINDEL 3434.93 0 0 0 21 9 19 1 9 0 0 1 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0.955 1 1 0 0.818 0 0 0 0 0 0 0 4 4 0 0 4 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942476protein_codingNA c.*1778_*1779insATNA NA NA NA 1265
Chr03 4750087 CATATAT CATATATAT Chr03_4750087_CATATAT_CATATATATCATATAT_CATATATATINDEL 3434.93 0 0 0 21 9 19 1 9 0 0 1 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0.955 1 1 0 0.818 0 0 0 0 0 0 0 4 4 0 0 4 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943342protein_codingNA c.*2076_*2077insATNA NA NA NA 854
Chr03 4750087 CATATAT CATATATAT Chr03_4750087_CATATAT_CATATATATCATATAT_CATATATATINDEL 3434.93 0 0 0 21 9 19 1 9 0 0 1 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0.955 1 1 0 0.818 0 0 0 0 0 0 0 4 4 0 0 4 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943343protein_codingNA c.*2076_*2077insATNA NA NA NA 1621
Chr03 4750087 CATATAT CATATATAT Chr03_4750087_CATATAT_CATATATATCATATAT_CATATATATINDEL 3434.93 0 0 0 21 9 19 1 9 0 0 1 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0.955 1 1 0 0.818 0 0 0 0 0 0 0 4 4 0 0 4 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943344protein_codingNA c.*2076_*2077insATNA NA NA NA 1621
Chr03 4750087 CATATAT CATATATAT Chr03_4750087_CATATAT_CATATATATCATATAT_CATATATATINDEL 3434.93 0 0 0 21 9 19 1 9 0 0 1 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0.955 1 1 0 0.818 0 0 0 0 0 0 0 4 4 0 0 4 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942478protein_codingNA c.*1778_*1779insATNA NA NA NA 1265
Chr03 4750087 CATATAT CATATATAT Chr03_4750087_CATATAT_CATATATATCATATAT_CATATATATINDEL 3434.93 0 0 0 21 9 19 1 9 0 0 1 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0.955 1 1 0 0.818 0 0 0 0 0 0 0 4 4 0 0 4 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942479protein_codingNA c.*1778_*1779insATNA NA NA NA 1265
Chr03 4750087 CATATAT CATATATAT Chr03_4750087_CATATAT_CATATATATCATATAT_CATATATATINDEL 3434.93 0 0 0 21 9 19 1 9 0 0 1 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0.955 1 1 0 0.818 0 0 0 0 0 0 0 4 4 0 0 4 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942477protein_codingNA c.*1778_*1779insATNA NA NA NA 1310
Chr03 4750087 CATATAT CATATATAT Chr03_4750087_CATATAT_CATATATATCATATAT_CATATATATINDEL 3434.93 0 0 0 21 9 19 1 9 0 0 1 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0.955 1 1 0 0.818 0 0 0 0 0 0 0 4 4 0 0 4 0 intergenic_regionMODIFIER Pp3c3_7030-Pp3c3_7040Pp3c3_7030-Pp3c3_7040intergenic_regionPp3c3_7030-Pp3c3_7040NA NA n.4750093_4750094insATNA NA NA NA NA
Chr03 4750087 CATATAT CATATATATATChr03_4750087_CATATAT_CATATATATATCATATAT_CATATATATATINDEL 3434.93 1 0 0 1 0 0 18 0 0 0 0 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0.947 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943341protein_codingNA c.*2076_*2077insATATNA NA NA NA 921
Chr03 4750087 CATATAT CATATATATATChr03_4750087_CATATAT_CATATATATATCATATAT_CATATATATATINDEL 3434.93 1 0 0 1 0 0 18 0 0 0 0 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0.947 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942476protein_codingNA c.*1778_*1779insATATNA NA NA NA 1265
Chr03 4750087 CATATAT CATATATATATChr03_4750087_CATATAT_CATATATATATCATATAT_CATATATATATINDEL 3434.93 1 0 0 1 0 0 18 0 0 0 0 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0.947 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943342protein_codingNA c.*2076_*2077insATATNA NA NA NA 854
Chr03 4750087 CATATAT CATATATATATChr03_4750087_CATATAT_CATATATATATCATATAT_CATATATATATINDEL 3434.93 1 0 0 1 0 0 18 0 0 0 0 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0.947 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943343protein_codingNA c.*2076_*2077insATATNA NA NA NA 1621
Chr03 4750087 CATATAT CATATATATATChr03_4750087_CATATAT_CATATATATATCATATAT_CATATATATATINDEL 3434.93 1 0 0 1 0 0 18 0 0 0 0 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0.947 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_7030 Pp3c3_7030 transcript PAC:32943344protein_codingNA c.*2076_*2077insATATNA NA NA NA 1621
Chr03 4750087 CATATAT CATATATATATChr03_4750087_CATATAT_CATATATATATCATATAT_CATATATATATINDEL 3434.93 1 0 0 1 0 0 18 0 0 0 0 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0.947 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942478protein_codingNA c.*1778_*1779insATATNA NA NA NA 1265
Chr03 4750087 CATATAT CATATATATATChr03_4750087_CATATAT_CATATATATATCATATAT_CATATATATATINDEL 3434.93 1 0 0 1 0 0 18 0 0 0 0 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0.947 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942479protein_codingNA c.*1778_*1779insATATNA NA NA NA 1265
Chr03 4750087 CATATAT CATATATATATChr03_4750087_CATATAT_CATATATATATCATATAT_CATATATATATINDEL 3434.93 1 0 0 1 0 0 18 0 0 0 0 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0.947 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_7040 Pp3c3_7040 transcript PAC:32942477protein_codingNA c.*1778_*1779insATATNA NA NA NA 1310
Chr03 4750087 CATATAT CATATATATATChr03_4750087_CATATAT_CATATATATATCATATAT_CATATATATATINDEL 3434.93 1 0 0 1 0 0 18 0 0 0 0 0 0 0 25 8 10 22 9 19 19 11 12 10 8 7 6 5 0 0 0 0 0 0 0.947 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c3_7030-Pp3c3_7040Pp3c3_7030-Pp3c3_7040intergenic_regionPp3c3_7030-Pp3c3_7040NA NA n.4750093_4750094insATATNA NA NA NA NA
Chr03 4784838 G A Chr03_4784838_G_AG_A SNP 12539.63 10 13 6 15 10 23 12 21 13 9 12 9 8 4 10 13 6 15 10 23 12 21 13 9 12 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7060-Pp3c3_7160Pp3c3_7060-Pp3c3_7160intergenic_regionPp3c3_7060-Pp3c3_7160NA NA n.4784838G>ANA NA NA NA NA
Chr03 4784850 G A Chr03_4784850_G_AG_A SNP 12588.63 9 14 6 16 12 21 12 18 14 9 11 9 7 4 9 14 6 16 12 21 12 18 14 9 11 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7060-Pp3c3_7160Pp3c3_7060-Pp3c3_7160intergenic_regionPp3c3_7060-Pp3c3_7160NA NA n.4784850G>ANA NA NA NA NA
Chr03 4880159 G T Chr03_4880159_G_TG_T SNP 18467.63 29 12 16 28 14 23 36 16 21 18 16 15 11 10 29 12 16 28 14 23 36 16 21 18 16 15 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7219-Pp3c3_7350Pp3c3_7219-Pp3c3_7350intergenic_regionPp3c3_7219-Pp3c3_7350NA NA n.4880159G>TNA NA NA NA NA
Chr03 4880199 G T Chr03_4880199_G_TG_T SNP 20926.63 33 12 10 28 14 29 34 23 24 16 17 16 14 10 33 12 10 28 14 29 34 23 24 16 17 16 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7219-Pp3c3_7350Pp3c3_7219-Pp3c3_7350intergenic_regionPp3c3_7219-Pp3c3_7350NA NA n.4880199G>TNA NA NA NA NA
Chr03 4880213 G A Chr03_4880213_G_AG_A SNP 21878.63 31 15 10 27 15 33 34 27 24 17 18 15 14 11 31 15 10 27 15 33 34 27 24 17 18 15 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7219-Pp3c3_7350Pp3c3_7219-Pp3c3_7350intergenic_regionPp3c3_7219-Pp3c3_7350NA NA n.4880213G>ANA NA NA NA NA
Chr03 4883779 G A Chr03_4883779_G_AG_A SNP 5409.29 0 0 0 25 16 23 21 10 0 0 0 0 0 0 31 16 9 25 16 23 21 10 20 23 8 13 11 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_7219-Pp3c3_7350Pp3c3_7219-Pp3c3_7350intergenic_regionPp3c3_7219-Pp3c3_7350NA NA n.4883779G>ANA NA NA NA NA
Chr03 4883785 C T Chr03_4883785_C_TC_T SNP 5430.29 0 0 0 26 16 23 21 10 0 0 0 0 0 0 32 15 8 26 16 23 21 10 20 22 8 14 12 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_7219-Pp3c3_7350Pp3c3_7219-Pp3c3_7350intergenic_regionPp3c3_7219-Pp3c3_7350NA NA n.4883785C>TNA NA NA NA NA
Chr03 5026958 G T Chr03_5026958_G_TG_T SNP 3820.29 0 0 0 18 16 10 22 15 0 0 0 0 0 0 19 11 10 18 16 10 22 15 15 15 10 13 8 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_7370-Pp3c3_7430Pp3c3_7370-Pp3c3_7430intergenic_regionPp3c3_7370-Pp3c3_7430NA NA n.5026958G>TNA NA NA NA NA
Chr03 5130964 G C Chr03_5130964_G_CG_C SNP 20825.63 31 17 12 24 18 35 33 24 18 27 27 12 11 20 31 17 12 24 18 35 33 24 18 27 27 12 11 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5130964G>CNA NA NA NA NA
Chr03 5131315 C A Chr03_5131315_C_AC_A SNP 18423.63 24 12 17 19 20 30 26 27 34 27 12 24 10 14 24 12 17 19 20 30 26 27 34 27 12 24 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5131315C>ANA NA NA NA NA
Chr03 5131429 C A Chr03_5131429_C_AC_A SNP 12700.63 14 6 11 15 18 28 17 12 23 19 10 11 11 9 14 6 11 15 18 28 17 12 23 19 10 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5131429C>ANA NA NA NA NA
Chr03 5131442 C A Chr03_5131442_C_AC_A SNP 10941.63 10 6 10 12 17 23 12 10 20 15 10 11 11 9 10 6 10 12 17 23 12 10 20 15 10 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5131442C>ANA NA NA NA NA
Chr03 5131455 C A Chr03_5131455_C_AC_A SNP 12376.63 13 6 11 12 21 24 12 10 14 18 9 9 10 12 13 6 11 12 21 24 12 10 14 18 9 9 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5131455C>ANA NA NA NA NA
Chr03 5131462 A AC Chr03_5131462_A_ACA_AC INDEL 12352.59 13 5 9 12 23 22 13 7 17 18 10 9 10 13 13 5 9 12 23 22 13 7 17 18 10 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5131462_5131463insCNA NA NA NA NA
Chr03 5131472 A AC Chr03_5131472_A_ACA_AC INDEL 10199.59 16 4 5 9 19 16 12 9 18 16 10 9 8 12 16 4 5 9 19 16 12 9 18 16 10 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5131472_5131473insCNA NA NA NA NA
Chr03 5131512 TG T Chr03_5131512_TG_TTG_T INDEL 11267.59 22 4 6 5 12 15 12 8 17 13 7 7 8 9 22 4 6 5 12 15 12 8 17 13 7 7 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5131513delGNA NA NA NA NA
Chr03 5189232 G A Chr03_5189232_G_AG_A SNP 15956.63 19 12 13 19 9 33 35 25 15 17 15 14 12 7 19 12 13 19 9 33 35 25 15 17 15 14 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5189232G>ANA NA NA NA NA
Chr03 5222707 G GA Chr03_5222707_G_GAG_GA INDEL 18156.59 24 16 13 14 12 23 33 11 26 25 23 15 14 7 24 16 13 14 12 23 33 11 26 25 23 15 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5222707_5222708insANA NA NA NA NA
Chr03 5222718 C CA Chr03_5222718_C_CAC_CA INDEL 18336.59 24 14 13 15 13 24 35 12 26 26 22 14 14 7 24 14 13 15 13 24 35 12 26 26 22 14 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5222718_5222719insANA NA NA NA NA
Chr03 5223351 T A Chr03_5223351_T_AT_A SNP 11231.63 9 8 16 18 9 15 19 14 15 19 4 12 6 8 9 8 16 18 9 15 19 14 15 19 4 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5223351T>ANA NA NA NA NA
Chr03 5225532 C A Chr03_5225532_C_AC_A SNP 18365.63 24 18 19 16 21 31 38 19 23 20 22 11 10 12 24 18 19 16 21 31 38 19 23 20 22 11 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5225532C>ANA NA NA NA NA
Chr03 5232442 C A Chr03_5232442_C_AC_A SNP 19715.63 33 19 18 21 24 23 35 13 21 14 17 16 22 8 33 19 18 21 24 23 35 13 21 14 17 16 22 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5232442C>ANA NA NA NA NA
Chr03 5232447 C A Chr03_5232447_C_AC_A SNP 19842.63 34 19 20 21 20 23 34 14 20 12 16 13 22 9 34 19 20 21 20 23 34 14 20 12 16 13 22 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5232447C>ANA NA NA NA NA
Chr03 5232448 G A Chr03_5232448_G_AG_A SNP 19666.63 33 18 20 20 20 23 34 15 20 12 16 13 23 9 33 18 20 20 20 23 34 15 20 12 16 13 23 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5232448G>ANA NA NA NA NA
Chr03 5235086 G GT Chr03_5235086_G_GTG_GT INDEL 9157.59 7 10 11 6 16 17 26 13 8 10 4 5 4 7 7 10 11 6 16 17 26 13 8 10 4 5 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5235086_5235087insTNA NA NA NA NA
Chr03 5235121 T A Chr03_5235121_T_AT_A SNP 11151.63 12 7 10 9 13 16 31 17 10 15 9 10 7 7 12 7 10 9 13 16 31 17 10 15 9 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5235121T>ANA NA NA NA NA
Chr03 5235129 C CA Chr03_5235129_C_CAC_CA INDEL 12047.59 13 5 9 12 13 16 28 19 10 17 11 14 8 7 13 5 9 12 13 16 28 19 10 17 11 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5235129_5235130insANA NA NA NA NA
Chr03 5256618 G T Chr03_5256618_G_TG_T SNP 19029.63 29 12 19 29 16 19 36 30 19 18 10 22 12 14 29 12 19 29 16 19 36 30 19 18 10 22 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5256618G>TNA NA NA NA NA
Chr03 5337370 G A Chr03_5337370_G_AG_A SNP 6197.29 0 0 0 17 29 27 28 22 0 0 0 0 0 0 27 12 14 17 29 27 28 22 26 14 19 17 8 16 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_7460-Pp3c3_7820Pp3c3_7460-Pp3c3_7820intergenic_regionPp3c3_7460-Pp3c3_7820NA NA n.5337370G>ANA NA NA NA NA
Chr03 5417819 A G Chr03_5417819_A_GA_G SNP 11734.63 12 14 4 17 8 19 13 11 17 6 7 15 9 4 12 14 4 17 8 19 13 11 17 6 7 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7820-Pp3c3_7840Pp3c3_7820-Pp3c3_7840intergenic_regionPp3c3_7820-Pp3c3_7840NA NA n.5417819A>GNA NA NA NA NA
Chr03 5417869 T C Chr03_5417869_T_CT_C SNP 13160.63 17 16 10 16 8 23 16 12 12 12 6 16 11 5 17 16 10 16 8 23 16 12 12 12 6 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7820-Pp3c3_7840Pp3c3_7820-Pp3c3_7840intergenic_regionPp3c3_7820-Pp3c3_7840NA NA n.5417869T>CNA NA NA NA NA
Chr03 5417967 G C Chr03_5417967_G_CG_C SNP 21280.63 31 15 21 31 18 24 21 24 15 28 15 15 12 9 31 15 21 31 18 24 21 24 15 28 15 15 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7820-Pp3c3_7840Pp3c3_7820-Pp3c3_7840intergenic_regionPp3c3_7820-Pp3c3_7840NA NA n.5417967G>CNA NA NA NA NA
Chr03 5417989 T C Chr03_5417989_T_CT_C SNP 21572.63 30 14 18 28 19 24 27 24 17 26 15 14 14 7 30 14 18 28 19 24 27 24 17 26 15 14 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7820-Pp3c3_7840Pp3c3_7820-Pp3c3_7840intergenic_regionPp3c3_7820-Pp3c3_7840NA NA n.5417989T>CNA NA NA NA NA
Chr03 5418004 T C Chr03_5418004_T_CT_C SNP 21422.63 32 15 17 27 17 26 29 23 17 30 13 18 15 7 32 15 17 27 17 26 29 23 17 30 13 18 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7820-Pp3c3_7840Pp3c3_7820-Pp3c3_7840intergenic_regionPp3c3_7820-Pp3c3_7840NA NA n.5418004T>CNA NA NA NA NA
Chr03 5511699 T C Chr03_5511699_T_CT_C SNP 17588.63 18 7 15 14 17 27 27 24 24 30 21 14 10 18 18 7 15 14 17 27 27 24 24 30 21 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_7930-Pp3c3_7980Pp3c3_7930-Pp3c3_7980intergenic_regionPp3c3_7930-Pp3c3_7980NA NA n.5511699T>CNA NA NA NA NA
Chr03 5575487 T TTA Chr03_5575487_T_TTAT_TTA INDEL 2827.24 1 0 0 15 10 20 24 15 1 1 0 0 0 1 18 12 16 16 10 20 25 16 9 12 5 7 7 4 0 0 0 0.938 1 1 0.96 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_7980 Pp3c3_7980 transcript PAC:32941384protein_codingNA c.*2651_*2652insTANA NA NA NA 2287
Chr03 5575487 T TTA Chr03_5575487_T_TTAT_TTA INDEL 2827.24 1 0 0 15 10 20 24 15 1 1 0 0 0 1 18 12 16 16 10 20 25 16 9 12 5 7 7 4 0 0 0 0.938 1 1 0.96 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_8000 Pp3c3_8000 transcript PAC:32944906protein_codingNA c.*1767_*1768insTANA NA NA NA 1204
Chr03 5575487 T TTA Chr03_5575487_T_TTAT_TTA INDEL 2827.24 1 0 0 15 10 20 24 15 1 1 0 0 0 1 18 12 16 16 10 20 25 16 9 12 5 7 7 4 0 0 0 0.938 1 1 0.96 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_7980 Pp3c3_7980 transcript PAC:32941385protein_codingNA c.*2651_*2652insTANA NA NA NA 2288
Chr03 5575487 T TTA Chr03_5575487_T_TTAT_TTA INDEL 2827.24 1 0 0 15 10 20 24 15 1 1 0 0 0 1 18 12 16 16 10 20 25 16 9 12 5 7 7 4 0 0 0 0.938 1 1 0.96 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_8000 Pp3c3_8000 transcript PAC:32944907protein_codingNA c.*1767_*1768insTANA NA NA NA 1184
Chr03 5575487 T TTA Chr03_5575487_T_TTAT_TTA INDEL 2827.24 1 0 0 15 10 20 24 15 1 1 0 0 0 1 18 12 16 16 10 20 25 16 9 12 5 7 7 4 0 0 0 0.938 1 1 0.96 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_8000 Pp3c3_8000 transcript PAC:32944908protein_codingNA c.*1767_*1768insTANA NA NA NA 1204
Chr03 5575487 T TTA Chr03_5575487_T_TTAT_TTA INDEL 2827.24 1 0 0 15 10 20 24 15 1 1 0 0 0 1 18 12 16 16 10 20 25 16 9 12 5 7 7 4 0 0 0 0.938 1 1 0.96 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_8000 Pp3c3_8000 transcript PAC:32944909protein_codingNA c.*1767_*1768insTANA NA NA NA 1204
Chr03 5575487 T TTA Chr03_5575487_T_TTAT_TTA INDEL 2827.24 1 0 0 15 10 20 24 15 1 1 0 0 0 1 18 12 16 16 10 20 25 16 9 12 5 7 7 4 0 0 0 0.938 1 1 0.96 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_8000 Pp3c3_8000 transcript PAC:32944910protein_codingNA c.*1767_*1768insTANA NA NA NA 1204
Chr03 5575487 T TTA Chr03_5575487_T_TTAT_TTA INDEL 2827.24 1 0 0 15 10 20 24 15 1 1 0 0 0 1 18 12 16 16 10 20 25 16 9 12 5 7 7 4 0 0 0 0.938 1 1 0.96 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_8000 Pp3c3_8000 transcript PAC:32944911protein_codingNA c.*2653_*2654insTANA NA NA NA 1204
Chr03 5575487 T TTA Chr03_5575487_T_TTAT_TTA INDEL 2827.24 1 0 0 15 10 20 24 15 1 1 0 0 0 1 18 12 16 16 10 20 25 16 9 12 5 7 7 4 0 0 0 0.938 1 1 0.96 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_7980-Pp3c3_8000Pp3c3_7980-Pp3c3_8000intergenic_regionPp3c3_7980-Pp3c3_8000NA NA n.5575487_5575488insTANA NA NA NA NA
Chr03 6000925 C CAT Chr03_6000925_C_CATC_CAT INDEL 817.37 0 0 0 0 0 27 0 0 0 0 1 0 0 0 24 14 18 18 16 27 15 15 15 14 13 17 11 10 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c3_8410-Pp3c3_8460Pp3c3_8410-Pp3c3_8460intergenic_regionPp3c3_8410-Pp3c3_8460NA NA n.6000925_6000926insATNA NA NA NA NA
Chr03 6011037 C T Chr03_6011037_C_TC_T SNP 2972.39 38 22 13 0 0 0 0 0 0 0 0 0 0 0 38 22 13 38 18 30 37 33 31 19 12 13 10 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_8460 Pp3c3_8460 transcript PAC:32940807protein_codingNA c.-4413C>T NA NA NA NA 4413
Chr03 6011037 C T Chr03_6011037_C_TC_T SNP 2972.39 38 22 13 0 0 0 0 0 0 0 0 0 0 0 38 22 13 38 18 30 37 33 31 19 12 13 10 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c3_8410-Pp3c3_8460Pp3c3_8410-Pp3c3_8460intergenic_regionPp3c3_8410-Pp3c3_8460NA NA n.6011037C>TNA NA NA NA NA
Chr03 6419141 A AC Chr03_6419141_A_ACA_AC INDEL 13440.59 17 21 12 16 12 17 28 21 15 12 7 12 8 7 17 21 12 16 12 17 28 21 15 12 7 12 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_8980-Pp3c3_9110Pp3c3_8980-Pp3c3_9110intergenic_regionPp3c3_8980-Pp3c3_9110NA NA n.6419141_6419142insCNA NA NA NA NA
Chr03 6565791 GAAGGCC G Chr03_6565791_GAAGGCC_GGAAGGCC_GINDEL 12498.59 14 15 12 12 14 15 19 14 10 17 10 14 10 6 14 15 12 12 14 15 19 14 10 17 10 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9210-Pp3c3_9280Pp3c3_9210-Pp3c3_9280intergenic_regionPp3c3_9210-Pp3c3_9280NA NA n.6565792_6565797delAAGGCCNA NA NA NA NA
Chr03 6565799 C T Chr03_6565799_C_TC_T SNP 12687.63 14 15 13 10 14 15 20 15 10 17 10 15 11 6 14 15 13 10 14 15 20 15 10 17 10 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9210-Pp3c3_9280Pp3c3_9210-Pp3c3_9280intergenic_regionPp3c3_9210-Pp3c3_9280NA NA n.6565799C>TNA NA NA NA NA
Chr03 6565801 A T Chr03_6565801_A_TA_T SNP 13970.63 14 15 11 10 14 15 21 15 10 18 11 15 11 6 14 15 11 10 14 15 21 15 10 18 11 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9210-Pp3c3_9280Pp3c3_9210-Pp3c3_9280intergenic_regionPp3c3_9210-Pp3c3_9280NA NA n.6565801A>TNA NA NA NA NA
Chr03 6565802 C CTTCCTT Chr03_6565802_C_CTTCCTTC_CTTCCTT INDEL 14051.59 15 15 11 9 14 15 21 15 10 19 11 15 11 6 15 15 11 9 14 15 21 15 10 19 11 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9210-Pp3c3_9280Pp3c3_9210-Pp3c3_9280intergenic_regionPp3c3_9210-Pp3c3_9280NA NA n.6565802_6565803insTTCCTTNA NA NA NA NA
Chr03 6565805 TGATCAAA T Chr03_6565805_TGATCAAA_TTGATCAAA_TINDEL 13950.59 13 20 11 10 11 14 18 11 10 17 14 13 11 6 13 20 11 10 11 14 18 11 10 17 14 13 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9210-Pp3c3_9280Pp3c3_9210-Pp3c3_9280intergenic_regionPp3c3_9210-Pp3c3_9280NA NA n.6565806_6565812delGATCAAANA NA NA NA NA
Chr03 6565812 A ATTTTTTT Chr03_6565812_A_ATTTTTTTA_ATTTTTTT INDEL 13005.59 13 20 10 10 11 14 18 11 9 17 14 13 10 6 13 20 10 10 11 14 18 11 9 17 14 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9210-Pp3c3_9280Pp3c3_9210-Pp3c3_9280intergenic_regionPp3c3_9210-Pp3c3_9280NA NA n.6565812_6565813insTTTTTTTNA NA NA NA NA
Chr03 6565982 A ATTTTCGT Chr03_6565982_A_ATTTTCGTA_ATTTTCGTINDEL 14733.59 22 10 13 18 15 14 26 17 16 17 7 14 10 4 22 10 13 18 15 14 26 17 16 17 7 14 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9210-Pp3c3_9280Pp3c3_9210-Pp3c3_9280intergenic_regionPp3c3_9210-Pp3c3_9280NA NA n.6565982_6565983insTTTTCGTNA NA NA NA NA
Chr03 6565983 AGGGGGG A Chr03_6565983_AGGGGGG_AAGGGGGG_AINDEL 14831.59 19 9 11 17 14 14 25 16 16 16 5 15 9 5 19 9 11 17 14 14 25 16 16 16 5 15 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9210-Pp3c3_9280Pp3c3_9210-Pp3c3_9280intergenic_regionPp3c3_9210-Pp3c3_9280NA NA n.6565984_6565989delGGGGGGNA NA NA NA NA
Chr03 6565990 G C Chr03_6565990_G_CG_C SNP 13574.63 19 9 11 17 14 14 24 16 16 16 5 15 9 5 19 9 11 17 14 14 24 16 16 16 5 15 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9210-Pp3c3_9280Pp3c3_9210-Pp3c3_9280intergenic_regionPp3c3_9210-Pp3c3_9280NA NA n.6565990G>CNA NA NA NA NA



Chr03 6565993 A C Chr03_6565993_A_CA_C SNP 13484.63 17 9 11 18 12 14 22 17 16 16 5 14 9 5 17 9 11 18 12 14 22 17 16 16 5 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9210-Pp3c3_9280Pp3c3_9210-Pp3c3_9280intergenic_regionPp3c3_9210-Pp3c3_9280NA NA n.6565993A>CNA NA NA NA NA
Chr03 6642740 T C Chr03_6642740_T_CT_C SNP 11021.63 20 8 10 18 12 10 18 16 14 10 18 11 11 8 20 8 10 18 12 10 18 16 14 10 18 11 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c3_9350 Pp3c3_9350 transcript PAC:32943138protein_coding 01-mai c.24A>G p.Glu8Glu 318/1939 24/840 8/279 NA
Chr03 6642740 T C Chr03_6642740_T_CT_C SNP 11021.63 20 8 10 18 12 10 18 16 14 10 18 11 11 8 20 8 10 18 12 10 18 16 14 10 18 11 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c3_9350 Pp3c3_9350 transcript PAC:32943141protein_coding 01-mai c.24A>G p.Glu8Glu 331/1984 24/774 8/257 NA
Chr03 6642740 T C Chr03_6642740_T_CT_C SNP 11021.63 20 8 10 18 12 10 18 16 14 10 18 11 11 8 20 8 10 18 12 10 18 16 14 10 18 11 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c3_9350 Pp3c3_9350 transcript PAC:32943140protein_coding 01-mars c.24A>G p.Glu8Glu 341/2296 24/819 8/272 NA
Chr03 6642740 T C Chr03_6642740_T_CT_C SNP 11021.63 20 8 10 18 12 10 18 16 14 10 18 11 11 8 20 8 10 18 12 10 18 16 14 10 18 11 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c3_9350 Pp3c3_9350 transcript PAC:32943139protein_coding 01-mars c.24A>G p.Glu8Glu 318/2252 24/819 8/272 NA
Chr03 6846897 C T Chr03_6846897_C_TC_T SNP 9666.63 20 4 8 14 16 9 20 14 16 9 5 7 9 9 20 4 8 14 16 10 20 14 16 9 5 7 9 9 1 1 1 1 1 0.9 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9470-Pp3c3_9610Pp3c3_9470-Pp3c3_9610intergenic_regionPp3c3_9470-Pp3c3_9610NA NA n.6846897C>TNA NA NA NA NA
Chr03 6905157 G C Chr03_6905157_G_CG_C SNP 17748.63 23 8 12 17 20 27 36 22 22 31 17 32 12 11 23 8 12 17 20 27 36 22 22 31 17 32 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_9640 Pp3c3_9640 transcript PAC:32941159protein_codingNA c.-2677C>G NA NA NA NA 2555
Chr03 6905157 G C Chr03_6905157_G_CG_C SNP 17748.63 23 8 12 17 20 27 36 22 22 31 17 32 12 11 23 8 12 17 20 27 36 22 22 31 17 32 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_9650 Pp3c3_9650 transcript PAC:32943638protein_codingNA c.-1145G>C NA NA NA NA 285
Chr03 6905157 G C Chr03_6905157_G_CG_C SNP 17748.63 23 8 12 17 20 27 36 22 22 31 17 32 12 11 23 8 12 17 20 27 36 22 22 31 17 32 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_9640 Pp3c3_9640 transcript PAC:32941161protein_codingNA c.-2677C>G NA NA NA NA 2554
Chr03 6905157 G C Chr03_6905157_G_CG_C SNP 17748.63 23 8 12 17 20 27 36 22 22 31 17 32 12 11 23 8 12 17 20 27 36 22 22 31 17 32 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_9640 Pp3c3_9640 transcript PAC:32941160protein_codingNA c.-2677C>G NA NA NA NA 2580
Chr03 6905157 G C Chr03_6905157_G_CG_C SNP 17748.63 23 8 12 17 20 27 36 22 22 31 17 32 12 11 23 8 12 17 20 27 36 22 22 31 17 32 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_9650 Pp3c3_9650 transcript PAC:32943640protein_codingNA c.-1145G>C NA NA NA NA 185
Chr03 6905157 G C Chr03_6905157_G_CG_C SNP 17748.63 23 8 12 17 20 27 36 22 22 31 17 32 12 11 23 8 12 17 20 27 36 22 22 31 17 32 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_9650 Pp3c3_9650 transcript PAC:32943639protein_codingNA c.-1145G>C NA NA NA NA 563
Chr03 6905157 G C Chr03_6905157_G_CG_C SNP 17748.63 23 8 12 17 20 27 36 22 22 31 17 32 12 11 23 8 12 17 20 27 36 22 22 31 17 32 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_9610 Pp3c3_9610 transcript PAC:32943516protein_codingNA c.*5218G>C NA NA NA NA 4964
Chr03 6905157 G C Chr03_6905157_G_CG_C SNP 17748.63 23 8 12 17 20 27 36 22 22 31 17 32 12 11 23 8 12 17 20 27 36 22 22 31 17 32 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_9610 Pp3c3_9610 transcript PAC:32943517protein_codingNA c.*5218G>C NA NA NA NA 4964
Chr03 6905157 G C Chr03_6905157_G_CG_C SNP 17748.63 23 8 12 17 20 27 36 22 22 31 17 32 12 11 23 8 12 17 20 27 36 22 22 31 17 32 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_9640-Pp3c3_9650Pp3c3_9640-Pp3c3_9650intergenic_regionPp3c3_9640-Pp3c3_9650NA NA n.6905157G>CNA NA NA NA NA
Chr03 6922040 A AAT Chr03_6922040_A_AATA_AAT INDEL 3069.24 0 0 1 17 12 18 23 16 2 0 0 0 1 0 27 14 8 17 12 18 23 16 15 10 5 7 5 12 0 0 0 1 1 1 1 1 0.133 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c3_9680-Pp3c3_9730Pp3c3_9680-Pp3c3_9730intergenic_regionPp3c3_9680-Pp3c3_9730NA NA n.6922040_6922041insATNA NA NA NA NA
Chr03 7462716 T C Chr03_7462716_T_CT_C SNP 17262.63 19 12 16 18 17 15 28 23 21 19 18 8 6 11 19 12 16 18 17 15 28 23 21 19 18 8 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_10480-Pp3c3_10539Pp3c3_10480-Pp3c3_10539intergenic_regionPp3c3_10480-Pp3c3_10539NA NA n.7462716T>CNA NA NA NA NA
Chr03 7462717 G A Chr03_7462717_G_AG_A SNP 17442.63 19 12 16 19 18 16 29 23 21 19 18 9 6 11 19 12 16 19 18 16 29 23 21 19 18 9 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_10480-Pp3c3_10539Pp3c3_10480-Pp3c3_10539intergenic_regionPp3c3_10480-Pp3c3_10539NA NA n.7462717G>ANA NA NA NA NA
Chr03 7462722 T A Chr03_7462722_T_AT_A SNP 17692.63 19 12 15 19 21 14 25 22 21 18 18 10 6 11 19 12 15 19 21 14 25 22 21 18 18 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_10480-Pp3c3_10539Pp3c3_10480-Pp3c3_10539intergenic_regionPp3c3_10480-Pp3c3_10539NA NA n.7462722T>ANA NA NA NA NA
Chr03 7462733 G A Chr03_7462733_G_AG_A SNP 17030.63 16 12 14 21 21 15 25 24 19 19 19 11 6 11 16 12 14 21 21 15 25 24 19 19 19 11 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_10480-Pp3c3_10539Pp3c3_10480-Pp3c3_10539intergenic_regionPp3c3_10480-Pp3c3_10539NA NA n.7462733G>ANA NA NA NA NA
Chr03 7713664 C A Chr03_7713664_C_AC_A SNP 15127.63 21 13 10 13 15 16 12 23 23 21 16 15 9 6 21 13 10 13 15 16 12 23 23 21 16 15 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_10840-Pp3c3_10859Pp3c3_10840-Pp3c3_10859intergenic_regionPp3c3_10840-Pp3c3_10859NA NA n.7713664C>ANA NA NA NA NA
Chr03 7713679 C A Chr03_7713679_C_AC_A SNP 13676.63 22 12 7 12 12 14 11 18 21 19 15 13 6 5 22 12 7 12 12 14 11 18 21 19 15 13 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_10840-Pp3c3_10859Pp3c3_10840-Pp3c3_10859intergenic_regionPp3c3_10840-Pp3c3_10859NA NA n.7713679C>ANA NA NA NA NA
Chr03 7828318 G GTA Chr03_7828318_G_GTAG_GTA INDEL 3209.24 1 0 1 15 20 16 27 9 0 0 0 0 0 0 26 9 6 16 20 16 27 10 20 12 11 7 8 4 0 0 0 0.938 1 1 1 0.9 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_11040Pp3c3_11040transcript PAC:32942753protein_codingNA c.-2623_-2622insTANA NA NA NA 1005
Chr03 7828318 G GTA Chr03_7828318_G_GTAG_GTA INDEL 3209.24 1 0 1 15 20 16 27 9 0 0 0 0 0 0 26 9 6 16 20 16 27 10 20 12 11 7 8 4 0 0 0 0.938 1 1 1 0.9 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_11040Pp3c3_11040transcript PAC:32942754protein_codingNA c.-2623_-2622insTANA NA NA NA 961
Chr03 7828318 G GTA Chr03_7828318_G_GTAG_GTA INDEL 3209.24 1 0 1 15 20 16 27 9 0 0 0 0 0 0 26 9 6 16 20 16 27 10 20 12 11 7 8 4 0 0 0 0.938 1 1 1 0.9 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_11040Pp3c3_11040transcript PAC:32942756protein_codingNA c.-2623_-2622insTANA NA NA NA 1003
Chr03 7828318 G GTA Chr03_7828318_G_GTAG_GTA INDEL 3209.24 1 0 1 15 20 16 27 9 0 0 0 0 0 0 26 9 6 16 20 16 27 10 20 12 11 7 8 4 0 0 0 0.938 1 1 1 0.9 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_11040Pp3c3_11040transcript PAC:32942755protein_codingNA c.-2623_-2622insTANA NA NA NA 1020
Chr03 7828318 G GTA Chr03_7828318_G_GTAG_GTA INDEL 3209.24 1 0 1 15 20 16 27 9 0 0 0 0 0 0 26 9 6 16 20 16 27 10 20 12 11 7 8 4 0 0 0 0.938 1 1 1 0.9 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_11010Pp3c3_11010transcript PAC:32943666protein_codingNA c.*4547_*4548insTANA NA NA NA 3984
Chr03 7828318 G GTA Chr03_7828318_G_GTAG_GTA INDEL 3209.24 1 0 1 15 20 16 27 9 0 0 0 0 0 0 26 9 6 16 20 16 27 10 20 12 11 7 8 4 0 0 0 0.938 1 1 1 0.9 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_11010Pp3c3_11010transcript PAC:32943667protein_codingNA c.*4547_*4548insTANA NA NA NA 2552
Chr03 7828318 G GTA Chr03_7828318_G_GTAG_GTA INDEL 3209.24 1 0 1 15 20 16 27 9 0 0 0 0 0 0 26 9 6 16 20 16 27 10 20 12 11 7 8 4 0 0 0 0.938 1 1 1 0.9 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_11010Pp3c3_11010transcript PAC:32943668protein_codingNA c.*4547_*4548insTANA NA NA NA 2552
Chr03 7828318 G GTA Chr03_7828318_G_GTAG_GTA INDEL 3209.24 1 0 1 15 20 16 27 9 0 0 0 0 0 0 26 9 6 16 20 16 27 10 20 12 11 7 8 4 0 0 0 0.938 1 1 1 0.9 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_11010-Pp3c3_11040Pp3c3_11010-Pp3c3_11040intergenic_regionPp3c3_11010-Pp3c3_11040NA NA n.7828318_7828319insTANA NA NA NA NA
Chr03 7993841 A AG Chr03_7993841_A_AGA_AG INDEL 20021.59 29 13 15 33 24 25 23 17 19 16 14 11 22 8 29 13 15 33 24 25 23 17 19 16 14 11 22 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_11260Pp3c3_11260transcript PAC:32942858protein_codingNA c.-6924_-6923insCNA NA NA NA 4499
Chr03 7993841 A AG Chr03_7993841_A_AGA_AG INDEL 20021.59 29 13 15 33 24 25 23 17 19 16 14 11 22 8 29 13 15 33 24 25 23 17 19 16 14 11 22 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_11260-Pp3c3_11280Pp3c3_11260-Pp3c3_11280intergenic_regionPp3c3_11260-Pp3c3_11280NA NA n.7993841_7993842insGNA NA NA NA NA
Chr03 7993842 A C Chr03_7993842_A_CA_C SNP 20030.63 29 13 15 33 24 25 24 17 19 16 14 12 21 9 29 13 15 33 24 25 24 17 19 16 14 12 21 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_11260Pp3c3_11260transcript PAC:32942858protein_codingNA c.-6924T>G NA NA NA NA 4499
Chr03 7993842 A C Chr03_7993842_A_CA_C SNP 20030.63 29 13 15 33 24 25 24 17 19 16 14 12 21 9 29 13 15 33 24 25 24 17 19 16 14 12 21 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_11260-Pp3c3_11280Pp3c3_11260-Pp3c3_11280intergenic_regionPp3c3_11260-Pp3c3_11280NA NA n.7993842A>CNA NA NA NA NA
Chr03 7993882 A G Chr03_7993882_A_GA_G SNP 18394.63 30 12 16 28 28 26 28 17 19 15 15 9 16 9 31 12 16 28 28 27 28 18 19 15 15 10 16 9 0.968 1 1 1 1 0.963 1 0.944 1 1 1 0.9 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_11260Pp3c3_11260transcript PAC:32942858protein_codingNA c.-6964T>C NA NA NA NA 4539
Chr03 7993882 A G Chr03_7993882_A_GA_G SNP 18394.63 30 12 16 28 28 26 28 17 19 15 15 9 16 9 31 12 16 28 28 27 28 18 19 15 15 10 16 9 0.968 1 1 1 1 0.963 1 0.944 1 1 1 0.9 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_11260-Pp3c3_11280Pp3c3_11260-Pp3c3_11280intergenic_regionPp3c3_11260-Pp3c3_11280NA NA n.7993882A>GNA NA NA NA NA
Chr03 7993902 A G Chr03_7993902_A_GA_G SNP 18352.63 26 14 16 25 30 24 27 13 19 15 16 11 16 13 27 14 16 25 30 25 27 14 19 15 16 12 16 13 0.963 1 1 1 1 0.96 1 0.929 1 1 1 0.917 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_11260Pp3c3_11260transcript PAC:32942858protein_codingNA c.-6984T>C NA NA NA NA 4559
Chr03 7993902 A G Chr03_7993902_A_GA_G SNP 18352.63 26 14 16 25 30 24 27 13 19 15 16 11 16 13 27 14 16 25 30 25 27 14 19 15 16 12 16 13 0.963 1 1 1 1 0.96 1 0.929 1 1 1 0.917 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_11260-Pp3c3_11280Pp3c3_11260-Pp3c3_11280intergenic_regionPp3c3_11260-Pp3c3_11280NA NA n.7993902A>GNA NA NA NA NA
Chr03 8445126 A T Chr03_8445126_A_TA_T SNP 17939.63 19 10 8 25 14 23 22 34 30 23 10 18 18 9 19 10 8 25 14 23 22 34 30 23 10 18 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_12090-Pp3c3_12140Pp3c3_12090-Pp3c3_12140intergenic_regionPp3c3_12090-Pp3c3_12140NA NA n.8445126A>TNA NA NA NA NA
Chr03 8455473 C T Chr03_8455473_C_TC_T SNP 9848.63 13 9 8 9 11 16 9 9 13 11 7 10 7 9 13 9 8 9 11 16 9 9 13 11 7 10 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_12090-Pp3c3_12140Pp3c3_12090-Pp3c3_12140intergenic_regionPp3c3_12090-Pp3c3_12140NA NA n.8455473C>TNA NA NA NA NA
Chr03 8692021 G T Chr03_8692021_G_TG_T SNP 13459.29 16 13 11 0 0 2 0 0 32 30 17 19 8 16 16 13 11 22 20 24 31 23 32 30 17 19 8 16 1 1 1 0 0 0.083 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c3_12580Pp3c3_12580transcript PAC:32941600protein_codingNA c.*5224G>T NA NA NA NA 4875
Chr03 8692021 G T Chr03_8692021_G_TG_T SNP 13459.29 16 13 11 0 0 2 0 0 32 30 17 19 8 16 16 13 11 22 20 24 31 23 32 30 17 19 8 16 1 1 1 0 0 0.083 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c3_12580-Pp3c3_12620Pp3c3_12580-Pp3c3_12620intergenic_regionPp3c3_12580-Pp3c3_12620NA NA n.8692021G>TNA NA NA NA NA
Chr03 8940131 A T Chr03_8940131_A_TA_T SNP 3945.24 0 0 0 6 13 19 29 13 0 0 0 0 0 0 29 17 18 6 13 19 29 13 25 12 13 11 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_12890Pp3c3_12890transcript PAC:32940836protein_codingNA c.-8485T>A NA NA NA NA 4527
Chr03 8940131 A T Chr03_8940131_A_TA_T SNP 3945.24 0 0 0 6 13 19 29 13 0 0 0 0 0 0 29 17 18 6 13 19 29 13 25 12 13 11 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_12910Pp3c3_12910transcript PAC:32944369protein_codingNA c.-1701A>T NA NA NA NA 1701
Chr03 8940131 A T Chr03_8940131_A_TA_T SNP 3945.24 0 0 0 6 13 19 29 13 0 0 0 0 0 0 29 17 18 6 13 19 29 13 25 12 13 11 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_12890Pp3c3_12890transcript PAC:32940841protein_codingNA c.-8485T>A NA NA NA NA 4556
Chr03 8940131 A T Chr03_8940131_A_TA_T SNP 3945.24 0 0 0 6 13 19 29 13 0 0 0 0 0 0 29 17 18 6 13 19 29 13 25 12 13 11 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_12890Pp3c3_12890transcript PAC:32940837protein_codingNA c.-8485T>A NA NA NA NA 4527
Chr03 8940131 A T Chr03_8940131_A_TA_T SNP 3945.24 0 0 0 6 13 19 29 13 0 0 0 0 0 0 29 17 18 6 13 19 29 13 25 12 13 11 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_12890Pp3c3_12890transcript PAC:32940838protein_codingNA c.-8485T>A NA NA NA NA 4527
Chr03 8940131 A T Chr03_8940131_A_TA_T SNP 3945.24 0 0 0 6 13 19 29 13 0 0 0 0 0 0 29 17 18 6 13 19 29 13 25 12 13 11 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_12890Pp3c3_12890transcript PAC:32940839protein_codingNA c.-8485T>A NA NA NA NA 4527
Chr03 8940131 A T Chr03_8940131_A_TA_T SNP 3945.24 0 0 0 6 13 19 29 13 0 0 0 0 0 0 29 17 18 6 13 19 29 13 25 12 13 11 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_12890-Pp3c3_12910Pp3c3_12890-Pp3c3_12910intergenic_regionPp3c3_12890-Pp3c3_12910NA NA n.8940131A>TNA NA NA NA NA
Chr03 9158773 G GTA Chr03_9158773_G_GTAG_GTA INDEL 265.37 0 2 9 0 1 0 1 0 0 0 0 0 0 1 15 20 9 11 14 23 20 14 12 12 7 15 9 6 0 0.1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 downstream_gene_variantMODIFIER Pp3c3_13040Pp3c3_13040transcript PAC:32940215protein_codingNA c.*4095_*4096insTANA NA NA NA 3901
Chr03 9158773 G GTA Chr03_9158773_G_GTAG_GTA INDEL 265.37 0 2 9 0 1 0 1 0 0 0 0 0 0 1 15 20 9 11 14 23 20 14 12 12 7 15 9 6 0 0.1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 downstream_gene_variantMODIFIER Pp3c3_13040Pp3c3_13040transcript PAC:32940216protein_codingNA c.*4095_*4096insTANA NA NA NA 3828
Chr03 9158773 G GTA Chr03_9158773_G_GTAG_GTA INDEL 265.37 0 2 9 0 1 0 1 0 0 0 0 0 0 1 15 20 9 11 14 23 20 14 12 12 7 15 9 6 0 0.1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 intergenic_regionMODIFIER Pp3c3_13040-Pp3c3_13060Pp3c3_13040-Pp3c3_13060intergenic_regionPp3c3_13040-Pp3c3_13060NA NA n.9158773_9158774insTANA NA NA NA NA
Chr03 9214076 A AAT Chr03_9214076_A_AATA_AAT INDEL 3385.24 14 8 10 0 0 0 0 0 9 7 9 4 4 4 15 8 10 8 11 9 23 5 9 7 10 4 4 5 0.933 1 1 0 0 0 0 0 1 1 0.9 1 1 0.8 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_13100Pp3c3_13100transcript PAC:32941589protein_codingNA c.*2347_*2348insATNA NA NA NA 2347
Chr03 9214076 A AAT Chr03_9214076_A_AATA_AAT INDEL 3385.24 14 8 10 0 0 0 0 0 9 7 9 4 4 4 15 8 10 8 11 9 23 5 9 7 10 4 4 5 0.933 1 1 0 0 0 0 0 1 1 0.9 1 1 0.8 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_13100Pp3c3_13100transcript PAC:32941590protein_codingNA c.*2347_*2348insATNA NA NA NA 1577
Chr03 9214076 A AAT Chr03_9214076_A_AATA_AAT INDEL 3385.24 14 8 10 0 0 0 0 0 9 7 9 4 4 4 15 8 10 8 11 9 23 5 9 7 10 4 4 5 0.933 1 1 0 0 0 0 0 1 1 0.9 1 1 0.8 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c3_13080-Pp3c3_13100Pp3c3_13080-Pp3c3_13100intergenic_regionPp3c3_13080-Pp3c3_13100NA NA n.9214076_9214077insATNA NA NA NA NA
Chr03 9321713 AG A Chr03_9321713_AG_AAG_A INDEL 14383.59 30 10 16 26 16 22 32 25 20 22 18 13 8 7 30 10 16 26 16 22 32 25 20 22 18 13 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13140-Pp3c3_13190Pp3c3_13140-Pp3c3_13190intergenic_regionPp3c3_13140-Pp3c3_13190NA NA n.9321714delGNA NA NA NA NA
Chr03 9377584 G A Chr03_9377584_G_AG_A SNP 5720.29 0 0 0 20 8 21 42 21 0 0 0 0 0 0 27 10 25 20 8 23 42 21 20 17 11 20 12 7 0 0 0 1 1 0.913 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_13220-Pp3c3_13250Pp3c3_13220-Pp3c3_13250intergenic_regionPp3c3_13220-Pp3c3_13250NA NA n.9377584G>ANA NA NA NA NA
Chr03 9435589 G C Chr03_9435589_G_CG_C SNP 15361.63 14 12 10 17 18 25 32 17 14 15 23 16 8 10 14 12 10 17 18 25 32 17 14 15 23 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c3_13250Pp3c3_13250transcript PAC:32940709protein_coding 02-juin c.114C>G p.Gly38Gly 643/2197 114/555 38/184 NA
Chr03 9435589 G C Chr03_9435589_G_CG_C SNP 15361.63 14 12 10 17 18 25 32 17 14 15 23 16 8 10 14 12 10 17 18 25 32 17 14 15 23 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c3_13250Pp3c3_13250transcript PAC:32940710protein_coding 02-juin c.114C>G p.Gly38Gly 186/1342 114/555 38/184 NA
Chr03 9435589 G C Chr03_9435589_G_CG_C SNP 15361.63 14 12 10 17 18 25 32 17 14 15 23 16 8 10 14 12 10 17 18 25 32 17 14 15 23 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943175protein_codingNA c.*4907C>G NA NA NA NA 3401
Chr03 9435589 G C Chr03_9435589_G_CG_C SNP 15361.63 14 12 10 17 18 25 32 17 14 15 23 16 8 10 14 12 10 17 18 25 32 17 14 15 23 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943177protein_codingNA c.*2730C>G NA NA NA NA 2681
Chr03 9435589 G C Chr03_9435589_G_CG_C SNP 15361.63 14 12 10 17 18 25 32 17 14 15 23 16 8 10 14 12 10 17 18 25 32 17 14 15 23 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943178protein_codingNA c.*2730C>G NA NA NA NA 2681
Chr03 9435589 G C Chr03_9435589_G_CG_C SNP 15361.63 14 12 10 17 18 25 32 17 14 15 23 16 8 10 14 12 10 17 18 25 32 17 14 15 23 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943176protein_codingNA c.*4907C>G NA NA NA NA 4357
Chr03 9435699 A C Chr03_9435699_A_CA_C SNP 15404.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943175protein_codingNA c.*4797T>G NA NA NA NA 3291
Chr03 9435699 A C Chr03_9435699_A_CA_C SNP 15404.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943177protein_codingNA c.*2620T>G NA NA NA NA 2571
Chr03 9435699 A C Chr03_9435699_A_CA_C SNP 15404.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943178protein_codingNA c.*2620T>G NA NA NA NA 2571
Chr03 9435699 A C Chr03_9435699_A_CA_C SNP 15404.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943176protein_codingNA c.*4797T>G NA NA NA NA 4247
Chr03 9435699 A C Chr03_9435699_A_CA_C SNP 15404.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_13250Pp3c3_13250transcript PAC:32940709protein_coding 01-mai c.45-41T>G NA NA NA NA NA
Chr03 9435699 A C Chr03_9435699_A_CA_C SNP 15404.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_13250Pp3c3_13250transcript PAC:32940710protein_coding 01-mai c.45-41T>G NA NA NA NA NA
Chr03 9435700 C T Chr03_9435700_C_TC_T SNP 15494.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943175protein_codingNA c.*4796G>A NA NA NA NA 3290
Chr03 9435700 C T Chr03_9435700_C_TC_T SNP 15494.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943177protein_codingNA c.*2619G>A NA NA NA NA 2570
Chr03 9435700 C T Chr03_9435700_C_TC_T SNP 15494.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943178protein_codingNA c.*2619G>A NA NA NA NA 2570
Chr03 9435700 C T Chr03_9435700_C_TC_T SNP 15494.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943176protein_codingNA c.*4796G>A NA NA NA NA 4246
Chr03 9435700 C T Chr03_9435700_C_TC_T SNP 15494.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_13250Pp3c3_13250transcript PAC:32940709protein_coding 01-mai c.45-42G>A NA NA NA NA NA
Chr03 9435700 C T Chr03_9435700_C_TC_T SNP 15494.63 19 21 8 14 22 20 30 19 12 17 14 9 6 9 19 21 8 14 22 20 30 19 12 17 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_13250Pp3c3_13250transcript PAC:32940710protein_coding 01-mai c.45-42G>A NA NA NA NA NA
Chr03 9435704 CG C Chr03_9435704_CG_CCG_C INDEL 15957.59 19 21 8 15 22 20 31 20 13 17 14 9 5 8 19 21 8 15 22 20 31 20 13 17 14 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943175protein_codingNA c.*4791delC NA NA NA NA 3285
Chr03 9435704 CG C Chr03_9435704_CG_CCG_C INDEL 15957.59 19 21 8 15 22 20 31 20 13 17 14 9 5 8 19 21 8 15 22 20 31 20 13 17 14 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943177protein_codingNA c.*2614delC NA NA NA NA 2565
Chr03 9435704 CG C Chr03_9435704_CG_CCG_C INDEL 15957.59 19 21 8 15 22 20 31 20 13 17 14 9 5 8 19 21 8 15 22 20 31 20 13 17 14 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943178protein_codingNA c.*2614delC NA NA NA NA 2565
Chr03 9435704 CG C Chr03_9435704_CG_CCG_C INDEL 15957.59 19 21 8 15 22 20 31 20 13 17 14 9 5 8 19 21 8 15 22 20 31 20 13 17 14 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943176protein_codingNA c.*4791delC NA NA NA NA 4241
Chr03 9435704 CG C Chr03_9435704_CG_CCG_C INDEL 15957.59 19 21 8 15 22 20 31 20 13 17 14 9 5 8 19 21 8 15 22 20 31 20 13 17 14 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_13250Pp3c3_13250transcript PAC:32940709protein_coding 01-mai c.45-47delC NA NA NA NA NA
Chr03 9435704 CG C Chr03_9435704_CG_CCG_C INDEL 15957.59 19 21 8 15 22 20 31 20 13 17 14 9 5 8 19 21 8 15 22 20 31 20 13 17 14 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_13250Pp3c3_13250transcript PAC:32940710protein_coding 01-mai c.45-47delC NA NA NA NA NA
Chr03 9435713 CA C Chr03_9435713_CA_CCA_C INDEL 15488.59 19 21 8 19 21 22 30 22 12 16 14 10 7 8 19 21 8 19 21 22 30 22 12 16 14 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943175protein_codingNA c.*4782delT NA NA NA NA 3276
Chr03 9435713 CA C Chr03_9435713_CA_CCA_C INDEL 15488.59 19 21 8 19 21 22 30 22 12 16 14 10 7 8 19 21 8 19 21 22 30 22 12 16 14 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943177protein_codingNA c.*2605delT NA NA NA NA 2556
Chr03 9435713 CA C Chr03_9435713_CA_CCA_C INDEL 15488.59 19 21 8 19 21 22 30 22 12 16 14 10 7 8 19 21 8 19 21 22 30 22 12 16 14 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943178protein_codingNA c.*2605delT NA NA NA NA 2556
Chr03 9435713 CA C Chr03_9435713_CA_CCA_C INDEL 15488.59 19 21 8 19 21 22 30 22 12 16 14 10 7 8 19 21 8 19 21 22 30 22 12 16 14 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_13280Pp3c3_13280transcript PAC:32943176protein_codingNA c.*4782delT NA NA NA NA 4232
Chr03 9435713 CA C Chr03_9435713_CA_CCA_C INDEL 15488.59 19 21 8 19 21 22 30 22 12 16 14 10 7 8 19 21 8 19 21 22 30 22 12 16 14 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_13250Pp3c3_13250transcript PAC:32940709protein_coding 01-mai c.45-56delT NA NA NA NA NA
Chr03 9435713 CA C Chr03_9435713_CA_CCA_C INDEL 15488.59 19 21 8 19 21 22 30 22 12 16 14 10 7 8 19 21 8 19 21 22 30 22 12 16 14 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_13250Pp3c3_13250transcript PAC:32940710protein_coding 01-mai c.45-56delT NA NA NA NA NA
Chr03 9475871 G A Chr03_9475871_G_AG_A SNP 15534.63 30 11 11 20 18 19 22 21 17 19 10 8 8 6 30 11 11 20 18 19 22 21 17 19 10 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13290-Pp3c3_13380Pp3c3_13290-Pp3c3_13380intergenic_regionPp3c3_13290-Pp3c3_13380NA NA n.9475871G>ANA NA NA NA NA
Chr03 9475874 A ACTTG Chr03_9475874_A_ACTTGA_ACTTG INDEL 16885.59 31 11 11 18 20 20 24 21 16 21 11 7 8 6 31 11 11 18 20 20 24 21 16 21 11 7 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13290-Pp3c3_13380Pp3c3_13290-Pp3c3_13380intergenic_regionPp3c3_13290-Pp3c3_13380NA NA n.9475874_9475875insCTTGNA NA NA NA NA
Chr03 9475875 A T Chr03_9475875_A_TA_T SNP 16929.63 29 11 11 19 19 19 26 18 16 21 14 7 10 6 29 11 11 19 19 19 26 18 16 21 14 7 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13290-Pp3c3_13380Pp3c3_13290-Pp3c3_13380intergenic_regionPp3c3_13290-Pp3c3_13380NA NA n.9475875A>TNA NA NA NA NA
Chr03 9475877 A T Chr03_9475877_A_TA_T SNP 16580.63 31 11 11 19 18 17 25 16 18 19 15 7 10 6 31 11 11 19 18 17 25 16 18 19 15 7 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13290-Pp3c3_13380Pp3c3_13290-Pp3c3_13380intergenic_regionPp3c3_13290-Pp3c3_13380NA NA n.9475877A>TNA NA NA NA NA
Chr03 9475882 G T Chr03_9475882_G_TG_T SNP 16400.63 30 12 11 19 17 19 22 15 17 19 14 8 9 6 30 12 11 19 17 19 22 15 17 19 14 8 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13290-Pp3c3_13380Pp3c3_13290-Pp3c3_13380intergenic_regionPp3c3_13290-Pp3c3_13380NA NA n.9475882G>TNA NA NA NA NA
Chr03 9475883 T TTA Chr03_9475883_T_TTAT_TTA INDEL 16481.59 30 12 11 19 16 20 22 15 17 19 14 8 9 6 30 12 11 19 16 20 22 15 17 19 14 8 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13290-Pp3c3_13380Pp3c3_13290-Pp3c3_13380intergenic_regionPp3c3_13290-Pp3c3_13380NA NA n.9475883_9475884insTANA NA NA NA NA
Chr03 9475885 TG T Chr03_9475885_TG_TTG_T INDEL 16436.59 30 12 11 19 17 20 22 15 18 20 14 8 10 5 30 12 11 19 17 20 22 15 18 20 14 8 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13290-Pp3c3_13380Pp3c3_13290-Pp3c3_13380intergenic_regionPp3c3_13290-Pp3c3_13380NA NA n.9475886delGNA NA NA NA NA
Chr03 9475890 GCTGGAA G Chr03_9475890_GCTGGAA_GGCTGGAA_GINDEL 16409.59 29 11 11 20 17 20 22 15 17 21 15 9 10 5 29 11 11 20 17 20 22 15 17 21 15 9 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13290-Pp3c3_13380Pp3c3_13290-Pp3c3_13380intergenic_regionPp3c3_13290-Pp3c3_13380NA NA n.9475891_9475896delCTGGAANA NA NA NA NA
Chr03 9475897 A ATTT Chr03_9475897_A_ATTTA_ATTT INDEL 16319.59 29 12 12 20 17 20 22 15 17 21 15 9 10 5 29 12 12 20 17 20 22 15 17 21 15 9 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13290-Pp3c3_13380Pp3c3_13290-Pp3c3_13380intergenic_regionPp3c3_13290-Pp3c3_13380NA NA n.9475897_9475898insTTTNA NA NA NA NA
Chr03 9587184 TC T Chr03_9587184_TC_TTC_T INDEL 19957.59 29 19 9 27 25 25 34 18 18 30 11 22 11 10 29 19 9 27 25 25 34 18 18 30 11 22 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13380-Pp3c3_13470Pp3c3_13380-Pp3c3_13470intergenic_regionPp3c3_13380-Pp3c3_13470NA NA n.9587185delCNA NA NA NA NA
Chr03 9587189 C CA Chr03_9587189_C_CAC_CA INDEL 20323.59 28 18 9 26 26 26 35 18 18 31 11 21 11 10 28 18 9 26 26 26 35 18 18 31 11 21 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13380-Pp3c3_13470Pp3c3_13380-Pp3c3_13470intergenic_regionPp3c3_13380-Pp3c3_13470NA NA n.9587189_9587190insANA NA NA NA NA
Chr03 9587207 C CA Chr03_9587207_C_CAC_CA INDEL 16743.59 29 17 12 24 25 24 35 18 19 27 12 24 13 11 29 17 12 24 25 24 35 18 19 27 12 24 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13380-Pp3c3_13470Pp3c3_13380-Pp3c3_13470intergenic_regionPp3c3_13380-Pp3c3_13470NA NA n.9587207_9587208insANA NA NA NA NA
Chr03 9587229 C CA Chr03_9587229_C_CAC_CA INDEL 16032.59 28 15 11 25 23 24 35 19 22 25 14 23 13 11 28 15 11 25 23 24 35 19 22 25 14 23 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_13380-Pp3c3_13470Pp3c3_13380-Pp3c3_13470intergenic_regionPp3c3_13380-Pp3c3_13470NA NA n.9587229_9587230insANA NA NA NA NA
Chr03 9743061 C CTA Chr03_9743061_C_CTAC_CTA INDEL 2193.24 2 0 1 11 12 13 22 8 0 2 0 0 0 0 16 7 7 12 12 13 23 8 7 10 7 11 4 8 0.125 0 0 0.917 1 1 0.957 1 0 0.2 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c3_13600Pp3c3_13600transcript PAC:32941013protein_codingNA c.-1574_-1573insTANA NA NA NA 1275
Chr03 9743061 C CTA Chr03_9743061_C_CTAC_CTA INDEL 2193.24 2 0 1 11 12 13 22 8 0 2 0 0 0 0 16 7 7 12 12 13 23 8 7 10 7 11 4 8 0.125 0 0 0.917 1 1 0.957 1 0 0.2 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c3_13600Pp3c3_13600transcript PAC:32941014protein_codingNA c.-1574_-1573insTANA NA NA NA 1144
Chr03 9743061 C CTA Chr03_9743061_C_CTAC_CTA INDEL 2193.24 2 0 1 11 12 13 22 8 0 2 0 0 0 0 16 7 7 12 12 13 23 8 7 10 7 11 4 8 0.125 0 0 0.917 1 1 0.957 1 0 0.2 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c3_13590Pp3c3_13590transcript PAC:32940986protein_codingNA c.*4657_*4658insTANA NA NA NA 4345
Chr03 9743061 C CTA Chr03_9743061_C_CTAC_CTA INDEL 2193.24 2 0 1 11 12 13 22 8 0 2 0 0 0 0 16 7 7 12 12 13 23 8 7 10 7 11 4 8 0.125 0 0 0.917 1 1 0.957 1 0 0.2 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c3_13590Pp3c3_13590transcript PAC:32940987protein_codingNA c.*4657_*4658insTANA NA NA NA 4263
Chr03 9743061 C CTA Chr03_9743061_C_CTAC_CTA INDEL 2193.24 2 0 1 11 12 13 22 8 0 2 0 0 0 0 16 7 7 12 12 13 23 8 7 10 7 11 4 8 0.125 0 0 0.917 1 1 0.957 1 0 0.2 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c3_13590Pp3c3_13590transcript PAC:32940988protein_codingNA c.*5095_*5096insTANA NA NA NA 4263
Chr03 9743061 C CTA Chr03_9743061_C_CTAC_CTA INDEL 2193.24 2 0 1 11 12 13 22 8 0 2 0 0 0 0 16 7 7 12 12 13 23 8 7 10 7 11 4 8 0.125 0 0 0.917 1 1 0.957 1 0 0.2 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c3_13600-Pp3c3_13630Pp3c3_13600-Pp3c3_13630intergenic_regionPp3c3_13600-Pp3c3_13630NA NA n.9743061_9743062insTANA NA NA NA NA
Chr03 10003128 G T Chr03_10003128_G_TG_T SNP 21661.63 30 12 20 31 23 35 32 24 26 35 16 22 8 16 30 12 20 31 23 35 32 24 26 35 16 22 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_14010Pp3c3_14010transcript PAC:32942552protein_codingNA c.-2608C>A NA NA NA NA 2608
Chr03 10003128 G T Chr03_10003128_G_TG_T SNP 21661.63 30 12 20 31 23 35 32 24 26 35 16 22 8 16 30 12 20 31 23 35 32 24 26 35 16 22 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_14010-Pp3c3_14030Pp3c3_14010-Pp3c3_14030intergenic_regionPp3c3_14010-Pp3c3_14030NA NA n.10003128G>TNA NA NA NA NA
Chr03 10282852 A AT Chr03_10282852_A_ATA_AT INDEL 13427.59 16 8 11 20 22 30 26 18 27 15 19 10 6 6 16 8 11 20 22 30 26 18 27 15 19 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_14480Pp3c3_14480transcript PAC:32944815protein_codingNA c.-3263_-3262insTNA NA NA NA 3089
Chr03 10282852 A AT Chr03_10282852_A_ATA_AT INDEL 13427.59 16 8 11 20 22 30 26 18 27 15 19 10 6 6 16 8 11 20 22 30 26 18 27 15 19 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_14480Pp3c3_14480transcript PAC:32944816protein_codingNA c.-3263_-3262insTNA NA NA NA 3158
Chr03 10282852 A AT Chr03_10282852_A_ATA_AT INDEL 13427.59 16 8 11 20 22 30 26 18 27 15 19 10 6 6 16 8 11 20 22 30 26 18 27 15 19 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_14470Pp3c3_14470transcript PAC:32944626protein_coding 02-sept c.222+40_222+41insANA NA NA NA NA
Chr03 10282852 A AT Chr03_10282852_A_ATA_AT INDEL 13427.59 16 8 11 20 22 30 26 18 27 15 19 10 6 6 16 8 11 20 22 30 26 18 27 15 19 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_14470Pp3c3_14470transcript PAC:32944629protein_coding 02-août c.-499+40_-499+41insANA NA NA NA NA
Chr03 10282852 A AT Chr03_10282852_A_ATA_AT INDEL 13427.59 16 8 11 20 22 30 26 18 27 15 19 10 6 6 16 8 11 20 22 30 26 18 27 15 19 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_14470Pp3c3_14470transcript PAC:32944628protein_coding 02-août c.222+40_222+41insANA NA NA NA NA
Chr03 10282852 A AT Chr03_10282852_A_ATA_AT INDEL 13427.59 16 8 11 20 22 30 26 18 27 15 19 10 6 6 16 8 11 20 22 30 26 18 27 15 19 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_14470Pp3c3_14470transcript PAC:32944627protein_coding 02-sept c.222+40_222+41insANA NA NA NA NA
Chr03 10357498 C T Chr03_10357498_C_TC_T SNP 11166.63 14 7 6 17 13 18 15 16 19 8 8 15 6 6 14 7 6 17 13 18 15 16 19 8 8 15 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_14510-Pp3c3_14579Pp3c3_14510-Pp3c3_14579intergenic_regionPp3c3_14510-Pp3c3_14579NA NA n.10357498C>TNA NA NA NA NA
Chr03 10357605 C T Chr03_10357605_C_TC_T SNP 17451.63 18 17 16 21 25 25 21 21 27 14 11 18 10 12 18 17 16 21 25 25 21 21 27 14 11 18 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_14510-Pp3c3_14579Pp3c3_14510-Pp3c3_14579intergenic_regionPp3c3_14510-Pp3c3_14579NA NA n.10357605C>TNA NA NA NA NA
Chr03 10487287 A T Chr03_10487287_A_TA_T SNP 16786.63 35 19 20 26 23 25 28 29 16 17 11 10 10 7 35 19 20 26 23 25 28 29 16 17 11 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_14710-Pp3c3_14760Pp3c3_14710-Pp3c3_14760intergenic_regionPp3c3_14710-Pp3c3_14760NA NA n.10487287A>TNA NA NA NA NA
Chr03 10739139 G T Chr03_10739139_G_TG_T SNP 17048.63 23 7 11 11 17 26 28 15 16 26 25 23 16 9 23 7 11 11 17 26 28 15 16 26 25 23 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_15150-Pp3c3_15190Pp3c3_15150-Pp3c3_15190intergenic_regionPp3c3_15150-Pp3c3_15190NA NA n.10739139G>TNA NA NA NA NA
Chr03 10871116 T TTA Chr03_10871116_T_TTAT_TTA INDEL 97.37 0 0 0 1 0 0 0 1 0 1 6 0 0 0 11 10 14 18 13 12 17 13 11 11 7 7 10 6 0 0 0 0 0 0 0 0 0 0 0.857 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c3_15470Pp3c3_15470transcript PAC:32944562protein_codingNA c.-1968_-1967insTANA NA NA NA 1541
Chr03 10871116 T TTA Chr03_10871116_T_TTAT_TTA INDEL 97.37 0 0 0 1 0 0 0 1 0 1 6 0 0 0 11 10 14 18 13 12 17 13 11 11 7 7 10 6 0 0 0 0 0 0 0 0 0 0 0.857 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c3_15470Pp3c3_15470transcript PAC:32944563protein_codingNA c.-1968_-1967insTANA NA NA NA 1546
Chr03 10871116 T TTA Chr03_10871116_T_TTAT_TTA INDEL 97.37 0 0 0 1 0 0 0 1 0 1 6 0 0 0 11 10 14 18 13 12 17 13 11 11 7 7 10 6 0 0 0 0 0 0 0 0 0 0 0.857 0 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c3_15461-Pp3c3_15470Pp3c3_15461-Pp3c3_15470intergenic_regionPp3c3_15461-Pp3c3_15470NA NA n.10871116_10871117insTANA NA NA NA NA
Chr03 11201264 A AT Chr03_11201264_A_ATA_AT INDEL 13056.59 24 11 16 24 21 22 30 17 21 14 10 11 11 6 24 11 16 24 21 22 30 17 21 14 10 11 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16020Pp3c3_16020transcript PAC:32944662protein_codingNA c.*5194_*5195insANA NA NA NA 4825
Chr03 11201264 A AT Chr03_11201264_A_ATA_AT INDEL 13056.59 24 11 16 24 21 22 30 17 21 14 10 11 11 6 24 11 16 24 21 22 30 17 21 14 10 11 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16020Pp3c3_16020transcript PAC:32944667protein_codingNA c.*5194_*5195insANA NA NA NA 4825
Chr03 11201264 A AT Chr03_11201264_A_ATA_AT INDEL 13056.59 24 11 16 24 21 22 30 17 21 14 10 11 11 6 24 11 16 24 21 22 30 17 21 14 10 11 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16020Pp3c3_16020transcript PAC:32944664protein_codingNA c.*5194_*5195insANA NA NA NA 4825
Chr03 11201264 A AT Chr03_11201264_A_ATA_AT INDEL 13056.59 24 11 16 24 21 22 30 17 21 14 10 11 11 6 24 11 16 24 21 22 30 17 21 14 10 11 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16020Pp3c3_16020transcript PAC:32944665protein_codingNA c.*5194_*5195insANA NA NA NA 4825
Chr03 11201264 A AT Chr03_11201264_A_ATA_AT INDEL 13056.59 24 11 16 24 21 22 30 17 21 14 10 11 11 6 24 11 16 24 21 22 30 17 21 14 10 11 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16020Pp3c3_16020transcript PAC:32944666protein_codingNA c.*5194_*5195insANA NA NA NA 4825
Chr03 11201264 A AT Chr03_11201264_A_ATA_AT INDEL 13056.59 24 11 16 24 21 22 30 17 21 14 10 11 11 6 24 11 16 24 21 22 30 17 21 14 10 11 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_15980-Pp3c3_16020Pp3c3_15980-Pp3c3_16020intergenic_regionPp3c3_15980-Pp3c3_16020NA NA n.11201264_11201265insTNA NA NA NA NA
Chr03 11240516 G GT Chr03_11240516_G_GTG_GT INDEL 19394.59 44 26 15 28 13 33 33 31 28 26 12 21 14 8 44 26 15 28 13 33 33 31 28 26 12 21 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_16030-Pp3c3_16100Pp3c3_16030-Pp3c3_16100intergenic_regionPp3c3_16030-Pp3c3_16100NA NA n.11240516_11240517insTNA NA NA NA NA
Chr03 11240562 G T Chr03_11240562_G_TG_T SNP 21692.63 43 22 17 28 13 26 32 22 25 27 15 19 9 7 43 22 17 28 13 26 32 22 25 27 15 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_16030-Pp3c3_16100Pp3c3_16030-Pp3c3_16100intergenic_regionPp3c3_16030-Pp3c3_16100NA NA n.11240562G>TNA NA NA NA NA
Chr03 11240570 G T Chr03_11240570_G_TG_T SNP 21422.63 42 21 18 32 13 26 33 21 25 25 15 15 10 8 42 21 18 32 13 26 33 21 25 25 15 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_16030-Pp3c3_16100Pp3c3_16030-Pp3c3_16100intergenic_regionPp3c3_16030-Pp3c3_16100NA NA n.11240570G>TNA NA NA NA NA
Chr03 11542559 A AT Chr03_11542559_A_ATA_AT INDEL 16629.59 28 13 17 26 17 31 18 21 14 17 24 32 8 9 28 13 17 26 17 31 18 21 14 17 24 32 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_16371-Pp3c3_16420Pp3c3_16371-Pp3c3_16420intergenic_regionPp3c3_16371-Pp3c3_16420NA NA n.11542559_11542560insTNA NA NA NA NA
Chr03 11546252 G C Chr03_11546252_G_CG_C SNP 17928.63 25 13 13 25 25 16 17 25 22 26 21 20 11 15 25 13 13 25 25 16 17 25 22 26 21 20 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_16371-Pp3c3_16420Pp3c3_16371-Pp3c3_16420intergenic_regionPp3c3_16371-Pp3c3_16420NA NA n.11546252G>CNA NA NA NA NA
Chr03 11563921 G T Chr03_11563921_G_TG_T SNP 3798.98 0 0 0 0 0 0 0 0 22 17 8 13 12 14 21 15 12 17 18 19 29 14 22 17 8 13 12 14 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c3_16371-Pp3c3_16420Pp3c3_16371-Pp3c3_16420intergenic_regionPp3c3_16371-Pp3c3_16420NA NA n.11563921G>TNA NA NA NA NA
Chr03 11571471 C T Chr03_11571471_C_TC_T SNP 10160.63 19 5 8 14 12 19 20 8 14 16 5 6 5 8 19 5 8 14 12 19 20 8 14 16 5 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_16371-Pp3c3_16420Pp3c3_16371-Pp3c3_16420intergenic_regionPp3c3_16371-Pp3c3_16420NA NA n.11571471C>TNA NA NA NA NA
Chr03 11583070 G C Chr03_11583070_G_CG_C SNP 5599.29 0 0 0 24 26 23 26 15 0 0 0 0 0 0 34 22 15 24 26 23 26 15 22 24 13 13 13 18 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_16371-Pp3c3_16420Pp3c3_16371-Pp3c3_16420intergenic_regionPp3c3_16371-Pp3c3_16420NA NA n.11583070G>CNA NA NA NA NA
Chr03 11711783 TTA T Chr03_11711783_TTA_TTTA_T INDEL 449.37 0 0 14 0 0 0 0 0 0 0 0 0 1 0 30 13 14 31 13 27 21 16 12 22 14 12 4 14 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c3_16560Pp3c3_16560transcript PAC:32941388protein_codingNA c.-2513_-2512delTANA NA NA NA 2512
Chr03 11711783 TTA T Chr03_11711783_TTA_TTTA_T INDEL 449.37 0 0 14 0 0 0 0 0 0 0 0 0 1 0 30 13 14 31 13 27 21 16 12 22 14 12 4 14 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c3_16560-Pp3c3_16570Pp3c3_16560-Pp3c3_16570intergenic_regionPp3c3_16560-Pp3c3_16570NA NA n.11711784_11711785delTANA NA NA NA NA
Chr03 11734792 C CTA Chr03_11734792_C_CTAC_CTA INDEL 6866.59 15 9 8 9 12 19 20 20 9 10 11 6 6 8 16 10 8 9 14 19 20 21 9 10 11 6 6 8 0.938 0.9 1 1 0.857 1 1 0.952 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_16570Pp3c3_16570transcript PAC:32942895protein_codingNA c.-1376_-1375insTANA NA NA NA 837
Chr03 11734792 C CTA Chr03_11734792_C_CTAC_CTA INDEL 6866.59 15 9 8 9 12 19 20 20 9 10 11 6 6 8 16 10 8 9 14 19 20 21 9 10 11 6 6 8 0.938 0.9 1 1 0.857 1 1 0.952 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_16570Pp3c3_16570transcript PAC:32942896protein_codingNA c.-2009_-2008insTANA NA NA NA 837
Chr03 11734792 C CTA Chr03_11734792_C_CTAC_CTA INDEL 6866.59 15 9 8 9 12 19 20 20 9 10 11 6 6 8 16 10 8 9 14 19 20 21 9 10 11 6 6 8 0.938 0.9 1 1 0.857 1 1 0.952 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_16570Pp3c3_16570transcript PAC:32942897protein_codingNA c.-1866_-1865insTANA NA NA NA 837
Chr03 11734792 C CTA Chr03_11734792_C_CTAC_CTA INDEL 6866.59 15 9 8 9 12 19 20 20 9 10 11 6 6 8 16 10 8 9 14 19 20 21 9 10 11 6 6 8 0.938 0.9 1 1 0.857 1 1 0.952 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_16560-Pp3c3_16570Pp3c3_16560-Pp3c3_16570intergenic_regionPp3c3_16560-Pp3c3_16570NA NA n.11734792_11734793insTANA NA NA NA NA
Chr03 11921741 G GA Chr03_11921741_G_GAG_GA INDEL 15095.59 30 12 23 19 24 26 26 30 29 19 7 16 13 9 30 12 23 19 24 26 26 30 29 19 7 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941733protein_codingNA c.-662_-661insANA NA NA NA 391
Chr03 11921741 G GA Chr03_11921741_G_GAG_GA INDEL 15095.59 30 12 23 19 24 26 26 30 29 19 7 16 13 9 30 12 23 19 24 26 26 30 29 19 7 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16960Pp3c3_16960transcript PAC:32940377protein_codingNA c.*5469_*5470insTNA NA NA NA 4445
Chr03 11921741 G GA Chr03_11921741_G_GAG_GA INDEL 15095.59 30 12 23 19 24 26 26 30 29 19 7 16 13 9 30 12 23 19 24 26 26 30 29 19 7 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941725protein_coding juin-13 c.615+41_615+42insANA NA NA NA NA
Chr03 11921741 G GA Chr03_11921741_G_GAG_GA INDEL 15095.59 30 12 23 19 24 26 26 30 29 19 7 16 13 9 30 12 23 19 24 26 26 30 29 19 7 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941726protein_coding juin-13 c.615+41_615+42insANA NA NA NA NA
Chr03 11921741 G GA Chr03_11921741_G_GAG_GA INDEL 15095.59 30 12 23 19 24 26 26 30 29 19 7 16 13 9 30 12 23 19 24 26 26 30 29 19 7 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941727protein_coding juin-13 c.615+41_615+42insANA NA NA NA NA
Chr03 11921741 G GA Chr03_11921741_G_GAG_GA INDEL 15095.59 30 12 23 19 24 26 26 30 29 19 7 16 13 9 30 12 23 19 24 26 26 30 29 19 7 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941731protein_coding juin-14 c.615+41_615+42insANA NA NA NA NA
Chr03 11921741 G GA Chr03_11921741_G_GAG_GA INDEL 15095.59 30 12 23 19 24 26 26 30 29 19 7 16 13 9 30 12 23 19 24 26 26 30 29 19 7 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941732protein_coding juin-14 c.615+41_615+42insANA NA NA NA NA
Chr03 11921741 G GA Chr03_11921741_G_GAG_GA INDEL 15095.59 30 12 23 19 24 26 26 30 29 19 7 16 13 9 30 12 23 19 24 26 26 30 29 19 7 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941728protein_coding juin-13 c.615+41_615+42insANA NA NA NA NA
Chr03 11921741 G GA Chr03_11921741_G_GAG_GA INDEL 15095.59 30 12 23 19 24 26 26 30 29 19 7 16 13 9 30 12 23 19 24 26 26 30 29 19 7 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941729protein_coding juin-13 c.615+41_615+42insANA NA NA NA NA
Chr03 11921741 G GA Chr03_11921741_G_GAG_GA INDEL 15095.59 30 12 23 19 24 26 26 30 29 19 7 16 13 9 30 12 23 19 24 26 26 30 29 19 7 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941730protein_coding 05-déc c.615+41_615+42insANA NA NA NA NA
Chr03 11927238 G GT Chr03_11927238_G_GTG_GT INDEL 15937.59 29 15 16 14 16 33 30 24 31 15 9 10 10 11 29 15 16 14 16 33 30 24 31 15 9 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_16960Pp3c3_16960transcript PAC:32940376protein_coding19/19 c.4235dupA p.Asp1412fs 6684/6712 4235/4263 1412/1420 NA
Chr03 11927238 G GT Chr03_11927238_G_GTG_GT INDEL 15937.59 29 15 16 14 16 33 30 24 31 15 9 10 10 11 29 15 16 14 16 33 30 24 31 15 9 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_16960Pp3c3_16960transcript PAC:32940377protein_coding 05-mai c.1865dupA p.Asp622fs 1865/2917 1865/1893 622/630 NA
Chr03 11927238 G GT Chr03_11927238_G_GTG_GT INDEL 15937.59 29 15 16 14 16 33 30 24 31 15 9 10 10 11 29 15 16 14 16 33 30 24 31 15 9 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941725protein_codingNA c.*2172_*2173insTNA NA NA NA 1285
Chr03 11927238 G GT Chr03_11927238_G_GTG_GT INDEL 15937.59 29 15 16 14 16 33 30 24 31 15 9 10 10 11 29 15 16 14 16 33 30 24 31 15 9 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941726protein_codingNA c.*2172_*2173insTNA NA NA NA 1376
Chr03 11927238 G GT Chr03_11927238_G_GTG_GT INDEL 15937.59 29 15 16 14 16 33 30 24 31 15 9 10 10 11 29 15 16 14 16 33 30 24 31 15 9 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941727protein_codingNA c.*2172_*2173insTNA NA NA NA 1376
Chr03 11927238 G GT Chr03_11927238_G_GTG_GT INDEL 15937.59 29 15 16 14 16 33 30 24 31 15 9 10 10 11 29 15 16 14 16 33 30 24 31 15 9 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941731protein_codingNA c.*2353_*2354insTNA NA NA NA 1360
Chr03 11927238 G GT Chr03_11927238_G_GTG_GT INDEL 15937.59 29 15 16 14 16 33 30 24 31 15 9 10 10 11 29 15 16 14 16 33 30 24 31 15 9 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941732protein_codingNA c.*2353_*2354insTNA NA NA NA 1360
Chr03 11927238 G GT Chr03_11927238_G_GTG_GT INDEL 15937.59 29 15 16 14 16 33 30 24 31 15 9 10 10 11 29 15 16 14 16 33 30 24 31 15 9 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941728protein_codingNA c.*2172_*2173insTNA NA NA NA 1732
Chr03 11927238 G GT Chr03_11927238_G_GTG_GT INDEL 15937.59 29 15 16 14 16 33 30 24 31 15 9 10 10 11 29 15 16 14 16 33 30 24 31 15 9 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941729protein_codingNA c.*2172_*2173insTNA NA NA NA 1732
Chr03 11927238 G GT Chr03_11927238_G_GTG_GT INDEL 15937.59 29 15 16 14 16 33 30 24 31 15 9 10 10 11 29 15 16 14 16 33 30 24 31 15 9 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941730protein_codingNA c.*2172_*2173insTNA NA NA NA 1732
Chr03 11927238 G GT Chr03_11927238_G_GTG_GT INDEL 15937.59 29 15 16 14 16 33 30 24 31 15 9 10 10 11 29 15 16 14 16 33 30 24 31 15 9 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_16950Pp3c3_16950transcript PAC:32941733protein_codingNA c.*2172_*2173insTNA NA NA NA 1336
Chr03 12046166 A AT Chr03_12046166_A_ATA_AT INDEL 17136.59 28 14 15 28 20 34 25 20 27 27 20 25 7 9 28 14 15 28 20 34 25 20 27 27 20 25 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17170Pp3c3_17170transcript PAC:32944813protein_codingNA c.*1317_*1318insTNA NA NA NA 911
Chr03 12046166 A AT Chr03_12046166_A_ATA_AT INDEL 17136.59 28 14 15 28 20 34 25 20 27 27 20 25 7 9 28 14 15 28 20 34 25 20 27 27 20 25 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17170Pp3c3_17170transcript PAC:32944814protein_codingNA c.*1317_*1318insTNA NA NA NA 912
Chr03 12046166 A AT Chr03_12046166_A_ATA_AT INDEL 17136.59 28 14 15 28 20 34 25 20 27 27 20 25 7 9 28 14 15 28 20 34 25 20 27 27 20 25 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17170-Pp3c3_17207Pp3c3_17170-Pp3c3_17207intergenic_regionPp3c3_17170-Pp3c3_17207NA NA n.12046166_12046167insTNA NA NA NA NA
Chr03 12095327 G T Chr03_12095327_G_TG_T SNP 10424.63 17 6 5 13 18 15 16 11 8 10 4 6 7 12 17 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940443protein_codingNA c.-4689C>A NA NA NA NA 4689
Chr03 12095327 G T Chr03_12095327_G_TG_T SNP 10424.63 17 6 5 13 18 15 16 11 8 10 4 6 7 12 17 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940444protein_codingNA c.-4689C>A NA NA NA NA 4689
Chr03 12095327 G T Chr03_12095327_G_TG_T SNP 10424.63 17 6 5 13 18 15 16 11 8 10 4 6 7 12 17 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_codingNA c.*4586C>A NA NA NA NA 3935
Chr03 12095327 G T Chr03_12095327_G_TG_T SNP 10424.63 17 6 5 13 18 15 16 11 8 10 4 6 7 12 17 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_codingNA c.*4586C>A NA NA NA NA 3894
Chr03 12095327 G T Chr03_12095327_G_TG_T SNP 10424.63 17 6 5 13 18 15 16 11 8 10 4 6 7 12 17 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_codingNA c.*4586C>A NA NA NA NA 3935
Chr03 12095327 G T Chr03_12095327_G_TG_T SNP 10424.63 17 6 5 13 18 15 16 11 8 10 4 6 7 12 17 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17207-Pp3c3_17230Pp3c3_17207-Pp3c3_17230intergenic_regionPp3c3_17207-Pp3c3_17230NA NA n.12095327G>TNA NA NA NA NA
Chr03 12095329 C CA Chr03_12095329_C_CAC_CA INDEL 10416.59 16 6 5 13 18 15 16 11 8 10 4 6 7 12 16 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940443protein_codingNA c.-4692_-4691insTNA NA NA NA 4692
Chr03 12095329 C CA Chr03_12095329_C_CAC_CA INDEL 10416.59 16 6 5 13 18 15 16 11 8 10 4 6 7 12 16 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940444protein_codingNA c.-4692_-4691insTNA NA NA NA 4692
Chr03 12095329 C CA Chr03_12095329_C_CAC_CA INDEL 10416.59 16 6 5 13 18 15 16 11 8 10 4 6 7 12 16 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_codingNA c.*4583_*4584insTNA NA NA NA 3932
Chr03 12095329 C CA Chr03_12095329_C_CAC_CA INDEL 10416.59 16 6 5 13 18 15 16 11 8 10 4 6 7 12 16 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_codingNA c.*4583_*4584insTNA NA NA NA 3891
Chr03 12095329 C CA Chr03_12095329_C_CAC_CA INDEL 10416.59 16 6 5 13 18 15 16 11 8 10 4 6 7 12 16 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_codingNA c.*4583_*4584insTNA NA NA NA 3932
Chr03 12095329 C CA Chr03_12095329_C_CAC_CA INDEL 10416.59 16 6 5 13 18 15 16 11 8 10 4 6 7 12 16 6 5 13 18 15 16 11 8 10 4 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17207-Pp3c3_17230Pp3c3_17207-Pp3c3_17230intergenic_regionPp3c3_17207-Pp3c3_17230NA NA n.12095329_12095330insANA NA NA NA NA
Chr03 12095331 T C Chr03_12095331_T_CT_C SNP 10280.63 14 6 5 11 18 14 14 10 8 10 4 6 7 11 14 6 5 11 18 14 14 10 8 10 4 6 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940443protein_codingNA c.-4693A>G NA NA NA NA 4693
Chr03 12095331 T C Chr03_12095331_T_CT_C SNP 10280.63 14 6 5 11 18 14 14 10 8 10 4 6 7 11 14 6 5 11 18 14 14 10 8 10 4 6 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940444protein_codingNA c.-4693A>G NA NA NA NA 4693
Chr03 12095331 T C Chr03_12095331_T_CT_C SNP 10280.63 14 6 5 11 18 14 14 10 8 10 4 6 7 11 14 6 5 11 18 14 14 10 8 10 4 6 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_codingNA c.*4582A>G NA NA NA NA 3931
Chr03 12095331 T C Chr03_12095331_T_CT_C SNP 10280.63 14 6 5 11 18 14 14 10 8 10 4 6 7 11 14 6 5 11 18 14 14 10 8 10 4 6 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_codingNA c.*4582A>G NA NA NA NA 3890
Chr03 12095331 T C Chr03_12095331_T_CT_C SNP 10280.63 14 6 5 11 18 14 14 10 8 10 4 6 7 11 14 6 5 11 18 14 14 10 8 10 4 6 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_codingNA c.*4582A>G NA NA NA NA 3931
Chr03 12095331 T C Chr03_12095331_T_CT_C SNP 10280.63 14 6 5 11 18 14 14 10 8 10 4 6 7 11 14 6 5 11 18 14 14 10 8 10 4 6 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17207-Pp3c3_17230Pp3c3_17207-Pp3c3_17230intergenic_regionPp3c3_17207-Pp3c3_17230NA NA n.12095331T>CNA NA NA NA NA
Chr03 12095332 A AC Chr03_12095332_A_ACA_AC INDEL 9956.59 13 6 5 11 18 13 14 10 8 10 4 6 7 10 13 6 5 11 18 13 14 10 8 10 4 6 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940443protein_codingNA c.-4695_-4694insGNA NA NA NA 4695
Chr03 12095332 A AC Chr03_12095332_A_ACA_AC INDEL 9956.59 13 6 5 11 18 13 14 10 8 10 4 6 7 10 13 6 5 11 18 13 14 10 8 10 4 6 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940444protein_codingNA c.-4695_-4694insGNA NA NA NA 4695
Chr03 12095332 A AC Chr03_12095332_A_ACA_AC INDEL 9956.59 13 6 5 11 18 13 14 10 8 10 4 6 7 10 13 6 5 11 18 13 14 10 8 10 4 6 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_codingNA c.*4580_*4581insGNA NA NA NA 3929
Chr03 12095332 A AC Chr03_12095332_A_ACA_AC INDEL 9956.59 13 6 5 11 18 13 14 10 8 10 4 6 7 10 13 6 5 11 18 13 14 10 8 10 4 6 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_codingNA c.*4580_*4581insGNA NA NA NA 3888
Chr03 12095332 A AC Chr03_12095332_A_ACA_AC INDEL 9956.59 13 6 5 11 18 13 14 10 8 10 4 6 7 10 13 6 5 11 18 13 14 10 8 10 4 6 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_codingNA c.*4580_*4581insGNA NA NA NA 3929
Chr03 12095332 A AC Chr03_12095332_A_ACA_AC INDEL 9956.59 13 6 5 11 18 13 14 10 8 10 4 6 7 10 13 6 5 11 18 13 14 10 8 10 4 6 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17207-Pp3c3_17230Pp3c3_17207-Pp3c3_17230intergenic_regionPp3c3_17207-Pp3c3_17230NA NA n.12095332_12095333insCNA NA NA NA NA
Chr03 12095335 C T Chr03_12095335_C_TC_T SNP 9290.63 13 6 5 11 18 13 13 10 8 10 4 5 6 9 13 6 5 11 18 13 13 10 8 10 4 5 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940443protein_codingNA c.-4697G>A NA NA NA NA 4697
Chr03 12095335 C T Chr03_12095335_C_TC_T SNP 9290.63 13 6 5 11 18 13 13 10 8 10 4 5 6 9 13 6 5 11 18 13 13 10 8 10 4 5 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940444protein_codingNA c.-4697G>A NA NA NA NA 4697
Chr03 12095335 C T Chr03_12095335_C_TC_T SNP 9290.63 13 6 5 11 18 13 13 10 8 10 4 5 6 9 13 6 5 11 18 13 13 10 8 10 4 5 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_codingNA c.*4578G>A NA NA NA NA 3927
Chr03 12095335 C T Chr03_12095335_C_TC_T SNP 9290.63 13 6 5 11 18 13 13 10 8 10 4 5 6 9 13 6 5 11 18 13 13 10 8 10 4 5 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_codingNA c.*4578G>A NA NA NA NA 3886
Chr03 12095335 C T Chr03_12095335_C_TC_T SNP 9290.63 13 6 5 11 18 13 13 10 8 10 4 5 6 9 13 6 5 11 18 13 13 10 8 10 4 5 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_codingNA c.*4578G>A NA NA NA NA 3927
Chr03 12095335 C T Chr03_12095335_C_TC_T SNP 9290.63 13 6 5 11 18 13 13 10 8 10 4 5 6 9 13 6 5 11 18 13 13 10 8 10 4 5 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17207-Pp3c3_17230Pp3c3_17207-Pp3c3_17230intergenic_regionPp3c3_17207-Pp3c3_17230NA NA n.12095335C>TNA NA NA NA NA
Chr03 12095337 AAT A Chr03_12095337_AAT_AAAT_A INDEL 9191.59 12 5 5 10 18 13 13 10 7 9 4 5 5 9 12 5 5 10 18 13 13 10 7 9 4 5 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940443protein_codingNA c.-4701_-4700delATNA NA NA NA 4700
Chr03 12095337 AAT A Chr03_12095337_AAT_AAAT_A INDEL 9191.59 12 5 5 10 18 13 13 10 7 9 4 5 5 9 12 5 5 10 18 13 13 10 7 9 4 5 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940444protein_codingNA c.-4701_-4700delATNA NA NA NA 4700
Chr03 12095337 AAT A Chr03_12095337_AAT_AAAT_A INDEL 9191.59 12 5 5 10 18 13 13 10 7 9 4 5 5 9 12 5 5 10 18 13 13 10 7 9 4 5 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_codingNA c.*4574_*4575delATNA NA NA NA 3924
Chr03 12095337 AAT A Chr03_12095337_AAT_AAAT_A INDEL 9191.59 12 5 5 10 18 13 13 10 7 9 4 5 5 9 12 5 5 10 18 13 13 10 7 9 4 5 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_codingNA c.*4574_*4575delATNA NA NA NA 3883
Chr03 12095337 AAT A Chr03_12095337_AAT_AAAT_A INDEL 9191.59 12 5 5 10 18 13 13 10 7 9 4 5 5 9 12 5 5 10 18 13 13 10 7 9 4 5 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_codingNA c.*4574_*4575delATNA NA NA NA 3924
Chr03 12095337 AAT A Chr03_12095337_AAT_AAAT_A INDEL 9191.59 12 5 5 10 18 13 13 10 7 9 4 5 5 9 12 5 5 10 18 13 13 10 7 9 4 5 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17207-Pp3c3_17230Pp3c3_17207-Pp3c3_17230intergenic_regionPp3c3_17207-Pp3c3_17230NA NA n.12095338_12095339delATNA NA NA NA NA
Chr03 12095344 TTG T Chr03_12095344_TTG_TTTG_T INDEL 8426.59 11 5 4 10 18 11 13 9 6 7 4 5 5 7 11 5 4 10 18 11 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940443protein_codingNA c.-4708_-4707delCANA NA NA NA 4707



Chr03 12095344 TTG T Chr03_12095344_TTG_TTTG_T INDEL 8426.59 11 5 4 10 18 11 13 9 6 7 4 5 5 7 11 5 4 10 18 11 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940444protein_codingNA c.-4708_-4707delCANA NA NA NA 4707
Chr03 12095344 TTG T Chr03_12095344_TTG_TTTG_T INDEL 8426.59 11 5 4 10 18 11 13 9 6 7 4 5 5 7 11 5 4 10 18 11 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_codingNA c.*4567_*4568delCANA NA NA NA 3917
Chr03 12095344 TTG T Chr03_12095344_TTG_TTTG_T INDEL 8426.59 11 5 4 10 18 11 13 9 6 7 4 5 5 7 11 5 4 10 18 11 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_codingNA c.*4567_*4568delCANA NA NA NA 3876
Chr03 12095344 TTG T Chr03_12095344_TTG_TTTG_T INDEL 8426.59 11 5 4 10 18 11 13 9 6 7 4 5 5 7 11 5 4 10 18 11 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_codingNA c.*4567_*4568delCANA NA NA NA 3917
Chr03 12095344 TTG T Chr03_12095344_TTG_TTTG_T INDEL 8426.59 11 5 4 10 18 11 13 9 6 7 4 5 5 7 11 5 4 10 18 11 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17207-Pp3c3_17230Pp3c3_17207-Pp3c3_17230intergenic_regionPp3c3_17207-Pp3c3_17230NA NA n.12095345_12095346delTGNA NA NA NA NA
Chr03 12095347 G GTAA Chr03_12095347_G_GTAAG_GTAA INDEL 8201.59 11 5 4 10 18 10 13 9 6 7 4 5 5 7 11 5 4 10 18 10 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940443protein_codingNA c.-4710_-4709insTTANA NA NA NA 4710
Chr03 12095347 G GTAA Chr03_12095347_G_GTAAG_GTAA INDEL 8201.59 11 5 4 10 18 10 13 9 6 7 4 5 5 7 11 5 4 10 18 10 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940444protein_codingNA c.-4710_-4709insTTANA NA NA NA 4710
Chr03 12095347 G GTAA Chr03_12095347_G_GTAAG_GTAA INDEL 8201.59 11 5 4 10 18 10 13 9 6 7 4 5 5 7 11 5 4 10 18 10 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_codingNA c.*4565_*4566insTTANA NA NA NA 3914
Chr03 12095347 G GTAA Chr03_12095347_G_GTAAG_GTAA INDEL 8201.59 11 5 4 10 18 10 13 9 6 7 4 5 5 7 11 5 4 10 18 10 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_codingNA c.*4565_*4566insTTANA NA NA NA 3873
Chr03 12095347 G GTAA Chr03_12095347_G_GTAAG_GTAA INDEL 8201.59 11 5 4 10 18 10 13 9 6 7 4 5 5 7 11 5 4 10 18 10 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_codingNA c.*4565_*4566insTTANA NA NA NA 3914
Chr03 12095347 G GTAA Chr03_12095347_G_GTAAG_GTAA INDEL 8201.59 11 5 4 10 18 10 13 9 6 7 4 5 5 7 11 5 4 10 18 10 13 9 6 7 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17207-Pp3c3_17230Pp3c3_17207-Pp3c3_17230intergenic_regionPp3c3_17207-Pp3c3_17230NA NA n.12095347_12095348insTAANA NA NA NA NA
Chr03 12095352 G C Chr03_12095352_G_CG_C SNP 7625.63 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940443protein_codingNA c.-4714C>G NA NA NA NA 4714
Chr03 12095352 G C Chr03_12095352_G_CG_C SNP 7625.63 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940444protein_codingNA c.-4714C>G NA NA NA NA 4714
Chr03 12095352 G C Chr03_12095352_G_CG_C SNP 7625.63 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_codingNA c.*4561C>G NA NA NA NA 3910
Chr03 12095352 G C Chr03_12095352_G_CG_C SNP 7625.63 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_codingNA c.*4561C>G NA NA NA NA 3869
Chr03 12095352 G C Chr03_12095352_G_CG_C SNP 7625.63 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_codingNA c.*4561C>G NA NA NA NA 3910
Chr03 12095352 G C Chr03_12095352_G_CG_C SNP 7625.63 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17207-Pp3c3_17230Pp3c3_17207-Pp3c3_17230intergenic_regionPp3c3_17207-Pp3c3_17230NA NA n.12095352G>CNA NA NA NA NA
Chr03 12095353 ATT A Chr03_12095353_ATT_AATT_A INDEL 7481.59 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940443protein_codingNA c.-4717_-4716delAANA NA NA NA 4716
Chr03 12095353 ATT A Chr03_12095353_ATT_AATT_A INDEL 7481.59 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17207Pp3c3_17207transcript PAC:32940444protein_codingNA c.-4717_-4716delAANA NA NA NA 4716
Chr03 12095353 ATT A Chr03_12095353_ATT_AATT_A INDEL 7481.59 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_codingNA c.*4558_*4559delAANA NA NA NA 3908
Chr03 12095353 ATT A Chr03_12095353_ATT_AATT_A INDEL 7481.59 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_codingNA c.*4558_*4559delAANA NA NA NA 3867
Chr03 12095353 ATT A Chr03_12095353_ATT_AATT_A INDEL 7481.59 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_codingNA c.*4558_*4559delAANA NA NA NA 3908
Chr03 12095353 ATT A Chr03_12095353_ATT_AATT_A INDEL 7481.59 10 5 4 9 16 6 12 9 6 6 4 5 5 7 10 5 4 9 16 6 12 9 6 6 4 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17207-Pp3c3_17230Pp3c3_17207-Pp3c3_17230intergenic_regionPp3c3_17207-Pp3c3_17230NA NA n.12095354_12095355delTTNA NA NA NA NA
Chr03 12102291 T C Chr03_12102291_T_CT_C SNP 18814.63 19 6 23 24 22 20 37 20 25 20 18 15 10 7 19 6 23 24 22 20 37 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17260Pp3c3_17260transcript PAC:32940949protein_codingNA c.-5292T>C NA NA NA NA 3978
Chr03 12102291 T C Chr03_12102291_T_CT_C SNP 18814.63 19 6 23 24 22 20 37 20 25 20 18 15 10 7 19 6 23 24 22 20 37 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17260Pp3c3_17260transcript PAC:32940950protein_codingNA c.-5292T>C NA NA NA NA 3978
Chr03 12102291 T C Chr03_12102291_T_CT_C SNP 18814.63 19 6 23 24 22 20 37 20 25 20 18 15 10 7 19 6 23 24 22 20 37 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17260Pp3c3_17260transcript PAC:32940951protein_codingNA c.-5292T>C NA NA NA NA 4720
Chr03 12102291 T C Chr03_12102291_T_CT_C SNP 18814.63 19 6 23 24 22 20 37 20 25 20 18 15 10 7 19 6 23 24 22 20 37 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17240Pp3c3_17240transcript PAC:32944246protein_codingNA c.*1972A>G NA NA NA NA 1972
Chr03 12102291 T C Chr03_12102291_T_CT_C SNP 18814.63 19 6 23 24 22 20 37 20 25 20 18 15 10 7 19 6 23 24 22 20 37 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17240Pp3c3_17240transcript PAC:32944247protein_codingNA c.*2864A>G NA NA NA NA 1794
Chr03 12102291 T C Chr03_12102291_T_CT_C SNP 18814.63 19 6 23 24 22 20 37 20 25 20 18 15 10 7 19 6 23 24 22 20 37 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_coding 01-sept c.728-67A>G NA NA NA NA NA
Chr03 12102291 T C Chr03_12102291_T_CT_C SNP 18814.63 19 6 23 24 22 20 37 20 25 20 18 15 10 7 19 6 23 24 22 20 37 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_coding 01-sept c.728-67A>G NA NA NA NA NA
Chr03 12102291 T C Chr03_12102291_T_CT_C SNP 18814.63 19 6 23 24 22 20 37 20 25 20 18 15 10 7 19 6 23 24 22 20 37 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_coding 01-sept c.728-67A>G NA NA NA NA NA
Chr03 12102292 C A Chr03_12102292_C_AC_A SNP 18814.63 19 6 22 25 22 21 36 20 25 20 18 15 10 7 19 6 22 25 22 21 36 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17260Pp3c3_17260transcript PAC:32940949protein_codingNA c.-5291C>A NA NA NA NA 3977
Chr03 12102292 C A Chr03_12102292_C_AC_A SNP 18814.63 19 6 22 25 22 21 36 20 25 20 18 15 10 7 19 6 22 25 22 21 36 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17260Pp3c3_17260transcript PAC:32940950protein_codingNA c.-5291C>A NA NA NA NA 3977
Chr03 12102292 C A Chr03_12102292_C_AC_A SNP 18814.63 19 6 22 25 22 21 36 20 25 20 18 15 10 7 19 6 22 25 22 21 36 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17260Pp3c3_17260transcript PAC:32940951protein_codingNA c.-5291C>A NA NA NA NA 4719
Chr03 12102292 C A Chr03_12102292_C_AC_A SNP 18814.63 19 6 22 25 22 21 36 20 25 20 18 15 10 7 19 6 22 25 22 21 36 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17240Pp3c3_17240transcript PAC:32944246protein_codingNA c.*1971G>T NA NA NA NA 1971
Chr03 12102292 C A Chr03_12102292_C_AC_A SNP 18814.63 19 6 22 25 22 21 36 20 25 20 18 15 10 7 19 6 22 25 22 21 36 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_17240Pp3c3_17240transcript PAC:32944247protein_codingNA c.*2863G>T NA NA NA NA 1793
Chr03 12102292 C A Chr03_12102292_C_AC_A SNP 18814.63 19 6 22 25 22 21 36 20 25 20 18 15 10 7 19 6 22 25 22 21 36 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942041protein_coding 01-sept c.728-68G>T NA NA NA NA NA
Chr03 12102292 C A Chr03_12102292_C_AC_A SNP 18814.63 19 6 22 25 22 21 36 20 25 20 18 15 10 7 19 6 22 25 22 21 36 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942042protein_coding 01-sept c.728-68G>T NA NA NA NA NA
Chr03 12102292 C A Chr03_12102292_C_AC_A SNP 18814.63 19 6 22 25 22 21 36 20 25 20 18 15 10 7 19 6 22 25 22 21 36 20 25 20 18 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_17230Pp3c3_17230transcript PAC:32942043protein_coding 01-sept c.728-68G>T NA NA NA NA NA
Chr03 12180423 A AAT Chr03_12180423_A_AATA_AAT INDEL 2026.93 2 1 0 0 0 1 1 0 13 17 12 8 9 6 20 10 8 20 7 14 11 19 13 17 12 9 9 6 0.1 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c3_17380Pp3c3_17380transcript PAC:32942812protein_codingNA c.-4035_-4034insATNA NA NA NA 2903
Chr03 12180423 A AAT Chr03_12180423_A_AATA_AAT INDEL 2026.93 2 1 0 0 0 1 1 0 13 17 12 8 9 6 20 10 8 20 7 14 11 19 13 17 12 9 9 6 0.1 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c3_17400Pp3c3_17400transcript PAC:32943581protein_codingNA c.-2147_-2146insATNA NA NA NA 2016
Chr03 12180423 A AAT Chr03_12180423_A_AATA_AAT INDEL 2026.93 2 1 0 0 0 1 1 0 13 17 12 8 9 6 20 10 8 20 7 14 11 19 13 17 12 9 9 6 0.1 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c3_17380Pp3c3_17380transcript PAC:32942813protein_codingNA c.-4035_-4034insATNA NA NA NA 2932
Chr03 12180423 A AAT Chr03_12180423_A_AATA_AAT INDEL 2026.93 2 1 0 0 0 1 1 0 13 17 12 8 9 6 20 10 8 20 7 14 11 19 13 17 12 9 9 6 0.1 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c3_17380Pp3c3_17380transcript PAC:32942814protein_codingNA c.-4035_-4034insATNA NA NA NA 2932
Chr03 12180423 A AAT Chr03_12180423_A_AATA_AAT INDEL 2026.93 2 1 0 0 0 1 1 0 13 17 12 8 9 6 20 10 8 20 7 14 11 19 13 17 12 9 9 6 0.1 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c3_17400Pp3c3_17400transcript PAC:32943582protein_codingNA c.-2147_-2146insATNA NA NA NA 1752
Chr03 12180423 A AAT Chr03_12180423_A_AATA_AAT INDEL 2026.93 2 1 0 0 0 1 1 0 13 17 12 8 9 6 20 10 8 20 7 14 11 19 13 17 12 9 9 6 0.1 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c3_17400Pp3c3_17400transcript PAC:32943583protein_codingNA c.-2147_-2146insATNA NA NA NA 1752
Chr03 12180423 A AAT Chr03_12180423_A_AATA_AAT INDEL 2026.93 2 1 0 0 0 1 1 0 13 17 12 8 9 6 20 10 8 20 7 14 11 19 13 17 12 9 9 6 0.1 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c3_17380-Pp3c3_17400Pp3c3_17380-Pp3c3_17400intergenic_regionPp3c3_17380-Pp3c3_17400NA NA n.12180423_12180424insATNA NA NA NA NA
Chr03 12181309 C CAT Chr03_12181309_C_CATC_CAT INDEL 299.37 2 10 0 0 2 2 1 0 1 0 0 0 1 0 28 10 14 23 14 17 27 11 15 13 13 7 11 6 0.071 1 0 0 0.143 0.118 0 0 0 0 0 0 0 0 0 1 1 3 0 0 1 upstream_gene_variantMODIFIER Pp3c3_17380Pp3c3_17380transcript PAC:32942812protein_codingNA c.-4921_-4920insATNA NA NA NA 3789
Chr03 12181309 C CAT Chr03_12181309_C_CATC_CAT INDEL 299.37 2 10 0 0 2 2 1 0 1 0 0 0 1 0 28 10 14 23 14 17 27 11 15 13 13 7 11 6 0.071 1 0 0 0.143 0.118 0 0 0 0 0 0 0 0 0 1 1 3 0 0 1 upstream_gene_variantMODIFIER Pp3c3_17400Pp3c3_17400transcript PAC:32943581protein_codingNA c.-1261_-1260insATNA NA NA NA 1130
Chr03 12181309 C CAT Chr03_12181309_C_CATC_CAT INDEL 299.37 2 10 0 0 2 2 1 0 1 0 0 0 1 0 28 10 14 23 14 17 27 11 15 13 13 7 11 6 0.071 1 0 0 0.143 0.118 0 0 0 0 0 0 0 0 0 1 1 3 0 0 1 upstream_gene_variantMODIFIER Pp3c3_17380Pp3c3_17380transcript PAC:32942813protein_codingNA c.-4921_-4920insATNA NA NA NA 3818
Chr03 12181309 C CAT Chr03_12181309_C_CATC_CAT INDEL 299.37 2 10 0 0 2 2 1 0 1 0 0 0 1 0 28 10 14 23 14 17 27 11 15 13 13 7 11 6 0.071 1 0 0 0.143 0.118 0 0 0 0 0 0 0 0 0 1 1 3 0 0 1 upstream_gene_variantMODIFIER Pp3c3_17380Pp3c3_17380transcript PAC:32942814protein_codingNA c.-4921_-4920insATNA NA NA NA 3818
Chr03 12181309 C CAT Chr03_12181309_C_CATC_CAT INDEL 299.37 2 10 0 0 2 2 1 0 1 0 0 0 1 0 28 10 14 23 14 17 27 11 15 13 13 7 11 6 0.071 1 0 0 0.143 0.118 0 0 0 0 0 0 0 0 0 1 1 3 0 0 1 upstream_gene_variantMODIFIER Pp3c3_17400Pp3c3_17400transcript PAC:32943582protein_codingNA c.-1261_-1260insATNA NA NA NA 866
Chr03 12181309 C CAT Chr03_12181309_C_CATC_CAT INDEL 299.37 2 10 0 0 2 2 1 0 1 0 0 0 1 0 28 10 14 23 14 17 27 11 15 13 13 7 11 6 0.071 1 0 0 0.143 0.118 0 0 0 0 0 0 0 0 0 1 1 3 0 0 1 upstream_gene_variantMODIFIER Pp3c3_17400Pp3c3_17400transcript PAC:32943583protein_codingNA c.-1261_-1260insATNA NA NA NA 866
Chr03 12181309 C CAT Chr03_12181309_C_CATC_CAT INDEL 299.37 2 10 0 0 2 2 1 0 1 0 0 0 1 0 28 10 14 23 14 17 27 11 15 13 13 7 11 6 0.071 1 0 0 0.143 0.118 0 0 0 0 0 0 0 0 0 1 1 3 0 0 1 downstream_gene_variantMODIFIER Pp3c3_17420Pp3c3_17420transcript PAC:32944161protein_codingNA c.*4260_*4261insATNA NA NA NA 4260
Chr03 12181309 C CAT Chr03_12181309_C_CATC_CAT INDEL 299.37 2 10 0 0 2 2 1 0 1 0 0 0 1 0 28 10 14 23 14 17 27 11 15 13 13 7 11 6 0.071 1 0 0 0.143 0.118 0 0 0 0 0 0 0 0 0 1 1 3 0 0 1 downstream_gene_variantMODIFIER Pp3c3_17420Pp3c3_17420transcript PAC:32944162protein_codingNA c.*4260_*4261insATNA NA NA NA 4260
Chr03 12181309 C CAT Chr03_12181309_C_CATC_CAT INDEL 299.37 2 10 0 0 2 2 1 0 1 0 0 0 1 0 28 10 14 23 14 17 27 11 15 13 13 7 11 6 0.071 1 0 0 0.143 0.118 0 0 0 0 0 0 0 0 0 1 1 3 0 0 1 intergenic_regionMODIFIER Pp3c3_17380-Pp3c3_17400Pp3c3_17380-Pp3c3_17400intergenic_regionPp3c3_17380-Pp3c3_17400NA NA n.12181309_12181310insATNA NA NA NA NA
Chr03 12210860 A AAT Chr03_12210860_A_AATA_AAT INDEL 6386.24 29 5 12 0 1 2 0 1 11 20 11 11 5 8 29 5 12 16 15 20 31 14 11 20 11 11 5 10 1 1 1 0 0 0.1 0 0 1 1 1 1 1 0.8 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c3_17520Pp3c3_17520transcript PAC:32943378protein_codingNA c.-5203_-5202insATNA NA NA NA 3831
Chr03 12210860 A AAT Chr03_12210860_A_AATA_AAT INDEL 6386.24 29 5 12 0 1 2 0 1 11 20 11 11 5 8 29 5 12 16 15 20 31 14 11 20 11 11 5 10 1 1 1 0 0 0.1 0 0 1 1 1 1 1 0.8 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c3_17520Pp3c3_17520transcript PAC:32943380protein_codingNA c.-5203_-5202insATNA NA NA NA 4357
Chr03 12210860 A AAT Chr03_12210860_A_AATA_AAT INDEL 6386.24 29 5 12 0 1 2 0 1 11 20 11 11 5 8 29 5 12 16 15 20 31 14 11 20 11 11 5 10 1 1 1 0 0 0.1 0 0 1 1 1 1 1 0.8 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c3_17520Pp3c3_17520transcript PAC:32943381protein_codingNA c.-5377_-5376insATNA NA NA NA 3402
Chr03 12210860 A AAT Chr03_12210860_A_AATA_AAT INDEL 6386.24 29 5 12 0 1 2 0 1 11 20 11 11 5 8 29 5 12 16 15 20 31 14 11 20 11 11 5 10 1 1 1 0 0 0.1 0 0 1 1 1 1 1 0.8 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c3_17520Pp3c3_17520transcript PAC:32943379protein_codingNA c.-5203_-5202insATNA NA NA NA 4357
Chr03 12210860 A AAT Chr03_12210860_A_AATA_AAT INDEL 6386.24 29 5 12 0 1 2 0 1 11 20 11 11 5 8 29 5 12 16 15 20 31 14 11 20 11 11 5 10 1 1 1 0 0 0.1 0 0 1 1 1 1 1 0.8 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c3_17550Pp3c3_17550transcript PAC:32943321protein_codingNA c.*2604_*2605insATNA NA NA NA 2512
Chr03 12210860 A AAT Chr03_12210860_A_AATA_AAT INDEL 6386.24 29 5 12 0 1 2 0 1 11 20 11 11 5 8 29 5 12 16 15 20 31 14 11 20 11 11 5 10 1 1 1 0 0 0.1 0 0 1 1 1 1 1 0.8 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c3_17550Pp3c3_17550transcript PAC:32943323protein_codingNA c.*2127_*2128insATNA NA NA NA 1489
Chr03 12210860 A AAT Chr03_12210860_A_AATA_AAT INDEL 6386.24 29 5 12 0 1 2 0 1 11 20 11 11 5 8 29 5 12 16 15 20 31 14 11 20 11 11 5 10 1 1 1 0 0 0.1 0 0 1 1 1 1 1 0.8 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c3_17550Pp3c3_17550transcript PAC:32943322protein_codingNA c.*2127_*2128insATNA NA NA NA 1590
Chr03 12210860 A AAT Chr03_12210860_A_AATA_AAT INDEL 6386.24 29 5 12 0 1 2 0 1 11 20 11 11 5 8 29 5 12 16 15 20 31 14 11 20 11 11 5 10 1 1 1 0 0 0.1 0 0 1 1 1 1 1 0.8 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c3_17550Pp3c3_17550transcript PAC:32943324protein_codingNA c.*2877_*2878insATNA NA NA NA 2877
Chr03 12210860 A AAT Chr03_12210860_A_AATA_AAT INDEL 6386.24 29 5 12 0 1 2 0 1 11 20 11 11 5 8 29 5 12 16 15 20 31 14 11 20 11 11 5 10 1 1 1 0 0 0.1 0 0 1 1 1 1 1 0.8 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c3_17520-Pp3c3_17550Pp3c3_17520-Pp3c3_17550intergenic_regionPp3c3_17520-Pp3c3_17550NA NA n.12210860_12210861insATNA NA NA NA NA
Chr03 12225204 G A Chr03_12225204_G_AG_A SNP 6072.29 0 0 0 25 18 19 29 32 0 0 0 0 0 0 22 18 9 26 18 19 29 32 21 20 11 18 10 11 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_17580Pp3c3_17580transcript PAC:32945059protein_codingNA c.-1356C>T NA NA NA NA 1065
Chr03 12225204 G A Chr03_12225204_G_AG_A SNP 6072.29 0 0 0 25 18 19 29 32 0 0 0 0 0 0 22 18 9 26 18 19 29 32 21 20 11 18 10 11 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_17580Pp3c3_17580transcript PAC:32945060protein_codingNA c.-1356C>T NA NA NA NA 1060
Chr03 12225204 G A Chr03_12225204_G_AG_A SNP 6072.29 0 0 0 25 18 19 29 32 0 0 0 0 0 0 22 18 9 26 18 19 29 32 21 20 11 18 10 11 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_17580-Pp3c3_17600Pp3c3_17580-Pp3c3_17600intergenic_regionPp3c3_17580-Pp3c3_17600NA NA n.12225204G>ANA NA NA NA NA
Chr03 12394332 C CAT Chr03_12394332_C_CATC_CAT INDEL 304.37 0 0 0 0 0 1 0 0 0 1 0 10 0 0 19 6 12 19 9 22 21 15 17 14 12 10 9 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c3_17840Pp3c3_17840transcript PAC:32940458protein_codingNA c.-3546_-3545insATNA NA NA NA 2520
Chr03 12394332 C CAT Chr03_12394332_C_CATC_CAT INDEL 304.37 0 0 0 0 0 1 0 0 0 1 0 10 0 0 19 6 12 19 9 22 21 15 17 14 12 10 9 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c3_17840Pp3c3_17840transcript PAC:32940459protein_codingNA c.-3546_-3545insATNA NA NA NA 2397
Chr03 12394332 C CAT Chr03_12394332_C_CATC_CAT INDEL 304.37 0 0 0 0 0 1 0 0 0 1 0 10 0 0 19 6 12 19 9 22 21 15 17 14 12 10 9 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c3_17820-Pp3c3_17840Pp3c3_17820-Pp3c3_17840intergenic_regionPp3c3_17820-Pp3c3_17840NA NA n.12394332_12394333insATNA NA NA NA NA
Chr03 12432198 C A Chr03_12432198_C_AC_A SNP 5502.29 0 0 0 15 17 23 30 20 0 0 0 0 0 0 23 8 18 15 17 23 30 20 27 17 16 17 10 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_17840-Pp3c3_17880Pp3c3_17840-Pp3c3_17880intergenic_regionPp3c3_17840-Pp3c3_17880NA NA n.12432198C>ANA NA NA NA NA
Chr03 12439439 AT A Chr03_12439439_AT_AAT_A INDEL 16853.59 17 13 13 26 16 20 24 25 19 28 12 19 7 9 17 13 13 26 16 20 24 25 19 28 12 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17880Pp3c3_17880transcript PAC:32942134protein_codingNA c.-3336delT NA NA NA NA 3336
Chr03 12439439 AT A Chr03_12439439_AT_AAT_A INDEL 16853.59 17 13 13 26 16 20 24 25 19 28 12 19 7 9 17 13 13 26 16 20 24 25 19 28 12 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17840-Pp3c3_17880Pp3c3_17840-Pp3c3_17880intergenic_regionPp3c3_17840-Pp3c3_17880NA NA n.12439440delTNA NA NA NA NA
Chr03 12439465 C A Chr03_12439465_C_AC_A SNP 18784.63 21 18 14 27 14 22 22 24 25 29 8 20 8 9 21 18 15 27 14 22 22 24 25 29 8 20 8 9 1 1 0.933 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17880Pp3c3_17880transcript PAC:32942134protein_codingNA c.-3311C>A NA NA NA NA 3311
Chr03 12439465 C A Chr03_12439465_C_AC_A SNP 18784.63 21 18 14 27 14 22 22 24 25 29 8 20 8 9 21 18 15 27 14 22 22 24 25 29 8 20 8 9 1 1 0.933 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17840-Pp3c3_17880Pp3c3_17840-Pp3c3_17880intergenic_regionPp3c3_17840-Pp3c3_17880NA NA n.12439465C>ANA NA NA NA NA
Chr03 12441701 G GT Chr03_12441701_G_GTG_GT INDEL 16036.59 36 14 19 17 18 36 25 15 32 20 22 15 8 8 36 14 19 17 18 36 25 15 32 20 24 15 8 8 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_17880Pp3c3_17880transcript PAC:32942134protein_codingNA c.-1075_-1074insTNA NA NA NA 1074
Chr03 12441701 G GT Chr03_12441701_G_GTG_GT INDEL 16036.59 36 14 19 17 18 36 25 15 32 20 22 15 8 8 36 14 19 17 18 36 25 15 32 20 24 15 8 8 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17840-Pp3c3_17880Pp3c3_17840-Pp3c3_17880intergenic_regionPp3c3_17840-Pp3c3_17880NA NA n.12441701_12441702insTNA NA NA NA NA
Chr03 12483946 A C Chr03_12483946_A_CA_C SNP 18853.63 28 13 20 29 16 33 35 25 28 21 16 8 10 15 28 13 20 29 16 33 35 25 28 21 16 8 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_17970-Pp3c3_17990Pp3c3_17970-Pp3c3_17990intergenic_regionPp3c3_17970-Pp3c3_17990NA NA n.12483946A>CNA NA NA NA NA
Chr03 12757458 A AAT Chr03_12757458_A_AATA_AAT INDEL 3021.24 3 0 0 16 11 24 18 15 0 0 1 0 1 0 36 7 17 16 12 24 20 15 11 14 9 7 6 7 0.083 0 0 1 0.917 1 0.9 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c3_18231-Pp3c3_18290Pp3c3_18231-Pp3c3_18290intergenic_regionPp3c3_18231-Pp3c3_18290NA NA n.12757458_12757459insATNA NA NA NA NA
Chr03 12789343 C A Chr03_12789343_C_AC_A SNP 7903.63 14 6 7 5 5 12 8 11 9 4 7 10 6 5 14 6 7 5 5 12 8 11 9 4 7 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18300-Pp3c3_18310Pp3c3_18300-Pp3c3_18310intergenic_regionPp3c3_18300-Pp3c3_18310NA NA n.12789343C>ANA NA NA NA NA
Chr03 12789457 CA C Chr03_12789457_CA_CCA_C INDEL 15047.59 24 21 11 24 14 25 17 19 17 16 24 18 14 14 24 21 11 24 14 25 17 19 17 16 24 18 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18300-Pp3c3_18310Pp3c3_18300-Pp3c3_18310intergenic_regionPp3c3_18300-Pp3c3_18310NA NA n.12789458delANA NA NA NA NA
Chr03 12804313 T TA Chr03_12804313_T_TAT_TA INDEL 13310.59 29 17 18 22 18 23 32 16 13 25 10 13 11 5 29 17 18 22 19 23 32 16 13 26 10 13 11 5 1 1 1 1 0.947 1 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18310Pp3c3_18310transcript PAC:32941083protein_codingNA c.-1217_-1216insANA NA NA NA 1170
Chr03 12804313 T TA Chr03_12804313_T_TAT_TA INDEL 13310.59 29 17 18 22 18 23 32 16 13 25 10 13 11 5 29 17 18 22 19 23 32 16 13 26 10 13 11 5 1 1 1 1 0.947 1 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18310Pp3c3_18310transcript PAC:32941084protein_codingNA c.-1217_-1216insANA NA NA NA 1165
Chr03 12804313 T TA Chr03_12804313_T_TAT_TA INDEL 13310.59 29 17 18 22 18 23 32 16 13 25 10 13 11 5 29 17 18 22 19 23 32 16 13 26 10 13 11 5 1 1 1 1 0.947 1 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18320Pp3c3_18320transcript PAC:32942915protein_codingNA c.*3307_*3308insTNA NA NA NA 2929
Chr03 12804313 T TA Chr03_12804313_T_TAT_TA INDEL 13310.59 29 17 18 22 18 23 32 16 13 25 10 13 11 5 29 17 18 22 19 23 32 16 13 26 10 13 11 5 1 1 1 1 0.947 1 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18320Pp3c3_18320transcript PAC:32942917protein_codingNA c.*3307_*3308insTNA NA NA NA 2830
Chr03 12804313 T TA Chr03_12804313_T_TAT_TA INDEL 13310.59 29 17 18 22 18 23 32 16 13 25 10 13 11 5 29 17 18 22 19 23 32 16 13 26 10 13 11 5 1 1 1 1 0.947 1 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18320Pp3c3_18320transcript PAC:32942918protein_codingNA c.*3307_*3308insTNA NA NA NA 2842
Chr03 12804313 T TA Chr03_12804313_T_TAT_TA INDEL 13310.59 29 17 18 22 18 23 32 16 13 25 10 13 11 5 29 17 18 22 19 23 32 16 13 26 10 13 11 5 1 1 1 1 0.947 1 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18320Pp3c3_18320transcript PAC:32942916protein_codingNA c.*3307_*3308insTNA NA NA NA 2870
Chr03 12804313 T TA Chr03_12804313_T_TAT_TA INDEL 13310.59 29 17 18 22 18 23 32 16 13 25 10 13 11 5 29 17 18 22 19 23 32 16 13 26 10 13 11 5 1 1 1 1 0.947 1 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18320Pp3c3_18320transcript PAC:32942919protein_codingNA c.*3307_*3308insTNA NA NA NA 2870
Chr03 12804313 T TA Chr03_12804313_T_TAT_TA INDEL 13310.59 29 17 18 22 18 23 32 16 13 25 10 13 11 5 29 17 18 22 19 23 32 16 13 26 10 13 11 5 1 1 1 1 0.947 1 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18320Pp3c3_18320transcript PAC:32942920protein_codingNA c.*3453_*3454insTNA NA NA NA 2909
Chr03 12804313 T TA Chr03_12804313_T_TAT_TA INDEL 13310.59 29 17 18 22 18 23 32 16 13 25 10 13 11 5 29 17 18 22 19 23 32 16 13 26 10 13 11 5 1 1 1 1 0.947 1 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18320Pp3c3_18320transcript PAC:32942922protein_codingNA c.*3453_*3454insTNA NA NA NA 2909
Chr03 12804313 T TA Chr03_12804313_T_TAT_TA INDEL 13310.59 29 17 18 22 18 23 32 16 13 25 10 13 11 5 29 17 18 22 19 23 32 16 13 26 10 13 11 5 1 1 1 1 0.947 1 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18320Pp3c3_18320transcript PAC:32942921protein_codingNA c.*3994_*3995insTNA NA NA NA 3817
Chr03 12804313 T TA Chr03_12804313_T_TAT_TA INDEL 13310.59 29 17 18 22 18 23 32 16 13 25 10 13 11 5 29 17 18 22 19 23 32 16 13 26 10 13 11 5 1 1 1 1 0.947 1 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18300-Pp3c3_18310Pp3c3_18300-Pp3c3_18310intergenic_regionPp3c3_18300-Pp3c3_18310NA NA n.12804313_12804314insANA NA NA NA NA
Chr03 12910828 C T Chr03_12910828_C_TC_T SNP 6407.29 0 0 0 23 18 28 27 20 0 0 0 0 0 0 25 21 15 23 18 28 27 20 23 36 7 20 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_18540-Pp3c3_18570Pp3c3_18540-Pp3c3_18570intergenic_regionPp3c3_18540-Pp3c3_18570NA NA n.12910828C>TNA NA NA NA NA
Chr03 12963683 T TG Chr03_12963683_T_TGT_TG INDEL 14772.59 17 13 16 27 13 8 28 17 9 12 13 10 4 7 17 13 16 27 13 8 28 17 9 12 13 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18670Pp3c3_18670transcript PAC:32940339protein_codingNA c.-528_-527insGNA NA NA NA 527
Chr03 12963683 T TG Chr03_12963683_T_TGT_TG INDEL 14772.59 17 13 16 27 13 8 28 17 9 12 13 10 4 7 17 13 16 27 13 8 28 17 9 12 13 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18660-Pp3c3_18670Pp3c3_18660-Pp3c3_18670intergenic_regionPp3c3_18660-Pp3c3_18670NA NA n.12963683_12963684insGNA NA NA NA NA
Chr03 12963741 G T Chr03_12963741_G_TG_T SNP 15565.63 15 13 20 24 13 15 24 23 16 10 24 13 5 4 15 13 20 24 13 15 24 23 16 10 24 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18670Pp3c3_18670transcript PAC:32940339protein_codingNA c.-470G>T NA NA NA NA 470
Chr03 12963741 G T Chr03_12963741_G_TG_T SNP 15565.63 15 13 20 24 13 15 24 23 16 10 24 13 5 4 15 13 20 24 13 15 24 23 16 10 24 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18660-Pp3c3_18670Pp3c3_18660-Pp3c3_18670intergenic_regionPp3c3_18660-Pp3c3_18670NA NA n.12963741G>TNA NA NA NA NA
Chr03 12968441 ATCGTTTC A Chr03_12968441_ATCGTTTC_AATCGTTTC_AINDEL 14318.59 21 11 10 27 19 18 17 9 14 18 8 13 6 11 21 11 10 27 19 18 17 9 14 18 8 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18670Pp3c3_18670transcript PAC:32940339protein_codingNA c.*3848_*3854delTCGTTTCNA NA NA NA 3848
Chr03 12968441 ATCGTTTC A Chr03_12968441_ATCGTTTC_AATCGTTTC_AINDEL 14318.59 21 11 10 27 19 18 17 9 14 18 8 13 6 11 21 11 10 27 19 18 17 9 14 18 8 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18670-Pp3c3_18690Pp3c3_18670-Pp3c3_18690intergenic_regionPp3c3_18670-Pp3c3_18690NA NA n.12968442_12968448delTCGTTTCNA NA NA NA NA
Chr03 12968450 T A Chr03_12968450_T_AT_A SNP 14687.63 21 11 10 28 19 18 18 9 15 19 8 13 6 11 21 11 10 28 19 18 18 9 15 19 8 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18670Pp3c3_18670transcript PAC:32940339protein_codingNA c.*3856T>A NA NA NA NA 3856
Chr03 12968450 T A Chr03_12968450_T_AT_A SNP 14687.63 21 11 10 28 19 18 18 9 15 19 8 13 6 11 21 11 10 28 19 18 18 9 15 19 8 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18670-Pp3c3_18690Pp3c3_18670-Pp3c3_18690intergenic_regionPp3c3_18670-Pp3c3_18690NA NA n.12968450T>ANA NA NA NA NA
Chr03 12968453 C A Chr03_12968453_C_AC_A SNP 15137.63 22 11 9 28 16 19 17 9 15 20 8 12 6 9 22 11 9 28 16 19 17 9 15 20 8 12 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18670Pp3c3_18670transcript PAC:32940339protein_codingNA c.*3859C>A NA NA NA NA 3859
Chr03 12968453 C A Chr03_12968453_C_AC_A SNP 15137.63 22 11 9 28 16 19 17 9 15 20 8 12 6 9 22 11 9 28 16 19 17 9 15 20 8 12 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18670-Pp3c3_18690Pp3c3_18670-Pp3c3_18690intergenic_regionPp3c3_18670-Pp3c3_18690NA NA n.12968453C>ANA NA NA NA NA
Chr03 12968456 AAG A Chr03_12968456_AAG_AAAG_A INDEL 16031.59 22 12 8 28 16 20 18 9 15 22 8 12 6 9 22 12 8 28 16 20 18 9 15 22 8 12 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18670Pp3c3_18670transcript PAC:32940339protein_codingNA c.*3863_*3864delAGNA NA NA NA 3863
Chr03 12968456 AAG A Chr03_12968456_AAG_AAAG_A INDEL 16031.59 22 12 8 28 16 20 18 9 15 22 8 12 6 9 22 12 8 28 16 20 18 9 15 22 8 12 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18670-Pp3c3_18690Pp3c3_18670-Pp3c3_18690intergenic_regionPp3c3_18670-Pp3c3_18690NA NA n.12968457_12968458delAGNA NA NA NA NA
Chr03 12968459 G GAATATAT Chr03_12968459_G_GAATATATG_GAATATATINDEL 15536.59 22 12 8 28 17 20 17 10 15 22 8 12 6 9 22 12 8 28 17 20 17 10 15 22 8 12 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18670Pp3c3_18670transcript PAC:32940339protein_codingNA c.*3865_*3866insAATATATNA NA NA NA 3866
Chr03 12968459 G GAATATAT Chr03_12968459_G_GAATATATG_GAATATATINDEL 15536.59 22 12 8 28 17 20 17 10 15 22 8 12 6 9 22 12 8 28 17 20 17 10 15 22 8 12 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18670-Pp3c3_18690Pp3c3_18670-Pp3c3_18690intergenic_regionPp3c3_18670-Pp3c3_18690NA NA n.12968459_12968460insAATATATNA NA NA NA NA
Chr03 12968462 T A Chr03_12968462_T_AT_A SNP 14667.63 20 12 5 29 17 19 15 13 13 19 7 12 7 8 20 12 5 29 17 19 15 13 13 19 7 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18670Pp3c3_18670transcript PAC:32940339protein_codingNA c.*3868T>A NA NA NA NA 3868
Chr03 12968462 T A Chr03_12968462_T_AT_A SNP 14667.63 20 12 5 29 17 19 15 13 13 19 7 12 7 8 20 12 5 29 17 19 15 13 13 19 7 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18670-Pp3c3_18690Pp3c3_18670-Pp3c3_18690intergenic_regionPp3c3_18670-Pp3c3_18690NA NA n.12968462T>ANA NA NA NA NA
Chr03 12968463 C CT Chr03_12968463_C_CTC_CT INDEL 14388.59 20 13 5 29 17 19 16 13 14 19 7 11 7 8 20 13 5 29 17 19 16 13 14 19 7 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18670Pp3c3_18670transcript PAC:32940339protein_codingNA c.*3869_*3870insTNA NA NA NA 3870
Chr03 12968463 C CT Chr03_12968463_C_CTC_CT INDEL 14388.59 20 13 5 29 17 19 16 13 14 19 7 11 7 8 20 13 5 29 17 19 16 13 14 19 7 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_18670-Pp3c3_18690Pp3c3_18670-Pp3c3_18690intergenic_regionPp3c3_18670-Pp3c3_18690NA NA n.12968463_12968464insTNA NA NA NA NA
Chr03 13000250 G T Chr03_13000250_G_TG_T SNP 17567.63 21 15 16 25 15 31 30 34 7 21 15 20 16 19 21 15 16 25 15 31 30 34 7 21 15 20 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18730Pp3c3_18730transcript PAC:32941288protein_codingNA c.-4433G>T NA NA NA NA 4079
Chr03 13000250 G T Chr03_13000250_G_TG_T SNP 17567.63 21 15 16 25 15 31 30 34 7 21 15 20 16 19 21 15 16 25 15 31 30 34 7 21 15 20 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18730Pp3c3_18730transcript PAC:32941289protein_codingNA c.-4433G>T NA NA NA NA 4088
Chr03 13000250 G T Chr03_13000250_G_TG_T SNP 17567.63 21 15 16 25 15 31 30 34 7 21 15 20 16 19 21 15 16 25 15 31 30 34 7 21 15 20 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18730Pp3c3_18730transcript PAC:32941290protein_codingNA c.-5266G>T NA NA NA NA 4088
Chr03 13000250 G T Chr03_13000250_G_TG_T SNP 17567.63 21 15 16 25 15 31 30 34 7 21 15 20 16 19 21 15 16 25 15 31 30 34 7 21 15 20 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18710Pp3c3_18710transcript PAC:32943485protein_codingNA c.*4338G>T NA NA NA NA 4338
Chr03 13000250 G T Chr03_13000250_G_TG_T SNP 17567.63 21 15 16 25 15 31 30 34 7 21 15 20 16 19 21 15 16 25 15 31 30 34 7 21 15 20 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18690Pp3c3_18690transcript PAC:32942568protein_codingNA c.*7818G>T NA NA NA NA 4471
Chr03 13000250 G T Chr03_13000250_G_TG_T SNP 17567.63 21 15 16 25 15 31 30 34 7 21 15 20 16 19 21 15 16 25 15 31 30 34 7 21 15 20 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18710Pp3c3_18710transcript PAC:32943486protein_codingNA c.*4338G>T NA NA NA NA 4338
Chr03 13000250 G T Chr03_13000250_G_TG_T SNP 17567.63 21 15 16 25 15 31 30 34 7 21 15 20 16 19 21 15 16 25 15 31 30 34 7 21 15 20 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_18720Pp3c3_18720transcript PAC:32942467protein_coding 02-juin c.697+16G>TNA NA NA NA NA
Chr03 13012834 A AGG Chr03_13012834_A_AGGA_AGG INDEL 17555.59 20 12 13 26 13 17 23 24 17 25 13 14 12 9 20 12 13 26 13 17 23 24 17 25 13 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18760Pp3c3_18760transcript PAC:32943977protein_codingNA c.-3148_-3147insGGNA NA NA NA 3012
Chr03 13012834 A AGG Chr03_13012834_A_AGGA_AGG INDEL 17555.59 20 12 13 26 13 17 23 24 17 25 13 14 12 9 20 12 13 26 13 17 23 24 17 25 13 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18760Pp3c3_18760transcript PAC:32943978protein_codingNA c.-3148_-3147insGGNA NA NA NA 2996
Chr03 13012834 A AGG Chr03_13012834_A_AGGA_AGG INDEL 17555.59 20 12 13 26 13 17 23 24 17 25 13 14 12 9 20 12 13 26 13 17 23 24 17 25 13 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18760Pp3c3_18760transcript PAC:32943979protein_codingNA c.-3148_-3147insGGNA NA NA NA 2996
Chr03 13012834 A AGG Chr03_13012834_A_AGGA_AGG INDEL 17555.59 20 12 13 26 13 17 23 24 17 25 13 14 12 9 20 12 13 26 13 17 23 24 17 25 13 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18730Pp3c3_18730transcript PAC:32941288protein_codingNA c.*2123_*2124insGGNA NA NA NA 1759
Chr03 13012834 A AGG Chr03_13012834_A_AGGA_AGG INDEL 17555.59 20 12 13 26 13 17 23 24 17 25 13 14 12 9 20 12 13 26 13 17 23 24 17 25 13 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18730Pp3c3_18730transcript PAC:32941289protein_codingNA c.*2123_*2124insGGNA NA NA NA 1765
Chr03 13012834 A AGG Chr03_13012834_A_AGGA_AGG INDEL 17555.59 20 12 13 26 13 17 23 24 17 25 13 14 12 9 20 12 13 26 13 17 23 24 17 25 13 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_18730Pp3c3_18730transcript PAC:32941290protein_codingNA c.*2123_*2124insGGNA NA NA NA 1765
Chr03 13012834 A AGG Chr03_13012834_A_AGGA_AGG INDEL 17555.59 20 12 13 26 13 17 23 24 17 25 13 14 12 9 20 12 13 26 13 17 23 24 17 25 13 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_18750Pp3c3_18750transcript PAC:32943317protein_coding 02-févr c.319-57_319-56insCCNA NA NA NA NA
Chr03 13012834 A AGG Chr03_13012834_A_AGGA_AGG INDEL 17555.59 20 12 13 26 13 17 23 24 17 25 13 14 12 9 20 12 13 26 13 17 23 24 17 25 13 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_18750Pp3c3_18750transcript PAC:32943318protein_coding 02-févr c.319-57_319-56insCCNA NA NA NA NA
Chr03 13073622 G A Chr03_13073622_G_AG_A SNP 6741.29 0 0 0 25 20 30 21 27 0 0 0 0 0 0 30 17 24 25 20 30 21 27 26 31 15 14 11 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_18830Pp3c3_18830transcript PAC:32943028protein_codingNA c.-1852C>T NA NA NA NA 1852
Chr03 13073622 G A Chr03_13073622_G_AG_A SNP 6741.29 0 0 0 25 20 30 21 27 0 0 0 0 0 0 30 17 24 25 20 30 21 27 26 31 15 14 11 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_18840Pp3c3_18840transcript PAC:32940598protein_codingNA c.-3884G>A NA NA NA NA 3104
Chr03 13073622 G A Chr03_13073622_G_AG_A SNP 6741.29 0 0 0 25 20 30 21 27 0 0 0 0 0 0 30 17 24 25 20 30 21 27 26 31 15 14 11 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_18840Pp3c3_18840transcript PAC:32940600protein_codingNA c.-3884G>A NA NA NA NA 2733
Chr03 13073622 G A Chr03_13073622_G_AG_A SNP 6741.29 0 0 0 25 20 30 21 27 0 0 0 0 0 0 30 17 24 25 20 30 21 27 26 31 15 14 11 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_18840Pp3c3_18840transcript PAC:32940599protein_codingNA c.-3884G>A NA NA NA NA 3104
Chr03 13073622 G A Chr03_13073622_G_AG_A SNP 6741.29 0 0 0 25 20 30 21 27 0 0 0 0 0 0 30 17 24 25 20 30 21 27 26 31 15 14 11 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_18840Pp3c3_18840transcript PAC:32940601protein_codingNA c.-3884G>A NA NA NA NA 3104
Chr03 13073622 G A Chr03_13073622_G_AG_A SNP 6741.29 0 0 0 25 20 30 21 27 0 0 0 0 0 0 30 17 24 25 20 30 21 27 26 31 15 14 11 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_18830-Pp3c3_18840Pp3c3_18830-Pp3c3_18840intergenic_regionPp3c3_18830-Pp3c3_18840NA NA n.13073622G>ANA NA NA NA NA
Chr03 13076645 G T Chr03_13076645_G_TG_T SNP 11988.63 18 14 10 16 18 13 27 23 16 16 9 7 7 4 18 14 10 16 18 13 27 24 16 16 9 7 7 4 1 1 1 1 1 1 1 0.958 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_18840Pp3c3_18840transcript PAC:32940600protein_coding 01-mai c.-861G>T NA NA NA NA 861
Chr03 13076645 G T Chr03_13076645_G_TG_T SNP 11988.63 18 14 10 16 18 13 27 23 16 16 9 7 7 4 18 14 10 16 18 13 27 24 16 16 9 7 7 4 1 1 1 1 1 1 1 0.958 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18830Pp3c3_18830transcript PAC:32943028protein_codingNA c.-4875C>A NA NA NA NA 4875
Chr03 13076645 G T Chr03_13076645_G_TG_T SNP 11988.63 18 14 10 16 18 13 27 23 16 16 9 7 7 4 18 14 10 16 18 13 27 24 16 16 9 7 7 4 1 1 1 1 1 1 1 0.958 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18840Pp3c3_18840transcript PAC:32940598protein_codingNA c.-861G>T NA NA NA NA 81
Chr03 13076645 G T Chr03_13076645_G_TG_T SNP 11988.63 18 14 10 16 18 13 27 23 16 16 9 7 7 4 18 14 10 16 18 13 27 24 16 16 9 7 7 4 1 1 1 1 1 1 1 0.958 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18840Pp3c3_18840transcript PAC:32940599protein_codingNA c.-861G>T NA NA NA NA 81
Chr03 13076645 G T Chr03_13076645_G_TG_T SNP 11988.63 18 14 10 16 18 13 27 23 16 16 9 7 7 4 18 14 10 16 18 13 27 24 16 16 9 7 7 4 1 1 1 1 1 1 1 0.958 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_18840Pp3c3_18840transcript PAC:32940601protein_codingNA c.-861G>T NA NA NA NA 81
Chr03 13235134 C A Chr03_13235134_C_AC_A SNP 21520.63 26 25 11 31 21 31 24 32 28 31 14 10 12 10 26 25 11 31 21 31 24 32 28 31 14 10 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_19050-Pp3c3_19080Pp3c3_19050-Pp3c3_19080intergenic_regionPp3c3_19050-Pp3c3_19080NA NA n.13235134C>ANA NA NA NA NA
Chr03 13235151 C A Chr03_13235151_C_AC_A SNP 21733.63 29 27 14 29 20 28 23 29 31 30 12 12 12 14 29 27 14 29 20 28 23 29 31 30 12 12 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_19050-Pp3c3_19080Pp3c3_19050-Pp3c3_19080intergenic_regionPp3c3_19050-Pp3c3_19080NA NA n.13235151C>ANA NA NA NA NA
Chr03 13235269 C T Chr03_13235269_C_TC_T SNP 18874.63 26 20 12 23 20 31 24 22 23 25 12 11 18 9 26 20 12 23 20 31 24 22 23 25 12 11 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_19050-Pp3c3_19080Pp3c3_19050-Pp3c3_19080intergenic_regionPp3c3_19050-Pp3c3_19080NA NA n.13235269C>TNA NA NA NA NA
Chr03 13235300 C A Chr03_13235300_C_AC_A SNP 18547.63 27 22 11 28 21 29 21 21 20 29 16 15 13 8 27 22 11 28 21 29 21 21 20 29 16 15 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_19050-Pp3c3_19080Pp3c3_19050-Pp3c3_19080intergenic_regionPp3c3_19050-Pp3c3_19080NA NA n.13235300C>ANA NA NA NA NA
Chr03 13428213 T TTA Chr03_13428213_T_TTAT_TTA INDEL 1038.35 23 4 12 0 0 1 0 2 1 1 0 0 0 0 23 5 12 10 16 17 18 13 14 5 10 10 8 4 1 0.8 1 0 0 0 0 0.154 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c3_19360-Pp3c3_19450Pp3c3_19360-Pp3c3_19450intergenic_regionPp3c3_19360-Pp3c3_19450NA NA n.13428213_13428214insTANA NA NA NA NA
Chr03 13572859 A AAT Chr03_13572859_A_AATA_AAT INDEL 1747.93 1 0 0 0 0 0 1 2 7 12 11 13 6 6 23 13 13 22 17 25 28 19 7 12 11 13 6 6 0 0 0 0 0 0 0 0.105 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c3_19710Pp3c3_19710transcript PAC:32941031protein_codingNA c.*2548_*2549insATNA NA NA NA 2102
Chr03 13572859 A AAT Chr03_13572859_A_AATA_AAT INDEL 1747.93 1 0 0 0 0 0 1 2 7 12 11 13 6 6 23 13 13 22 17 25 28 19 7 12 11 13 6 6 0 0 0 0 0 0 0 0.105 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c3_19730Pp3c3_19730transcript PAC:32940425protein_codingNA c.*1668_*1669insATNA NA NA NA 818
Chr03 13572859 A AAT Chr03_13572859_A_AATA_AAT INDEL 1747.93 1 0 0 0 0 0 1 2 7 12 11 13 6 6 23 13 13 22 17 25 28 19 7 12 11 13 6 6 0 0 0 0 0 0 0 0.105 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c3_19710Pp3c3_19710transcript PAC:32941032protein_codingNA c.*2548_*2549insATNA NA NA NA 2162
Chr03 13572859 A AAT Chr03_13572859_A_AATA_AAT INDEL 1747.93 1 0 0 0 0 0 1 2 7 12 11 13 6 6 23 13 13 22 17 25 28 19 7 12 11 13 6 6 0 0 0 0 0 0 0 0.105 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c3_19730Pp3c3_19730transcript PAC:32940426protein_codingNA c.*1668_*1669insATNA NA NA NA 1668
Chr03 13572859 A AAT Chr03_13572859_A_AATA_AAT INDEL 1747.93 1 0 0 0 0 0 1 2 7 12 11 13 6 6 23 13 13 22 17 25 28 19 7 12 11 13 6 6 0 0 0 0 0 0 0 0.105 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c3_19710-Pp3c3_19730Pp3c3_19710-Pp3c3_19730intergenic_regionPp3c3_19710-Pp3c3_19730NA NA n.13572859_13572860insATNA NA NA NA NA
Chr03 13582044 T TTA Chr03_13582044_T_TTAT_TTA INDEL 1223.93 1 3 0 0 0 2 2 2 9 10 4 5 7 7 14 16 13 18 14 16 22 13 10 11 4 5 7 7 0 0.188 0 0 0 0.125 0.091 0.154 0.9 0.909 1 1 1 1 0 7 7 4 7 0 0 upstream_gene_variantMODIFIER Pp3c3_19750Pp3c3_19750transcript PAC:32941993protein_codingNA c.-2800_-2799insTANA NA NA NA 2394
Chr03 13582044 T TTA Chr03_13582044_T_TTAT_TTA INDEL 1223.93 1 3 0 0 0 2 2 2 9 10 4 5 7 7 14 16 13 18 14 16 22 13 10 11 4 5 7 7 0 0.188 0 0 0 0.125 0.091 0.154 0.9 0.909 1 1 1 1 0 7 7 4 7 0 0 upstream_gene_variantMODIFIER Pp3c3_19750Pp3c3_19750transcript PAC:32941994protein_codingNA c.-2800_-2799insTANA NA NA NA 2399
Chr03 13582044 T TTA Chr03_13582044_T_TTAT_TTA INDEL 1223.93 1 3 0 0 0 2 2 2 9 10 4 5 7 7 14 16 13 18 14 16 22 13 10 11 4 5 7 7 0 0.188 0 0 0 0.125 0.091 0.154 0.9 0.909 1 1 1 1 0 7 7 4 7 0 0 intergenic_regionMODIFIER Pp3c3_19750-Pp3c3_19770Pp3c3_19750-Pp3c3_19770intergenic_regionPp3c3_19750-Pp3c3_19770NA NA n.13582044_13582045insTANA NA NA NA NA
Chr03 13641574 AG A Chr03_13641574_AG_AAG_A INDEL 16735.59 28 22 21 20 24 23 35 26 27 30 25 16 6 5 28 22 21 20 24 23 35 26 27 30 25 16 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_19890-Pp3c3_19900Pp3c3_19890-Pp3c3_19900intergenic_regionPp3c3_19890-Pp3c3_19900NA NA n.13641575delGNA NA NA NA NA
Chr03 13645514 GTCTT G Chr03_13645514_GTCTT_GGTCTT_G INDEL 21296.59 38 10 18 17 21 18 35 21 21 21 20 16 13 10 38 10 18 17 21 18 35 21 21 21 20 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_19890-Pp3c3_19900Pp3c3_19890-Pp3c3_19900intergenic_regionPp3c3_19890-Pp3c3_19900NA NA n.13645515_13645518delTCTTNA NA NA NA NA
Chr03 13645519 T TGAGA Chr03_13645519_T_TGAGAT_TGAGA INDEL 21296.59 38 10 18 17 21 18 35 21 21 21 20 16 14 10 38 10 18 17 21 18 35 21 21 21 20 16 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_19890-Pp3c3_19900Pp3c3_19890-Pp3c3_19900intergenic_regionPp3c3_19890-Pp3c3_19900NA NA n.13645519_13645520insGAGANA NA NA NA NA
Chr03 13667948 G A Chr03_13667948_G_AG_A SNP 16948.63 27 11 21 23 21 28 32 26 10 21 14 11 7 6 27 11 21 23 21 28 32 26 10 21 14 11 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_19905Pp3c3_19905transcript PAC:32944065protein_codingNA c.-3523C>T NA NA NA NA 3072
Chr03 13667948 G A Chr03_13667948_G_AG_A SNP 16948.63 27 11 21 23 21 28 32 26 10 21 14 11 7 6 27 11 21 23 21 28 32 26 10 21 14 11 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_19900Pp3c3_19900transcript PAC:32940305protein_codingNA c.*4315G>A NA NA NA NA 3872
Chr03 13667948 G A Chr03_13667948_G_AG_A SNP 16948.63 27 11 21 23 21 28 32 26 10 21 14 11 7 6 27 11 21 23 21 28 32 26 10 21 14 11 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_19900Pp3c3_19900transcript PAC:32940306protein_codingNA c.*4315G>A NA NA NA NA 4216
Chr03 13667948 G A Chr03_13667948_G_AG_A SNP 16948.63 27 11 21 23 21 28 32 26 10 21 14 11 7 6 27 11 21 23 21 28 32 26 10 21 14 11 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_19905-Pp3c3_19930Pp3c3_19905-Pp3c3_19930intergenic_regionPp3c3_19905-Pp3c3_19930NA NA n.13667948G>ANA NA NA NA NA
Chr03 13669066 C T Chr03_13669066_C_TC_T SNP 15960.63 27 11 13 24 14 19 32 16 13 11 16 16 9 13 27 11 13 24 14 19 32 16 13 11 16 16 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_19905Pp3c3_19905transcript PAC:32944065protein_codingNA c.-4641G>A NA NA NA NA 4190
Chr03 13669066 C T Chr03_13669066_C_TC_T SNP 15960.63 27 11 13 24 14 19 32 16 13 11 16 16 9 13 27 11 13 24 14 19 32 16 13 11 16 16 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_19900Pp3c3_19900transcript PAC:32940305protein_codingNA c.*5433C>T NA NA NA NA 4990
Chr03 13669066 C T Chr03_13669066_C_TC_T SNP 15960.63 27 11 13 24 14 19 32 16 13 11 16 16 9 13 27 11 13 24 14 19 32 16 13 11 16 16 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_19905-Pp3c3_19930Pp3c3_19905-Pp3c3_19930intergenic_regionPp3c3_19905-Pp3c3_19930NA NA n.13669066C>TNA NA NA NA NA
Chr03 13669133 C A Chr03_13669133_C_AC_A SNP 17220.63 21 12 15 28 18 22 28 18 13 18 24 10 13 17 21 12 15 28 18 22 28 18 13 18 24 10 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_19905Pp3c3_19905transcript PAC:32944065protein_codingNA c.-4708G>T NA NA NA NA 4257
Chr03 13669133 C A Chr03_13669133_C_AC_A SNP 17220.63 21 12 15 28 18 22 28 18 13 18 24 10 13 17 21 12 15 28 18 22 28 18 13 18 24 10 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_19905-Pp3c3_19930Pp3c3_19905-Pp3c3_19930intergenic_regionPp3c3_19905-Pp3c3_19930NA NA n.13669133C>ANA NA NA NA NA
Chr03 13669166 C G Chr03_13669166_C_GC_G SNP 17854.63 21 10 16 29 16 22 32 21 16 23 20 17 11 15 21 10 16 29 16 22 32 21 16 23 20 17 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_19905Pp3c3_19905transcript PAC:32944065protein_codingNA c.-4741G>C NA NA NA NA 4290
Chr03 13669166 C G Chr03_13669166_C_GC_G SNP 17854.63 21 10 16 29 16 22 32 21 16 23 20 17 11 15 21 10 16 29 16 22 32 21 16 23 20 17 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_19905-Pp3c3_19930Pp3c3_19905-Pp3c3_19930intergenic_regionPp3c3_19905-Pp3c3_19930NA NA n.13669166C>GNA NA NA NA NA
Chr03 13695513 A G Chr03_13695513_A_GA_G SNP 9772.63 15 10 8 18 7 12 13 13 6 9 9 8 5 4 15 10 8 18 7 12 13 13 6 9 9 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943870protein_coding 02-févr c.-15T>C NA NA NA NA 15
Chr03 13695513 A G Chr03_13695513_A_GA_G SNP 9772.63 15 10 8 18 7 12 13 13 6 9 9 8 5 4 15 10 8 18 7 12 13 13 6 9 9 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943873protein_coding 02-févr c.-15T>C NA NA NA NA 15
Chr03 13695513 A G Chr03_13695513_A_GA_G SNP 9772.63 15 10 8 18 7 12 13 13 6 9 9 8 5 4 15 10 8 18 7 12 13 13 6 9 9 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943874protein_coding 02-févr c.-15T>C NA NA NA NA 15
Chr03 13695513 A G Chr03_13695513_A_GA_G SNP 9772.63 15 10 8 18 7 12 13 13 6 9 9 8 5 4 15 10 8 18 7 12 13 13 6 9 9 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943872protein_coding 03-mars c.-15T>C NA NA NA NA 15
Chr03 13695513 A G Chr03_13695513_A_GA_G SNP 9772.63 15 10 8 18 7 12 13 13 6 9 9 8 5 4 15 10 8 18 7 12 13 13 6 9 9 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943871protein_coding 03-mars c.-15T>C NA NA NA NA 15
Chr03 13695520 G GA Chr03_13695520_G_GAG_GA INDEL 9278.59 14 9 5 17 7 12 12 12 6 8 9 8 4 5 14 9 5 17 7 12 12 12 6 8 9 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943870protein_coding 02-févr c.-23dupT NA NA NA NA 23
Chr03 13695520 G GA Chr03_13695520_G_GAG_GA INDEL 9278.59 14 9 5 17 7 12 12 12 6 8 9 8 4 5 14 9 5 17 7 12 12 12 6 8 9 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943873protein_coding 02-févr c.-23dupT NA NA NA NA 23
Chr03 13695520 G GA Chr03_13695520_G_GAG_GA INDEL 9278.59 14 9 5 17 7 12 12 12 6 8 9 8 4 5 14 9 5 17 7 12 12 12 6 8 9 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943874protein_coding 02-févr c.-23dupT NA NA NA NA 23
Chr03 13695520 G GA Chr03_13695520_G_GAG_GA INDEL 9278.59 14 9 5 17 7 12 12 12 6 8 9 8 4 5 14 9 5 17 7 12 12 12 6 8 9 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943872protein_coding 03-mars c.-23dupT NA NA NA NA 23
Chr03 13695520 G GA Chr03_13695520_G_GAG_GA INDEL 9278.59 14 9 5 17 7 12 12 12 6 8 9 8 4 5 14 9 5 17 7 12 12 12 6 8 9 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943871protein_coding 03-mars c.-23dupT NA NA NA NA 23
Chr03 13695600 C A Chr03_13695600_C_AC_A SNP 8329.63 11 4 6 11 6 12 13 7 10 10 4 5 5 4 11 4 6 11 6 12 13 7 10 10 4 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c3_19950Pp3c3_19950transcript PAC:32943870protein_coding 02-févr c.-102G>T NA NA NA NA NA
Chr03 13695600 C A Chr03_13695600_C_AC_A SNP 8329.63 11 4 6 11 6 12 13 7 10 10 4 5 5 4 11 4 6 11 6 12 13 7 10 10 4 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c3_19950Pp3c3_19950transcript PAC:32943873protein_coding 02-févr c.-102G>T NA NA NA NA NA
Chr03 13695600 C A Chr03_13695600_C_AC_A SNP 8329.63 11 4 6 11 6 12 13 7 10 10 4 5 5 4 11 4 6 11 6 12 13 7 10 10 4 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c3_19950Pp3c3_19950transcript PAC:32943874protein_coding 02-févr c.-102G>T NA NA NA NA NA
Chr03 13695600 C A Chr03_13695600_C_AC_A SNP 8329.63 11 4 6 11 6 12 13 7 10 10 4 5 5 4 11 4 6 11 6 12 13 7 10 10 4 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c3_19950Pp3c3_19950transcript PAC:32943872protein_coding 03-mars c.-102G>T NA NA NA NA NA
Chr03 13695600 C A Chr03_13695600_C_AC_A SNP 8329.63 11 4 6 11 6 12 13 7 10 10 4 5 5 4 11 4 6 11 6 12 13 7 10 10 4 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c3_19950Pp3c3_19950transcript PAC:32943871protein_coding 03-mars c.-102G>T NA NA NA NA NA
Chr03 13695600 C A Chr03_13695600_C_AC_A SNP 8329.63 11 4 6 11 6 12 13 7 10 10 4 5 5 4 11 4 6 11 6 12 13 7 10 10 4 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943870protein_coding 02-févr c.-102G>T NA NA NA NA 102
Chr03 13695600 C A Chr03_13695600_C_AC_A SNP 8329.63 11 4 6 11 6 12 13 7 10 10 4 5 5 4 11 4 6 11 6 12 13 7 10 10 4 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943873protein_coding 02-févr c.-102G>T NA NA NA NA 102
Chr03 13695600 C A Chr03_13695600_C_AC_A SNP 8329.63 11 4 6 11 6 12 13 7 10 10 4 5 5 4 11 4 6 11 6 12 13 7 10 10 4 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943874protein_coding 02-févr c.-102G>T NA NA NA NA 102
Chr03 13695600 C A Chr03_13695600_C_AC_A SNP 8329.63 11 4 6 11 6 12 13 7 10 10 4 5 5 4 11 4 6 11 6 12 13 7 10 10 4 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943872protein_coding 03-mars c.-102G>T NA NA NA NA 102
Chr03 13695600 C A Chr03_13695600_C_AC_A SNP 8329.63 11 4 6 11 6 12 13 7 10 10 4 5 5 4 11 4 6 11 6 12 13 7 10 10 4 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943871protein_coding 03-mars c.-102G>T NA NA NA NA 102
Chr03 13695606 A G Chr03_13695606_A_GA_G SNP 8768.63 11 4 7 11 7 10 14 6 10 11 4 4 5 5 11 4 7 11 7 10 14 6 10 11 4 4 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943870protein_coding 02-févr c.-108T>C NA NA NA NA 108
Chr03 13695606 A G Chr03_13695606_A_GA_G SNP 8768.63 11 4 7 11 7 10 14 6 10 11 4 4 5 5 11 4 7 11 7 10 14 6 10 11 4 4 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943873protein_coding 02-févr c.-108T>C NA NA NA NA 108
Chr03 13695606 A G Chr03_13695606_A_GA_G SNP 8768.63 11 4 7 11 7 10 14 6 10 11 4 4 5 5 11 4 7 11 7 10 14 6 10 11 4 4 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943874protein_coding 02-févr c.-108T>C NA NA NA NA 108
Chr03 13695606 A G Chr03_13695606_A_GA_G SNP 8768.63 11 4 7 11 7 10 14 6 10 11 4 4 5 5 11 4 7 11 7 10 14 6 10 11 4 4 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943872protein_coding 03-mars c.-108T>C NA NA NA NA 108
Chr03 13695606 A G Chr03_13695606_A_GA_G SNP 8768.63 11 4 7 11 7 10 14 6 10 11 4 4 5 5 11 4 7 11 7 10 14 6 10 11 4 4 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943871protein_coding 03-mars c.-108T>C NA NA NA NA 108
Chr03 13695614 G T Chr03_13695614_G_TG_T SNP 8587.63 9 4 8 14 7 10 14 8 8 14 7 6 6 6 9 4 8 14 7 10 14 8 8 14 7 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943870protein_coding 02-févr c.-116C>A NA NA NA NA 116
Chr03 13695614 G T Chr03_13695614_G_TG_T SNP 8587.63 9 4 8 14 7 10 14 8 8 14 7 6 6 6 9 4 8 14 7 10 14 8 8 14 7 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943873protein_coding 02-févr c.-116C>A NA NA NA NA 116
Chr03 13695614 G T Chr03_13695614_G_TG_T SNP 8587.63 9 4 8 14 7 10 14 8 8 14 7 6 6 6 9 4 8 14 7 10 14 8 8 14 7 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943874protein_coding 02-févr c.-116C>A NA NA NA NA 116
Chr03 13695614 G T Chr03_13695614_G_TG_T SNP 8587.63 9 4 8 14 7 10 14 8 8 14 7 6 6 6 9 4 8 14 7 10 14 8 8 14 7 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943872protein_coding 03-mars c.-116C>A NA NA NA NA 116
Chr03 13695614 G T Chr03_13695614_G_TG_T SNP 8587.63 9 4 8 14 7 10 14 8 8 14 7 6 6 6 9 4 8 14 7 10 14 8 8 14 7 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943871protein_coding 03-mars c.-116C>A NA NA NA NA 116
Chr03 13695628 G GA Chr03_13695628_G_GAG_GA INDEL 10599.59 9 7 12 18 9 13 18 9 8 13 10 8 8 7 9 7 12 18 9 13 18 9 8 13 10 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943870protein_coding 02-févr c.-131dupT NA NA NA NA 131
Chr03 13695628 G GA Chr03_13695628_G_GAG_GA INDEL 10599.59 9 7 12 18 9 13 18 9 8 13 10 8 8 7 9 7 12 18 9 13 18 9 8 13 10 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943873protein_coding 02-févr c.-131dupT NA NA NA NA 131
Chr03 13695628 G GA Chr03_13695628_G_GAG_GA INDEL 10599.59 9 7 12 18 9 13 18 9 8 13 10 8 8 7 9 7 12 18 9 13 18 9 8 13 10 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943874protein_coding 02-févr c.-131dupT NA NA NA NA 131
Chr03 13695628 G GA Chr03_13695628_G_GAG_GA INDEL 10599.59 9 7 12 18 9 13 18 9 8 13 10 8 8 7 9 7 12 18 9 13 18 9 8 13 10 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943872protein_coding 03-mars c.-131dupT NA NA NA NA 131
Chr03 13695628 G GA Chr03_13695628_G_GAG_GA INDEL 10599.59 9 7 12 18 9 13 18 9 8 13 10 8 8 7 9 7 12 18 9 13 18 9 8 13 10 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943871protein_coding 03-mars c.-131dupT NA NA NA NA 131
Chr03 13695632 GA G Chr03_13695632_GA_GGA_G INDEL 10805.59 9 7 12 20 9 14 18 9 8 13 10 8 9 7 9 7 12 20 9 14 18 9 8 13 10 8 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943870protein_coding 02-févr c.-135delT NA NA NA NA 135
Chr03 13695632 GA G Chr03_13695632_GA_GGA_G INDEL 10805.59 9 7 12 20 9 14 18 9 8 13 10 8 9 7 9 7 12 20 9 14 18 9 8 13 10 8 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943873protein_coding 02-févr c.-135delT NA NA NA NA 135
Chr03 13695632 GA G Chr03_13695632_GA_GGA_G INDEL 10805.59 9 7 12 20 9 14 18 9 8 13 10 8 9 7 9 7 12 20 9 14 18 9 8 13 10 8 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943874protein_coding 02-févr c.-135delT NA NA NA NA 135



Chr03 13695632 GA G Chr03_13695632_GA_GGA_G INDEL 10805.59 9 7 12 20 9 14 18 9 8 13 10 8 9 7 9 7 12 20 9 14 18 9 8 13 10 8 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943872protein_coding 03-mars c.-135delT NA NA NA NA 135
Chr03 13695632 GA G Chr03_13695632_GA_GGA_G INDEL 10805.59 9 7 12 20 9 14 18 9 8 13 10 8 9 7 9 7 12 20 9 14 18 9 8 13 10 8 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943871protein_coding 03-mars c.-135delT NA NA NA NA 135
Chr03 13695677 G T Chr03_13695677_G_TG_T SNP 13758.63 12 8 16 24 15 14 21 16 13 15 13 12 11 6 12 8 16 24 15 14 21 16 13 15 13 12 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943874protein_coding 02-févr c.-179C>A NA NA NA NA 179
Chr03 13695677 G T Chr03_13695677_G_TG_T SNP 13758.63 12 8 16 24 15 14 21 16 13 15 13 12 11 6 12 8 16 24 15 14 21 16 13 15 13 12 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943872protein_coding 03-mars c.-179C>A NA NA NA NA 179
Chr03 13695677 G T Chr03_13695677_G_TG_T SNP 13758.63 12 8 16 24 15 14 21 16 13 15 13 12 11 6 12 8 16 24 15 14 21 16 13 15 13 12 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943870protein_coding 01-janv c.-164-15C>ANA NA NA NA NA
Chr03 13695677 G T Chr03_13695677_G_TG_T SNP 13758.63 12 8 16 24 15 14 21 16 13 15 13 12 11 6 12 8 16 24 15 14 21 16 13 15 13 12 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943873protein_coding 01-janv c.-164-15C>ANA NA NA NA NA
Chr03 13695677 G T Chr03_13695677_G_TG_T SNP 13758.63 12 8 16 24 15 14 21 16 13 15 13 12 11 6 12 8 16 24 15 14 21 16 13 15 13 12 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_19950Pp3c3_19950transcript PAC:32943871protein_coding 02-févr c.-164-15C>ANA NA NA NA NA
Chr03 13918915 C CTA Chr03_13918915_C_CTAC_CTA INDEL 217.37 0 1 0 1 11 0 0 2 1 1 0 0 0 0 17 11 18 18 13 17 22 16 11 13 5 10 4 6 0 0 0 0 0.846 0 0 0.125 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c3_20310Pp3c3_20310transcript PAC:32942448protein_codingNA c.*1933_*1934insTANA NA NA NA 752
Chr03 13918915 C CTA Chr03_13918915_C_CTAC_CTA INDEL 217.37 0 1 0 1 11 0 0 2 1 1 0 0 0 0 17 11 18 18 13 17 22 16 11 13 5 10 4 6 0 0 0 0 0.846 0 0 0.125 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c3_20320Pp3c3_20320transcript PAC:32945102protein_codingNA c.*1722_*1723insTANA NA NA NA 1570
Chr03 13918915 C CTA Chr03_13918915_C_CTAC_CTA INDEL 217.37 0 1 0 1 11 0 0 2 1 1 0 0 0 0 17 11 18 18 13 17 22 16 11 13 5 10 4 6 0 0 0 0 0.846 0 0 0.125 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c3_20310Pp3c3_20310transcript PAC:32942450protein_codingNA c.*1933_*1934insTANA NA NA NA 857
Chr03 13918915 C CTA Chr03_13918915_C_CTAC_CTA INDEL 217.37 0 1 0 1 11 0 0 2 1 1 0 0 0 0 17 11 18 18 13 17 22 16 11 13 5 10 4 6 0 0 0 0 0.846 0 0 0.125 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c3_20310Pp3c3_20310transcript PAC:32942451protein_codingNA c.*1933_*1934insTANA NA NA NA 712
Chr03 13918915 C CTA Chr03_13918915_C_CTAC_CTA INDEL 217.37 0 1 0 1 11 0 0 2 1 1 0 0 0 0 17 11 18 18 13 17 22 16 11 13 5 10 4 6 0 0 0 0 0.846 0 0 0.125 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c3_20310Pp3c3_20310transcript PAC:32942449protein_codingNA c.*1933_*1934insTANA NA NA NA 711
Chr03 13918915 C CTA Chr03_13918915_C_CTAC_CTA INDEL 217.37 0 1 0 1 11 0 0 2 1 1 0 0 0 0 17 11 18 18 13 17 22 16 11 13 5 10 4 6 0 0 0 0 0.846 0 0 0.125 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c3_20320Pp3c3_20320transcript PAC:32945103protein_codingNA c.*1722_*1723insTANA NA NA NA 1339
Chr03 13918915 C CTA Chr03_13918915_C_CTAC_CTA INDEL 217.37 0 1 0 1 11 0 0 2 1 1 0 0 0 0 17 11 18 18 13 17 22 16 11 13 5 10 4 6 0 0 0 0 0.846 0 0 0.125 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c3_20310-Pp3c3_20320Pp3c3_20310-Pp3c3_20320intergenic_regionPp3c3_20310-Pp3c3_20320NA NA n.13918915_13918916insTANA NA NA NA NA
Chr03 14429157 C CAT Chr03_14429157_C_CATC_CAT INDEL 3122.24 0 0 0 15 12 21 21 11 1 0 0 0 0 0 23 16 12 16 12 21 21 11 17 11 14 7 4 11 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_20850-Pp3c3_20900Pp3c3_20850-Pp3c3_20900intergenic_regionPp3c3_20850-Pp3c3_20900NA NA n.14429157_14429158insATNA NA NA NA NA
Chr03 14430942 TTA T Chr03_14430942_TTA_TTTA_T INDEL 6039.24 19 14 8 0 0 0 1 0 19 26 7 18 7 6 19 14 9 22 15 26 21 11 20 27 7 19 7 7 1 1 0.889 0 0 0 0 0 0.95 0.963 1 0.947 1 0.857 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c3_20850-Pp3c3_20900Pp3c3_20850-Pp3c3_20900intergenic_regionPp3c3_20850-Pp3c3_20900NA NA n.14430943_14430944delTANA NA NA NA NA
Chr03 14468334 GAT G Chr03_14468334_GAT_GGAT_G INDEL 6419.24 25 10 16 0 0 0 0 0 12 23 8 8 6 4 25 11 17 12 11 24 24 11 13 23 9 8 6 5 1 0.909 0.941 0 0 0 0 0 0.923 1 0.889 1 1 0.8 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_20930Pp3c3_20930transcript PAC:32944003protein_codingNA c.*1419_*1420delATNA NA NA NA 858
Chr03 14468334 GAT G Chr03_14468334_GAT_GGAT_G INDEL 6419.24 25 10 16 0 0 0 0 0 12 23 8 8 6 4 25 11 17 12 11 24 24 11 13 23 9 8 6 5 1 0.909 0.941 0 0 0 0 0 0.923 1 0.889 1 1 0.8 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_20930Pp3c3_20930transcript PAC:32944004protein_codingNA c.*1419_*1420delATNA NA NA NA 780
Chr03 14468334 GAT G Chr03_14468334_GAT_GGAT_G INDEL 6419.24 25 10 16 0 0 0 0 0 12 23 8 8 6 4 25 11 17 12 11 24 24 11 13 23 9 8 6 5 1 0.909 0.941 0 0 0 0 0 0.923 1 0.889 1 1 0.8 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_20930Pp3c3_20930transcript PAC:32944005protein_codingNA c.*1419_*1420delATNA NA NA NA 858
Chr03 14468334 GAT G Chr03_14468334_GAT_GGAT_G INDEL 6419.24 25 10 16 0 0 0 0 0 12 23 8 8 6 4 25 11 17 12 11 24 24 11 13 23 9 8 6 5 1 0.909 0.941 0 0 0 0 0 0.923 1 0.889 1 1 0.8 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c3_20920-Pp3c3_20930Pp3c3_20920-Pp3c3_20930intergenic_regionPp3c3_20920-Pp3c3_20930NA NA n.14468335_14468336delATNA NA NA NA NA
Chr03 14578166 T A Chr03_14578166_T_AT_A SNP 2590.39 33 22 11 0 0 0 0 0 0 0 0 0 0 0 33 22 11 27 18 23 30 26 20 22 10 18 18 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c3_21060-Pp3c3_21110Pp3c3_21060-Pp3c3_21110intergenic_regionPp3c3_21060-Pp3c3_21110NA NA n.14578166T>ANA NA NA NA NA
Chr03 14766576 C CT Chr03_14766576_C_CTC_CT INDEL 17458.59 26 11 16 31 20 31 20 21 20 23 21 22 6 10 26 11 16 31 20 31 20 21 20 23 21 22 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_21460-Pp3c3_21490Pp3c3_21460-Pp3c3_21490intergenic_regionPp3c3_21460-Pp3c3_21490NA NA n.14766576_14766577insTNA NA NA NA NA
Chr03 14766594 C A Chr03_14766594_C_AC_A SNP 18041.63 29 13 14 25 19 31 22 24 20 21 17 26 6 10 29 13 14 25 19 31 22 24 20 21 18 26 7 10 1 1 1 1 1 1 1 1 1 1 0.944 1 0.857 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_21460-Pp3c3_21490Pp3c3_21460-Pp3c3_21490intergenic_regionPp3c3_21460-Pp3c3_21490NA NA n.14766594C>ANA NA NA NA NA
Chr03 14766639 T A Chr03_14766639_T_AT_A SNP 19723.63 33 16 14 26 16 28 21 25 21 18 18 21 10 10 33 16 14 26 16 28 21 25 21 18 18 21 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_21460-Pp3c3_21490Pp3c3_21460-Pp3c3_21490intergenic_regionPp3c3_21460-Pp3c3_21490NA NA n.14766639T>ANA NA NA NA NA
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21560Pp3c3_21560transcript PAC:32944103protein_codingNA c.-1134C>G NA NA NA NA 776
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21560Pp3c3_21560transcript PAC:32944110protein_codingNA c.-1134C>G NA NA NA NA 734
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21560Pp3c3_21560transcript PAC:32944104protein_codingNA c.-1134C>G NA NA NA NA 776
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21560Pp3c3_21560transcript PAC:32944105protein_codingNA c.-1134C>G NA NA NA NA 776
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21560Pp3c3_21560transcript PAC:32944106protein_codingNA c.-1134C>G NA NA NA NA 776
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21560Pp3c3_21560transcript PAC:32944107protein_codingNA c.-1134C>G NA NA NA NA 776
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21560Pp3c3_21560transcript PAC:32944108protein_codingNA c.-1134C>G NA NA NA NA 776
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21560Pp3c3_21560transcript PAC:32944109protein_codingNA c.-1134C>G NA NA NA NA 776
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21560Pp3c3_21560transcript PAC:32944111protein_codingNA c.-1134C>G NA NA NA NA 776
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21560Pp3c3_21560transcript PAC:32944112protein_codingNA c.-1134C>G NA NA NA NA 776
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21560Pp3c3_21560transcript PAC:32944113protein_codingNA c.-1134C>G NA NA NA NA 776
Chr03 14809328 C G Chr03_14809328_C_GC_G SNP 14861.63 21 19 10 14 13 26 25 23 15 13 19 17 14 10 21 19 10 14 13 26 25 23 15 13 19 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_21530-Pp3c3_21560Pp3c3_21530-Pp3c3_21560intergenic_regionPp3c3_21530-Pp3c3_21560NA NA n.14809328C>GNA NA NA NA NA
Chr03 14847890 A AAT Chr03_14847890_A_AATA_AAT INDEL 11532.59 24 9 15 21 22 26 24 20 16 15 20 12 7 9 24 9 15 21 22 26 24 20 16 18 20 12 7 9 1 1 1 1 1 1 1 1 1 0.833 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_21620Pp3c3_21620transcript PAC:32941563protein_codingNA c.-4013_-4012insATNA NA NA NA 4012
Chr03 14847890 A AAT Chr03_14847890_A_AATA_AAT INDEL 11532.59 24 9 15 21 22 26 24 20 16 15 20 12 7 9 24 9 15 21 22 26 24 20 16 18 20 12 7 9 1 1 1 1 1 1 1 1 1 0.833 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_21590-Pp3c3_21620Pp3c3_21590-Pp3c3_21620intergenic_regionPp3c3_21590-Pp3c3_21620NA NA n.14847890_14847891insATNA NA NA NA NA
Chr03 14991180 C G Chr03_14991180_C_GC_G SNP 10766.63 18 4 7 17 14 10 14 20 10 12 5 12 5 8 18 4 7 17 14 10 14 20 10 12 5 12 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_21730-Pp3c3_21750Pp3c3_21730-Pp3c3_21750intergenic_regionPp3c3_21730-Pp3c3_21750NA NA n.14991180C>GNA NA NA NA NA
Chr03 14991181 T A Chr03_14991181_T_AT_A SNP 10766.63 19 4 7 17 14 10 14 20 10 11 5 12 5 8 19 4 7 17 14 10 14 20 10 11 5 12 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_21730-Pp3c3_21750Pp3c3_21730-Pp3c3_21750intergenic_regionPp3c3_21730-Pp3c3_21750NA NA n.14991181T>ANA NA NA NA NA
Chr03 14991183 TC T Chr03_14991183_TC_TTC_T INDEL 10791.59 18 4 6 17 14 10 14 20 10 11 5 11 5 8 18 4 6 17 14 10 14 20 10 11 5 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_21730-Pp3c3_21750Pp3c3_21730-Pp3c3_21750intergenic_regionPp3c3_21730-Pp3c3_21750NA NA n.14991184delCNA NA NA NA NA
Chr03 14991185 C A Chr03_14991185_C_AC_A SNP 10620.63 19 4 6 17 14 11 13 20 10 10 6 11 5 8 19 4 6 17 14 11 13 20 10 10 6 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_21730-Pp3c3_21750Pp3c3_21730-Pp3c3_21750intergenic_regionPp3c3_21730-Pp3c3_21750NA NA n.14991185C>ANA NA NA NA NA
Chr03 15026325 CG C Chr03_15026325_CG_CCG_C INDEL 17602.59 28 18 18 19 19 23 33 15 21 29 16 23 6 11 28 18 18 19 19 23 33 15 21 29 16 23 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_21800-Pp3c3_21830Pp3c3_21800-Pp3c3_21830intergenic_regionPp3c3_21800-Pp3c3_21830NA NA n.15026326delGNA NA NA NA NA
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_22020Pp3c3_22020transcript PAC:32944852protein_codingNA c.*4376_*4377insATNA NA NA NA 4056
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_22040Pp3c3_22040transcript PAC:32943544protein_codingNA c.*1478_*1479insATNA NA NA NA 1110
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_22020Pp3c3_22020transcript PAC:32944853protein_codingNA c.*4376_*4377insATNA NA NA NA 4165
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_22020Pp3c3_22020transcript PAC:32944854protein_codingNA c.*4376_*4377insATNA NA NA NA 4165
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_22020Pp3c3_22020transcript PAC:32944855protein_codingNA c.*4376_*4377insATNA NA NA NA 4165
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_22020Pp3c3_22020transcript PAC:32944856protein_codingNA c.*4376_*4377insATNA NA NA NA 4165
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_22020Pp3c3_22020transcript PAC:32944857protein_codingNA c.*4429_*4430insATNA NA NA NA 4165
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_22020Pp3c3_22020transcript PAC:32944858protein_codingNA c.*4566_*4567insATNA NA NA NA 4165
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_22020Pp3c3_22020transcript PAC:32944859protein_codingNA c.*4429_*4430insATNA NA NA NA 4165
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_22040Pp3c3_22040transcript PAC:32943545protein_codingNA c.*1478_*1479insATNA NA NA NA 955
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c3_22040Pp3c3_22040transcript PAC:32943546protein_codingNA c.*1478_*1479insATNA NA NA NA 1110
Chr03 15098433 A AAT Chr03_15098433_A_AATA_AAT INDEL 4902.24 10 8 8 1 0 0 0 0 6 12 5 10 6 9 10 8 9 20 19 16 23 18 6 12 5 10 6 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c3_22020-Pp3c3_22040Pp3c3_22020-Pp3c3_22040intergenic_regionPp3c3_22020-Pp3c3_22040NA NA n.15098433_15098434insATNA NA NA NA NA
Chr03 15175813 G GTA Chr03_15175813_G_GTAG_GTA INDEL 1179.35 14 14 12 0 0 0 0 0 0 0 0 1 0 0 15 14 12 13 8 13 25 9 18 20 10 15 9 10 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_22119Pp3c3_22119transcript PAC:32943643protein_codingNA c.-2301_-2300insTANA NA NA NA 1393
Chr03 15175813 G GTA Chr03_15175813_G_GTAG_GTA INDEL 1179.35 14 14 12 0 0 0 0 0 0 0 0 1 0 0 15 14 12 13 8 13 25 9 18 20 10 15 9 10 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c3_22103-Pp3c3_22119Pp3c3_22103-Pp3c3_22119intergenic_regionPp3c3_22103-Pp3c3_22119NA NA n.15175813_15175814insTANA NA NA NA NA
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943767protein_codingNA c.-4940_-4939insTANA NA NA NA 2990
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943775protein_codingNA c.-4940_-4939insTANA NA NA NA 3000
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943768protein_codingNA c.-4940_-4939insTANA NA NA NA 2990
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943771protein_codingNA c.-4940_-4939insTANA NA NA NA 2990
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943772protein_codingNA c.-4940_-4939insTANA NA NA NA 2990
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943774protein_codingNA c.-4940_-4939insTANA NA NA NA 2990
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943776protein_codingNA c.-4940_-4939insTANA NA NA NA 2990
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943778protein_codingNA c.-4940_-4939insTANA NA NA NA 2990
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943779protein_codingNA c.-4940_-4939insTANA NA NA NA 2990
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943780protein_codingNA c.-4940_-4939insTANA NA NA NA 2990
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943770protein_codingNA c.-4940_-4939insTANA NA NA NA 2989
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943777protein_codingNA c.-4940_-4939insTANA NA NA NA 2989
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943769protein_codingNA c.-4940_-4939insTANA NA NA NA 2983
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22200Pp3c3_22200transcript PAC:32943773protein_codingNA c.-4940_-4939insTANA NA NA NA 2983
Chr03 15207503 G GTA Chr03_15207503_G_GTAG_GTA INDEL 2734.93 1 0 0 1 0 1 0 0 16 17 10 11 9 5 23 15 14 11 17 23 19 7 16 17 10 11 9 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c3_22200-Pp3c3_22280Pp3c3_22200-Pp3c3_22280intergenic_regionPp3c3_22200-Pp3c3_22280NA NA n.15207503_15207504insTANA NA NA NA NA
Chr03 15217386 G GTA Chr03_15217386_G_GTAG_GTA INDEL 2310.24 0 0 1 13 14 10 16 11 0 0 0 0 0 1 20 7 8 13 14 10 16 11 9 13 8 8 9 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_22300Pp3c3_22300transcript PAC:32941976protein_codingNA c.-5407_-5406insTANA NA NA NA 4539
Chr03 15217386 G GTA Chr03_15217386_G_GTAG_GTA INDEL 2310.24 0 0 1 13 14 10 16 11 0 0 0 0 0 1 20 7 8 13 14 10 16 11 9 13 8 8 9 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_22300Pp3c3_22300transcript PAC:32941977protein_codingNA c.-5407_-5406insTANA NA NA NA 4452
Chr03 15217386 G GTA Chr03_15217386_G_GTAG_GTA INDEL 2310.24 0 0 1 13 14 10 16 11 0 0 0 0 0 1 20 7 8 13 14 10 16 11 9 13 8 8 9 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c3_22280Pp3c3_22280transcript PAC:32940769protein_coding 01-juil c.339+71_339+72insTANA NA NA NA NA
Chr03 15217386 G GTA Chr03_15217386_G_GTAG_GTA INDEL 2310.24 0 0 1 13 14 10 16 11 0 0 0 0 0 1 20 7 8 13 14 10 16 11 9 13 8 8 9 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c3_22280Pp3c3_22280transcript PAC:32940770protein_coding 01-juil c.339+71_339+72insTANA NA NA NA NA
Chr03 15267882 C A Chr03_15267882_C_AC_A SNP 17510.63 20 17 10 22 19 17 25 20 22 24 7 19 9 7 20 17 10 22 19 17 25 20 22 24 7 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_22320-Pp3c3_22350Pp3c3_22320-Pp3c3_22350intergenic_regionPp3c3_22320-Pp3c3_22350NA NA n.15267882C>ANA NA NA NA NA
Chr03 15267884 A C Chr03_15267884_A_CA_C SNP 17510.63 20 17 10 22 18 17 25 18 22 23 7 20 8 7 20 17 10 22 18 17 25 18 22 23 7 20 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_22320-Pp3c3_22350Pp3c3_22320-Pp3c3_22350intergenic_regionPp3c3_22320-Pp3c3_22350NA NA n.15267884A>CNA NA NA NA NA
Chr03 15386218 A AAT Chr03_15386218_A_AATA_AAT INDEL 2354.93 0 2 0 0 0 0 1 1 12 9 10 9 10 4 18 19 13 15 10 24 22 22 12 9 10 9 10 4 0 0.105 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22480Pp3c3_22480transcript PAC:32941493protein_codingNA c.-2706_-2705insATNA NA NA NA 1897
Chr03 15386218 A AAT Chr03_15386218_A_AATA_AAT INDEL 2354.93 0 2 0 0 0 0 1 1 12 9 10 9 10 4 18 19 13 15 10 24 22 22 12 9 10 9 10 4 0 0.105 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c3_22480Pp3c3_22480transcript PAC:32941494protein_codingNA c.-2706_-2705insATNA NA NA NA 1792
Chr03 15386218 A AAT Chr03_15386218_A_AATA_AAT INDEL 2354.93 0 2 0 0 0 0 1 1 12 9 10 9 10 4 18 19 13 15 10 24 22 22 12 9 10 9 10 4 0 0.105 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c3_22469Pp3c3_22469transcript PAC:32941079protein_codingNA c.*799_*800insATNA NA NA NA 52
Chr03 15386218 A AAT Chr03_15386218_A_AATA_AAT INDEL 2354.93 0 2 0 0 0 0 1 1 12 9 10 9 10 4 18 19 13 15 10 24 22 22 12 9 10 9 10 4 0 0.105 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c3_22460-Pp3c3_22469Pp3c3_22460-Pp3c3_22469intergenic_regionPp3c3_22460-Pp3c3_22469NA NA n.15386218_15386219insATNA NA NA NA NA
Chr03 15401576 T A Chr03_15401576_T_AT_A SNP 23042.63 34 11 19 30 35 25 41 16 24 27 16 22 10 21 34 11 19 30 35 25 41 16 24 27 16 22 10 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_22490Pp3c3_22490transcript PAC:32944047protein_codingNA c.-5279A>T NA NA NA NA 3974
Chr03 15401576 T A Chr03_15401576_T_AT_A SNP 23042.63 34 11 19 30 35 25 41 16 24 27 16 22 10 21 34 11 19 30 35 25 41 16 24 27 16 22 10 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_22490-Pp3c3_22549Pp3c3_22490-Pp3c3_22549intergenic_regionPp3c3_22490-Pp3c3_22549NA NA n.15401576T>ANA NA NA NA NA
Chr03 15401582 T A Chr03_15401582_T_AT_A SNP 23805.63 35 12 20 31 34 24 40 17 24 25 13 25 12 22 35 12 20 31 34 24 40 17 24 25 13 25 12 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_22490Pp3c3_22490transcript PAC:32944047protein_codingNA c.-5285A>T NA NA NA NA 3980
Chr03 15401582 T A Chr03_15401582_T_AT_A SNP 23805.63 35 12 20 31 34 24 40 17 24 25 13 25 12 22 35 12 20 31 34 24 40 17 24 25 13 25 12 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_22490-Pp3c3_22549Pp3c3_22490-Pp3c3_22549intergenic_regionPp3c3_22490-Pp3c3_22549NA NA n.15401582T>ANA NA NA NA NA
Chr03 15401584 GA G Chr03_15401584_GA_GGA_G INDEL 23403.59 36 12 20 30 32 24 39 18 24 25 12 26 12 22 36 12 20 30 32 24 39 18 24 25 12 26 12 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_22490Pp3c3_22490transcript PAC:32944047protein_codingNA c.-5288delT NA NA NA NA 3983
Chr03 15401584 GA G Chr03_15401584_GA_GGA_G INDEL 23403.59 36 12 20 30 32 24 39 18 24 25 12 26 12 22 36 12 20 30 32 24 39 18 24 25 12 26 12 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_22490-Pp3c3_22549Pp3c3_22490-Pp3c3_22549intergenic_regionPp3c3_22490-Pp3c3_22549NA NA n.15401585delANA NA NA NA NA
Chr03 15444047 G A Chr03_15444047_G_AG_A SNP 20211.63 27 21 14 25 18 28 30 19 22 18 24 13 13 4 27 21 14 25 18 28 30 19 22 18 24 13 13 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_22490-Pp3c3_22549Pp3c3_22490-Pp3c3_22549intergenic_regionPp3c3_22490-Pp3c3_22549NA NA n.15444047G>ANA NA NA NA NA
Chr03 15444052 T TA Chr03_15444052_T_TAT_TA INDEL 20435.59 27 21 14 27 15 28 29 19 21 20 24 14 12 4 27 21 14 27 15 28 29 19 21 20 24 14 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_22490-Pp3c3_22549Pp3c3_22490-Pp3c3_22549intergenic_regionPp3c3_22490-Pp3c3_22549NA NA n.15444052_15444053insANA NA NA NA NA
Chr03 15511022 T A Chr03_15511022_T_AT_A SNP 13821.63 22 11 10 20 18 21 25 11 22 17 20 20 12 9 22 11 10 20 18 21 25 11 22 17 20 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_22600-Pp3c3_22670Pp3c3_22600-Pp3c3_22670intergenic_regionPp3c3_22600-Pp3c3_22670NA NA n.15511022T>ANA NA NA NA NA
Chr03 15511094 C A Chr03_15511094_C_AC_A SNP 14080.63 14 13 9 25 18 23 24 13 24 22 22 25 8 12 14 13 9 25 18 23 24 13 24 22 22 25 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_22600-Pp3c3_22670Pp3c3_22600-Pp3c3_22670intergenic_regionPp3c3_22600-Pp3c3_22670NA NA n.15511094C>ANA NA NA NA NA
Chr03 15511115 C A Chr03_15511115_C_AC_A SNP 14000.63 17 12 8 26 21 23 27 17 20 19 21 24 11 12 17 12 8 26 21 23 27 17 20 19 21 24 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_22600-Pp3c3_22670Pp3c3_22600-Pp3c3_22670intergenic_regionPp3c3_22600-Pp3c3_22670NA NA n.15511115C>ANA NA NA NA NA
Chr03 15516944 G A Chr03_15516944_G_AG_A SNP 5081.29 0 0 0 18 13 17 37 17 0 0 0 0 0 0 29 17 14 18 13 17 37 17 17 19 8 15 9 19 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_22600-Pp3c3_22670Pp3c3_22600-Pp3c3_22670intergenic_regionPp3c3_22600-Pp3c3_22670NA NA n.15516944G>ANA NA NA NA NA
Chr03 15703277 C T Chr03_15703277_C_TC_T SNP 20401.63 28 13 14 28 15 17 36 32 17 23 19 20 13 5 28 13 14 28 15 17 36 32 17 23 19 20 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c3_22930Pp3c3_22930transcript PAC:32942740protein_coding 05-mai c.604C>T p.Leu202Phe 604/648 604/648 202/215 NA
Chr03 15703277 C T Chr03_15703277_C_TC_T SNP 20401.63 28 13 14 28 15 17 36 32 17 23 19 20 13 5 28 13 14 28 15 17 36 32 17 23 19 20 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c3_22930Pp3c3_22930transcript PAC:32942741protein_coding 05-mai c.604C>T p.Leu202Phe 604/969 604/648 202/215 NA
Chr03 15703278 T G Chr03_15703278_T_GT_G SNP 20401.63 28 13 14 28 15 17 36 32 17 23 19 20 13 5 28 13 14 28 15 17 36 32 17 23 19 20 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c3_22930Pp3c3_22930transcript PAC:32942740protein_coding 05-mai c.605T>G p.Leu202Arg 605/648 605/648 202/215 NA
Chr03 15703278 T G Chr03_15703278_T_GT_G SNP 20401.63 28 13 14 28 15 17 36 32 17 23 19 20 13 5 28 13 14 28 15 17 36 32 17 23 19 20 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c3_22930Pp3c3_22930transcript PAC:32942741protein_coding 05-mai c.605T>G p.Leu202Arg 605/969 605/648 202/215 NA
Chr03 15762699 G T Chr03_15762699_G_TG_T SNP 16739.63 30 11 10 20 17 18 31 23 19 22 19 13 12 13 30 11 10 20 17 18 31 23 19 22 19 13 13 13 1 1 1 1 1 1 1 1 1 1 1 1 0.923 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_22990-Pp3c3_23020Pp3c3_22990-Pp3c3_23020intergenic_regionPp3c3_22990-Pp3c3_23020NA NA n.15762699G>TNA NA NA NA NA
Chr03 15803196 T C Chr03_15803196_T_CT_C SNP 18925.63 23 21 19 19 18 32 19 28 39 30 12 13 9 7 23 21 19 19 18 32 19 28 39 30 12 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_23050Pp3c3_23050transcript PAC:32943091protein_codingNA c.*6325A>G NA NA NA NA 4608
Chr03 15803196 T C Chr03_15803196_T_CT_C SNP 18925.63 23 21 19 19 18 32 19 28 39 30 12 13 9 7 23 21 19 19 18 32 19 28 39 30 12 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_23050Pp3c3_23050transcript PAC:32943092protein_codingNA c.*6325A>G NA NA NA NA 4608
Chr03 15803196 T C Chr03_15803196_T_CT_C SNP 18925.63 23 21 19 19 18 32 19 28 39 30 12 13 9 7 23 21 19 19 18 32 19 28 39 30 12 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_23050Pp3c3_23050transcript PAC:32943093protein_codingNA c.*6325A>G NA NA NA NA 4608
Chr03 15803196 T C Chr03_15803196_T_CT_C SNP 18925.63 23 21 19 19 18 32 19 28 39 30 12 13 9 7 23 21 19 19 18 32 19 28 39 30 12 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_23050Pp3c3_23050transcript PAC:32943094protein_codingNA c.*6325A>G NA NA NA NA 4608
Chr03 15803196 T C Chr03_15803196_T_CT_C SNP 18925.63 23 21 19 19 18 32 19 28 39 30 12 13 9 7 23 21 19 19 18 32 19 28 39 30 12 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_23050Pp3c3_23050transcript PAC:32943096protein_codingNA c.*6325A>G NA NA NA NA 4608
Chr03 15803196 T C Chr03_15803196_T_CT_C SNP 18925.63 23 21 19 19 18 32 19 28 39 30 12 13 9 7 23 21 19 19 18 32 19 28 39 30 12 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_23050Pp3c3_23050transcript PAC:32943097protein_codingNA c.*6325A>G NA NA NA NA 4608
Chr03 15803196 T C Chr03_15803196_T_CT_C SNP 18925.63 23 21 19 19 18 32 19 28 39 30 12 13 9 7 23 21 19 19 18 32 19 28 39 30 12 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_23050Pp3c3_23050transcript PAC:32943098protein_codingNA c.*6325A>G NA NA NA NA 4608
Chr03 15803196 T C Chr03_15803196_T_CT_C SNP 18925.63 23 21 19 19 18 32 19 28 39 30 12 13 9 7 23 21 19 19 18 32 19 28 39 30 12 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_23050Pp3c3_23050transcript PAC:32943099protein_codingNA c.*6325A>G NA NA NA NA 4608
Chr03 15803196 T C Chr03_15803196_T_CT_C SNP 18925.63 23 21 19 19 18 32 19 28 39 30 12 13 9 7 23 21 19 19 18 32 19 28 39 30 12 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_23050Pp3c3_23050transcript PAC:32943106protein_codingNA c.*6325A>G NA NA NA NA 4608
Chr03 15803196 T C Chr03_15803196_T_CT_C SNP 18925.63 23 21 19 19 18 32 19 28 39 30 12 13 9 7 23 21 19 19 18 32 19 28 39 30 12 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_23020-Pp3c3_23050Pp3c3_23020-Pp3c3_23050intergenic_regionPp3c3_23020-Pp3c3_23050NA NA n.15803196T>CNA NA NA NA NA
Chr03 16301115 G GA Chr03_16301115_G_GAG_GA INDEL 10606.59 19 8 6 24 14 21 10 20 10 13 12 11 11 9 19 8 6 24 14 21 10 20 10 13 12 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_23960-Pp3c3_23990Pp3c3_23960-Pp3c3_23990intergenic_regionPp3c3_23960-Pp3c3_23990NA NA n.16301115_16301116insANA NA NA NA NA
Chr03 16374975 G A Chr03_16374975_G_AG_A SNP 7901.29 0 0 0 35 22 39 39 29 0 0 0 0 0 0 33 15 13 35 22 39 39 29 32 32 12 27 19 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_24040Pp3c3_24040transcript PAC:32940323protein_codingNA c.-359G>A NA NA NA NA 343
Chr03 16374975 G A Chr03_16374975_G_AG_A SNP 7901.29 0 0 0 35 22 39 39 29 0 0 0 0 0 0 33 15 13 35 22 39 39 29 32 32 12 27 19 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_24040Pp3c3_24040transcript PAC:32940324protein_codingNA c.-371G>A NA NA NA NA 362
Chr03 16374975 G A Chr03_16374975_G_AG_A SNP 7901.29 0 0 0 35 22 39 39 29 0 0 0 0 0 0 33 15 13 35 22 39 39 29 32 32 12 27 19 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_24030Pp3c3_24030transcript PAC:32943373protein_codingNA c.*4429G>A NA NA NA NA 3646
Chr03 16374975 G A Chr03_16374975_G_AG_A SNP 7901.29 0 0 0 35 22 39 39 29 0 0 0 0 0 0 33 15 13 35 22 39 39 29 32 32 12 27 19 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_24030Pp3c3_24030transcript PAC:32943374protein_codingNA c.*4429G>A NA NA NA NA 3206
Chr03 16374975 G A Chr03_16374975_G_AG_A SNP 7901.29 0 0 0 35 22 39 39 29 0 0 0 0 0 0 33 15 13 35 22 39 39 29 32 32 12 27 19 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_24030-Pp3c3_24040Pp3c3_24030-Pp3c3_24040intergenic_regionPp3c3_24030-Pp3c3_24040NA NA n.16374975G>ANA NA NA NA NA
Chr03 16390733 A AT Chr03_16390733_A_ATA_AT INDEL 17866.59 24 17 15 29 15 33 23 25 21 35 18 19 24 12 24 17 15 29 15 33 23 25 21 35 18 19 24 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24040-Pp3c3_24050Pp3c3_24040-Pp3c3_24050intergenic_regionPp3c3_24040-Pp3c3_24050NA NA n.16390733_16390734insTNA NA NA NA NA
Chr03 16630621 T TA Chr03_16630621_T_TAT_TA INDEL 20729.59 20 11 22 24 20 22 34 30 28 18 14 16 5 17 20 11 22 24 20 22 34 30 28 18 14 16 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_24390Pp3c3_24390transcript PAC:32942417protein_codingNA c.-2013_-2012insANA NA NA NA 522
Chr03 16630621 T TA Chr03_16630621_T_TAT_TA INDEL 20729.59 20 11 22 24 20 22 34 30 28 18 14 16 5 17 20 11 22 24 20 22 34 30 28 18 14 16 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_24390Pp3c3_24390transcript PAC:32942418protein_codingNA c.-2013_-2012insANA NA NA NA 455
Chr03 16630621 T TA Chr03_16630621_T_TAT_TA INDEL 20729.59 20 11 22 24 20 22 34 30 28 18 14 16 5 17 20 11 22 24 20 22 34 30 28 18 14 16 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_24390Pp3c3_24390transcript PAC:32942419protein_codingNA c.-2013_-2012insANA NA NA NA 455
Chr03 16630621 T TA Chr03_16630621_T_TAT_TA INDEL 20729.59 20 11 22 24 20 22 34 30 28 18 14 16 5 17 20 11 22 24 20 22 34 30 28 18 14 16 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_24390Pp3c3_24390transcript PAC:32942420protein_codingNA c.-2013_-2012insANA NA NA NA 455
Chr03 16630621 T TA Chr03_16630621_T_TAT_TA INDEL 20729.59 20 11 22 24 20 22 34 30 28 18 14 16 5 17 20 11 22 24 20 22 34 30 28 18 14 16 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_24390Pp3c3_24390transcript PAC:32942421protein_codingNA c.-2013_-2012insANA NA NA NA 1030
Chr03 16630621 T TA Chr03_16630621_T_TAT_TA INDEL 20729.59 20 11 22 24 20 22 34 30 28 18 14 16 5 17 20 11 22 24 20 22 34 30 28 18 14 16 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_24380Pp3c3_24380transcript PAC:32941189protein_codingNA c.*3950_*3951insANA NA NA NA 3951
Chr03 16630621 T TA Chr03_16630621_T_TAT_TA INDEL 20729.59 20 11 22 24 20 22 34 30 28 18 14 16 5 17 20 11 22 24 20 22 34 30 28 18 14 16 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24380-Pp3c3_24390Pp3c3_24380-Pp3c3_24390intergenic_regionPp3c3_24380-Pp3c3_24390NA NA n.16630621_16630622insANA NA NA NA NA
Chr03 16641278 G T Chr03_16641278_G_TG_T SNP 14472.63 21 15 12 21 19 21 33 27 23 16 10 15 8 12 21 15 12 21 19 21 33 27 23 16 10 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_24390Pp3c3_24390transcript PAC:32942417protein_codingNA c.*5695G>T NA NA NA NA 4913
Chr03 16641278 G T Chr03_16641278_G_TG_T SNP 14472.63 21 15 12 21 19 21 33 27 23 16 10 15 8 12 21 15 12 21 19 21 33 27 23 16 10 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_24400Pp3c3_24400transcript PAC:32943913protein_codingNA c.*1476G>T NA NA NA NA 1476
Chr03 16641278 G T Chr03_16641278_G_TG_T SNP 14472.63 21 15 12 21 19 21 33 27 23 16 10 15 8 12 21 15 12 21 19 21 33 27 23 16 10 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_24390Pp3c3_24390transcript PAC:32942418protein_codingNA c.*5695G>T NA NA NA NA 4432
Chr03 16641278 G T Chr03_16641278_G_TG_T SNP 14472.63 21 15 12 21 19 21 33 27 23 16 10 15 8 12 21 15 12 21 19 21 33 27 23 16 10 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_24390Pp3c3_24390transcript PAC:32942419protein_codingNA c.*5695G>T NA NA NA NA 4432
Chr03 16641278 G T Chr03_16641278_G_TG_T SNP 14472.63 21 15 12 21 19 21 33 27 23 16 10 15 8 12 21 15 12 21 19 21 33 27 23 16 10 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_24390Pp3c3_24390transcript PAC:32942420protein_codingNA c.*5695G>T NA NA NA NA 4432
Chr03 16641278 G T Chr03_16641278_G_TG_T SNP 14472.63 21 15 12 21 19 21 33 27 23 16 10 15 8 12 21 15 12 21 19 21 33 27 23 16 10 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_24390Pp3c3_24390transcript PAC:32942421protein_codingNA c.*5695G>T NA NA NA NA 4432
Chr03 16641278 G T Chr03_16641278_G_TG_T SNP 14472.63 21 15 12 21 19 21 33 27 23 16 10 15 8 12 21 15 12 21 19 21 33 27 23 16 10 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24400-Pp3c3_24450Pp3c3_24400-Pp3c3_24450intergenic_regionPp3c3_24400-Pp3c3_24450NA NA n.16641278G>TNA NA NA NA NA
Chr03 16662670 C T Chr03_16662670_C_TC_T SNP 11805.63 19 13 12 18 15 10 14 10 14 17 11 15 4 8 19 13 12 18 15 10 14 10 14 17 11 15 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24400-Pp3c3_24450Pp3c3_24400-Pp3c3_24450intergenic_regionPp3c3_24400-Pp3c3_24450NA NA n.16662670C>TNA NA NA NA NA
Chr03 16662675 TGG T Chr03_16662675_TGG_TTGG_T INDEL 11957.59 19 14 12 18 16 12 12 10 14 17 10 15 4 8 19 14 12 18 16 12 12 10 14 17 10 15 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24400-Pp3c3_24450Pp3c3_24400-Pp3c3_24450intergenic_regionPp3c3_24400-Pp3c3_24450NA NA n.16662676_16662677delGGNA NA NA NA NA
Chr03 16662678 TC T Chr03_16662678_TC_TTC_T INDEL 11801.59 19 14 12 17 16 12 13 11 14 17 10 14 4 8 19 14 12 17 16 12 13 11 14 17 10 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24400-Pp3c3_24450Pp3c3_24400-Pp3c3_24450intergenic_regionPp3c3_24400-Pp3c3_24450NA NA n.16662679delCNA NA NA NA NA
Chr03 16662690 AGCGAGGG A Chr03_16662690_AGCGAGGG_AAGCGAGGG_AINDEL 12141.59 20 16 12 19 19 10 13 12 12 17 10 14 4 8 20 16 12 19 19 10 13 12 12 17 10 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24400-Pp3c3_24450Pp3c3_24400-Pp3c3_24450intergenic_regionPp3c3_24400-Pp3c3_24450NA NA n.16662691_16662697delGCGAGGGNA NA NA NA NA
Chr03 16699855 T TG Chr03_16699855_T_TGT_TG INDEL 19636.59 26 13 20 25 18 25 35 29 25 33 20 18 10 6 26 13 20 25 18 25 35 29 25 33 20 18 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24450-Pp3c3_24510Pp3c3_24450-Pp3c3_24510intergenic_regionPp3c3_24450-Pp3c3_24510NA NA n.16699855_16699856insGNA NA NA NA NA
Chr03 16699895 G T Chr03_16699895_G_TG_T SNP 20778.63 22 10 24 27 22 24 32 29 24 32 19 16 14 6 22 10 24 27 22 24 32 29 24 32 19 16 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24450-Pp3c3_24510Pp3c3_24450-Pp3c3_24510intergenic_regionPp3c3_24450-Pp3c3_24510NA NA n.16699895G>TNA NA NA NA NA
Chr03 16699896 G T Chr03_16699896_G_TG_T SNP 20778.63 22 10 24 25 22 25 32 29 24 32 19 18 14 6 22 10 24 25 22 25 32 29 24 32 19 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24450-Pp3c3_24510Pp3c3_24450-Pp3c3_24510intergenic_regionPp3c3_24450-Pp3c3_24510NA NA n.16699896G>TNA NA NA NA NA
Chr03 16798829 TA T Chr03_16798829_TA_TTA_T INDEL 14120.59 27 11 12 18 21 19 25 22 12 22 13 19 7 10 27 11 12 18 21 19 25 22 12 22 13 19 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24540-Pp3c3_24600Pp3c3_24540-Pp3c3_24600intergenic_regionPp3c3_24540-Pp3c3_24600NA NA n.16798830delANA NA NA NA NA
Chr03 16798858 C A Chr03_16798858_C_AC_A SNP 17249.63 25 9 13 22 20 20 28 19 15 21 11 21 17 10 25 9 13 22 20 20 28 19 15 21 11 21 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24540-Pp3c3_24600Pp3c3_24540-Pp3c3_24600intergenic_regionPp3c3_24540-Pp3c3_24600NA NA n.16798858C>ANA NA NA NA NA
Chr03 16798920 G A Chr03_16798920_G_AG_A SNP 18245.63 30 13 16 26 22 33 24 22 15 19 10 16 14 12 30 13 16 26 22 33 24 22 15 19 10 16 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24540-Pp3c3_24600Pp3c3_24540-Pp3c3_24600intergenic_regionPp3c3_24540-Pp3c3_24600NA NA n.16798920G>ANA NA NA NA NA
Chr03 16802484 G T Chr03_16802484_G_TG_T SNP 16543.63 22 13 13 20 13 32 12 20 25 20 12 10 13 8 22 13 13 20 13 32 12 20 25 20 12 10 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24540-Pp3c3_24600Pp3c3_24540-Pp3c3_24600intergenic_regionPp3c3_24540-Pp3c3_24600NA NA n.16802484G>TNA NA NA NA NA
Chr03 16802546 G T Chr03_16802546_G_TG_T SNP 17361.63 26 14 13 25 11 32 15 18 24 22 14 12 13 8 26 14 13 25 11 32 15 18 24 22 14 12 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24540-Pp3c3_24600Pp3c3_24540-Pp3c3_24600intergenic_regionPp3c3_24540-Pp3c3_24600NA NA n.16802546G>TNA NA NA NA NA
Chr03 16865060 A AT Chr03_16865060_A_ATA_AT INDEL 13153.59 27 9 10 33 12 24 23 12 17 18 18 11 6 5 27 9 10 33 12 24 23 12 17 18 18 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_24660Pp3c3_24660transcript PAC:32941874protein_coding 02-févr c.1511dupA p.His504fs 2249/3089 1511/1518 504/505 NA
Chr03 16865060 A AT Chr03_16865060_A_ATA_AT INDEL 13153.59 27 9 10 33 12 24 23 12 17 18 18 11 6 5 27 9 10 33 12 24 23 12 17 18 18 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_24664Pp3c3_24664transcript PAC:32943117protein_coding 02-févr c.1511dupA p.His504fs 2837/3669 1511/1518 504/505 NA
Chr03 16865060 A AT Chr03_16865060_A_ATA_AT INDEL 13153.59 27 9 10 33 12 24 23 12 17 18 18 11 6 5 27 9 10 33 12 24 23 12 17 18 18 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_24664Pp3c3_24664transcript PAC:32943121protein_coding 04-avr c.920dupA p.His307fs 2332/3172 920/927 307/308 NA
Chr03 16865060 A AT Chr03_16865060_A_ATA_AT INDEL 13153.59 27 9 10 33 12 24 23 12 17 18 18 11 6 5 27 9 10 33 12 24 23 12 17 18 18 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_24664Pp3c3_24664transcript PAC:32943118protein_coding 03-mars c.1310dupA p.His437fs 2636/3468 1310/1317 437/438 NA
Chr03 16865060 A AT Chr03_16865060_A_ATA_AT INDEL 13153.59 27 9 10 33 12 24 23 12 17 18 18 11 6 5 27 9 10 33 12 24 23 12 17 18 18 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_24664Pp3c3_24664transcript PAC:32943119protein_coding 03-mars c.1205dupA p.His402fs 2531/3363 1205/1212 402/403 NA
Chr03 16865060 A AT Chr03_16865060_A_ATA_AT INDEL 13153.59 27 9 10 33 12 24 23 12 17 18 18 11 6 5 27 9 10 33 12 24 23 12 17 18 18 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_24664Pp3c3_24664transcript PAC:32943120protein_coding 02-févr c.1043dupA p.His348fs 2336/3168 1043/1050 348/349 NA
Chr03 16889104 C CAT Chr03_16889104_C_CATC_CAT INDEL 9505.59 30 12 15 11 8 0 15 20 15 13 4 7 7 6 30 12 15 11 9 15 16 21 16 15 4 7 7 6 1 1 1 1 0.889 0 0.938 0.952 0.938 0.867 1 1 1 1 0 14 14 0 7 4 3 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940689protein_codingNA c.*1772_*1773insATNA NA NA NA 1549
Chr03 16889104 C CAT Chr03_16889104_C_CATC_CAT INDEL 9505.59 30 12 15 11 8 0 15 20 15 13 4 7 7 6 30 12 15 11 9 15 16 21 16 15 4 7 7 6 1 1 1 1 0.889 0 0.938 0.952 0.938 0.867 1 1 1 1 0 14 14 0 7 4 3 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940690protein_codingNA c.*1772_*1773insATNA NA NA NA 1515
Chr03 16889104 C CAT Chr03_16889104_C_CATC_CAT INDEL 9505.59 30 12 15 11 8 0 15 20 15 13 4 7 7 6 30 12 15 11 9 15 16 21 16 15 4 7 7 6 1 1 1 1 0.889 0 0.938 0.952 0.938 0.867 1 1 1 1 0 14 14 0 7 4 3 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940691protein_codingNA c.*1772_*1773insATNA NA NA NA 1543
Chr03 16889104 C CAT Chr03_16889104_C_CATC_CAT INDEL 9505.59 30 12 15 11 8 0 15 20 15 13 4 7 7 6 30 12 15 11 9 15 16 21 16 15 4 7 7 6 1 1 1 1 0.889 0 0.938 0.952 0.938 0.867 1 1 1 1 0 14 14 0 7 4 3 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940692protein_codingNA c.*1772_*1773insATNA NA NA NA 1549
Chr03 16889104 C CAT Chr03_16889104_C_CATC_CAT INDEL 9505.59 30 12 15 11 8 0 15 20 15 13 4 7 7 6 30 12 15 11 9 15 16 21 16 15 4 7 7 6 1 1 1 1 0.889 0 0.938 0.952 0.938 0.867 1 1 1 1 0 14 14 0 7 4 3 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940693protein_codingNA c.*1772_*1773insATNA NA NA NA 1549
Chr03 16889104 C CAT Chr03_16889104_C_CATC_CAT INDEL 9505.59 30 12 15 11 8 0 15 20 15 13 4 7 7 6 30 12 15 11 9 15 16 21 16 15 4 7 7 6 1 1 1 1 0.889 0 0.938 0.952 0.938 0.867 1 1 1 1 0 14 14 0 7 4 3 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940694protein_codingNA c.*1772_*1773insATNA NA NA NA 1549
Chr03 16889104 C CAT Chr03_16889104_C_CATC_CAT INDEL 9505.59 30 12 15 11 8 0 15 20 15 13 4 7 7 6 30 12 15 11 9 15 16 21 16 15 4 7 7 6 1 1 1 1 0.889 0 0.938 0.952 0.938 0.867 1 1 1 1 0 14 14 0 7 4 3 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940695protein_codingNA c.*1772_*1773insATNA NA NA NA 1631
Chr03 16889104 C CAT Chr03_16889104_C_CATC_CAT INDEL 9505.59 30 12 15 11 8 0 15 20 15 13 4 7 7 6 30 12 15 11 9 15 16 21 16 15 4 7 7 6 1 1 1 1 0.889 0 0.938 0.952 0.938 0.867 1 1 1 1 0 14 14 0 7 4 3 intergenic_regionMODIFIER Pp3c3_24664-Pp3c3_24690Pp3c3_24664-Pp3c3_24690intergenic_regionPp3c3_24664-Pp3c3_24690NA NA n.16889104_16889105insATNA NA NA NA NA
Chr03 16889104 C CATAT Chr03_16889104_C_CATATC_CATAT INDEL 9505.59 0 0 0 0 1 15 0 1 1 1 0 0 0 0 30 12 15 11 9 15 16 21 16 15 4 7 7 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940689protein_codingNA c.*1772_*1773insATATNA NA NA NA 1549
Chr03 16889104 C CATAT Chr03_16889104_C_CATATC_CATAT INDEL 9505.59 0 0 0 0 1 15 0 1 1 1 0 0 0 0 30 12 15 11 9 15 16 21 16 15 4 7 7 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940690protein_codingNA c.*1772_*1773insATATNA NA NA NA 1515
Chr03 16889104 C CATAT Chr03_16889104_C_CATATC_CATAT INDEL 9505.59 0 0 0 0 1 15 0 1 1 1 0 0 0 0 30 12 15 11 9 15 16 21 16 15 4 7 7 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940691protein_codingNA c.*1772_*1773insATATNA NA NA NA 1543
Chr03 16889104 C CATAT Chr03_16889104_C_CATATC_CATAT INDEL 9505.59 0 0 0 0 1 15 0 1 1 1 0 0 0 0 30 12 15 11 9 15 16 21 16 15 4 7 7 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940692protein_codingNA c.*1772_*1773insATATNA NA NA NA 1549
Chr03 16889104 C CATAT Chr03_16889104_C_CATATC_CATAT INDEL 9505.59 0 0 0 0 1 15 0 1 1 1 0 0 0 0 30 12 15 11 9 15 16 21 16 15 4 7 7 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940693protein_codingNA c.*1772_*1773insATATNA NA NA NA 1549
Chr03 16889104 C CATAT Chr03_16889104_C_CATATC_CATAT INDEL 9505.59 0 0 0 0 1 15 0 1 1 1 0 0 0 0 30 12 15 11 9 15 16 21 16 15 4 7 7 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940694protein_codingNA c.*1772_*1773insATATNA NA NA NA 1549
Chr03 16889104 C CATAT Chr03_16889104_C_CATATC_CATAT INDEL 9505.59 0 0 0 0 1 15 0 1 1 1 0 0 0 0 30 12 15 11 9 15 16 21 16 15 4 7 7 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_24690Pp3c3_24690transcript PAC:32940695protein_codingNA c.*1772_*1773insATATNA NA NA NA 1631
Chr03 16889104 C CATAT Chr03_16889104_C_CATATC_CATAT INDEL 9505.59 0 0 0 0 1 15 0 1 1 1 0 0 0 0 30 12 15 11 9 15 16 21 16 15 4 7 7 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c3_24664-Pp3c3_24690Pp3c3_24664-Pp3c3_24690intergenic_regionPp3c3_24664-Pp3c3_24690NA NA n.16889104_16889105insATATNA NA NA NA NA
Chr03 16951922 G A Chr03_16951922_G_AG_A SNP 12065.63 16 13 11 21 17 11 19 12 12 20 10 14 4 8 16 13 11 21 17 11 19 12 12 20 10 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24770-Pp3c3_24820Pp3c3_24770-Pp3c3_24820intergenic_regionPp3c3_24770-Pp3c3_24820NA NA n.16951922G>ANA NA NA NA NA
Chr03 16951988 G T Chr03_16951988_G_TG_T SNP 9493.63 23 8 8 17 15 11 16 11 8 15 5 6 6 8 23 8 8 17 15 11 16 11 8 15 5 6 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24770-Pp3c3_24820Pp3c3_24770-Pp3c3_24820intergenic_regionPp3c3_24770-Pp3c3_24820NA NA n.16951988G>TNA NA NA NA NA
Chr03 17009015 A T Chr03_17009015_A_TA_T SNP 19882.63 25 13 16 32 17 31 17 27 19 19 19 24 14 13 25 13 16 32 17 31 17 27 19 19 19 24 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_24850Pp3c3_24850transcript PAC:32944884protein_codingNA c.*5221A>T NA NA NA NA 4294
Chr03 17009015 A T Chr03_17009015_A_TA_T SNP 19882.63 25 13 16 32 17 31 17 27 19 19 19 24 14 13 25 13 16 32 17 31 17 27 19 19 19 24 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_24850Pp3c3_24850transcript PAC:32944885protein_codingNA c.*5221A>T NA NA NA NA 4229
Chr03 17009015 A T Chr03_17009015_A_TA_T SNP 19882.63 25 13 16 32 17 31 17 27 19 19 19 24 14 13 25 13 16 32 17 31 17 27 19 19 19 24 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24850-Pp3c3_24880Pp3c3_24850-Pp3c3_24880intergenic_regionPp3c3_24850-Pp3c3_24880NA NA n.17009015A>TNA NA NA NA NA
Chr03 17009016 T A Chr03_17009016_T_AT_A SNP 19882.63 25 13 16 32 17 31 17 27 18 19 19 24 13 13 25 13 16 32 17 31 17 27 18 19 19 24 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_24850Pp3c3_24850transcript PAC:32944884protein_codingNA c.*5222T>A NA NA NA NA 4295
Chr03 17009016 T A Chr03_17009016_T_AT_A SNP 19882.63 25 13 16 32 17 31 17 27 18 19 19 24 13 13 25 13 16 32 17 31 17 27 18 19 19 24 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_24850Pp3c3_24850transcript PAC:32944885protein_codingNA c.*5222T>A NA NA NA NA 4230
Chr03 17009016 T A Chr03_17009016_T_AT_A SNP 19882.63 25 13 16 32 17 31 17 27 18 19 19 24 13 13 25 13 16 32 17 31 17 27 18 19 19 24 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24850-Pp3c3_24880Pp3c3_24850-Pp3c3_24880intergenic_regionPp3c3_24850-Pp3c3_24880NA NA n.17009016T>ANA NA NA NA NA
Chr03 17011521 C CA Chr03_17011521_C_CAC_CA INDEL 16028.59 25 16 19 24 16 30 33 21 20 30 10 16 10 14 25 16 19 24 16 30 33 21 20 30 10 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24850-Pp3c3_24880Pp3c3_24850-Pp3c3_24880intergenic_regionPp3c3_24850-Pp3c3_24880NA NA n.17011521_17011522insANA NA NA NA NA
Chr03 17018979 TG T Chr03_17018979_TG_TTG_T INDEL 11993.59 15 10 7 16 19 27 10 21 11 13 14 22 8 4 15 10 7 16 19 27 10 21 11 13 14 22 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24850-Pp3c3_24880Pp3c3_24850-Pp3c3_24880intergenic_regionPp3c3_24850-Pp3c3_24880NA NA n.17018980delGNA NA NA NA NA
Chr03 17019279 G T Chr03_17019279_G_TG_T SNP 18264.63 22 10 10 23 22 22 21 25 18 19 27 23 11 12 22 10 10 23 22 22 21 25 18 19 27 23 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24850-Pp3c3_24880Pp3c3_24850-Pp3c3_24880intergenic_regionPp3c3_24850-Pp3c3_24880NA NA n.17019279G>TNA NA NA NA NA
Chr03 17019402 G T Chr03_17019402_G_TG_T SNP 17664.63 37 6 12 19 19 25 23 21 23 24 14 17 18 4 37 6 12 19 19 25 23 21 23 24 14 17 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24850-Pp3c3_24880Pp3c3_24850-Pp3c3_24880intergenic_regionPp3c3_24850-Pp3c3_24880NA NA n.17019402G>TNA NA NA NA NA
Chr03 17019432 T C Chr03_17019432_T_CT_C SNP 18163.63 32 6 12 19 22 26 22 22 27 18 14 15 14 4 32 6 12 19 22 26 22 22 27 18 14 15 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24850-Pp3c3_24880Pp3c3_24850-Pp3c3_24880intergenic_regionPp3c3_24850-Pp3c3_24880NA NA n.17019432T>CNA NA NA NA NA
Chr03 17019449 G T Chr03_17019449_G_TG_T SNP 17516.63 31 5 11 19 23 24 17 23 25 21 14 17 10 5 31 5 11 19 23 24 17 23 25 21 14 17 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_24850-Pp3c3_24880Pp3c3_24850-Pp3c3_24880intergenic_regionPp3c3_24850-Pp3c3_24880NA NA n.17019449G>TNA NA NA NA NA
Chr03 17141225 TA T Chr03_17141225_TA_TTA_T INDEL 17565.59 34 17 29 20 20 32 28 32 15 15 15 19 9 16 34 17 29 20 20 32 28 32 15 15 15 19 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25020-Pp3c3_25050Pp3c3_25020-Pp3c3_25050intergenic_regionPp3c3_25020-Pp3c3_25050NA NA n.17141226delANA NA NA NA NA
Chr03 17148737 C T Chr03_17148737_C_TC_T SNP 6518.29 0 0 0 22 17 34 33 30 0 0 0 0 0 0 18 15 13 22 17 34 33 30 24 36 12 18 19 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_25020-Pp3c3_25050Pp3c3_25020-Pp3c3_25050intergenic_regionPp3c3_25020-Pp3c3_25050NA NA n.17148737C>TNA NA NA NA NA
Chr03 17277979 G T Chr03_17277979_G_TG_T SNP 20641.63 39 15 18 24 20 30 24 25 19 25 15 10 8 8 39 15 18 25 20 30 24 25 19 25 15 10 8 8 1 1 1 0.96 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25210-Pp3c3_25240Pp3c3_25210-Pp3c3_25240intergenic_regionPp3c3_25210-Pp3c3_25240NA NA n.17277979G>TNA NA NA NA NA
Chr03 17281197 C A Chr03_17281197_C_AC_A SNP 20695.63 21 10 16 25 22 37 27 28 29 24 25 26 12 8 21 10 16 25 22 37 27 28 29 24 25 26 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_25240Pp3c3_25240transcript PAC:32940491protein_codingNA c.-4171C>A NA NA NA NA 3916
Chr03 17281197 C A Chr03_17281197_C_AC_A SNP 20695.63 21 10 16 25 22 37 27 28 29 24 25 26 12 8 21 10 16 25 22 37 27 28 29 24 25 26 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_25240Pp3c3_25240transcript PAC:32940492protein_codingNA c.-4171C>A NA NA NA NA 3934
Chr03 17281197 C A Chr03_17281197_C_AC_A SNP 20695.63 21 10 16 25 22 37 27 28 29 24 25 26 12 8 21 10 16 25 22 37 27 28 29 24 25 26 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25210-Pp3c3_25240Pp3c3_25210-Pp3c3_25240intergenic_regionPp3c3_25210-Pp3c3_25240NA NA n.17281197C>ANA NA NA NA NA
Chr03 17452334 C A Chr03_17452334_C_AC_A SNP 19151.63 42 18 15 24 17 28 29 27 22 25 20 20 11 8 42 18 15 24 17 28 29 27 22 25 20 20 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25540-Pp3c3_25560Pp3c3_25540-Pp3c3_25560intergenic_regionPp3c3_25540-Pp3c3_25560NA NA n.17452334C>ANA NA NA NA NA
Chr03 17555833 G T Chr03_17555833_G_TG_T SNP 17742.63 29 17 9 28 23 25 25 20 23 26 10 23 12 10 29 17 9 29 23 25 25 20 23 26 10 23 12 10 1 1 1 0.966 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25610-Pp3c3_25640Pp3c3_25610-Pp3c3_25640intergenic_regionPp3c3_25610-Pp3c3_25640NA NA n.17555833G>TNA NA NA NA NA
Chr03 17555966 C A Chr03_17555966_C_AC_A SNP 19810.63 33 27 16 30 21 25 23 18 16 21 7 21 13 8 33 27 16 30 21 25 23 18 16 21 7 21 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25610-Pp3c3_25640Pp3c3_25610-Pp3c3_25640intergenic_regionPp3c3_25610-Pp3c3_25640NA NA n.17555966C>ANA NA NA NA NA
Chr03 17555977 G A Chr03_17555977_G_AG_A SNP 20672.63 32 25 17 30 21 25 22 19 18 20 12 20 13 9 32 25 17 30 21 25 22 19 18 20 12 20 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25610-Pp3c3_25640Pp3c3_25610-Pp3c3_25640intergenic_regionPp3c3_25610-Pp3c3_25640NA NA n.17555977G>ANA NA NA NA NA
Chr03 17555987 G A Chr03_17555987_G_AG_A SNP 20861.63 34 26 16 31 20 28 26 17 18 16 14 19 13 9 34 26 16 31 20 28 26 17 18 16 14 19 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25610-Pp3c3_25640Pp3c3_25610-Pp3c3_25640intergenic_regionPp3c3_25610-Pp3c3_25640NA NA n.17555987G>ANA NA NA NA NA
Chr03 17555997 TG T Chr03_17555997_TG_TTG_T INDEL 20225.59 33 23 17 34 20 31 25 19 18 16 13 16 11 8 33 23 17 34 20 31 25 19 18 16 13 16 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25610-Pp3c3_25640Pp3c3_25610-Pp3c3_25640intergenic_regionPp3c3_25610-Pp3c3_25640NA NA n.17555998delGNA NA NA NA NA
Chr03 17556021 AT A Chr03_17556021_AT_AAT_A INDEL 13555.59 31 22 15 33 17 28 27 16 22 17 13 18 9 6 31 22 15 33 17 28 27 16 22 17 13 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25610-Pp3c3_25640Pp3c3_25610-Pp3c3_25640intergenic_regionPp3c3_25610-Pp3c3_25640NA NA n.17556022delTNA NA NA NA NA
Chr03 17677069 G T Chr03_17677069_G_TG_T SNP 12713.63 20 9 10 16 9 19 13 23 13 20 8 13 5 8 20 9 10 16 9 19 13 23 13 20 8 13 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_25790Pp3c3_25790transcript PAC:32942965protein_codingNA c.-5358G>T NA NA NA NA 3971
Chr03 17677069 G T Chr03_17677069_G_TG_T SNP 12713.63 20 9 10 16 9 19 13 23 13 20 8 13 5 8 20 9 10 16 9 19 13 23 13 20 8 13 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_25790Pp3c3_25790transcript PAC:32942966protein_codingNA c.-5358G>T NA NA NA NA 4161
Chr03 17677069 G T Chr03_17677069_G_TG_T SNP 12713.63 20 9 10 16 9 19 13 23 13 20 8 13 5 8 20 9 10 16 9 19 13 23 13 20 8 13 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25770-Pp3c3_25790Pp3c3_25770-Pp3c3_25790intergenic_regionPp3c3_25770-Pp3c3_25790NA NA n.17677069G>TNA NA NA NA NA
Chr03 17677145 CT C Chr03_17677145_CT_CCT_C INDEL 11982.59 20 7 13 20 11 17 19 23 14 19 11 12 9 7 20 7 13 20 11 17 19 23 14 19 11 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_25790Pp3c3_25790transcript PAC:32942965protein_codingNA c.-5281delT NA NA NA NA 3894
Chr03 17677145 CT C Chr03_17677145_CT_CCT_C INDEL 11982.59 20 7 13 20 11 17 19 23 14 19 11 12 9 7 20 7 13 20 11 17 19 23 14 19 11 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_25790Pp3c3_25790transcript PAC:32942966protein_codingNA c.-5281delT NA NA NA NA 4084
Chr03 17677145 CT C Chr03_17677145_CT_CCT_C INDEL 11982.59 20 7 13 20 11 17 19 23 14 19 11 12 9 7 20 7 13 20 11 17 19 23 14 19 11 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_25770-Pp3c3_25790Pp3c3_25770-Pp3c3_25790intergenic_regionPp3c3_25770-Pp3c3_25790NA NA n.17677146delTNA NA NA NA NA
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25860Pp3c3_25860transcript PAC:32940773protein_codingNA c.-4710_-4709insTANA NA NA NA 4565
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25870Pp3c3_25870transcript PAC:32940822protein_codingNA c.-1372_-1371insTANA NA NA NA 559
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25900Pp3c3_25900transcript PAC:32940586protein_codingNA c.-1958_-1957insTANA NA NA NA 1957
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25860Pp3c3_25860transcript PAC:32940774protein_codingNA c.-4710_-4709insTANA NA NA NA 4550
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25860Pp3c3_25860transcript PAC:32940779protein_codingNA c.-5500_-5499insTANA NA NA NA 4550



Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25860Pp3c3_25860transcript PAC:32940781protein_codingNA c.-5500_-5499insTANA NA NA NA 4551
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25860Pp3c3_25860transcript PAC:32940776protein_codingNA c.-4710_-4709insTANA NA NA NA 4565
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25860Pp3c3_25860transcript PAC:32940777protein_codingNA c.-5239_-5238insTANA NA NA NA 4551
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25860Pp3c3_25860transcript PAC:32940775protein_codingNA c.-4710_-4709insTANA NA NA NA 4533
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25860Pp3c3_25860transcript PAC:32940780protein_codingNA c.-5500_-5499insTANA NA NA NA 4533
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25860Pp3c3_25860transcript PAC:32940778protein_codingNA c.-5239_-5238insTANA NA NA NA 4551
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25870Pp3c3_25870transcript PAC:32940823protein_codingNA c.-1510_-1509insTANA NA NA NA 362
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25870Pp3c3_25870transcript PAC:32940826protein_codingNA c.-1510_-1509insTANA NA NA NA 362
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25870Pp3c3_25870transcript PAC:32940824protein_codingNA c.-1510_-1509insTANA NA NA NA 647
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25870Pp3c3_25870transcript PAC:32940825protein_codingNA c.-1510_-1509insTANA NA NA NA 362
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25870Pp3c3_25870transcript PAC:32940827protein_codingNA c.-1510_-1509insTANA NA NA NA 362
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_25900Pp3c3_25900transcript PAC:32940587protein_codingNA c.-2408_-2407insTANA NA NA NA 2250
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_25910Pp3c3_25910transcript PAC:32940497protein_codingNA c.*5250_*5251insTANA NA NA NA 3770
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_25910Pp3c3_25910transcript PAC:32940499protein_codingNA c.*5250_*5251insTANA NA NA NA 3678
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_25910Pp3c3_25910transcript PAC:32940498protein_codingNA c.*5250_*5251insTANA NA NA NA 3770
Chr03 17735824 G GTA Chr03_17735824_G_GTAG_GTA INDEL 2912.24 0 0 0 16 12 21 26 17 0 1 0 1 0 1 24 13 11 16 12 22 26 17 21 14 7 6 8 6 0 0 0 1 1 0.955 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_25870-Pp3c3_25900Pp3c3_25870-Pp3c3_25900intergenic_regionPp3c3_25870-Pp3c3_25900NA NA n.17735824_17735825insTANA NA NA NA NA
Chr03 17799834 G GTGTAC Chr03_17799834_G_GTGTACG_GTGTAC INDEL 18144.59 20 21 5 18 24 30 19 18 20 20 17 10 17 8 20 21 5 18 24 30 19 18 20 20 17 10 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_26029Pp3c3_26029transcript PAC:32940382protein_codingNA c.*3590_*3591insGTACANA NA NA NA 2412
Chr03 17799834 G GTGTAC Chr03_17799834_G_GTGTACG_GTGTAC INDEL 18144.59 20 21 5 18 24 30 19 18 20 20 17 10 17 8 20 21 5 18 24 30 19 18 20 20 17 10 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_26029Pp3c3_26029transcript PAC:32940383protein_codingNA c.*3590_*3591insGTACANA NA NA NA 2413
Chr03 17799834 G GTGTAC Chr03_17799834_G_GTGTACG_GTGTAC INDEL 18144.59 20 21 5 18 24 30 19 18 20 20 17 10 17 8 20 21 5 18 24 30 19 18 20 20 17 10 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26020Pp3c3_26020transcript PAC:32940239protein_coding 01-juin c.6-92_6-91insTGTACNA NA NA NA NA
Chr03 17799834 G GTGTAC Chr03_17799834_G_GTGTACG_GTGTAC INDEL 18144.59 20 21 5 18 24 30 19 18 20 20 17 10 17 8 20 21 5 18 24 30 19 18 20 20 17 10 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26020Pp3c3_26020transcript PAC:32940240protein_coding 01-juin c.6-92_6-91insTGTACNA NA NA NA NA
Chr03 17799834 G GTGTAC Chr03_17799834_G_GTGTACG_GTGTAC INDEL 18144.59 20 21 5 18 24 30 19 18 20 20 17 10 17 8 20 21 5 18 24 30 19 18 20 20 17 10 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26020Pp3c3_26020transcript PAC:32940241protein_coding 01-juin c.6-92_6-91insTGTACNA NA NA NA NA
Chr03 17799834 G GTGTAC Chr03_17799834_G_GTGTACG_GTGTAC INDEL 18144.59 20 21 5 18 24 30 19 18 20 20 17 10 17 8 20 21 5 18 24 30 19 18 20 20 17 10 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26020Pp3c3_26020transcript PAC:32940242protein_coding 01-juin c.-10-92_-10-91insTGTACNA NA NA NA NA
Chr03 17799836 AAAG A Chr03_17799836_AAAG_AAAAG_A INDEL 18144.59 20 21 5 19 25 29 21 17 20 20 16 9 18 9 20 21 5 19 25 29 21 17 20 20 16 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_26029Pp3c3_26029transcript PAC:32940382protein_codingNA c.*3586_*3588delCTTNA NA NA NA 2410
Chr03 17799836 AAAG A Chr03_17799836_AAAG_AAAAG_A INDEL 18144.59 20 21 5 19 25 29 21 17 20 20 16 9 18 9 20 21 5 19 25 29 21 17 20 20 16 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_26029Pp3c3_26029transcript PAC:32940383protein_codingNA c.*3586_*3588delCTTNA NA NA NA 2411
Chr03 17799836 AAAG A Chr03_17799836_AAAG_AAAAG_A INDEL 18144.59 20 21 5 19 25 29 21 17 20 20 16 9 18 9 20 21 5 19 25 29 21 17 20 20 16 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26020Pp3c3_26020transcript PAC:32940239protein_coding 01-juin c.6-89_6-87delAAGNA NA NA NA NA
Chr03 17799836 AAAG A Chr03_17799836_AAAG_AAAAG_A INDEL 18144.59 20 21 5 19 25 29 21 17 20 20 16 9 18 9 20 21 5 19 25 29 21 17 20 20 16 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26020Pp3c3_26020transcript PAC:32940240protein_coding 01-juin c.6-89_6-87delAAGNA NA NA NA NA
Chr03 17799836 AAAG A Chr03_17799836_AAAG_AAAAG_A INDEL 18144.59 20 21 5 19 25 29 21 17 20 20 16 9 18 9 20 21 5 19 25 29 21 17 20 20 16 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26020Pp3c3_26020transcript PAC:32940241protein_coding 01-juin c.6-89_6-87delAAGNA NA NA NA NA
Chr03 17799836 AAAG A Chr03_17799836_AAAG_AAAAG_A INDEL 18144.59 20 21 5 19 25 29 21 17 20 20 16 9 18 9 20 21 5 19 25 29 21 17 20 20 16 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26020Pp3c3_26020transcript PAC:32940242protein_coding 01-juin c.-10-89_-10-87delAAGNA NA NA NA NA
Chr03 17857774 C CA Chr03_17857774_C_CAC_CA INDEL 14168.59 22 9 11 18 24 20 33 16 20 17 13 12 7 5 22 9 11 18 24 20 33 16 20 17 13 12 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26120Pp3c3_26120transcript PAC:32942623protein_codingNA c.-1327_-1326insANA NA NA NA 1062
Chr03 17857774 C CA Chr03_17857774_C_CAC_CA INDEL 14168.59 22 9 11 18 24 20 33 16 20 17 13 12 7 5 22 9 11 18 24 20 33 16 20 17 13 12 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26120Pp3c3_26120transcript PAC:32942624protein_codingNA c.-1327_-1326insANA NA NA NA 1041
Chr03 17857774 C CA Chr03_17857774_C_CAC_CA INDEL 14168.59 22 9 11 18 24 20 33 16 20 17 13 12 7 5 22 9 11 18 24 20 33 16 20 17 13 12 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26110-Pp3c3_26120Pp3c3_26110-Pp3c3_26120intergenic_regionPp3c3_26110-Pp3c3_26120NA NA n.17857774_17857775insANA NA NA NA NA
Chr03 17931448 C A Chr03_17931448_C_AC_A SNP 11938.63 12 6 12 18 11 21 22 13 15 21 9 7 6 5 12 6 12 18 11 21 22 13 15 21 9 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26180Pp3c3_26180transcript PAC:32942949protein_codingNA c.-4617G>T NA NA NA NA 4028
Chr03 17931448 C A Chr03_17931448_C_AC_A SNP 11938.63 12 6 12 18 11 21 22 13 15 21 9 7 6 5 12 6 12 18 11 21 22 13 15 21 9 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26180Pp3c3_26180transcript PAC:32942950protein_codingNA c.-4174G>T NA NA NA NA 4174
Chr03 17931448 C A Chr03_17931448_C_AC_A SNP 11938.63 12 6 12 18 11 21 22 13 15 21 9 7 6 5 12 6 12 18 11 21 22 13 15 21 9 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26180-Pp3c3_26220Pp3c3_26180-Pp3c3_26220intergenic_regionPp3c3_26180-Pp3c3_26220NA NA n.17931448C>ANA NA NA NA NA
Chr03 17969005 C T Chr03_17969005_C_TC_T SNP 17532.63 31 22 14 28 17 21 37 22 25 22 23 16 9 6 31 22 14 28 17 21 37 22 25 22 23 16 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944006protein_codingNA c.-2549C>T NA NA NA NA 1095
Chr03 17969005 C T Chr03_17969005_C_TC_T SNP 17532.63 31 22 14 28 17 21 37 22 25 22 23 16 9 6 31 22 14 28 17 21 37 22 25 22 23 16 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944007protein_codingNA c.-2549C>T NA NA NA NA 901
Chr03 17969005 C T Chr03_17969005_C_TC_T SNP 17532.63 31 22 14 28 17 21 37 22 25 22 23 16 9 6 31 22 14 28 17 21 37 22 25 22 23 16 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944008protein_codingNA c.-2549C>T NA NA NA NA 2332
Chr03 17969005 C T Chr03_17969005_C_TC_T SNP 17532.63 31 22 14 28 17 21 37 22 25 22 23 16 9 6 31 22 14 28 17 21 37 22 25 22 23 16 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26260-Pp3c3_26300Pp3c3_26260-Pp3c3_26300intergenic_regionPp3c3_26260-Pp3c3_26300NA NA n.17969005C>TNA NA NA NA NA
Chr03 17969026 A AT Chr03_17969026_A_ATA_AT INDEL 15016.59 34 23 10 27 17 21 31 22 18 22 19 16 12 6 34 23 10 27 17 21 31 22 18 22 19 16 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944006protein_codingNA c.-2528_-2527insTNA NA NA NA 1073
Chr03 17969026 A AT Chr03_17969026_A_ATA_AT INDEL 15016.59 34 23 10 27 17 21 31 22 18 22 19 16 12 6 34 23 10 27 17 21 31 22 18 22 19 16 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944007protein_codingNA c.-2528_-2527insTNA NA NA NA 879
Chr03 17969026 A AT Chr03_17969026_A_ATA_AT INDEL 15016.59 34 23 10 27 17 21 31 22 18 22 19 16 12 6 34 23 10 27 17 21 31 22 18 22 19 16 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944008protein_codingNA c.-2528_-2527insTNA NA NA NA 2310
Chr03 17969026 A AT Chr03_17969026_A_ATA_AT INDEL 15016.59 34 23 10 27 17 21 31 22 18 22 19 16 12 6 34 23 10 27 17 21 31 22 18 22 19 16 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26260-Pp3c3_26300Pp3c3_26260-Pp3c3_26300intergenic_regionPp3c3_26260-Pp3c3_26300NA NA n.17969026_17969027insTNA NA NA NA NA
Chr03 17969034 A AT Chr03_17969034_A_ATA_AT INDEL 13936.59 33 23 9 27 18 24 32 21 17 25 16 13 11 6 33 23 9 27 18 24 32 21 17 25 16 13 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944006protein_codingNA c.-2520_-2519insTNA NA NA NA 1065
Chr03 17969034 A AT Chr03_17969034_A_ATA_AT INDEL 13936.59 33 23 9 27 18 24 32 21 17 25 16 13 11 6 33 23 9 27 18 24 32 21 17 25 16 13 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944007protein_codingNA c.-2520_-2519insTNA NA NA NA 871
Chr03 17969034 A AT Chr03_17969034_A_ATA_AT INDEL 13936.59 33 23 9 27 18 24 32 21 17 25 16 13 11 6 33 23 9 27 18 24 32 21 17 25 16 13 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944008protein_codingNA c.-2520_-2519insTNA NA NA NA 2302
Chr03 17969034 A AT Chr03_17969034_A_ATA_AT INDEL 13936.59 33 23 9 27 18 24 32 21 17 25 16 13 11 6 33 23 9 27 18 24 32 21 17 25 16 13 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26260-Pp3c3_26300Pp3c3_26260-Pp3c3_26300intergenic_regionPp3c3_26260-Pp3c3_26300NA NA n.17969034_17969035insTNA NA NA NA NA
Chr03 17971284 T A Chr03_17971284_T_AT_A SNP 15029.63 20 16 15 17 20 26 26 15 16 15 10 14 5 7 20 16 15 17 20 26 26 15 16 15 10 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944008protein_codingNA c.-270T>A NA NA NA NA 53
Chr03 17971284 T A Chr03_17971284_T_AT_A SNP 15029.63 20 16 15 17 20 26 26 15 16 15 10 14 5 7 20 16 15 17 20 26 26 15 16 15 10 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944006protein_coding 01-févr c.-117-153T>ANA NA NA NA NA
Chr03 17971284 T A Chr03_17971284_T_AT_A SNP 15029.63 20 16 15 17 20 26 26 15 16 15 10 14 5 7 20 16 15 17 20 26 26 15 16 15 10 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944007protein_coding 01-févr c.-117-153T>ANA NA NA NA NA
Chr03 17971285 T A Chr03_17971285_T_AT_A SNP 15029.63 19 16 16 17 20 26 28 15 16 16 10 14 5 8 19 16 16 17 20 26 28 15 16 16 10 14 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944008protein_codingNA c.-269T>A NA NA NA NA 52
Chr03 17971285 T A Chr03_17971285_T_AT_A SNP 15029.63 19 16 16 17 20 26 28 15 16 16 10 14 5 8 19 16 16 17 20 26 28 15 16 16 10 14 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944006protein_coding 01-févr c.-117-152T>ANA NA NA NA NA
Chr03 17971285 T A Chr03_17971285_T_AT_A SNP 15029.63 19 16 16 17 20 26 28 15 16 16 10 14 5 8 19 16 16 17 20 26 28 15 16 16 10 14 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944007protein_coding 01-févr c.-117-152T>ANA NA NA NA NA
Chr03 17971286 T A Chr03_17971286_T_AT_A SNP 15029.63 20 16 16 17 20 25 29 15 16 16 10 14 5 8 20 16 16 17 20 25 29 15 16 16 10 14 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944008protein_codingNA c.-268T>A NA NA NA NA 51
Chr03 17971286 T A Chr03_17971286_T_AT_A SNP 15029.63 20 16 16 17 20 25 29 15 16 16 10 14 5 8 20 16 16 17 20 25 29 15 16 16 10 14 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944006protein_coding 01-févr c.-117-151T>ANA NA NA NA NA
Chr03 17971286 T A Chr03_17971286_T_AT_A SNP 15029.63 20 16 16 17 20 25 29 15 16 16 10 14 5 8 20 16 16 17 20 25 29 15 16 16 10 14 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_26300Pp3c3_26300transcript PAC:32944007protein_coding 01-févr c.-117-151T>ANA NA NA NA NA
Chr03 17991777 T A Chr03_17991777_T_AT_A SNP 15217.63 21 13 6 22 19 25 13 18 13 18 14 15 6 13 21 13 6 22 19 25 13 18 13 18 14 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_26310Pp3c3_26310transcript PAC:32944860protein_codingNA c.*2519A>T NA NA NA NA 1445
Chr03 17991777 T A Chr03_17991777_T_AT_A SNP 15217.63 21 13 6 22 19 25 13 18 13 18 14 15 6 13 21 13 6 22 19 25 13 18 13 18 14 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_26310Pp3c3_26310transcript PAC:32944861protein_codingNA c.*2519A>T NA NA NA NA 2234
Chr03 17991777 T A Chr03_17991777_T_AT_A SNP 15217.63 21 13 6 22 19 25 13 18 13 18 14 15 6 13 21 13 6 22 19 25 13 18 13 18 14 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26300-Pp3c3_26310Pp3c3_26300-Pp3c3_26310intergenic_regionPp3c3_26300-Pp3c3_26310NA NA n.17991777T>ANA NA NA NA NA
Chr03 18008494 G GA Chr03_18008494_G_GAG_GA INDEL 15932.59 34 18 10 27 13 31 18 20 22 25 15 18 15 12 34 18 10 27 13 31 18 20 22 25 15 18 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26310-Pp3c3_26330Pp3c3_26310-Pp3c3_26330intergenic_regionPp3c3_26310-Pp3c3_26330NA NA n.18008494_18008495insANA NA NA NA NA
Chr03 18009667 G GTA Chr03_18009667_G_GTAG_GTA INDEL 2569.24 2 1 0 19 15 23 21 12 2 0 0 2 1 1 16 8 12 19 17 24 21 15 9 13 11 14 12 8 0.125 0 0 1 0.882 0.958 1 0.8 0.222 0 0 0.143 0 0 0 5 5 3 0 5 0 intergenic_regionMODIFIER Pp3c3_26310-Pp3c3_26330Pp3c3_26310-Pp3c3_26330intergenic_regionPp3c3_26310-Pp3c3_26330NA NA n.18009667_18009668insTANA NA NA NA NA
Chr03 18082487 G GA Chr03_18082487_G_GAG_GA INDEL 13467.59 22 12 18 23 19 19 34 15 25 12 17 11 9 10 22 12 18 23 19 19 34 15 25 12 17 11 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_26430Pp3c3_26430transcript PAC:32943841protein_coding 04-déc c.855dupT p.Gln286fs 1684/3923 855/2526 285/841 NA
Chr03 18082487 G GA Chr03_18082487_G_GAG_GA INDEL 13467.59 22 12 18 23 19 19 34 15 25 12 17 11 9 10 22 12 18 23 19 19 34 15 25 12 17 11 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_26430Pp3c3_26430transcript PAC:32943840protein_coding avr-18 c.-18dupT NA NA NA NA 271
Chr03 18395251 G T Chr03_18395251_G_TG_T SNP 17120.63 24 23 19 24 12 22 22 19 27 19 12 14 8 12 24 23 19 24 12 22 22 19 27 19 12 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26830-Pp3c3_26860Pp3c3_26830-Pp3c3_26860intergenic_regionPp3c3_26830-Pp3c3_26860NA NA n.18395251G>TNA NA NA NA NA
Chr03 18408305 C A Chr03_18408305_C_AC_A SNP 20852.63 34 14 18 24 27 32 21 26 27 23 14 13 14 16 34 14 18 24 27 32 21 26 27 23 14 13 14 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26830-Pp3c3_26860Pp3c3_26830-Pp3c3_26860intergenic_regionPp3c3_26830-Pp3c3_26860NA NA n.18408305C>ANA NA NA NA NA
Chr03 18408315 C A Chr03_18408315_C_AC_A SNP 21157.63 33 15 15 24 29 29 21 29 24 25 14 10 17 15 33 15 15 24 29 29 21 29 24 25 14 10 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26830-Pp3c3_26860Pp3c3_26830-Pp3c3_26860intergenic_regionPp3c3_26830-Pp3c3_26860NA NA n.18408315C>ANA NA NA NA NA
Chr03 18408325 C A Chr03_18408325_C_AC_A SNP 20468.63 33 14 13 27 34 31 21 28 27 23 14 11 14 15 33 14 13 27 34 31 21 28 27 23 14 11 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26830-Pp3c3_26860Pp3c3_26830-Pp3c3_26860intergenic_regionPp3c3_26830-Pp3c3_26860NA NA n.18408325C>ANA NA NA NA NA
Chr03 18408341 C A Chr03_18408341_C_AC_A SNP 18833.63 28 17 14 26 32 35 18 27 24 25 14 13 13 13 28 17 14 26 32 35 18 27 24 25 14 13 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26830-Pp3c3_26860Pp3c3_26830-Pp3c3_26860intergenic_regionPp3c3_26830-Pp3c3_26860NA NA n.18408341C>ANA NA NA NA NA
Chr03 18457578 GT G Chr03_18457578_GT_GGT_G INDEL 17881.59 37 19 21 24 13 31 40 22 38 24 12 15 10 9 37 19 21 24 13 31 40 22 38 24 12 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26971Pp3c3_26971transcript PAC:32941436protein_codingNA c.-3939delA NA NA NA NA 3939
Chr03 18457578 GT G Chr03_18457578_GT_GGT_G INDEL 17881.59 37 19 21 24 13 31 40 22 38 24 12 15 10 9 37 19 21 24 13 31 40 22 38 24 12 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26981Pp3c3_26981transcript PAC:32940512protein_codingNA c.-1097delT NA NA NA NA 715
Chr03 18457578 GT G Chr03_18457578_GT_GGT_G INDEL 17881.59 37 19 21 24 13 31 40 22 38 24 12 15 10 9 37 19 21 24 13 31 40 22 38 24 12 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945120protein_codingNA c.*3238delA NA NA NA NA 2946
Chr03 18457578 GT G Chr03_18457578_GT_GGT_G INDEL 17881.59 37 19 21 24 13 31 40 22 38 24 12 15 10 9 37 19 21 24 13 31 40 22 38 24 12 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945122protein_codingNA c.*3238delA NA NA NA NA 2870
Chr03 18457578 GT G Chr03_18457578_GT_GGT_G INDEL 17881.59 37 19 21 24 13 31 40 22 38 24 12 15 10 9 37 19 21 24 13 31 40 22 38 24 12 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945121protein_codingNA c.*3238delA NA NA NA NA 2870
Chr03 18457578 GT G Chr03_18457578_GT_GGT_G INDEL 17881.59 37 19 21 24 13 31 40 22 38 24 12 15 10 9 37 19 21 24 13 31 40 22 38 24 12 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26971-Pp3c3_26981Pp3c3_26971-Pp3c3_26981intergenic_regionPp3c3_26971-Pp3c3_26981NA NA n.18457579delTNA NA NA NA NA
Chr03 18457615 A T Chr03_18457615_A_TA_T SNP 22817.63 35 19 21 27 15 31 38 29 35 25 10 13 9 10 35 19 21 27 15 31 38 29 35 25 10 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26971Pp3c3_26971transcript PAC:32941436protein_codingNA c.-3975T>A NA NA NA NA 3975
Chr03 18457615 A T Chr03_18457615_A_TA_T SNP 22817.63 35 19 21 27 15 31 38 29 35 25 10 13 9 10 35 19 21 27 15 31 38 29 35 25 10 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26981Pp3c3_26981transcript PAC:32940512protein_codingNA c.-1061A>T NA NA NA NA 679
Chr03 18457615 A T Chr03_18457615_A_TA_T SNP 22817.63 35 19 21 27 15 31 38 29 35 25 10 13 9 10 35 19 21 27 15 31 38 29 35 25 10 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945120protein_codingNA c.*3202T>A NA NA NA NA 2910
Chr03 18457615 A T Chr03_18457615_A_TA_T SNP 22817.63 35 19 21 27 15 31 38 29 35 25 10 13 9 10 35 19 21 27 15 31 38 29 35 25 10 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945122protein_codingNA c.*3202T>A NA NA NA NA 2834
Chr03 18457615 A T Chr03_18457615_A_TA_T SNP 22817.63 35 19 21 27 15 31 38 29 35 25 10 13 9 10 35 19 21 27 15 31 38 29 35 25 10 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945121protein_codingNA c.*3202T>A NA NA NA NA 2834
Chr03 18457615 A T Chr03_18457615_A_TA_T SNP 22817.63 35 19 21 27 15 31 38 29 35 25 10 13 9 10 35 19 21 27 15 31 38 29 35 25 10 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26971-Pp3c3_26981Pp3c3_26971-Pp3c3_26981intergenic_regionPp3c3_26971-Pp3c3_26981NA NA n.18457615A>TNA NA NA NA NA
Chr03 18457637 G GA Chr03_18457637_G_GAG_GA INDEL 23186.59 38 19 19 35 17 31 34 28 36 22 8 15 17 9 38 19 19 35 17 31 34 28 36 22 8 15 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26971Pp3c3_26971transcript PAC:32941436protein_codingNA c.-3998_-3997insTNA NA NA NA 3998
Chr03 18457637 G GA Chr03_18457637_G_GAG_GA INDEL 23186.59 38 19 19 35 17 31 34 28 36 22 8 15 17 9 38 19 19 35 17 31 34 28 36 22 8 15 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26981Pp3c3_26981transcript PAC:32940512protein_codingNA c.-1039_-1038insANA NA NA NA 656
Chr03 18457637 G GA Chr03_18457637_G_GAG_GA INDEL 23186.59 38 19 19 35 17 31 34 28 36 22 8 15 17 9 38 19 19 35 17 31 34 28 36 22 8 15 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945120protein_codingNA c.*3179_*3180insTNA NA NA NA 2887
Chr03 18457637 G GA Chr03_18457637_G_GAG_GA INDEL 23186.59 38 19 19 35 17 31 34 28 36 22 8 15 17 9 38 19 19 35 17 31 34 28 36 22 8 15 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945122protein_codingNA c.*3179_*3180insTNA NA NA NA 2811
Chr03 18457637 G GA Chr03_18457637_G_GAG_GA INDEL 23186.59 38 19 19 35 17 31 34 28 36 22 8 15 17 9 38 19 19 35 17 31 34 28 36 22 8 15 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945121protein_codingNA c.*3179_*3180insTNA NA NA NA 2811
Chr03 18457637 G GA Chr03_18457637_G_GAG_GA INDEL 23186.59 38 19 19 35 17 31 34 28 36 22 8 15 17 9 38 19 19 35 17 31 34 28 36 22 8 15 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26971-Pp3c3_26981Pp3c3_26971-Pp3c3_26981intergenic_regionPp3c3_26971-Pp3c3_26981NA NA n.18457637_18457638insANA NA NA NA NA
Chr03 18457853 G T Chr03_18457853_G_TG_T SNP 16668.63 17 20 11 22 12 20 33 25 15 27 14 13 17 4 17 20 11 22 12 20 33 25 15 27 14 13 17 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26971Pp3c3_26971transcript PAC:32941436protein_codingNA c.-4213C>A NA NA NA NA 4213
Chr03 18457853 G T Chr03_18457853_G_TG_T SNP 16668.63 17 20 11 22 12 20 33 25 15 27 14 13 17 4 17 20 11 22 12 20 33 25 15 27 14 13 17 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26981Pp3c3_26981transcript PAC:32940512protein_codingNA c.-823G>T NA NA NA NA 441
Chr03 18457853 G T Chr03_18457853_G_TG_T SNP 16668.63 17 20 11 22 12 20 33 25 15 27 14 13 17 4 17 20 11 22 12 20 33 25 15 27 14 13 17 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945120protein_codingNA c.*2964C>A NA NA NA NA 2672
Chr03 18457853 G T Chr03_18457853_G_TG_T SNP 16668.63 17 20 11 22 12 20 33 25 15 27 14 13 17 4 17 20 11 22 12 20 33 25 15 27 14 13 17 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945122protein_codingNA c.*2964C>A NA NA NA NA 2596
Chr03 18457853 G T Chr03_18457853_G_TG_T SNP 16668.63 17 20 11 22 12 20 33 25 15 27 14 13 17 4 17 20 11 22 12 20 33 25 15 27 14 13 17 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945121protein_codingNA c.*2964C>A NA NA NA NA 2596
Chr03 18457853 G T Chr03_18457853_G_TG_T SNP 16668.63 17 20 11 22 12 20 33 25 15 27 14 13 17 4 17 20 11 22 12 20 33 25 15 27 14 13 17 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26971-Pp3c3_26981Pp3c3_26971-Pp3c3_26981intergenic_regionPp3c3_26971-Pp3c3_26981NA NA n.18457853G>TNA NA NA NA NA
Chr03 18457942 A G Chr03_18457942_A_GA_G SNP 13930.63 18 17 11 23 15 15 24 14 13 21 13 11 7 7 18 17 11 23 15 15 24 14 13 21 13 11 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26971Pp3c3_26971transcript PAC:32941436protein_codingNA c.-4302T>C NA NA NA NA 4302
Chr03 18457942 A G Chr03_18457942_A_GA_G SNP 13930.63 18 17 11 23 15 15 24 14 13 21 13 11 7 7 18 17 11 23 15 15 24 14 13 21 13 11 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_26981Pp3c3_26981transcript PAC:32940512protein_codingNA c.-734A>G NA NA NA NA 352
Chr03 18457942 A G Chr03_18457942_A_GA_G SNP 13930.63 18 17 11 23 15 15 24 14 13 21 13 11 7 7 18 17 11 23 15 15 24 14 13 21 13 11 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945120protein_codingNA c.*2875T>C NA NA NA NA 2583
Chr03 18457942 A G Chr03_18457942_A_GA_G SNP 13930.63 18 17 11 23 15 15 24 14 13 21 13 11 7 7 18 17 11 23 15 15 24 14 13 21 13 11 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945122protein_codingNA c.*2875T>C NA NA NA NA 2507
Chr03 18457942 A G Chr03_18457942_A_GA_G SNP 13930.63 18 17 11 23 15 15 24 14 13 21 13 11 7 7 18 17 11 23 15 15 24 14 13 21 13 11 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27000Pp3c3_27000transcript PAC:32945121protein_codingNA c.*2875T>C NA NA NA NA 2507
Chr03 18457942 A G Chr03_18457942_A_GA_G SNP 13930.63 18 17 11 23 15 15 24 14 13 21 13 11 7 7 18 17 11 23 15 15 24 14 13 21 13 11 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_26971-Pp3c3_26981Pp3c3_26971-Pp3c3_26981intergenic_regionPp3c3_26971-Pp3c3_26981NA NA n.18457942A>GNA NA NA NA NA
Chr03 18598950 T TA Chr03_18598950_T_TAT_TA INDEL 13276.59 26 12 9 24 14 17 21 23 14 17 14 13 10 9 26 12 9 24 14 17 21 23 14 17 14 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_27340Pp3c3_27340transcript PAC:32942431protein_codingNA c.-4992_-4991insANA NA NA NA 4210
Chr03 18598950 T TA Chr03_18598950_T_TAT_TA INDEL 13276.59 26 12 9 24 14 17 21 23 14 17 14 13 10 9 26 12 9 24 14 17 21 23 14 17 14 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_27340Pp3c3_27340transcript PAC:32942432protein_codingNA c.-4992_-4991insANA NA NA NA 4242
Chr03 18598950 T TA Chr03_18598950_T_TAT_TA INDEL 13276.59 26 12 9 24 14 17 21 23 14 17 14 13 10 9 26 12 9 24 14 17 21 23 14 17 14 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27330Pp3c3_27330transcript PAC:32940312protein_codingNA c.*1448_*1449insANA NA NA NA 1025
Chr03 18598950 T TA Chr03_18598950_T_TAT_TA INDEL 13276.59 26 12 9 24 14 17 21 23 14 17 14 13 10 9 26 12 9 24 14 17 21 23 14 17 14 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_27330Pp3c3_27330transcript PAC:32940313protein_codingNA c.*1448_*1449insANA NA NA NA 976
Chr03 18598950 T TA Chr03_18598950_T_TAT_TA INDEL 13276.59 26 12 9 24 14 17 21 23 14 17 14 13 10 9 26 12 9 24 14 17 21 23 14 17 14 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_27330-Pp3c3_27340Pp3c3_27330-Pp3c3_27340intergenic_regionPp3c3_27330-Pp3c3_27340NA NA n.18598950_18598951insANA NA NA NA NA
Chr03 18632155 C A Chr03_18632155_C_AC_A SNP 15186.63 28 14 16 16 23 22 16 13 23 16 7 17 16 10 28 14 16 16 23 22 16 13 23 16 7 17 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_27370-Pp3c3_27400Pp3c3_27370-Pp3c3_27400intergenic_regionPp3c3_27370-Pp3c3_27400NA NA n.18632155C>ANA NA NA NA NA
Chr03 18679886 T C Chr03_18679886_T_CT_C SNP 18642.63 27 18 25 28 16 26 30 23 15 17 14 18 9 12 27 18 25 28 16 26 30 23 15 17 14 18 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_27420-Pp3c3_27440Pp3c3_27420-Pp3c3_27440intergenic_regionPp3c3_27420-Pp3c3_27440NA NA n.18679886T>CNA NA NA NA NA
Chr03 18840384 G GA Chr03_18840384_G_GAG_GA INDEL 9007.59 17 13 8 19 19 24 19 22 17 21 10 7 4 4 17 14 8 19 21 24 20 24 17 21 10 7 4 4 1 0.929 1 1 0.905 1 0.95 0.917 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_27750-Pp3c3_27780Pp3c3_27750-Pp3c3_27780intergenic_regionPp3c3_27750-Pp3c3_27780NA NA n.18840384_18840385insANA NA NA NA NA
Chr03 18858173 A AAT Chr03_18858173_A_AATA_AAT INDEL 4096.11 0 0 0 9 12 21 17 12 0 0 0 1 0 0 24 7 8 9 12 21 20 14 10 10 10 16 6 5 0 0 0 1 1 1 0.85 0.857 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_27780Pp3c3_27780transcript PAC:32943672protein_codingNA c.-1688_-1687insATNA NA NA NA 1374
Chr03 18858173 A AAT Chr03_18858173_A_AATA_AAT INDEL 4096.11 0 0 0 9 12 21 17 12 0 0 0 1 0 0 24 7 8 9 12 21 20 14 10 10 10 16 6 5 0 0 0 1 1 1 0.85 0.857 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_27780Pp3c3_27780transcript PAC:32943673protein_codingNA c.-1688_-1687insATNA NA NA NA 1329
Chr03 18858173 A AAT Chr03_18858173_A_AATA_AAT INDEL 4096.11 0 0 0 9 12 21 17 12 0 0 0 1 0 0 24 7 8 9 12 21 20 14 10 10 10 16 6 5 0 0 0 1 1 1 0.85 0.857 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943440protein_codingNA c.*4216_*4217insATNA NA NA NA 3556
Chr03 18858173 A AAT Chr03_18858173_A_AATA_AAT INDEL 4096.11 0 0 0 9 12 21 17 12 0 0 0 1 0 0 24 7 8 9 12 21 20 14 10 10 10 16 6 5 0 0 0 1 1 1 0.85 0.857 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943442protein_codingNA c.*4216_*4217insATNA NA NA NA 3561
Chr03 18858173 A AAT Chr03_18858173_A_AATA_AAT INDEL 4096.11 0 0 0 9 12 21 17 12 0 0 0 1 0 0 24 7 8 9 12 21 20 14 10 10 10 16 6 5 0 0 0 1 1 1 0.85 0.857 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943444protein_codingNA c.*4216_*4217insATNA NA NA NA 3561
Chr03 18858173 A AAT Chr03_18858173_A_AATA_AAT INDEL 4096.11 0 0 0 9 12 21 17 12 0 0 0 1 0 0 24 7 8 9 12 21 20 14 10 10 10 16 6 5 0 0 0 1 1 1 0.85 0.857 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943441protein_codingNA c.*4216_*4217insATNA NA NA NA 3599
Chr03 18858173 A AAT Chr03_18858173_A_AATA_AAT INDEL 4096.11 0 0 0 9 12 21 17 12 0 0 0 1 0 0 24 7 8 9 12 21 20 14 10 10 10 16 6 5 0 0 0 1 1 1 0.85 0.857 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943443protein_codingNA c.*4216_*4217insATNA NA NA NA 3599
Chr03 18858173 A AAT Chr03_18858173_A_AATA_AAT INDEL 4096.11 0 0 0 9 12 21 17 12 0 0 0 1 0 0 24 7 8 9 12 21 20 14 10 10 10 16 6 5 0 0 0 1 1 1 0.85 0.857 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943445protein_codingNA c.*4216_*4217insATNA NA NA NA 3599
Chr03 18858173 A AAT Chr03_18858173_A_AATA_AAT INDEL 4096.11 0 0 0 9 12 21 17 12 0 0 0 1 0 0 24 7 8 9 12 21 20 14 10 10 10 16 6 5 0 0 0 1 1 1 0.85 0.857 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943446protein_codingNA c.*4216_*4217insATNA NA NA NA 3599
Chr03 18858173 A AAT Chr03_18858173_A_AATA_AAT INDEL 4096.11 0 0 0 9 12 21 17 12 0 0 0 1 0 0 24 7 8 9 12 21 20 14 10 10 10 16 6 5 0 0 0 1 1 1 0.85 0.857 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_27750-Pp3c3_27780Pp3c3_27750-Pp3c3_27780intergenic_regionPp3c3_27750-Pp3c3_27780NA NA n.18858173_18858174insATNA NA NA NA NA
Chr03 18869907 G GAT Chr03_18869907_G_GATG_GAT INDEL 1817.93 0 0 1 0 0 0 0 0 13 18 7 10 7 4 19 7 12 16 16 13 16 14 13 18 7 12 7 4 0 0 0 0 0 0 0 0 1 1 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943440protein_codingNA c.-3177_-3176insATNA NA NA NA 2749
Chr03 18869907 G GAT Chr03_18869907_G_GATG_GAT INDEL 1817.93 0 0 1 0 0 0 0 0 13 18 7 10 7 4 19 7 12 16 16 13 16 14 13 18 7 12 7 4 0 0 0 0 0 0 0 0 1 1 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943442protein_codingNA c.-5195_-5194insATNA NA NA NA 2519
Chr03 18869907 G GAT Chr03_18869907_G_GATG_GAT INDEL 1817.93 0 0 1 0 0 0 0 0 13 18 7 10 7 4 19 7 12 16 16 13 16 14 13 18 7 12 7 4 0 0 0 0 0 0 0 0 1 1 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943444protein_codingNA c.-5216_-5215insATNA NA NA NA 2507
Chr03 18869907 G GAT Chr03_18869907_G_GATG_GAT INDEL 1817.93 0 0 1 0 0 0 0 0 13 18 7 10 7 4 19 7 12 16 16 13 16 14 13 18 7 12 7 4 0 0 0 0 0 0 0 0 1 1 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943441protein_codingNA c.-3177_-3176insATNA NA NA NA 2736
Chr03 18869907 G GAT Chr03_18869907_G_GATG_GAT INDEL 1817.93 0 0 1 0 0 0 0 0 13 18 7 10 7 4 19 7 12 16 16 13 16 14 13 18 7 12 7 4 0 0 0 0 0 0 0 0 1 1 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943443protein_codingNA c.-5195_-5194insATNA NA NA NA 2736
Chr03 18869907 G GAT Chr03_18869907_G_GATG_GAT INDEL 1817.93 0 0 1 0 0 0 0 0 13 18 7 10 7 4 19 7 12 16 16 13 16 14 13 18 7 12 7 4 0 0 0 0 0 0 0 0 1 1 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943445protein_codingNA c.-5216_-5215insATNA NA NA NA 2736
Chr03 18869907 G GAT Chr03_18869907_G_GATG_GAT INDEL 1817.93 0 0 1 0 0 0 0 0 13 18 7 10 7 4 19 7 12 16 16 13 16 14 13 18 7 12 7 4 0 0 0 0 0 0 0 0 1 1 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_27790Pp3c3_27790transcript PAC:32943446protein_codingNA c.-5216_-5215insATNA NA NA NA 2507
Chr03 18869907 G GAT Chr03_18869907_G_GATG_GAT INDEL 1817.93 0 0 1 0 0 0 0 0 13 18 7 10 7 4 19 7 12 16 16 13 16 14 13 18 7 12 7 4 0 0 0 0 0 0 0 0 1 1 1 0.833 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c3_27790-Pp3c3_27820Pp3c3_27790-Pp3c3_27820intergenic_regionPp3c3_27790-Pp3c3_27820NA NA n.18869907_18869908insATNA NA NA NA NA
Chr03 18975682 A AAT Chr03_18975682_A_AATA_AAT INDEL 9344.59 23 16 10 18 22 15 15 16 16 12 9 12 12 4 23 16 10 19 22 15 17 16 17 12 9 12 12 4 1 1 1 0.947 1 1 0.882 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_28040Pp3c3_28040transcript PAC:32943631protein_codingNA c.-4744_-4743insATNA NA NA NA 3209
Chr03 18975682 A AAT Chr03_18975682_A_AATA_AAT INDEL 9344.59 23 16 10 18 22 15 15 16 16 12 9 12 12 4 23 16 10 19 22 15 17 16 17 12 9 12 12 4 1 1 1 0.947 1 1 0.882 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_28040Pp3c3_28040transcript PAC:32943632protein_codingNA c.-4744_-4743insATNA NA NA NA 3154
Chr03 18975682 A AAT Chr03_18975682_A_AATA_AAT INDEL 9344.59 23 16 10 18 22 15 15 16 16 12 9 12 12 4 23 16 10 19 22 15 17 16 17 12 9 12 12 4 1 1 1 0.947 1 1 0.882 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_28040Pp3c3_28040transcript PAC:32943633protein_codingNA c.-4744_-4743insATNA NA NA NA 3150
Chr03 18975682 A AAT Chr03_18975682_A_AATA_AAT INDEL 9344.59 23 16 10 18 22 15 15 16 16 12 9 12 12 4 23 16 10 19 22 15 17 16 17 12 9 12 12 4 1 1 1 0.947 1 1 0.882 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_28040-Pp3c3_28050Pp3c3_28040-Pp3c3_28050intergenic_regionPp3c3_28040-Pp3c3_28050NA NA n.18975682_18975683insATNA NA NA NA NA
Chr03 19357031 C CT Chr03_19357031_C_CTC_CT INDEL 19539.59 28 26 14 26 17 27 35 21 13 17 13 19 5 9 28 26 14 26 17 27 35 21 13 17 13 19 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_28480-Pp3c3_28520Pp3c3_28480-Pp3c3_28520intergenic_regionPp3c3_28480-Pp3c3_28520NA NA n.19357031_19357032insTNA NA NA NA NA
Chr03 19357035 A G Chr03_19357035_A_GA_G SNP 19904.63 29 25 13 24 19 28 34 21 13 19 14 19 6 9 29 25 13 24 19 28 34 21 13 19 14 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_28480-Pp3c3_28520Pp3c3_28480-Pp3c3_28520intergenic_regionPp3c3_28480-Pp3c3_28520NA NA n.19357035A>GNA NA NA NA NA
Chr03 19377483 T A Chr03_19377483_T_AT_A SNP 19481.63 26 13 15 32 21 35 19 26 22 25 14 16 11 12 27 13 15 32 21 35 19 26 22 25 14 16 11 12 0.963 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_28480-Pp3c3_28520Pp3c3_28480-Pp3c3_28520intergenic_regionPp3c3_28480-Pp3c3_28520NA NA n.19377483T>ANA NA NA NA NA
Chr03 19513425 T A Chr03_19513425_T_AT_A SNP 14091.63 21 9 14 21 12 27 33 17 18 10 6 18 7 8 21 9 14 21 12 27 33 17 18 10 6 18 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_28590-Pp3c3_28810Pp3c3_28590-Pp3c3_28810intergenic_regionPp3c3_28590-Pp3c3_28810NA NA n.19513425T>ANA NA NA NA NA
Chr03 19567725 A AT Chr03_19567725_A_ATA_AT INDEL 14395.59 22 14 12 18 12 27 15 27 19 16 16 16 7 8 22 14 12 18 12 27 15 27 19 16 16 16 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_28590-Pp3c3_28810Pp3c3_28590-Pp3c3_28810intergenic_regionPp3c3_28590-Pp3c3_28810NA NA n.19567725_19567726insTNA NA NA NA NA
Chr03 19582826 G A Chr03_19582826_G_AG_A SNP 15181.63 23 14 19 15 13 14 30 23 20 17 11 29 10 9 23 14 19 15 13 14 30 23 20 17 11 29 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_28590-Pp3c3_28810Pp3c3_28590-Pp3c3_28810intergenic_regionPp3c3_28590-Pp3c3_28810NA NA n.19582826G>ANA NA NA NA NA
Chr03 19605066 C T Chr03_19605066_C_TC_T SNP 9182.29 20 9 15 0 0 0 0 0 20 15 10 15 4 10 20 9 15 27 13 22 30 21 20 15 10 15 4 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c3_28590-Pp3c3_28810Pp3c3_28590-Pp3c3_28810intergenic_regionPp3c3_28590-Pp3c3_28810NA NA n.19605066C>TNA NA NA NA NA
Chr03 19654763 G A Chr03_19654763_G_AG_A SNP 12757.29 33 19 14 0 0 0 0 0 20 31 15 24 13 20 33 19 14 27 18 23 27 33 20 31 15 24 13 20 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c3_28590-Pp3c3_28810Pp3c3_28590-Pp3c3_28810intergenic_regionPp3c3_28590-Pp3c3_28810NA NA n.19654763G>ANA NA NA NA NA
Chr03 20065074 G GTA Chr03_20065074_G_GTAG_GTA INDEL 1461.35 24 13 12 0 0 0 2 1 0 3 0 1 0 0 24 13 12 21 8 17 24 14 23 18 11 15 4 7 1 1 1 0 0 0 0.083 0 0 0.167 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c3_29290Pp3c3_29290transcript PAC:32944751protein_codingNA c.-1039_-1038insTANA NA NA NA 717
Chr03 20065074 G GTA Chr03_20065074_G_GTAG_GTA INDEL 1461.35 24 13 12 0 0 0 2 1 0 3 0 1 0 0 24 13 12 21 8 17 24 14 23 18 11 15 4 7 1 1 1 0 0 0 0.083 0 0 0.167 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c3_29310Pp3c3_29310transcript PAC:32942833protein_codingNA c.-5585_-5584insTANA NA NA NA 4808
Chr03 20065074 G GTA Chr03_20065074_G_GTAG_GTA INDEL 1461.35 24 13 12 0 0 0 2 1 0 3 0 1 0 0 24 13 12 21 8 17 24 14 23 18 11 15 4 7 1 1 1 0 0 0 0.083 0 0 0.167 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c3_29290Pp3c3_29290transcript PAC:32944752protein_codingNA c.-1039_-1038insTANA NA NA NA 718
Chr03 20065074 G GTA Chr03_20065074_G_GTAG_GTA INDEL 1461.35 24 13 12 0 0 0 2 1 0 3 0 1 0 0 24 13 12 21 8 17 24 14 23 18 11 15 4 7 1 1 1 0 0 0 0.083 0 0 0.167 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c3_29310Pp3c3_29310transcript PAC:32942836protein_codingNA c.-6374_-6373insTANA NA NA NA 4808
Chr03 20065074 G GTA Chr03_20065074_G_GTAG_GTA INDEL 1461.35 24 13 12 0 0 0 2 1 0 3 0 1 0 0 24 13 12 21 8 17 24 14 23 18 11 15 4 7 1 1 1 0 0 0 0.083 0 0 0.167 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c3_29310Pp3c3_29310transcript PAC:32942837protein_codingNA c.-6374_-6373insTANA NA NA NA 4808
Chr03 20065074 G GTA Chr03_20065074_G_GTAG_GTA INDEL 1461.35 24 13 12 0 0 0 2 1 0 3 0 1 0 0 24 13 12 21 8 17 24 14 23 18 11 15 4 7 1 1 1 0 0 0 0.083 0 0 0.167 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c3_29310Pp3c3_29310transcript PAC:32942834protein_codingNA c.-5722_-5721insTANA NA NA NA 4808
Chr03 20065074 G GTA Chr03_20065074_G_GTAG_GTA INDEL 1461.35 24 13 12 0 0 0 2 1 0 3 0 1 0 0 24 13 12 21 8 17 24 14 23 18 11 15 4 7 1 1 1 0 0 0 0.083 0 0 0.167 0 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c3_29290-Pp3c3_29310Pp3c3_29290-Pp3c3_29310intergenic_regionPp3c3_29290-Pp3c3_29310NA NA n.20065074_20065075insTANA NA NA NA NA
Chr03 20346577 C A Chr03_20346577_C_AC_A SNP 16212.63 23 13 11 25 19 25 20 12 23 25 22 17 5 12 23 13 11 25 19 25 20 12 23 25 22 17 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_29710-Pp3c3_29780Pp3c3_29710-Pp3c3_29780intergenic_regionPp3c3_29710-Pp3c3_29780NA NA n.20346577C>ANA NA NA NA NA
Chr03 20348519 C CA Chr03_20348519_C_CAC_CA INDEL 16192.59 30 24 16 30 16 28 21 30 20 22 8 13 16 9 30 24 16 30 16 28 21 30 20 22 8 13 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_29780Pp3c3_29780transcript PAC:32944715protein_codingNA c.*5169_*5170insTNA NA NA NA 4760
Chr03 20348519 C CA Chr03_20348519_C_CAC_CA INDEL 16192.59 30 24 16 30 16 28 21 30 20 22 8 13 16 9 30 24 16 30 16 28 21 30 20 22 8 13 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_29710-Pp3c3_29780Pp3c3_29710-Pp3c3_29780intergenic_regionPp3c3_29710-Pp3c3_29780NA NA n.20348519_20348520insANA NA NA NA NA
Chr03 20349650 T TTA Chr03_20349650_T_TTAT_TTA INDEL 2899.5 0 1 0 13 13 19 20 6 0 0 2 0 0 0 22 14 7 13 13 20 20 6 17 7 14 15 5 5 0 0 0 1 1 0.95 1 1 0 0 0.143 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c3_29780Pp3c3_29780transcript PAC:32944715protein_codingNA c.*4038_*4039insTANA NA NA NA 3629
Chr03 20349650 T TTA Chr03_20349650_T_TTAT_TTA INDEL 2899.5 0 1 0 13 13 19 20 6 0 0 2 0 0 0 22 14 7 13 13 20 20 6 17 7 14 15 5 5 0 0 0 1 1 0.95 1 1 0 0 0.143 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c3_29780Pp3c3_29780transcript PAC:32944716protein_codingNA c.*4038_*4039insTANA NA NA NA 4038
Chr03 20349650 T TTA Chr03_20349650_T_TTAT_TTA INDEL 2899.5 0 1 0 13 13 19 20 6 0 0 2 0 0 0 22 14 7 13 13 20 20 6 17 7 14 15 5 5 0 0 0 1 1 0.95 1 1 0 0 0.143 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c3_29710-Pp3c3_29780Pp3c3_29710-Pp3c3_29780intergenic_regionPp3c3_29710-Pp3c3_29780NA NA n.20349650_20349651insTANA NA NA NA NA
Chr03 20373742 G T Chr03_20373742_G_TG_T SNP 19331.63 32 15 21 20 21 30 32 15 32 35 9 11 6 9 32 15 21 20 21 30 32 15 32 35 9 11 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_29790-Pp3c3_29910Pp3c3_29790-Pp3c3_29910intergenic_regionPp3c3_29790-Pp3c3_29910NA NA n.20373742G>TNA NA NA NA NA
Chr03 20374809 A T Chr03_20374809_A_TA_T SNP 13833.63 24 13 14 17 12 30 27 19 27 10 13 12 9 12 24 13 14 17 12 30 27 19 27 11 13 12 9 12 1 1 1 1 1 1 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_29790-Pp3c3_29910Pp3c3_29790-Pp3c3_29910intergenic_regionPp3c3_29790-Pp3c3_29910NA NA n.20374809A>TNA NA NA NA NA
Chr03 20374840 G A Chr03_20374840_G_AG_A SNP 16680.63 22 14 15 17 13 34 32 17 30 11 12 12 9 10 22 14 15 17 13 34 32 17 30 12 12 12 9 10 1 1 1 1 1 1 1 1 1 0.917 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_29790-Pp3c3_29910Pp3c3_29790-Pp3c3_29910intergenic_regionPp3c3_29790-Pp3c3_29910NA NA n.20374840G>ANA NA NA NA NA
Chr03 20374862 G GT Chr03_20374862_G_GTG_GT INDEL 18470.59 23 18 13 20 13 33 35 17 35 14 10 15 9 9 23 18 13 20 13 33 35 17 35 14 10 15 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_29790-Pp3c3_29910Pp3c3_29790-Pp3c3_29910intergenic_regionPp3c3_29790-Pp3c3_29910NA NA n.20374862_20374863insTNA NA NA NA NA
Chr03 20374865 C T Chr03_20374865_C_TC_T SNP 18299.63 22 17 13 21 13 32 34 17 34 15 10 15 9 9 22 17 13 21 13 32 34 17 34 15 10 15 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_29790-Pp3c3_29910Pp3c3_29790-Pp3c3_29910intergenic_regionPp3c3_29790-Pp3c3_29910NA NA n.20374865C>TNA NA NA NA NA
Chr03 20374880 A G Chr03_20374880_A_GA_G SNP 18662.63 22 16 10 24 16 35 38 18 30 17 10 16 11 10 22 16 10 24 16 35 38 18 30 17 10 16 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_29790-Pp3c3_29910Pp3c3_29790-Pp3c3_29910intergenic_regionPp3c3_29790-Pp3c3_29910NA NA n.20374880A>GNA NA NA NA NA
Chr03 20374981 A G Chr03_20374981_A_GA_G SNP 17812.63 24 13 13 27 8 25 33 23 20 16 7 14 13 16 24 13 13 27 8 25 33 23 20 16 7 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_29790-Pp3c3_29910Pp3c3_29790-Pp3c3_29910intergenic_regionPp3c3_29790-Pp3c3_29910NA NA n.20374981A>GNA NA NA NA NA
Chr03 20375001 A T Chr03_20375001_A_TA_T SNP 16586.63 23 12 14 28 7 20 27 22 16 16 7 11 12 13 23 12 14 28 7 20 27 22 16 16 7 11 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_29790-Pp3c3_29910Pp3c3_29790-Pp3c3_29910intergenic_regionPp3c3_29790-Pp3c3_29910NA NA n.20375001A>TNA NA NA NA NA
Chr03 20375003 G A Chr03_20375003_G_AG_A SNP 16267.63 23 13 15 25 7 20 26 22 16 15 7 11 12 13 23 13 15 25 7 20 26 22 16 15 7 11 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_29790-Pp3c3_29910Pp3c3_29790-Pp3c3_29910intergenic_regionPp3c3_29790-Pp3c3_29910NA NA n.20375003G>ANA NA NA NA NA
Chr03 20450429 G A Chr03_20450429_G_AG_A SNP 15011.29 30 16 17 0 0 0 0 0 22 26 22 16 9 16 30 16 17 27 24 20 28 37 22 26 22 16 9 16 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c3_29950-Pp3c3_29960Pp3c3_29950-Pp3c3_29960intergenic_regionPp3c3_29950-Pp3c3_29960NA NA n.20450429G>ANA NA NA NA NA
Chr03 20473572 G GAT Chr03_20473572_G_GATG_GAT INDEL 4147.24 1 0 1 23 18 27 23 20 0 0 0 0 0 1 26 9 10 24 18 27 23 20 15 13 14 13 6 13 0 0 0 0.958 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_29960Pp3c3_29960transcript PAC:32942044protein_codingNA c.-353_-352insATNA NA NA NA 353
Chr03 20473572 G GAT Chr03_20473572_G_GATG_GAT INDEL 4147.24 1 0 1 23 18 27 23 20 0 0 0 0 0 1 26 9 10 24 18 27 23 20 15 13 14 13 6 13 0 0 0 0.958 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_29970Pp3c3_29970transcript PAC:32944274protein_codingNA c.*1506_*1507insATNA NA NA NA 874
Chr03 20473572 G GAT Chr03_20473572_G_GATG_GAT INDEL 4147.24 1 0 1 23 18 27 23 20 0 0 0 0 0 1 26 9 10 24 18 27 23 20 15 13 14 13 6 13 0 0 0 0.958 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_29970Pp3c3_29970transcript PAC:32944275protein_codingNA c.*1506_*1507insATNA NA NA NA 1064
Chr03 20473572 G GAT Chr03_20473572_G_GATG_GAT INDEL 4147.24 1 0 1 23 18 27 23 20 0 0 0 0 0 1 26 9 10 24 18 27 23 20 15 13 14 13 6 13 0 0 0 0.958 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_29960-Pp3c3_29970Pp3c3_29960-Pp3c3_29970intergenic_regionPp3c3_29960-Pp3c3_29970NA NA n.20473572_20473573insATNA NA NA NA NA
Chr03 20593121 T C Chr03_20593121_T_CT_C SNP 19644.63 38 15 15 28 20 23 20 19 15 19 14 18 10 9 38 15 15 28 20 23 20 19 15 19 14 18 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_30220Pp3c3_30220transcript PAC:32942405protein_coding mars-21 c.-122-17T>CNA NA NA NA NA
Chr03 20593121 T C Chr03_20593121_T_CT_C SNP 19644.63 38 15 15 28 20 23 20 19 15 19 14 18 10 9 38 15 15 28 20 23 20 19 15 19 14 18 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_30220Pp3c3_30220transcript PAC:32942406protein_coding févr-20 c.-122-17T>CNA NA NA NA NA
Chr03 20593122 C T Chr03_20593122_C_TC_T SNP 19644.63 38 16 15 28 21 23 21 18 15 19 14 18 10 9 38 16 15 28 21 23 21 18 15 19 14 18 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_30220Pp3c3_30220transcript PAC:32942405protein_coding mars-21 c.-122-16C>TNA NA NA NA NA
Chr03 20593122 C T Chr03_20593122_C_TC_T SNP 19644.63 38 16 15 28 21 23 21 18 15 19 14 18 10 9 38 16 15 28 21 23 21 18 15 19 14 18 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_30220Pp3c3_30220transcript PAC:32942406protein_coding févr-20 c.-122-16C>TNA NA NA NA NA
Chr03 20593203 G A Chr03_20593203_G_AG_A SNP 16155.63 33 11 9 29 20 24 21 20 13 27 16 21 11 7 33 11 9 29 20 24 21 20 13 27 16 21 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_30220Pp3c3_30220transcript PAC:32942405protein_coding avr-22 c.-57G>A NA NA NA NA 197
Chr03 20593203 G A Chr03_20593203_G_AG_A SNP 16155.63 33 11 9 29 20 24 21 20 13 27 16 21 11 7 33 11 9 29 20 24 21 20 13 27 16 21 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_30220Pp3c3_30220transcript PAC:32942406protein_coding mars-21 c.-57G>A NA NA NA NA 197
Chr03 20593225 A AG Chr03_20593225_A_AGA_AG INDEL 12751.59 29 10 7 27 20 22 20 22 22 22 16 21 10 7 29 10 7 27 20 22 20 22 22 24 16 21 10 7 1 1 1 1 1 1 1 1 1 0.917 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_30220Pp3c3_30220transcript PAC:32942405protein_coding avr-22 c.-32dupG NA NA NA NA 171
Chr03 20593225 A AG Chr03_20593225_A_AGA_AG INDEL 12751.59 29 10 7 27 20 22 20 22 22 22 16 21 10 7 29 10 7 27 20 22 20 22 22 24 16 21 10 7 1 1 1 1 1 1 1 1 1 0.917 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_30220Pp3c3_30220transcript PAC:32942406protein_coding mars-21 c.-32dupG NA NA NA NA 171
Chr03 20738363 T A Chr03_20738363_T_AT_A SNP 17752.63 20 9 10 32 20 28 18 26 13 18 17 19 9 5 20 9 10 32 20 28 18 26 13 18 17 19 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_30370-Pp3c3_30410Pp3c3_30370-Pp3c3_30410intergenic_regionPp3c3_30370-Pp3c3_30410NA NA n.20738363T>ANA NA NA NA NA
Chr03 20768660 C T Chr03_20768660_C_TC_T SNP 2526.39 18 19 24 0 0 0 0 0 0 0 0 0 0 0 18 19 24 34 23 31 15 18 22 26 15 21 6 16 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c3_30370-Pp3c3_30410Pp3c3_30370-Pp3c3_30410intergenic_regionPp3c3_30370-Pp3c3_30410NA NA n.20768660C>TNA NA NA NA NA
Chr03 20855633 G GA Chr03_20855633_G_GAG_GA INDEL 15016.59 27 19 14 20 20 27 41 24 25 22 13 7 11 11 27 19 14 20 20 27 41 24 25 22 13 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_30490Pp3c3_30490transcript PAC:32944837protein_coding 04-avr c.602dupT p.Thr202fs 602/678 602/678 201/225 NA
Chr03 20855633 G GA Chr03_20855633_G_GAG_GA INDEL 15016.59 27 19 14 20 20 27 41 24 25 22 13 7 11 11 27 19 14 20 20 27 41 24 25 22 13 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_30480Pp3c3_30480transcript PAC:32942653protein_codingNA c.*1716_*1717insANA NA NA NA 1202
Chr03 20855633 G GA Chr03_20855633_G_GAG_GA INDEL 15016.59 27 19 14 20 20 27 41 24 25 22 13 7 11 11 27 19 14 20 20 27 41 24 25 22 13 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_30500Pp3c3_30500transcript PAC:32944817protein_codingNA c.*3885dupT NA NA NA NA 3476
Chr03 20855633 G GA Chr03_20855633_G_GAG_GA INDEL 15016.59 27 19 14 20 20 27 41 24 25 22 13 7 11 11 27 19 14 20 20 27 41 24 25 22 13 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_30480Pp3c3_30480transcript PAC:32942654protein_codingNA c.*1716_*1717insANA NA NA NA 1160
Chr03 20855633 G GA Chr03_20855633_G_GAG_GA INDEL 15016.59 27 19 14 20 20 27 41 24 25 22 13 7 11 11 27 19 14 20 20 27 41 24 25 22 13 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_30500Pp3c3_30500transcript PAC:32944819protein_codingNA c.*3885dupT NA NA NA NA 3476
Chr03 20855633 G GA Chr03_20855633_G_GAG_GA INDEL 15016.59 27 19 14 20 20 27 41 24 25 22 13 7 11 11 27 19 14 20 20 27 41 24 25 22 13 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_30500Pp3c3_30500transcript PAC:32944820protein_codingNA c.*3885dupT NA NA NA NA 3476
Chr03 20855633 G GA Chr03_20855633_G_GAG_GA INDEL 15016.59 27 19 14 20 20 27 41 24 25 22 13 7 11 11 27 19 14 20 20 27 41 24 25 22 13 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_30500Pp3c3_30500transcript PAC:32944818protein_codingNA c.*3885dupT NA NA NA NA 3476
Chr03 20855633 G GA Chr03_20855633_G_GAG_GA INDEL 15016.59 27 19 14 20 20 27 41 24 25 22 13 7 11 11 27 19 14 20 20 27 41 24 25 22 13 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_30500Pp3c3_30500transcript PAC:32944821protein_codingNA c.*3885dupT NA NA NA NA 3480
Chr03 21141791 T TA Chr03_21141791_T_TAT_TA INDEL 480.37 0 0 0 0 0 16 0 0 0 0 0 0 0 0 21 8 13 16 14 16 17 16 15 22 10 12 5 9 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c3_31030Pp3c3_31030transcript PAC:32941317protein_codingNA c.-2888_-2887insTNA NA NA NA 2888
Chr03 21141791 T TA Chr03_21141791_T_TAT_TA INDEL 480.37 0 0 0 0 0 16 0 0 0 0 0 0 0 0 21 8 13 16 14 16 17 16 15 22 10 12 5 9 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c3_31040Pp3c3_31040transcript PAC:32941832protein_codingNA c.-1901_-1900insANA NA NA NA 1281
Chr03 21141791 T TA Chr03_21141791_T_TAT_TA INDEL 480.37 0 0 0 0 0 16 0 0 0 0 0 0 0 0 21 8 13 16 14 16 17 16 15 22 10 12 5 9 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c3_31040Pp3c3_31040transcript PAC:32941833protein_codingNA c.-1901_-1900insANA NA NA NA 1271
Chr03 21141791 T TA Chr03_21141791_T_TAT_TA INDEL 480.37 0 0 0 0 0 16 0 0 0 0 0 0 0 0 21 8 13 16 14 16 17 16 15 22 10 12 5 9 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c3_31040Pp3c3_31040transcript PAC:32941834protein_codingNA c.-1901_-1900insANA NA NA NA 1271
Chr03 21141791 T TA Chr03_21141791_T_TAT_TA INDEL 480.37 0 0 0 0 0 16 0 0 0 0 0 0 0 0 21 8 13 16 14 16 17 16 15 22 10 12 5 9 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c3_31050Pp3c3_31050transcript PAC:32942312protein_codingNA c.*5590_*5591insTNA NA NA NA 4614
Chr03 21141791 T TA Chr03_21141791_T_TAT_TA INDEL 480.37 0 0 0 0 0 16 0 0 0 0 0 0 0 0 21 8 13 16 14 16 17 16 15 22 10 12 5 9 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c3_31030-Pp3c3_31040Pp3c3_31030-Pp3c3_31040intergenic_regionPp3c3_31030-Pp3c3_31040NA NA n.21141791_21141792insANA NA NA NA NA
Chr03 21184218 G GA Chr03_21184218_G_GAG_GA INDEL 16036.59 29 8 14 32 20 25 24 22 19 20 21 20 17 11 29 8 14 32 20 25 24 22 19 20 21 20 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31140-Pp3c3_31160Pp3c3_31140-Pp3c3_31160intergenic_regionPp3c3_31140-Pp3c3_31160NA NA n.21184218_21184219insANA NA NA NA NA
Chr03 21200297 G C Chr03_21200297_G_CG_C SNP 18445.63 27 21 17 26 15 35 45 19 21 22 16 16 14 15 27 21 17 26 15 35 45 19 21 22 16 16 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31140-Pp3c3_31160Pp3c3_31140-Pp3c3_31160intergenic_regionPp3c3_31140-Pp3c3_31160NA NA n.21200297G>CNA NA NA NA NA
Chr03 21327965 C CT Chr03_21327965_C_CTC_CT INDEL 16594.59 14 12 15 18 18 16 25 23 14 19 14 15 4 15 14 12 15 18 18 16 25 23 14 19 14 15 4 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31290Pp3c3_31290transcript PAC:32943064protein_codingNA c.-3362_-3361insANA NA NA NA 3362
Chr03 21327965 C CT Chr03_21327965_C_CTC_CT INDEL 16594.59 14 12 15 18 18 16 25 23 14 19 14 15 4 15 14 12 15 18 18 16 25 23 14 19 14 15 4 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31290-Pp3c3_31320Pp3c3_31290-Pp3c3_31320intergenic_regionPp3c3_31290-Pp3c3_31320NA NA n.21327965_21327966insTNA NA NA NA NA
Chr03 21327970 CT C Chr03_21327970_CT_CCT_C INDEL 16718.59 16 11 16 20 17 16 23 23 14 19 16 15 4 15 16 11 16 20 17 16 23 23 14 19 16 15 4 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31290Pp3c3_31290transcript PAC:32943064protein_codingNA c.-3367delA NA NA NA NA 3367
Chr03 21327970 CT C Chr03_21327970_CT_CCT_C INDEL 16718.59 16 11 16 20 17 16 23 23 14 19 16 15 4 15 16 11 16 20 17 16 23 23 14 19 16 15 4 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31290-Pp3c3_31320Pp3c3_31290-Pp3c3_31320intergenic_regionPp3c3_31290-Pp3c3_31320NA NA n.21327971delTNA NA NA NA NA
Chr03 21457685 A T Chr03_21457685_A_TA_T SNP 18088.63 25 15 16 23 12 21 34 28 22 12 14 16 10 11 25 15 16 23 12 21 35 28 25 12 14 16 10 11 1 1 1 1 1 1 0.971 1 0.88 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31590Pp3c3_31590transcript PAC:32944083protein_codingNA c.-2220A>T NA NA NA NA 2220
Chr03 21457685 A T Chr03_21457685_A_TA_T SNP 18088.63 25 15 16 23 12 21 34 28 22 12 14 16 10 11 25 15 16 23 12 21 35 28 25 12 14 16 10 11 1 1 1 1 1 1 0.971 1 0.88 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31590Pp3c3_31590transcript PAC:32944084protein_codingNA c.-3903A>T NA NA NA NA 2539
Chr03 21457685 A T Chr03_21457685_A_TA_T SNP 18088.63 25 15 16 23 12 21 34 28 22 12 14 16 10 11 25 15 16 23 12 21 35 28 25 12 14 16 10 11 1 1 1 1 1 1 0.971 1 0.88 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31580-Pp3c3_31590Pp3c3_31580-Pp3c3_31590intergenic_regionPp3c3_31580-Pp3c3_31590NA NA n.21457685A>TNA NA NA NA NA
Chr03 21457687 A T Chr03_21457687_A_TA_T SNP 18627.63 22 14 16 24 12 21 34 28 23 13 14 16 10 11 22 14 16 24 12 21 35 28 26 13 14 16 10 11 1 1 1 1 1 1 0.971 1 0.885 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31590Pp3c3_31590transcript PAC:32944083protein_codingNA c.-2218A>T NA NA NA NA 2218
Chr03 21457687 A T Chr03_21457687_A_TA_T SNP 18627.63 22 14 16 24 12 21 34 28 23 13 14 16 10 11 22 14 16 24 12 21 35 28 26 13 14 16 10 11 1 1 1 1 1 1 0.971 1 0.885 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31590Pp3c3_31590transcript PAC:32944084protein_codingNA c.-3901A>T NA NA NA NA 2537
Chr03 21457687 A T Chr03_21457687_A_TA_T SNP 18627.63 22 14 16 24 12 21 34 28 23 13 14 16 10 11 22 14 16 24 12 21 35 28 26 13 14 16 10 11 1 1 1 1 1 1 0.971 1 0.885 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31580-Pp3c3_31590Pp3c3_31580-Pp3c3_31590intergenic_regionPp3c3_31580-Pp3c3_31590NA NA n.21457687A>TNA NA NA NA NA
Chr03 21457692 A T Chr03_21457692_A_TA_T SNP 18918.63 23 14 15 24 13 22 34 27 23 12 14 18 8 13 23 14 15 24 13 22 35 27 26 12 14 18 8 13 1 1 1 1 1 1 0.971 1 0.885 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31590Pp3c3_31590transcript PAC:32944083protein_codingNA c.-2213A>T NA NA NA NA 2213
Chr03 21457692 A T Chr03_21457692_A_TA_T SNP 18918.63 23 14 15 24 13 22 34 27 23 12 14 18 8 13 23 14 15 24 13 22 35 27 26 12 14 18 8 13 1 1 1 1 1 1 0.971 1 0.885 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31590Pp3c3_31590transcript PAC:32944084protein_codingNA c.-3896A>T NA NA NA NA 2532
Chr03 21457692 A T Chr03_21457692_A_TA_T SNP 18918.63 23 14 15 24 13 22 34 27 23 12 14 18 8 13 23 14 15 24 13 22 35 27 26 12 14 18 8 13 1 1 1 1 1 1 0.971 1 0.885 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31580-Pp3c3_31590Pp3c3_31580-Pp3c3_31590intergenic_regionPp3c3_31580-Pp3c3_31590NA NA n.21457692A>TNA NA NA NA NA
Chr03 21457693 A T Chr03_21457693_A_TA_T SNP 19191.59 23 14 15 24 13 22 34 27 26 12 14 18 8 13 23 14 15 24 13 22 34 27 26 12 14 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31590Pp3c3_31590transcript PAC:32944083protein_codingNA c.-2212A>T NA NA NA NA 2212



Chr03 21457693 A T Chr03_21457693_A_TA_T SNP 19191.59 23 14 15 24 13 22 34 27 26 12 14 18 8 13 23 14 15 24 13 22 34 27 26 12 14 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31590Pp3c3_31590transcript PAC:32944084protein_codingNA c.-3895A>T NA NA NA NA 2531
Chr03 21457693 A T Chr03_21457693_A_TA_T SNP 19191.59 23 14 15 24 13 22 34 27 26 12 14 18 8 13 23 14 15 24 13 22 34 27 26 12 14 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31580-Pp3c3_31590Pp3c3_31580-Pp3c3_31590intergenic_regionPp3c3_31580-Pp3c3_31590NA NA n.21457693A>TNA NA NA NA NA
Chr03 21457865 G GT Chr03_21457865_G_GTG_GT INDEL 10977.59 23 16 11 35 9 20 20 23 22 20 14 16 10 5 23 16 11 35 9 20 20 23 22 20 14 16 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31590Pp3c3_31590transcript PAC:32944083protein_codingNA c.-2040_-2039insTNA NA NA NA 2039
Chr03 21457865 G GT Chr03_21457865_G_GTG_GT INDEL 10977.59 23 16 11 35 9 20 20 23 22 20 14 16 10 5 23 16 11 35 9 20 20 23 22 20 14 16 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_31590Pp3c3_31590transcript PAC:32944084protein_codingNA c.-3723_-3722insTNA NA NA NA 2358
Chr03 21457865 G GT Chr03_21457865_G_GTG_GT INDEL 10977.59 23 16 11 35 9 20 20 23 22 20 14 16 10 5 23 16 11 35 9 20 20 23 22 20 14 16 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31580-Pp3c3_31590Pp3c3_31580-Pp3c3_31590intergenic_regionPp3c3_31580-Pp3c3_31590NA NA n.21457865_21457866insTNA NA NA NA NA
Chr03 21485161 C G Chr03_21485161_C_GC_G SNP 19096.63 25 12 14 24 32 23 38 27 18 17 14 15 21 7 25 12 14 24 32 23 38 28 18 17 14 15 21 7 1 1 1 1 1 1 1 0.964 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c3_31610Pp3c3_31610transcript PAC:32941002protein_coding 10-oct c.936G>C p.Lys312Asn 936/1044 936/1044 312/347 NA
Chr03 21485161 C G Chr03_21485161_C_GC_G SNP 19096.63 25 12 14 24 32 23 38 27 18 17 14 15 21 7 25 12 14 24 32 23 38 28 18 17 14 15 21 7 1 1 1 1 1 1 1 0.964 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_31600Pp3c3_31600transcript PAC:32944943protein_codingNA c.*1015C>G NA NA NA NA 675
Chr03 21485161 C G Chr03_21485161_C_GC_G SNP 19096.63 25 12 14 24 32 23 38 27 18 17 14 15 21 7 25 12 14 24 32 23 38 28 18 17 14 15 21 7 1 1 1 1 1 1 1 0.964 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_31600Pp3c3_31600transcript PAC:32944944protein_codingNA c.*1015C>G NA NA NA NA 719
Chr03 21630037 G A Chr03_21630037_G_AG_A SNP 5249.29 0 0 0 27 19 18 28 14 0 0 0 0 0 0 19 12 16 27 19 18 28 14 22 33 6 16 17 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_31860-Pp3c3_31870Pp3c3_31860-Pp3c3_31870intergenic_regionPp3c3_31860-Pp3c3_31870NA NA n.21630037G>ANA NA NA NA NA
Chr03 21678824 A AT Chr03_21678824_A_ATA_AT INDEL 18860.59 27 13 12 20 17 24 24 19 21 18 23 19 10 7 27 13 12 20 17 24 24 19 21 18 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31980-Pp3c3_32050Pp3c3_31980-Pp3c3_32050intergenic_regionPp3c3_31980-Pp3c3_32050NA NA n.21678824_21678825insTNA NA NA NA NA
Chr03 21678838 C T Chr03_21678838_C_TC_T SNP 18916.63 26 11 11 19 17 20 23 19 19 17 22 17 9 6 26 11 11 19 17 20 23 19 19 17 22 17 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31980-Pp3c3_32050Pp3c3_31980-Pp3c3_32050intergenic_regionPp3c3_31980-Pp3c3_32050NA NA n.21678838C>TNA NA NA NA NA
Chr03 21678857 TG T Chr03_21678857_TG_TTG_T INDEL 18882.59 24 9 10 24 15 19 24 18 23 19 21 20 8 5 24 9 10 24 15 19 24 18 23 19 21 20 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31980-Pp3c3_32050Pp3c3_31980-Pp3c3_32050intergenic_regionPp3c3_31980-Pp3c3_32050NA NA n.21678858delGNA NA NA NA NA
Chr03 21678860 G GT Chr03_21678860_G_GTG_GT INDEL 18495.59 24 9 9 23 15 19 24 18 22 19 21 20 8 6 24 9 9 23 15 19 24 18 22 19 21 20 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31980-Pp3c3_32050Pp3c3_31980-Pp3c3_32050intergenic_regionPp3c3_31980-Pp3c3_32050NA NA n.21678860_21678861insTNA NA NA NA NA
Chr03 21682676 T TA Chr03_21682676_T_TAT_TA INDEL 14937.59 30 11 16 27 22 36 29 24 17 17 17 16 17 9 30 11 16 27 22 36 29 24 17 17 17 16 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_31980-Pp3c3_32050Pp3c3_31980-Pp3c3_32050intergenic_regionPp3c3_31980-Pp3c3_32050NA NA n.21682676_21682677insANA NA NA NA NA
Chr03 21809620 T C Chr03_21809620_T_CT_C SNP 10552.63 8 9 13 16 11 9 15 13 15 13 10 12 7 6 8 9 13 16 11 9 15 13 15 13 10 12 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_32130-Pp3c3_32150Pp3c3_32130-Pp3c3_32150intergenic_regionPp3c3_32130-Pp3c3_32150NA NA n.21809620T>CNA NA NA NA NA
Chr03 21820928 A AAT Chr03_21820928_A_AATA_AAT INDEL 689.35 15 8 8 0 1 2 2 1 1 0 0 0 0 0 16 10 9 14 14 15 19 19 18 11 5 10 10 8 0.938 0.8 0.889 0 0 0.133 0.105 0 0 0 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c3_32160Pp3c3_32160transcript PAC:32940969protein_codingNA c.-1519_-1518insATNA NA NA NA 1237
Chr03 21820928 A AAT Chr03_21820928_A_AATA_AAT INDEL 689.35 15 8 8 0 1 2 2 1 1 0 0 0 0 0 16 10 9 14 14 15 19 19 18 11 5 10 10 8 0.938 0.8 0.889 0 0 0.133 0.105 0 0 0 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c3_32160Pp3c3_32160transcript PAC:32940970protein_codingNA c.-1519_-1518insATNA NA NA NA 1222
Chr03 21820928 A AAT Chr03_21820928_A_AATA_AAT INDEL 689.35 15 8 8 0 1 2 2 1 1 0 0 0 0 0 16 10 9 14 14 15 19 19 18 11 5 10 10 8 0.938 0.8 0.889 0 0 0.133 0.105 0 0 0 0 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c3_32150Pp3c3_32150transcript PAC:32942275protein_codingNA c.*1690_*1691insATNA NA NA NA 1691
Chr03 21820928 A AAT Chr03_21820928_A_AATA_AAT INDEL 689.35 15 8 8 0 1 2 2 1 1 0 0 0 0 0 16 10 9 14 14 15 19 19 18 11 5 10 10 8 0.938 0.8 0.889 0 0 0.133 0.105 0 0 0 0 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c3_32150Pp3c3_32150transcript PAC:32942276protein_codingNA c.*1690_*1691insATNA NA NA NA 1569
Chr03 21820928 A AAT Chr03_21820928_A_AATA_AAT INDEL 689.35 15 8 8 0 1 2 2 1 1 0 0 0 0 0 16 10 9 14 14 15 19 19 18 11 5 10 10 8 0.938 0.8 0.889 0 0 0.133 0.105 0 0 0 0 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c3_32150-Pp3c3_32160Pp3c3_32150-Pp3c3_32160intergenic_regionPp3c3_32150-Pp3c3_32160NA NA n.21820928_21820929insATNA NA NA NA NA
Chr03 21868297 A AAT Chr03_21868297_A_AATA_AAT INDEL 969.35 12 14 8 0 0 0 0 2 0 0 0 0 1 0 14 14 8 19 17 22 28 25 12 13 7 6 11 6 0.857 1 1 0 0 0 0 0.08 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c3_32250Pp3c3_32250transcript PAC:32943032protein_codingNA c.-2995_-2994insATNA NA NA NA 2713
Chr03 21868297 A AAT Chr03_21868297_A_AATA_AAT INDEL 969.35 12 14 8 0 0 0 0 2 0 0 0 0 1 0 14 14 8 19 17 22 28 25 12 13 7 6 11 6 0.857 1 1 0 0 0 0 0.08 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c3_32270Pp3c3_32270transcript PAC:32944831protein_codingNA c.-3173_-3172insATNA NA NA NA 3172
Chr03 21868297 A AAT Chr03_21868297_A_AATA_AAT INDEL 969.35 12 14 8 0 0 0 0 2 0 0 0 0 1 0 14 14 8 19 17 22 28 25 12 13 7 6 11 6 0.857 1 1 0 0 0 0 0.08 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c3_32250Pp3c3_32250transcript PAC:32943033protein_codingNA c.-2995_-2994insATNA NA NA NA 2405
Chr03 21868297 A AAT Chr03_21868297_A_AATA_AAT INDEL 969.35 12 14 8 0 0 0 0 2 0 0 0 0 1 0 14 14 8 19 17 22 28 25 12 13 7 6 11 6 0.857 1 1 0 0 0 0 0.08 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c3_32270Pp3c3_32270transcript PAC:32944832protein_codingNA c.-3323_-3322insATNA NA NA NA 3166
Chr03 21868297 A AAT Chr03_21868297_A_AATA_AAT INDEL 969.35 12 14 8 0 0 0 0 2 0 0 0 0 1 0 14 14 8 19 17 22 28 25 12 13 7 6 11 6 0.857 1 1 0 0 0 0 0.08 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c3_32250-Pp3c3_32270Pp3c3_32250-Pp3c3_32270intergenic_regionPp3c3_32250-Pp3c3_32270NA NA n.21868297_21868298insATNA NA NA NA NA
Chr03 21885400 A G Chr03_21885400_A_GA_G SNP 20973.63 31 21 18 27 19 31 29 20 28 30 10 14 12 12 31 21 18 27 19 31 29 20 28 30 10 14 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_32280Pp3c3_32280transcript PAC:32942262protein_codingNA c.*1160A>G NA NA NA NA 435
Chr03 21885400 A G Chr03_21885400_A_GA_G SNP 20973.63 31 21 18 27 19 31 29 20 28 30 10 14 12 12 31 21 18 27 19 31 29 20 28 30 10 14 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_32280Pp3c3_32280transcript PAC:32942263protein_codingNA c.*1160A>G NA NA NA NA 435
Chr03 21885400 A G Chr03_21885400_A_GA_G SNP 20973.63 31 21 18 27 19 31 29 20 28 30 10 14 12 12 31 21 18 27 19 31 29 20 28 30 10 14 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_32280Pp3c3_32280transcript PAC:32942264protein_codingNA c.*1160A>G NA NA NA NA 435
Chr03 21885400 A G Chr03_21885400_A_GA_G SNP 20973.63 31 21 18 27 19 31 29 20 28 30 10 14 12 12 31 21 18 27 19 31 29 20 28 30 10 14 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_32280-Pp3c3_32300Pp3c3_32280-Pp3c3_32300intergenic_regionPp3c3_32280-Pp3c3_32300NA NA n.21885400A>GNA NA NA NA NA
Chr03 21959793 T TA Chr03_21959793_T_TAT_TA INDEL 22971.59 46 14 21 31 29 30 26 29 24 32 8 12 9 21 46 14 21 31 29 30 26 29 24 32 8 12 9 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_32360-Pp3c3_32390Pp3c3_32360-Pp3c3_32390intergenic_regionPp3c3_32360-Pp3c3_32390NA NA n.21959793_21959794insANA NA NA NA NA
Chr03 21959800 T TA Chr03_21959800_T_TAT_TA INDEL 22859.59 44 11 22 32 29 29 28 29 23 32 7 13 8 23 44 11 22 32 29 29 28 29 23 32 7 13 8 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_32360-Pp3c3_32390Pp3c3_32360-Pp3c3_32390intergenic_regionPp3c3_32360-Pp3c3_32390NA NA n.21959800_21959801insANA NA NA NA NA
Chr03 22259731 C CTA Chr03_22259731_C_CTAC_CTA INDEL 2062.93 1 0 0 0 0 0 1 0 15 11 9 15 5 7 32 17 14 22 8 16 31 19 16 11 9 15 5 7 0 0 0 0 0 0 0 0 0.938 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c3_32860-Pp3c3_32910Pp3c3_32860-Pp3c3_32910intergenic_regionPp3c3_32860-Pp3c3_32910NA NA n.22259731_22259732insTANA NA NA NA NA
Chr03 22345961 G GTA Chr03_22345961_G_GTAG_GTA INDEL 3924.24 0 0 1 23 20 22 24 13 0 1 0 0 1 0 22 13 12 23 20 22 24 13 21 10 7 7 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33050Pp3c3_33050transcript PAC:32942797protein_codingNA c.-5230_-5229insTANA NA NA NA 4366
Chr03 22345961 G GTA Chr03_22345961_G_GTAG_GTA INDEL 3924.24 0 0 1 23 20 22 24 13 0 1 0 0 1 0 22 13 12 23 20 22 24 13 21 10 7 7 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33050Pp3c3_33050transcript PAC:32942800protein_codingNA c.-5230_-5229insTANA NA NA NA 2660
Chr03 22345961 G GTA Chr03_22345961_G_GTAG_GTA INDEL 3924.24 0 0 1 23 20 22 24 13 0 1 0 0 1 0 22 13 12 23 20 22 24 13 21 10 7 7 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33050Pp3c3_33050transcript PAC:32942802protein_codingNA c.-5230_-5229insTANA NA NA NA 3054
Chr03 22345961 G GTA Chr03_22345961_G_GTAG_GTA INDEL 3924.24 0 0 1 23 20 22 24 13 0 1 0 0 1 0 22 13 12 23 20 22 24 13 21 10 7 7 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33050Pp3c3_33050transcript PAC:32942798protein_codingNA c.-5230_-5229insTANA NA NA NA 4103
Chr03 22345961 G GTA Chr03_22345961_G_GTAG_GTA INDEL 3924.24 0 0 1 23 20 22 24 13 0 1 0 0 1 0 22 13 12 23 20 22 24 13 21 10 7 7 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33050Pp3c3_33050transcript PAC:32942803protein_codingNA c.-5230_-5229insTANA NA NA NA 4103
Chr03 22345961 G GTA Chr03_22345961_G_GTAG_GTA INDEL 3924.24 0 0 1 23 20 22 24 13 0 1 0 0 1 0 22 13 12 23 20 22 24 13 21 10 7 7 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33050Pp3c3_33050transcript PAC:32942799protein_codingNA c.-5230_-5229insTANA NA NA NA 4113
Chr03 22345961 G GTA Chr03_22345961_G_GTAG_GTA INDEL 3924.24 0 0 1 23 20 22 24 13 0 1 0 0 1 0 22 13 12 23 20 22 24 13 21 10 7 7 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33050Pp3c3_33050transcript PAC:32942804protein_codingNA c.-5230_-5229insTANA NA NA NA 4366
Chr03 22345961 G GTA Chr03_22345961_G_GTAG_GTA INDEL 3924.24 0 0 1 23 20 22 24 13 0 1 0 0 1 0 22 13 12 23 20 22 24 13 21 10 7 7 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33050Pp3c3_33050transcript PAC:32942801protein_codingNA c.-5230_-5229insTANA NA NA NA 4366
Chr03 22345961 G GTA Chr03_22345961_G_GTAG_GTA INDEL 3924.24 0 0 1 23 20 22 24 13 0 1 0 0 1 0 22 13 12 23 20 22 24 13 21 10 7 7 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_33028-Pp3c3_33050Pp3c3_33028-Pp3c3_33050intergenic_regionPp3c3_33028-Pp3c3_33050NA NA n.22345961_22345962insTANA NA NA NA NA
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944197protein_codingNA c.-5930_-5929insATNA NA NA NA 4446
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944203protein_codingNA c.-5930_-5929insATNA NA NA NA 4682
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944199protein_codingNA c.-5930_-5929insATNA NA NA NA 4448
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944198protein_codingNA c.-5930_-5929insATNA NA NA NA 4682
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944202protein_codingNA c.-5930_-5929insATNA NA NA NA 4682
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944206protein_codingNA c.-5930_-5929insATNA NA NA NA 4682
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944211protein_codingNA c.-5930_-5929insATNA NA NA NA 4682
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944212protein_codingNA c.-5930_-5929insATNA NA NA NA 4682
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944207protein_codingNA c.-5930_-5929insATNA NA NA NA 4448
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944209protein_codingNA c.-5930_-5929insATNA NA NA NA 4690
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944200protein_codingNA c.-5930_-5929insATNA NA NA NA 4446
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944205protein_codingNA c.-5930_-5929insATNA NA NA NA 4446
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944208protein_codingNA c.-5930_-5929insATNA NA NA NA 4446
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944222protein_codingNA c.-5930_-5929insATNA NA NA NA 4446
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944204protein_codingNA c.-5930_-5929insATNA NA NA NA 4711
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944213protein_codingNA c.-5930_-5929insATNA NA NA NA 4711
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944214protein_codingNA c.-5951_-5950insATNA NA NA NA 4694
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944216protein_codingNA c.-5951_-5950insATNA NA NA NA 4694
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944218protein_codingNA c.-5951_-5950insATNA NA NA NA 4694
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944220protein_codingNA c.-5951_-5950insATNA NA NA NA 4694
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944201protein_codingNA c.-5930_-5929insATNA NA NA NA 4448
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944210protein_codingNA c.-5930_-5929insATNA NA NA NA 4448
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944215protein_codingNA c.-5951_-5950insATNA NA NA NA 4448
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944217protein_codingNA c.-5951_-5950insATNA NA NA NA 4448
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944219protein_codingNA c.-5951_-5950insATNA NA NA NA 4448
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c3_33220Pp3c3_33220transcript PAC:32944221protein_codingNA c.-5951_-5950insATNA NA NA NA 4448
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c3_33250Pp3c3_33250transcript PAC:32945028protein_codingNA c.*1529_*1530insATNA NA NA NA 801
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c3_33250Pp3c3_33250transcript PAC:32945030protein_codingNA c.*1529_*1530insATNA NA NA NA 800
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c3_33250Pp3c3_33250transcript PAC:32945029protein_codingNA c.*1529_*1530insATNA NA NA NA 1289
Chr03 22462456 A AAT Chr03_22462456_A_AATA_AAT INDEL 2842.24 0 0 0 17 11 13 22 21 0 4 0 0 0 0 15 11 7 17 12 13 22 21 12 15 8 11 12 6 0 0 0 1 0.917 1 1 1 0 0.267 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c3_33220-Pp3c3_33250Pp3c3_33220-Pp3c3_33250intergenic_regionPp3c3_33220-Pp3c3_33250NA NA n.22462456_22462457insATNA NA NA NA NA
Chr03 22799514 T C Chr03_22799514_T_CT_C SNP 35604.63 59 32 25 50 45 43 52 38 45 57 36 40 27 21 68 39 26 56 49 49 56 44 52 63 45 45 29 23 0.868 0.821 0.962 0.893 0.918 0.878 0.929 0.864 0.865 0.905 0.8 0.889 0.931 0.913 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_33810Pp3c3_33810transcript PAC:32940375protein_codingNA c.*4808T>C NA NA NA NA 4808
Chr03 22799514 T C Chr03_22799514_T_CT_C SNP 35604.63 59 32 25 50 45 43 52 38 45 57 36 40 27 21 68 39 26 56 49 49 56 44 52 63 45 45 29 23 0.868 0.821 0.962 0.893 0.918 0.878 0.929 0.864 0.865 0.905 0.8 0.889 0.931 0.913 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_33810-Pp3c3_33830Pp3c3_33810-Pp3c3_33830intergenic_regionPp3c3_33810-Pp3c3_33830NA NA n.22799514T>CNA NA NA NA NA
Chr03 22818207 G A Chr03_22818207_G_AG_A SNP 19425.63 49 14 16 46 31 53 52 43 21 38 16 18 14 11 58 14 18 56 33 61 60 46 23 42 18 22 17 13 0.845 1 0.889 0.821 0.939 0.869 0.867 0.935 0.913 0.905 0.889 0.818 0.824 0.846 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_33830Pp3c3_33830transcript PAC:32945074protein_codingNA c.*4390G>A NA NA NA NA 2668
Chr03 22818207 G A Chr03_22818207_G_AG_A SNP 19425.63 49 14 16 46 31 53 52 43 21 38 16 18 14 11 58 14 18 56 33 61 60 46 23 42 18 22 17 13 0.845 1 0.889 0.821 0.939 0.869 0.867 0.935 0.913 0.905 0.889 0.818 0.824 0.846 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_33830Pp3c3_33830transcript PAC:32945075protein_codingNA c.*3339G>A NA NA NA NA 2786
Chr03 22818207 G A Chr03_22818207_G_AG_A SNP 19425.63 49 14 16 46 31 53 52 43 21 38 16 18 14 11 58 14 18 56 33 61 60 46 23 42 18 22 17 13 0.845 1 0.889 0.821 0.939 0.869 0.867 0.935 0.913 0.905 0.889 0.818 0.824 0.846 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_33830-Pp3c3_33910Pp3c3_33830-Pp3c3_33910intergenic_regionPp3c3_33830-Pp3c3_33910NA NA n.22818207G>ANA NA NA NA NA
Chr03 22825235 T C Chr03_22825235_T_CT_C SNP 19714.63 24 18 17 26 20 26 30 26 16 20 18 11 5 9 24 18 17 26 20 26 30 26 16 20 18 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_33830-Pp3c3_33910Pp3c3_33830-Pp3c3_33910intergenic_regionPp3c3_33830-Pp3c3_33910NA NA n.22825235T>CNA NA NA NA NA
Chr03 22825239 G A Chr03_22825239_G_AG_A SNP 19673.63 24 18 16 28 20 26 30 25 16 19 20 11 6 9 24 18 16 28 20 26 30 25 16 19 20 11 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_33830-Pp3c3_33910Pp3c3_33830-Pp3c3_33910intergenic_regionPp3c3_33830-Pp3c3_33910NA NA n.22825239G>ANA NA NA NA NA
Chr03 22845755 C T Chr03_22845755_C_TC_T SNP 5015.29 0 0 0 19 14 23 29 19 0 0 0 0 0 0 23 9 12 19 14 23 29 19 17 12 9 10 11 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_33830-Pp3c3_33910Pp3c3_33830-Pp3c3_33910intergenic_regionPp3c3_33830-Pp3c3_33910NA NA n.22845755C>TNA NA NA NA NA
Chr03 22935029 G A Chr03_22935029_G_AG_A SNP 17936.63 27 6 12 22 17 12 27 13 28 19 17 19 11 11 27 6 12 22 17 12 27 13 28 19 17 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_33940-Pp3c3_33990Pp3c3_33940-Pp3c3_33990intergenic_regionPp3c3_33940-Pp3c3_33990NA NA n.22935029G>ANA NA NA NA NA
Chr03 22935036 G A Chr03_22935036_G_AG_A SNP 17723.63 30 7 12 19 16 12 28 12 28 20 21 18 10 11 30 7 12 19 16 12 28 12 28 20 21 18 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_33940-Pp3c3_33990Pp3c3_33940-Pp3c3_33990intergenic_regionPp3c3_33940-Pp3c3_33990NA NA n.22935036G>ANA NA NA NA NA
Chr03 23012455 A AG Chr03_23012455_A_AGA_AG INDEL 19451.59 25 16 16 23 21 17 35 26 20 19 17 12 6 9 25 16 16 23 21 17 35 26 20 19 17 12 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34050-Pp3c3_34180Pp3c3_34050-Pp3c3_34180intergenic_regionPp3c3_34050-Pp3c3_34180NA NA n.23012455_23012456insGNA NA NA NA NA
Chr03 23012457 A ATGACAAAGCCTTChr03_23012457_A_ATGACAAAGCCTTA_ATGACAAAGCCTTINDEL 19451.59 25 16 16 23 20 17 35 26 21 19 15 11 6 9 25 16 16 23 20 17 35 26 21 19 15 11 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34050-Pp3c3_34180Pp3c3_34050-Pp3c3_34180intergenic_regionPp3c3_34050-Pp3c3_34180NA NA n.23012457_23012458insTGACAAAGCCTTNA NA NA NA NA
Chr03 23012461 G T Chr03_23012461_G_TG_T SNP 15770.63 22 14 15 17 13 14 30 21 20 16 13 9 5 9 22 14 15 17 13 14 30 21 20 16 13 9 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34050-Pp3c3_34180Pp3c3_34050-Pp3c3_34180intergenic_regionPp3c3_34050-Pp3c3_34180NA NA n.23012461G>TNA NA NA NA NA
Chr03 23012465 C CAG Chr03_23012465_C_CAGC_CAG INDEL 15221.59 20 12 14 16 12 13 24 20 16 15 13 9 4 8 20 12 14 16 12 13 24 20 16 15 13 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34050-Pp3c3_34180Pp3c3_34050-Pp3c3_34180intergenic_regionPp3c3_34050-Pp3c3_34180NA NA n.23012465_23012466insAGNA NA NA NA NA
Chr03 23012467 T TTCA Chr03_23012467_T_TTCAT_TTCA INDEL 14546.59 19 12 14 15 12 12 23 19 14 15 12 9 4 8 19 12 14 15 12 12 23 19 14 15 12 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34050-Pp3c3_34180Pp3c3_34050-Pp3c3_34180intergenic_regionPp3c3_34050-Pp3c3_34180NA NA n.23012467_23012468insTCANA NA NA NA NA
Chr03 23012470 T A Chr03_23012470_T_AT_A SNP 13295.63 18 12 14 13 11 11 22 18 11 12 10 9 4 8 18 12 14 13 11 11 22 18 11 12 10 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34050-Pp3c3_34180Pp3c3_34050-Pp3c3_34180intergenic_regionPp3c3_34050-Pp3c3_34180NA NA n.23012470T>ANA NA NA NA NA
Chr03 23012473 A G Chr03_23012473_A_GA_G SNP 12620.63 18 11 14 11 11 10 18 17 10 10 9 8 4 7 18 11 14 11 11 10 18 17 10 10 9 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34050-Pp3c3_34180Pp3c3_34050-Pp3c3_34180intergenic_regionPp3c3_34050-Pp3c3_34180NA NA n.23012473A>GNA NA NA NA NA
Chr03 23012480 A G Chr03_23012480_A_GA_G SNP 11225.63 17 9 12 10 10 10 17 12 10 9 8 8 4 6 17 9 12 10 10 10 17 12 10 9 8 8 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34050-Pp3c3_34180Pp3c3_34050-Pp3c3_34180intergenic_regionPp3c3_34050-Pp3c3_34180NA NA n.23012480A>GNA NA NA NA NA
Chr03 23012481 AG A Chr03_23012481_AG_AAG_A INDEL 11171.59 16 9 12 10 10 9 17 11 10 9 7 8 4 6 16 9 12 10 10 9 17 11 10 10 7 8 4 6 1 1 1 1 1 1 1 1 1 0.9 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34050-Pp3c3_34180Pp3c3_34050-Pp3c3_34180intergenic_regionPp3c3_34050-Pp3c3_34180NA NA n.23012482delGNA NA NA NA NA
Chr03 23012485 ACT A Chr03_23012485_ACT_AACT_A INDEL 10406.59 16 8 11 10 10 8 13 10 10 7 7 8 4 6 16 8 11 10 10 8 13 10 10 8 7 8 4 6 1 1 1 1 1 1 1 1 1 0.875 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34050-Pp3c3_34180Pp3c3_34050-Pp3c3_34180intergenic_regionPp3c3_34050-Pp3c3_34180NA NA n.23012486_23012487delCTNA NA NA NA NA
Chr03 23136429 T TA Chr03_23136429_T_TAT_TA INDEL 15431.59 29 9 12 31 26 34 34 35 19 25 13 25 17 11 29 9 12 31 26 34 34 35 19 25 13 25 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_codingNA c.*3852_*3853insTNA NA NA NA 3287
Chr03 23136429 T TA Chr03_23136429_T_TAT_TA INDEL 15431.59 29 9 12 31 26 34 34 35 19 25 13 25 17 11 29 9 12 31 26 34 34 35 19 25 13 25 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*3852_*3853insTNA NA NA NA 3559
Chr03 23136429 T TA Chr03_23136429_T_TAT_TA INDEL 15431.59 29 9 12 31 26 34 34 35 19 25 13 25 17 11 29 9 12 31 26 34 34 35 19 25 13 25 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34263-Pp3c3_34330Pp3c3_34263-Pp3c3_34330intergenic_regionPp3c3_34263-Pp3c3_34330NA NA n.23136429_23136430insANA NA NA NA NA
Chr03 23138384 GA G Chr03_23138384_GA_GGA_G INDEL 17645.59 29 12 21 36 19 25 33 31 33 23 15 15 15 13 29 12 21 36 19 25 33 31 33 23 15 15 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_codingNA c.*1897delT NA NA NA NA 1332
Chr03 23138384 GA G Chr03_23138384_GA_GGA_G INDEL 17645.59 29 12 21 36 19 25 33 31 33 23 15 15 15 13 29 12 21 36 19 25 33 31 33 23 15 15 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*1897delT NA NA NA NA 1604
Chr03 23138384 GA G Chr03_23138384_GA_GGA_G INDEL 17645.59 29 12 21 36 19 25 33 31 33 23 15 15 15 13 29 12 21 36 19 25 33 31 33 23 15 15 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34263-Pp3c3_34330Pp3c3_34263-Pp3c3_34330intergenic_regionPp3c3_34263-Pp3c3_34330NA NA n.23138385delANA NA NA NA NA
Chr03 23139954 T C Chr03_23139954_T_CT_C SNP 10091.63 13 9 5 15 11 9 23 18 12 8 8 10 5 7 13 9 5 15 11 9 23 18 12 8 8 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*328A>G NA NA NA NA 328
Chr03 23139954 T C Chr03_23139954_T_CT_C SNP 10091.63 13 9 5 15 11 9 23 18 12 8 8 10 5 7 13 9 5 15 11 9 23 18 12 8 8 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*328A>G NA NA NA NA 35
Chr03 23139955 T C Chr03_23139955_T_CT_C SNP 10091.63 13 9 5 15 11 9 23 18 11 8 8 10 5 7 13 9 5 15 11 9 23 18 11 8 8 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*327A>G NA NA NA NA 327
Chr03 23139955 T C Chr03_23139955_T_CT_C SNP 10091.63 13 9 5 15 11 9 23 18 11 8 8 10 5 7 13 9 5 15 11 9 23 18 11 8 8 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*327A>G NA NA NA NA 34
Chr03 23139957 GAAA G Chr03_23139957_GAAA_GGAAA_G INDEL 10046.59 13 9 5 15 11 8 22 17 10 8 7 10 5 7 13 9 5 15 11 8 22 17 10 8 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*322_*324delTTTNA NA NA NA 322
Chr03 23139957 GAAA G Chr03_23139957_GAAA_GGAAA_G INDEL 10046.59 13 9 5 15 11 8 22 17 10 8 7 10 5 7 13 9 5 15 11 8 22 17 10 8 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*322_*324delTTTNA NA NA NA 31
Chr03 23139962 A AGTG Chr03_23139962_A_AGTGA_AGTG INDEL 9596.59 13 7 5 15 10 8 22 15 9 8 7 10 5 7 13 7 5 15 10 8 22 15 9 8 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*319_*320insCACNA NA NA NA 319
Chr03 23139962 A AGTG Chr03_23139962_A_AGTGA_AGTG INDEL 9596.59 13 7 5 15 10 8 22 15 9 8 7 10 5 7 13 7 5 15 10 8 22 15 9 8 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*319_*320insCACNA NA NA NA 26
Chr03 23139964 A C Chr03_23139964_A_CA_C SNP 9425.63 11 7 5 12 8 7 21 14 8 7 7 10 5 6 11 7 5 12 8 7 21 14 8 7 7 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*318T>G NA NA NA NA 318
Chr03 23139964 A C Chr03_23139964_A_CA_C SNP 9425.63 11 7 5 12 8 7 21 14 8 7 7 10 5 6 11 7 5 12 8 7 21 14 8 7 7 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*318T>G NA NA NA NA 25
Chr03 23139965 AAAT A Chr03_23139965_AAAT_AAAAT_A INDEL 8741.59 11 7 5 12 8 7 21 14 8 7 7 10 4 6 11 7 5 12 8 7 21 14 8 7 7 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*314_*316delATTNA NA NA NA 314
Chr03 23139965 AAAT A Chr03_23139965_AAAT_AAAAT_A INDEL 8741.59 11 7 5 12 8 7 21 14 8 7 7 10 4 6 11 7 5 12 8 7 21 14 8 7 7 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*314_*316delATTNA NA NA NA 23
Chr03 23139970 T TTC Chr03_23139970_T_TTCT_TTC INDEL 8471.59 10 7 5 12 8 7 21 13 7 6 7 10 4 6 10 7 5 12 8 7 21 13 7 6 7 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*311_*312insGANA NA NA NA 311
Chr03 23139970 T TTC Chr03_23139970_T_TTCT_TTC INDEL 8471.59 10 7 5 12 8 7 21 13 7 6 7 10 4 6 10 7 5 12 8 7 21 13 7 6 7 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*311_*312insGANA NA NA NA 18
Chr03 23139972 A G Chr03_23139972_A_GA_G SNP 8390.63 10 6 4 12 8 7 21 13 7 6 7 9 4 5 10 6 4 12 8 7 21 13 7 6 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*310T>C NA NA NA NA 310
Chr03 23139972 A G Chr03_23139972_A_GA_G SNP 8390.63 10 6 4 12 8 7 21 13 7 6 7 9 4 5 10 6 4 12 8 7 21 13 7 6 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*310T>C NA NA NA NA 17
Chr03 23139974 CCTA C Chr03_23139974_CCTA_CCCTA_C INDEL 8246.59 10 6 4 13 8 7 21 12 7 6 7 9 4 5 10 6 4 13 8 7 21 12 7 6 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*305_*307delTAGNA NA NA NA 305
Chr03 23139974 CCTA C Chr03_23139974_CCTA_CCCTA_C INDEL 8246.59 10 6 4 13 8 7 21 12 7 6 7 9 4 5 10 6 4 13 8 7 21 12 7 6 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*305_*307delTAGNA NA NA NA 14
Chr03 23139980 A C Chr03_23139980_A_CA_C SNP 8210.63 10 6 4 12 8 6 20 12 7 5 6 8 4 5 10 6 4 12 8 6 20 12 7 5 6 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*302T>G NA NA NA NA 302
Chr03 23139980 A C Chr03_23139980_A_CA_C SNP 8210.63 10 6 4 12 8 6 20 12 7 5 6 8 4 5 10 6 4 12 8 6 20 12 7 5 6 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_codingNA c.*302T>G NA NA NA NA 9
Chr03 23139991 A T Chr03_23139991_A_TA_T SNP 7175.63 9 6 4 8 6 6 18 10 5 5 5 8 4 5 9 6 4 8 6 6 18 10 5 5 5 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variantLOW Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_coding 02-févr c.*291T>A NA NA NA NA NA
Chr03 23139991 A T Chr03_23139991_A_TA_T SNP 7175.63 9 6 4 8 6 6 18 10 5 5 5 8 4 5 9 6 4 8 6 6 18 10 5 5 5 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*291T>A NA NA NA NA 291
Chr03 23139991 A T Chr03_23139991_A_TA_T SNP 7175.63 9 6 4 8 6 6 18 10 5 5 5 8 4 5 9 6 4 8 6 6 18 10 5 5 5 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_coding 02-févr c.*291T>A NA NA NA NA 291
Chr03 23139993 T TTC Chr03_23139993_T_TTCT_TTC INDEL 6986.59 9 5 4 8 6 6 18 10 5 5 5 7 4 4 9 5 4 8 6 6 18 10 5 5 5 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943596protein_coding 02-févr c.*288_*289insGANA NA NA NA 288
Chr03 23139993 T TTC Chr03_23139993_T_TTCT_TTC INDEL 6986.59 9 5 4 8 6 6 18 10 5 5 5 7 4 4 9 5 4 8 6 6 18 10 5 5 5 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c3_34330Pp3c3_34330transcript PAC:32943597protein_coding 02-févr c.*288_*289insGANA NA NA NA 288
Chr03 23156167 C A Chr03_23156167_C_AC_A SNP 16435.63 22 19 20 20 16 29 34 21 20 25 13 11 8 4 22 19 20 20 16 29 34 21 20 25 13 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34350-Pp3c3_34370Pp3c3_34350-Pp3c3_34370intergenic_regionPp3c3_34350-Pp3c3_34370NA NA n.23156167C>ANA NA NA NA NA
Chr03 23193561 A T Chr03_23193561_A_TA_T SNP 22458.63 19 13 20 32 26 22 24 28 25 29 24 22 13 11 19 13 20 32 26 22 24 28 25 29 24 22 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34390-Pp3c3_34440Pp3c3_34390-Pp3c3_34440intergenic_regionPp3c3_34390-Pp3c3_34440NA NA n.23193561A>TNA NA NA NA NA
Chr03 23193564 G T Chr03_23193564_G_TG_T SNP 22521.63 20 13 19 32 25 22 24 27 28 29 24 23 13 10 20 13 19 32 25 22 24 27 28 29 24 23 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34390-Pp3c3_34440Pp3c3_34390-Pp3c3_34440intergenic_regionPp3c3_34390-Pp3c3_34440NA NA n.23193564G>TNA NA NA NA NA
Chr03 23199422 A G Chr03_23199422_A_GA_G SNP 20892.63 39 15 14 29 27 34 31 18 21 27 11 18 10 14 39 15 14 29 27 34 31 18 21 27 11 18 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34390-Pp3c3_34440Pp3c3_34390-Pp3c3_34440intergenic_regionPp3c3_34390-Pp3c3_34440NA NA n.23199422A>GNA NA NA NA NA
Chr03 23354918 C T Chr03_23354918_C_TC_T SNP 19728.63 29 14 18 28 25 27 23 27 28 21 14 14 16 10 29 14 18 28 25 27 23 27 28 21 14 14 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34580-Pp3c3_34600Pp3c3_34580-Pp3c3_34600intergenic_regionPp3c3_34580-Pp3c3_34600NA NA n.23354918C>TNA NA NA NA NA
Chr03 23504771 C A Chr03_23504771_C_AC_A SNP 19033.63 25 15 15 30 16 33 31 25 28 21 15 20 12 4 25 15 15 30 16 33 31 25 28 21 15 20 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_34940-Pp3c3_35020Pp3c3_34940-Pp3c3_35020intergenic_regionPp3c3_34940-Pp3c3_35020NA NA n.23504771C>ANA NA NA NA NA
Chr03 23540593 A AT Chr03_23540593_A_ATA_AT INDEL 16194.59 40 13 17 31 21 25 38 29 18 25 12 14 13 13 40 13 17 31 21 25 38 29 18 25 12 14 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_35020-Pp3c3_35040Pp3c3_35020-Pp3c3_35040intergenic_regionPp3c3_35020-Pp3c3_35040NA NA n.23540593_23540594insTNA NA NA NA NA
Chr03 23726843 C A Chr03_23726843_C_AC_A SNP 13149.63 12 13 16 10 15 16 20 9 13 14 9 15 6 7 12 13 16 10 15 16 20 9 13 14 9 15 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_35360-Pp3c3_35380Pp3c3_35360-Pp3c3_35380intergenic_regionPp3c3_35360-Pp3c3_35380NA NA n.23726843C>ANA NA NA NA NA
Chr03 23726868 C A Chr03_23726868_C_AC_A SNP 12935.63 14 11 13 9 12 15 19 7 10 18 5 18 6 8 14 11 13 9 12 15 19 7 10 18 5 18 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_35360-Pp3c3_35380Pp3c3_35360-Pp3c3_35380intergenic_regionPp3c3_35360-Pp3c3_35380NA NA n.23726868C>ANA NA NA NA NA
Chr03 23726913 C A Chr03_23726913_C_AC_A SNP 10859.63 13 7 14 8 5 16 13 8 11 20 5 16 4 8 13 7 14 8 5 16 13 8 11 20 5 16 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_35360-Pp3c3_35380Pp3c3_35360-Pp3c3_35380intergenic_regionPp3c3_35360-Pp3c3_35380NA NA n.23726913C>ANA NA NA NA NA
Chr03 23726936 C A Chr03_23726936_C_AC_A SNP 11332.63 14 5 8 10 5 15 17 12 17 21 7 15 6 8 14 5 8 10 5 15 17 12 17 21 7 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_35360-Pp3c3_35380Pp3c3_35360-Pp3c3_35380intergenic_regionPp3c3_35360-Pp3c3_35380NA NA n.23726936C>ANA NA NA NA NA
Chr03 23727052 C A Chr03_23727052_C_AC_A SNP 20500.63 22 8 21 22 29 12 23 17 33 21 17 17 17 12 22 8 21 22 29 12 23 17 33 21 17 17 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_35360-Pp3c3_35380Pp3c3_35360-Pp3c3_35380intergenic_regionPp3c3_35360-Pp3c3_35380NA NA n.23727052C>ANA NA NA NA NA
Chr03 23727063 T A Chr03_23727063_T_AT_A SNP 20994.63 24 9 24 18 31 15 23 17 35 19 20 18 19 13 24 9 24 18 31 15 23 17 35 19 20 18 19 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_35360-Pp3c3_35380Pp3c3_35360-Pp3c3_35380intergenic_regionPp3c3_35360-Pp3c3_35380NA NA n.23727063T>ANA NA NA NA NA
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-70_-69insGCANA NA NA NA 69
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-70_-69insGCANA NA NA NA 69
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_codingNA c.-70_-69insGCANA NA NA NA 4
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_codingNA c.-70_-69insGCANA NA NA NA 4
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_codingNA c.-70_-69insGCANA NA NA NA 4
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2131_*2132insGCANA NA NA NA 1728
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2427_*2428insGCANA NA NA NA 1644
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2805_*2806insGCANA NA NA NA 1653
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2805_*2806insGCANA NA NA NA 1653
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2131_*2132insGCANA NA NA NA 1645
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2131_*2132insGCANA NA NA NA 1728
Chr03 23886449 C CGCA Chr03_23886449_C_CGCAC_CGCA INDEL 21572.59 21 26 22 23 15 34 32 34 28 27 23 12 7 8 21 26 22 23 15 34 32 34 28 27 23 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2131_*2132insGCANA NA NA NA 1653
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-66_-65delCANA NA NA NA 65
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-66_-65delCANA NA NA NA 65
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-66_-65delCANA NA NA NA 65
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-66_-65delCANA NA NA NA 65
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-66_-65delCANA NA NA NA 65
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-66_-65delCANA NA NA NA 1
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-66_-65delCANA NA NA NA 1
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-66_-65delCANA NA NA NA 1
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2135_*2136delCANA NA NA NA 1731
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2431_*2432delCANA NA NA NA 1647
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2809_*2810delCANA NA NA NA 1656
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2809_*2810delCANA NA NA NA 1656
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2135_*2136delCANA NA NA NA 1648
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2135_*2136delCANA NA NA NA 1731
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2135_*2136delCANA NA NA NA 1656
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 non_coding_transcript_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-66_-65delCANA NA NA NA NA
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 non_coding_transcript_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-66_-65delCANA NA NA NA NA
Chr03 23886452 CCA C Chr03_23886452_CCA_CCCA_C INDEL 21161.59 20 26 21 21 15 31 29 32 23 26 21 12 7 8 20 26 21 21 15 31 29 32 23 26 21 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 non_coding_transcript_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-66_-65delCANA NA NA NA NA
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-60G>C NA NA NA NA 60
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-60G>C NA NA NA NA 60
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-60G>C NA NA NA NA 60
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-60G>C NA NA NA NA 60
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-60G>C NA NA NA NA 60
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2141G>C NA NA NA NA 1737
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2437G>C NA NA NA NA 1653
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2815G>C NA NA NA NA 1662
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2815G>C NA NA NA NA 1662
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2141G>C NA NA NA NA 1654
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2141G>C NA NA NA NA 1737
Chr03 23886459 G C Chr03_23886459_G_CG_C SNP 20045.63 17 25 21 21 14 30 27 32 22 24 21 10 7 8 17 25 21 21 14 30 27 32 22 24 21 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2141G>C NA NA NA NA 1662
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-57delC NA NA NA NA 57
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-57delC NA NA NA NA 57
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-57delC NA NA NA NA 57
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-57delC NA NA NA NA 57
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-57delC NA NA NA NA 57
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2144delC NA NA NA NA 1740
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2440delC NA NA NA NA 1656
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2818delC NA NA NA NA 1665
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2818delC NA NA NA NA 1665
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2144delC NA NA NA NA 1657
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2144delC NA NA NA NA 1740
Chr03 23886461 AC A Chr03_23886461_AC_AAC_A INDEL 19631.59 17 24 21 21 14 31 27 32 22 24 20 10 7 8 17 24 21 21 14 31 27 32 22 24 20 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2144delC NA NA NA NA 1665
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-54G>C NA NA NA NA 54
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-54G>C NA NA NA NA 54
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-54G>C NA NA NA NA 54
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-54G>C NA NA NA NA 54
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-54G>C NA NA NA NA 54
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2147G>C NA NA NA NA 1743
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2443G>C NA NA NA NA 1659
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2821G>C NA NA NA NA 1668
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2821G>C NA NA NA NA 1668
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2147G>C NA NA NA NA 1660
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2147G>C NA NA NA NA 1743
Chr03 23886465 G C Chr03_23886465_G_CG_C SNP 19055.63 16 24 18 21 13 28 26 30 22 22 20 10 6 8 16 24 18 21 13 28 26 30 22 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2147G>C NA NA NA NA 1668
Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-53C>G NA NA NA NA 53



Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-53C>G NA NA NA NA 53
Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-53C>G NA NA NA NA 53
Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-53C>G NA NA NA NA 53
Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-53C>G NA NA NA NA 53
Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2148C>G NA NA NA NA 1744
Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2444C>G NA NA NA NA 1660
Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2822C>G NA NA NA NA 1669
Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2822C>G NA NA NA NA 1669
Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2148C>G NA NA NA NA 1661
Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2148C>G NA NA NA NA 1744
Chr03 23886466 C G Chr03_23886466_C_GC_G SNP 18965.63 16 23 18 21 13 27 24 29 21 22 20 10 6 8 16 23 18 21 13 27 24 29 21 22 20 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2148C>G NA NA NA NA 1669
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-48T>C NA NA NA NA 48
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-48T>C NA NA NA NA 48
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-48T>C NA NA NA NA 48
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-48T>C NA NA NA NA 48
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-48T>C NA NA NA NA 48
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2153T>C NA NA NA NA 1749
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2449T>C NA NA NA NA 1665
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2827T>C NA NA NA NA 1674
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2827T>C NA NA NA NA 1674
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2153T>C NA NA NA NA 1666
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2153T>C NA NA NA NA 1749
Chr03 23886471 T C Chr03_23886471_T_CT_C SNP 17795.63 16 21 18 21 13 24 24 25 20 23 19 10 6 7 16 21 18 21 13 24 24 25 20 23 19 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2153T>C NA NA NA NA 1674
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-45_-39delCCTCAACNA NA NA NA 39
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-45_-39delCCTCAACNA NA NA NA 39
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-45_-39delCCTCAACNA NA NA NA 39
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-45_-39delCCTCAACNA NA NA NA 39
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-45_-39delCCTCAACNA NA NA NA 39
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2156_*2162delCCTCAACNA NA NA NA 1752
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2452_*2458delCCTCAACNA NA NA NA 1668
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2830_*2836delCCTCAACNA NA NA NA 1677
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2830_*2836delCCTCAACNA NA NA NA 1677
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2156_*2162delCCTCAACNA NA NA NA 1669
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2156_*2162delCCTCAACNA NA NA NA 1752
Chr03 23886473 GCCTCAAC G Chr03_23886473_GCCTCAAC_GGCCTCAAC_GINDEL 17426.59 16 20 18 21 13 24 23 24 20 23 18 10 6 7 16 20 18 21 13 24 23 24 20 23 18 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2156_*2162delCCTCAACNA NA NA NA 1677
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-35_-34insTNA NA NA NA 34
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-35_-34insTNA NA NA NA 34
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-35_-34insTNA NA NA NA 34
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-35_-34insTNA NA NA NA 34
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-35_-34insTNA NA NA NA 34
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2166_*2167insTNA NA NA NA 1763
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2462_*2463insTNA NA NA NA 1679
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2840_*2841insTNA NA NA NA 1688
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2840_*2841insTNA NA NA NA 1688
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2166_*2167insTNA NA NA NA 1680
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2166_*2167insTNA NA NA NA 1763
Chr03 23886484 A AT Chr03_23886484_A_ATA_AT INDEL 16571.59 14 19 16 19 13 23 23 23 19 22 15 8 5 5 14 19 16 19 13 23 23 23 19 22 15 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2166_*2167insTNA NA NA NA 1688
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-34C>T NA NA NA NA 34
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-34C>T NA NA NA NA 34
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-34C>T NA NA NA NA 34
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-34C>T NA NA NA NA 34
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-34C>T NA NA NA NA 34
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2167C>T NA NA NA NA 1763
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2463C>T NA NA NA NA 1679
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2841C>T NA NA NA NA 1688
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2841C>T NA NA NA NA 1688
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2167C>T NA NA NA NA 1680
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2167C>T NA NA NA NA 1763
Chr03 23886485 C T Chr03_23886485_C_TC_T SNP 16445.63 14 18 15 17 13 22 23 23 19 20 15 8 4 4 14 18 15 17 13 22 23 23 19 20 15 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2167C>T NA NA NA NA 1688
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-27_-26insTNA NA NA NA 26
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-27_-26insTNA NA NA NA 26
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-27_-26insTNA NA NA NA 26
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-27_-26insTNA NA NA NA 26
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-27_-26insTNA NA NA NA 26
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2174_*2175insTNA NA NA NA 1771
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2470_*2471insTNA NA NA NA 1687
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2848_*2849insTNA NA NA NA 1696
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2848_*2849insTNA NA NA NA 1696
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2174_*2175insTNA NA NA NA 1688
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2174_*2175insTNA NA NA NA 1771
Chr03 23886492 G GT Chr03_23886492_G_GTG_GT INDEL 13781.59 14 14 14 15 11 21 21 18 17 17 14 8 4 4 14 14 14 15 11 21 21 18 17 17 14 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2174_*2175insTNA NA NA NA 1696
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942245protein_coding 01-mars c.-26G>T NA NA NA NA 26
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942247protein_coding 01-mars c.-26G>T NA NA NA NA 26
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942249protein_coding 01-févr c.-26G>T NA NA NA NA 26
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942248protein_coding 01-mars c.-26G>T NA NA NA NA 26
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c3_35640Pp3c3_35640transcript PAC:32942246protein_coding 01-avr c.-26G>T NA NA NA NA 26
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944899protein_codingNA c.*2175G>T NA NA NA NA 1771
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944902protein_codingNA c.*2471G>T NA NA NA NA 1687
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944904protein_codingNA c.*2849G>T NA NA NA NA 1696
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944905protein_codingNA c.*2849G>T NA NA NA NA 1696
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944900protein_codingNA c.*2175G>T NA NA NA NA 1688
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944901protein_codingNA c.*2175G>T NA NA NA NA 1771
Chr03 23886493 G T Chr03_23886493_G_TG_T SNP 13700.63 14 13 14 14 10 20 21 18 16 17 12 8 4 4 14 13 14 14 10 20 21 18 16 17 12 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35620Pp3c3_35620transcript PAC:32944903protein_codingNA c.*2175G>T NA NA NA NA 1696
Chr03 23897686 T A Chr03_23897686_T_AT_A SNP 19365.63 24 14 13 33 24 26 23 21 23 24 13 22 15 10 24 14 13 33 24 26 23 21 23 24 13 22 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35650Pp3c3_35650transcript PAC:32943733protein_codingNA c.*1918A>T NA NA NA NA 1486
Chr03 23897686 T A Chr03_23897686_T_AT_A SNP 19365.63 24 14 13 33 24 26 23 21 23 24 13 22 15 10 24 14 13 33 24 26 23 21 23 24 13 22 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_35650Pp3c3_35650transcript PAC:32943734protein_codingNA c.*1918A>T NA NA NA NA 1364
Chr03 23897686 T A Chr03_23897686_T_AT_A SNP 19365.63 24 14 13 33 24 26 23 21 23 24 13 22 15 10 24 14 13 33 24 26 23 21 23 24 13 22 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_35640-Pp3c3_35650Pp3c3_35640-Pp3c3_35650intergenic_regionPp3c3_35640-Pp3c3_35650NA NA n.23897686T>ANA NA NA NA NA
Chr03 23903623 A T Chr03_23903623_A_TA_T SNP 18435.63 22 19 22 26 13 24 24 19 17 22 14 11 12 12 22 19 22 26 13 24 24 19 17 22 14 11 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c3_35660Pp3c3_35660transcript PAC:32944945protein_coding 02-févr c.211T>A p.Leu71Ile 211/228 211/228 71/75 NA
Chr03 23903623 A T Chr03_23903623_A_TA_T SNP 18435.63 22 19 22 26 13 24 24 19 17 22 14 11 12 12 22 19 22 26 13 24 24 19 17 22 14 11 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_35650Pp3c3_35650transcript PAC:32943733protein_codingNA c.-2058T>A NA NA NA NA 1861
Chr03 23903623 A T Chr03_23903623_A_TA_T SNP 18435.63 22 19 22 26 13 24 24 19 17 22 14 11 12 12 22 19 22 26 13 24 24 19 17 22 14 11 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_35650Pp3c3_35650transcript PAC:32943734protein_codingNA c.-2058T>A NA NA NA NA 1874
Chr03 23982485 T TTA Chr03_23982485_T_TTAT_TTA INDEL 482.37 0 0 2 0 0 18 0 0 0 0 0 0 0 0 13 5 7 14 7 19 32 14 8 6 7 22 4 9 0 0 0.286 0 0 0.947 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c3_35720-Pp3c3_35760Pp3c3_35720-Pp3c3_35760intergenic_regionPp3c3_35720-Pp3c3_35760NA NA n.23982485_23982486insTANA NA NA NA NA
Chr03 23988623 G T Chr03_23988623_G_TG_T SNP 15623.63 28 11 7 21 11 31 20 18 12 16 14 7 9 9 28 11 7 21 11 31 20 18 12 16 14 7 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_35720-Pp3c3_35760Pp3c3_35720-Pp3c3_35760intergenic_regionPp3c3_35720-Pp3c3_35760NA NA n.23988623G>TNA NA NA NA NA
Chr03 23988624 G T Chr03_23988624_G_TG_T SNP 15623.63 29 11 7 21 12 31 19 18 12 16 14 7 9 9 29 11 7 21 12 31 19 18 12 16 14 7 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_35720-Pp3c3_35760Pp3c3_35720-Pp3c3_35760intergenic_regionPp3c3_35720-Pp3c3_35760NA NA n.23988624G>TNA NA NA NA NA
Chr03 23989913 G A Chr03_23989913_G_AG_A SNP 9036.63 18 11 12 10 9 28 18 5 11 10 13 9 6 8 18 11 12 10 9 28 18 5 11 10 14 9 6 8 1 1 1 1 1 1 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_35720-Pp3c3_35760Pp3c3_35720-Pp3c3_35760intergenic_regionPp3c3_35720-Pp3c3_35760NA NA n.23989913G>ANA NA NA NA NA
Chr03 24226316 T C Chr03_24226316_T_CT_C SNP 19278.63 26 15 17 23 16 25 36 24 16 21 24 17 10 13 26 15 17 23 16 25 36 24 16 21 24 17 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_36040Pp3c3_36040transcript PAC:32942811protein_codingNA c.*902T>C NA NA NA NA 902
Chr03 24226316 T C Chr03_24226316_T_CT_C SNP 19278.63 26 15 17 23 16 25 36 24 16 21 24 17 10 13 26 15 17 23 16 25 36 24 16 21 24 17 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_36040-Pp3c3_36082Pp3c3_36040-Pp3c3_36082intergenic_regionPp3c3_36040-Pp3c3_36082NA NA n.24226316T>CNA NA NA NA NA
Chr03 24251317 T C Chr03_24251317_T_CT_C SNP 18250.63 31 10 9 27 16 22 36 20 26 26 7 16 9 14 31 10 9 27 16 22 36 20 26 26 7 16 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_36082Pp3c3_36082transcript PAC:32941130protein_codingNA c.*3618A>G NA NA NA NA 3382
Chr03 24251317 T C Chr03_24251317_T_CT_C SNP 18250.63 31 10 9 27 16 22 36 20 26 26 7 16 9 14 31 10 9 27 16 22 36 20 26 26 7 16 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_36040-Pp3c3_36082Pp3c3_36040-Pp3c3_36082intergenic_regionPp3c3_36040-Pp3c3_36082NA NA n.24251317T>CNA NA NA NA NA
Chr03 24442995 A AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCChr03_24442995_A_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCA_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCINDEL 16387.59 15 10 8 17 10 20 18 15 8 10 10 9 8 6 15 10 8 17 10 20 18 15 8 10 10 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_36450Pp3c3_36450transcript PAC:32943975protein_coding 02-mai c.605_606insAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCp.Ser203fs 1016/2069 606/1659 202/552 NA
Chr03 24442995 A AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCChr03_24442995_A_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCA_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCINDEL 16387.59 15 10 8 17 10 20 18 15 8 10 10 9 8 6 15 10 8 17 10 20 18 15 8 10 10 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c3_36450Pp3c3_36450transcript PAC:32943976protein_coding 02-mai c.605_606insAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCp.Ser203fs 664/2011 606/1659 202/552 NA
Chr03 24442995 A AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCChr03_24442995_A_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCA_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCINDEL 16387.59 15 10 8 17 10 20 18 15 8 10 10 9 8 6 15 10 8 17 10 20 18 15 8 10 10 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944680protein_codingNA c.-3778_-3777insGAAGGTCAAGGCGACACTAAAGAGCTCATTTGTTNA NA NA NA 3583
Chr03 24442995 A AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCChr03_24442995_A_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCA_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCINDEL 16387.59 15 10 8 17 10 20 18 15 8 10 10 9 8 6 15 10 8 17 10 20 18 15 8 10 10 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944681protein_codingNA c.-3778_-3777insGAAGGTCAAGGCGACACTAAAGAGCTCATTTGTTNA NA NA NA 3634
Chr03 24442995 A AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCChr03_24442995_A_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCA_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCINDEL 16387.59 15 10 8 17 10 20 18 15 8 10 10 9 8 6 15 10 8 17 10 20 18 15 8 10 10 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944682protein_codingNA c.-4323_-4322insGAAGGTCAAGGCGACACTAAAGAGCTCATTTGTTNA NA NA NA 3634
Chr03 24442995 A AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCChr03_24442995_A_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCA_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCINDEL 16387.59 15 10 8 17 10 20 18 15 8 10 10 9 8 6 15 10 8 17 10 20 18 15 8 10 10 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944683protein_codingNA c.-4323_-4322insGAAGGTCAAGGCGACACTAAAGAGCTCATTTGTTNA NA NA NA 3634
Chr03 24442995 A AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCChr03_24442995_A_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCA_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCINDEL 16387.59 15 10 8 17 10 20 18 15 8 10 10 9 8 6 15 10 8 17 10 20 18 15 8 10 10 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944684protein_codingNA c.-4323_-4322insGAAGGTCAAGGCGACACTAAAGAGCTCATTTGTTNA NA NA NA 3634
Chr03 24442995 A AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCChr03_24442995_A_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCA_AAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCINDEL 16387.59 15 10 8 17 10 20 18 15 8 10 10 9 8 6 15 10 8 17 10 20 18 15 8 10 10 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_36430Pp3c3_36430transcript PAC:32941564protein_codingNA c.*6664_*6665insAACAAATGAGCTCTTTAGTGTCGCCTTGACCTTCNA NA NA NA 4835
Chr03 24443050 GGTATGGATCTCACGCAATTTAATCG Chr03_24443050_GGTATGGATCTCACGCAATTTAATC_GGGTATGGATCTCACGCAATTTAATC_GINDEL 13070.59 17 13 12 21 12 14 16 15 15 9 9 11 8 10 17 13 12 21 12 14 16 15 15 9 9 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_deletionMODERATE Pp3c3_36450Pp3c3_36450transcript PAC:32943975protein_coding 02-mai c.686_709delTATGGATCTCACGCAATTTAATCGp.Val229_Ile236del1096/2069 686/1659 229/552 NA
Chr03 24443050 GGTATGGATCTCACGCAATTTAATCG Chr03_24443050_GGTATGGATCTCACGCAATTTAATC_GGGTATGGATCTCACGCAATTTAATC_GINDEL 13070.59 17 13 12 21 12 14 16 15 15 9 9 11 8 10 17 13 12 21 12 14 16 15 15 9 9 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_deletionMODERATE Pp3c3_36450Pp3c3_36450transcript PAC:32943976protein_coding 02-mai c.686_709delTATGGATCTCACGCAATTTAATCGp.Val229_Ile236del744/2011 686/1659 229/552 NA
Chr03 24443050 GGTATGGATCTCACGCAATTTAATCG Chr03_24443050_GGTATGGATCTCACGCAATTTAATC_GGGTATGGATCTCACGCAATTTAATC_GINDEL 13070.59 17 13 12 21 12 14 16 15 15 9 9 11 8 10 17 13 12 21 12 14 16 15 15 9 9 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944680protein_codingNA c.-3856_-3833delGATTAAATTGCGTGAGATCCATACNA NA NA NA 3638
Chr03 24443050 GGTATGGATCTCACGCAATTTAATCG Chr03_24443050_GGTATGGATCTCACGCAATTTAATC_GGGTATGGATCTCACGCAATTTAATC_GINDEL 13070.59 17 13 12 21 12 14 16 15 15 9 9 11 8 10 17 13 12 21 12 14 16 15 15 9 9 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944681protein_codingNA c.-3856_-3833delGATTAAATTGCGTGAGATCCATACNA NA NA NA 3689
Chr03 24443050 GGTATGGATCTCACGCAATTTAATCG Chr03_24443050_GGTATGGATCTCACGCAATTTAATC_GGGTATGGATCTCACGCAATTTAATC_GINDEL 13070.59 17 13 12 21 12 14 16 15 15 9 9 11 8 10 17 13 12 21 12 14 16 15 15 9 9 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944682protein_codingNA c.-4401_-4378delGATTAAATTGCGTGAGATCCATACNA NA NA NA 3689
Chr03 24443050 GGTATGGATCTCACGCAATTTAATCG Chr03_24443050_GGTATGGATCTCACGCAATTTAATC_GGGTATGGATCTCACGCAATTTAATC_GINDEL 13070.59 17 13 12 21 12 14 16 15 15 9 9 11 8 10 17 13 12 21 12 14 16 15 15 9 9 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944683protein_codingNA c.-4401_-4378delGATTAAATTGCGTGAGATCCATACNA NA NA NA 3689
Chr03 24443050 GGTATGGATCTCACGCAATTTAATCG Chr03_24443050_GGTATGGATCTCACGCAATTTAATC_GGGTATGGATCTCACGCAATTTAATC_GINDEL 13070.59 17 13 12 21 12 14 16 15 15 9 9 11 8 10 17 13 12 21 12 14 16 15 15 9 9 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944684protein_codingNA c.-4401_-4378delGATTAAATTGCGTGAGATCCATACNA NA NA NA 3689
Chr03 24443050 GGTATGGATCTCACGCAATTTAATCG Chr03_24443050_GGTATGGATCTCACGCAATTTAATC_GGGTATGGATCTCACGCAATTTAATC_GINDEL 13070.59 17 13 12 21 12 14 16 15 15 9 9 11 8 10 17 13 12 21 12 14 16 15 15 9 9 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_36430Pp3c3_36430transcript PAC:32941564protein_codingNA c.*6720_*6743delGTATGGATCTCACGCAATTTAATCNA NA NA NA 4890
Chr03 24443239 G GTCACAGTGGCATGGAACGGCTCCGGAAAATAChr03_24443239_G_GTCACAGTGGCATGGAACGGCTCCGGAAAATAG_GTCACAGTGGCATGGAACGGCTCCGGAAAATAINDEL 14157.59 10 9 4 21 12 14 14 13 9 10 6 7 7 5 10 9 4 21 12 14 14 13 9 10 6 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&stop_gainedHIGH Pp3c3_36450Pp3c3_36450transcript PAC:32943975protein_coding 03-mai c.810_811insCACAGTGGCATGGAACGGCTCCGGAAAATATp.Arg271fs 1221/2069 811/1659 271/552 NA
Chr03 24443239 G GTCACAGTGGCATGGAACGGCTCCGGAAAATAChr03_24443239_G_GTCACAGTGGCATGGAACGGCTCCGGAAAATAG_GTCACAGTGGCATGGAACGGCTCCGGAAAATAINDEL 14157.59 10 9 4 21 12 14 14 13 9 10 6 7 7 5 10 9 4 21 12 14 14 13 9 10 6 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&stop_gainedHIGH Pp3c3_36450Pp3c3_36450transcript PAC:32943976protein_coding 03-mai c.810_811insCACAGTGGCATGGAACGGCTCCGGAAAATATp.Arg271fs 869/2011 811/1659 271/552 NA
Chr03 24443239 G GTCACAGTGGCATGGAACGGCTCCGGAAAATAChr03_24443239_G_GTCACAGTGGCATGGAACGGCTCCGGAAAATAG_GTCACAGTGGCATGGAACGGCTCCGGAAAATAINDEL 14157.59 10 9 4 21 12 14 14 13 9 10 6 7 7 5 10 9 4 21 12 14 14 13 9 10 6 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944680protein_codingNA c.-4022_-4021insTATTTTCCGGAGCCGTTCCATGCCACTGTGANA NA NA NA 3827
Chr03 24443239 G GTCACAGTGGCATGGAACGGCTCCGGAAAATAChr03_24443239_G_GTCACAGTGGCATGGAACGGCTCCGGAAAATAG_GTCACAGTGGCATGGAACGGCTCCGGAAAATAINDEL 14157.59 10 9 4 21 12 14 14 13 9 10 6 7 7 5 10 9 4 21 12 14 14 13 9 10 6 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944681protein_codingNA c.-4022_-4021insTATTTTCCGGAGCCGTTCCATGCCACTGTGANA NA NA NA 3878
Chr03 24443239 G GTCACAGTGGCATGGAACGGCTCCGGAAAATAChr03_24443239_G_GTCACAGTGGCATGGAACGGCTCCGGAAAATAG_GTCACAGTGGCATGGAACGGCTCCGGAAAATAINDEL 14157.59 10 9 4 21 12 14 14 13 9 10 6 7 7 5 10 9 4 21 12 14 14 13 9 10 6 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944682protein_codingNA c.-4567_-4566insTATTTTCCGGAGCCGTTCCATGCCACTGTGANA NA NA NA 3878
Chr03 24443239 G GTCACAGTGGCATGGAACGGCTCCGGAAAATAChr03_24443239_G_GTCACAGTGGCATGGAACGGCTCCGGAAAATAG_GTCACAGTGGCATGGAACGGCTCCGGAAAATAINDEL 14157.59 10 9 4 21 12 14 14 13 9 10 6 7 7 5 10 9 4 21 12 14 14 13 9 10 6 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944683protein_codingNA c.-4567_-4566insTATTTTCCGGAGCCGTTCCATGCCACTGTGANA NA NA NA 3878
Chr03 24443239 G GTCACAGTGGCATGGAACGGCTCCGGAAAATAChr03_24443239_G_GTCACAGTGGCATGGAACGGCTCCGGAAAATAG_GTCACAGTGGCATGGAACGGCTCCGGAAAATAINDEL 14157.59 10 9 4 21 12 14 14 13 9 10 6 7 7 5 10 9 4 21 12 14 14 13 9 10 6 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36440Pp3c3_36440transcript PAC:32944684protein_codingNA c.-4567_-4566insTATTTTCCGGAGCCGTTCCATGCCACTGTGANA NA NA NA 3878
Chr03 24541284 A T Chr03_24541284_A_TA_T SNP 12708.63 21 7 15 19 18 18 18 20 15 15 12 19 11 9 21 7 15 19 18 18 18 20 15 15 12 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36580Pp3c3_36580transcript PAC:32944440protein_codingNA c.-531T>A NA NA NA NA 300
Chr03 24541284 A T Chr03_24541284_A_TA_T SNP 12708.63 21 7 15 19 18 18 18 20 15 15 12 19 11 9 21 7 15 19 18 18 18 20 15 15 12 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36610Pp3c3_36610transcript PAC:32944147protein_codingNA c.-1802A>T NA NA NA NA 1802
Chr03 24541284 A T Chr03_24541284_A_TA_T SNP 12708.63 21 7 15 19 18 18 18 20 15 15 12 19 11 9 21 7 15 19 18 18 18 20 15 15 12 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36580Pp3c3_36580transcript PAC:32944441protein_codingNA c.-531T>A NA NA NA NA 294
Chr03 24541284 A T Chr03_24541284_A_TA_T SNP 12708.63 21 7 15 19 18 18 18 20 15 15 12 19 11 9 21 7 15 19 18 18 18 20 15 15 12 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36610Pp3c3_36610transcript PAC:32944148protein_codingNA c.-1802A>T NA NA NA NA 1308
Chr03 24541284 A T Chr03_24541284_A_TA_T SNP 12708.63 21 7 15 19 18 18 18 20 15 15 12 19 11 9 21 7 15 19 18 18 18 20 15 15 12 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_36620Pp3c3_36620transcript PAC:32944850protein_codingNA c.*3020T>A NA NA NA NA 2831
Chr03 24541284 A T Chr03_24541284_A_TA_T SNP 12708.63 21 7 15 19 18 18 18 20 15 15 12 19 11 9 21 7 15 19 18 18 18 20 15 15 12 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c3_36620Pp3c3_36620transcript PAC:32944851protein_codingNA c.*3020T>A NA NA NA NA 3020
Chr03 24541284 A T Chr03_24541284_A_TA_T SNP 12708.63 21 7 15 19 18 18 18 20 15 15 12 19 11 9 21 7 15 19 18 18 18 20 15 15 12 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_36580-Pp3c3_36610Pp3c3_36580-Pp3c3_36610intergenic_regionPp3c3_36580-Pp3c3_36610NA NA n.24541284A>TNA NA NA NA NA
Chr03 24638984 T TTA Chr03_24638984_T_TTAT_TTA INDEL 1444.35 25 12 13 0 0 0 1 0 0 0 0 0 0 0 25 14 13 19 16 18 22 13 22 25 9 7 6 6 1 0.857 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_36750Pp3c3_36750transcript PAC:32944545protein_codingNA c.-4240_-4239insTANA NA NA NA 3230
Chr03 24638984 T TTA Chr03_24638984_T_TTAT_TTA INDEL 1444.35 25 12 13 0 0 0 1 0 0 0 0 0 0 0 25 14 13 19 16 18 22 13 22 25 9 7 6 6 1 0.857 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_36750Pp3c3_36750transcript PAC:32944549protein_codingNA c.-4240_-4239insTANA NA NA NA 3100
Chr03 24638984 T TTA Chr03_24638984_T_TTAT_TTA INDEL 1444.35 25 12 13 0 0 0 1 0 0 0 0 0 0 0 25 14 13 19 16 18 22 13 22 25 9 7 6 6 1 0.857 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_36750Pp3c3_36750transcript PAC:32944550protein_codingNA c.-4240_-4239insTANA NA NA NA 3212
Chr03 24638984 T TTA Chr03_24638984_T_TTAT_TTA INDEL 1444.35 25 12 13 0 0 0 1 0 0 0 0 0 0 0 25 14 13 19 16 18 22 13 22 25 9 7 6 6 1 0.857 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_36750Pp3c3_36750transcript PAC:32944546protein_codingNA c.-4240_-4239insTANA NA NA NA 3212
Chr03 24638984 T TTA Chr03_24638984_T_TTAT_TTA INDEL 1444.35 25 12 13 0 0 0 1 0 0 0 0 0 0 0 25 14 13 19 16 18 22 13 22 25 9 7 6 6 1 0.857 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_36750Pp3c3_36750transcript PAC:32944547protein_codingNA c.-4240_-4239insTANA NA NA NA 3212
Chr03 24638984 T TTA Chr03_24638984_T_TTAT_TTA INDEL 1444.35 25 12 13 0 0 0 1 0 0 0 0 0 0 0 25 14 13 19 16 18 22 13 22 25 9 7 6 6 1 0.857 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c3_36750Pp3c3_36750transcript PAC:32944548protein_codingNA c.-4240_-4239insTANA NA NA NA 3655
Chr03 24638984 T TTA Chr03_24638984_T_TTAT_TTA INDEL 1444.35 25 12 13 0 0 0 1 0 0 0 0 0 0 0 25 14 13 19 16 18 22 13 22 25 9 7 6 6 1 0.857 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c3_36740-Pp3c3_36750Pp3c3_36740-Pp3c3_36750intergenic_regionPp3c3_36740-Pp3c3_36750NA NA n.24638984_24638985insTANA NA NA NA NA
Chr03 24722306 G T Chr03_24722306_G_TG_T SNP 17071.63 22 10 7 36 20 20 36 12 27 26 18 13 9 9 22 10 7 36 20 20 36 12 27 26 18 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_36860-Pp3c3_36869Pp3c3_36860-Pp3c3_36869intergenic_regionPp3c3_36860-Pp3c3_36869NA NA n.24722306G>TNA NA NA NA NA
Chr03 24772525 A G Chr03_24772525_A_GA_G SNP 9565.63 15 7 11 10 10 15 9 12 10 14 13 5 9 5 15 7 11 10 10 15 9 12 10 14 13 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944583protein_codingNA c.-1402A>G NA NA NA NA 904
Chr03 24772525 A G Chr03_24772525_A_GA_G SNP 9565.63 15 7 11 10 10 15 9 12 10 14 13 5 9 5 15 7 11 10 10 15 9 12 10 14 13 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944582protein_coding 01-oct c.-236+340A>GNA NA NA NA NA
Chr03 24772525 A G Chr03_24772525_A_GA_G SNP 9565.63 15 7 11 10 10 15 9 12 10 14 13 5 9 5 15 7 11 10 10 15 9 12 10 14 13 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36940Pp3c3_36940transcript PAC:32943304protein_coding 01-nov c.-236+340A>GNA NA NA NA NA
Chr03 24772525 A G Chr03_24772525_A_GA_G SNP 9565.63 15 7 11 10 10 15 9 12 10 14 13 5 9 5 15 7 11 10 10 15 9 12 10 14 13 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944585protein_coding 01-oct c.-236+340A>GNA NA NA NA NA
Chr03 24772525 A G Chr03_24772525_A_GA_G SNP 9565.63 15 7 11 10 10 15 9 12 10 14 13 5 9 5 15 7 11 10 10 15 9 12 10 14 13 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944584protein_coding 01-nov c.-236+340A>GNA NA NA NA NA
Chr03 24772525 A G Chr03_24772525_A_GA_G SNP 9565.63 15 7 11 10 10 15 9 12 10 14 13 5 9 5 15 7 11 10 10 15 9 12 10 14 13 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944586protein_coding 01-nov c.-236+177A>GNA NA NA NA NA
Chr03 24772784 A G Chr03_24772784_A_GA_G SNP 16821.63 22 13 14 13 15 34 24 13 12 12 18 10 11 13 22 13 14 13 15 34 24 13 12 12 18 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944583protein_codingNA c.-1143A>G NA NA NA NA 645
Chr03 24772784 A G Chr03_24772784_A_GA_G SNP 16821.63 22 13 14 13 15 34 24 13 12 12 18 10 11 13 22 13 14 13 15 34 24 13 12 12 18 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944582protein_coding 01-oct c.-236+599A>GNA NA NA NA NA
Chr03 24772784 A G Chr03_24772784_A_GA_G SNP 16821.63 22 13 14 13 15 34 24 13 12 12 18 10 11 13 22 13 14 13 15 34 24 13 12 12 18 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36940Pp3c3_36940transcript PAC:32943304protein_coding 01-nov c.-236+599A>GNA NA NA NA NA
Chr03 24772784 A G Chr03_24772784_A_GA_G SNP 16821.63 22 13 14 13 15 34 24 13 12 12 18 10 11 13 22 13 14 13 15 34 24 13 12 12 18 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944585protein_coding 01-oct c.-236+599A>GNA NA NA NA NA
Chr03 24772784 A G Chr03_24772784_A_GA_G SNP 16821.63 22 13 14 13 15 34 24 13 12 12 18 10 11 13 22 13 14 13 15 34 24 13 12 12 18 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944584protein_coding 01-nov c.-236+599A>GNA NA NA NA NA
Chr03 24772784 A G Chr03_24772784_A_GA_G SNP 16821.63 22 13 14 13 15 34 24 13 12 12 18 10 11 13 22 13 14 13 15 34 24 13 12 12 18 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944586protein_coding 01-nov c.-236+436A>GNA NA NA NA NA
Chr03 24772797 A G Chr03_24772797_A_GA_G SNP 17575.63 24 14 15 14 16 34 24 13 14 13 20 9 13 15 24 14 15 14 16 34 24 13 14 13 20 9 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944583protein_codingNA c.-1130A>G NA NA NA NA 632
Chr03 24772797 A G Chr03_24772797_A_GA_G SNP 17575.63 24 14 15 14 16 34 24 13 14 13 20 9 13 15 24 14 15 14 16 34 24 13 14 13 20 9 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944582protein_coding 01-oct c.-236+612A>GNA NA NA NA NA
Chr03 24772797 A G Chr03_24772797_A_GA_G SNP 17575.63 24 14 15 14 16 34 24 13 14 13 20 9 13 15 24 14 15 14 16 34 24 13 14 13 20 9 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36940Pp3c3_36940transcript PAC:32943304protein_coding 01-nov c.-236+612A>GNA NA NA NA NA
Chr03 24772797 A G Chr03_24772797_A_GA_G SNP 17575.63 24 14 15 14 16 34 24 13 14 13 20 9 13 15 24 14 15 14 16 34 24 13 14 13 20 9 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944585protein_coding 01-oct c.-236+612A>GNA NA NA NA NA
Chr03 24772797 A G Chr03_24772797_A_GA_G SNP 17575.63 24 14 15 14 16 34 24 13 14 13 20 9 13 15 24 14 15 14 16 34 24 13 14 13 20 9 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944584protein_coding 01-nov c.-236+612A>GNA NA NA NA NA
Chr03 24772797 A G Chr03_24772797_A_GA_G SNP 17575.63 24 14 15 14 16 34 24 13 14 13 20 9 13 15 24 14 15 14 16 34 24 13 14 13 20 9 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c3_36952Pp3c3_36952transcript PAC:32944586protein_coding 01-nov c.-236+449A>GNA NA NA NA NA
Chr03 24819679 C T Chr03_24819679_C_TC_T SNP 5009.98 0 0 0 0 0 0 0 0 26 27 12 25 12 13 27 22 13 30 24 16 30 18 26 27 12 25 12 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c3_37049Pp3c3_37049transcript PAC:32944237protein_codingNA c.-3920C>T NA NA NA NA 3522
Chr03 24819679 C T Chr03_24819679_C_TC_T SNP 5009.98 0 0 0 0 0 0 0 0 26 27 12 25 12 13 27 22 13 30 24 16 30 18 26 27 12 25 12 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c3_37040-Pp3c3_37049Pp3c3_37040-Pp3c3_37049intergenic_regionPp3c3_37040-Pp3c3_37049NA NA n.24819679C>TNA NA NA NA NA
Chr03 24819735 A T Chr03_24819735_A_TA_T SNP 20269.63 30 25 13 36 15 24 31 22 24 31 15 22 19 14 30 25 13 36 15 24 31 22 24 31 15 22 19 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_37049Pp3c3_37049transcript PAC:32944237protein_codingNA c.-3864A>T NA NA NA NA 3466
Chr03 24819735 A T Chr03_24819735_A_TA_T SNP 20269.63 30 25 13 36 15 24 31 22 24 31 15 22 19 14 30 25 13 36 15 24 31 22 24 31 15 22 19 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_37040-Pp3c3_37049Pp3c3_37040-Pp3c3_37049intergenic_regionPp3c3_37040-Pp3c3_37049NA NA n.24819735A>TNA NA NA NA NA
Chr03 24836863 TATA T Chr03_24836863_TATA_TTATA_T INDEL 22321.59 34 19 18 31 15 27 30 24 28 31 23 11 10 12 34 19 18 31 15 27 30 24 28 31 23 11 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_37060-Pp3c3_37150Pp3c3_37060-Pp3c3_37150intergenic_regionPp3c3_37060-Pp3c3_37150NA NA n.24836864_24836866delATANA NA NA NA NA
Chr03 24836946 C CTTATAAATATAAGTATTATCACTTATTATTATAAGTATAAGTATTATCACTTATTATTATAAGTATAAGTAChr03_24836946_C_CTTATAAATATAAGTATTATCACTTATTATTATAAGTATAAGTATTATCACTTATTATTATAAGTATAAGTAC_CTTATAAATATAAGTATTATCACTTATTATTATAAGTATAAGTATTATCACTTATTATTATAAGTATAAGTAINDEL 23795.59 13 14 12 14 7 24 17 10 8 23 8 7 6 11 13 14 12 14 7 24 17 10 8 23 8 7 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_37060-Pp3c3_37150Pp3c3_37060-Pp3c3_37150intergenic_regionPp3c3_37060-Pp3c3_37150NA NA n.24836946_24836947insTTATAAATATAAGTATTATCACTTATTATTATAAGTATAAGTATTATCACTTATTATTATAAGTATAAGTANA NA NA NA NA
Chr03 24881142 C CAT Chr03_24881142_C_CATC_CAT INDEL 3348.24 0 0 0 20 5 18 25 20 0 0 0 0 0 0 19 12 10 20 5 18 26 20 14 13 11 11 9 7 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_37220Pp3c3_37220transcript PAC:32940883protein_codingNA c.-1498_-1497insATNA NA NA NA 726
Chr03 24881142 C CAT Chr03_24881142_C_CATC_CAT INDEL 3348.24 0 0 0 20 5 18 25 20 0 0 0 0 0 0 19 12 10 20 5 18 26 20 14 13 11 11 9 7 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_37220Pp3c3_37220transcript PAC:32940885protein_codingNA c.-2727_-2726insATNA NA NA NA 726
Chr03 24881142 C CAT Chr03_24881142_C_CATC_CAT INDEL 3348.24 0 0 0 20 5 18 25 20 0 0 0 0 0 0 19 12 10 20 5 18 26 20 14 13 11 11 9 7 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c3_37220Pp3c3_37220transcript PAC:32940884protein_codingNA c.-1498_-1497insATNA NA NA NA 792
Chr03 24881142 C CAT Chr03_24881142_C_CATC_CAT INDEL 3348.24 0 0 0 20 5 18 25 20 0 0 0 0 0 0 19 12 10 20 5 18 26 20 14 13 11 11 9 7 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_37200Pp3c3_37200transcript PAC:32942927protein_codingNA c.*4851_*4852insATNA NA NA NA 4367
Chr03 24881142 C CAT Chr03_24881142_C_CATC_CAT INDEL 3348.24 0 0 0 20 5 18 25 20 0 0 0 0 0 0 19 12 10 20 5 18 26 20 14 13 11 11 9 7 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_37200Pp3c3_37200transcript PAC:32942930protein_codingNA c.*4851_*4852insATNA NA NA NA 4381
Chr03 24881142 C CAT Chr03_24881142_C_CATC_CAT INDEL 3348.24 0 0 0 20 5 18 25 20 0 0 0 0 0 0 19 12 10 20 5 18 26 20 14 13 11 11 9 7 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_37200Pp3c3_37200transcript PAC:32942928protein_codingNA c.*4851_*4852insATNA NA NA NA 4381
Chr03 24881142 C CAT Chr03_24881142_C_CATC_CAT INDEL 3348.24 0 0 0 20 5 18 25 20 0 0 0 0 0 0 19 12 10 20 5 18 26 20 14 13 11 11 9 7 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_37200Pp3c3_37200transcript PAC:32942931protein_codingNA c.*4851_*4852insATNA NA NA NA 4381
Chr03 24881142 C CAT Chr03_24881142_C_CATC_CAT INDEL 3348.24 0 0 0 20 5 18 25 20 0 0 0 0 0 0 19 12 10 20 5 18 26 20 14 13 11 11 9 7 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_37200Pp3c3_37200transcript PAC:32942932protein_codingNA c.*4851_*4852insATNA NA NA NA 4340
Chr03 24881142 C CAT Chr03_24881142_C_CATC_CAT INDEL 3348.24 0 0 0 20 5 18 25 20 0 0 0 0 0 0 19 12 10 20 5 18 26 20 14 13 11 11 9 7 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_37200Pp3c3_37200transcript PAC:32942929protein_codingNA c.*4851_*4852insATNA NA NA NA 4340
Chr03 24881142 C CAT Chr03_24881142_C_CATC_CAT INDEL 3348.24 0 0 0 20 5 18 25 20 0 0 0 0 0 0 19 12 10 20 5 18 26 20 14 13 11 11 9 7 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_37200-Pp3c3_37220Pp3c3_37200-Pp3c3_37220intergenic_regionPp3c3_37200-Pp3c3_37220NA NA n.24881142_24881143insATNA NA NA NA NA
Chr03 25097144 T A Chr03_25097144_T_AT_A SNP 12486.63 16 5 7 17 14 12 20 10 16 16 15 10 6 5 16 5 7 17 14 12 20 10 16 16 15 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_37440-Pp3c3_37470Pp3c3_37440-Pp3c3_37470intergenic_regionPp3c3_37440-Pp3c3_37470NA NA n.25097144T>ANA NA NA NA NA
Chr03 25097145 C A Chr03_25097145_C_AC_A SNP 12486.63 16 5 7 17 14 11 19 10 16 16 15 10 6 5 16 5 7 17 14 11 19 10 16 16 15 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_37440-Pp3c3_37470Pp3c3_37440-Pp3c3_37470intergenic_regionPp3c3_37440-Pp3c3_37470NA NA n.25097145C>ANA NA NA NA NA
Chr03 25149367 G C Chr03_25149367_G_CG_C SNP 8660.63 8 8 6 7 4 11 11 12 6 5 9 10 5 4 8 8 6 7 4 11 11 12 6 5 9 10 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_37560-Pp3c3_37619Pp3c3_37560-Pp3c3_37619intergenic_regionPp3c3_37560-Pp3c3_37619NA NA n.25149367G>CNA NA NA NA NA
Chr03 25149369 T TGGCA Chr03_25149369_T_TGGCAT_TGGCA INDEL 8653.59 9 8 6 7 4 11 11 12 6 6 10 10 5 4 9 8 6 7 4 11 11 12 6 6 10 10 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_37560-Pp3c3_37619Pp3c3_37560-Pp3c3_37619intergenic_regionPp3c3_37560-Pp3c3_37619NA NA n.25149369_25149370insGGCANA NA NA NA NA
Chr03 25544694 G A Chr03_25544694_G_AG_A SNP 5462.29 0 0 0 25 16 23 20 28 0 0 0 0 0 0 21 8 17 25 17 23 20 28 17 13 15 14 6 13 0 0 0 1 0.941 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c3_38350Pp3c3_38350transcript PAC:32941391protein_codingNA c.*4639C>T NA NA NA NA 4639
Chr03 25544694 G A Chr03_25544694_G_AG_A SNP 5462.29 0 0 0 25 16 23 20 28 0 0 0 0 0 0 21 8 17 25 17 23 20 28 17 13 15 14 6 13 0 0 0 1 0.941 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c3_38262-Pp3c3_38350Pp3c3_38262-Pp3c3_38350intergenic_regionPp3c3_38262-Pp3c3_38350NA NA n.25544694G>ANA NA NA NA NA
Chr03 25550075 G GA Chr03_25550075_G_GAG_GA INDEL 12945.59 22 7 16 15 9 23 24 20 15 14 12 6 9 11 22 7 16 15 9 23 24 20 15 14 12 6 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c3_38350Pp3c3_38350transcript PAC:32941391protein_codingNA c.-24_-23insTNA NA NA NA 24
Chr03 25550075 G GA Chr03_25550075_G_GAG_GA INDEL 12945.59 22 7 16 15 9 23 24 20 15 14 12 6 9 11 22 7 16 15 9 23 24 20 15 14 12 6 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c3_38350-CHR_ENDPp3c3_38350-CHR_ENDintergenic_regionPp3c3_38350-CHR_ENDNA NA n.25550075_25550076insANA NA NA NA NA
Chr04 1989 A AT Chr04_1989_A_ATA_AT INDEL 76804.59 163 59 74 102 125 149 207 155 53 83 34 35 35 32 163 59 74 102 125 149 207 155 53 83 34 35 35 32 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_8 Pp3c4_8 transcript PAC:32921363protein_codingNA c.-76_-75insTNA NA NA NA 75
Chr04 1989 A AT Chr04_1989_A_ATA_AT INDEL 76804.59 163 59 74 102 125 149 207 155 53 83 34 35 35 32 163 59 74 102 125 149 207 155 53 83 34 35 35 32 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_10 Pp3c4_10 transcript PAC:32919309protein_codingNA c.*1049_*1050insANA NA NA NA 718
Chr04 1989 A AT Chr04_1989_A_ATA_AT INDEL 76804.59 163 59 74 102 125 149 207 155 53 83 34 35 35 32 163 59 74 102 125 149 207 155 53 83 34 35 35 32 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c4_8CHR_START-Pp3c4_8intergenic_regionCHR_START-Pp3c4_8NA NA n.1989_1990insTNA NA NA NA NA
Chr04 286251 C CTA Chr04_286251_C_CTAC_CTA INDEL 2666.93 0 0 0 1 0 0 0 0 22 18 7 10 5 7 24 12 18 15 11 20 31 21 22 18 7 10 6 7 0 0 0 0 0 0 0 0 1 1 1 1 0.833 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c4_540 Pp3c4_540 transcript PAC:32919831protein_codingNA c.*1069_*1070insTANA NA NA NA 564
Chr04 286251 C CTA Chr04_286251_C_CTAC_CTA INDEL 2666.93 0 0 0 1 0 0 0 0 22 18 7 10 5 7 24 12 18 15 11 20 31 21 22 18 7 10 6 7 0 0 0 0 0 0 0 0 1 1 1 1 0.833 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c4_540 Pp3c4_540 transcript PAC:32919832protein_codingNA c.*1069_*1070insTANA NA NA NA 565
Chr04 286251 C CTA Chr04_286251_C_CTAC_CTA INDEL 2666.93 0 0 0 1 0 0 0 0 22 18 7 10 5 7 24 12 18 15 11 20 31 21 22 18 7 10 6 7 0 0 0 0 0 0 0 0 1 1 1 1 0.833 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_510-Pp3c4_540Pp3c4_510-Pp3c4_540intergenic_regionPp3c4_510-Pp3c4_540NA NA n.286251_286252insTANA NA NA NA NA
Chr04 347359 C T Chr04_347359_C_TC_T SNP 3612.98 1 0 0 0 0 0 0 0 21 20 11 27 6 4 27 10 14 27 15 30 32 21 21 20 11 27 6 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_570-Pp3c4_730Pp3c4_570-Pp3c4_730intergenic_regionPp3c4_570-Pp3c4_730NA NA n.347359C>T NA NA NA NA NA
Chr04 471660 G GAT Chr04_471660_G_GATG_GAT INDEL 6336.24 23 7 7 0 0 0 1 0 12 17 6 10 7 4 23 8 7 20 14 15 28 13 14 17 6 10 7 4 1 0.875 1 0 0 0 0 0 0.857 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_840 Pp3c4_840 transcript PAC:32919555protein_codingNA c.-1982_-1981insATNA NA NA NA 1972
Chr04 471660 G GAT Chr04_471660_G_GATG_GAT INDEL 6336.24 23 7 7 0 0 0 1 0 12 17 6 10 7 4 23 8 7 20 14 15 28 13 14 17 6 10 7 4 1 0.875 1 0 0 0 0 0 0.857 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_850 Pp3c4_850 transcript PAC:32920354protein_codingNA c.-4657_-4656insATNA NA NA NA 3429
Chr04 471660 G GAT Chr04_471660_G_GATG_GAT INDEL 6336.24 23 7 7 0 0 0 1 0 12 17 6 10 7 4 23 8 7 20 14 15 28 13 14 17 6 10 7 4 1 0.875 1 0 0 0 0 0 0.857 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_840 Pp3c4_840 transcript PAC:32919556protein_codingNA c.-1982_-1981insATNA NA NA NA 1945
Chr04 471660 G GAT Chr04_471660_G_GATG_GAT INDEL 6336.24 23 7 7 0 0 0 1 0 12 17 6 10 7 4 23 8 7 20 14 15 28 13 14 17 6 10 7 4 1 0.875 1 0 0 0 0 0 0.857 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_850 Pp3c4_850 transcript PAC:32920355protein_codingNA c.-4657_-4656insATNA NA NA NA 3136
Chr04 471660 G GAT Chr04_471660_G_GATG_GAT INDEL 6336.24 23 7 7 0 0 0 1 0 12 17 6 10 7 4 23 8 7 20 14 15 28 13 14 17 6 10 7 4 1 0.875 1 0 0 0 0 0 0.857 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c4_830 Pp3c4_830 transcript PAC:32921952protein_codingNA c.*870_*871insATNA NA NA NA 870
Chr04 471660 G GAT Chr04_471660_G_GATG_GAT INDEL 6336.24 23 7 7 0 0 0 1 0 12 17 6 10 7 4 23 8 7 20 14 15 28 13 14 17 6 10 7 4 1 0.875 1 0 0 0 0 0 0.857 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c4_810-Pp3c4_830Pp3c4_810-Pp3c4_830intergenic_regionPp3c4_810-Pp3c4_830NA NA n.471660_471661insATNA NA NA NA NA
Chr04 546959 T A Chr04_546959_T_AT_A SNP 10002.63 14 4 9 10 10 13 12 10 13 14 10 4 7 8 14 4 9 10 10 13 12 10 13 14 10 4 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_970 Pp3c4_970 transcript PAC:32920296protein_codingNA c.-1539A>T NA NA NA NA 1539
Chr04 546959 T A Chr04_546959_T_AT_A SNP 10002.63 14 4 9 10 10 13 12 10 13 14 10 4 7 8 14 4 9 10 10 13 12 10 13 14 10 4 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_970 Pp3c4_970 transcript PAC:32920297protein_codingNA c.-1539A>T NA NA NA NA 1539
Chr04 546959 T A Chr04_546959_T_AT_A SNP 10002.63 14 4 9 10 10 13 12 10 13 14 10 4 7 8 14 4 9 10 10 13 12 10 13 14 10 4 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_970-Pp3c4_1020Pp3c4_970-Pp3c4_1020intergenic_regionPp3c4_970-Pp3c4_1020NA NA n.546959T>ANA NA NA NA NA
Chr04 546960 G A Chr04_546960_G_AG_A SNP 9957.63 14 4 9 10 10 13 13 10 13 15 10 4 7 8 14 4 9 10 10 13 13 10 13 15 10 4 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_970 Pp3c4_970 transcript PAC:32920296protein_codingNA c.-1540C>T NA NA NA NA 1540
Chr04 546960 G A Chr04_546960_G_AG_A SNP 9957.63 14 4 9 10 10 13 13 10 13 15 10 4 7 8 14 4 9 10 10 13 13 10 13 15 10 4 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_970 Pp3c4_970 transcript PAC:32920297protein_codingNA c.-1540C>T NA NA NA NA 1540
Chr04 546960 G A Chr04_546960_G_AG_A SNP 9957.63 14 4 9 10 10 13 13 10 13 15 10 4 7 8 14 4 9 10 10 13 13 10 13 15 10 4 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_970-Pp3c4_1020Pp3c4_970-Pp3c4_1020intergenic_regionPp3c4_970-Pp3c4_1020NA NA n.546960G>ANA NA NA NA NA
Chr04 547116 G T Chr04_547116_G_TG_T SNP 19403.63 24 17 21 22 20 26 23 27 38 21 13 22 10 13 24 17 21 22 20 26 23 27 38 21 13 22 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_970 Pp3c4_970 transcript PAC:32920296protein_codingNA c.-1696C>A NA NA NA NA 1696
Chr04 547116 G T Chr04_547116_G_TG_T SNP 19403.63 24 17 21 22 20 26 23 27 38 21 13 22 10 13 24 17 21 22 20 26 23 27 38 21 13 22 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_970 Pp3c4_970 transcript PAC:32920297protein_codingNA c.-1696C>A NA NA NA NA 1696
Chr04 547116 G T Chr04_547116_G_TG_T SNP 19403.63 24 17 21 22 20 26 23 27 38 21 13 22 10 13 24 17 21 22 20 26 23 27 38 21 13 22 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_970-Pp3c4_1020Pp3c4_970-Pp3c4_1020intergenic_regionPp3c4_970-Pp3c4_1020NA NA n.547116G>TNA NA NA NA NA
Chr04 564574 A AAT Chr04_564574_A_AATA_AAT INDEL 3454.24 0 0 0 15 17 24 30 11 1 0 0 0 0 0 13 11 17 16 18 26 30 11 17 13 9 12 7 4 0 0 0 0.938 0.944 0.923 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_1020 Pp3c4_1020 transcript PAC:32918912protein_codingNA c.-1304_-1303insATNA NA NA NA 865
Chr04 564574 A AAT Chr04_564574_A_AATA_AAT INDEL 3454.24 0 0 0 15 17 24 30 11 1 0 0 0 0 0 13 11 17 16 18 26 30 11 17 13 9 12 7 4 0 0 0 0.938 0.944 0.923 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_1020 Pp3c4_1020 transcript PAC:32918913protein_codingNA c.-1304_-1303insATNA NA NA NA 930
Chr04 564574 A AAT Chr04_564574_A_AATA_AAT INDEL 3454.24 0 0 0 15 17 24 30 11 1 0 0 0 0 0 13 11 17 16 18 26 30 11 17 13 9 12 7 4 0 0 0 0.938 0.944 0.923 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_970-Pp3c4_1020Pp3c4_970-Pp3c4_1020intergenic_regionPp3c4_970-Pp3c4_1020NA NA n.564574_564575insATNA NA NA NA NA



Chr04 583111 G A Chr04_583111_G_AG_A SNP 16175.63 36 7 13 22 13 19 31 15 19 18 12 14 11 10 36 7 13 22 13 19 31 15 19 18 12 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_1070-Pp3c4_1120Pp3c4_1070-Pp3c4_1120intergenic_regionPp3c4_1070-Pp3c4_1120NA NA n.583111G>ANA NA NA NA NA
Chr04 600012 A T Chr04_600012_A_TA_T SNP 18848.63 27 15 13 14 15 33 34 22 30 26 17 20 11 9 27 15 13 14 15 33 34 22 30 26 17 20 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_1070-Pp3c4_1120Pp3c4_1070-Pp3c4_1120intergenic_regionPp3c4_1070-Pp3c4_1120NA NA n.600012A>TNA NA NA NA NA
Chr04 774899 G T Chr04_774899_G_TG_T SNP 17993.63 20 12 18 21 17 26 28 22 21 14 9 22 10 13 20 12 18 21 17 26 28 22 21 14 9 22 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1300 Pp3c4_1300 transcript PAC:32922729protein_codingNA c.*1597G>T NA NA NA NA 1167
Chr04 774899 G T Chr04_774899_G_TG_T SNP 17993.63 20 12 18 21 17 26 28 22 21 14 9 22 10 13 20 12 18 21 17 26 28 22 21 14 9 22 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1300 Pp3c4_1300 transcript PAC:32922730protein_codingNA c.*1597G>T NA NA NA NA 1256
Chr04 774899 G T Chr04_774899_G_TG_T SNP 17993.63 20 12 18 21 17 26 28 22 21 14 9 22 10 13 20 12 18 21 17 26 28 22 21 14 9 22 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1300 Pp3c4_1300 transcript PAC:32922731protein_codingNA c.*1597G>T NA NA NA NA 1296
Chr04 774899 G T Chr04_774899_G_TG_T SNP 17993.63 20 12 18 21 17 26 28 22 21 14 9 22 10 13 20 12 18 21 17 26 28 22 21 14 9 22 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_1300-Pp3c4_1320Pp3c4_1300-Pp3c4_1320intergenic_regionPp3c4_1300-Pp3c4_1320NA NA n.774899G>TNA NA NA NA NA
Chr04 774900 A T Chr04_774900_A_TA_T SNP 18224.63 20 12 18 21 17 26 27 22 21 14 10 23 10 13 20 12 18 21 17 26 27 22 21 14 10 23 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1300 Pp3c4_1300 transcript PAC:32922729protein_codingNA c.*1598A>T NA NA NA NA 1168
Chr04 774900 A T Chr04_774900_A_TA_T SNP 18224.63 20 12 18 21 17 26 27 22 21 14 10 23 10 13 20 12 18 21 17 26 27 22 21 14 10 23 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1300 Pp3c4_1300 transcript PAC:32922730protein_codingNA c.*1598A>T NA NA NA NA 1257
Chr04 774900 A T Chr04_774900_A_TA_T SNP 18224.63 20 12 18 21 17 26 27 22 21 14 10 23 10 13 20 12 18 21 17 26 27 22 21 14 10 23 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1300 Pp3c4_1300 transcript PAC:32922731protein_codingNA c.*1598A>T NA NA NA NA 1297
Chr04 774900 A T Chr04_774900_A_TA_T SNP 18224.63 20 12 18 21 17 26 27 22 21 14 10 23 10 13 20 12 18 21 17 26 27 22 21 14 10 23 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_1300-Pp3c4_1320Pp3c4_1300-Pp3c4_1320intergenic_regionPp3c4_1300-Pp3c4_1320NA NA n.774900A>TNA NA NA NA NA
Chr04 774903 G C Chr04_774903_G_CG_C SNP 18223.63 19 14 18 21 17 25 27 23 24 14 9 25 10 13 19 14 18 21 17 25 27 23 24 14 9 25 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1300 Pp3c4_1300 transcript PAC:32922729protein_codingNA c.*1601G>C NA NA NA NA 1171
Chr04 774903 G C Chr04_774903_G_CG_C SNP 18223.63 19 14 18 21 17 25 27 23 24 14 9 25 10 13 19 14 18 21 17 25 27 23 24 14 9 25 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1300 Pp3c4_1300 transcript PAC:32922730protein_codingNA c.*1601G>C NA NA NA NA 1260
Chr04 774903 G C Chr04_774903_G_CG_C SNP 18223.63 19 14 18 21 17 25 27 23 24 14 9 25 10 13 19 14 18 21 17 25 27 23 24 14 9 25 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1300 Pp3c4_1300 transcript PAC:32922731protein_codingNA c.*1601G>C NA NA NA NA 1300
Chr04 774903 G C Chr04_774903_G_CG_C SNP 18223.63 19 14 18 21 17 25 27 23 24 14 9 25 10 13 19 14 18 21 17 25 27 23 24 14 9 25 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_1300-Pp3c4_1320Pp3c4_1300-Pp3c4_1320intergenic_regionPp3c4_1300-Pp3c4_1320NA NA n.774903G>CNA NA NA NA NA
Chr04 787220 A AT Chr04_787220_A_ATA_AT INDEL 14048.59 22 19 17 16 20 26 25 16 22 15 20 16 10 9 22 19 17 16 20 26 25 16 22 15 20 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_1350 Pp3c4_1350 transcript PAC:32919113protein_coding 01-oct c.-1178dupT NA NA NA NA 1177
Chr04 787220 A AT Chr04_787220_A_ATA_AT INDEL 14048.59 22 19 17 16 20 26 25 16 22 15 20 16 10 9 22 19 17 16 20 26 25 16 22 15 20 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_1350 Pp3c4_1350 transcript PAC:32919114protein_codingNA c.-1180_-1179insTNA NA NA NA 263
Chr04 787220 A AT Chr04_787220_A_ATA_AT INDEL 14048.59 22 19 17 16 20 26 25 16 22 15 20 16 10 9 22 19 17 16 20 26 25 16 22 15 20 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_1350 Pp3c4_1350 transcript PAC:32919115protein_codingNA c.-1657_-1656insTNA NA NA NA 1475
Chr04 787220 A AT Chr04_787220_A_ATA_AT INDEL 14048.59 22 19 17 16 20 26 25 16 22 15 20 16 10 9 22 19 17 16 20 26 25 16 22 15 20 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1320 Pp3c4_1320 transcript PAC:32922703protein_codingNA c.*1071_*1072insTNA NA NA NA 337
Chr04 787220 A AT Chr04_787220_A_ATA_AT INDEL 14048.59 22 19 17 16 20 26 25 16 22 15 20 16 10 9 22 19 17 16 20 26 25 16 22 15 20 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1320 Pp3c4_1320 transcript PAC:32922704protein_codingNA c.*1071_*1072insTNA NA NA NA 503
Chr04 787220 A AT Chr04_787220_A_ATA_AT INDEL 14048.59 22 19 17 16 20 26 25 16 22 15 20 16 10 9 22 19 17 16 20 26 25 16 22 15 20 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_1320 Pp3c4_1320 transcript PAC:32922705protein_codingNA c.*1878_*1879insTNA NA NA NA 503
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c4_1560 Pp3c4_1560 transcript PAC:32919573protein_codingNA c.-2016_-2015insATNA NA NA NA 1310
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c4_1560 Pp3c4_1560 transcript PAC:32919574protein_codingNA c.-2016_-2015insATNA NA NA NA 1287
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1570 Pp3c4_1570 transcript PAC:32920627protein_codingNA c.*1193_*1194insATNA NA NA NA 1193
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1590 Pp3c4_1590 transcript PAC:32921809protein_codingNA c.*3296_*3297insATNA NA NA NA 2930
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1590 Pp3c4_1590 transcript PAC:32921814protein_codingNA c.*3296_*3297insATNA NA NA NA 2605
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1590 Pp3c4_1590 transcript PAC:32921815protein_codingNA c.*3296_*3297insATNA NA NA NA 2605
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1590 Pp3c4_1590 transcript PAC:32921816protein_codingNA c.*3296_*3297insATNA NA NA NA 2605
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1590 Pp3c4_1590 transcript PAC:32921817protein_codingNA c.*3296_*3297insATNA NA NA NA 2605
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1590 Pp3c4_1590 transcript PAC:32921818protein_codingNA c.*3296_*3297insATNA NA NA NA 2629
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1590 Pp3c4_1590 transcript PAC:32921810protein_codingNA c.*3296_*3297insATNA NA NA NA 2930
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1590 Pp3c4_1590 transcript PAC:32921811protein_codingNA c.*3296_*3297insATNA NA NA NA 2930
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1590 Pp3c4_1590 transcript PAC:32921812protein_codingNA c.*3296_*3297insATNA NA NA NA 2930
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1590 Pp3c4_1590 transcript PAC:32921813protein_codingNA c.*3296_*3297insATNA NA NA NA 2930
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c4_1590 Pp3c4_1590 transcript PAC:32921819protein_codingNA c.*3296_*3297insATNA NA NA NA 2930
Chr04 897810 A AAT Chr04_897810_A_AATA_AAT INDEL 130.37 2 1 0 0 1 0 0 1 0 0 0 0 0 6 26 9 17 9 9 13 26 13 9 9 5 6 7 6 0.077 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c4_1560-Pp3c4_1570Pp3c4_1560-Pp3c4_1570intergenic_regionPp3c4_1560-Pp3c4_1570NA NA n.897810_897811insATNA NA NA NA NA
Chr04 986574 A G Chr04_986574_A_GA_G SNP 15423.63 12 11 16 31 6 29 12 18 14 11 9 23 11 7 12 11 16 31 6 29 12 18 14 11 9 23 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_1662-Pp3c4_1690Pp3c4_1662-Pp3c4_1690intergenic_regionPp3c4_1662-Pp3c4_1690NA NA n.986574A>GNA NA NA NA NA
Chr04 986671 G T Chr04_986671_G_TG_T SNP 18427.63 18 16 19 32 17 32 13 29 20 20 17 21 15 7 18 16 19 32 17 32 13 29 20 20 17 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_1662-Pp3c4_1690Pp3c4_1662-Pp3c4_1690intergenic_regionPp3c4_1662-Pp3c4_1690NA NA n.986671G>TNA NA NA NA NA
Chr04 1137679 A AAT Chr04_1137679_A_AATA_AAT INDEL 297.37 0 10 0 0 0 0 0 0 0 0 0 0 0 0 22 10 15 22 18 29 30 23 13 15 9 8 5 8 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c4_1880-Pp3c4_1930Pp3c4_1880-Pp3c4_1930intergenic_regionPp3c4_1880-Pp3c4_1930NA NA n.1137679_1137680insATNA NA NA NA NA
Chr04 1189095 T TTA Chr04_1189095_T_TTAT_TTA INDEL 16630.59 31 8 12 25 20 25 28 21 19 37 12 16 14 11 31 8 13 25 20 25 28 21 19 37 12 16 14 12 1 1 0.923 1 1 1 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_2000-Pp3c4_2040Pp3c4_2000-Pp3c4_2040intergenic_regionPp3c4_2000-Pp3c4_2040NA NA n.1189095_1189096insTANA NA NA NA NA
Chr04 1213879 T TAAAAATTAAATAAAAAATTATGTACAAAChr04_1213879_T_TAAAAATTAAATAAAAAATTATGTACAAAT_TAAAAATTAAATAAAAAATTATGTACAAAINDEL 15460.59 24 11 8 21 13 21 22 9 16 13 8 17 15 7 24 11 8 21 13 21 22 9 16 13 8 17 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_2040 Pp3c4_2040 transcript PAC:32921789protein_codingNA c.-5575_-5574insAAAAATTAAATAAAAAATTATGTACAAANA NA NA NA 4484
Chr04 1213879 T TAAAAATTAAATAAAAAATTATGTACAAAChr04_1213879_T_TAAAAATTAAATAAAAAATTATGTACAAAT_TAAAAATTAAATAAAAAATTATGTACAAAINDEL 15460.59 24 11 8 21 13 21 22 9 16 13 8 17 15 7 24 11 8 21 13 21 22 9 16 13 8 17 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_2000-Pp3c4_2040Pp3c4_2000-Pp3c4_2040intergenic_regionPp3c4_2000-Pp3c4_2040NA NA n.1213879_1213880insAAAAATTAAATAAAAAATTATGTACAAANA NA NA NA NA
Chr04 1369713 C CTA Chr04_1369713_C_CTAC_CTA INDEL 4242.24 0 0 0 22 19 25 31 12 0 0 0 0 0 0 29 14 9 22 19 25 31 12 20 20 10 15 6 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c4_2280 Pp3c4_2280 transcript PAC:32922581protein_codingNA c.-3308_-3307insTANA NA NA NA 1515
Chr04 1369713 C CTA Chr04_1369713_C_CTAC_CTA INDEL 4242.24 0 0 0 22 19 25 31 12 0 0 0 0 0 0 29 14 9 22 19 25 31 12 20 20 10 15 6 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c4_2280 Pp3c4_2280 transcript PAC:32922582protein_codingNA c.-3308_-3307insTANA NA NA NA 1515
Chr04 1369713 C CTA Chr04_1369713_C_CTAC_CTA INDEL 4242.24 0 0 0 22 19 25 31 12 0 0 0 0 0 0 29 14 9 22 19 25 31 12 20 20 10 15 6 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c4_2280 Pp3c4_2280 transcript PAC:32922583protein_codingNA c.-3308_-3307insTANA NA NA NA 1889
Chr04 1369713 C CTA Chr04_1369713_C_CTAC_CTA INDEL 4242.24 0 0 0 22 19 25 31 12 0 0 0 0 0 0 29 14 9 22 19 25 31 12 20 20 10 15 6 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c4_2270 Pp3c4_2270 transcript PAC:32921416protein_codingNA c.*4711_*4712insTANA NA NA NA 3424
Chr04 1369713 C CTA Chr04_1369713_C_CTAC_CTA INDEL 4242.24 0 0 0 22 19 25 31 12 0 0 0 0 0 0 29 14 9 22 19 25 31 12 20 20 10 15 6 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c4_2270 Pp3c4_2270 transcript PAC:32921420protein_codingNA c.*4711_*4712insTANA NA NA NA 4397
Chr04 1369713 C CTA Chr04_1369713_C_CTAC_CTA INDEL 4242.24 0 0 0 22 19 25 31 12 0 0 0 0 0 0 29 14 9 22 19 25 31 12 20 20 10 15 6 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c4_2270 Pp3c4_2270 transcript PAC:32921417protein_codingNA c.*4711_*4712insTANA NA NA NA 3441
Chr04 1369713 C CTA Chr04_1369713_C_CTAC_CTA INDEL 4242.24 0 0 0 22 19 25 31 12 0 0 0 0 0 0 29 14 9 22 19 25 31 12 20 20 10 15 6 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c4_2270 Pp3c4_2270 transcript PAC:32921419protein_codingNA c.*4711_*4712insTANA NA NA NA 3441
Chr04 1369713 C CTA Chr04_1369713_C_CTAC_CTA INDEL 4242.24 0 0 0 22 19 25 31 12 0 0 0 0 0 0 29 14 9 22 19 25 31 12 20 20 10 15 6 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c4_2270 Pp3c4_2270 transcript PAC:32921418protein_codingNA c.*4711_*4712insTANA NA NA NA 3435
Chr04 1369713 C CTA Chr04_1369713_C_CTAC_CTA INDEL 4242.24 0 0 0 22 19 25 31 12 0 0 0 0 0 0 29 14 9 22 19 25 31 12 20 20 10 15 6 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c4_2270-Pp3c4_2280Pp3c4_2270-Pp3c4_2280intergenic_regionPp3c4_2270-Pp3c4_2280NA NA n.1369713_1369714insTANA NA NA NA NA
Chr04 1498977 T A Chr04_1498977_T_AT_A SNP 15016.63 16 14 16 16 16 21 21 18 24 16 13 20 4 9 16 14 16 16 16 21 21 18 24 16 13 20 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_2410 Pp3c4_2410 transcript PAC:32921506protein_coding 05-nov c.474+47T>ANA NA NA NA NA
Chr04 1498977 T A Chr04_1498977_T_AT_A SNP 15016.63 16 14 16 16 16 21 21 18 24 16 13 20 4 9 16 14 16 16 16 21 21 18 24 16 13 20 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_2410 Pp3c4_2410 transcript PAC:32921507protein_coding 05-nov c.474+47T>ANA NA NA NA NA
Chr04 1498977 T A Chr04_1498977_T_AT_A SNP 15016.63 16 14 16 16 16 21 21 18 24 16 13 20 4 9 16 14 16 16 16 21 21 18 24 16 13 20 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_2410 Pp3c4_2410 transcript PAC:32921508protein_coding 05-oct c.474+47T>ANA NA NA NA NA
Chr04 1498981 T C Chr04_1498981_T_CT_C SNP 15417.63 16 14 16 16 16 23 22 18 22 16 13 19 6 10 16 14 16 16 16 23 22 18 22 16 13 19 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_2410 Pp3c4_2410 transcript PAC:32921506protein_coding 05-nov c.474+51T>C NA NA NA NA NA
Chr04 1498981 T C Chr04_1498981_T_CT_C SNP 15417.63 16 14 16 16 16 23 22 18 22 16 13 19 6 10 16 14 16 16 16 23 22 18 22 16 13 19 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_2410 Pp3c4_2410 transcript PAC:32921507protein_coding 05-nov c.474+51T>C NA NA NA NA NA
Chr04 1498981 T C Chr04_1498981_T_CT_C SNP 15417.63 16 14 16 16 16 23 22 18 22 16 13 19 6 10 16 14 16 16 16 23 22 18 22 16 13 19 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_2410 Pp3c4_2410 transcript PAC:32921508protein_coding 05-oct c.474+51T>C NA NA NA NA NA
Chr04 1498982 T C Chr04_1498982_T_CT_C SNP 15303.63 16 14 16 16 14 23 21 18 22 15 13 19 6 10 16 14 16 16 14 23 21 18 22 15 13 19 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_2410 Pp3c4_2410 transcript PAC:32921506protein_coding 05-nov c.474+52T>C NA NA NA NA NA
Chr04 1498982 T C Chr04_1498982_T_CT_C SNP 15303.63 16 14 16 16 14 23 21 18 22 15 13 19 6 10 16 14 16 16 14 23 21 18 22 15 13 19 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_2410 Pp3c4_2410 transcript PAC:32921507protein_coding 05-nov c.474+52T>C NA NA NA NA NA
Chr04 1498982 T C Chr04_1498982_T_CT_C SNP 15303.63 16 14 16 16 14 23 21 18 22 15 13 19 6 10 16 14 16 16 14 23 21 18 22 15 13 19 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_2410 Pp3c4_2410 transcript PAC:32921508protein_coding 05-oct c.474+52T>C NA NA NA NA NA
Chr04 1617120 G A Chr04_1617120_G_AG_A SNP 18516.63 28 11 13 16 17 31 37 29 21 18 17 20 16 12 28 11 13 16 17 31 37 29 21 18 17 20 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_2550-Pp3c4_2590Pp3c4_2550-Pp3c4_2590intergenic_regionPp3c4_2550-Pp3c4_2590NA NA n.1617120G>ANA NA NA NA NA
Chr04 1617181 G T Chr04_1617181_G_TG_T SNP 21469.63 25 11 13 20 22 35 28 23 25 22 15 21 14 21 25 11 13 20 22 35 28 23 25 22 15 21 14 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_2550-Pp3c4_2590Pp3c4_2550-Pp3c4_2590intergenic_regionPp3c4_2550-Pp3c4_2590NA NA n.1617181G>TNA NA NA NA NA
Chr04 1617191 G T Chr04_1617191_G_TG_T SNP 21359.63 26 13 11 19 21 32 27 22 24 20 14 22 15 22 26 13 11 19 21 32 27 22 24 20 14 22 15 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_2550-Pp3c4_2590Pp3c4_2550-Pp3c4_2590intergenic_regionPp3c4_2550-Pp3c4_2590NA NA n.1617191G>TNA NA NA NA NA
Chr04 1657554 T TA Chr04_1657554_T_TAT_TA INDEL 7513.59 15 15 8 17 14 9 15 16 10 10 9 7 9 9 15 15 8 17 14 9 15 17 10 10 11 7 10 9 1 1 1 1 1 1 1 0.941 1 1 0.818 1 0.9 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_2630-Pp3c4_2640Pp3c4_2630-Pp3c4_2640intergenic_regionPp3c4_2630-Pp3c4_2640NA NA n.1657554_1657555insANA NA NA NA NA
Chr04 1672902 A AAT Chr04_1672902_A_AATA_AAT INDEL 3788.24 13 11 4 0 0 2 0 0 9 12 8 5 5 7 13 11 5 13 8 17 21 14 9 13 8 5 5 7 1 1 0.8 0 0 0.118 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c4_2640 Pp3c4_2640 transcript PAC:32921663protein_codingNA c.-881_-880insATNA NA NA NA 880
Chr04 1672902 A AAT Chr04_1672902_A_AATA_AAT INDEL 3788.24 13 11 4 0 0 2 0 0 9 12 8 5 5 7 13 11 5 13 8 17 21 14 9 13 8 5 5 7 1 1 0.8 0 0 0.118 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c4_2640 Pp3c4_2640 transcript PAC:32921664protein_codingNA c.-881_-880insATNA NA NA NA 712
Chr04 1672902 A AAT Chr04_1672902_A_AATA_AAT INDEL 3788.24 13 11 4 0 0 2 0 0 9 12 8 5 5 7 13 11 5 13 8 17 21 14 9 13 8 5 5 7 1 1 0.8 0 0 0.118 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c4_2660 Pp3c4_2660 transcript PAC:32922292protein_codingNA c.*3843_*3844insATNA NA NA NA 3375
Chr04 1672902 A AAT Chr04_1672902_A_AATA_AAT INDEL 3788.24 13 11 4 0 0 2 0 0 9 12 8 5 5 7 13 11 5 13 8 17 21 14 9 13 8 5 5 7 1 1 0.8 0 0 0.118 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c4_2660 Pp3c4_2660 transcript PAC:32922293protein_codingNA c.*3843_*3844insATNA NA NA NA 3390
Chr04 1672902 A AAT Chr04_1672902_A_AATA_AAT INDEL 3788.24 13 11 4 0 0 2 0 0 9 12 8 5 5 7 13 11 5 13 8 17 21 14 9 13 8 5 5 7 1 1 0.8 0 0 0.118 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c4_2630-Pp3c4_2640Pp3c4_2630-Pp3c4_2640intergenic_regionPp3c4_2630-Pp3c4_2640NA NA n.1672902_1672903insATNA NA NA NA NA
Chr04 1827233 C CTATA Chr04_1827233_C_CTATAC_CTATA INDEL 2199.93 4 0 0 1 0 0 1 0 10 13 6 5 7 8 28 11 9 13 17 27 26 18 10 13 6 5 7 8 0.143 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c4_2880 Pp3c4_2880 transcript PAC:32919771protein_codingNA c.*2582_*2583insTATANA NA NA NA 1731
Chr04 1827233 C CTATA Chr04_1827233_C_CTATAC_CTATA INDEL 2199.93 4 0 0 1 0 0 1 0 10 13 6 5 7 8 28 11 9 13 17 27 26 18 10 13 6 5 7 8 0.143 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c4_2880 Pp3c4_2880 transcript PAC:32919772protein_codingNA c.*2582_*2583insTATANA NA NA NA 1997
Chr04 1827233 C CTATA Chr04_1827233_C_CTATAC_CTATA INDEL 2199.93 4 0 0 1 0 0 1 0 10 13 6 5 7 8 28 11 9 13 17 27 26 18 10 13 6 5 7 8 0.143 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c4_2860-Pp3c4_2880Pp3c4_2860-Pp3c4_2880intergenic_regionPp3c4_2860-Pp3c4_2880NA NA n.1827233_1827234insTATANA NA NA NA NA
Chr04 1847749 CA C Chr04_1847749_CA_CCA_C INDEL 14652.59 32 10 13 25 17 21 35 25 13 23 11 20 11 17 32 10 13 25 17 21 35 25 13 23 11 20 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_2880-Pp3c4_2950Pp3c4_2880-Pp3c4_2950intergenic_regionPp3c4_2880-Pp3c4_2950NA NA n.1847750delANA NA NA NA NA
Chr04 1931174 G A Chr04_1931174_G_AG_A SNP 7404.63 23 4 7 11 9 13 12 7 7 13 4 11 5 7 23 4 8 11 9 13 12 7 7 13 4 11 5 7 1 1 0.875 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_2990-Pp3c4_3050Pp3c4_2990-Pp3c4_3050intergenic_regionPp3c4_2990-Pp3c4_3050NA NA n.1931174G>ANA NA NA NA NA
Chr04 2154629 G T Chr04_2154629_G_TG_T SNP 18396.63 39 11 10 15 16 30 41 26 26 20 16 15 17 10 39 11 10 15 16 30 41 26 26 20 16 15 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_3300-Pp3c4_3410Pp3c4_3300-Pp3c4_3410intergenic_regionPp3c4_3300-Pp3c4_3410NA NA n.2154629G>TNA NA NA NA NA
Chr04 2154689 C T Chr04_2154689_C_TC_T SNP 19968.63 38 13 11 23 23 28 44 23 29 14 21 19 15 13 38 13 11 23 23 28 44 23 29 14 21 19 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_3300-Pp3c4_3410Pp3c4_3300-Pp3c4_3410intergenic_regionPp3c4_3300-Pp3c4_3410NA NA n.2154689C>TNA NA NA NA NA
Chr04 2154722 C CA Chr04_2154722_C_CAC_CA INDEL 16431.59 36 11 12 21 21 22 39 20 25 16 16 14 13 11 36 11 12 21 21 22 39 20 25 16 16 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_3300-Pp3c4_3410Pp3c4_3300-Pp3c4_3410intergenic_regionPp3c4_3300-Pp3c4_3410NA NA n.2154722_2154723insANA NA NA NA NA
Chr04 2154752 G GA Chr04_2154752_G_GAG_GA INDEL 15328.59 31 13 12 25 25 26 33 23 27 20 13 16 9 10 31 13 12 25 25 26 33 23 27 20 13 16 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_3300-Pp3c4_3410Pp3c4_3300-Pp3c4_3410intergenic_regionPp3c4_3300-Pp3c4_3410NA NA n.2154752_2154753insANA NA NA NA NA
Chr04 2333825 C T Chr04_2333825_C_TC_T SNP 18736.63 34 12 10 25 24 28 29 20 31 28 9 12 14 12 34 12 10 25 24 28 29 20 31 28 9 12 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_3450-Pp3c4_3490Pp3c4_3450-Pp3c4_3490intergenic_regionPp3c4_3450-Pp3c4_3490NA NA n.2333825C>TNA NA NA NA NA
Chr04 2333854 C CA Chr04_2333854_C_CAC_CA INDEL 17471.59 31 13 14 27 23 23 33 29 29 25 10 16 10 12 31 13 14 27 23 23 33 29 29 25 10 16 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_3450-Pp3c4_3490Pp3c4_3450-Pp3c4_3490intergenic_regionPp3c4_3450-Pp3c4_3490NA NA n.2333854_2333855insANA NA NA NA NA
Chr04 2519197 ACTT A Chr04_2519197_ACTT_AACTT_A INDEL 19226.59 29 13 11 26 14 16 27 21 24 24 21 14 6 6 29 13 11 26 14 16 27 21 24 24 21 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_3730-Pp3c4_3770Pp3c4_3730-Pp3c4_3770intergenic_regionPp3c4_3730-Pp3c4_3770NA NA n.2519198_2519200delCTTNA NA NA NA NA
Chr04 2519200 T TGAAG Chr04_2519200_T_TGAAGT_TGAAG INDEL 19226.59 29 13 11 26 14 16 27 21 24 24 21 14 6 6 29 13 11 26 14 16 27 21 24 24 21 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_3730-Pp3c4_3770Pp3c4_3730-Pp3c4_3770intergenic_regionPp3c4_3730-Pp3c4_3770NA NA n.2519200_2519201insGAAGNA NA NA NA NA
Chr04 2716003 C CT Chr04_2716003_C_CTC_CT INDEL 13890.59 17 15 15 11 22 22 23 18 24 14 12 10 8 6 17 15 15 11 22 22 23 18 24 14 12 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_3820-Pp3c4_3870Pp3c4_3820-Pp3c4_3870intergenic_regionPp3c4_3820-Pp3c4_3870NA NA n.2716003_2716004insTNA NA NA NA NA
Chr04 2958194 G A Chr04_2958194_G_AG_A SNP 10255.63 22 8 22 11 8 10 21 17 11 12 14 13 5 9 22 8 22 11 8 10 21 17 11 12 14 13 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_4070-Pp3c4_4120Pp3c4_4070-Pp3c4_4120intergenic_regionPp3c4_4070-Pp3c4_4120NA NA n.2958194G>ANA NA NA NA NA
Chr04 2958209 G A Chr04_2958209_G_AG_A SNP 13998.63 25 8 22 14 8 11 26 17 14 15 17 16 6 12 25 8 22 14 8 11 26 17 14 15 17 16 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_4070-Pp3c4_4120Pp3c4_4070-Pp3c4_4120intergenic_regionPp3c4_4070-Pp3c4_4120NA NA n.2958209G>ANA NA NA NA NA
Chr04 2958218 A G Chr04_2958218_A_GA_G SNP 14497.63 28 10 22 14 8 10 26 16 14 17 19 17 6 12 28 10 22 14 8 10 26 16 14 17 19 17 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_4070-Pp3c4_4120Pp3c4_4070-Pp3c4_4120intergenic_regionPp3c4_4070-Pp3c4_4120NA NA n.2958218A>GNA NA NA NA NA
Chr04 3021562 GTA G Chr04_3021562_GTA_GGTA_G INDEL 8546.24 31 20 26 1 0 1 0 0 23 17 5 7 7 4 31 21 27 22 23 18 29 20 23 17 5 7 7 4 1 0.952 0.963 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_4180 Pp3c4_4180 transcript PAC:32920603protein_codingNA c.-1512_-1511delTANA NA NA NA 1511
Chr04 3021562 GTA G Chr04_3021562_GTA_GGTA_G INDEL 8546.24 31 20 26 1 0 1 0 0 23 17 5 7 7 4 31 21 27 22 23 18 29 20 23 17 5 7 7 4 1 0.952 0.963 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c4_4180-Pp3c4_4220Pp3c4_4180-Pp3c4_4220intergenic_regionPp3c4_4180-Pp3c4_4220NA NA n.3021563_3021564delTANA NA NA NA NA
Chr04 3037685 GT G Chr04_3037685_GT_GGT_G INDEL 11535.59 24 15 15 20 14 37 22 24 23 20 18 10 11 7 24 15 15 20 14 37 22 24 23 21 18 10 11 7 1 1 1 1 1 1 1 1 1 0.952 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_4180-Pp3c4_4220Pp3c4_4180-Pp3c4_4220intergenic_regionPp3c4_4180-Pp3c4_4220NA NA n.3037686delTNA NA NA NA NA
Chr04 3296017 G A Chr04_3296017_G_AG_A SNP 2573.39 28 16 19 0 0 0 0 0 0 0 0 0 0 0 28 16 19 23 20 30 40 17 18 30 28 15 12 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c4_4470-Pp3c4_4580Pp3c4_4470-Pp3c4_4580intergenic_regionPp3c4_4470-Pp3c4_4580NA NA n.3296017G>ANA NA NA NA NA
Chr04 3337238 G A Chr04_3337238_G_AG_A SNP 2884.98 0 0 0 0 1 0 0 0 15 13 6 9 5 8 24 17 9 21 18 15 20 21 15 13 6 9 5 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_4470-Pp3c4_4580Pp3c4_4470-Pp3c4_4580intergenic_regionPp3c4_4470-Pp3c4_4580NA NA n.3337238G>ANA NA NA NA NA
Chr04 3347037 G T Chr04_3347037_G_TG_T SNP 19687.63 28 12 17 24 23 27 32 25 25 14 13 17 15 9 28 12 17 24 23 27 32 25 25 14 13 17 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4580 Pp3c4_4580 transcript PAC:32920333protein_codingNA c.*107C>A NA NA NA NA 107
Chr04 3347037 G T Chr04_3347037_G_TG_T SNP 19687.63 28 12 17 24 23 27 32 25 25 14 13 17 15 9 28 12 17 24 23 27 32 25 25 14 13 17 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4600 Pp3c4_4600 transcript PAC:32919405protein_codingNA c.*2787C>A NA NA NA NA 2787
Chr04 3347037 G T Chr04_3347037_G_TG_T SNP 19687.63 28 12 17 24 23 27 32 25 25 14 13 17 15 9 28 12 17 24 23 27 32 25 25 14 13 17 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4600 Pp3c4_4600 transcript PAC:32919406protein_codingNA c.*2787C>A NA NA NA NA 2579
Chr04 3347037 G T Chr04_3347037_G_TG_T SNP 19687.63 28 12 17 24 23 27 32 25 25 14 13 17 15 9 28 12 17 24 23 27 32 25 25 14 13 17 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_4470-Pp3c4_4580Pp3c4_4470-Pp3c4_4580intergenic_regionPp3c4_4470-Pp3c4_4580NA NA n.3347037G>TNA NA NA NA NA
Chr04 3450824 CTA C Chr04_3450824_CTA_CCTA_C INDEL 8684.59 26 13 8 19 12 12 21 15 13 13 8 14 9 4 29 13 8 19 12 13 21 15 13 15 8 14 9 4 0.897 1 1 1 1 0.923 1 1 1 0.867 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_4730 Pp3c4_4730 transcript PAC:32921878protein_codingNA c.-4412_-4411delTANA NA NA NA 4278
Chr04 3450824 CTA C Chr04_3450824_CTA_CCTA_C INDEL 8684.59 26 13 8 19 12 12 21 15 13 13 8 14 9 4 29 13 8 19 12 13 21 15 13 15 8 14 9 4 0.897 1 1 1 1 0.923 1 1 1 0.867 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_4750 Pp3c4_4750 transcript PAC:32919080protein_codingNA c.-1171_-1170delTANA NA NA NA 1170
Chr04 3450824 CTA C Chr04_3450824_CTA_CCTA_C INDEL 8684.59 26 13 8 19 12 12 21 15 13 13 8 14 9 4 29 13 8 19 12 13 21 15 13 15 8 14 9 4 0.897 1 1 1 1 0.923 1 1 1 0.867 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_4730 Pp3c4_4730 transcript PAC:32921879protein_codingNA c.-4412_-4411delTANA NA NA NA 1175
Chr04 3450824 CTA C Chr04_3450824_CTA_CCTA_C INDEL 8684.59 26 13 8 19 12 12 21 15 13 13 8 14 9 4 29 13 8 19 12 13 21 15 13 15 8 14 9 4 0.897 1 1 1 1 0.923 1 1 1 0.867 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_4750-Pp3c4_4760Pp3c4_4750-Pp3c4_4760intergenic_regionPp3c4_4750-Pp3c4_4760NA NA n.3450825_3450826delTANA NA NA NA NA
Chr04 3510034 G T Chr04_3510034_G_TG_T SNP 15034.63 13 12 7 24 11 18 20 23 19 25 18 13 12 6 13 12 7 24 11 18 20 23 19 25 18 13 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921931protein_codingNA c.*3558G>T NA NA NA NA 2648
Chr04 3510034 G T Chr04_3510034_G_TG_T SNP 15034.63 13 12 7 24 11 18 20 23 19 25 18 13 12 6 13 12 7 24 11 18 20 23 19 25 18 13 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921934protein_codingNA c.*4610G>T NA NA NA NA 4471
Chr04 3510034 G T Chr04_3510034_G_TG_T SNP 15034.63 13 12 7 24 11 18 20 23 19 25 18 13 12 6 13 12 7 24 11 18 20 23 19 25 18 13 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921932protein_codingNA c.*3558G>T NA NA NA NA 2610
Chr04 3510034 G T Chr04_3510034_G_TG_T SNP 15034.63 13 12 7 24 11 18 20 23 19 25 18 13 12 6 13 12 7 24 11 18 20 23 19 25 18 13 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921933protein_codingNA c.*3558G>T NA NA NA NA 2610
Chr04 3510034 G T Chr04_3510034_G_TG_T SNP 15034.63 13 12 7 24 11 18 20 23 19 25 18 13 12 6 13 12 7 24 11 18 20 23 19 25 18 13 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_4900-Pp3c4_4910Pp3c4_4900-Pp3c4_4910intergenic_regionPp3c4_4900-Pp3c4_4910NA NA n.3510034G>TNA NA NA NA NA
Chr04 3510126 G T Chr04_3510126_G_TG_T SNP 16045.63 15 16 10 24 14 14 20 29 25 24 9 14 15 8 15 16 10 24 14 14 20 29 25 24 9 14 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921931protein_codingNA c.*3650G>T NA NA NA NA 2740
Chr04 3510126 G T Chr04_3510126_G_TG_T SNP 16045.63 15 16 10 24 14 14 20 29 25 24 9 14 15 8 15 16 10 24 14 14 20 29 25 24 9 14 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921934protein_codingNA c.*4702G>T NA NA NA NA 4563
Chr04 3510126 G T Chr04_3510126_G_TG_T SNP 16045.63 15 16 10 24 14 14 20 29 25 24 9 14 15 8 15 16 10 24 14 14 20 29 25 24 9 14 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921932protein_codingNA c.*3650G>T NA NA NA NA 2702
Chr04 3510126 G T Chr04_3510126_G_TG_T SNP 16045.63 15 16 10 24 14 14 20 29 25 24 9 14 15 8 15 16 10 24 14 14 20 29 25 24 9 14 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921933protein_codingNA c.*3650G>T NA NA NA NA 2702
Chr04 3510126 G T Chr04_3510126_G_TG_T SNP 16045.63 15 16 10 24 14 14 20 29 25 24 9 14 15 8 15 16 10 24 14 14 20 29 25 24 9 14 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_4900-Pp3c4_4910Pp3c4_4900-Pp3c4_4910intergenic_regionPp3c4_4900-Pp3c4_4910NA NA n.3510126G>TNA NA NA NA NA
Chr04 3510530 AAT A Chr04_3510530_AAT_AAAT_A INDEL 7884.59 22 7 12 22 20 17 13 15 8 11 6 6 9 6 23 7 12 22 20 17 13 15 9 11 7 6 9 6 0.957 1 1 1 1 1 1 1 0.889 1 0.857 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921931protein_codingNA c.*4055_*4056delATNA NA NA NA 3145
Chr04 3510530 AAT A Chr04_3510530_AAT_AAAT_A INDEL 7884.59 22 7 12 22 20 17 13 15 8 11 6 6 9 6 23 7 12 22 20 17 13 15 9 11 7 6 9 6 0.957 1 1 1 1 1 1 1 0.889 1 0.857 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921934protein_codingNA c.*5107_*5108delATNA NA NA NA 4968
Chr04 3510530 AAT A Chr04_3510530_AAT_AAAT_A INDEL 7884.59 22 7 12 22 20 17 13 15 8 11 6 6 9 6 23 7 12 22 20 17 13 15 9 11 7 6 9 6 0.957 1 1 1 1 1 1 1 0.889 1 0.857 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921932protein_codingNA c.*4055_*4056delATNA NA NA NA 3107
Chr04 3510530 AAT A Chr04_3510530_AAT_AAAT_A INDEL 7884.59 22 7 12 22 20 17 13 15 8 11 6 6 9 6 23 7 12 22 20 17 13 15 9 11 7 6 9 6 0.957 1 1 1 1 1 1 1 0.889 1 0.857 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_4900 Pp3c4_4900 transcript PAC:32921933protein_codingNA c.*4055_*4056delATNA NA NA NA 3107
Chr04 3510530 AAT A Chr04_3510530_AAT_AAAT_A INDEL 7884.59 22 7 12 22 20 17 13 15 8 11 6 6 9 6 23 7 12 22 20 17 13 15 9 11 7 6 9 6 0.957 1 1 1 1 1 1 1 0.889 1 0.857 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_4900-Pp3c4_4910Pp3c4_4900-Pp3c4_4910intergenic_regionPp3c4_4900-Pp3c4_4910NA NA n.3510531_3510532delATNA NA NA NA NA
Chr04 3957094 CTATATA C Chr04_3957094_CTATATA_CCTATATA_C INDEL 21818.59 37 13 15 26 24 23 30 16 37 31 18 17 7 15 37 13 15 26 24 23 30 16 37 31 18 17 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_5680 Pp3c4_5680 transcript PAC:32922019protein_codingNA c.*755_*760delTATATANA NA NA NA 367
Chr04 3957094 CTATATA C Chr04_3957094_CTATATA_CCTATATA_C INDEL 21818.59 37 13 15 26 24 23 30 16 37 31 18 17 7 15 37 13 15 26 24 23 30 16 37 31 18 17 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_5690 Pp3c4_5690 transcript PAC:32919589protein_codingNA c.*451_*456delTATATANA NA NA NA 47
Chr04 3957094 CTATATA C Chr04_3957094_CTATATA_CCTATATA_C INDEL 21818.59 37 13 15 26 24 23 30 16 37 31 18 17 7 15 37 13 15 26 24 23 30 16 37 31 18 17 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_5680 Pp3c4_5680 transcript PAC:32922020protein_codingNA c.*755_*760delTATATANA NA NA NA 480
Chr04 3957094 CTATATA C Chr04_3957094_CTATATA_CCTATATA_C INDEL 21818.59 37 13 15 26 24 23 30 16 37 31 18 17 7 15 37 13 15 26 24 23 30 16 37 31 18 17 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_5690 Pp3c4_5690 transcript PAC:32919590protein_codingNA c.*451_*456delTATATANA NA NA NA 179
Chr04 3957094 CTATATA C Chr04_3957094_CTATATA_CCTATATA_C INDEL 21818.59 37 13 15 26 24 23 30 16 37 31 18 17 7 15 37 13 15 26 24 23 30 16 37 31 18 17 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_5680-Pp3c4_5690Pp3c4_5680-Pp3c4_5690intergenic_regionPp3c4_5680-Pp3c4_5690NA NA n.3957095_3957100delTATATANA NA NA NA NA
Chr04 4100184 G GT Chr04_4100184_G_GTG_GT INDEL 14990.59 24 20 13 20 16 28 21 27 24 35 11 21 8 12 24 20 13 20 16 28 21 27 24 35 11 21 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_5790-Pp3c4_5880Pp3c4_5790-Pp3c4_5880intergenic_regionPp3c4_5790-Pp3c4_5880NA NA n.4100184_4100185insTNA NA NA NA NA
Chr04 4227121 G A Chr04_4227121_G_AG_A SNP 17533.63 21 13 9 40 17 22 35 15 28 12 12 27 13 8 21 13 9 40 17 22 35 15 28 12 12 27 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_6000 Pp3c4_6000 transcript PAC:32919817protein_coding 07-déc c.281-61C>T NA NA NA NA NA
Chr04 4227121 G A Chr04_4227121_G_AG_A SNP 17533.63 21 13 9 40 17 22 35 15 28 12 12 27 13 8 21 13 9 40 17 22 35 15 28 12 12 27 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_6000 Pp3c4_6000 transcript PAC:32919818protein_coding 01-juin c.227-61C>T NA NA NA NA NA
Chr04 4327218 G A Chr04_4327218_G_AG_A SNP 11922.63 17 8 12 8 12 12 17 9 19 16 8 13 9 12 17 8 12 8 12 12 17 9 19 16 8 13 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_6040-Pp3c4_6120Pp3c4_6040-Pp3c4_6120intergenic_regionPp3c4_6040-Pp3c4_6120NA NA n.4327218G>ANA NA NA NA NA
Chr04 4542954 G A Chr04_4542954_G_AG_A SNP 17781.63 27 13 17 26 14 36 42 22 13 24 10 25 7 7 27 13 17 26 14 36 42 22 13 24 10 25 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_6500-Pp3c4_6530Pp3c4_6500-Pp3c4_6530intergenic_regionPp3c4_6500-Pp3c4_6530NA NA n.4542954G>ANA NA NA NA NA
Chr04 4542990 G A Chr04_4542990_G_AG_A SNP 17171.63 24 13 15 23 14 29 45 21 22 31 13 17 7 7 24 13 15 23 14 29 45 21 22 31 13 17 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_6500-Pp3c4_6530Pp3c4_6500-Pp3c4_6530intergenic_regionPp3c4_6500-Pp3c4_6530NA NA n.4542990G>ANA NA NA NA NA
Chr04 4543005 A G Chr04_4543005_A_GA_G SNP 17600.63 22 13 14 22 16 27 41 23 21 29 16 14 7 9 22 13 14 22 16 27 41 23 21 29 16 14 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_6500-Pp3c4_6530Pp3c4_6500-Pp3c4_6530intergenic_regionPp3c4_6500-Pp3c4_6530NA NA n.4543005A>GNA NA NA NA NA
Chr04 4560635 A G Chr04_4560635_A_GA_G SNP 10319.63 6 7 9 8 10 20 16 8 9 16 4 10 12 6 6 7 9 8 10 20 16 8 9 16 4 10 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_6500-Pp3c4_6530Pp3c4_6500-Pp3c4_6530intergenic_regionPp3c4_6500-Pp3c4_6530NA NA n.4560635A>GNA NA NA NA NA
Chr04 4678420 G A Chr04_4678420_G_AG_A SNP 18448.63 24 12 10 27 23 28 26 22 36 21 17 21 13 8 24 12 10 27 23 28 26 22 36 21 17 21 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_6690-Pp3c4_6720Pp3c4_6690-Pp3c4_6720intergenic_regionPp3c4_6690-Pp3c4_6720NA NA n.4678420G>ANA NA NA NA NA
Chr04 4700301 C CAT Chr04_4700301_C_CATC_CAT INDEL 3008.24 0 1 0 13 10 21 20 15 2 1 0 0 0 0 20 13 10 13 10 21 20 15 19 13 5 6 12 9 0 0 0 1 1 1 1 1 0.105 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c4_6720 Pp3c4_6720 transcript PAC:32920604protein_codingNA c.-1098_-1097insATNA NA NA NA 721
Chr04 4700301 C CAT Chr04_4700301_C_CATC_CAT INDEL 3008.24 0 1 0 13 10 21 20 15 2 1 0 0 0 0 20 13 10 13 10 21 20 15 19 13 5 6 12 9 0 0 0 1 1 1 1 1 0.105 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c4_6722 Pp3c4_6722 transcript PAC:32919040protein_codingNA c.-1098_-1097insATNA NA NA NA 776
Chr04 4700301 C CAT Chr04_4700301_C_CATC_CAT INDEL 3008.24 0 1 0 13 10 21 20 15 2 1 0 0 0 0 20 13 10 13 10 21 20 15 19 13 5 6 12 9 0 0 0 1 1 1 1 1 0.105 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c4_6720-Pp3c4_6740Pp3c4_6720-Pp3c4_6740intergenic_regionPp3c4_6720-Pp3c4_6740NA NA n.4700301_4700302insATNA NA NA NA NA
Chr04 4864726 C G Chr04_4864726_C_GC_G SNP 14206.63 20 12 12 22 10 18 25 16 13 18 13 16 5 5 20 12 12 22 10 18 25 16 13 18 13 16 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_6940-Pp3c4_6980Pp3c4_6940-Pp3c4_6980intergenic_regionPp3c4_6940-Pp3c4_6980NA NA n.4864726C>GNA NA NA NA NA
Chr04 4865570 A T Chr04_4865570_A_TA_T SNP 18956.63 25 13 11 29 14 41 30 25 22 18 15 14 9 12 25 13 11 29 14 41 30 25 22 18 15 14 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_6940-Pp3c4_6980Pp3c4_6940-Pp3c4_6980intergenic_regionPp3c4_6940-Pp3c4_6980NA NA n.4865570A>TNA NA NA NA NA
Chr04 4865571 T A Chr04_4865571_T_AT_A SNP 18956.63 25 13 11 29 13 41 30 25 23 19 15 14 9 11 25 13 11 29 13 41 30 25 23 19 15 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_6940-Pp3c4_6980Pp3c4_6940-Pp3c4_6980intergenic_regionPp3c4_6940-Pp3c4_6980NA NA n.4865571T>ANA NA NA NA NA
Chr04 4865647 A T Chr04_4865647_A_TA_T SNP 17441.63 29 8 14 28 18 38 30 19 17 17 15 8 5 7 29 8 14 28 18 38 30 19 17 17 15 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_6940-Pp3c4_6980Pp3c4_6940-Pp3c4_6980intergenic_regionPp3c4_6940-Pp3c4_6980NA NA n.4865647A>TNA NA NA NA NA
Chr04 4865710 A AT Chr04_4865710_A_ATA_AT INDEL 11652.59 31 10 6 22 16 33 29 10 20 14 10 6 5 8 31 10 6 22 16 33 29 10 20 14 10 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_6940-Pp3c4_6980Pp3c4_6940-Pp3c4_6980intergenic_regionPp3c4_6940-Pp3c4_6980NA NA n.4865710_4865711insTNA NA NA NA NA
Chr04 5143795 G T Chr04_5143795_G_TG_T SNP 7456.29 0 0 0 29 29 36 23 23 0 0 0 0 0 0 34 8 18 29 29 36 23 23 29 19 16 19 13 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_7260-Pp3c4_7300Pp3c4_7260-Pp3c4_7300intergenic_regionPp3c4_7260-Pp3c4_7300NA NA n.5143795G>TNA NA NA NA NA
Chr04 5166702 A AT Chr04_5166702_A_ATA_AT INDEL 12706.59 25 13 6 18 13 33 29 20 20 25 8 17 6 7 25 13 6 18 14 33 29 20 20 25 8 17 6 7 1 1 1 1 0.929 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_7260-Pp3c4_7300Pp3c4_7260-Pp3c4_7300intergenic_regionPp3c4_7260-Pp3c4_7300NA NA n.5166702_5166703insTNA NA NA NA NA
Chr04 5166945 A T Chr04_5166945_A_TA_T SNP 14939.63 33 8 9 20 20 24 23 17 17 10 12 10 6 11 33 8 9 21 20 24 23 17 17 10 12 10 6 11 1 1 1 0.952 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_7260-Pp3c4_7300Pp3c4_7260-Pp3c4_7300intergenic_regionPp3c4_7260-Pp3c4_7300NA NA n.5166945A>TNA NA NA NA NA
Chr04 5285040 G GT Chr04_5285040_G_GTG_GT INDEL 19599.59 37 21 20 32 24 41 36 23 25 18 18 14 9 21 37 21 20 32 24 41 36 23 25 18 18 14 9 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7480 Pp3c4_7480 transcript PAC:32921510protein_codingNA c.-2819_-2818insANA NA NA NA 1978
Chr04 5285040 G GT Chr04_5285040_G_GTG_GT INDEL 19599.59 37 21 20 32 24 41 36 23 25 18 18 14 9 21 37 21 20 32 24 41 36 23 25 18 18 14 9 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7480 Pp3c4_7480 transcript PAC:32921511protein_codingNA c.-2819_-2818insANA NA NA NA 1392
Chr04 5285040 G GT Chr04_5285040_G_GTG_GT INDEL 19599.59 37 21 20 32 24 41 36 23 25 18 18 14 9 21 37 21 20 32 24 41 36 23 25 18 18 14 9 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_7480-Pp3c4_7510Pp3c4_7480-Pp3c4_7510intergenic_regionPp3c4_7480-Pp3c4_7510NA NA n.5285040_5285041insTNA NA NA NA NA
Chr04 5290425 A AAT Chr04_5290425_A_AATA_AAT INDEL 1712.93 0 1 1 1 0 1 0 0 22 7 10 10 6 5 19 9 7 18 19 13 18 19 22 7 11 10 6 5 0 0 0 0 0 0 0 0 1 1 0.909 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_7480-Pp3c4_7510Pp3c4_7480-Pp3c4_7510intergenic_regionPp3c4_7480-Pp3c4_7510NA NA n.5290425_5290426insATNA NA NA NA NA
Chr04 5451302 C CA Chr04_5451302_C_CAC_CA INDEL 12424.59 33 13 16 24 19 25 35 27 12 22 10 13 14 5 33 13 16 24 19 25 35 27 12 22 10 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922714protein_codingNA c.-5692_-5691insTNA NA NA NA 4480
Chr04 5451302 C CA Chr04_5451302_C_CAC_CA INDEL 12424.59 33 13 16 24 19 25 35 27 12 22 10 13 14 5 33 13 16 24 19 25 35 27 12 22 10 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922719protein_codingNA c.-5692_-5691insTNA NA NA NA 4685
Chr04 5451302 C CA Chr04_5451302_C_CAC_CA INDEL 12424.59 33 13 16 24 19 25 35 27 12 22 10 13 14 5 33 13 16 24 19 25 35 27 12 22 10 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922715protein_codingNA c.-5692_-5691insTNA NA NA NA 4480
Chr04 5451302 C CA Chr04_5451302_C_CAC_CA INDEL 12424.59 33 13 16 24 19 25 35 27 12 22 10 13 14 5 33 13 16 24 19 25 35 27 12 22 10 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922716protein_codingNA c.-5692_-5691insTNA NA NA NA 4480
Chr04 5451302 C CA Chr04_5451302_C_CAC_CA INDEL 12424.59 33 13 16 24 19 25 35 27 12 22 10 13 14 5 33 13 16 24 19 25 35 27 12 22 10 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922717protein_codingNA c.-5692_-5691insTNA NA NA NA 4480
Chr04 5451302 C CA Chr04_5451302_C_CAC_CA INDEL 12424.59 33 13 16 24 19 25 35 27 12 22 10 13 14 5 33 13 16 24 19 25 35 27 12 22 10 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7734 Pp3c4_7734 transcript PAC:32919532protein_codingNA c.*1259_*1260insANA NA NA NA 424
Chr04 5451302 C CA Chr04_5451302_C_CAC_CA INDEL 12424.59 33 13 16 24 19 25 35 27 12 22 10 13 14 5 33 13 16 24 19 25 35 27 12 22 10 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_7734-Pp3c4_7760Pp3c4_7734-Pp3c4_7760intergenic_regionPp3c4_7734-Pp3c4_7760NA NA n.5451302_5451303insANA NA NA NA NA
Chr04 5451332 T G Chr04_5451332_T_GT_G SNP 21126.63 35 15 23 31 25 26 38 26 13 28 14 15 18 5 35 15 23 31 25 26 38 26 13 28 14 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922714protein_codingNA c.-5721A>C NA NA NA NA 4509
Chr04 5451332 T G Chr04_5451332_T_GT_G SNP 21126.63 35 15 23 31 25 26 38 26 13 28 14 15 18 5 35 15 23 31 25 26 38 26 13 28 14 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922719protein_codingNA c.-5721A>C NA NA NA NA 4714
Chr04 5451332 T G Chr04_5451332_T_GT_G SNP 21126.63 35 15 23 31 25 26 38 26 13 28 14 15 18 5 35 15 23 31 25 26 38 26 13 28 14 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922715protein_codingNA c.-5721A>C NA NA NA NA 4509
Chr04 5451332 T G Chr04_5451332_T_GT_G SNP 21126.63 35 15 23 31 25 26 38 26 13 28 14 15 18 5 35 15 23 31 25 26 38 26 13 28 14 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922716protein_codingNA c.-5721A>C NA NA NA NA 4509
Chr04 5451332 T G Chr04_5451332_T_GT_G SNP 21126.63 35 15 23 31 25 26 38 26 13 28 14 15 18 5 35 15 23 31 25 26 38 26 13 28 14 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922717protein_codingNA c.-5721A>C NA NA NA NA 4509
Chr04 5451332 T G Chr04_5451332_T_GT_G SNP 21126.63 35 15 23 31 25 26 38 26 13 28 14 15 18 5 35 15 23 31 25 26 38 26 13 28 14 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7734 Pp3c4_7734 transcript PAC:32919532protein_codingNA c.*1289T>G NA NA NA NA 453
Chr04 5451332 T G Chr04_5451332_T_GT_G SNP 21126.63 35 15 23 31 25 26 38 26 13 28 14 15 18 5 35 15 23 31 25 26 38 26 13 28 14 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_7734-Pp3c4_7760Pp3c4_7734-Pp3c4_7760intergenic_regionPp3c4_7734-Pp3c4_7760NA NA n.5451332T>GNA NA NA NA NA
Chr04 5451333 G A Chr04_5451333_G_AG_A SNP 21126.63 35 15 23 30 25 27 38 27 13 27 13 15 18 5 35 15 23 30 25 27 38 27 13 27 13 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922714protein_codingNA c.-5722C>T NA NA NA NA 4510
Chr04 5451333 G A Chr04_5451333_G_AG_A SNP 21126.63 35 15 23 30 25 27 38 27 13 27 13 15 18 5 35 15 23 30 25 27 38 27 13 27 13 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922719protein_codingNA c.-5722C>T NA NA NA NA 4715
Chr04 5451333 G A Chr04_5451333_G_AG_A SNP 21126.63 35 15 23 30 25 27 38 27 13 27 13 15 18 5 35 15 23 30 25 27 38 27 13 27 13 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922715protein_codingNA c.-5722C>T NA NA NA NA 4510
Chr04 5451333 G A Chr04_5451333_G_AG_A SNP 21126.63 35 15 23 30 25 27 38 27 13 27 13 15 18 5 35 15 23 30 25 27 38 27 13 27 13 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922716protein_codingNA c.-5722C>T NA NA NA NA 4510
Chr04 5451333 G A Chr04_5451333_G_AG_A SNP 21126.63 35 15 23 30 25 27 38 27 13 27 13 15 18 5 35 15 23 30 25 27 38 27 13 27 13 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922717protein_codingNA c.-5722C>T NA NA NA NA 4510
Chr04 5451333 G A Chr04_5451333_G_AG_A SNP 21126.63 35 15 23 30 25 27 38 27 13 27 13 15 18 5 35 15 23 30 25 27 38 27 13 27 13 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7734 Pp3c4_7734 transcript PAC:32919532protein_codingNA c.*1290G>A NA NA NA NA 454
Chr04 5451333 G A Chr04_5451333_G_AG_A SNP 21126.63 35 15 23 30 25 27 38 27 13 27 13 15 18 5 35 15 23 30 25 27 38 27 13 27 13 15 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_7734-Pp3c4_7760Pp3c4_7734-Pp3c4_7760intergenic_regionPp3c4_7734-Pp3c4_7760NA NA n.5451333G>ANA NA NA NA NA
Chr04 5451362 A T Chr04_5451362_A_TA_T SNP 19607.63 34 14 21 29 25 25 33 24 14 28 15 17 12 4 34 14 21 29 25 25 33 24 14 28 15 17 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922714protein_codingNA c.-5751T>A NA NA NA NA 4539
Chr04 5451362 A T Chr04_5451362_A_TA_T SNP 19607.63 34 14 21 29 25 25 33 24 14 28 15 17 12 4 34 14 21 29 25 25 33 24 14 28 15 17 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922719protein_codingNA c.-5751T>A NA NA NA NA 4744
Chr04 5451362 A T Chr04_5451362_A_TA_T SNP 19607.63 34 14 21 29 25 25 33 24 14 28 15 17 12 4 34 14 21 29 25 25 33 24 14 28 15 17 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922715protein_codingNA c.-5751T>A NA NA NA NA 4539
Chr04 5451362 A T Chr04_5451362_A_TA_T SNP 19607.63 34 14 21 29 25 25 33 24 14 28 15 17 12 4 34 14 21 29 25 25 33 24 14 28 15 17 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922716protein_codingNA c.-5751T>A NA NA NA NA 4539
Chr04 5451362 A T Chr04_5451362_A_TA_T SNP 19607.63 34 14 21 29 25 25 33 24 14 28 15 17 12 4 34 14 21 29 25 25 33 24 14 28 15 17 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7710 Pp3c4_7710 transcript PAC:32922717protein_codingNA c.-5751T>A NA NA NA NA 4539
Chr04 5451362 A T Chr04_5451362_A_TA_T SNP 19607.63 34 14 21 29 25 25 33 24 14 28 15 17 12 4 34 14 21 29 25 25 33 24 14 28 15 17 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7734 Pp3c4_7734 transcript PAC:32919532protein_codingNA c.*1319A>T NA NA NA NA 483
Chr04 5451362 A T Chr04_5451362_A_TA_T SNP 19607.63 34 14 21 29 25 25 33 24 14 28 15 17 12 4 34 14 21 29 25 25 33 24 14 28 15 17 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_7734-Pp3c4_7760Pp3c4_7734-Pp3c4_7760intergenic_regionPp3c4_7734-Pp3c4_7760NA NA n.5451362A>TNA NA NA NA NA
Chr04 5465346 G T Chr04_5465346_G_TG_T SNP 11879.63 22 8 10 24 18 13 17 14 10 20 6 17 5 8 22 8 10 24 18 13 17 14 10 20 6 17 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c4_7760 Pp3c4_7760 transcript PAC:32920638protein_coding 03-avr c.1101G>T p.Leu367Leu 2030/3019 1101/1341 367/446 NA
Chr04 5465346 G T Chr04_5465346_G_TG_T SNP 11879.63 22 8 10 24 18 13 17 14 10 20 6 17 5 8 22 8 10 24 18 13 17 14 10 20 6 17 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c4_7760 Pp3c4_7760 transcript PAC:32920639protein_coding 03-avr c.1101G>T p.Leu367Leu 2172/3416 1101/1341 367/446 NA
Chr04 5465346 G T Chr04_5465346_G_TG_T SNP 11879.63 22 8 10 24 18 13 17 14 10 20 6 17 5 8 22 8 10 24 18 13 17 14 10 20 6 17 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7780 Pp3c4_7780 transcript PAC:32922133protein_codingNA c.-2873G>T NA NA NA NA 2873
Chr04 5465346 G T Chr04_5465346_G_TG_T SNP 11879.63 22 8 10 24 18 13 17 14 10 20 6 17 5 8 22 8 10 24 18 13 17 14 10 20 6 17 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7770 Pp3c4_7770 transcript PAC:32921045protein_codingNA c.*2465C>A NA NA NA NA 2465
Chr04 5465346 G T Chr04_5465346_G_TG_T SNP 11879.63 22 8 10 24 18 13 17 14 10 20 6 17 5 8 22 8 10 24 18 13 17 14 10 20 6 17 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7790 Pp3c4_7790 transcript PAC:32921209protein_codingNA c.*3902C>A NA NA NA NA 3902
Chr04 5465346 G T Chr04_5465346_G_TG_T SNP 11879.63 22 8 10 24 18 13 17 14 10 20 6 17 5 8 22 8 10 24 18 13 17 14 10 20 6 17 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7770 Pp3c4_7770 transcript PAC:32921046protein_codingNA c.*2465C>A NA NA NA NA 2192
Chr04 5465360 G T Chr04_5465360_G_TG_T SNP 12758.63 20 9 11 23 19 15 15 14 11 20 7 18 6 7 20 9 11 23 19 15 15 14 11 20 7 18 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_7760 Pp3c4_7760 transcript PAC:32920638protein_coding 03-avr c.1115G>T p.Cys372Phe 2044/3019 1115/1341 372/446 NA
Chr04 5465360 G T Chr04_5465360_G_TG_T SNP 12758.63 20 9 11 23 19 15 15 14 11 20 7 18 6 7 20 9 11 23 19 15 15 14 11 20 7 18 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_7760 Pp3c4_7760 transcript PAC:32920639protein_coding 03-avr c.1115G>T p.Cys372Phe 2186/3416 1115/1341 372/446 NA
Chr04 5465360 G T Chr04_5465360_G_TG_T SNP 12758.63 20 9 11 23 19 15 15 14 11 20 7 18 6 7 20 9 11 23 19 15 15 14 11 20 7 18 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7780 Pp3c4_7780 transcript PAC:32922133protein_codingNA c.-2859G>T NA NA NA NA 2859
Chr04 5465360 G T Chr04_5465360_G_TG_T SNP 12758.63 20 9 11 23 19 15 15 14 11 20 7 18 6 7 20 9 11 23 19 15 15 14 11 20 7 18 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7770 Pp3c4_7770 transcript PAC:32921045protein_codingNA c.*2451C>A NA NA NA NA 2451
Chr04 5465360 G T Chr04_5465360_G_TG_T SNP 12758.63 20 9 11 23 19 15 15 14 11 20 7 18 6 7 20 9 11 23 19 15 15 14 11 20 7 18 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7790 Pp3c4_7790 transcript PAC:32921209protein_codingNA c.*3888C>A NA NA NA NA 3888
Chr04 5465360 G T Chr04_5465360_G_TG_T SNP 12758.63 20 9 11 23 19 15 15 14 11 20 7 18 6 7 20 9 11 23 19 15 15 14 11 20 7 18 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7770 Pp3c4_7770 transcript PAC:32921046protein_codingNA c.*2451C>A NA NA NA NA 2178
Chr04 5465400 G A Chr04_5465400_G_AG_A SNP 13667.63 23 10 8 24 19 16 18 13 12 17 4 16 6 6 23 10 8 24 19 16 18 13 12 17 4 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_7760 Pp3c4_7760 transcript PAC:32920638protein_coding 03-avr c.1155G>A p.Met385Ile 2084/3019 1155/1341 385/446 NA
Chr04 5465400 G A Chr04_5465400_G_AG_A SNP 13667.63 23 10 8 24 19 16 18 13 12 17 4 16 6 6 23 10 8 24 19 16 18 13 12 17 4 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_7760 Pp3c4_7760 transcript PAC:32920639protein_coding 03-avr c.1155G>A p.Met385Ile 2226/3416 1155/1341 385/446 NA
Chr04 5465400 G A Chr04_5465400_G_AG_A SNP 13667.63 23 10 8 24 19 16 18 13 12 17 4 16 6 6 23 10 8 24 19 16 18 13 12 17 4 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7780 Pp3c4_7780 transcript PAC:32922133protein_codingNA c.-2819G>A NA NA NA NA 2819
Chr04 5465400 G A Chr04_5465400_G_AG_A SNP 13667.63 23 10 8 24 19 16 18 13 12 17 4 16 6 6 23 10 8 24 19 16 18 13 12 17 4 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7770 Pp3c4_7770 transcript PAC:32921045protein_codingNA c.*2411C>T NA NA NA NA 2411
Chr04 5465400 G A Chr04_5465400_G_AG_A SNP 13667.63 23 10 8 24 19 16 18 13 12 17 4 16 6 6 23 10 8 24 19 16 18 13 12 17 4 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7790 Pp3c4_7790 transcript PAC:32921209protein_codingNA c.*3848C>T NA NA NA NA 3848
Chr04 5465400 G A Chr04_5465400_G_AG_A SNP 13667.63 23 10 8 24 19 16 18 13 12 17 4 16 6 6 23 10 8 24 19 16 18 13 12 17 4 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7770 Pp3c4_7770 transcript PAC:32921046protein_codingNA c.*2411C>T NA NA NA NA 2138
Chr04 5471022 A AAT Chr04_5471022_A_AATA_AAT INDEL 9448.59 21 10 11 21 16 23 27 12 16 10 11 11 9 5 21 10 12 21 16 23 28 12 16 10 12 11 9 5 1 1 0.917 1 1 1 0.964 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7770 Pp3c4_7770 transcript PAC:32921045protein_codingNA c.-2868_-2867insATNA NA NA NA 2868
Chr04 5471022 A AAT Chr04_5471022_A_AATA_AAT INDEL 9448.59 21 10 11 21 16 23 27 12 16 10 11 11 9 5 21 10 12 21 16 23 28 12 16 10 12 11 9 5 1 1 0.917 1 1 1 0.964 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7790 Pp3c4_7790 transcript PAC:32921209protein_codingNA c.-1494_-1493insATNA NA NA NA 1494
Chr04 5471022 A AAT Chr04_5471022_A_AATA_AAT INDEL 9448.59 21 10 11 21 16 23 27 12 16 10 11 11 9 5 21 10 12 21 16 23 28 12 16 10 12 11 9 5 1 1 0.917 1 1 1 0.964 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7800 Pp3c4_7800 transcript PAC:32921707protein_codingNA c.-90_-89insATNA NA NA NA 90
Chr04 5471022 A AAT Chr04_5471022_A_AATA_AAT INDEL 9448.59 21 10 11 21 16 23 27 12 16 10 11 11 9 5 21 10 12 21 16 23 28 12 16 10 12 11 9 5 1 1 0.917 1 1 1 0.964 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_7770 Pp3c4_7770 transcript PAC:32921046protein_codingNA c.-2868_-2867insATNA NA NA NA 2505
Chr04 5471022 A AAT Chr04_5471022_A_AATA_AAT INDEL 9448.59 21 10 11 21 16 23 27 12 16 10 11 11 9 5 21 10 12 21 16 23 28 12 16 10 12 11 9 5 1 1 0.917 1 1 1 0.964 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7760 Pp3c4_7760 transcript PAC:32920638protein_codingNA c.*5220_*5221insATNA NA NA NA 4472
Chr04 5471022 A AAT Chr04_5471022_A_AATA_AAT INDEL 9448.59 21 10 11 21 16 23 27 12 16 10 11 11 9 5 21 10 12 21 16 23 28 12 16 10 12 11 9 5 1 1 0.917 1 1 1 0.964 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7780 Pp3c4_7780 transcript PAC:32922133protein_codingNA c.*2399_*2400insATNA NA NA NA 2400
Chr04 5471022 A AAT Chr04_5471022_A_AATA_AAT INDEL 9448.59 21 10 11 21 16 23 27 12 16 10 11 11 9 5 21 10 12 21 16 23 28 12 16 10 12 11 9 5 1 1 0.917 1 1 1 0.964 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_7760 Pp3c4_7760 transcript PAC:32920639protein_codingNA c.*5220_*5221insATNA NA NA NA 4217
Chr04 5471022 A AAT Chr04_5471022_A_AATA_AAT INDEL 9448.59 21 10 11 21 16 23 27 12 16 10 11 11 9 5 21 10 12 21 16 23 28 12 16 10 12 11 9 5 1 1 0.917 1 1 1 0.964 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_7800-Pp3c4_7810Pp3c4_7800-Pp3c4_7810intergenic_regionPp3c4_7800-Pp3c4_7810NA NA n.5471022_5471023insATNA NA NA NA NA
Chr04 5524838 T TTA Chr04_5524838_T_TTAT_TTA INDEL 1359.93 2 0 2 0 1 0 1 0 7 13 9 4 8 8 21 10 14 11 6 20 20 11 7 14 10 4 9 8 0.095 0 0.143 0 0 0 0 0 1 0.929 0.9 1 0.889 1 0 7 7 2 7 0 0 upstream_gene_variantMODIFIER Pp3c4_7870 Pp3c4_7870 transcript PAC:32921000protein_codingNA c.-2765_-2764insTANA NA NA NA 2430
Chr04 5524838 T TTA Chr04_5524838_T_TTAT_TTA INDEL 1359.93 2 0 2 0 1 0 1 0 7 13 9 4 8 8 21 10 14 11 6 20 20 11 7 14 10 4 9 8 0.095 0 0.143 0 0 0 0 0 1 0.929 0.9 1 0.889 1 0 7 7 2 7 0 0 upstream_gene_variantMODIFIER Pp3c4_7870 Pp3c4_7870 transcript PAC:32921001protein_codingNA c.-2765_-2764insTANA NA NA NA 2033
Chr04 5524838 T TTA Chr04_5524838_T_TTAT_TTA INDEL 1359.93 2 0 2 0 1 0 1 0 7 13 9 4 8 8 21 10 14 11 6 20 20 11 7 14 10 4 9 8 0.095 0 0.143 0 0 0 0 0 1 0.929 0.9 1 0.889 1 0 7 7 2 7 0 0 upstream_gene_variantMODIFIER Pp3c4_7870 Pp3c4_7870 transcript PAC:32921002protein_codingNA c.-2765_-2764insTANA NA NA NA 2033
Chr04 5524838 T TTA Chr04_5524838_T_TTAT_TTA INDEL 1359.93 2 0 2 0 1 0 1 0 7 13 9 4 8 8 21 10 14 11 6 20 20 11 7 14 10 4 9 8 0.095 0 0.143 0 0 0 0 0 1 0.929 0.9 1 0.889 1 0 7 7 2 7 0 0 intergenic_regionMODIFIER Pp3c4_7820-Pp3c4_7870Pp3c4_7820-Pp3c4_7870intergenic_regionPp3c4_7820-Pp3c4_7870NA NA n.5524838_5524839insTANA NA NA NA NA
Chr04 5740443 G A Chr04_5740443_G_AG_A SNP 11280.29 25 12 14 0 0 0 0 0 29 21 15 16 13 6 25 12 14 26 17 32 18 24 29 21 15 16 13 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8299 Pp3c4_8299 transcript PAC:32921805protein_codingNA c.-3462G>A NA NA NA NA 3252
Chr04 5740443 G A Chr04_5740443_G_AG_A SNP 11280.29 25 12 14 0 0 0 0 0 29 21 15 16 13 6 25 12 14 26 17 32 18 24 29 21 15 16 13 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c4_8300 Pp3c4_8300 transcript PAC:32918880protein_codingNA c.*3452C>T NA NA NA NA 3452



Chr04 5740443 G A Chr04_5740443_G_AG_A SNP 11280.29 25 12 14 0 0 0 0 0 29 21 15 16 13 6 25 12 14 26 17 32 18 24 29 21 15 16 13 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c4_8250-Pp3c4_8299Pp3c4_8250-Pp3c4_8299intergenic_regionPp3c4_8250-Pp3c4_8299NA NA n.5740443G>ANA NA NA NA NA
Chr04 5778402 A AAT Chr04_5778402_A_AATA_AAT INDEL 6724.24 19 9 16 0 0 1 1 1 16 18 13 9 8 6 19 9 16 22 10 31 16 19 16 18 13 9 8 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c4_8350-Pp3c4_8470Pp3c4_8350-Pp3c4_8470intergenic_regionPp3c4_8350-Pp3c4_8470NA NA n.5778402_5778403insATNA NA NA NA NA
Chr04 5793405 T C Chr04_5793405_T_CT_C SNP 16809.63 24 9 12 21 12 17 36 26 23 31 15 8 8 11 24 9 12 21 12 17 36 26 23 31 15 8 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_8350-Pp3c4_8470Pp3c4_8350-Pp3c4_8470intergenic_regionPp3c4_8350-Pp3c4_8470NA NA n.5793405T>CNA NA NA NA NA
Chr04 5846211 A T Chr04_5846211_A_TA_T SNP 24128.63 44 16 23 20 12 35 36 30 30 35 15 15 9 13 44 16 23 20 12 35 36 30 30 35 15 15 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_8350-Pp3c4_8470Pp3c4_8350-Pp3c4_8470intergenic_regionPp3c4_8350-Pp3c4_8470NA NA n.5846211A>TNA NA NA NA NA
Chr04 5846212 T A Chr04_5846212_T_AT_A SNP 24128.63 45 16 23 20 12 36 37 30 29 35 15 15 9 13 45 16 23 20 12 36 37 30 29 35 15 15 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_8350-Pp3c4_8470Pp3c4_8350-Pp3c4_8470intergenic_regionPp3c4_8350-Pp3c4_8470NA NA n.5846212T>ANA NA NA NA NA
Chr04 5849285 G GA Chr04_5849285_G_GAG_GA INDEL 11928.59 22 9 8 17 18 26 36 23 15 26 14 15 7 9 22 9 8 17 18 26 36 23 15 26 14 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_8470 Pp3c4_8470 transcript PAC:32920009protein_codingNA c.-3891_-3890insANA NA NA NA 3654
Chr04 5849285 G GA Chr04_5849285_G_GAG_GA INDEL 11928.59 22 9 8 17 18 26 36 23 15 26 14 15 7 9 22 9 8 17 18 26 36 23 15 26 14 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_8470 Pp3c4_8470 transcript PAC:32920010protein_codingNA c.-3891_-3890insANA NA NA NA 3751
Chr04 5849285 G GA Chr04_5849285_G_GAG_GA INDEL 11928.59 22 9 8 17 18 26 36 23 15 26 14 15 7 9 22 9 8 17 18 26 36 23 15 26 14 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_8350-Pp3c4_8470Pp3c4_8350-Pp3c4_8470intergenic_regionPp3c4_8350-Pp3c4_8470NA NA n.5849285_5849286insANA NA NA NA NA
Chr04 5849330 G A Chr04_5849330_G_AG_A SNP 14649.63 18 10 12 14 13 24 39 23 12 26 11 15 4 13 18 10 12 14 13 24 39 23 12 26 11 15 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_8470 Pp3c4_8470 transcript PAC:32920009protein_codingNA c.-3846G>A NA NA NA NA 3610
Chr04 5849330 G A Chr04_5849330_G_AG_A SNP 14649.63 18 10 12 14 13 24 39 23 12 26 11 15 4 13 18 10 12 14 13 24 39 23 12 26 11 15 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_8470 Pp3c4_8470 transcript PAC:32920010protein_codingNA c.-3846G>A NA NA NA NA 3707
Chr04 5849330 G A Chr04_5849330_G_AG_A SNP 14649.63 18 10 12 14 13 24 39 23 12 26 11 15 4 13 18 10 12 14 13 24 39 23 12 26 11 15 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_8350-Pp3c4_8470Pp3c4_8350-Pp3c4_8470intergenic_regionPp3c4_8350-Pp3c4_8470NA NA n.5849330G>ANA NA NA NA NA
Chr04 5858120 G GATAT Chr04_5858120_G_GATATG_GATAT INDEL 12633.59 21 10 10 15 8 18 16 16 10 15 10 14 5 7 21 10 10 15 8 18 16 16 10 15 10 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8470 Pp3c4_8470 transcript PAC:32920009protein_codingNA c.*2157_*2158insATATNA NA NA NA 1555
Chr04 5858120 G GATAT Chr04_5858120_G_GATATG_GATAT INDEL 12633.59 21 10 10 15 8 18 16 16 10 15 10 14 5 7 21 10 10 15 8 18 16 16 10 15 10 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8470 Pp3c4_8470 transcript PAC:32920010protein_codingNA c.*2157_*2158insATATNA NA NA NA 1617
Chr04 5858120 G GATAT Chr04_5858120_G_GATATG_GATAT INDEL 12633.59 21 10 10 15 8 18 16 16 10 15 10 14 5 7 21 10 10 15 8 18 16 16 10 15 10 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_8470-Pp3c4_8490Pp3c4_8470-Pp3c4_8490intergenic_regionPp3c4_8470-Pp3c4_8490NA NA n.5858120_5858121insATATNA NA NA NA NA
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c4_8490 Pp3c4_8490 transcript PAC:32920876protein_coding 03-mars c.*482_*483insCNA NA NA NA 483
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_8510 Pp3c4_8510 transcript PAC:32920803protein_codingNA c.-2023_-2022insCNA NA NA NA 2022
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919892protein_codingNA c.*1242_*1243insGNA NA NA NA 1000
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919893protein_codingNA c.*1619_*1620insGNA NA NA NA 995
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919895protein_codingNA c.*1499_*1500insGNA NA NA NA 995
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919898protein_codingNA c.*1619_*1620insGNA NA NA NA 995
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919900protein_codingNA c.*1499_*1500insGNA NA NA NA 995
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919902protein_codingNA c.*1619_*1620insGNA NA NA NA 995
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919901protein_codingNA c.*1499_*1500insGNA NA NA NA 999
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919894protein_codingNA c.*1619_*1620insGNA NA NA NA 1000
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919896protein_codingNA c.*1499_*1500insGNA NA NA NA 1000
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919897protein_codingNA c.*1638_*1639insGNA NA NA NA 1000
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919899protein_codingNA c.*1242_*1243insGNA NA NA NA 1000
Chr04 5871730 A AC Chr04_5871730_A_ACA_AC INDEL 20710.59 24 13 18 25 14 33 21 27 14 18 19 16 10 11 24 13 18 25 14 33 21 27 14 18 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919903protein_codingNA c.*1619_*1620insGNA NA NA NA 1000
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c4_8490 Pp3c4_8490 transcript PAC:32920876protein_coding 03-mars c.*483G>A NA NA NA NA 483
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_8510 Pp3c4_8510 transcript PAC:32920803protein_codingNA c.-2022G>A NA NA NA NA 2022
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919892protein_codingNA c.*1242C>T NA NA NA NA 1000
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919893protein_codingNA c.*1619C>T NA NA NA NA 995
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919895protein_codingNA c.*1499C>T NA NA NA NA 995
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919898protein_codingNA c.*1619C>T NA NA NA NA 995
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919900protein_codingNA c.*1499C>T NA NA NA NA 995
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919902protein_codingNA c.*1619C>T NA NA NA NA 995
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919901protein_codingNA c.*1499C>T NA NA NA NA 999
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919894protein_codingNA c.*1619C>T NA NA NA NA 1000
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919896protein_codingNA c.*1499C>T NA NA NA NA 1000
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919897protein_codingNA c.*1638C>T NA NA NA NA 1000
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919899protein_codingNA c.*1242C>T NA NA NA NA 1000
Chr04 5871731 G A Chr04_5871731_G_AG_A SNP 20805.63 26 14 18 25 14 36 21 29 16 19 20 16 10 11 26 14 18 25 14 36 21 29 16 19 20 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919903protein_codingNA c.*1619C>T NA NA NA NA 1000
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c4_8490 Pp3c4_8490 transcript PAC:32920876protein_coding 03-mars c.*487G>T NA NA NA NA 487
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_8510 Pp3c4_8510 transcript PAC:32920803protein_codingNA c.-2018G>T NA NA NA NA 2018
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919892protein_codingNA c.*1238C>A NA NA NA NA 996
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919893protein_codingNA c.*1615C>A NA NA NA NA 991
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919895protein_codingNA c.*1495C>A NA NA NA NA 991
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919898protein_codingNA c.*1615C>A NA NA NA NA 991
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919900protein_codingNA c.*1495C>A NA NA NA NA 991
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919902protein_codingNA c.*1615C>A NA NA NA NA 991
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919901protein_codingNA c.*1495C>A NA NA NA NA 995
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919894protein_codingNA c.*1615C>A NA NA NA NA 996
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919896protein_codingNA c.*1495C>A NA NA NA NA 996
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919897protein_codingNA c.*1634C>A NA NA NA NA 996
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919899protein_codingNA c.*1238C>A NA NA NA NA 996
Chr04 5871735 G T Chr04_5871735_G_TG_T SNP 20704.63 25 14 18 26 15 36 21 28 16 20 18 19 11 11 25 14 18 26 15 36 21 28 16 20 18 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919903protein_codingNA c.*1615C>A NA NA NA NA 996
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919892protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919893protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919895protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919898protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919900protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919902protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919901protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919894protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919896protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919897protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919899protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 upstream_gene_variantMODIFIER Pp3c4_8504 Pp3c4_8504 transcript PAC:32919903protein_codingNA c.-1687_-1686insTANA NA NA NA 1687
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 downstream_gene_variantMODIFIER Pp3c4_8510 Pp3c4_8510 transcript PAC:32920803protein_codingNA c.*3196_*3197insTANA NA NA NA 3197
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 downstream_gene_variantMODIFIER Pp3c4_8520 Pp3c4_8520 transcript PAC:32919560protein_codingNA c.*3652_*3653insTANA NA NA NA 3652
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 downstream_gene_variantMODIFIER Pp3c4_8530 Pp3c4_8530 transcript PAC:32920873protein_codingNA c.*4400_*4401insTANA NA NA NA 4400
Chr04 5877224 T TTA Chr04_5877224_T_TTAT_TTA INDEL 5028.24 22 8 7 4 0 0 2 0 7 12 4 12 8 5 22 8 8 17 12 18 21 15 7 12 5 13 8 5 1 1 0.875 0.235 0 0 0.095 0 1 1 0.8 0.923 1 1 0 10 10 2 7 0 3 intergenic_regionMODIFIER Pp3c4_8504-Pp3c4_8520Pp3c4_8504-Pp3c4_8520intergenic_regionPp3c4_8504-Pp3c4_8520NA NA n.5877224_5877225insTANA NA NA NA NA
Chr04 6247774 A T Chr04_6247774_A_TA_T SNP 11996.63 28 15 8 21 17 20 18 9 14 10 11 10 6 6 28 15 8 21 17 20 18 9 14 10 11 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_8870-Pp3c4_8940Pp3c4_8870-Pp3c4_8940intergenic_regionPp3c4_8870-Pp3c4_8940NA NA n.6247774A>TNA NA NA NA NA
Chr04 6289609 C CA Chr04_6289609_C_CAC_CA INDEL 16500.59 26 16 17 36 14 29 25 25 32 22 16 11 13 12 26 16 17 36 14 29 25 25 32 22 16 11 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_8870-Pp3c4_8940Pp3c4_8870-Pp3c4_8940intergenic_regionPp3c4_8870-Pp3c4_8940NA NA n.6289609_6289610insANA NA NA NA NA
Chr04 6310255 C A Chr04_6310255_C_AC_A SNP 18242.63 40 20 14 24 22 27 31 12 23 30 11 19 13 10 40 20 14 24 22 27 31 12 23 30 11 19 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_8870-Pp3c4_8940Pp3c4_8870-Pp3c4_8940intergenic_regionPp3c4_8870-Pp3c4_8940NA NA n.6310255C>ANA NA NA NA NA
Chr04 6310406 C A Chr04_6310406_C_AC_A SNP 15843.63 29 11 21 25 15 28 24 12 23 25 11 12 6 5 29 11 21 25 15 28 24 12 23 25 11 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_8870-Pp3c4_8940Pp3c4_8870-Pp3c4_8940intergenic_regionPp3c4_8870-Pp3c4_8940NA NA n.6310406C>ANA NA NA NA NA
Chr04 6586930 C CT Chr04_6586930_C_CTC_CT INDEL 14576.59 29 15 18 25 19 21 20 23 26 21 8 14 10 10 29 15 18 25 19 21 20 23 26 21 8 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_9140-Pp3c4_9300Pp3c4_9140-Pp3c4_9300intergenic_regionPp3c4_9140-Pp3c4_9300NA NA n.6586930_6586931insTNA NA NA NA NA
Chr04 6694680 C A Chr04_6694680_C_AC_A SNP 18810.63 26 16 15 31 27 22 31 19 21 20 9 30 6 6 26 16 15 31 27 22 31 19 21 20 9 30 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_9300-Pp3c4_9430Pp3c4_9300-Pp3c4_9430intergenic_regionPp3c4_9300-Pp3c4_9430NA NA n.6694680C>ANA NA NA NA NA
Chr04 6694772 C T Chr04_6694772_C_TC_T SNP 18762.63 38 18 12 20 27 19 33 27 31 17 10 19 10 6 38 18 12 20 27 19 33 27 31 17 10 19 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_9300-Pp3c4_9430Pp3c4_9300-Pp3c4_9430intergenic_regionPp3c4_9300-Pp3c4_9430NA NA n.6694772C>TNA NA NA NA NA
Chr04 6694813 C A Chr04_6694813_C_AC_A SNP 17537.63 28 21 17 18 26 22 33 26 25 18 8 15 14 4 28 21 17 18 26 22 33 26 25 18 8 15 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_9300-Pp3c4_9430Pp3c4_9300-Pp3c4_9430intergenic_regionPp3c4_9300-Pp3c4_9430NA NA n.6694813C>ANA NA NA NA NA
Chr04 7054139 G T Chr04_7054139_G_TG_T SNP 13737.63 21 16 6 17 11 25 19 16 30 12 14 19 11 9 21 16 6 17 11 25 19 16 30 12 14 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_9790 Pp3c4_9790 transcript PAC:32921214protein_codingNA c.-1327C>A NA NA NA NA 487
Chr04 7054139 G T Chr04_7054139_G_TG_T SNP 13737.63 21 16 6 17 11 25 19 16 30 12 14 19 11 9 21 16 6 17 11 25 19 16 30 12 14 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_9790 Pp3c4_9790 transcript PAC:32921218protein_codingNA c.-1327C>A NA NA NA NA 315
Chr04 7054139 G T Chr04_7054139_G_TG_T SNP 13737.63 21 16 6 17 11 25 19 16 30 12 14 19 11 9 21 16 6 17 11 25 19 16 30 12 14 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_9790 Pp3c4_9790 transcript PAC:32921217protein_codingNA c.-1327C>A NA NA NA NA 315
Chr04 7054139 G T Chr04_7054139_G_TG_T SNP 13737.63 21 16 6 17 11 25 19 16 30 12 14 19 11 9 21 16 6 17 11 25 19 16 30 12 14 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_9790 Pp3c4_9790 transcript PAC:32921216protein_codingNA c.-1327C>A NA NA NA NA 315
Chr04 7054139 G T Chr04_7054139_G_TG_T SNP 13737.63 21 16 6 17 11 25 19 16 30 12 14 19 11 9 21 16 6 17 11 25 19 16 30 12 14 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_9790 Pp3c4_9790 transcript PAC:32921215protein_codingNA c.-1327C>A NA NA NA NA 315
Chr04 7054139 G T Chr04_7054139_G_TG_T SNP 13737.63 21 16 6 17 11 25 19 16 30 12 14 19 11 9 21 16 6 17 11 25 19 16 30 12 14 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_9790-Pp3c4_9820Pp3c4_9790-Pp3c4_9820intergenic_regionPp3c4_9790-Pp3c4_9820NA NA n.7054139G>TNA NA NA NA NA
Chr04 7221532 A AAT Chr04_7221532_A_AATA_AAT INDEL 3558.24 1 1 0 19 12 23 28 16 0 2 0 0 0 0 27 12 6 19 13 23 28 16 14 17 12 8 5 6 0 0 0 1 0.923 1 1 1 0 0.118 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c4_10030Pp3c4_10030transcript PAC:32919857protein_codingNA c.-5031_-5030insATNA NA NA NA 4520
Chr04 7221532 A AAT Chr04_7221532_A_AATA_AAT INDEL 3558.24 1 1 0 19 12 23 28 16 0 2 0 0 0 0 27 12 6 19 13 23 28 16 14 17 12 8 5 6 0 0 0 1 0.923 1 1 1 0 0.118 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c4_10030Pp3c4_10030transcript PAC:32919859protein_codingNA c.-5031_-5030insATNA NA NA NA 4498
Chr04 7221532 A AAT Chr04_7221532_A_AATA_AAT INDEL 3558.24 1 1 0 19 12 23 28 16 0 2 0 0 0 0 27 12 6 19 13 23 28 16 14 17 12 8 5 6 0 0 0 1 0.923 1 1 1 0 0.118 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c4_10030Pp3c4_10030transcript PAC:32919858protein_codingNA c.-5031_-5030insATNA NA NA NA 4499
Chr04 7221532 A AAT Chr04_7221532_A_AATA_AAT INDEL 3558.24 1 1 0 19 12 23 28 16 0 2 0 0 0 0 27 12 6 19 13 23 28 16 14 17 12 8 5 6 0 0 0 1 0.923 1 1 1 0 0.118 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c4_10010Pp3c4_10010transcript PAC:32919993protein_codingNA c.*3078_*3079insATNA NA NA NA 2635
Chr04 7221532 A AAT Chr04_7221532_A_AATA_AAT INDEL 3558.24 1 1 0 19 12 23 28 16 0 2 0 0 0 0 27 12 6 19 13 23 28 16 14 17 12 8 5 6 0 0 0 1 0.923 1 1 1 0 0.118 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c4_10010Pp3c4_10010transcript PAC:32919994protein_codingNA c.*3078_*3079insATNA NA NA NA 2677
Chr04 7221532 A AAT Chr04_7221532_A_AATA_AAT INDEL 3558.24 1 1 0 19 12 23 28 16 0 2 0 0 0 0 27 12 6 19 13 23 28 16 14 17 12 8 5 6 0 0 0 1 0.923 1 1 1 0 0.118 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c4_10010Pp3c4_10010transcript PAC:32919995protein_codingNA c.*3078_*3079insATNA NA NA NA 2677
Chr04 7221532 A AAT Chr04_7221532_A_AATA_AAT INDEL 3558.24 1 1 0 19 12 23 28 16 0 2 0 0 0 0 27 12 6 19 13 23 28 16 14 17 12 8 5 6 0 0 0 1 0.923 1 1 1 0 0.118 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c4_10010Pp3c4_10010transcript PAC:32919996protein_codingNA c.*3078_*3079insATNA NA NA NA 2677
Chr04 7221532 A AAT Chr04_7221532_A_AATA_AAT INDEL 3558.24 1 1 0 19 12 23 28 16 0 2 0 0 0 0 27 12 6 19 13 23 28 16 14 17 12 8 5 6 0 0 0 1 0.923 1 1 1 0 0.118 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c4_10010Pp3c4_10010transcript PAC:32919997protein_codingNA c.*3078_*3079insATNA NA NA NA 2677
Chr04 7221532 A AAT Chr04_7221532_A_AATA_AAT INDEL 3558.24 1 1 0 19 12 23 28 16 0 2 0 0 0 0 27 12 6 19 13 23 28 16 14 17 12 8 5 6 0 0 0 1 0.923 1 1 1 0 0.118 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c4_10010-Pp3c4_10030Pp3c4_10010-Pp3c4_10030intergenic_regionPp3c4_10010-Pp3c4_10030NA NA n.7221532_7221533insATNA NA NA NA NA
Chr04 7322622 A AG Chr04_7322622_A_AGA_AG INDEL 12779.59 31 16 18 12 19 19 26 25 11 20 9 8 8 9 31 16 18 12 19 19 26 25 11 20 9 8 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_10120-Pp3c4_10130Pp3c4_10120-Pp3c4_10130intergenic_regionPp3c4_10120-Pp3c4_10130NA NA n.7322622_7322623insGNA NA NA NA NA
Chr04 7375734 G A Chr04_7375734_G_AG_A SNP 3085.98 0 0 0 0 0 0 0 0 21 17 14 13 7 11 26 14 15 18 14 34 33 18 21 17 14 13 7 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_10140-Pp3c4_10250Pp3c4_10140-Pp3c4_10250intergenic_regionPp3c4_10140-Pp3c4_10250NA NA n.7375734G>ANA NA NA NA NA
Chr04 7538987 TG T Chr04_7538987_TG_TTG_T INDEL 13428.59 16 18 17 22 14 17 21 20 17 24 15 5 7 9 16 18 17 22 14 17 21 20 17 24 15 5 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_10380-Pp3c4_10497Pp3c4_10380-Pp3c4_10497intergenic_regionPp3c4_10380-Pp3c4_10497NA NA n.7538988delGNA NA NA NA NA
Chr04 7584044 CTAAATCCTAAACCAAACCTTAACCAAACCTC Chr04_7584044_CTAAATCCTAAACCAAACCTTAACCAAACCT_CCTAAATCCTAAACCAAACCTTAACCAAACCT_CINDEL 10632.59 12 11 7 16 13 10 17 10 13 11 6 6 13 8 12 11 7 16 13 10 17 10 13 11 6 6 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_10530Pp3c4_10530transcript PAC:32920035protein_codingNA c.*3404_*3433delAGGTTTGGTTAAGGTTTGGTTTAGGATTTANA NA NA NA 2893
Chr04 7584044 CTAAATCCTAAACCAAACCTTAACCAAACCTC Chr04_7584044_CTAAATCCTAAACCAAACCTTAACCAAACCT_CCTAAATCCTAAACCAAACCTTAACCAAACCT_CINDEL 10632.59 12 11 7 16 13 10 17 10 13 11 6 6 13 8 12 11 7 16 13 10 17 10 13 11 6 6 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_10530Pp3c4_10530transcript PAC:32920036protein_codingNA c.*3404_*3433delAGGTTTGGTTAAGGTTTGGTTTAGGATTTANA NA NA NA 2893
Chr04 7584044 CTAAATCCTAAACCAAACCTTAACCAAACCTC Chr04_7584044_CTAAATCCTAAACCAAACCTTAACCAAACCT_CCTAAATCCTAAACCAAACCTTAACCAAACCT_CINDEL 10632.59 12 11 7 16 13 10 17 10 13 11 6 6 13 8 12 11 7 16 13 10 17 10 13 11 6 6 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_10530Pp3c4_10530transcript PAC:32920037protein_codingNA c.*3404_*3433delAGGTTTGGTTAAGGTTTGGTTTAGGATTTANA NA NA NA 2894
Chr04 7584044 CTAAATCCTAAACCAAACCTTAACCAAACCTC Chr04_7584044_CTAAATCCTAAACCAAACCTTAACCAAACCT_CCTAAATCCTAAACCAAACCTTAACCAAACCT_CINDEL 10632.59 12 11 7 16 13 10 17 10 13 11 6 6 13 8 12 11 7 16 13 10 17 10 13 11 6 6 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_10520-Pp3c4_10530Pp3c4_10520-Pp3c4_10530intergenic_regionPp3c4_10520-Pp3c4_10530NA NA n.7584045_7584074delTAAATCCTAAACCAAACCTTAACCAAACCTNA NA NA NA NA
Chr04 7633982 G A Chr04_7633982_G_AG_A SNP 1608.39 27 4 10 0 0 0 0 0 0 0 0 0 0 0 27 4 10 22 14 21 26 22 18 25 9 19 12 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c4_10640-Pp3c4_10660Pp3c4_10640-Pp3c4_10660intergenic_regionPp3c4_10640-Pp3c4_10660NA NA n.7633982G>ANA NA NA NA NA
Chr04 7914240 A AT Chr04_7914240_A_ATA_AT INDEL 11359.59 31 14 17 18 17 26 21 14 20 11 4 12 9 6 31 14 17 18 17 26 21 14 20 11 4 12 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_11030-Pp3c4_11050Pp3c4_11030-Pp3c4_11050intergenic_regionPp3c4_11030-Pp3c4_11050NA NA n.7914240_7914241insTNA NA NA NA NA
Chr04 7920311 G GA Chr04_7920311_G_GAG_GA INDEL 17409.59 30 9 17 24 18 19 46 31 22 27 15 24 9 12 30 9 17 24 18 19 46 31 22 27 15 24 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_11050Pp3c4_11050transcript PAC:32921889protein_codingNA c.*216_*217insTNA NA NA NA 216
Chr04 7920311 G GA Chr04_7920311_G_GAG_GA INDEL 17409.59 30 9 17 24 18 19 46 31 22 27 15 24 9 12 30 9 17 24 18 19 46 31 22 27 15 24 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_11030-Pp3c4_11050Pp3c4_11030-Pp3c4_11050intergenic_regionPp3c4_11030-Pp3c4_11050NA NA n.7920311_7920312insANA NA NA NA NA
Chr04 8056728 G GTA Chr04_8056728_G_GTAG_GTA INDEL 9192.59 18 9 7 18 7 17 19 12 13 16 13 7 7 12 18 9 7 18 7 18 19 13 13 16 13 8 8 12 1 1 1 1 1 0.944 1 0.923 1 1 1 0.875 0.875 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11330Pp3c4_11330transcript PAC:32919877protein_codingNA c.-3486_-3485insTANA NA NA NA 2450
Chr04 8056728 G GTA Chr04_8056728_G_GTAG_GTA INDEL 9192.59 18 9 7 18 7 17 19 12 13 16 13 7 7 12 18 9 7 18 7 18 19 13 13 16 13 8 8 12 1 1 1 1 1 0.944 1 0.923 1 1 1 0.875 0.875 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11330Pp3c4_11330transcript PAC:32919878protein_codingNA c.-3486_-3485insTANA NA NA NA 1778
Chr04 8056728 G GTA Chr04_8056728_G_GTAG_GTA INDEL 9192.59 18 9 7 18 7 17 19 12 13 16 13 7 7 12 18 9 7 18 7 18 19 13 13 16 13 8 8 12 1 1 1 1 1 0.944 1 0.923 1 1 1 0.875 0.875 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11330Pp3c4_11330transcript PAC:32919879protein_codingNA c.-3486_-3485insTANA NA NA NA 1778
Chr04 8056728 G GTA Chr04_8056728_G_GTAG_GTA INDEL 9192.59 18 9 7 18 7 17 19 12 13 16 13 7 7 12 18 9 7 18 7 18 19 13 13 16 13 8 8 12 1 1 1 1 1 0.944 1 0.923 1 1 1 0.875 0.875 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_11300-Pp3c4_11330Pp3c4_11300-Pp3c4_11330intergenic_regionPp3c4_11300-Pp3c4_11330NA NA n.8056728_8056729insTANA NA NA NA NA
Chr04 8118170 G GATATAT Chr04_8118170_G_GATATATG_GATATAT INDEL 12475.59 18 10 5 18 10 6 23 12 12 9 4 4 7 8 18 10 5 18 10 6 23 12 12 9 4 4 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11490Pp3c4_11490transcript PAC:32922762protein_codingNA c.-3280_-3279insATATATNA NA NA NA 1627
Chr04 8118170 G GATATAT Chr04_8118170_G_GATATATG_GATATAT INDEL 12475.59 18 10 5 18 10 6 23 12 12 9 4 4 7 8 18 10 5 18 10 6 23 12 12 9 4 4 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11490Pp3c4_11490transcript PAC:32922763protein_codingNA c.-3280_-3279insATATATNA NA NA NA 1609
Chr04 8118170 G GATATAT Chr04_8118170_G_GATATATG_GATATAT INDEL 12475.59 18 10 5 18 10 6 23 12 12 9 4 4 7 8 18 10 5 18 10 6 23 12 12 9 4 4 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_11507Pp3c4_11507transcript PAC:32919268protein_codingNA c.*785_*786insATATATNA NA NA NA 469
Chr04 8118170 G GATATAT Chr04_8118170_G_GATATATG_GATATAT INDEL 12475.59 18 10 5 18 10 6 23 12 12 9 4 4 7 8 18 10 5 18 10 6 23 12 12 9 4 4 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_11520Pp3c4_11520transcript PAC:32920384protein_codingNA c.*4472_*4473insATATATNA NA NA NA 4472
Chr04 8118170 G GATATAT Chr04_8118170_G_GATATATG_GATATAT INDEL 12475.59 18 10 5 18 10 6 23 12 12 9 4 4 7 8 18 10 5 18 10 6 23 12 12 9 4 4 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_11507-Pp3c4_11520Pp3c4_11507-Pp3c4_11520intergenic_regionPp3c4_11507-Pp3c4_11520NA NA n.8118170_8118171insATATATNA NA NA NA NA
Chr04 8156835 C G Chr04_8156835_C_GC_G SNP 15617.63 18 10 15 23 21 20 30 16 14 15 13 9 8 5 18 10 15 23 21 20 30 16 14 15 13 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_11630Pp3c4_11630transcript PAC:32919773protein_coding 02-mai c.-48G>C NA NA NA NA 48
Chr04 8156835 C G Chr04_8156835_C_GC_G SNP 15617.63 18 10 15 23 21 20 30 16 14 15 13 9 8 5 18 10 15 23 21 20 30 16 14 15 13 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_11630Pp3c4_11630transcript PAC:32919774protein_coding 02-mai c.-48G>C NA NA NA NA 48
Chr04 8156837 G T Chr04_8156837_G_TG_T SNP 15617.63 16 11 15 24 20 20 28 16 13 15 12 10 8 5 16 11 15 24 20 20 28 16 13 15 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_11630Pp3c4_11630transcript PAC:32919773protein_coding 02-mai c.-50C>A NA NA NA NA 50
Chr04 8156837 G T Chr04_8156837_G_TG_T SNP 15617.63 16 11 15 24 20 20 28 16 13 15 12 10 8 5 16 11 15 24 20 20 28 16 13 15 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_11630Pp3c4_11630transcript PAC:32919774protein_coding 02-mai c.-50C>A NA NA NA NA 50
Chr04 8319100 C A Chr04_8319100_C_AC_A SNP 16103.63 25 10 8 19 6 23 35 25 15 27 10 7 9 11 25 10 8 19 6 23 35 25 15 27 10 7 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_11810-Pp3c4_11830Pp3c4_11810-Pp3c4_11830intergenic_regionPp3c4_11810-Pp3c4_11830NA NA n.8319100C>ANA NA NA NA NA
Chr04 8319101 C A Chr04_8319101_C_AC_A SNP 16182.63 24 11 8 19 7 22 35 25 15 27 10 7 9 12 24 11 8 19 7 22 35 25 15 27 10 7 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_11810-Pp3c4_11830Pp3c4_11810-Pp3c4_11830intergenic_regionPp3c4_11810-Pp3c4_11830NA NA n.8319101C>ANA NA NA NA NA
Chr04 8319106 C A Chr04_8319106_C_AC_A SNP 15923.63 23 12 8 19 6 21 34 25 14 26 11 7 10 12 23 12 8 19 6 21 34 25 14 26 11 7 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_11810-Pp3c4_11830Pp3c4_11810-Pp3c4_11830intergenic_regionPp3c4_11810-Pp3c4_11830NA NA n.8319106C>ANA NA NA NA NA
Chr04 8320862 C A Chr04_8320862_C_AC_A SNP 17618.63 24 11 14 29 21 19 25 23 23 14 20 13 13 10 24 11 14 29 21 19 25 23 23 14 20 13 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_11810-Pp3c4_11830Pp3c4_11810-Pp3c4_11830intergenic_regionPp3c4_11810-Pp3c4_11830NA NA n.8320862C>ANA NA NA NA NA
Chr04 8334177 C T Chr04_8334177_C_TC_T SNP 16863.63 23 14 18 15 10 22 29 22 21 19 9 22 6 8 23 14 18 15 10 22 29 22 21 19 9 22 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11850Pp3c4_11850transcript PAC:32921227protein_codingNA c.-3227C>T NA NA NA NA 2425
Chr04 8334177 C T Chr04_8334177_C_TC_T SNP 16863.63 23 14 18 15 10 22 29 22 21 19 9 22 6 8 23 14 18 15 10 22 29 22 21 19 9 22 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11854Pp3c4_11854transcript PAC:32919378protein_codingNA c.-4946C>T NA NA NA NA 4908
Chr04 8334177 C T Chr04_8334177_C_TC_T SNP 16863.63 23 14 18 15 10 22 29 22 21 19 9 22 6 8 23 14 18 15 10 22 29 22 21 19 9 22 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11850Pp3c4_11850transcript PAC:32921228protein_codingNA c.-3227C>T NA NA NA NA 2422
Chr04 8334177 C T Chr04_8334177_C_TC_T SNP 16863.63 23 14 18 15 10 22 29 22 21 19 9 22 6 8 23 14 18 15 10 22 29 22 21 19 9 22 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_11830Pp3c4_11830transcript PAC:32922417protein_coding 01-janv c.119-275C>TNA NA NA NA NA
Chr04 8334177 C T Chr04_8334177_C_TC_T SNP 16863.63 23 14 18 15 10 22 29 22 21 19 9 22 6 8 23 14 18 15 10 22 29 22 21 19 9 22 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_11830Pp3c4_11830transcript PAC:32922418protein_coding 01-janv c.119-275C>TNA NA NA NA NA
Chr04 8334177 C T Chr04_8334177_C_TC_T SNP 16863.63 23 14 18 15 10 22 29 22 21 19 9 22 6 8 23 14 18 15 10 22 29 22 21 19 9 22 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_11830Pp3c4_11830transcript PAC:32922419protein_coding 01-janv c.-153+43C>TNA NA NA NA NA
Chr04 8334183 C G Chr04_8334183_C_GC_G SNP 16724.63 23 14 18 15 11 21 27 24 21 21 9 23 6 8 23 14 18 15 11 21 27 24 21 21 9 23 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11850Pp3c4_11850transcript PAC:32921227protein_codingNA c.-3221C>G NA NA NA NA 2419
Chr04 8334183 C G Chr04_8334183_C_GC_G SNP 16724.63 23 14 18 15 11 21 27 24 21 21 9 23 6 8 23 14 18 15 11 21 27 24 21 21 9 23 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11854Pp3c4_11854transcript PAC:32919378protein_codingNA c.-4940C>G NA NA NA NA 4902
Chr04 8334183 C G Chr04_8334183_C_GC_G SNP 16724.63 23 14 18 15 11 21 27 24 21 21 9 23 6 8 23 14 18 15 11 21 27 24 21 21 9 23 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11850Pp3c4_11850transcript PAC:32921228protein_codingNA c.-3221C>G NA NA NA NA 2416
Chr04 8334183 C G Chr04_8334183_C_GC_G SNP 16724.63 23 14 18 15 11 21 27 24 21 21 9 23 6 8 23 14 18 15 11 21 27 24 21 21 9 23 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_11830Pp3c4_11830transcript PAC:32922417protein_coding 01-janv c.119-269C>GNA NA NA NA NA
Chr04 8334183 C G Chr04_8334183_C_GC_G SNP 16724.63 23 14 18 15 11 21 27 24 21 21 9 23 6 8 23 14 18 15 11 21 27 24 21 21 9 23 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_11830Pp3c4_11830transcript PAC:32922418protein_coding 01-janv c.119-269C>GNA NA NA NA NA
Chr04 8334183 C G Chr04_8334183_C_GC_G SNP 16724.63 23 14 18 15 11 21 27 24 21 21 9 23 6 8 23 14 18 15 11 21 27 24 21 21 9 23 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_11830Pp3c4_11830transcript PAC:32922419protein_coding 01-janv c.-153+49C>GNA NA NA NA NA
Chr04 8392142 T C Chr04_8392142_T_CT_C SNP 20241.63 35 14 13 31 14 31 34 16 29 26 17 17 16 10 35 14 13 31 14 31 34 16 29 26 17 17 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_11860-Pp3c4_11900Pp3c4_11860-Pp3c4_11900intergenic_regionPp3c4_11860-Pp3c4_11900NA NA n.8392142T>CNA NA NA NA NA
Chr04 8401307 A AATAT Chr04_8401307_A_AATATA_AATAT INDEL 2165.35 23 14 12 0 0 0 0 0 0 0 0 0 0 0 23 14 12 18 7 17 26 18 16 13 8 10 8 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c4_11860-Pp3c4_11900Pp3c4_11860-Pp3c4_11900intergenic_regionPp3c4_11860-Pp3c4_11900NA NA n.8401307_8401308insATATNA NA NA NA NA
Chr04 8404656 G GTAT Chr04_8404656_G_GTATG_GTAT INDEL 20651.59 32 12 18 26 14 18 33 28 20 16 14 24 14 11 32 12 18 26 14 18 33 28 20 16 14 24 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11900Pp3c4_11900transcript PAC:32922066protein_codingNA c.-3239_-3238insTATNA NA NA NA 2214
Chr04 8404656 G GTAT Chr04_8404656_G_GTATG_GTAT INDEL 20651.59 32 12 18 26 14 18 33 28 20 16 14 24 14 11 32 12 18 26 14 18 33 28 20 16 14 24 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_11900Pp3c4_11900transcript PAC:32922067protein_codingNA c.-3239_-3238insTATNA NA NA NA 2147
Chr04 8404656 G GTAT Chr04_8404656_G_GTATG_GTAT INDEL 20651.59 32 12 18 26 14 18 33 28 20 16 14 24 14 11 32 12 18 26 14 18 33 28 20 16 14 24 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_11860-Pp3c4_11900Pp3c4_11860-Pp3c4_11900intergenic_regionPp3c4_11860-Pp3c4_11900NA NA n.8404656_8404657insTATNA NA NA NA NA
Chr04 8456465 T C Chr04_8456465_T_CT_C SNP 6163.98 0 0 0 0 0 0 0 0 30 30 27 22 13 23 29 22 19 26 28 30 23 22 30 30 27 22 13 23 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_11980-Pp3c4_12000Pp3c4_11980-Pp3c4_12000intergenic_regionPp3c4_11980-Pp3c4_12000NA NA n.8456465T>CNA NA NA NA NA
Chr04 8532223 T A Chr04_8532223_T_AT_A SNP 20027.63 32 12 21 29 23 26 18 39 25 25 26 13 9 11 32 12 21 29 23 26 18 39 25 25 26 13 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12090Pp3c4_12090transcript PAC:32922542protein_codingNA c.*3573A>T NA NA NA NA 3573
Chr04 8532223 T A Chr04_8532223_T_AT_A SNP 20027.63 32 12 21 29 23 26 18 39 25 25 26 13 9 11 32 12 21 29 23 26 18 39 25 25 26 13 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12100Pp3c4_12100transcript PAC:32921867protein_codingNA c.*3573A>T NA NA NA NA 3573
Chr04 8532223 T A Chr04_8532223_T_AT_A SNP 20027.63 32 12 21 29 23 26 18 39 25 25 26 13 9 11 32 12 21 29 23 26 18 39 25 25 26 13 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12100Pp3c4_12100transcript PAC:32921868protein_codingNA c.*4711A>T NA NA NA NA 4711
Chr04 8532223 T A Chr04_8532223_T_AT_A SNP 20027.63 32 12 21 29 23 26 18 39 25 25 26 13 9 11 32 12 21 29 23 26 18 39 25 25 26 13 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12050-Pp3c4_12090Pp3c4_12050-Pp3c4_12090intergenic_regionPp3c4_12050-Pp3c4_12090NA NA n.8532223T>ANA NA NA NA NA
Chr04 8532295 G T Chr04_8532295_G_TG_T SNP 20704.63 23 18 20 24 21 25 21 34 32 25 26 17 14 10 23 18 20 24 21 25 21 34 32 25 26 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12090Pp3c4_12090transcript PAC:32922542protein_codingNA c.*3501C>A NA NA NA NA 3501
Chr04 8532295 G T Chr04_8532295_G_TG_T SNP 20704.63 23 18 20 24 21 25 21 34 32 25 26 17 14 10 23 18 20 24 21 25 21 34 32 25 26 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12100Pp3c4_12100transcript PAC:32921867protein_codingNA c.*3501C>A NA NA NA NA 3501
Chr04 8532295 G T Chr04_8532295_G_TG_T SNP 20704.63 23 18 20 24 21 25 21 34 32 25 26 17 14 10 23 18 20 24 21 25 21 34 32 25 26 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12100Pp3c4_12100transcript PAC:32921868protein_codingNA c.*4639C>A NA NA NA NA 4639
Chr04 8532295 G T Chr04_8532295_G_TG_T SNP 20704.63 23 18 20 24 21 25 21 34 32 25 26 17 14 10 23 18 20 24 21 25 21 34 32 25 26 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12050-Pp3c4_12090Pp3c4_12050-Pp3c4_12090intergenic_regionPp3c4_12050-Pp3c4_12090NA NA n.8532295G>TNA NA NA NA NA
Chr04 8532326 G T Chr04_8532326_G_TG_T SNP 21467.63 23 18 20 20 20 25 21 28 34 25 26 17 14 10 23 18 20 20 20 25 21 28 34 25 26 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12090Pp3c4_12090transcript PAC:32922542protein_codingNA c.*3470C>A NA NA NA NA 3470
Chr04 8532326 G T Chr04_8532326_G_TG_T SNP 21467.63 23 18 20 20 20 25 21 28 34 25 26 17 14 10 23 18 20 20 20 25 21 28 34 25 26 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12100Pp3c4_12100transcript PAC:32921867protein_codingNA c.*3470C>A NA NA NA NA 3470
Chr04 8532326 G T Chr04_8532326_G_TG_T SNP 21467.63 23 18 20 20 20 25 21 28 34 25 26 17 14 10 23 18 20 20 20 25 21 28 34 25 26 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12100Pp3c4_12100transcript PAC:32921868protein_codingNA c.*4608C>A NA NA NA NA 4608
Chr04 8532326 G T Chr04_8532326_G_TG_T SNP 21467.63 23 18 20 20 20 25 21 28 34 25 26 17 14 10 23 18 20 20 20 25 21 28 34 25 26 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12050-Pp3c4_12090Pp3c4_12050-Pp3c4_12090intergenic_regionPp3c4_12050-Pp3c4_12090NA NA n.8532326G>TNA NA NA NA NA
Chr04 8532337 G T Chr04_8532337_G_TG_T SNP 21524.63 25 17 19 20 18 26 20 25 33 26 22 21 12 9 25 17 19 20 18 26 20 25 33 26 22 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12090Pp3c4_12090transcript PAC:32922542protein_codingNA c.*3459C>A NA NA NA NA 3459
Chr04 8532337 G T Chr04_8532337_G_TG_T SNP 21524.63 25 17 19 20 18 26 20 25 33 26 22 21 12 9 25 17 19 20 18 26 20 25 33 26 22 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12100Pp3c4_12100transcript PAC:32921867protein_codingNA c.*3459C>A NA NA NA NA 3459
Chr04 8532337 G T Chr04_8532337_G_TG_T SNP 21524.63 25 17 19 20 18 26 20 25 33 26 22 21 12 9 25 17 19 20 18 26 20 25 33 26 22 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12100Pp3c4_12100transcript PAC:32921868protein_codingNA c.*4597C>A NA NA NA NA 4597
Chr04 8532337 G T Chr04_8532337_G_TG_T SNP 21524.63 25 17 19 20 18 26 20 25 33 26 22 21 12 9 25 17 19 20 18 26 20 25 33 26 22 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12050-Pp3c4_12090Pp3c4_12050-Pp3c4_12090intergenic_regionPp3c4_12050-Pp3c4_12090NA NA n.8532337G>TNA NA NA NA NA
Chr04 8532434 G T Chr04_8532434_G_TG_T SNP 18116.63 32 11 16 26 19 25 17 14 39 26 16 28 9 6 32 11 16 26 19 25 17 14 39 26 16 28 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12090Pp3c4_12090transcript PAC:32922542protein_codingNA c.*3362C>A NA NA NA NA 3362
Chr04 8532434 G T Chr04_8532434_G_TG_T SNP 18116.63 32 11 16 26 19 25 17 14 39 26 16 28 9 6 32 11 16 26 19 25 17 14 39 26 16 28 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12100Pp3c4_12100transcript PAC:32921867protein_codingNA c.*3362C>A NA NA NA NA 3362
Chr04 8532434 G T Chr04_8532434_G_TG_T SNP 18116.63 32 11 16 26 19 25 17 14 39 26 16 28 9 6 32 11 16 26 19 25 17 14 39 26 16 28 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12100Pp3c4_12100transcript PAC:32921868protein_codingNA c.*4500C>A NA NA NA NA 4500
Chr04 8532434 G T Chr04_8532434_G_TG_T SNP 18116.63 32 11 16 26 19 25 17 14 39 26 16 28 9 6 32 11 16 26 19 25 17 14 39 26 16 28 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12050-Pp3c4_12090Pp3c4_12050-Pp3c4_12090intergenic_regionPp3c4_12050-Pp3c4_12090NA NA n.8532434G>TNA NA NA NA NA
Chr04 8560867 T C Chr04_8560867_T_CT_C SNP 12544.63 21 8 6 24 21 16 21 9 13 15 6 10 9 5 21 8 6 24 21 16 21 9 13 15 6 10 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12190Pp3c4_12190transcript PAC:32919515protein_codingNA c.*3062A>G NA NA NA NA 3062
Chr04 8560867 T C Chr04_8560867_T_CT_C SNP 12544.63 21 8 6 24 21 16 21 9 13 15 6 10 9 5 21 8 6 24 21 16 21 9 13 15 6 10 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12200Pp3c4_12200transcript PAC:32921225protein_codingNA c.*3320A>G NA NA NA NA 3320
Chr04 8560867 T C Chr04_8560867_T_CT_C SNP 12544.63 21 8 6 24 21 16 21 9 13 15 6 10 9 5 21 8 6 24 21 16 21 9 13 15 6 10 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_12210Pp3c4_12210transcript PAC:32919140protein_codingNA c.*4027A>G NA NA NA NA 4027
Chr04 8560867 T C Chr04_8560867_T_CT_C SNP 12544.63 21 8 6 24 21 16 21 9 13 15 6 10 9 5 21 8 6 24 21 16 21 9 13 15 6 10 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12160-Pp3c4_12190Pp3c4_12160-Pp3c4_12190intergenic_regionPp3c4_12160-Pp3c4_12190NA NA n.8560867T>CNA NA NA NA NA
Chr04 8627483 G T Chr04_8627483_G_TG_T SNP 19123.63 30 8 13 17 17 19 37 25 22 24 16 10 10 15 30 8 13 17 17 19 37 25 22 24 16 10 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12220-Pp3c4_12290Pp3c4_12220-Pp3c4_12290intergenic_regionPp3c4_12220-Pp3c4_12290NA NA n.8627483G>TNA NA NA NA NA
Chr04 8627484 A T Chr04_8627484_A_TA_T SNP 19157.63 30 8 13 17 16 19 37 24 22 24 17 10 10 14 30 8 13 17 16 19 37 24 22 24 17 10 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12220-Pp3c4_12290Pp3c4_12220-Pp3c4_12290intergenic_regionPp3c4_12220-Pp3c4_12290NA NA n.8627484A>TNA NA NA NA NA
Chr04 8627491 C CT Chr04_8627491_C_CTC_CT INDEL 19082.59 30 8 14 18 15 20 35 21 22 24 18 9 10 15 30 8 14 18 15 20 35 21 22 24 18 9 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12220-Pp3c4_12290Pp3c4_12220-Pp3c4_12290intergenic_regionPp3c4_12220-Pp3c4_12290NA NA n.8627491_8627492insTNA NA NA NA NA
Chr04 8650383 T TTA Chr04_8650383_T_TTAT_TTA INDEL 1858.93 1 0 0 1 0 3 0 0 8 13 8 10 12 8 24 10 13 20 10 21 17 9 8 13 8 10 12 8 0 0 0 0 0 0.143 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c4_12320Pp3c4_12320transcript PAC:32919951protein_codingNA c.-4737_-4736insTANA NA NA NA 3841
Chr04 8650383 T TTA Chr04_8650383_T_TTAT_TTA INDEL 1858.93 1 0 0 1 0 3 0 0 8 13 8 10 12 8 24 10 13 20 10 21 17 9 8 13 8 10 12 8 0 0 0 0 0 0.143 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c4_12320Pp3c4_12320transcript PAC:32919953protein_codingNA c.-4737_-4736insTANA NA NA NA 3857
Chr04 8650383 T TTA Chr04_8650383_T_TTAT_TTA INDEL 1858.93 1 0 0 1 0 3 0 0 8 13 8 10 12 8 24 10 13 20 10 21 17 9 8 13 8 10 12 8 0 0 0 0 0 0.143 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c4_12320Pp3c4_12320transcript PAC:32919952protein_codingNA c.-4737_-4736insTANA NA NA NA 3871
Chr04 8650383 T TTA Chr04_8650383_T_TTAT_TTA INDEL 1858.93 1 0 0 1 0 3 0 0 8 13 8 10 12 8 24 10 13 20 10 21 17 9 8 13 8 10 12 8 0 0 0 0 0 0.143 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c4_12320-Pp3c4_12350Pp3c4_12320-Pp3c4_12350intergenic_regionPp3c4_12320-Pp3c4_12350NA NA n.8650383_8650384insTANA NA NA NA NA
Chr04 8658213 C A Chr04_8658213_C_AC_A SNP 21032.63 27 21 14 21 24 29 30 24 24 17 11 13 12 16 27 21 14 21 24 29 30 24 24 17 11 13 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12320-Pp3c4_12350Pp3c4_12320-Pp3c4_12350intergenic_regionPp3c4_12320-Pp3c4_12350NA NA n.8658213C>ANA NA NA NA NA
Chr04 8658231 G A Chr04_8658231_G_AG_A SNP 21347.63 29 22 12 22 24 30 32 26 29 13 11 14 13 14 29 22 12 22 24 30 32 26 29 13 11 14 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12320-Pp3c4_12350Pp3c4_12320-Pp3c4_12350intergenic_regionPp3c4_12320-Pp3c4_12350NA NA n.8658231G>ANA NA NA NA NA
Chr04 8746573 T TTA Chr04_8746573_T_TTAT_TTA INDEL 2126.24 0 0 0 19 8 10 10 15 0 0 1 0 0 0 20 10 14 19 8 11 10 15 11 8 5 8 7 5 0 0 0 1 1 0.909 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_12460Pp3c4_12460transcript PAC:32922665protein_codingNA c.-5575_-5574insTANA NA NA NA 4975
Chr04 8746573 T TTA Chr04_8746573_T_TTAT_TTA INDEL 2126.24 0 0 0 19 8 10 10 15 0 0 1 0 0 0 20 10 14 19 8 11 10 15 11 8 5 8 7 5 0 0 0 1 1 0.909 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_12460Pp3c4_12460transcript PAC:32922666protein_codingNA c.-5575_-5574insTANA NA NA NA 4975
Chr04 8746573 T TTA Chr04_8746573_T_TTAT_TTA INDEL 2126.24 0 0 0 19 8 10 10 15 0 0 1 0 0 0 20 10 14 19 8 11 10 15 11 8 5 8 7 5 0 0 0 1 1 0.909 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_12460Pp3c4_12460transcript PAC:32922664protein_codingNA c.-5575_-5574insTANA NA NA NA 4967
Chr04 8746573 T TTA Chr04_8746573_T_TTAT_TTA INDEL 2126.24 0 0 0 19 8 10 10 15 0 0 1 0 0 0 20 10 14 19 8 11 10 15 11 8 5 8 7 5 0 0 0 1 1 0.909 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_12460Pp3c4_12460transcript PAC:32922667protein_codingNA c.-5575_-5574insTANA NA NA NA 4967
Chr04 8746573 T TTA Chr04_8746573_T_TTAT_TTA INDEL 2126.24 0 0 0 19 8 10 10 15 0 0 1 0 0 0 20 10 14 19 8 11 10 15 11 8 5 8 7 5 0 0 0 1 1 0.909 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_12460-Pp3c4_12510Pp3c4_12460-Pp3c4_12510intergenic_regionPp3c4_12460-Pp3c4_12510NA NA n.8746573_8746574insTANA NA NA NA NA
Chr04 8749305 G T Chr04_8749305_G_TG_T SNP 15831.63 20 12 11 30 17 23 25 13 16 15 9 19 7 9 20 12 11 30 17 23 25 13 16 15 9 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12460-Pp3c4_12510Pp3c4_12460-Pp3c4_12510intergenic_regionPp3c4_12460-Pp3c4_12510NA NA n.8749305G>TNA NA NA NA NA
Chr04 8749351 G T Chr04_8749351_G_TG_T SNP 13880.63 18 12 11 17 15 21 16 13 14 17 10 18 7 10 18 12 11 17 15 21 16 13 14 17 10 18 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12460-Pp3c4_12510Pp3c4_12460-Pp3c4_12510intergenic_regionPp3c4_12460-Pp3c4_12510NA NA n.8749351G>TNA NA NA NA NA
Chr04 8749532 T A Chr04_8749532_T_AT_A SNP 8972.63 8 4 6 14 13 8 12 13 8 12 6 7 5 7 8 4 6 14 13 8 12 13 8 12 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12460-Pp3c4_12510Pp3c4_12460-Pp3c4_12510intergenic_regionPp3c4_12460-Pp3c4_12510NA NA n.8749532T>ANA NA NA NA NA
Chr04 8749545 T A Chr04_8749545_T_AT_A SNP 10062.63 9 4 8 14 15 10 17 14 9 12 8 8 6 9 9 4 8 14 15 10 17 14 9 12 8 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12460-Pp3c4_12510Pp3c4_12460-Pp3c4_12510intergenic_regionPp3c4_12460-Pp3c4_12510NA NA n.8749545T>ANA NA NA NA NA
Chr04 8957638 G GT Chr04_8957638_G_GTG_GT INDEL 18338.59 34 19 17 27 19 30 28 21 31 38 13 23 15 8 34 19 17 27 19 30 28 21 31 38 13 23 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12720-Pp3c4_12741Pp3c4_12720-Pp3c4_12741intergenic_regionPp3c4_12720-Pp3c4_12741NA NA n.8957638_8957639insTNA NA NA NA NA
Chr04 9000077 C G Chr04_9000077_C_GC_G SNP 3632.98 0 0 0 0 0 0 0 0 26 14 13 10 9 8 26 15 7 23 17 24 28 22 26 14 13 10 9 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_12780-Pp3c4_12820Pp3c4_12780-Pp3c4_12820intergenic_regionPp3c4_12780-Pp3c4_12820NA NA n.9000077C>GNA NA NA NA NA
Chr04 9049954 G T Chr04_9049954_G_TG_T SNP 15444.63 30 11 13 25 20 26 22 24 19 14 15 13 9 5 30 11 13 25 20 26 22 24 19 14 15 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_12870-Pp3c4_12910Pp3c4_12870-Pp3c4_12910intergenic_regionPp3c4_12870-Pp3c4_12910NA NA n.9049954G>TNA NA NA NA NA
Chr04 9141459 G GA Chr04_9141459_G_GAG_GA INDEL 17800.59 32 20 16 26 17 33 27 36 18 31 14 26 17 9 32 20 16 26 17 33 27 36 18 31 14 26 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_13060-Pp3c4_13110Pp3c4_13060-Pp3c4_13110intergenic_regionPp3c4_13060-Pp3c4_13110NA NA n.9141459_9141460insANA NA NA NA NA
Chr04 9170320 C A Chr04_9170320_C_AC_A SNP 19355.63 31 9 18 16 18 33 21 25 28 18 11 19 12 8 31 9 18 16 18 33 21 25 28 18 11 19 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_13114-Pp3c4_13140Pp3c4_13114-Pp3c4_13140intergenic_regionPp3c4_13114-Pp3c4_13140NA NA n.9170320C>ANA NA NA NA NA
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921714protein_codingNA c.-1609delT NA NA NA NA 262
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921719protein_codingNA c.-1609delT NA NA NA NA 324
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921718protein_codingNA c.-1609delT NA NA NA NA 406
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921720protein_codingNA c.-1609delT NA NA NA NA 406
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921717protein_codingNA c.-1609delT NA NA NA NA 420
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921721protein_codingNA c.-1609delT NA NA NA NA 561
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921715protein_codingNA c.-1609delT NA NA NA NA 608
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921716protein_codingNA c.-1609delT NA NA NA NA 919
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921330protein_codingNA c.*2473delT NA NA NA NA 1920
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13304Pp3c4_13304transcript PAC:32919096protein_codingNA c.*3661delA NA NA NA NA 3458
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921332protein_codingNA c.*2473delT NA NA NA NA 1920
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921331protein_codingNA c.*2473delT NA NA NA NA 1206
Chr04 9315883 AT A Chr04_9315883_AT_AAT_A INDEL 8039.59 17 6 10 8 4 13 13 10 11 14 4 6 6 5 17 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_13280-Pp3c4_13300Pp3c4_13280-Pp3c4_13300intergenic_regionPp3c4_13280-Pp3c4_13300NA NA n.9315884delTNA NA NA NA NA
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921714protein_codingNA c.-1608T>G NA NA NA NA 261



Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921719protein_codingNA c.-1608T>G NA NA NA NA 323
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921718protein_codingNA c.-1608T>G NA NA NA NA 405
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921720protein_codingNA c.-1608T>G NA NA NA NA 405
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921717protein_codingNA c.-1608T>G NA NA NA NA 419
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921721protein_codingNA c.-1608T>G NA NA NA NA 560
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921715protein_codingNA c.-1608T>G NA NA NA NA 607
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921716protein_codingNA c.-1608T>G NA NA NA NA 918
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921330protein_codingNA c.*2474T>G NA NA NA NA 1921
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13304Pp3c4_13304transcript PAC:32919096protein_codingNA c.*3660A>C NA NA NA NA 3457
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921332protein_codingNA c.*2474T>G NA NA NA NA 1921
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921331protein_codingNA c.*2474T>G NA NA NA NA 1207
Chr04 9315885 T G Chr04_9315885_T_GT_G SNP 9488.63 18 6 10 8 4 13 13 10 11 14 4 6 6 5 18 6 10 8 4 13 13 10 11 15 4 6 6 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_13280-Pp3c4_13300Pp3c4_13280-Pp3c4_13300intergenic_regionPp3c4_13280-Pp3c4_13300NA NA n.9315885T>GNA NA NA NA NA
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921714protein_codingNA c.-1607_-1606insGGAGGGGAGGAAAAAAGCNA NA NA NA 259
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921719protein_codingNA c.-1607_-1606insGGAGGGGAGGAAAAAAGCNA NA NA NA 321
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921718protein_codingNA c.-1607_-1606insGGAGGGGAGGAAAAAAGCNA NA NA NA 403
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921720protein_codingNA c.-1607_-1606insGGAGGGGAGGAAAAAAGCNA NA NA NA 403
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921717protein_codingNA c.-1607_-1606insGGAGGGGAGGAAAAAAGCNA NA NA NA 417
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921721protein_codingNA c.-1607_-1606insGGAGGGGAGGAAAAAAGCNA NA NA NA 558
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921715protein_codingNA c.-1607_-1606insGGAGGGGAGGAAAAAAGCNA NA NA NA 605
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921716protein_codingNA c.-1607_-1606insGGAGGGGAGGAAAAAAGCNA NA NA NA 916
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921330protein_codingNA c.*2475_*2476insGGAGGGGAGGAAAAAAGCNA NA NA NA 1923
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13304Pp3c4_13304transcript PAC:32919096protein_codingNA c.*3658_*3659insGCTTTTTTCCTCCCCTCCNA NA NA NA 3455
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921332protein_codingNA c.*2475_*2476insGGAGGGGAGGAAAAAAGCNA NA NA NA 1923
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921331protein_codingNA c.*2475_*2476insGGAGGGGAGGAAAAAAGCNA NA NA NA 1209
Chr04 9315886 A AGGAGGGGAGGAAAAAAGCChr04_9315886_A_AGGAGGGGAGGAAAAAAGCA_AGGAGGGGAGGAAAAAAGCINDEL 9570.59 17 6 10 7 4 13 13 10 11 14 4 5 6 4 17 6 10 7 4 13 13 10 12 15 4 5 6 4 1 1 1 1 1 1 1 1 0.917 0.933 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_13280-Pp3c4_13300Pp3c4_13280-Pp3c4_13300intergenic_regionPp3c4_13280-Pp3c4_13300NA NA n.9315886_9315887insGGAGGGGAGGAAAAAAGCNA NA NA NA NA
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921714protein_coding 01-sept c.-112_-111insGCATAGGATCGTNA NA NA NA 1093
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921719protein_coding 01-sept c.-112_-111insGCATAGGATCGTNA NA NA NA 1093
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921718protein_coding 01-juil c.-112_-111insGCATAGGATCGTNA NA NA NA 1093
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921720protein_coding 01-août c.-892_-891insGCATAGGATCGTNA NA NA NA 1093
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921717protein_coding 01-sept c.-112_-111insGCATAGGATCGTNA NA NA NA 1093
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921721protein_codingNA c.-1094_-1093insGCATAGGATCGTNA NA NA NA 45
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921715protein_codingNA c.-1094_-1093insGCATAGGATCGTNA NA NA NA 92
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13300Pp3c4_13300transcript PAC:32921716protein_codingNA c.-1094_-1093insGCATAGGATCGTNA NA NA NA 403
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921330protein_codingNA c.*2988_*2989insGCATAGGATCGTNA NA NA NA 2436
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13304Pp3c4_13304transcript PAC:32919096protein_codingNA c.*3145_*3146insACGATCCTATGCNA NA NA NA 2942
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921332protein_codingNA c.*2988_*2989insGCATAGGATCGTNA NA NA NA 2436
Chr04 9316399 C CGCATAGGATCGTChr04_9316399_C_CGCATAGGATCGTC_CGCATAGGATCGTINDEL 32561.59 44 25 25 42 21 41 50 40 21 25 22 37 12 10 44 25 25 42 21 41 50 40 21 25 22 37 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_13280Pp3c4_13280transcript PAC:32921331protein_codingNA c.*2988_*2989insGCATAGGATCGTNA NA NA NA 1722
Chr04 9363677 C T Chr04_9363677_C_TC_T SNP 20901.63 38 21 17 21 11 20 32 32 33 32 15 23 12 6 38 21 17 21 11 20 32 32 33 32 15 23 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13390Pp3c4_13390transcript PAC:32920832protein_codingNA c.-2518G>A NA NA NA NA 1665
Chr04 9363677 C T Chr04_9363677_C_TC_T SNP 20901.63 38 21 17 21 11 20 32 32 33 32 15 23 12 6 38 21 17 21 11 20 32 32 33 32 15 23 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13389Pp3c4_13389transcript PAC:32920375protein_codingNA c.-2518G>A NA NA NA NA 1663
Chr04 9363677 C T Chr04_9363677_C_TC_T SNP 20901.63 38 21 17 21 11 20 32 32 33 32 15 23 12 6 38 21 17 21 11 20 32 32 33 32 15 23 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13400Pp3c4_13400transcript PAC:32919608protein_codingNA c.-2652C>T NA NA NA NA 2652
Chr04 9363677 C T Chr04_9363677_C_TC_T SNP 20901.63 38 21 17 21 11 20 32 32 33 32 15 23 12 6 38 21 17 21 11 20 32 32 33 32 15 23 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13389Pp3c4_13389transcript PAC:32920376protein_codingNA c.-3552G>A NA NA NA NA 1663
Chr04 9363677 C T Chr04_9363677_C_TC_T SNP 20901.63 38 21 17 21 11 20 32 32 33 32 15 23 12 6 38 21 17 21 11 20 32 32 33 32 15 23 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13400Pp3c4_13400transcript PAC:32919609protein_codingNA c.-4457C>T NA NA NA NA 4401
Chr04 9363677 C T Chr04_9363677_C_TC_T SNP 20901.63 38 21 17 21 11 20 32 32 33 32 15 23 12 6 38 21 17 21 11 20 32 32 33 32 15 23 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_13389-Pp3c4_13400Pp3c4_13389-Pp3c4_13400intergenic_regionPp3c4_13389-Pp3c4_13400NA NA n.9363677C>TNA NA NA NA NA
Chr04 9479181 T A Chr04_9479181_T_AT_A SNP 20990.63 27 9 20 37 23 23 17 20 31 19 15 11 14 5 27 9 20 37 23 23 17 20 31 19 15 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_13490-Pp3c4_13570Pp3c4_13490-Pp3c4_13570intergenic_regionPp3c4_13490-Pp3c4_13570NA NA n.9479181T>ANA NA NA NA NA
Chr04 9479183 G A Chr04_9479183_G_AG_A SNP 21234.63 27 9 20 37 24 23 15 19 31 20 13 11 14 5 27 9 20 37 24 23 15 19 31 20 13 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_13490-Pp3c4_13570Pp3c4_13490-Pp3c4_13570intergenic_regionPp3c4_13490-Pp3c4_13570NA NA n.9479183G>ANA NA NA NA NA
Chr04 9479186 A G Chr04_9479186_A_GA_G SNP 20928.63 28 9 21 36 23 23 16 19 32 20 14 11 14 5 28 9 21 36 23 23 16 19 32 20 14 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_13490-Pp3c4_13570Pp3c4_13490-Pp3c4_13570intergenic_regionPp3c4_13490-Pp3c4_13570NA NA n.9479186A>GNA NA NA NA NA
Chr04 9531880 C CA Chr04_9531880_C_CAC_CA INDEL 15296.59 23 14 13 23 17 19 26 19 14 29 23 15 9 10 23 14 13 23 17 19 26 19 14 29 23 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13610Pp3c4_13610transcript PAC:32922333protein_codingNA c.-3028_-3027insANA NA NA NA 1736
Chr04 9531880 C CA Chr04_9531880_C_CAC_CA INDEL 15296.59 23 14 13 23 17 19 26 19 14 29 23 15 9 10 23 14 13 23 17 19 26 19 14 29 23 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13610Pp3c4_13610transcript PAC:32922335protein_codingNA c.-3028_-3027insANA NA NA NA 1393
Chr04 9531880 C CA Chr04_9531880_C_CAC_CA INDEL 15296.59 23 14 13 23 17 19 26 19 14 29 23 15 9 10 23 14 13 23 17 19 26 19 14 29 23 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_13610Pp3c4_13610transcript PAC:32922334protein_codingNA c.-3028_-3027insANA NA NA NA 1781
Chr04 9531880 C CA Chr04_9531880_C_CAC_CA INDEL 15296.59 23 14 13 23 17 19 26 19 14 29 23 15 9 10 23 14 13 23 17 19 26 19 14 29 23 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_13590Pp3c4_13590transcript PAC:32919835protein_coding 09-oct c.574-25_574-24insANA NA NA NA NA
Chr04 9531880 C CA Chr04_9531880_C_CAC_CA INDEL 15296.59 23 14 13 23 17 19 26 19 14 29 23 15 9 10 23 14 13 23 17 19 26 19 14 29 23 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_13590Pp3c4_13590transcript PAC:32919836protein_coding 09-oct c.574-25_574-24insANA NA NA NA NA
Chr04 9531880 C CA Chr04_9531880_C_CAC_CA INDEL 15296.59 23 14 13 23 17 19 26 19 14 29 23 15 9 10 23 14 13 23 17 19 26 19 14 29 23 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_13590Pp3c4_13590transcript PAC:32919838protein_coding 08-sept c.505-25_505-24insANA NA NA NA NA
Chr04 9531880 C CA Chr04_9531880_C_CAC_CA INDEL 15296.59 23 14 13 23 17 19 26 19 14 29 23 15 9 10 23 14 13 23 17 19 26 19 14 29 23 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_13590Pp3c4_13590transcript PAC:32919837protein_coding 08-sept c.574-25_574-24insANA NA NA NA NA
Chr04 9531880 C CA Chr04_9531880_C_CAC_CA INDEL 15296.59 23 14 13 23 17 19 26 19 14 29 23 15 9 10 23 14 13 23 17 19 26 19 14 29 23 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_13590Pp3c4_13590transcript PAC:32919839protein_coding 07-août c.505-25_505-24insANA NA NA NA NA
Chr04 9569900 A T Chr04_9569900_A_TA_T SNP 19330.63 21 13 12 26 23 25 34 22 24 22 13 17 13 19 21 13 12 26 23 25 34 22 24 22 13 17 13 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_13700-Pp3c4_13790Pp3c4_13700-Pp3c4_13790intergenic_regionPp3c4_13700-Pp3c4_13790NA NA n.9569900A>TNA NA NA NA NA
Chr04 9621376 T C Chr04_9621376_T_CT_C SNP 19093.63 35 15 13 24 23 31 31 22 23 22 13 22 10 9 35 15 13 24 23 31 31 22 23 22 13 22 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_13700-Pp3c4_13790Pp3c4_13700-Pp3c4_13790intergenic_regionPp3c4_13700-Pp3c4_13790NA NA n.9621376T>CNA NA NA NA NA
Chr04 9787624 C A Chr04_9787624_C_AC_A SNP 20900.63 29 18 19 29 26 29 20 24 16 43 21 18 12 7 29 18 19 29 26 29 20 24 16 43 21 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14000-Pp3c4_14040Pp3c4_14000-Pp3c4_14040intergenic_regionPp3c4_14000-Pp3c4_14040NA NA n.9787624C>ANA NA NA NA NA
Chr04 9838039 G A Chr04_9838039_G_AG_A SNP 20475.63 27 15 14 20 28 27 21 32 32 30 17 9 13 13 27 15 14 20 28 27 21 32 32 30 17 9 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14000-Pp3c4_14040Pp3c4_14000-Pp3c4_14040intergenic_regionPp3c4_14000-Pp3c4_14040NA NA n.9838039G>ANA NA NA NA NA
Chr04 9838122 G A Chr04_9838122_G_AG_A SNP 20376.63 25 15 15 30 29 23 20 27 25 22 5 9 10 16 25 15 15 30 29 23 20 27 25 22 5 9 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14000-Pp3c4_14040Pp3c4_14000-Pp3c4_14040intergenic_regionPp3c4_14000-Pp3c4_14040NA NA n.9838122G>ANA NA NA NA NA
Chr04 9838127 G T Chr04_9838127_G_TG_T SNP 20337.63 26 15 15 30 27 26 21 25 21 21 5 9 10 17 26 15 15 30 27 26 21 25 21 21 5 9 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14000-Pp3c4_14040Pp3c4_14000-Pp3c4_14040intergenic_regionPp3c4_14000-Pp3c4_14040NA NA n.9838127G>TNA NA NA NA NA
Chr04 9838157 G T Chr04_9838157_G_TG_T SNP 19067.63 27 19 16 33 23 28 26 28 18 21 7 7 9 15 27 19 16 33 23 28 26 28 18 21 7 7 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14000-Pp3c4_14040Pp3c4_14000-Pp3c4_14040intergenic_regionPp3c4_14000-Pp3c4_14040NA NA n.9838157G>TNA NA NA NA NA
Chr04 9838184 G T Chr04_9838184_G_TG_T SNP 19283.63 29 18 15 34 23 28 27 33 20 17 12 7 11 16 29 18 15 34 23 28 27 33 20 17 12 7 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14000-Pp3c4_14040Pp3c4_14000-Pp3c4_14040intergenic_regionPp3c4_14000-Pp3c4_14040NA NA n.9838184G>TNA NA NA NA NA
Chr04 9838766 G T Chr04_9838766_G_TG_T SNP 19596.63 27 6 18 24 21 29 27 30 27 22 21 12 20 6 27 6 18 24 21 29 27 30 27 22 21 12 20 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14000-Pp3c4_14040Pp3c4_14000-Pp3c4_14040intergenic_regionPp3c4_14000-Pp3c4_14040NA NA n.9838766G>TNA NA NA NA NA
Chr04 9840882 C T Chr04_9840882_C_TC_T SNP 19681.63 24 8 15 23 22 33 32 25 35 29 11 13 11 12 24 8 15 23 22 33 32 25 35 29 11 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14000-Pp3c4_14040Pp3c4_14000-Pp3c4_14040intergenic_regionPp3c4_14000-Pp3c4_14040NA NA n.9840882C>TNA NA NA NA NA
Chr04 9840944 A T Chr04_9840944_A_TA_T SNP 20774.63 32 11 17 26 25 33 25 28 34 31 14 7 14 9 32 11 17 26 25 33 25 28 34 31 14 7 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14000-Pp3c4_14040Pp3c4_14000-Pp3c4_14040intergenic_regionPp3c4_14000-Pp3c4_14040NA NA n.9840944A>TNA NA NA NA NA
Chr04 9895575 G A Chr04_9895575_G_AG_A SNP 6366.29 0 0 0 25 17 24 35 21 0 0 0 0 0 0 26 15 15 25 17 24 35 21 24 29 13 14 10 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_14090Pp3c4_14090transcript PAC:32920819protein_codingNA c.-3552C>T NA NA NA NA 3269
Chr04 9895575 G A Chr04_9895575_G_AG_A SNP 6366.29 0 0 0 25 17 24 35 21 0 0 0 0 0 0 26 15 15 25 17 24 35 21 24 29 13 14 10 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_14090Pp3c4_14090transcript PAC:32920820protein_codingNA c.-3552C>T NA NA NA NA 3236
Chr04 9895575 G A Chr04_9895575_G_AG_A SNP 6366.29 0 0 0 25 17 24 35 21 0 0 0 0 0 0 26 15 15 25 17 24 35 21 24 29 13 14 10 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_14090Pp3c4_14090transcript PAC:32920821protein_codingNA c.-3552C>T NA NA NA NA 3236
Chr04 9895575 G A Chr04_9895575_G_AG_A SNP 6366.29 0 0 0 25 17 24 35 21 0 0 0 0 0 0 26 15 15 25 17 24 35 21 24 29 13 14 10 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_14090Pp3c4_14090transcript PAC:32920822protein_codingNA c.-3552C>T NA NA NA NA 3236
Chr04 9895575 G A Chr04_9895575_G_AG_A SNP 6366.29 0 0 0 25 17 24 35 21 0 0 0 0 0 0 26 15 15 25 17 24 35 21 24 29 13 14 10 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_14090-Pp3c4_14140Pp3c4_14090-Pp3c4_14140intergenic_regionPp3c4_14090-Pp3c4_14140NA NA n.9895575G>ANA NA NA NA NA
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 missense_variantMODERATE Pp3c4_14280Pp3c4_14280transcript PAC:32919411protein_coding 01-févr c.346T>A p.Tyr116Asn 514/1366 346/951 116/316 NA
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 missense_variantMODERATE Pp3c4_14280Pp3c4_14280transcript PAC:32919414protein_coding 01-févr c.346T>A p.Tyr116Asn 536/1735 346/768 116/255 NA
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 missense_variantMODERATE Pp3c4_14280Pp3c4_14280transcript PAC:32919412protein_coding 01-févr c.346T>A p.Tyr116Asn 530/1688 346/768 116/255 NA
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 missense_variantMODERATE Pp3c4_14280Pp3c4_14280transcript PAC:32919413protein_coding 01-févr c.346T>A p.Tyr116Asn 530/1692 346/768 116/255 NA
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922092protein_codingNA c.-6432T>A NA NA NA NA 4922
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922094protein_codingNA c.-6432T>A NA NA NA NA 4922
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922100protein_codingNA c.-6432T>A NA NA NA NA 4922
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922098protein_codingNA c.-6432T>A NA NA NA NA 4984
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922089protein_codingNA c.-5571T>A NA NA NA NA 4922
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922090protein_codingNA c.-5571T>A NA NA NA NA 4922
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922091protein_codingNA c.-6432T>A NA NA NA NA 4922
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922093protein_codingNA c.-6432T>A NA NA NA NA 4922
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922095protein_codingNA c.-6432T>A NA NA NA NA 4922
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922099protein_codingNA c.-6432T>A NA NA NA NA 4922
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922101protein_codingNA c.-6432T>A NA NA NA NA 4922
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_14260Pp3c4_14260transcript PAC:32922102protein_codingNA c.-6432T>A NA NA NA NA 4922
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c4_14270Pp3c4_14270transcript PAC:32921421protein_codingNA c.*3213A>T NA NA NA NA 2092
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c4_14290Pp3c4_14290transcript PAC:32921058protein_codingNA c.*1552T>A NA NA NA NA 1061
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c4_14270Pp3c4_14270transcript PAC:32921422protein_codingNA c.*3213A>T NA NA NA NA 2859
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c4_14280Pp3c4_14280transcript PAC:32919415protein_coding 01-févr c.250-21T>A NA NA NA NA NA
Chr04 9964399 A T Chr04_9964399_A_TA_T SNP 9087.29 19 17 14 0 0 0 0 0 17 14 12 18 5 9 19 17 14 27 20 19 31 21 17 14 12 18 5 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c4_14280Pp3c4_14280transcript PAC:32919416protein_coding 01-févr c.250-21T>A NA NA NA NA NA
Chr04 10111572 G A Chr04_10111572_G_AG_A SNP 21287.63 41 15 12 29 27 33 35 26 23 26 10 20 14 9 41 15 12 29 27 33 35 26 23 26 10 20 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919710protein_codingNA c.-1644C>T NA NA NA NA 1216
Chr04 10111572 G A Chr04_10111572_G_AG_A SNP 21287.63 41 15 12 29 27 33 35 26 23 26 10 20 14 9 41 15 12 29 27 33 35 26 23 26 10 20 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919713protein_codingNA c.-1644C>T NA NA NA NA 1216
Chr04 10111572 G A Chr04_10111572_G_AG_A SNP 21287.63 41 15 12 29 27 33 35 26 23 26 10 20 14 9 41 15 12 29 27 33 35 26 23 26 10 20 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919714protein_codingNA c.-1644C>T NA NA NA NA 1216
Chr04 10111572 G A Chr04_10111572_G_AG_A SNP 21287.63 41 15 12 29 27 33 35 26 23 26 10 20 14 9 41 15 12 29 27 33 35 26 23 26 10 20 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919715protein_codingNA c.-1644C>T NA NA NA NA 1216
Chr04 10111572 G A Chr04_10111572_G_AG_A SNP 21287.63 41 15 12 29 27 33 35 26 23 26 10 20 14 9 41 15 12 29 27 33 35 26 23 26 10 20 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919711protein_codingNA c.-1644C>T NA NA NA NA 1225
Chr04 10111572 G A Chr04_10111572_G_AG_A SNP 21287.63 41 15 12 29 27 33 35 26 23 26 10 20 14 9 41 15 12 29 27 33 35 26 23 26 10 20 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919712protein_codingNA c.-1644C>T NA NA NA NA 1216
Chr04 10111572 G A Chr04_10111572_G_AG_A SNP 21287.63 41 15 12 29 27 33 35 26 23 26 10 20 14 9 41 15 12 29 27 33 35 26 23 26 10 20 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14490-Pp3c4_14498Pp3c4_14490-Pp3c4_14498intergenic_regionPp3c4_14490-Pp3c4_14498NA NA n.10111572G>ANA NA NA NA NA
Chr04 10111899 G T Chr04_10111899_G_TG_T SNP 17669.63 25 5 13 33 20 27 28 23 19 22 11 20 16 9 26 5 13 33 20 27 28 23 19 22 11 20 16 9 0.962 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919710protein_codingNA c.-1971C>A NA NA NA NA 1543
Chr04 10111899 G T Chr04_10111899_G_TG_T SNP 17669.63 25 5 13 33 20 27 28 23 19 22 11 20 16 9 26 5 13 33 20 27 28 23 19 22 11 20 16 9 0.962 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919713protein_codingNA c.-1971C>A NA NA NA NA 1543
Chr04 10111899 G T Chr04_10111899_G_TG_T SNP 17669.63 25 5 13 33 20 27 28 23 19 22 11 20 16 9 26 5 13 33 20 27 28 23 19 22 11 20 16 9 0.962 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919714protein_codingNA c.-1971C>A NA NA NA NA 1543
Chr04 10111899 G T Chr04_10111899_G_TG_T SNP 17669.63 25 5 13 33 20 27 28 23 19 22 11 20 16 9 26 5 13 33 20 27 28 23 19 22 11 20 16 9 0.962 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919715protein_codingNA c.-1971C>A NA NA NA NA 1543
Chr04 10111899 G T Chr04_10111899_G_TG_T SNP 17669.63 25 5 13 33 20 27 28 23 19 22 11 20 16 9 26 5 13 33 20 27 28 23 19 22 11 20 16 9 0.962 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919711protein_codingNA c.-1971C>A NA NA NA NA 1552
Chr04 10111899 G T Chr04_10111899_G_TG_T SNP 17669.63 25 5 13 33 20 27 28 23 19 22 11 20 16 9 26 5 13 33 20 27 28 23 19 22 11 20 16 9 0.962 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14490Pp3c4_14490transcript PAC:32919712protein_codingNA c.-1971C>A NA NA NA NA 1543
Chr04 10111899 G T Chr04_10111899_G_TG_T SNP 17669.63 25 5 13 33 20 27 28 23 19 22 11 20 16 9 26 5 13 33 20 27 28 23 19 22 11 20 16 9 0.962 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14490-Pp3c4_14498Pp3c4_14490-Pp3c4_14498intergenic_regionPp3c4_14490-Pp3c4_14498NA NA n.10111899G>TNA NA NA NA NA
Chr04 10119501 GA G Chr04_10119501_GA_GGA_G INDEL 19865.59 39 20 19 24 25 31 19 29 39 34 18 19 15 17 39 20 19 24 25 31 19 29 39 34 18 19 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14498Pp3c4_14498transcript PAC:32921478protein_codingNA c.*1215delA NA NA NA NA 1215
Chr04 10119501 GA G Chr04_10119501_GA_GGA_G INDEL 19865.59 39 20 19 24 25 31 19 29 39 34 18 19 15 17 39 20 19 24 25 31 19 29 39 34 18 19 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14520Pp3c4_14520transcript PAC:32919906protein_codingNA c.*4222delT NA NA NA NA 3687
Chr04 10119501 GA G Chr04_10119501_GA_GGA_G INDEL 19865.59 39 20 19 24 25 31 19 29 39 34 18 19 15 17 39 20 19 24 25 31 19 29 39 34 18 19 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14520Pp3c4_14520transcript PAC:32919907protein_codingNA c.*4222delT NA NA NA NA 3880
Chr04 10119501 GA G Chr04_10119501_GA_GGA_G INDEL 19865.59 39 20 19 24 25 31 19 29 39 34 18 19 15 17 39 20 19 24 25 31 19 29 39 34 18 19 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14498-Pp3c4_14520Pp3c4_14498-Pp3c4_14520intergenic_regionPp3c4_14498-Pp3c4_14520NA NA n.10119502delANA NA NA NA NA
Chr04 10120921 G C Chr04_10120921_G_CG_C SNP 16391.63 17 10 13 17 23 19 20 22 23 13 20 8 9 11 17 10 13 17 23 19 20 22 23 13 20 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14498Pp3c4_14498transcript PAC:32921478protein_codingNA c.*2634G>C NA NA NA NA 2634
Chr04 10120921 G C Chr04_10120921_G_CG_C SNP 16391.63 17 10 13 17 23 19 20 22 23 13 20 8 9 11 17 10 13 17 23 19 20 22 23 13 20 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14520Pp3c4_14520transcript PAC:32919906protein_codingNA c.*2803C>G NA NA NA NA 2268
Chr04 10120921 G C Chr04_10120921_G_CG_C SNP 16391.63 17 10 13 17 23 19 20 22 23 13 20 8 9 11 17 10 13 17 23 19 20 22 23 13 20 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14520Pp3c4_14520transcript PAC:32919907protein_codingNA c.*2803C>G NA NA NA NA 2461
Chr04 10120921 G C Chr04_10120921_G_CG_C SNP 16391.63 17 10 13 17 23 19 20 22 23 13 20 8 9 11 17 10 13 17 23 19 20 22 23 13 20 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14498-Pp3c4_14520Pp3c4_14498-Pp3c4_14520intergenic_regionPp3c4_14498-Pp3c4_14520NA NA n.10120921G>CNA NA NA NA NA
Chr04 10120922 C A Chr04_10120922_C_AC_A SNP 16391.63 17 10 13 17 22 19 20 22 23 13 20 7 9 11 17 10 13 17 22 19 20 22 23 13 20 7 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14498Pp3c4_14498transcript PAC:32921478protein_codingNA c.*2635C>A NA NA NA NA 2635
Chr04 10120922 C A Chr04_10120922_C_AC_A SNP 16391.63 17 10 13 17 22 19 20 22 23 13 20 7 9 11 17 10 13 17 22 19 20 22 23 13 20 7 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14520Pp3c4_14520transcript PAC:32919906protein_codingNA c.*2802G>T NA NA NA NA 2267
Chr04 10120922 C A Chr04_10120922_C_AC_A SNP 16391.63 17 10 13 17 22 19 20 22 23 13 20 7 9 11 17 10 13 17 22 19 20 22 23 13 20 7 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14520Pp3c4_14520transcript PAC:32919907protein_codingNA c.*2802G>T NA NA NA NA 2460
Chr04 10120922 C A Chr04_10120922_C_AC_A SNP 16391.63 17 10 13 17 22 19 20 22 23 13 20 7 9 11 17 10 13 17 22 19 20 22 23 13 20 7 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14498-Pp3c4_14520Pp3c4_14498-Pp3c4_14520intergenic_regionPp3c4_14498-Pp3c4_14520NA NA n.10120922C>ANA NA NA NA NA
Chr04 10136012 T A Chr04_10136012_T_AT_A SNP 15323.63 21 7 12 15 15 27 40 17 14 15 7 10 11 4 21 7 12 15 15 27 40 17 14 15 7 10 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14530Pp3c4_14530transcript PAC:32922230protein_codingNA c.*2963T>A NA NA NA NA 2428
Chr04 10136012 T A Chr04_10136012_T_AT_A SNP 15323.63 21 7 12 15 15 27 40 17 14 15 7 10 11 4 21 7 12 15 15 27 40 17 14 15 7 10 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14540Pp3c4_14540transcript PAC:32919557protein_codingNA c.*1386T>A NA NA NA NA 132
Chr04 10136012 T A Chr04_10136012_T_AT_A SNP 15323.63 21 7 12 15 15 27 40 17 14 15 7 10 11 4 21 7 12 15 15 27 40 17 14 15 7 10 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14530Pp3c4_14530transcript PAC:32922231protein_codingNA c.*2963T>A NA NA NA NA 2963
Chr04 10136012 T A Chr04_10136012_T_AT_A SNP 15323.63 21 7 12 15 15 27 40 17 14 15 7 10 11 4 21 7 12 15 15 27 40 17 14 15 7 10 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14540-Pp3c4_14550Pp3c4_14540-Pp3c4_14550intergenic_regionPp3c4_14540-Pp3c4_14550NA NA n.10136012T>ANA NA NA NA NA
Chr04 10136024 G A Chr04_10136024_G_AG_A SNP 15849.63 23 8 11 18 17 27 40 19 14 16 10 13 12 4 23 8 11 18 17 27 40 19 14 16 10 13 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14530Pp3c4_14530transcript PAC:32922230protein_codingNA c.*2975G>A NA NA NA NA 2440
Chr04 10136024 G A Chr04_10136024_G_AG_A SNP 15849.63 23 8 11 18 17 27 40 19 14 16 10 13 12 4 23 8 11 18 17 27 40 19 14 16 10 13 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14540Pp3c4_14540transcript PAC:32919557protein_codingNA c.*1398G>A NA NA NA NA 144
Chr04 10136024 G A Chr04_10136024_G_AG_A SNP 15849.63 23 8 11 18 17 27 40 19 14 16 10 13 12 4 23 8 11 18 17 27 40 19 14 16 10 13 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14530Pp3c4_14530transcript PAC:32922231protein_codingNA c.*2975G>A NA NA NA NA 2975
Chr04 10136024 G A Chr04_10136024_G_AG_A SNP 15849.63 23 8 11 18 17 27 40 19 14 16 10 13 12 4 23 8 11 18 17 27 40 19 14 16 10 13 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14540-Pp3c4_14550Pp3c4_14540-Pp3c4_14550intergenic_regionPp3c4_14540-Pp3c4_14550NA NA n.10136024G>ANA NA NA NA NA
Chr04 10180799 G T Chr04_10180799_G_TG_T SNP 10787.63 6 8 12 13 9 16 12 17 15 13 9 18 7 5 6 8 12 13 9 16 12 17 15 13 9 18 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14561-Pp3c4_14620Pp3c4_14561-Pp3c4_14620intergenic_regionPp3c4_14561-Pp3c4_14620NA NA n.10180799G>TNA NA NA NA NA
Chr04 10183942 TTA T Chr04_10183942_TTA_TTTA_T INDEL 2437.93 0 0 0 0 0 0 0 0 16 21 10 5 7 6 22 14 17 17 11 27 20 15 16 23 10 5 7 6 0 0 0 0 0 0 0 0 1 0.913 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_14561-Pp3c4_14620Pp3c4_14561-Pp3c4_14620intergenic_regionPp3c4_14561-Pp3c4_14620NA NA n.10183943_10183944delTANA NA NA NA NA
Chr04 10231300 T TA Chr04_10231300_T_TAT_TA INDEL 20422.59 28 17 12 43 19 36 20 25 24 26 18 17 10 12 28 17 12 43 19 36 20 25 24 26 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14634Pp3c4_14634transcript PAC:32921830protein_codingNA c.-4373_-4372insTNA NA NA NA 4373
Chr04 10231300 T TA Chr04_10231300_T_TAT_TA INDEL 20422.59 28 17 12 43 19 36 20 25 24 26 18 17 10 12 28 17 12 43 19 36 20 25 24 26 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14634-Pp3c4_14680Pp3c4_14634-Pp3c4_14680intergenic_regionPp3c4_14634-Pp3c4_14680NA NA n.10231300_10231301insANA NA NA NA NA
Chr04 10231321 AT A Chr04_10231321_AT_AAT_A INDEL 23276.59 27 20 14 38 18 33 23 28 24 25 18 17 11 11 27 20 14 38 18 33 23 28 24 25 18 17 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14634Pp3c4_14634transcript PAC:32921830protein_codingNA c.-4394delA NA NA NA NA 4394
Chr04 10231321 AT A Chr04_10231321_AT_AAT_A INDEL 23276.59 27 20 14 38 18 33 23 28 24 25 18 17 11 11 27 20 14 38 18 33 23 28 24 25 18 17 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14634-Pp3c4_14680Pp3c4_14634-Pp3c4_14680intergenic_regionPp3c4_14634-Pp3c4_14680NA NA n.10231322delTNA NA NA NA NA
Chr04 10231324 T A Chr04_10231324_T_AT_A SNP 23015.63 28 20 14 38 19 34 23 28 24 25 18 17 11 10 28 20 14 38 19 34 23 28 24 25 18 17 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14634Pp3c4_14634transcript PAC:32921830protein_codingNA c.-4396A>T NA NA NA NA 4396
Chr04 10231324 T A Chr04_10231324_T_AT_A SNP 23015.63 28 20 14 38 19 34 23 28 24 25 18 17 11 10 28 20 14 38 19 34 23 28 24 25 18 17 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14634-Pp3c4_14680Pp3c4_14634-Pp3c4_14680intergenic_regionPp3c4_14634-Pp3c4_14680NA NA n.10231324T>ANA NA NA NA NA
Chr04 10231330 C A Chr04_10231330_C_AC_A SNP 23070.63 29 19 14 39 18 33 22 26 26 25 18 17 10 9 29 19 14 39 18 33 22 26 26 25 18 17 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14634Pp3c4_14634transcript PAC:32921830protein_codingNA c.-4402G>T NA NA NA NA 4402
Chr04 10231330 C A Chr04_10231330_C_AC_A SNP 23070.63 29 19 14 39 18 33 22 26 26 25 18 17 10 9 29 19 14 39 18 33 22 26 26 25 18 17 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14634-Pp3c4_14680Pp3c4_14634-Pp3c4_14680intergenic_regionPp3c4_14634-Pp3c4_14680NA NA n.10231330C>ANA NA NA NA NA
Chr04 10231332 C A Chr04_10231332_C_AC_A SNP 22890.63 30 20 13 38 18 33 23 25 27 25 18 18 10 10 30 20 13 38 18 33 23 25 27 25 18 18 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14634Pp3c4_14634transcript PAC:32921830protein_codingNA c.-4404G>T NA NA NA NA 4404
Chr04 10231332 C A Chr04_10231332_C_AC_A SNP 22890.63 30 20 13 38 18 33 23 25 27 25 18 18 10 10 30 20 13 38 18 33 23 25 27 25 18 18 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14634-Pp3c4_14680Pp3c4_14634-Pp3c4_14680intergenic_regionPp3c4_14634-Pp3c4_14680NA NA n.10231332C>ANA NA NA NA NA
Chr04 10251422 C CA Chr04_10251422_C_CAC_CA INDEL 15543.59 16 22 9 23 16 25 36 13 15 14 8 14 11 11 16 22 9 23 16 25 36 13 15 14 8 14 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14700Pp3c4_14700transcript PAC:32918991protein_codingNA c.-1017_-1016insTNA NA NA NA 695
Chr04 10251422 C CA Chr04_10251422_C_CAC_CA INDEL 15543.59 16 22 9 23 16 25 36 13 15 14 8 14 11 11 16 22 9 23 16 25 36 13 15 14 8 14 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14700Pp3c4_14700transcript PAC:32918992protein_codingNA c.-1017_-1016insTNA NA NA NA 249
Chr04 10251422 C CA Chr04_10251422_C_CAC_CA INDEL 15543.59 16 22 9 23 16 25 36 13 15 14 8 14 11 11 16 22 9 23 16 25 36 13 15 14 8 14 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14700-Pp3c4_14730Pp3c4_14700-Pp3c4_14730intergenic_regionPp3c4_14700-Pp3c4_14730NA NA n.10251422_10251423insANA NA NA NA NA
Chr04 10251477 C CG Chr04_10251477_C_CGC_CG INDEL 15813.59 21 29 7 29 20 19 37 15 22 15 9 16 10 11 21 29 7 29 20 19 37 15 22 15 9 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14700Pp3c4_14700transcript PAC:32918991protein_codingNA c.-1072_-1071insCNA NA NA NA 750
Chr04 10251477 C CG Chr04_10251477_C_CGC_CG INDEL 15813.59 21 29 7 29 20 19 37 15 22 15 9 16 10 11 21 29 7 29 20 19 37 15 22 15 9 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14700Pp3c4_14700transcript PAC:32918992protein_codingNA c.-1072_-1071insCNA NA NA NA 304
Chr04 10251477 C CG Chr04_10251477_C_CGC_CG INDEL 15813.59 21 29 7 29 20 19 37 15 22 15 9 16 10 11 21 29 7 29 20 19 37 15 22 15 9 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14700-Pp3c4_14730Pp3c4_14700-Pp3c4_14730intergenic_regionPp3c4_14700-Pp3c4_14730NA NA n.10251477_10251478insGNA NA NA NA NA
Chr04 10326055 C A Chr04_10326055_C_AC_A SNP 15418.63 15 15 20 24 19 21 13 10 12 25 11 14 13 11 15 15 20 24 19 21 13 10 12 25 11 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14749Pp3c4_14749transcript PAC:32919870protein_codingNA c.-1338G>T NA NA NA NA 1338
Chr04 10326055 C A Chr04_10326055_C_AC_A SNP 15418.63 15 15 20 24 19 21 13 10 12 25 11 14 13 11 15 15 20 24 19 21 13 10 12 25 11 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14749-Pp3c4_14760Pp3c4_14749-Pp3c4_14760intergenic_regionPp3c4_14749-Pp3c4_14760NA NA n.10326055C>ANA NA NA NA NA
Chr04 10326065 C A Chr04_10326065_C_AC_A SNP 15302.63 13 16 19 26 19 21 11 11 14 21 9 12 13 9 13 16 19 26 19 21 11 11 14 21 9 12 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14749Pp3c4_14749transcript PAC:32919870protein_codingNA c.-1348G>T NA NA NA NA 1348
Chr04 10326065 C A Chr04_10326065_C_AC_A SNP 15302.63 13 16 19 26 19 21 11 11 14 21 9 12 13 9 13 16 19 26 19 21 11 11 14 21 9 12 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14749-Pp3c4_14760Pp3c4_14749-Pp3c4_14760intergenic_regionPp3c4_14749-Pp3c4_14760NA NA n.10326065C>ANA NA NA NA NA
Chr04 10326071 C A Chr04_10326071_C_AC_A SNP 14731.63 12 13 19 25 20 19 13 12 14 22 9 13 14 9 12 13 19 25 20 19 13 12 14 22 9 13 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14749Pp3c4_14749transcript PAC:32919870protein_codingNA c.-1354G>T NA NA NA NA 1354
Chr04 10326071 C A Chr04_10326071_C_AC_A SNP 14731.63 12 13 19 25 20 19 13 12 14 22 9 13 14 9 12 13 19 25 20 19 13 12 14 22 9 13 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14749-Pp3c4_14760Pp3c4_14749-Pp3c4_14760intergenic_regionPp3c4_14749-Pp3c4_14760NA NA n.10326071C>ANA NA NA NA NA
Chr04 10326157 G A Chr04_10326157_G_AG_A SNP 11006.63 20 9 15 22 19 14 17 5 9 7 4 9 5 12 20 9 15 22 19 14 17 5 9 7 4 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14749Pp3c4_14749transcript PAC:32919870protein_codingNA c.-1440C>T NA NA NA NA 1440
Chr04 10326157 G A Chr04_10326157_G_AG_A SNP 11006.63 20 9 15 22 19 14 17 5 9 7 4 9 5 12 20 9 15 22 19 14 17 5 9 7 4 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14749-Pp3c4_14760Pp3c4_14749-Pp3c4_14760intergenic_regionPp3c4_14749-Pp3c4_14760NA NA n.10326157G>ANA NA NA NA NA
Chr04 10326252 C A Chr04_10326252_C_AC_A SNP 9618.63 30 10 15 19 13 20 10 8 5 8 7 8 5 9 30 10 15 19 13 20 10 8 5 8 7 8 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_14749Pp3c4_14749transcript PAC:32919870protein_codingNA c.-1535G>T NA NA NA NA 1535
Chr04 10326252 C A Chr04_10326252_C_AC_A SNP 9618.63 30 10 15 19 13 20 10 8 5 8 7 8 5 9 30 10 15 19 13 20 10 8 5 8 7 8 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14749-Pp3c4_14760Pp3c4_14749-Pp3c4_14760intergenic_regionPp3c4_14749-Pp3c4_14760NA NA n.10326252C>ANA NA NA NA NA
Chr04 10333746 G C Chr04_10333746_G_CG_C SNP 15632.63 19 13 12 23 17 14 28 18 12 21 4 18 12 13 19 13 12 23 17 14 28 18 12 21 4 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14760Pp3c4_14760transcript PAC:32919873protein_codingNA c.*891C>G NA NA NA NA 316
Chr04 10333746 G C Chr04_10333746_G_CG_C SNP 15632.63 19 13 12 23 17 14 28 18 12 21 4 18 12 13 19 13 12 23 17 14 28 18 12 21 4 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14760Pp3c4_14760transcript PAC:32919874protein_codingNA c.*891C>G NA NA NA NA 204
Chr04 10333746 G C Chr04_10333746_G_CG_C SNP 15632.63 19 13 12 23 17 14 28 18 12 21 4 18 12 13 19 13 12 23 17 14 28 18 12 21 4 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14749-Pp3c4_14760Pp3c4_14749-Pp3c4_14760intergenic_regionPp3c4_14749-Pp3c4_14760NA NA n.10333746G>CNA NA NA NA NA
Chr04 10333751 G T Chr04_10333751_G_TG_T SNP 15773.63 18 12 13 23 18 15 29 19 12 21 4 18 11 14 18 12 13 23 18 15 29 19 12 21 4 18 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14760Pp3c4_14760transcript PAC:32919873protein_codingNA c.*886C>A NA NA NA NA 311
Chr04 10333751 G T Chr04_10333751_G_TG_T SNP 15773.63 18 12 13 23 18 15 29 19 12 21 4 18 11 14 18 12 13 23 18 15 29 19 12 21 4 18 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_14760Pp3c4_14760transcript PAC:32919874protein_codingNA c.*886C>A NA NA NA NA 199
Chr04 10333751 G T Chr04_10333751_G_TG_T SNP 15773.63 18 12 13 23 18 15 29 19 12 21 4 18 11 14 18 12 13 23 18 15 29 19 12 21 4 18 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14749-Pp3c4_14760Pp3c4_14749-Pp3c4_14760intergenic_regionPp3c4_14749-Pp3c4_14760NA NA n.10333751G>TNA NA NA NA NA
Chr04 10518801 G T Chr04_10518801_G_TG_T SNP 14204.63 20 12 13 19 13 15 20 11 14 19 13 17 6 5 20 12 13 19 13 15 20 11 14 19 13 17 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14920-Pp3c4_15010Pp3c4_14920-Pp3c4_15010intergenic_regionPp3c4_14920-Pp3c4_15010NA NA n.10518801G>TNA NA NA NA NA
Chr04 10518823 G A Chr04_10518823_G_AG_A SNP 14655.63 19 10 15 28 15 16 15 9 12 19 13 18 6 5 19 10 15 28 15 16 15 9 12 19 13 18 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14920-Pp3c4_15010Pp3c4_14920-Pp3c4_15010intergenic_regionPp3c4_14920-Pp3c4_15010NA NA n.10518823G>ANA NA NA NA NA
Chr04 10518940 G T Chr04_10518940_G_TG_T SNP 16810.63 26 13 15 23 16 25 25 14 15 24 16 24 11 6 26 13 15 23 16 25 25 14 15 24 16 24 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_14920-Pp3c4_15010Pp3c4_14920-Pp3c4_15010intergenic_regionPp3c4_14920-Pp3c4_15010NA NA n.10518940G>TNA NA NA NA NA
Chr04 10604262 G GTTAGAATTGATGGAACTTTATTGTTACAATTTCTAChr04_10604262_G_GTTAGAATTGATGGAACTTTATTGTTACAATTTCTAG_GTTAGAATTGATGGAACTTTATTGTTACAATTTCTAINDEL 16850.59 20 6 9 22 10 15 18 9 17 19 12 8 7 6 20 6 9 22 10 15 18 9 17 19 12 8 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_15113Pp3c4_15113transcript PAC:32922653protein_codingNA c.*2012_*2013insTTAGAATTGATGGAACTTTATTGTTACAATTTCTANA NA NA NA 2013
Chr04 10604262 G GTTAGAATTGATGGAACTTTATTGTTACAATTTCTAChr04_10604262_G_GTTAGAATTGATGGAACTTTATTGTTACAATTTCTAG_GTTAGAATTGATGGAACTTTATTGTTACAATTTCTAINDEL 16850.59 20 6 9 22 10 15 18 9 17 19 12 8 7 6 20 6 9 22 10 15 18 9 17 19 12 8 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_15113-Pp3c4_15120Pp3c4_15113-Pp3c4_15120intergenic_regionPp3c4_15113-Pp3c4_15120NA NA n.10604262_10604263insTTAGAATTGATGGAACTTTATTGTTACAATTTCTANA NA NA NA NA
Chr04 10663266 G A Chr04_10663266_G_AG_A SNP 4152.98 0 0 0 0 0 0 0 0 22 21 17 8 21 11 25 13 13 27 15 30 15 22 22 21 17 8 21 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c4_15260Pp3c4_15260transcript PAC:32919003protein_codingNA c.*4361C>T NA NA NA NA 4361
Chr04 10663266 G A Chr04_10663266_G_AG_A SNP 4152.98 0 0 0 0 0 0 0 0 22 21 17 8 21 11 25 13 13 27 15 30 15 22 22 21 17 8 21 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_15250-Pp3c4_15260Pp3c4_15250-Pp3c4_15260intergenic_regionPp3c4_15250-Pp3c4_15260NA NA n.10663266G>ANA NA NA NA NA
Chr04 10664168 A AT Chr04_10664168_A_ATA_AT INDEL 10537.59 27 10 10 14 11 17 18 13 17 22 13 12 7 10 27 10 10 14 11 17 18 13 17 22 13 12 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_15260Pp3c4_15260transcript PAC:32919003protein_codingNA c.*3458_*3459insANA NA NA NA 3458
Chr04 10664168 A AT Chr04_10664168_A_ATA_AT INDEL 10537.59 27 10 10 14 11 17 18 13 17 22 13 12 7 10 27 10 10 14 11 17 18 13 17 22 13 12 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_15250-Pp3c4_15260Pp3c4_15250-Pp3c4_15260intergenic_regionPp3c4_15250-Pp3c4_15260NA NA n.10664168_10664169insTNA NA NA NA NA
Chr04 10664206 C G Chr04_10664206_C_GC_G SNP 14158.63 27 9 9 21 12 22 19 11 17 20 11 19 5 11 27 9 9 21 12 22 19 11 17 20 11 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_15260Pp3c4_15260transcript PAC:32919003protein_codingNA c.*3421G>C NA NA NA NA 3421
Chr04 10664206 C G Chr04_10664206_C_GC_G SNP 14158.63 27 9 9 21 12 22 19 11 17 20 11 19 5 11 27 9 9 21 12 22 19 11 17 20 11 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_15250-Pp3c4_15260Pp3c4_15250-Pp3c4_15260intergenic_regionPp3c4_15250-Pp3c4_15260NA NA n.10664206C>GNA NA NA NA NA
Chr04 10664321 AG A Chr04_10664321_AG_AAG_A INDEL 15495.59 27 10 10 22 17 21 17 16 18 15 10 15 7 9 27 10 10 22 17 21 17 16 18 15 10 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_15260Pp3c4_15260transcript PAC:32919003protein_codingNA c.*3305delC NA NA NA NA 3305
Chr04 10664321 AG A Chr04_10664321_AG_AAG_A INDEL 15495.59 27 10 10 22 17 21 17 16 18 15 10 15 7 9 27 10 10 22 17 21 17 16 18 15 10 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_15250-Pp3c4_15260Pp3c4_15250-Pp3c4_15260intergenic_regionPp3c4_15250-Pp3c4_15260NA NA n.10664322delGNA NA NA NA NA
Chr04 10664357 C T Chr04_10664357_C_TC_T SNP 12275.63 20 7 8 17 12 15 14 11 15 14 9 10 8 4 20 7 8 17 12 15 14 11 15 14 9 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_15260Pp3c4_15260transcript PAC:32919003protein_codingNA c.*3270G>A NA NA NA NA 3270
Chr04 10664357 C T Chr04_10664357_C_TC_T SNP 12275.63 20 7 8 17 12 15 14 11 15 14 9 10 8 4 20 7 8 17 12 15 14 11 15 14 9 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_15250-Pp3c4_15260Pp3c4_15250-Pp3c4_15260intergenic_regionPp3c4_15250-Pp3c4_15260NA NA n.10664357C>TNA NA NA NA NA
Chr04 10691875 A AAT Chr04_10691875_A_AATA_AAT INDEL 271.37 1 10 0 0 0 1 1 0 1 0 0 0 0 0 10 10 11 21 15 16 15 26 12 19 10 6 7 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c4_15290Pp3c4_15290transcript PAC:32922232protein_codingNA c.-4056_-4055insATNA NA NA NA 3995
Chr04 10691875 A AAT Chr04_10691875_A_AATA_AAT INDEL 271.37 1 10 0 0 0 1 1 0 1 0 0 0 0 0 10 10 11 21 15 16 15 26 12 19 10 6 7 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c4_15290Pp3c4_15290transcript PAC:32922233protein_codingNA c.-4056_-4055insATNA NA NA NA 3954
Chr04 10691875 A AAT Chr04_10691875_A_AATA_AAT INDEL 271.37 1 10 0 0 0 1 1 0 1 0 0 0 0 0 10 10 11 21 15 16 15 26 12 19 10 6 7 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c4_15290Pp3c4_15290transcript PAC:32922234protein_codingNA c.-4056_-4055insATNA NA NA NA 3864
Chr04 10691875 A AAT Chr04_10691875_A_AATA_AAT INDEL 271.37 1 10 0 0 0 1 1 0 1 0 0 0 0 0 10 10 11 21 15 16 15 26 12 19 10 6 7 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c4_15310Pp3c4_15310transcript PAC:32922818protein_codingNA c.*1827_*1828insATNA NA NA NA 683
Chr04 10691875 A AAT Chr04_10691875_A_AATA_AAT INDEL 271.37 1 10 0 0 0 1 1 0 1 0 0 0 0 0 10 10 11 21 15 16 15 26 12 19 10 6 7 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c4_15310Pp3c4_15310transcript PAC:32922821protein_codingNA c.*1827_*1828insATNA NA NA NA 805
Chr04 10691875 A AAT Chr04_10691875_A_AATA_AAT INDEL 271.37 1 10 0 0 0 1 1 0 1 0 0 0 0 0 10 10 11 21 15 16 15 26 12 19 10 6 7 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c4_15310Pp3c4_15310transcript PAC:32922819protein_codingNA c.*1827_*1828insATNA NA NA NA 837
Chr04 10691875 A AAT Chr04_10691875_A_AATA_AAT INDEL 271.37 1 10 0 0 0 1 1 0 1 0 0 0 0 0 10 10 11 21 15 16 15 26 12 19 10 6 7 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c4_15310Pp3c4_15310transcript PAC:32922820protein_codingNA c.*1827_*1828insATNA NA NA NA 837
Chr04 10691875 A AAT Chr04_10691875_A_AATA_AAT INDEL 271.37 1 10 0 0 0 1 1 0 1 0 0 0 0 0 10 10 11 21 15 16 15 26 12 19 10 6 7 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c4_15290-Pp3c4_15310Pp3c4_15290-Pp3c4_15310intergenic_regionPp3c4_15290-Pp3c4_15310NA NA n.10691875_10691876insATNA NA NA NA NA
Chr04 10708451 A AAT Chr04_10708451_A_AATA_AAT INDEL 5963.24 27 11 10 0 1 1 0 0 11 12 7 8 4 9 27 11 10 12 14 12 15 15 11 12 7 8 4 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c4_15339Pp3c4_15339transcript PAC:32921653protein_codingNA c.-3232_-3231insATNA NA NA NA 2422
Chr04 10708451 A AAT Chr04_10708451_A_AATA_AAT INDEL 5963.24 27 11 10 0 1 1 0 0 11 12 7 8 4 9 27 11 10 12 14 12 15 15 11 12 7 8 4 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c4_15310-Pp3c4_15339Pp3c4_15310-Pp3c4_15339intergenic_regionPp3c4_15310-Pp3c4_15339NA NA n.10708451_10708452insATNA NA NA NA NA
Chr04 10781269 A AAT Chr04_10781269_A_AATA_AAT INDEL 157.37 1 0 0 2 0 2 1 0 1 0 0 8 0 0 19 8 7 12 11 9 15 7 5 14 5 8 4 8 0 0 0 0.167 0 0.222 0 0 0 0 0 1 0 0 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c4_15540Pp3c4_15540transcript PAC:32920679protein_codingNA c.*5505_*5506insATNA NA NA NA 4478
Chr04 10781269 A AAT Chr04_10781269_A_AATA_AAT INDEL 157.37 1 0 0 2 0 2 1 0 1 0 0 8 0 0 19 8 7 12 11 9 15 7 5 14 5 8 4 8 0 0 0 0.167 0 0.222 0 0 0 0 0 1 0 0 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c4_15540Pp3c4_15540transcript PAC:32920682protein_codingNA c.*6113_*6114insATNA NA NA NA 4526
Chr04 10781269 A AAT Chr04_10781269_A_AATA_AAT INDEL 157.37 1 0 0 2 0 2 1 0 1 0 0 8 0 0 19 8 7 12 11 9 15 7 5 14 5 8 4 8 0 0 0 0.167 0 0.222 0 0 0 0 0 1 0 0 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c4_15540Pp3c4_15540transcript PAC:32920683protein_codingNA c.*5505_*5506insATNA NA NA NA 4525
Chr04 10781269 A AAT Chr04_10781269_A_AATA_AAT INDEL 157.37 1 0 0 2 0 2 1 0 1 0 0 8 0 0 19 8 7 12 11 9 15 7 5 14 5 8 4 8 0 0 0 0.167 0 0.222 0 0 0 0 0 1 0 0 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c4_15540Pp3c4_15540transcript PAC:32920680protein_codingNA c.*5505_*5506insATNA NA NA NA 4510
Chr04 10781269 A AAT Chr04_10781269_A_AATA_AAT INDEL 157.37 1 0 0 2 0 2 1 0 1 0 0 8 0 0 19 8 7 12 11 9 15 7 5 14 5 8 4 8 0 0 0 0.167 0 0.222 0 0 0 0 0 1 0 0 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c4_15540Pp3c4_15540transcript PAC:32920681protein_codingNA c.*6113_*6114insATNA NA NA NA 4510
Chr04 10781269 A AAT Chr04_10781269_A_AATA_AAT INDEL 157.37 1 0 0 2 0 2 1 0 1 0 0 8 0 0 19 8 7 12 11 9 15 7 5 14 5 8 4 8 0 0 0 0.167 0 0.222 0 0 0 0 0 1 0 0 0 1 1 2 1 0 0 intergenic_regionMODIFIER Pp3c4_15540-Pp3c4_15559Pp3c4_15540-Pp3c4_15559intergenic_regionPp3c4_15540-Pp3c4_15559NA NA n.10781269_10781270insATNA NA NA NA NA
Chr04 10816668 G GTA Chr04_10816668_G_GTAG_GTA INDEL 1638.93 0 0 0 0 0 1 0 1 9 12 8 8 5 6 12 6 5 13 12 21 14 16 9 13 8 8 5 6 0 0 0 0 0 0 0 0 1 0.923 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c4_15559Pp3c4_15559transcript PAC:32918934protein_codingNA c.-2652_-2651insTANA NA NA NA 2255
Chr04 10816668 G GTA Chr04_10816668_G_GTAG_GTA INDEL 1638.93 0 0 0 0 0 1 0 1 9 12 8 8 5 6 12 6 5 13 12 21 14 16 9 13 8 8 5 6 0 0 0 0 0 0 0 0 1 0.923 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c4_15570Pp3c4_15570transcript PAC:32919948protein_codingNA c.*4546_*4547insTANA NA NA NA 3877
Chr04 10816668 G GTA Chr04_10816668_G_GTAG_GTA INDEL 1638.93 0 0 0 0 0 1 0 1 9 12 8 8 5 6 12 6 5 13 12 21 14 16 9 13 8 8 5 6 0 0 0 0 0 0 0 0 1 0.923 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_15540-Pp3c4_15559Pp3c4_15540-Pp3c4_15559intergenic_regionPp3c4_15540-Pp3c4_15559NA NA n.10816668_10816669insTANA NA NA NA NA
Chr04 10993647 T TG Chr04_10993647_T_TGT_TG INDEL 16740.59 22 8 9 30 9 16 35 23 24 19 16 11 12 12 22 8 9 30 9 16 35 23 24 19 16 11 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_15860Pp3c4_15860transcript PAC:32920419protein_coding juil-20 c.1332+109_1332+110insCNA NA NA NA NA
Chr04 10993647 T TG Chr04_10993647_T_TGT_TG INDEL 16740.59 22 8 9 30 9 16 35 23 24 19 16 11 12 12 22 8 9 30 9 16 35 23 24 19 16 11 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_15860Pp3c4_15860transcript PAC:32920420protein_coding juin-16 c.810+109_810+110insCNA NA NA NA NA
Chr04 10996268 C A Chr04_10996268_C_AC_A SNP 14322.63 21 14 12 22 20 12 31 14 17 23 12 14 10 10 21 14 12 22 20 12 31 14 17 23 12 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_15860Pp3c4_15860transcript PAC:32920420protein_coding févr-17 c.-192G>T NA NA NA NA 192
Chr04 10996268 C A Chr04_10996268_C_AC_A SNP 14322.63 21 14 12 22 20 12 31 14 17 23 12 14 10 10 21 14 12 22 20 12 31 14 17 23 12 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_15860Pp3c4_15860transcript PAC:32920419protein_coding janv-20 c.109-35G>T NA NA NA NA NA
Chr04 11168413 A AT Chr04_11168413_A_ATA_AT INDEL 17093.59 29 17 19 27 19 29 40 19 29 15 16 18 11 7 29 17 19 27 19 29 40 19 29 15 16 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16170Pp3c4_16170transcript PAC:32919925protein_codingNA c.*5194_*5195insANA NA NA NA 4669
Chr04 11168413 A AT Chr04_11168413_A_ATA_AT INDEL 17093.59 29 17 19 27 19 29 40 19 29 15 16 18 11 7 29 17 19 27 19 29 40 19 29 15 16 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16170Pp3c4_16170transcript PAC:32919926protein_codingNA c.*5194_*5195insANA NA NA NA 4528
Chr04 11168413 A AT Chr04_11168413_A_ATA_AT INDEL 17093.59 29 17 19 27 19 29 40 19 29 15 16 18 11 7 29 17 19 27 19 29 40 19 29 15 16 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16170Pp3c4_16170transcript PAC:32919927protein_codingNA c.*5194_*5195insANA NA NA NA 4528
Chr04 11168413 A AT Chr04_11168413_A_ATA_AT INDEL 17093.59 29 17 19 27 19 29 40 19 29 15 16 18 11 7 29 17 19 27 19 29 40 19 29 15 16 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16170Pp3c4_16170transcript PAC:32919928protein_codingNA c.*5194_*5195insANA NA NA NA 4528
Chr04 11168413 A AT Chr04_11168413_A_ATA_AT INDEL 17093.59 29 17 19 27 19 29 40 19 29 15 16 18 11 7 29 17 19 27 19 29 40 19 29 15 16 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16170Pp3c4_16170transcript PAC:32919929protein_codingNA c.*5194_*5195insANA NA NA NA 4528



Chr04 11168413 A AT Chr04_11168413_A_ATA_AT INDEL 17093.59 29 17 19 27 19 29 40 19 29 15 16 18 11 7 29 17 19 27 19 29 40 19 29 15 16 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16170Pp3c4_16170transcript PAC:32919930protein_codingNA c.*5194_*5195insANA NA NA NA 4528
Chr04 11168413 A AT Chr04_11168413_A_ATA_AT INDEL 17093.59 29 17 19 27 19 29 40 19 29 15 16 18 11 7 29 17 19 27 19 29 40 19 29 15 16 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16170Pp3c4_16170transcript PAC:32919931protein_codingNA c.*5194_*5195insANA NA NA NA 4528
Chr04 11168413 A AT Chr04_11168413_A_ATA_AT INDEL 17093.59 29 17 19 27 19 29 40 19 29 15 16 18 11 7 29 17 19 27 19 29 40 19 29 15 16 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_16140Pp3c4_16140transcript PAC:32922466protein_coding 02-juil c.667-61_667-60insANA NA NA NA NA
Chr04 11168413 A AT Chr04_11168413_A_ATA_AT INDEL 17093.59 29 17 19 27 19 29 40 19 29 15 16 18 11 7 29 17 19 27 19 29 40 19 29 15 16 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_16140Pp3c4_16140transcript PAC:32922467protein_coding 03-août c.667-61_667-60insANA NA NA NA NA
Chr04 11168413 A AT Chr04_11168413_A_ATA_AT INDEL 17093.59 29 17 19 27 19 29 40 19 29 15 16 18 11 7 29 17 19 27 19 29 40 19 29 15 16 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_16140Pp3c4_16140transcript PAC:32922468protein_coding 02-juil c.667-61_667-60insANA NA NA NA NA
Chr04 11201906 G A Chr04_11201906_G_AG_A SNP 16219.63 28 18 15 16 11 24 31 21 21 23 12 11 11 7 28 18 15 16 11 24 31 21 21 23 12 11 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16190-Pp3c4_16200Pp3c4_16190-Pp3c4_16200intergenic_regionPp3c4_16190-Pp3c4_16200NA NA n.11201906G>ANA NA NA NA NA
Chr04 11223098 TTA T Chr04_11223098_TTA_TTTA_T INDEL 10341.59 19 7 5 16 19 16 23 23 12 11 7 15 9 7 19 8 5 16 19 18 23 23 12 11 7 15 9 7 1 0.875 1 1 1 0.889 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16210Pp3c4_16210transcript PAC:32920405protein_codingNA c.-841_-840delTANA NA NA NA 840
Chr04 11223098 TTA T Chr04_11223098_TTA_TTTA_T INDEL 10341.59 19 7 5 16 19 16 23 23 12 11 7 15 9 7 19 8 5 16 19 18 23 23 12 11 7 15 9 7 1 0.875 1 1 1 0.889 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16210Pp3c4_16210transcript PAC:32920406protein_codingNA c.-841_-840delTANA NA NA NA 448
Chr04 11223098 TTA T Chr04_11223098_TTA_TTTA_T INDEL 10341.59 19 7 5 16 19 16 23 23 12 11 7 15 9 7 19 8 5 16 19 18 23 23 12 11 7 15 9 7 1 0.875 1 1 1 0.889 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16210-Pp3c4_16220Pp3c4_16210-Pp3c4_16220intergenic_regionPp3c4_16210-Pp3c4_16220NA NA n.11223099_11223100delTANA NA NA NA NA
Chr04 11289159 TTA T Chr04_11289159_TTA_TTTA_T INDEL 6670.59 17 12 6 13 18 13 18 14 8 11 6 7 9 5 17 13 6 14 18 15 19 15 8 13 6 8 9 6 1 0.923 1 0.929 1 0.867 0.947 0.933 1 0.846 1 0.875 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16360Pp3c4_16360transcript PAC:32921370protein_codingNA c.-2979_-2978delTANA NA NA NA 2978
Chr04 11289159 TTA T Chr04_11289159_TTA_TTTA_T INDEL 6670.59 17 12 6 13 18 13 18 14 8 11 6 7 9 5 17 13 6 14 18 15 19 15 8 13 6 8 9 6 1 0.923 1 0.929 1 0.867 0.947 0.933 1 0.846 1 0.875 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16360Pp3c4_16360transcript PAC:32921371protein_codingNA c.-2979_-2978delTANA NA NA NA 2782
Chr04 11289159 TTA T Chr04_11289159_TTA_TTTA_T INDEL 6670.59 17 12 6 13 18 13 18 14 8 11 6 7 9 5 17 13 6 14 18 15 19 15 8 13 6 8 9 6 1 0.923 1 0.929 1 0.867 0.947 0.933 1 0.846 1 0.875 1 0.833 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16360-Pp3c4_16380Pp3c4_16360-Pp3c4_16380intergenic_regionPp3c4_16360-Pp3c4_16380NA NA n.11289160_11289161delTANA NA NA NA NA
Chr04 11303237 A G Chr04_11303237_A_GA_G SNP 19303.63 21 9 18 24 22 32 25 22 23 27 16 19 10 10 21 9 18 24 22 32 25 22 23 27 16 19 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16360-Pp3c4_16380Pp3c4_16360-Pp3c4_16380intergenic_regionPp3c4_16360-Pp3c4_16380NA NA n.11303237A>GNA NA NA NA NA
Chr04 11303267 TG T Chr04_11303267_TG_TTG_T INDEL 20025.59 21 12 18 20 18 27 22 26 17 26 17 20 10 9 21 12 18 20 18 27 22 26 17 26 17 20 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16360-Pp3c4_16380Pp3c4_16360-Pp3c4_16380intergenic_regionPp3c4_16360-Pp3c4_16380NA NA n.11303268delGNA NA NA NA NA
Chr04 11303288 AG A Chr04_11303288_AG_AAG_A INDEL 20857.59 20 12 20 18 20 31 25 26 25 30 18 22 13 8 20 12 20 18 20 31 25 26 25 30 18 22 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16360-Pp3c4_16380Pp3c4_16360-Pp3c4_16380intergenic_regionPp3c4_16360-Pp3c4_16380NA NA n.11303289delGNA NA NA NA NA
Chr04 11360788 G C Chr04_11360788_G_CG_C SNP 17509.63 31 16 9 24 13 28 30 25 14 18 8 21 7 9 31 16 9 24 13 28 30 25 14 18 8 21 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_16430Pp3c4_16430transcript PAC:32922197protein_coding avr-18 c.1195C>G p.Gln399Glu 1195/3030 1195/3030 399/1009 NA
Chr04 11360788 G C Chr04_11360788_G_CG_C SNP 17509.63 31 16 9 24 13 28 30 25 14 18 8 21 7 9 31 16 9 24 13 28 30 25 14 18 8 21 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_16430Pp3c4_16430transcript PAC:32922198protein_coding avr-20 c.1195C>G p.Gln399Glu 2434/4919 1195/3030 399/1009 NA
Chr04 11360788 G C Chr04_11360788_G_CG_C SNP 17509.63 31 16 9 24 13 28 30 25 14 18 8 21 7 9 31 16 9 24 13 28 30 25 14 18 8 21 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16430Pp3c4_16430transcript PAC:32922199protein_codingNA c.-995C>G NA NA NA NA 916
Chr04 11360788 G C Chr04_11360788_G_CG_C SNP 17509.63 31 16 9 24 13 28 30 25 14 18 8 21 7 9 31 16 9 24 13 28 30 25 14 18 8 21 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16430Pp3c4_16430transcript PAC:32922200protein_codingNA c.-995C>G NA NA NA NA 577
Chr04 11360788 G C Chr04_11360788_G_CG_C SNP 17509.63 31 16 9 24 13 28 30 25 14 18 8 21 7 9 31 16 9 24 13 28 30 25 14 18 8 21 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16429Pp3c4_16429transcript PAC:32920883protein_codingNA c.*5118G>C NA NA NA NA 4934
Chr04 11360788 G C Chr04_11360788_G_CG_C SNP 17509.63 31 16 9 24 13 28 30 25 14 18 8 21 7 9 31 16 9 24 13 28 30 25 14 18 8 21 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16440Pp3c4_16440transcript PAC:32920645protein_codingNA c.*3218C>G NA NA NA NA 3218
Chr04 11360829 G C Chr04_11360829_G_CG_C SNP 18103.63 26 15 8 22 11 32 38 19 13 16 9 20 6 9 26 15 8 22 11 32 38 19 13 16 9 20 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_16430Pp3c4_16430transcript PAC:32922197protein_coding avr-18 c.1154C>G p.Thr385Arg 1154/3030 1154/3030 385/1009 NA
Chr04 11360829 G C Chr04_11360829_G_CG_C SNP 18103.63 26 15 8 22 11 32 38 19 13 16 9 20 6 9 26 15 8 22 11 32 38 19 13 16 9 20 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_16430Pp3c4_16430transcript PAC:32922198protein_coding avr-20 c.1154C>G p.Thr385Arg 2393/4919 1154/3030 385/1009 NA
Chr04 11360829 G C Chr04_11360829_G_CG_C SNP 18103.63 26 15 8 22 11 32 38 19 13 16 9 20 6 9 26 15 8 22 11 32 38 19 13 16 9 20 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16430Pp3c4_16430transcript PAC:32922199protein_codingNA c.-1036C>G NA NA NA NA 957
Chr04 11360829 G C Chr04_11360829_G_CG_C SNP 18103.63 26 15 8 22 11 32 38 19 13 16 9 20 6 9 26 15 8 22 11 32 38 19 13 16 9 20 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16430Pp3c4_16430transcript PAC:32922200protein_codingNA c.-1036C>G NA NA NA NA 618
Chr04 11360829 G C Chr04_11360829_G_CG_C SNP 18103.63 26 15 8 22 11 32 38 19 13 16 9 20 6 9 26 15 8 22 11 32 38 19 13 16 9 20 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16429Pp3c4_16429transcript PAC:32920883protein_codingNA c.*5159G>C NA NA NA NA 4975
Chr04 11360829 G C Chr04_11360829_G_CG_C SNP 18103.63 26 15 8 22 11 32 38 19 13 16 9 20 6 9 26 15 8 22 11 32 38 19 13 16 9 20 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16440Pp3c4_16440transcript PAC:32920645protein_codingNA c.*3177C>G NA NA NA NA 3177
Chr04 11421277 A T Chr04_11421277_A_TA_T SNP 15575.63 15 10 10 35 14 30 14 20 24 19 9 7 10 8 15 10 10 35 14 30 14 20 24 19 9 7 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_16570Pp3c4_16570transcript PAC:32922746protein_codingNA c.*5074A>T NA NA NA NA 4503
Chr04 11421277 A T Chr04_11421277_A_TA_T SNP 15575.63 15 10 10 35 14 30 14 20 24 19 9 7 10 8 15 10 10 35 14 30 14 20 24 19 9 7 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16570-Pp3c4_16600Pp3c4_16570-Pp3c4_16600intergenic_regionPp3c4_16570-Pp3c4_16600NA NA n.11421277A>TNA NA NA NA NA
Chr04 11455249 T TTA Chr04_11455249_T_TTAT_TTA INDEL 284.37 0 2 0 0 0 1 0 1 0 0 0 0 0 10 18 11 7 22 14 20 17 14 14 13 11 4 9 10 0 0.182 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c4_16610Pp3c4_16610transcript PAC:32922206protein_codingNA c.-2153_-2152insTANA NA NA NA 1708
Chr04 11455249 T TTA Chr04_11455249_T_TTAT_TTA INDEL 284.37 0 2 0 0 0 1 0 1 0 0 0 0 0 10 18 11 7 22 14 20 17 14 14 13 11 4 9 10 0 0.182 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c4_16620Pp3c4_16620transcript PAC:32921875protein_codingNA c.-1286_-1285insTANA NA NA NA 1286
Chr04 11455249 T TTA Chr04_11455249_T_TTAT_TTA INDEL 284.37 0 2 0 0 0 1 0 1 0 0 0 0 0 10 18 11 7 22 14 20 17 14 14 13 11 4 9 10 0 0.182 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c4_16610Pp3c4_16610transcript PAC:32922207protein_codingNA c.-2153_-2152insTANA NA NA NA 1796
Chr04 11455249 T TTA Chr04_11455249_T_TTAT_TTA INDEL 284.37 0 2 0 0 0 1 0 1 0 0 0 0 0 10 18 11 7 22 14 20 17 14 14 13 11 4 9 10 0 0.182 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c4_16620-Pp3c4_16650Pp3c4_16620-Pp3c4_16650intergenic_regionPp3c4_16620-Pp3c4_16650NA NA n.11455249_11455250insTANA NA NA NA NA
Chr04 11491378 G T Chr04_11491378_G_TG_T SNP 13069.63 16 7 8 21 13 18 19 8 23 23 7 11 7 4 16 7 8 21 13 18 19 8 23 23 7 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16650Pp3c4_16650transcript PAC:32921820protein_codingNA c.-1336G>T NA NA NA NA 1029
Chr04 11491378 G T Chr04_11491378_G_TG_T SNP 13069.63 16 7 8 21 13 18 19 8 23 23 7 11 7 4 16 7 8 21 13 18 19 8 23 23 7 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16650Pp3c4_16650transcript PAC:32921821protein_codingNA c.-1351G>T NA NA NA NA 1351
Chr04 11491378 G T Chr04_11491378_G_TG_T SNP 13069.63 16 7 8 21 13 18 19 8 23 23 7 11 7 4 16 7 8 21 13 18 19 8 23 23 7 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16620-Pp3c4_16650Pp3c4_16620-Pp3c4_16650intergenic_regionPp3c4_16620-Pp3c4_16650NA NA n.11491378G>TNA NA NA NA NA
Chr04 11491379 G T Chr04_11491379_G_TG_T SNP 13114.63 16 7 8 21 13 18 19 7 21 23 7 11 7 4 16 7 8 21 13 18 19 7 21 23 7 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16650Pp3c4_16650transcript PAC:32921820protein_codingNA c.-1335G>T NA NA NA NA 1028
Chr04 11491379 G T Chr04_11491379_G_TG_T SNP 13114.63 16 7 8 21 13 18 19 7 21 23 7 11 7 4 16 7 8 21 13 18 19 7 21 23 7 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16650Pp3c4_16650transcript PAC:32921821protein_codingNA c.-1350G>T NA NA NA NA 1350
Chr04 11491379 G T Chr04_11491379_G_TG_T SNP 13114.63 16 7 8 21 13 18 19 7 21 23 7 11 7 4 16 7 8 21 13 18 19 7 21 23 7 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16620-Pp3c4_16650Pp3c4_16620-Pp3c4_16650intergenic_regionPp3c4_16620-Pp3c4_16650NA NA n.11491379G>TNA NA NA NA NA
Chr04 11491383 G T Chr04_11491383_G_TG_T SNP 12845.63 16 6 8 20 13 16 17 7 19 23 7 12 7 4 16 6 8 20 13 16 17 7 19 23 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16650Pp3c4_16650transcript PAC:32921820protein_codingNA c.-1331G>T NA NA NA NA 1024
Chr04 11491383 G T Chr04_11491383_G_TG_T SNP 12845.63 16 6 8 20 13 16 17 7 19 23 7 12 7 4 16 6 8 20 13 16 17 7 19 23 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16650Pp3c4_16650transcript PAC:32921821protein_codingNA c.-1346G>T NA NA NA NA 1346
Chr04 11491383 G T Chr04_11491383_G_TG_T SNP 12845.63 16 6 8 20 13 16 17 7 19 23 7 12 7 4 16 6 8 20 13 16 17 7 19 23 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16620-Pp3c4_16650Pp3c4_16620-Pp3c4_16650intergenic_regionPp3c4_16620-Pp3c4_16650NA NA n.11491383G>TNA NA NA NA NA
Chr04 11491384 TGGGG T Chr04_11491384_TGGGG_TTGGGG_T INDEL 12791.59 16 6 8 20 13 16 16 7 19 23 7 12 7 4 16 6 8 20 13 16 16 7 19 23 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16650Pp3c4_16650transcript PAC:32921820protein_codingNA c.-1329_-1326delGGGGNA NA NA NA 1022
Chr04 11491384 TGGGG T Chr04_11491384_TGGGG_TTGGGG_T INDEL 12791.59 16 6 8 20 13 16 16 7 19 23 7 12 7 4 16 6 8 20 13 16 16 7 19 23 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16650Pp3c4_16650transcript PAC:32921821protein_codingNA c.-1344_-1341delGGGGNA NA NA NA 1344
Chr04 11491384 TGGGG T Chr04_11491384_TGGGG_TTGGGG_T INDEL 12791.59 16 6 8 20 13 16 16 7 19 23 7 12 7 4 16 6 8 20 13 16 16 7 19 23 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16620-Pp3c4_16650Pp3c4_16620-Pp3c4_16650intergenic_regionPp3c4_16620-Pp3c4_16650NA NA n.11491385_11491388delGGGGNA NA NA NA NA
Chr04 11491388 G GTTTT Chr04_11491388_G_GTTTTG_GTTTT INDEL 12206.59 16 6 8 20 13 15 15 7 19 23 7 12 7 4 16 6 8 20 13 15 15 7 19 23 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16650Pp3c4_16650transcript PAC:32921820protein_codingNA c.-1326_-1325insTTTTNA NA NA NA 1018
Chr04 11491388 G GTTTT Chr04_11491388_G_GTTTTG_GTTTT INDEL 12206.59 16 6 8 20 13 15 15 7 19 23 7 12 7 4 16 6 8 20 13 15 15 7 19 23 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_16650Pp3c4_16650transcript PAC:32921821protein_codingNA c.-1341_-1340insTTTTNA NA NA NA 1340
Chr04 11491388 G GTTTT Chr04_11491388_G_GTTTTG_GTTTT INDEL 12206.59 16 6 8 20 13 15 15 7 19 23 7 12 7 4 16 6 8 20 13 15 15 7 19 23 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16620-Pp3c4_16650Pp3c4_16620-Pp3c4_16650intergenic_regionPp3c4_16620-Pp3c4_16650NA NA n.11491388_11491389insTTTTNA NA NA NA NA
Chr04 11559362 T A Chr04_11559362_T_AT_A SNP 14371.63 23 9 19 30 7 25 17 21 17 18 14 16 5 13 23 9 19 30 7 25 17 21 17 18 14 17 5 13 1 1 1 1 1 1 1 1 1 1 1 0.941 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16670-Pp3c4_16750Pp3c4_16670-Pp3c4_16750intergenic_regionPp3c4_16670-Pp3c4_16750NA NA n.11559362T>ANA NA NA NA NA
Chr04 11562821 C CAT Chr04_11562821_C_CATC_CAT INDEL 6035.24 17 8 9 0 0 0 0 0 12 8 12 14 4 12 19 9 10 22 9 18 28 17 12 8 12 14 4 12 0.895 0.889 0.9 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c4_16670-Pp3c4_16750Pp3c4_16670-Pp3c4_16750intergenic_regionPp3c4_16670-Pp3c4_16750NA NA n.11562821_11562822insATNA NA NA NA NA
Chr04 11591427 G GTA Chr04_11591427_G_GTAG_GTA INDEL 2649.93 1 0 0 0 0 0 0 1 13 19 11 14 8 8 22 14 11 19 20 23 30 21 13 19 11 16 8 8 0 0 0 0 0 0 0 0 1 1 1 0.875 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c4_16760Pp3c4_16760transcript PAC:32920601protein_codingNA c.-2553_-2552insTANA NA NA NA 2552
Chr04 11591427 G GTA Chr04_11591427_G_GTAG_GTA INDEL 2649.93 1 0 0 0 0 0 0 1 13 19 11 14 8 8 22 14 11 19 20 23 30 21 13 19 11 16 8 8 0 0 0 0 0 0 0 0 1 1 1 0.875 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c4_16760Pp3c4_16760transcript PAC:32920602protein_codingNA c.-2553_-2552insTANA NA NA NA 2480
Chr04 11591427 G GTA Chr04_11591427_G_GTAG_GTA INDEL 2649.93 1 0 0 0 0 0 0 1 13 19 11 14 8 8 22 14 11 19 20 23 30 21 13 19 11 16 8 8 0 0 0 0 0 0 0 0 1 1 1 0.875 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c4_16750Pp3c4_16750transcript PAC:32922284protein_codingNA c.*2919_*2920insTANA NA NA NA 2586
Chr04 11591427 G GTA Chr04_11591427_G_GTAG_GTA INDEL 2649.93 1 0 0 0 0 0 0 1 13 19 11 14 8 8 22 14 11 19 20 23 30 21 13 19 11 16 8 8 0 0 0 0 0 0 0 0 1 1 1 0.875 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c4_16750Pp3c4_16750transcript PAC:32922285protein_codingNA c.*2919_*2920insTANA NA NA NA 2414
Chr04 11591427 G GTA Chr04_11591427_G_GTAG_GTA INDEL 2649.93 1 0 0 0 0 0 0 1 13 19 11 14 8 8 22 14 11 19 20 23 30 21 13 19 11 16 8 8 0 0 0 0 0 0 0 0 1 1 1 0.875 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_16750-Pp3c4_16760Pp3c4_16750-Pp3c4_16760intergenic_regionPp3c4_16750-Pp3c4_16760NA NA n.11591427_11591428insTANA NA NA NA NA
Chr04 11619485 C CTA Chr04_11619485_C_CTAC_CTA INDEL 5941.24 14 13 14 0 0 0 1 0 8 6 6 12 4 5 15 13 14 15 14 19 15 16 8 6 6 12 4 5 0.933 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c4_16820-Pp3c4_16840Pp3c4_16820-Pp3c4_16840intergenic_regionPp3c4_16820-Pp3c4_16840NA NA n.11619485_11619486insTANA NA NA NA NA
Chr04 11658526 T G Chr04_11658526_T_GT_G SNP 22618.63 28 17 19 30 28 32 18 25 24 20 19 21 10 16 28 17 19 30 28 32 18 25 24 20 19 21 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16870-Pp3c4_16880Pp3c4_16870-Pp3c4_16880intergenic_regionPp3c4_16870-Pp3c4_16880NA NA n.11658526T>GNA NA NA NA NA
Chr04 11658529 T G Chr04_11658529_T_GT_G SNP 22480.63 29 16 19 30 28 34 18 24 23 20 21 20 10 15 29 16 19 30 28 34 18 24 23 20 21 20 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16870-Pp3c4_16880Pp3c4_16870-Pp3c4_16880intergenic_regionPp3c4_16870-Pp3c4_16880NA NA n.11658529T>GNA NA NA NA NA
Chr04 11658557 C A Chr04_11658557_C_AC_A SNP 20120.63 23 13 19 27 29 33 20 29 24 17 22 17 10 16 23 13 19 27 29 33 20 29 24 17 22 17 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16870-Pp3c4_16880Pp3c4_16870-Pp3c4_16880intergenic_regionPp3c4_16870-Pp3c4_16880NA NA n.11658557C>ANA NA NA NA NA
Chr04 11703600 C T Chr04_11703600_C_TC_T SNP 17457.63 27 14 7 26 17 17 19 24 20 25 11 21 13 8 27 14 7 26 17 17 19 24 20 25 11 21 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16940-Pp3c4_16960Pp3c4_16940-Pp3c4_16960intergenic_regionPp3c4_16940-Pp3c4_16960NA NA n.11703600C>TNA NA NA NA NA
Chr04 11703667 A AT Chr04_11703667_A_ATA_AT INDEL 15017.59 27 10 12 21 17 19 17 19 18 32 15 19 13 10 27 10 12 21 17 19 17 19 18 32 15 19 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16940-Pp3c4_16960Pp3c4_16940-Pp3c4_16960intergenic_regionPp3c4_16940-Pp3c4_16960NA NA n.11703667_11703668insTNA NA NA NA NA
Chr04 11706780 AT A Chr04_11706780_AT_AAT_A INDEL 19294.59 20 10 14 25 25 26 18 26 21 18 16 22 18 9 20 10 14 25 25 26 18 26 21 18 16 22 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16940-Pp3c4_16960Pp3c4_16940-Pp3c4_16960intergenic_regionPp3c4_16940-Pp3c4_16960NA NA n.11706781delTNA NA NA NA NA
Chr04 11706829 AT A Chr04_11706829_AT_AAT_A INDEL 16018.59 16 6 11 30 23 29 18 28 21 20 12 20 17 8 16 6 11 30 23 29 18 28 21 20 12 20 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16940-Pp3c4_16960Pp3c4_16940-Pp3c4_16960intergenic_regionPp3c4_16940-Pp3c4_16960NA NA n.11706830delTNA NA NA NA NA
Chr04 11717268 GAT G Chr04_11717268_GAT_GGAT_G INDEL 7675.59 12 7 17 11 12 12 10 19 5 15 10 9 7 6 12 7 17 11 12 12 10 19 5 15 10 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_16940-Pp3c4_16960Pp3c4_16940-Pp3c4_16960intergenic_regionPp3c4_16940-Pp3c4_16960NA NA n.11717269_11717270delATNA NA NA NA NA
Chr04 11781096 T A Chr04_11781096_T_AT_A SNP 9328.63 14 9 12 13 20 14 13 22 13 14 13 11 6 9 14 9 12 13 20 14 13 22 13 14 13 11 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_17040-Pp3c4_17070Pp3c4_17040-Pp3c4_17070intergenic_regionPp3c4_17040-Pp3c4_17070NA NA n.11781096T>ANA NA NA NA NA
Chr04 11813935 T TTA Chr04_11813935_T_TTAT_TTA INDEL 3223.24 0 0 1 16 9 19 26 18 1 0 0 1 0 0 21 10 9 16 10 19 26 19 17 16 7 14 10 13 0 0 0 1 0.9 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_17140Pp3c4_17140transcript PAC:32920457protein_codingNA c.-1962_-1961insTANA NA NA NA 1962
Chr04 11813935 T TTA Chr04_11813935_T_TTAT_TTA INDEL 3223.24 0 0 1 16 9 19 26 18 1 0 0 1 0 0 21 10 9 16 10 19 26 19 17 16 7 14 10 13 0 0 0 1 0.9 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_17142Pp3c4_17142transcript PAC:32919799protein_codingNA c.-712_-711insTANA NA NA NA 154
Chr04 11813935 T TTA Chr04_11813935_T_TTAT_TTA INDEL 3223.24 0 0 1 16 9 19 26 18 1 0 0 1 0 0 21 10 9 16 10 19 26 19 17 16 7 14 10 13 0 0 0 1 0.9 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_17140Pp3c4_17140transcript PAC:32920458protein_codingNA c.-3065_-3064insTANA NA NA NA 2907
Chr04 11813935 T TTA Chr04_11813935_T_TTAT_TTA INDEL 3223.24 0 0 1 16 9 19 26 18 1 0 0 1 0 0 21 10 9 16 10 19 26 19 17 16 7 14 10 13 0 0 0 1 0.9 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17130Pp3c4_17130transcript PAC:32922836protein_codingNA c.*5266_*5267insTANA NA NA NA 4242
Chr04 11813935 T TTA Chr04_11813935_T_TTAT_TTA INDEL 3223.24 0 0 1 16 9 19 26 18 1 0 0 1 0 0 21 10 9 16 10 19 26 19 17 16 7 14 10 13 0 0 0 1 0.9 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17130Pp3c4_17130transcript PAC:32922837protein_codingNA c.*5266_*5267insTANA NA NA NA 4376
Chr04 11813935 T TTA Chr04_11813935_T_TTAT_TTA INDEL 3223.24 0 0 1 16 9 19 26 18 1 0 0 1 0 0 21 10 9 16 10 19 26 19 17 16 7 14 10 13 0 0 0 1 0.9 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17130Pp3c4_17130transcript PAC:32922838protein_codingNA c.*5337_*5338insTANA NA NA NA 4376
Chr04 11813935 T TTA Chr04_11813935_T_TTAT_TTA INDEL 3223.24 0 0 1 16 9 19 26 18 1 0 0 1 0 0 21 10 9 16 10 19 26 19 17 16 7 14 10 13 0 0 0 1 0.9 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_17142-Pp3c4_17150Pp3c4_17142-Pp3c4_17150intergenic_regionPp3c4_17142-Pp3c4_17150NA NA n.11813935_11813936insTANA NA NA NA NA
Chr04 11852179 C T Chr04_11852179_C_TC_T SNP 19641.63 32 14 15 26 18 24 29 25 23 31 22 14 18 8 32 14 15 26 18 24 29 25 23 31 22 14 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_17160-Pp3c4_17170Pp3c4_17160-Pp3c4_17170intergenic_regionPp3c4_17160-Pp3c4_17170NA NA n.11852179C>TNA NA NA NA NA
Chr04 11852360 T TA Chr04_11852360_T_TAT_TA INDEL 19464.59 27 17 19 35 22 39 22 27 26 31 25 21 22 10 27 17 19 35 22 39 22 27 26 31 25 21 22 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_17160-Pp3c4_17170Pp3c4_17160-Pp3c4_17170intergenic_regionPp3c4_17160-Pp3c4_17170NA NA n.11852360_11852361insANA NA NA NA NA
Chr04 11852374 C T Chr04_11852374_C_TC_T SNP 21910.63 33 17 15 32 26 39 21 26 23 32 25 18 21 10 33 17 15 32 26 39 21 26 23 32 25 18 21 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_17160-Pp3c4_17170Pp3c4_17160-Pp3c4_17170intergenic_regionPp3c4_17160-Pp3c4_17170NA NA n.11852374C>TNA NA NA NA NA
Chr04 11858069 G C Chr04_11858069_G_CG_C SNP 20544.63 29 15 20 24 11 36 17 20 27 33 16 29 12 23 29 15 20 24 11 36 17 20 27 33 16 29 12 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_17160-Pp3c4_17170Pp3c4_17160-Pp3c4_17170intergenic_regionPp3c4_17160-Pp3c4_17170NA NA n.11858069G>CNA NA NA NA NA
Chr04 11858129 G T Chr04_11858129_G_TG_T SNP 20364.63 31 15 25 29 13 35 15 22 29 30 20 31 10 16 31 15 25 29 13 35 15 22 29 30 20 31 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_17160-Pp3c4_17170Pp3c4_17160-Pp3c4_17170intergenic_regionPp3c4_17160-Pp3c4_17170NA NA n.11858129G>TNA NA NA NA NA
Chr04 12042272 G A Chr04_12042272_G_AG_A SNP 2353.39 24 23 13 0 0 0 0 0 0 0 0 0 0 0 24 23 13 32 23 27 37 17 26 16 21 16 15 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_17440Pp3c4_17440transcript PAC:32922861protein_codingNA c.-2915G>A NA NA NA NA 2187
Chr04 12042272 G A Chr04_12042272_G_AG_A SNP 2353.39 24 23 13 0 0 0 0 0 0 0 0 0 0 0 24 23 13 32 23 27 37 17 26 16 21 16 15 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_17440Pp3c4_17440transcript PAC:32922863protein_codingNA c.-2915G>A NA NA NA NA 2177
Chr04 12042272 G A Chr04_12042272_G_AG_A SNP 2353.39 24 23 13 0 0 0 0 0 0 0 0 0 0 0 24 23 13 32 23 27 37 17 26 16 21 16 15 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_17440Pp3c4_17440transcript PAC:32922862protein_codingNA c.-2915G>A NA NA NA NA 2403
Chr04 12042272 G A Chr04_12042272_G_AG_A SNP 2353.39 24 23 13 0 0 0 0 0 0 0 0 0 0 0 24 23 13 32 23 27 37 17 26 16 21 16 15 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c4_17400-Pp3c4_17440Pp3c4_17400-Pp3c4_17440intergenic_regionPp3c4_17400-Pp3c4_17440NA NA n.12042272G>ANA NA NA NA NA
Chr04 12051989 G GATAT Chr04_12051989_G_GATATG_GATAT INDEL 10225.59 19 11 11 0 0 2 1 1 0 0 2 0 1 0 19 11 11 22 17 25 29 18 12 10 8 11 5 8 1 1 1 0 0 0.08 0 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c4_17440Pp3c4_17440transcript PAC:32922861protein_codingNA c.*4332_*4333insATATNA NA NA NA 3613
Chr04 12051989 G GATAT Chr04_12051989_G_GATATG_GATAT INDEL 10225.59 19 11 11 0 0 2 1 1 0 0 2 0 1 0 19 11 11 22 17 25 29 18 12 10 8 11 5 8 1 1 1 0 0 0.08 0 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c4_17450Pp3c4_17450transcript PAC:32921604protein_codingNA c.*1671_*1672insATATNA NA NA NA 1306
Chr04 12051989 G GATAT Chr04_12051989_G_GATATG_GATAT INDEL 10225.59 19 11 11 0 0 2 1 1 0 0 2 0 1 0 19 11 11 22 17 25 29 18 12 10 8 11 5 8 1 1 1 0 0 0.08 0 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c4_17440Pp3c4_17440transcript PAC:32922863protein_codingNA c.*4332_*4333insATATNA NA NA NA 3796
Chr04 12051989 G GATAT Chr04_12051989_G_GATATG_GATAT INDEL 10225.59 19 11 11 0 0 2 1 1 0 0 2 0 1 0 19 11 11 22 17 25 29 18 12 10 8 11 5 8 1 1 1 0 0 0.08 0 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c4_17440Pp3c4_17440transcript PAC:32922862protein_codingNA c.*4332_*4333insATATNA NA NA NA 3613
Chr04 12051989 G GATAT Chr04_12051989_G_GATATG_GATAT INDEL 10225.59 19 11 11 0 0 2 1 1 0 0 2 0 1 0 19 11 11 22 17 25 29 18 12 10 8 11 5 8 1 1 1 0 0 0.08 0 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c4_17450Pp3c4_17450transcript PAC:32921605protein_codingNA c.*1671_*1672insATATNA NA NA NA 1111
Chr04 12051989 G GATAT Chr04_12051989_G_GATATG_GATAT INDEL 10225.59 19 11 11 0 0 2 1 1 0 0 2 0 1 0 19 11 11 22 17 25 29 18 12 10 8 11 5 8 1 1 1 0 0 0.08 0 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c4_17440-Pp3c4_17450Pp3c4_17440-Pp3c4_17450intergenic_regionPp3c4_17440-Pp3c4_17450NA NA n.12051989_12051990insATATNA NA NA NA NA
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_17590Pp3c4_17590transcript PAC:32920879protein_codingNA c.-479_-478insATNA NA NA NA 479
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_17610Pp3c4_17610transcript PAC:32919820protein_codingNA c.-3880_-3879insATNA NA NA NA 3385
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_17610Pp3c4_17610transcript PAC:32919821protein_codingNA c.-3880_-3879insATNA NA NA NA 3477
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_17610Pp3c4_17610transcript PAC:32919822protein_codingNA c.-3661_-3660insATNA NA NA NA 3553
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17570Pp3c4_17570transcript PAC:32922721protein_codingNA c.*3150_*3151insATNA NA NA NA 3151
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17600Pp3c4_17600transcript PAC:32922481protein_codingNA c.*2413_*2414insATNA NA NA NA 2084
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17570Pp3c4_17570transcript PAC:32922728protein_codingNA c.*3150_*3151insATNA NA NA NA 2691
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17570Pp3c4_17570transcript PAC:32922723protein_codingNA c.*3150_*3151insATNA NA NA NA 2715
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17570Pp3c4_17570transcript PAC:32922724protein_codingNA c.*3150_*3151insATNA NA NA NA 2715
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17570Pp3c4_17570transcript PAC:32922722protein_codingNA c.*3150_*3151insATNA NA NA NA 3151
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17570Pp3c4_17570transcript PAC:32922725protein_codingNA c.*3150_*3151insATNA NA NA NA 2715
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17570Pp3c4_17570transcript PAC:32922726protein_codingNA c.*3150_*3151insATNA NA NA NA 2082
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17570Pp3c4_17570transcript PAC:32922727protein_codingNA c.*3150_*3151insATNA NA NA NA 2082
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_17600Pp3c4_17600transcript PAC:32922482protein_codingNA c.*2413_*2414insATNA NA NA NA 2413
Chr04 12123207 A AAT Chr04_12123207_A_AATA_AAT INDEL 2878.24 1 0 0 19 16 18 28 15 0 0 0 1 1 1 15 10 6 19 16 18 28 15 13 8 12 12 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_17590-Pp3c4_17600Pp3c4_17590-Pp3c4_17600intergenic_regionPp3c4_17590-Pp3c4_17600NA NA n.12123207_12123208insATNA NA NA NA NA
Chr04 12251280 A AAT Chr04_12251280_A_AATA_AAT INDEL 376.37 0 0 0 0 0 0 0 0 0 0 0 13 0 0 16 8 16 19 16 20 14 19 16 17 14 13 5 7 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c4_17810Pp3c4_17810transcript PAC:32919139protein_codingNA c.-2981_-2980insATNA NA NA NA 2981
Chr04 12251280 A AAT Chr04_12251280_A_AATA_AAT INDEL 376.37 0 0 0 0 0 0 0 0 0 0 0 13 0 0 16 8 16 19 16 20 14 19 16 17 14 13 5 7 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c4_17810-Pp3c4_17830Pp3c4_17810-Pp3c4_17830intergenic_regionPp3c4_17810-Pp3c4_17830NA NA n.12251280_12251281insATNA NA NA NA NA
Chr04 12414010 A AAT Chr04_12414010_A_AATA_AAT INDEL 1191.35 21 14 11 1 0 1 0 0 0 0 1 0 0 0 22 14 11 12 11 23 19 17 11 10 14 5 5 4 0.955 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_18160Pp3c4_18160transcript PAC:32921864protein_codingNA c.-3066_-3065insATNA NA NA NA 2502
Chr04 12414010 A AAT Chr04_12414010_A_AATA_AAT INDEL 1191.35 21 14 11 1 0 1 0 0 0 0 1 0 0 0 22 14 11 12 11 23 19 17 11 10 14 5 5 4 0.955 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_18160Pp3c4_18160transcript PAC:32921866protein_codingNA c.-3300_-3299insATNA NA NA NA 2502
Chr04 12414010 A AAT Chr04_12414010_A_AATA_AAT INDEL 1191.35 21 14 11 1 0 1 0 0 0 0 1 0 0 0 22 14 11 12 11 23 19 17 11 10 14 5 5 4 0.955 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_18160Pp3c4_18160transcript PAC:32921865protein_codingNA c.-3300_-3299insATNA NA NA NA 2516
Chr04 12414010 A AAT Chr04_12414010_A_AATA_AAT INDEL 1191.35 21 14 11 1 0 1 0 0 0 0 1 0 0 0 22 14 11 12 11 23 19 17 11 10 14 5 5 4 0.955 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c4_18132Pp3c4_18132transcript PAC:32921494protein_codingNA c.*4119_*4120insATNA NA NA NA 4120
Chr04 12414010 A AAT Chr04_12414010_A_AATA_AAT INDEL 1191.35 21 14 11 1 0 1 0 0 0 0 1 0 0 0 22 14 11 12 11 23 19 17 11 10 14 5 5 4 0.955 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c4_18170Pp3c4_18170transcript PAC:32921293protein_codingNA c.*5836_*5837insATNA NA NA NA 3843
Chr04 12414010 A AAT Chr04_12414010_A_AATA_AAT INDEL 1191.35 21 14 11 1 0 1 0 0 0 0 1 0 0 0 22 14 11 12 11 23 19 17 11 10 14 5 5 4 0.955 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c4_18132-Pp3c4_18160Pp3c4_18132-Pp3c4_18160intergenic_regionPp3c4_18132-Pp3c4_18160NA NA n.12414010_12414011insATNA NA NA NA NA
Chr04 12456488 A AAT Chr04_12456488_A_AATA_AAT INDEL 2510.93 1 0 0 0 0 2 0 1 17 14 11 16 5 10 26 7 12 20 12 26 19 13 17 14 11 16 5 10 0 0 0 0 0 0.077 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c4_18222Pp3c4_18222transcript PAC:32921608protein_codingNA c.*5219_*5220insATNA NA NA NA 4582
Chr04 12456488 A AAT Chr04_12456488_A_AATA_AAT INDEL 2510.93 1 0 0 0 0 2 0 1 17 14 11 16 5 10 26 7 12 20 12 26 19 13 17 14 11 16 5 10 0 0 0 0 0 0.077 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c4_18222-Pp3c4_18280Pp3c4_18222-Pp3c4_18280intergenic_regionPp3c4_18222-Pp3c4_18280NA NA n.12456488_12456489insATNA NA NA NA NA
Chr04 12543682 G GAAT Chr04_12543682_G_GAATG_GAAT INDEL 8984.59 17 10 9 0 1 0 0 0 1 2 1 0 0 0 17 10 9 11 13 10 19 16 13 14 7 6 13 5 1 1 1 0 0 0 0 0 0 0.143 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c4_18360Pp3c4_18360transcript PAC:32922635protein_codingNA c.*4785_*4786insATTNA NA NA NA 4032
Chr04 12543682 G GAAT Chr04_12543682_G_GAATG_GAAT INDEL 8984.59 17 10 9 0 1 0 0 0 1 2 1 0 0 0 17 10 9 11 13 10 19 16 13 14 7 6 13 5 1 1 1 0 0 0 0 0 0 0.143 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c4_18360Pp3c4_18360transcript PAC:32922637protein_codingNA c.*4785_*4786insATTNA NA NA NA 4013
Chr04 12543682 G GAAT Chr04_12543682_G_GAATG_GAAT INDEL 8984.59 17 10 9 0 1 0 0 0 1 2 1 0 0 0 17 10 9 11 13 10 19 16 13 14 7 6 13 5 1 1 1 0 0 0 0 0 0 0.143 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c4_18360Pp3c4_18360transcript PAC:32922636protein_codingNA c.*4785_*4786insATTNA NA NA NA 4032
Chr04 12543682 G GAAT Chr04_12543682_G_GAATG_GAAT INDEL 8984.59 17 10 9 0 1 0 0 0 1 2 1 0 0 0 17 10 9 11 13 10 19 16 13 14 7 6 13 5 1 1 1 0 0 0 0 0 0 0.143 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c4_18350-Pp3c4_18360Pp3c4_18350-Pp3c4_18360intergenic_regionPp3c4_18350-Pp3c4_18360NA NA n.12543682_12543683insAATNA NA NA NA NA
Chr04 12603509 G A Chr04_12603509_G_AG_A SNP 12009.29 27 8 10 0 0 0 0 0 27 25 15 19 15 8 27 8 10 26 30 19 33 20 27 25 15 19 15 9 1 1 1 0 0 0 0 0 1 1 1 1 1 0.889 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c4_18360-Pp3c4_18500Pp3c4_18360-Pp3c4_18500intergenic_regionPp3c4_18360-Pp3c4_18500NA NA n.12603509G>ANA NA NA NA NA
Chr04 12710823 G GA Chr04_12710823_G_GAG_GA INDEL 18585.59 22 8 14 24 17 31 32 18 19 27 7 20 9 10 22 8 14 24 17 31 32 18 19 27 7 20 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_18510-Pp3c4_18720Pp3c4_18510-Pp3c4_18720intergenic_regionPp3c4_18510-Pp3c4_18720NA NA n.12710823_12710824insANA NA NA NA NA
Chr04 12710826 T TG Chr04_12710826_T_TGT_TG INDEL 18756.59 22 8 13 24 16 31 34 19 19 28 7 20 10 11 22 8 13 24 16 31 34 19 19 28 7 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_18510-Pp3c4_18720Pp3c4_18510-Pp3c4_18720intergenic_regionPp3c4_18510-Pp3c4_18720NA NA n.12710826_12710827insGNA NA NA NA NA
Chr04 12710830 C CT Chr04_12710830_C_CTC_CT INDEL 18407.59 22 8 14 24 16 33 30 19 20 26 7 20 9 11 22 8 14 24 16 33 30 19 20 26 7 20 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_18510-Pp3c4_18720Pp3c4_18510-Pp3c4_18720intergenic_regionPp3c4_18510-Pp3c4_18720NA NA n.12710830_12710831insTNA NA NA NA NA
Chr04 12770309 T G Chr04_12770309_T_GT_G SNP 6960.63 10 7 4 14 7 5 8 8 7 10 7 10 6 9 10 7 4 14 7 5 8 8 7 10 7 10 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_18720Pp3c4_18720transcript PAC:32920910protein_coding juin-15 c.1238A>C p.Glu413Ala 1903/4119 1238/2874 413/957 NA
Chr04 12770309 T G Chr04_12770309_T_GT_G SNP 6960.63 10 7 4 14 7 5 8 8 7 10 7 10 6 9 10 7 4 14 7 5 8 8 7 10 7 10 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_18720Pp3c4_18720transcript PAC:32920911protein_coding juin-15 c.1238A>C p.Glu413Ala 1752/3967 1238/2874 413/957 NA
Chr04 12841973 C CT Chr04_12841973_C_CTC_CT INDEL 15538.59 33 16 13 24 17 18 23 22 33 21 23 26 8 10 33 16 13 24 17 18 23 22 33 21 23 26 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_18770-Pp3c4_18780Pp3c4_18770-Pp3c4_18780intergenic_regionPp3c4_18770-Pp3c4_18780NA NA n.12841973_12841974insTNA NA NA NA NA
Chr04 12844450 C T Chr04_12844450_C_TC_T SNP 6976.29 1 0 0 25 31 28 32 22 0 0 0 0 0 0 23 16 20 25 31 28 32 22 28 20 14 26 14 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_18770-Pp3c4_18780Pp3c4_18770-Pp3c4_18780intergenic_regionPp3c4_18770-Pp3c4_18780NA NA n.12844450C>TNA NA NA NA NA
Chr04 12866821 A AT Chr04_12866821_A_ATA_AT INDEL 11637.59 14 16 8 12 18 14 26 20 19 9 17 23 6 9 14 16 8 12 18 14 26 20 19 9 17 23 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_18780Pp3c4_18780transcript PAC:32920071protein_codingNA c.-3369_-3368insANA NA NA NA 1942
Chr04 12866821 A AT Chr04_12866821_A_ATA_AT INDEL 11637.59 14 16 8 12 18 14 26 20 19 9 17 23 6 9 14 16 8 12 18 14 26 20 19 9 17 23 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_18780Pp3c4_18780transcript PAC:32920073protein_codingNA c.-3369_-3368insANA NA NA NA 2100
Chr04 12866821 A AT Chr04_12866821_A_ATA_AT INDEL 11637.59 14 16 8 12 18 14 26 20 19 9 17 23 6 9 14 16 8 12 18 14 26 20 19 9 17 23 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_18780Pp3c4_18780transcript PAC:32920074protein_codingNA c.-3369_-3368insANA NA NA NA 2100
Chr04 12866821 A AT Chr04_12866821_A_ATA_AT INDEL 11637.59 14 16 8 12 18 14 26 20 19 9 17 23 6 9 14 16 8 12 18 14 26 20 19 9 17 23 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_18780Pp3c4_18780transcript PAC:32920075protein_codingNA c.-3369_-3368insANA NA NA NA 2100
Chr04 12866821 A AT Chr04_12866821_A_ATA_AT INDEL 11637.59 14 16 8 12 18 14 26 20 19 9 17 23 6 9 14 16 8 12 18 14 26 20 19 9 17 23 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_18780Pp3c4_18780transcript PAC:32920076protein_codingNA c.-3369_-3368insANA NA NA NA 2100
Chr04 12866821 A AT Chr04_12866821_A_ATA_AT INDEL 11637.59 14 16 8 12 18 14 26 20 19 9 17 23 6 9 14 16 8 12 18 14 26 20 19 9 17 23 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_18780Pp3c4_18780transcript PAC:32920077protein_codingNA c.-3716_-3715insANA NA NA NA 2092
Chr04 12866821 A AT Chr04_12866821_A_ATA_AT INDEL 11637.59 14 16 8 12 18 14 26 20 19 9 17 23 6 9 14 16 8 12 18 14 26 20 19 9 17 23 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_18780Pp3c4_18780transcript PAC:32920078protein_codingNA c.-4450_-4449insANA NA NA NA 2092
Chr04 12866821 A AT Chr04_12866821_A_ATA_AT INDEL 11637.59 14 16 8 12 18 14 26 20 19 9 17 23 6 9 14 16 8 12 18 14 26 20 19 9 17 23 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_18780Pp3c4_18780transcript PAC:32920072protein_codingNA c.-3369_-3368insANA NA NA NA 2089
Chr04 12866821 A AT Chr04_12866821_A_ATA_AT INDEL 11637.59 14 16 8 12 18 14 26 20 19 9 17 23 6 9 14 16 8 12 18 14 26 20 19 9 17 23 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_18780-Pp3c4_18930Pp3c4_18780-Pp3c4_18930intergenic_regionPp3c4_18780-Pp3c4_18930NA NA n.12866821_12866822insTNA NA NA NA NA
Chr04 12874863 A G Chr04_12874863_A_GA_G SNP 17395.63 30 12 17 22 18 20 25 20 21 27 13 20 12 6 30 12 17 22 18 20 25 20 21 27 13 20 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_18780-Pp3c4_18930Pp3c4_18780-Pp3c4_18930intergenic_regionPp3c4_18780-Pp3c4_18930NA NA n.12874863A>GNA NA NA NA NA
Chr04 12934327 G T Chr04_12934327_G_TG_T SNP 16842.63 33 11 13 21 17 26 21 23 30 14 9 24 9 6 33 11 13 21 17 26 21 23 30 14 9 24 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_18780-Pp3c4_18930Pp3c4_18780-Pp3c4_18930intergenic_regionPp3c4_18780-Pp3c4_18930NA NA n.12934327G>TNA NA NA NA NA
Chr04 13255903 G T Chr04_13255903_G_TG_T SNP 20919.63 22 16 16 30 17 33 25 31 29 25 19 24 16 4 22 16 16 30 17 33 25 31 29 25 19 24 16 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_19620-Pp3c4_19700Pp3c4_19620-Pp3c4_19700intergenic_regionPp3c4_19620-Pp3c4_19700NA NA n.13255903G>TNA NA NA NA NA
Chr04 13333002 T TTA Chr04_13333002_T_TTAT_TTA INDEL 4062.24 0 0 1 18 16 27 26 20 0 1 0 0 0 0 26 9 17 18 18 27 26 20 20 19 7 13 7 6 0 0 0 1 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_19700Pp3c4_19700transcript PAC:32919601protein_codingNA c.-3756_-3755insTANA NA NA NA 2381
Chr04 13333002 T TTA Chr04_13333002_T_TTAT_TTA INDEL 4062.24 0 0 1 18 16 27 26 20 0 1 0 0 0 0 26 9 17 18 18 27 26 20 20 19 7 13 7 6 0 0 0 1 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_19700Pp3c4_19700transcript PAC:32919602protein_codingNA c.-3756_-3755insTANA NA NA NA 3046
Chr04 13333002 T TTA Chr04_13333002_T_TTAT_TTA INDEL 4062.24 0 0 1 18 16 27 26 20 0 1 0 0 0 0 26 9 17 18 18 27 26 20 20 19 7 13 7 6 0 0 0 1 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_19700Pp3c4_19700transcript PAC:32919603protein_codingNA c.-4441_-4440insTANA NA NA NA 3966
Chr04 13333002 T TTA Chr04_13333002_T_TTAT_TTA INDEL 4062.24 0 0 1 18 16 27 26 20 0 1 0 0 0 0 26 9 17 18 18 27 26 20 20 19 7 13 7 6 0 0 0 1 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_19700Pp3c4_19700transcript PAC:32919605protein_codingNA c.-3756_-3755insTANA NA NA NA 3222
Chr04 13333002 T TTA Chr04_13333002_T_TTAT_TTA INDEL 4062.24 0 0 1 18 16 27 26 20 0 1 0 0 0 0 26 9 17 18 18 27 26 20 20 19 7 13 7 6 0 0 0 1 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_19700Pp3c4_19700transcript PAC:32919604protein_codingNA c.-3756_-3755insTANA NA NA NA 2392
Chr04 13333002 T TTA Chr04_13333002_T_TTAT_TTA INDEL 4062.24 0 0 1 18 16 27 26 20 0 1 0 0 0 0 26 9 17 18 18 27 26 20 20 19 7 13 7 6 0 0 0 1 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_19700-Pp3c4_19720Pp3c4_19700-Pp3c4_19720intergenic_regionPp3c4_19700-Pp3c4_19720NA NA n.13333002_13333003insTANA NA NA NA NA
Chr04 13395135 A T Chr04_13395135_A_TA_T SNP 20359.63 26 11 18 25 28 36 27 22 35 25 22 20 17 13 26 11 18 25 28 36 27 22 35 25 22 20 17 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_19825-Pp3c4_19850Pp3c4_19825-Pp3c4_19850intergenic_regionPp3c4_19825-Pp3c4_19850NA NA n.13395135A>TNA NA NA NA NA
Chr04 13595333 TAAATTCTAATTAGACCATAATAATGCTAAGCAAGCTTTAATCT Chr04_13595333_TAAATTCTAATTAGACCATAATAATGCTAAGCAAGCTTTAATC_TTAAATTCTAATTAGACCATAATAATGCTAAGCAAGCTTTAATC_TINDEL 9921.59 10 9 8 12 5 10 10 15 16 10 6 6 8 4 10 9 8 12 5 10 10 15 16 10 6 6 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_20160-Pp3c4_20170Pp3c4_20160-Pp3c4_20170intergenic_regionPp3c4_20160-Pp3c4_20170NA NA n.13595334_13595375delAAATTCTAATTAGACCATAATAATGCTAAGCAAGCTTTAATCNA NA NA NA NA
Chr04 13723509 C A Chr04_13723509_C_AC_A SNP 21183.63 29 18 17 34 17 33 31 27 15 24 14 9 14 8 29 18 17 34 17 33 31 27 15 24 14 9 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921471protein_codingNA c.-2574C>A NA NA NA NA 2419
Chr04 13723509 C A Chr04_13723509_C_AC_A SNP 21183.63 29 18 17 34 17 33 31 27 15 24 14 9 14 8 29 18 17 34 17 33 31 27 15 24 14 9 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921472protein_codingNA c.-2574C>A NA NA NA NA 2369
Chr04 13723509 C A Chr04_13723509_C_AC_A SNP 21183.63 29 18 17 34 17 33 31 27 15 24 14 9 14 8 29 18 17 34 17 33 31 27 15 24 14 9 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921473protein_codingNA c.-3025C>A NA NA NA NA 2369
Chr04 13723509 C A Chr04_13723509_C_AC_A SNP 21183.63 29 18 17 34 17 33 31 27 15 24 14 9 14 8 29 18 17 34 17 33 31 27 15 24 14 9 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_20260-Pp3c4_20270Pp3c4_20260-Pp3c4_20270intergenic_regionPp3c4_20260-Pp3c4_20270NA NA n.13723509C>ANA NA NA NA NA
Chr04 13723510 C A Chr04_13723510_C_AC_A SNP 21406.63 30 18 17 32 16 34 31 27 15 23 14 9 14 8 30 18 17 32 16 34 31 27 15 23 14 9 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921471protein_codingNA c.-2573C>A NA NA NA NA 2418
Chr04 13723510 C A Chr04_13723510_C_AC_A SNP 21406.63 30 18 17 32 16 34 31 27 15 23 14 9 14 8 30 18 17 32 16 34 31 27 15 23 14 9 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921472protein_codingNA c.-2573C>A NA NA NA NA 2368
Chr04 13723510 C A Chr04_13723510_C_AC_A SNP 21406.63 30 18 17 32 16 34 31 27 15 23 14 9 14 8 30 18 17 32 16 34 31 27 15 23 14 9 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921473protein_codingNA c.-3024C>A NA NA NA NA 2368
Chr04 13723510 C A Chr04_13723510_C_AC_A SNP 21406.63 30 18 17 32 16 34 31 27 15 23 14 9 14 8 30 18 17 32 16 34 31 27 15 23 14 9 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_20260-Pp3c4_20270Pp3c4_20260-Pp3c4_20270intergenic_regionPp3c4_20260-Pp3c4_20270NA NA n.13723510C>ANA NA NA NA NA
Chr04 13723531 A AT Chr04_13723531_A_ATA_AT INDEL 19787.59 30 17 14 30 15 31 26 26 14 26 14 10 14 7 30 17 14 30 15 31 26 26 14 26 14 10 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921471protein_codingNA c.-2552_-2551insTNA NA NA NA 2396
Chr04 13723531 A AT Chr04_13723531_A_ATA_AT INDEL 19787.59 30 17 14 30 15 31 26 26 14 26 14 10 14 7 30 17 14 30 15 31 26 26 14 26 14 10 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921472protein_codingNA c.-2552_-2551insTNA NA NA NA 2346
Chr04 13723531 A AT Chr04_13723531_A_ATA_AT INDEL 19787.59 30 17 14 30 15 31 26 26 14 26 14 10 14 7 30 17 14 30 15 31 26 26 14 26 14 10 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921473protein_codingNA c.-3003_-3002insTNA NA NA NA 2346
Chr04 13723531 A AT Chr04_13723531_A_ATA_AT INDEL 19787.59 30 17 14 30 15 31 26 26 14 26 14 10 14 7 30 17 14 30 15 31 26 26 14 26 14 10 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_20260-Pp3c4_20270Pp3c4_20260-Pp3c4_20270intergenic_regionPp3c4_20260-Pp3c4_20270NA NA n.13723531_13723532insTNA NA NA NA NA
Chr04 13723649 TA T Chr04_13723649_TA_TTA_T INDEL 14497.59 23 9 9 16 11 21 26 14 18 18 12 15 8 9 23 9 9 16 11 21 26 14 18 18 12 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921471protein_codingNA c.-2433delA NA NA NA NA 2278
Chr04 13723649 TA T Chr04_13723649_TA_TTA_T INDEL 14497.59 23 9 9 16 11 21 26 14 18 18 12 15 8 9 23 9 9 16 11 21 26 14 18 18 12 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921472protein_codingNA c.-2433delA NA NA NA NA 2228
Chr04 13723649 TA T Chr04_13723649_TA_TTA_T INDEL 14497.59 23 9 9 16 11 21 26 14 18 18 12 15 8 9 23 9 9 16 11 21 26 14 18 18 12 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921473protein_codingNA c.-2884delA NA NA NA NA 2228
Chr04 13723649 TA T Chr04_13723649_TA_TTA_T INDEL 14497.59 23 9 9 16 11 21 26 14 18 18 12 15 8 9 23 9 9 16 11 21 26 14 18 18 12 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_20260-Pp3c4_20270Pp3c4_20260-Pp3c4_20270intergenic_regionPp3c4_20260-Pp3c4_20270NA NA n.13723650delANA NA NA NA NA
Chr04 13723661 GC G Chr04_13723661_GC_GGC_G INDEL 13956.59 18 11 8 17 11 19 21 14 20 19 11 16 9 8 18 11 8 17 11 19 21 14 20 19 11 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921471protein_codingNA c.-2421delC NA NA NA NA 2266
Chr04 13723661 GC G Chr04_13723661_GC_GGC_G INDEL 13956.59 18 11 8 17 11 19 21 14 20 19 11 16 9 8 18 11 8 17 11 19 21 14 20 19 11 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921472protein_codingNA c.-2421delC NA NA NA NA 2216
Chr04 13723661 GC G Chr04_13723661_GC_GGC_G INDEL 13956.59 18 11 8 17 11 19 21 14 20 19 11 16 9 8 18 11 8 17 11 19 21 14 20 19 11 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921473protein_codingNA c.-2872delC NA NA NA NA 2216
Chr04 13723661 GC G Chr04_13723661_GC_GGC_G INDEL 13956.59 18 11 8 17 11 19 21 14 20 19 11 16 9 8 18 11 8 17 11 19 21 14 20 19 11 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_20260-Pp3c4_20270Pp3c4_20260-Pp3c4_20270intergenic_regionPp3c4_20260-Pp3c4_20270NA NA n.13723662delCNA NA NA NA NA
Chr04 13723763 A AT Chr04_13723763_A_ATA_AT INDEL 12311.59 15 7 6 22 9 24 27 15 27 16 13 12 5 6 15 7 6 22 9 24 27 15 27 16 13 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921471protein_codingNA c.-2320_-2319insTNA NA NA NA 2164
Chr04 13723763 A AT Chr04_13723763_A_ATA_AT INDEL 12311.59 15 7 6 22 9 24 27 15 27 16 13 12 5 6 15 7 6 22 9 24 27 15 27 16 13 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921472protein_codingNA c.-2320_-2319insTNA NA NA NA 2114
Chr04 13723763 A AT Chr04_13723763_A_ATA_AT INDEL 12311.59 15 7 6 22 9 24 27 15 27 16 13 12 5 6 15 7 6 22 9 24 27 15 27 16 13 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_20270Pp3c4_20270transcript PAC:32921473protein_codingNA c.-2771_-2770insTNA NA NA NA 2114
Chr04 13723763 A AT Chr04_13723763_A_ATA_AT INDEL 12311.59 15 7 6 22 9 24 27 15 27 16 13 12 5 6 15 7 6 22 9 24 27 15 27 16 13 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_20260-Pp3c4_20270Pp3c4_20260-Pp3c4_20270intergenic_regionPp3c4_20260-Pp3c4_20270NA NA n.13723763_13723764insTNA NA NA NA NA
Chr04 13877382 G GAT Chr04_13877382_G_GATG_GAT INDEL 76.37 1 1 0 1 0 0 1 0 0 0 2 0 0 4 19 21 7 20 16 12 22 13 18 7 16 12 6 4 0 0 0 0 0 0 0 0 0 0 0.125 0 0 1 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c4_20520-Pp3c4_20550Pp3c4_20520-Pp3c4_20550intergenic_regionPp3c4_20520-Pp3c4_20550NA NA n.13877382_13877383insATNA NA NA NA NA
Chr04 14065792 C G Chr04_14065792_C_GC_G SNP 17451.63 31 21 16 20 16 17 20 27 32 19 8 13 8 11 31 21 16 20 16 17 20 27 32 19 8 13 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_21030Pp3c4_21030transcript PAC:32919109protein_codingNA c.-2311C>G NA NA NA NA 1701
Chr04 14065792 C G Chr04_14065792_C_GC_G SNP 17451.63 31 21 16 20 16 17 20 27 32 19 8 13 8 11 31 21 16 20 16 17 20 27 32 19 8 13 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_21040Pp3c4_21040transcript PAC:32922306protein_codingNA c.-3532C>G NA NA NA NA 3532
Chr04 14065792 C G Chr04_14065792_C_GC_G SNP 17451.63 31 21 16 20 16 17 20 27 32 19 8 13 8 11 31 21 16 20 16 17 20 27 32 19 8 13 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_21000Pp3c4_21000transcript PAC:32922128protein_coding 02-mars c.325-87C>G NA NA NA NA NA
Chr04 14065792 C G Chr04_14065792_C_GC_G SNP 17451.63 31 21 16 20 16 17 20 27 32 19 8 13 8 11 31 21 16 20 16 17 20 27 32 19 8 13 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_21000Pp3c4_21000transcript PAC:32922129protein_coding 02-mars c.235-87C>G NA NA NA NA NA
Chr04 14065792 C G Chr04_14065792_C_GC_G SNP 17451.63 31 21 16 20 16 17 20 27 32 19 8 13 8 11 31 21 16 20 16 17 20 27 32 19 8 13 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_21000Pp3c4_21000transcript PAC:32922130protein_coding 02-mars c.235-87C>G NA NA NA NA NA
Chr04 14110988 A AG Chr04_14110988_A_AGA_AG INDEL 18604.59 24 15 16 26 29 27 17 23 15 23 28 17 14 7 24 15 16 26 29 27 17 23 15 23 28 17 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21050-Pp3c4_21070Pp3c4_21050-Pp3c4_21070intergenic_regionPp3c4_21050-Pp3c4_21070NA NA n.14110988_14110989insGNA NA NA NA NA
Chr04 14111069 G T Chr04_14111069_G_TG_T SNP 22106.63 29 20 20 28 24 26 23 21 21 18 27 19 14 11 29 20 20 28 24 26 23 21 21 18 27 19 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21050-Pp3c4_21070Pp3c4_21050-Pp3c4_21070intergenic_regionPp3c4_21050-Pp3c4_21070NA NA n.14111069G>TNA NA NA NA NA
Chr04 14111072 G T Chr04_14111072_G_TG_T SNP 21950.63 28 19 18 29 24 27 21 20 21 18 28 18 14 11 28 19 18 29 24 27 21 20 21 18 28 18 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21050-Pp3c4_21070Pp3c4_21050-Pp3c4_21070intergenic_regionPp3c4_21050-Pp3c4_21070NA NA n.14111072G>TNA NA NA NA NA
Chr04 14111224 GTTGAGACTCTTATAAATCAGCG Chr04_14111224_GTTGAGACTCTTATAAATCAGC_GGTTGAGACTCTTATAAATCAGC_GINDEL 9539.59 11 10 11 17 14 8 16 6 9 12 10 15 6 4 11 10 11 17 14 8 16 6 9 12 10 15 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21050-Pp3c4_21070Pp3c4_21050-Pp3c4_21070intergenic_regionPp3c4_21050-Pp3c4_21070NA NA n.14111225_14111245delTTGAGACTCTTATAAATCAGCNA NA NA NA NA
Chr04 14111281 T TG Chr04_14111281_T_TGT_TG INDEL 12682.59 14 9 10 18 14 16 17 6 12 12 12 16 5 6 14 9 10 18 14 16 17 6 12 12 12 16 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21050-Pp3c4_21070Pp3c4_21050-Pp3c4_21070intergenic_regionPp3c4_21050-Pp3c4_21070NA NA n.14111281_14111282insGNA NA NA NA NA
Chr04 14111282 C A Chr04_14111282_C_AC_A SNP 12759.63 15 9 10 19 14 17 17 6 12 13 12 16 5 5 15 9 10 19 14 17 17 6 12 13 12 16 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21050-Pp3c4_21070Pp3c4_21050-Pp3c4_21070intergenic_regionPp3c4_21050-Pp3c4_21070NA NA n.14111282C>ANA NA NA NA NA
Chr04 14111287 A T Chr04_14111287_A_TA_T SNP 12431.63 15 10 9 19 12 16 17 7 12 13 11 16 5 5 15 10 9 19 12 16 17 7 12 13 11 16 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21050-Pp3c4_21070Pp3c4_21050-Pp3c4_21070intergenic_regionPp3c4_21050-Pp3c4_21070NA NA n.14111287A>TNA NA NA NA NA
Chr04 14513089 C CT Chr04_14513089_C_CTC_CT INDEL 14643.59 31 14 19 22 14 33 27 22 16 16 13 10 12 9 31 14 19 22 14 33 27 22 16 16 13 10 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21639-Pp3c4_21680Pp3c4_21639-Pp3c4_21680intergenic_regionPp3c4_21639-Pp3c4_21680NA NA n.14513089_14513090insTNA NA NA NA NA
Chr04 14632770 G T Chr04_14632770_G_TG_T SNP 9756.63 13 8 10 11 9 11 9 16 9 13 4 13 10 8 13 8 10 11 9 11 9 16 9 13 4 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21690-Pp3c4_21750Pp3c4_21690-Pp3c4_21750intergenic_regionPp3c4_21690-Pp3c4_21750NA NA n.14632770G>TNA NA NA NA NA
Chr04 14632771 G T Chr04_14632771_G_TG_T SNP 9761.63 12 8 10 11 9 11 9 16 9 13 4 13 10 8 12 8 10 11 9 11 9 16 9 13 4 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21690-Pp3c4_21750Pp3c4_21690-Pp3c4_21750intergenic_regionPp3c4_21690-Pp3c4_21750NA NA n.14632771G>TNA NA NA NA NA
Chr04 14647698 TA T Chr04_14647698_TA_TTA_T INDEL 12810.59 12 6 17 18 13 23 13 16 19 17 8 13 6 15 12 6 17 18 13 23 13 16 19 17 8 13 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21690-Pp3c4_21750Pp3c4_21690-Pp3c4_21750intergenic_regionPp3c4_21690-Pp3c4_21750NA NA n.14647699delANA NA NA NA NA
Chr04 14745599 A AAT Chr04_14745599_A_AATA_AAT INDEL 8808.59 25 7 6 20 13 25 31 17 12 5 8 10 12 4 25 7 6 20 13 26 31 17 13 5 8 10 13 4 1 1 1 1 1 0.962 1 1 0.923 1 1 1 0.923 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_21820Pp3c4_21820transcript PAC:32921286protein_codingNA c.-1807_-1806insATNA NA NA NA 938
Chr04 14745599 A AAT Chr04_14745599_A_AATA_AAT INDEL 8808.59 25 7 6 20 13 25 31 17 12 5 8 10 12 4 25 7 6 20 13 26 31 17 13 5 8 10 13 4 1 1 1 1 1 0.962 1 1 0.923 1 1 1 0.923 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_21841Pp3c4_21841transcript PAC:32921732protein_codingNA c.-3447_-3446insATNA NA NA NA 3305
Chr04 14745599 A AAT Chr04_14745599_A_AATA_AAT INDEL 8808.59 25 7 6 20 13 25 31 17 12 5 8 10 12 4 25 7 6 20 13 26 31 17 13 5 8 10 13 4 1 1 1 1 1 0.962 1 1 0.923 1 1 1 0.923 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_21820Pp3c4_21820transcript PAC:32921287protein_codingNA c.-1807_-1806insATNA NA NA NA 966
Chr04 14745599 A AAT Chr04_14745599_A_AATA_AAT INDEL 8808.59 25 7 6 20 13 25 31 17 12 5 8 10 12 4 25 7 6 20 13 26 31 17 13 5 8 10 13 4 1 1 1 1 1 0.962 1 1 0.923 1 1 1 0.923 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21820-Pp3c4_21841Pp3c4_21820-Pp3c4_21841intergenic_regionPp3c4_21820-Pp3c4_21841NA NA n.14745599_14745600insATNA NA NA NA NA
Chr04 14747200 G GAT Chr04_14747200_G_GATG_GAT INDEL 2819.24 0 0 0 12 15 18 21 12 0 0 0 0 0 0 16 9 11 12 15 18 21 12 13 14 8 16 9 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_21820Pp3c4_21820transcript PAC:32921286protein_codingNA c.-3408_-3407insATNA NA NA NA 2539
Chr04 14747200 G GAT Chr04_14747200_G_GATG_GAT INDEL 2819.24 0 0 0 12 15 18 21 12 0 0 0 0 0 0 16 9 11 12 15 18 21 12 13 14 8 16 9 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_21841Pp3c4_21841transcript PAC:32921732protein_codingNA c.-1846_-1845insATNA NA NA NA 1704
Chr04 14747200 G GAT Chr04_14747200_G_GATG_GAT INDEL 2819.24 0 0 0 12 15 18 21 12 0 0 0 0 0 0 16 9 11 12 15 18 21 12 13 14 8 16 9 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_21820Pp3c4_21820transcript PAC:32921287protein_codingNA c.-3408_-3407insATNA NA NA NA 2567
Chr04 14747200 G GAT Chr04_14747200_G_GATG_GAT INDEL 2819.24 0 0 0 12 15 18 21 12 0 0 0 0 0 0 16 9 11 12 15 18 21 12 13 14 8 16 9 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_21820-Pp3c4_21841Pp3c4_21820-Pp3c4_21841intergenic_regionPp3c4_21820-Pp3c4_21841NA NA n.14747200_14747201insATNA NA NA NA NA
Chr04 14769685 T A Chr04_14769685_T_AT_A SNP 17007.63 20 9 9 20 17 16 19 17 14 21 14 14 11 9 20 9 9 20 17 16 19 17 14 21 14 14 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_21870-Pp3c4_21900Pp3c4_21870-Pp3c4_21900intergenic_regionPp3c4_21870-Pp3c4_21900NA NA n.14769685T>ANA NA NA NA NA
Chr04 14775478 G A Chr04_14775478_G_AG_A SNP 2356.39 26 25 9 0 0 0 0 0 0 0 0 0 0 0 26 25 9 20 19 23 24 23 24 22 15 17 6 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c4_21870-Pp3c4_21900Pp3c4_21870-Pp3c4_21900intergenic_regionPp3c4_21870-Pp3c4_21900NA NA n.14775478G>ANA NA NA NA NA
Chr04 14851340 G T Chr04_14851340_G_TG_T SNP 10849.63 23 4 7 16 8 16 16 17 9 9 9 11 4 4 23 4 7 16 8 16 16 17 9 9 9 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22010-Pp3c4_22080Pp3c4_22010-Pp3c4_22080intergenic_regionPp3c4_22010-Pp3c4_22080NA NA n.14851340G>TNA NA NA NA NA
Chr04 14881060 C A Chr04_14881060_C_AC_A SNP 8504.63 12 4 8 5 11 13 10 13 11 7 10 6 7 4 12 4 8 5 11 13 10 13 11 7 10 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22010-Pp3c4_22080Pp3c4_22010-Pp3c4_22080intergenic_regionPp3c4_22010-Pp3c4_22080NA NA n.14881060C>ANA NA NA NA NA
Chr04 14949021 G A Chr04_14949021_G_AG_A SNP 19093.63 32 20 12 20 20 14 33 18 37 22 21 18 12 13 32 20 12 20 20 14 33 18 37 22 21 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_22190Pp3c4_22190transcript PAC:32921708protein_codingNA c.*862G>A NA NA NA NA 489
Chr04 14949021 G A Chr04_14949021_G_AG_A SNP 19093.63 32 20 12 20 20 14 33 18 37 22 21 18 12 13 32 20 12 20 20 14 33 18 37 22 21 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_22190Pp3c4_22190transcript PAC:32921711protein_codingNA c.*862G>A NA NA NA NA 678
Chr04 14949021 G A Chr04_14949021_G_AG_A SNP 19093.63 32 20 12 20 20 14 33 18 37 22 21 18 12 13 32 20 12 20 20 14 33 18 37 22 21 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_22190Pp3c4_22190transcript PAC:32921712protein_codingNA c.*1123G>A NA NA NA NA 682
Chr04 14949021 G A Chr04_14949021_G_AG_A SNP 19093.63 32 20 12 20 20 14 33 18 37 22 21 18 12 13 32 20 12 20 20 14 33 18 37 22 21 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_22190Pp3c4_22190transcript PAC:32921713protein_codingNA c.*1367G>A NA NA NA NA 682
Chr04 14949021 G A Chr04_14949021_G_AG_A SNP 19093.63 32 20 12 20 20 14 33 18 37 22 21 18 12 13 32 20 12 20 20 14 33 18 37 22 21 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_22190Pp3c4_22190transcript PAC:32921709protein_codingNA c.*862G>A NA NA NA NA 682



Chr04 14949021 G A Chr04_14949021_G_AG_A SNP 19093.63 32 20 12 20 20 14 33 18 37 22 21 18 12 13 32 20 12 20 20 14 33 18 37 22 21 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_22190Pp3c4_22190transcript PAC:32921710protein_codingNA c.*862G>A NA NA NA NA 682
Chr04 14949021 G A Chr04_14949021_G_AG_A SNP 19093.63 32 20 12 20 20 14 33 18 37 22 21 18 12 13 32 20 12 20 20 14 33 18 37 22 21 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22190-Pp3c4_22240Pp3c4_22190-Pp3c4_22240intergenic_regionPp3c4_22190-Pp3c4_22240NA NA n.14949021G>ANA NA NA NA NA
Chr04 15115968 G T Chr04_15115968_G_TG_T SNP 16587.63 23 14 19 21 16 26 14 23 17 24 15 19 7 9 23 14 19 21 16 26 14 23 17 24 15 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22329-Pp3c4_22420Pp3c4_22329-Pp3c4_22420intergenic_regionPp3c4_22329-Pp3c4_22420NA NA n.15115968G>TNA NA NA NA NA
Chr04 15119198 T TGGCC Chr04_15119198_T_TGGCCT_TGGCC INDEL 20102.59 24 10 11 28 21 25 23 26 24 23 13 17 13 5 24 10 11 28 21 25 23 26 24 23 13 17 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22329-Pp3c4_22420Pp3c4_22329-Pp3c4_22420intergenic_regionPp3c4_22329-Pp3c4_22420NA NA n.15119198_15119199insGGCCNA NA NA NA NA
Chr04 15119201 T C Chr04_15119201_T_CT_C SNP 19955.63 25 11 10 28 22 25 22 27 28 22 15 17 13 5 25 11 10 28 22 25 22 27 28 22 15 17 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22329-Pp3c4_22420Pp3c4_22329-Pp3c4_22420intergenic_regionPp3c4_22329-Pp3c4_22420NA NA n.15119201T>CNA NA NA NA NA
Chr04 15119204 CCAGCA C Chr04_15119204_CCAGCA_CCCAGCA_C INDEL 20300.59 26 11 8 29 22 25 23 27 28 23 15 17 13 5 26 11 8 29 22 25 23 27 28 23 15 17 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22329-Pp3c4_22420Pp3c4_22329-Pp3c4_22420intergenic_regionPp3c4_22329-Pp3c4_22420NA NA n.15119205_15119209delCAGCANA NA NA NA NA
Chr04 15119210 C CTT Chr04_15119210_C_CTTC_CTT INDEL 19895.59 26 11 7 30 22 25 23 27 28 24 15 16 13 5 26 11 7 30 22 25 23 27 28 24 15 16 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22329-Pp3c4_22420Pp3c4_22329-Pp3c4_22420intergenic_regionPp3c4_22329-Pp3c4_22420NA NA n.15119210_15119211insTTNA NA NA NA NA
Chr04 15149798 CG C Chr04_15149798_CG_CCG_C INDEL 12891.59 17 7 10 21 11 11 19 11 21 17 6 12 11 5 17 7 10 21 11 11 19 11 21 17 6 12 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22440-Pp3c4_22450Pp3c4_22440-Pp3c4_22450intergenic_regionPp3c4_22440-Pp3c4_22450NA NA n.15149799delGNA NA NA NA NA
Chr04 15149822 G C Chr04_15149822_G_CG_C SNP 13842.63 17 8 10 25 11 11 18 10 21 18 7 13 11 8 17 8 10 25 11 11 18 10 21 18 7 13 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22440-Pp3c4_22450Pp3c4_22440-Pp3c4_22450intergenic_regionPp3c4_22440-Pp3c4_22450NA NA n.15149822G>CNA NA NA NA NA
Chr04 15149832 G C Chr04_15149832_G_CG_C SNP 14060.63 18 7 11 24 13 11 19 9 20 17 10 15 12 9 18 7 11 24 13 11 19 9 20 17 10 15 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22440-Pp3c4_22450Pp3c4_22440-Pp3c4_22450intergenic_regionPp3c4_22440-Pp3c4_22450NA NA n.15149832G>CNA NA NA NA NA
Chr04 15149841 G A Chr04_15149841_G_AG_A SNP 13809.63 21 9 11 22 13 10 17 9 17 17 9 13 10 8 21 9 11 22 13 10 17 9 17 17 9 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22440-Pp3c4_22450Pp3c4_22440-Pp3c4_22450intergenic_regionPp3c4_22440-Pp3c4_22450NA NA n.15149841G>ANA NA NA NA NA
Chr04 15149855 G C Chr04_15149855_G_CG_C SNP 14626.63 24 10 12 29 13 11 18 12 18 19 10 14 10 8 24 10 12 29 13 11 18 12 18 19 10 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22440-Pp3c4_22450Pp3c4_22440-Pp3c4_22450intergenic_regionPp3c4_22440-Pp3c4_22450NA NA n.15149855G>CNA NA NA NA NA
Chr04 15150919 C T Chr04_15150919_C_TC_T SNP 16087.63 16 15 15 25 15 17 28 21 12 18 14 6 14 7 16 15 15 25 15 17 28 21 12 18 14 6 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_22450Pp3c4_22450transcript PAC:32920884protein_codingNA c.*4415G>A NA NA NA NA 4415
Chr04 15150919 C T Chr04_15150919_C_TC_T SNP 16087.63 16 15 15 25 15 17 28 21 12 18 14 6 14 7 16 15 15 25 15 17 28 21 12 18 14 6 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_22450Pp3c4_22450transcript PAC:32920885protein_codingNA c.*4415G>A NA NA NA NA 4009
Chr04 15150919 C T Chr04_15150919_C_TC_T SNP 16087.63 16 15 15 25 15 17 28 21 12 18 14 6 14 7 16 15 15 25 15 17 28 21 12 18 14 6 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22440-Pp3c4_22450Pp3c4_22440-Pp3c4_22450intergenic_regionPp3c4_22440-Pp3c4_22450NA NA n.15150919C>TNA NA NA NA NA
Chr04 15163125 G GAT Chr04_15163125_G_GATG_GAT INDEL 3132.24 0 0 0 18 13 13 27 22 1 0 2 0 0 0 27 12 13 18 13 13 28 23 18 13 7 12 10 8 0 0 0 1 1 1 0.964 0.957 0 0 0.286 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c4_22490Pp3c4_22490transcript PAC:32922346protein_codingNA c.-1846_-1845insATNA NA NA NA 1561
Chr04 15163125 G GAT Chr04_15163125_G_GATG_GAT INDEL 3132.24 0 0 0 18 13 13 27 22 1 0 2 0 0 0 27 12 13 18 13 13 28 23 18 13 7 12 10 8 0 0 0 1 1 1 0.964 0.957 0 0 0.286 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c4_22490Pp3c4_22490transcript PAC:32922347protein_codingNA c.-1846_-1845insATNA NA NA NA 1562
Chr04 15163125 G GAT Chr04_15163125_G_GATG_GAT INDEL 3132.24 0 0 0 18 13 13 27 22 1 0 2 0 0 0 27 12 13 18 13 13 28 23 18 13 7 12 10 8 0 0 0 1 1 1 0.964 0.957 0 0 0.286 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c4_22450-Pp3c4_22490Pp3c4_22450-Pp3c4_22490intergenic_regionPp3c4_22450-Pp3c4_22490NA NA n.15163125_15163126insATNA NA NA NA NA
Chr04 15223522 A G Chr04_15223522_A_GA_G SNP 22648.63 51 22 34 39 28 37 53 38 21 31 18 16 14 13 51 22 34 39 28 37 53 38 21 31 18 16 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_22590-Pp3c4_22630Pp3c4_22590-Pp3c4_22630intergenic_regionPp3c4_22590-Pp3c4_22630NA NA n.15223522A>GNA NA NA NA NA
Chr04 15544700 A C Chr04_15544700_A_CA_C SNP 16201.63 27 15 10 12 17 21 24 18 21 12 12 14 13 9 27 15 10 12 17 21 24 18 21 12 12 14 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_22960Pp3c4_22960transcript PAC:32919165protein_coding 06-sept c.766T>G p.Phe256Val 766/4980 766/4980 256/1659 NA
Chr04 15544700 A C Chr04_15544700_A_CA_C SNP 16201.63 27 15 10 12 17 21 24 18 21 12 12 14 13 9 27 15 10 12 17 21 24 18 21 12 12 14 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_22960Pp3c4_22960transcript PAC:32919166protein_coding 07-oct c.766T>G p.Phe256Val 999/6037 766/4980 256/1659 NA
Chr04 15544701 C A Chr04_15544701_C_AC_A SNP 16201.63 28 15 10 12 15 21 24 18 21 12 12 14 13 9 28 15 10 12 15 21 24 18 21 12 12 14 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_22960Pp3c4_22960transcript PAC:32919165protein_coding 06-sept c.765G>T p.Gln255His 765/4980 765/4980 255/1659 NA
Chr04 15544701 C A Chr04_15544701_C_AC_A SNP 16201.63 28 15 10 12 15 21 24 18 21 12 12 14 13 9 28 15 10 12 15 21 24 18 21 12 12 14 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_22960Pp3c4_22960transcript PAC:32919166protein_coding 07-oct c.765G>T p.Gln255His 998/6037 765/4980 255/1659 NA
Chr04 15544728 C CA Chr04_15544728_C_CAC_CA INDEL 14577.59 26 15 7 14 16 19 24 16 22 13 9 15 10 9 26 15 7 14 16 19 24 16 22 13 9 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c4_22960Pp3c4_22960transcript PAC:32919165protein_coding 06-sept c.737_738insTp.Glu247fs 737/4980 737/4980 246/1659 NA
Chr04 15544728 C CA Chr04_15544728_C_CAC_CA INDEL 14577.59 26 15 7 14 16 19 24 16 22 13 9 15 10 9 26 15 7 14 16 19 24 16 22 13 9 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c4_22960Pp3c4_22960transcript PAC:32919166protein_coding 07-oct c.737_738insTp.Glu247fs 970/6037 737/4980 246/1659 NA
Chr04 15730951 AT A Chr04_15730951_AT_AAT_A INDEL 14065.59 30 11 11 20 16 26 31 13 23 18 10 9 9 11 30 11 11 20 16 26 31 13 23 18 10 9 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_23210-Pp3c4_23310Pp3c4_23210-Pp3c4_23310intergenic_regionPp3c4_23210-Pp3c4_23310NA NA n.15730952delTNA NA NA NA NA
Chr04 15793349 G T Chr04_15793349_G_TG_T SNP 18467.63 17 14 15 24 26 19 22 23 17 25 19 7 13 9 17 14 15 24 26 19 22 23 17 25 19 7 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_23310Pp3c4_23310transcript PAC:32920927protein_codingNA c.-2552C>A NA NA NA NA 2552
Chr04 15793349 G T Chr04_15793349_G_TG_T SNP 18467.63 17 14 15 24 26 19 22 23 17 25 19 7 13 9 17 14 15 24 26 19 22 23 17 25 19 7 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_23320Pp3c4_23320transcript PAC:32919391protein_codingNA c.*5093C>A NA NA NA NA 4599
Chr04 15793349 G T Chr04_15793349_G_TG_T SNP 18467.63 17 14 15 24 26 19 22 23 17 25 19 7 13 9 17 14 15 24 26 19 22 23 17 25 19 7 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_23320Pp3c4_23320transcript PAC:32919393protein_codingNA c.*5093C>A NA NA NA NA 4555
Chr04 15793349 G T Chr04_15793349_G_TG_T SNP 18467.63 17 14 15 24 26 19 22 23 17 25 19 7 13 9 17 14 15 24 26 19 22 23 17 25 19 7 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_23320Pp3c4_23320transcript PAC:32919392protein_codingNA c.*5093C>A NA NA NA NA 4599
Chr04 15793349 G T Chr04_15793349_G_TG_T SNP 18467.63 17 14 15 24 26 19 22 23 17 25 19 7 13 9 17 14 15 24 26 19 22 23 17 25 19 7 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_23310-Pp3c4_23320Pp3c4_23310-Pp3c4_23320intergenic_regionPp3c4_23310-Pp3c4_23320NA NA n.15793349G>TNA NA NA NA NA
Chr04 15793350 G T Chr04_15793350_G_TG_T SNP 18467.63 17 14 15 24 26 20 22 24 17 24 19 8 13 9 17 14 15 24 26 20 22 24 17 24 19 8 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_23310Pp3c4_23310transcript PAC:32920927protein_codingNA c.-2553C>A NA NA NA NA 2553
Chr04 15793350 G T Chr04_15793350_G_TG_T SNP 18467.63 17 14 15 24 26 20 22 24 17 24 19 8 13 9 17 14 15 24 26 20 22 24 17 24 19 8 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_23320Pp3c4_23320transcript PAC:32919391protein_codingNA c.*5092C>A NA NA NA NA 4598
Chr04 15793350 G T Chr04_15793350_G_TG_T SNP 18467.63 17 14 15 24 26 20 22 24 17 24 19 8 13 9 17 14 15 24 26 20 22 24 17 24 19 8 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_23320Pp3c4_23320transcript PAC:32919393protein_codingNA c.*5092C>A NA NA NA NA 4554
Chr04 15793350 G T Chr04_15793350_G_TG_T SNP 18467.63 17 14 15 24 26 20 22 24 17 24 19 8 13 9 17 14 15 24 26 20 22 24 17 24 19 8 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_23320Pp3c4_23320transcript PAC:32919392protein_codingNA c.*5092C>A NA NA NA NA 4598
Chr04 15793350 G T Chr04_15793350_G_TG_T SNP 18467.63 17 14 15 24 26 20 22 24 17 24 19 8 13 9 17 14 15 24 26 20 22 24 17 24 19 8 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_23310-Pp3c4_23320Pp3c4_23310-Pp3c4_23320intergenic_regionPp3c4_23310-Pp3c4_23320NA NA n.15793350G>TNA NA NA NA NA
Chr04 16095914 C T Chr04_16095914_C_TC_T SNP 10852.63 16 11 6 28 15 14 25 22 12 21 9 13 6 8 16 11 6 28 15 14 25 22 12 21 9 13 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_23860Pp3c4_23860transcript PAC:32919319protein_codingNA c.*3683C>T NA NA NA NA 3683
Chr04 16095914 C T Chr04_16095914_C_TC_T SNP 10852.63 16 11 6 28 15 14 25 22 12 21 9 13 6 8 16 11 6 28 15 14 25 22 12 21 9 13 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_23860Pp3c4_23860transcript PAC:32919321protein_codingNA c.*3683C>T NA NA NA NA 3190
Chr04 16095914 C T Chr04_16095914_C_TC_T SNP 10852.63 16 11 6 28 15 14 25 22 12 21 9 13 6 8 16 11 6 28 15 14 25 22 12 21 9 13 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_23860Pp3c4_23860transcript PAC:32919320protein_codingNA c.*3683C>T NA NA NA NA 3210
Chr04 16095914 C T Chr04_16095914_C_TC_T SNP 10852.63 16 11 6 28 15 14 25 22 12 21 9 13 6 8 16 11 6 28 15 14 25 22 12 21 9 13 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_23880Pp3c4_23880transcript PAC:32920964protein_coding oct-15 c.936+74G>ANA NA NA NA NA
Chr04 16095914 C T Chr04_16095914_C_TC_T SNP 10852.63 16 11 6 28 15 14 25 22 12 21 9 13 6 8 16 11 6 28 15 14 25 22 12 21 9 13 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_23880Pp3c4_23880transcript PAC:32920967protein_coding sept-14 c.936+74G>ANA NA NA NA NA
Chr04 16095914 C T Chr04_16095914_C_TC_T SNP 10852.63 16 11 6 28 15 14 25 22 12 21 9 13 6 8 16 11 6 28 15 14 25 22 12 21 9 13 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_23880Pp3c4_23880transcript PAC:32920965protein_coding oct-15 c.936+74G>ANA NA NA NA NA
Chr04 16095914 C T Chr04_16095914_C_TC_T SNP 10852.63 16 11 6 28 15 14 25 22 12 21 9 13 6 8 16 11 6 28 15 14 25 22 12 21 9 13 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_23880Pp3c4_23880transcript PAC:32920966protein_coding oct-15 c.936+74G>ANA NA NA NA NA
Chr04 16253840 G A Chr04_16253840_G_AG_A SNP 5983.29 0 0 0 22 18 23 38 15 0 0 0 0 0 0 26 11 10 23 18 24 38 15 31 15 27 20 20 14 0 0 0 0.957 1 0.958 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_24040-Pp3c4_24130Pp3c4_24040-Pp3c4_24130intergenic_regionPp3c4_24040-Pp3c4_24130NA NA n.16253840G>ANA NA NA NA NA
Chr04 16650741 AAT A Chr04_16650741_AAT_AAAT_A INDEL 8717.59 22 15 14 19 7 17 20 18 13 17 14 15 11 4 22 15 14 20 7 18 22 18 13 17 14 15 11 4 1 1 1 0.95 1 0.944 0.909 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_24780Pp3c4_24780transcript PAC:32921783protein_codingNA c.*1042_*1043delATNA NA NA NA 1042
Chr04 16650741 AAT A Chr04_16650741_AAT_AAAT_A INDEL 8717.59 22 15 14 19 7 17 20 18 13 17 14 15 11 4 22 15 14 20 7 18 22 18 13 17 14 15 11 4 1 1 1 0.95 1 0.944 0.909 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_24790Pp3c4_24790transcript PAC:32921591protein_codingNA c.*3457_*3458delATNA NA NA NA 3416
Chr04 16650741 AAT A Chr04_16650741_AAT_AAAT_A INDEL 8717.59 22 15 14 19 7 17 20 18 13 17 14 15 11 4 22 15 14 20 7 18 22 18 13 17 14 15 11 4 1 1 1 0.95 1 0.944 0.909 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_24790Pp3c4_24790transcript PAC:32921593protein_codingNA c.*3899_*3900delATNA NA NA NA 3361
Chr04 16650741 AAT A Chr04_16650741_AAT_AAAT_A INDEL 8717.59 22 15 14 19 7 17 20 18 13 17 14 15 11 4 22 15 14 20 7 18 22 18 13 17 14 15 11 4 1 1 1 0.95 1 0.944 0.909 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_24790Pp3c4_24790transcript PAC:32921594protein_codingNA c.*3899_*3900delATNA NA NA NA 3393
Chr04 16650741 AAT A Chr04_16650741_AAT_AAAT_A INDEL 8717.59 22 15 14 19 7 17 20 18 13 17 14 15 11 4 22 15 14 20 7 18 22 18 13 17 14 15 11 4 1 1 1 0.95 1 0.944 0.909 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_24790Pp3c4_24790transcript PAC:32921596protein_codingNA c.*3899_*3900delATNA NA NA NA 3393
Chr04 16650741 AAT A Chr04_16650741_AAT_AAAT_A INDEL 8717.59 22 15 14 19 7 17 20 18 13 17 14 15 11 4 22 15 14 20 7 18 22 18 13 17 14 15 11 4 1 1 1 0.95 1 0.944 0.909 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_24790Pp3c4_24790transcript PAC:32921597protein_codingNA c.*3899_*3900delATNA NA NA NA 3407
Chr04 16650741 AAT A Chr04_16650741_AAT_AAAT_A INDEL 8717.59 22 15 14 19 7 17 20 18 13 17 14 15 11 4 22 15 14 20 7 18 22 18 13 17 14 15 11 4 1 1 1 0.95 1 0.944 0.909 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_24790Pp3c4_24790transcript PAC:32921595protein_codingNA c.*3899_*3900delATNA NA NA NA 3411
Chr04 16650741 AAT A Chr04_16650741_AAT_AAAT_A INDEL 8717.59 22 15 14 19 7 17 20 18 13 17 14 15 11 4 22 15 14 20 7 18 22 18 13 17 14 15 11 4 1 1 1 0.95 1 0.944 0.909 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_24790Pp3c4_24790transcript PAC:32921598protein_codingNA c.*3899_*3900delATNA NA NA NA 3411
Chr04 16650741 AAT A Chr04_16650741_AAT_AAAT_A INDEL 8717.59 22 15 14 19 7 17 20 18 13 17 14 15 11 4 22 15 14 20 7 18 22 18 13 17 14 15 11 4 1 1 1 0.95 1 0.944 0.909 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_24790Pp3c4_24790transcript PAC:32921592protein_codingNA c.*3457_*3458delATNA NA NA NA 3416
Chr04 16650741 AAT A Chr04_16650741_AAT_AAAT_A INDEL 8717.59 22 15 14 19 7 17 20 18 13 17 14 15 11 4 22 15 14 20 7 18 22 18 13 17 14 15 11 4 1 1 1 0.95 1 0.944 0.909 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_24780-Pp3c4_24790Pp3c4_24780-Pp3c4_24790intergenic_regionPp3c4_24780-Pp3c4_24790NA NA n.16650742_16650743delATNA NA NA NA NA
Chr04 16763217 A AATAT Chr04_16763217_A_AATATA_AATAT INDEL 13208.59 27 8 11 18 15 17 23 24 14 9 10 16 6 4 27 8 11 18 15 17 24 24 14 9 10 16 6 5 1 1 1 1 1 1 0.958 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_24970Pp3c4_24970transcript PAC:32920961protein_codingNA c.-730_-729insATATNA NA NA NA 729
Chr04 16763217 A AATAT Chr04_16763217_A_AATATA_AATAT INDEL 13208.59 27 8 11 18 15 17 23 24 14 9 10 16 6 4 27 8 11 18 15 17 24 24 14 9 10 16 6 5 1 1 1 1 1 1 0.958 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_24970Pp3c4_24970transcript PAC:32920962protein_codingNA c.-730_-729insATATNA NA NA NA 576
Chr04 16763217 A AATAT Chr04_16763217_A_AATATA_AATAT INDEL 13208.59 27 8 11 18 15 17 23 24 14 9 10 16 6 4 27 8 11 18 15 17 24 24 14 9 10 16 6 5 1 1 1 1 1 1 0.958 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_24960-Pp3c4_24970Pp3c4_24960-Pp3c4_24970intergenic_regionPp3c4_24960-Pp3c4_24970NA NA n.16763217_16763218insATATNA NA NA NA NA
Chr04 16848116 G GAT Chr04_16848116_G_GATG_GAT INDEL 1605.93 1 0 1 1 0 1 0 1 18 8 10 6 4 6 23 6 12 21 7 19 19 12 18 8 11 6 5 6 0 0 0 0 0 0 0 0 1 1 0.909 1 0.8 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c4_25120Pp3c4_25120transcript PAC:32921780protein_codingNA c.-1029_-1028insATNA NA NA NA 673
Chr04 16848116 G GAT Chr04_16848116_G_GATG_GAT INDEL 1605.93 1 0 1 1 0 1 0 1 18 8 10 6 4 6 23 6 12 21 7 19 19 12 18 8 11 6 5 6 0 0 0 0 0 0 0 0 1 1 0.909 1 0.8 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c4_25132Pp3c4_25132transcript PAC:32921296protein_codingNA c.-2676_-2675insATNA NA NA NA 2675
Chr04 16848116 G GAT Chr04_16848116_G_GATG_GAT INDEL 1605.93 1 0 1 1 0 1 0 1 18 8 10 6 4 6 23 6 12 21 7 19 19 12 18 8 11 6 5 6 0 0 0 0 0 0 0 0 1 1 0.909 1 0.8 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c4_25120Pp3c4_25120transcript PAC:32921781protein_codingNA c.-1029_-1028insATNA NA NA NA 700
Chr04 16848116 G GAT Chr04_16848116_G_GATG_GAT INDEL 1605.93 1 0 1 1 0 1 0 1 18 8 10 6 4 6 23 6 12 21 7 19 19 12 18 8 11 6 5 6 0 0 0 0 0 0 0 0 1 1 0.909 1 0.8 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c4_25130Pp3c4_25130transcript PAC:32920040protein_codingNA c.*1313_*1314insATNA NA NA NA 693
Chr04 16848116 G GAT Chr04_16848116_G_GATG_GAT INDEL 1605.93 1 0 1 1 0 1 0 1 18 8 10 6 4 6 23 6 12 21 7 19 19 12 18 8 11 6 5 6 0 0 0 0 0 0 0 0 1 1 0.909 1 0.8 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c4_25130Pp3c4_25130transcript PAC:32920041protein_codingNA c.*1313_*1314insATNA NA NA NA 1313
Chr04 16848116 G GAT Chr04_16848116_G_GATG_GAT INDEL 1605.93 1 0 1 1 0 1 0 1 18 8 10 6 4 6 23 6 12 21 7 19 19 12 18 8 11 6 5 6 0 0 0 0 0 0 0 0 1 1 0.909 1 0.8 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_25120-Pp3c4_25130Pp3c4_25120-Pp3c4_25130intergenic_regionPp3c4_25120-Pp3c4_25130NA NA n.16848116_16848117insATNA NA NA NA NA
Chr04 17063609 T TA Chr04_17063609_T_TAT_TA INDEL 14650.59 23 11 11 22 20 23 28 23 19 17 12 8 8 7 23 11 11 22 20 23 28 23 19 17 12 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_25540-Pp3c4_25580Pp3c4_25540-Pp3c4_25580intergenic_regionPp3c4_25540-Pp3c4_25580NA NA n.17063609_17063610insANA NA NA NA NA
Chr04 17096211 T C Chr04_17096211_T_CT_C SNP 17373.63 25 11 15 27 21 19 23 18 21 30 12 8 11 14 25 11 15 27 21 19 23 18 21 30 12 8 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_25610-Pp3c4_25660Pp3c4_25610-Pp3c4_25660intergenic_regionPp3c4_25610-Pp3c4_25660NA NA n.17096211T>CNA NA NA NA NA
Chr04 17097338 G A Chr04_17097338_G_AG_A SNP 3708.98 0 0 0 0 0 0 0 0 24 16 10 12 9 11 26 16 18 28 24 30 24 21 24 17 10 12 9 11 0 0 0 0 0 0 0 0 1 0.941 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_25610-Pp3c4_25660Pp3c4_25610-Pp3c4_25660intergenic_regionPp3c4_25610-Pp3c4_25660NA NA n.17097338G>ANA NA NA NA NA
Chr04 17122013 A AAT Chr04_17122013_A_AATA_AAT INDEL 2366.24 0 0 0 11 9 19 17 9 1 0 0 0 0 0 20 16 9 11 9 19 17 9 15 14 11 4 4 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_25610-Pp3c4_25660Pp3c4_25610-Pp3c4_25660intergenic_regionPp3c4_25610-Pp3c4_25660NA NA n.17122013_17122014insATNA NA NA NA NA
Chr04 17125394 T A Chr04_17125394_T_AT_A SNP 13818.63 20 6 16 19 21 19 21 15 23 22 20 13 5 5 20 6 16 19 21 19 21 15 23 22 20 13 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_25610-Pp3c4_25660Pp3c4_25610-Pp3c4_25660intergenic_regionPp3c4_25610-Pp3c4_25660NA NA n.17125394T>ANA NA NA NA NA
Chr04 17166323 GAT G Chr04_17166323_GAT_GGAT_G INDEL 2466.93 0 0 0 1 0 0 1 0 18 18 11 10 5 8 27 12 5 22 15 16 36 20 18 18 11 10 5 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c4_25730Pp3c4_25730transcript PAC:32922014protein_codingNA c.-1833_-1832delATNA NA NA NA 1356
Chr04 17166323 GAT G Chr04_17166323_GAT_GGAT_G INDEL 2466.93 0 0 0 1 0 0 1 0 18 18 11 10 5 8 27 12 5 22 15 16 36 20 18 18 11 10 5 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c4_25740Pp3c4_25740transcript PAC:32919371protein_codingNA c.-4791_-4790delATNA NA NA NA 4446
Chr04 17166323 GAT G Chr04_17166323_GAT_GGAT_G INDEL 2466.93 0 0 0 1 0 0 1 0 18 18 11 10 5 8 27 12 5 22 15 16 36 20 18 18 11 10 5 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c4_25730Pp3c4_25730transcript PAC:32922015protein_codingNA c.-1833_-1832delATNA NA NA NA 1359
Chr04 17166323 GAT G Chr04_17166323_GAT_GGAT_G INDEL 2466.93 0 0 0 1 0 0 1 0 18 18 11 10 5 8 27 12 5 22 15 16 36 20 18 18 11 10 5 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c4_25730Pp3c4_25730transcript PAC:32922016protein_codingNA c.-1833_-1832delATNA NA NA NA 1204
Chr04 17166323 GAT G Chr04_17166323_GAT_GGAT_G INDEL 2466.93 0 0 0 1 0 0 1 0 18 18 11 10 5 8 27 12 5 22 15 16 36 20 18 18 11 10 5 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c4_25740Pp3c4_25740transcript PAC:32919372protein_codingNA c.-4791_-4790delATNA NA NA NA 4541
Chr04 17166323 GAT G Chr04_17166323_GAT_GGAT_G INDEL 2466.93 0 0 0 1 0 0 1 0 18 18 11 10 5 8 27 12 5 22 15 16 36 20 18 18 11 10 5 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_25730-Pp3c4_25740Pp3c4_25730-Pp3c4_25740intergenic_regionPp3c4_25730-Pp3c4_25740NA NA n.17166324_17166325delATNA NA NA NA NA
Chr04 17301677 C CA Chr04_17301677_C_CAC_CA INDEL 15566.59 18 9 10 24 12 25 36 14 26 20 14 17 11 11 18 9 10 24 12 25 36 14 26 20 14 17 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_25840-Pp3c4_25900Pp3c4_25840-Pp3c4_25900intergenic_regionPp3c4_25840-Pp3c4_25900NA NA n.17301677_17301678insANA NA NA NA NA
Chr04 17375413 T TA Chr04_17375413_T_TAT_TA INDEL 10686.59 32 8 13 23 10 27 26 13 11 11 12 9 4 6 32 8 13 23 10 27 26 13 11 11 12 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_25990Pp3c4_25990transcript PAC:32922498protein_codingNA c.-2582_-2581insANA NA NA NA 1981
Chr04 17375413 T TA Chr04_17375413_T_TAT_TA INDEL 10686.59 32 8 13 23 10 27 26 13 11 11 12 9 4 6 32 8 13 23 10 27 26 13 11 11 12 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_25990Pp3c4_25990transcript PAC:32922499protein_codingNA c.-2582_-2581insANA NA NA NA 603
Chr04 17375413 T TA Chr04_17375413_T_TAT_TA INDEL 10686.59 32 8 13 23 10 27 26 13 11 11 12 9 4 6 32 8 13 23 10 27 26 13 11 11 12 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_25980-Pp3c4_25990Pp3c4_25980-Pp3c4_25990intergenic_regionPp3c4_25980-Pp3c4_25990NA NA n.17375413_17375414insANA NA NA NA NA
Chr04 17809625 C T Chr04_17809625_C_TC_T SNP 5322.29 0 0 0 22 15 22 29 17 0 0 0 0 0 0 26 9 15 22 15 22 29 17 30 17 18 17 8 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_26290-Pp3c4_26380Pp3c4_26290-Pp3c4_26380intergenic_regionPp3c4_26290-Pp3c4_26380NA NA n.17809625C>TNA NA NA NA NA
Chr04 17928152 CAT C Chr04_17928152_CAT_CCAT_C INDEL 11086.59 27 11 13 23 16 25 30 22 22 17 6 5 6 4 27 11 14 23 16 25 30 23 22 17 6 5 6 4 1 1 0.929 1 1 1 1 0.957 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_26460Pp3c4_26460transcript PAC:32920011protein_codingNA c.-1167_-1166delATNA NA NA NA 614
Chr04 17928152 CAT C Chr04_17928152_CAT_CCAT_C INDEL 11086.59 27 11 13 23 16 25 30 22 22 17 6 5 6 4 27 11 14 23 16 25 30 23 22 17 6 5 6 4 1 1 0.929 1 1 1 1 0.957 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_26460Pp3c4_26460transcript PAC:32920012protein_codingNA c.-1167_-1166delATNA NA NA NA 1145
Chr04 17928152 CAT C Chr04_17928152_CAT_CCAT_C INDEL 11086.59 27 11 13 23 16 25 30 22 22 17 6 5 6 4 27 11 14 23 16 25 30 23 22 17 6 5 6 4 1 1 0.929 1 1 1 1 0.957 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_26460-Pp3c4_26620Pp3c4_26460-Pp3c4_26620intergenic_regionPp3c4_26460-Pp3c4_26620NA NA n.17928153_17928154delATNA NA NA NA NA
Chr04 18012094 G T Chr04_18012094_G_TG_T SNP 12292.63 19 10 16 10 8 25 22 22 25 19 9 17 4 9 19 10 16 10 8 25 22 22 25 19 9 17 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_26460-Pp3c4_26620Pp3c4_26460-Pp3c4_26620intergenic_regionPp3c4_26460-Pp3c4_26620NA NA n.18012094G>TNA NA NA NA NA
Chr04 18041324 C T Chr04_18041324_C_TC_T SNP 17971.63 26 12 18 32 15 25 29 17 25 31 19 13 7 5 26 12 18 32 15 25 29 17 25 31 19 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_26460-Pp3c4_26620Pp3c4_26460-Pp3c4_26620intergenic_regionPp3c4_26460-Pp3c4_26620NA NA n.18041324C>TNA NA NA NA NA
Chr04 18378160 C A Chr04_18378160_C_AC_A SNP 4027.98 0 0 0 0 0 0 0 0 22 20 10 17 17 14 16 19 18 24 16 23 21 23 22 20 10 17 17 14 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c4_26900-Pp3c4_26980Pp3c4_26900-Pp3c4_26980intergenic_regionPp3c4_26900-Pp3c4_26980NA NA n.18378160C>ANA NA NA NA NA
Chr04 18456827 A G Chr04_18456827_A_GA_G SNP 17854.63 27 14 15 27 16 22 29 20 21 19 15 17 13 11 27 14 15 27 16 22 29 20 21 19 15 17 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_26990-Pp3c4_27100Pp3c4_26990-Pp3c4_27100intergenic_regionPp3c4_26990-Pp3c4_27100NA NA n.18456827A>GNA NA NA NA NA
Chr04 18583717 G A Chr04_18583717_G_AG_A SNP 23275.63 43 22 19 26 20 35 33 26 25 22 15 25 14 19 43 22 19 26 20 35 33 26 25 22 15 25 14 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_27130-Pp3c4_27220Pp3c4_27130-Pp3c4_27220intergenic_regionPp3c4_27130-Pp3c4_27220NA NA n.18583717G>ANA NA NA NA NA
Chr04 18583823 T TA Chr04_18583823_T_TAT_TA INDEL 22777.59 36 18 13 25 24 23 41 30 21 22 15 16 20 14 36 18 13 25 24 23 41 30 21 22 15 16 20 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_27130-Pp3c4_27220Pp3c4_27130-Pp3c4_27220intergenic_regionPp3c4_27130-Pp3c4_27220NA NA n.18583823_18583824insANA NA NA NA NA
Chr04 18583847 C A Chr04_18583847_C_AC_A SNP 23698.63 34 18 14 27 23 25 39 31 23 28 16 22 22 16 34 18 14 27 23 25 39 31 23 28 16 22 22 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_27130-Pp3c4_27220Pp3c4_27130-Pp3c4_27220intergenic_regionPp3c4_27130-Pp3c4_27220NA NA n.18583847C>ANA NA NA NA NA
Chr04 18712806 G C Chr04_18712806_G_CG_C SNP 19542.63 22 14 11 20 16 29 36 19 21 16 18 15 15 5 22 14 11 20 16 29 36 19 21 16 18 15 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_27320-Pp3c4_27350Pp3c4_27320-Pp3c4_27350intergenic_regionPp3c4_27320-Pp3c4_27350NA NA n.18712806G>CNA NA NA NA NA
Chr04 18712816 GA G Chr04_18712816_GA_GGA_G INDEL 19587.59 24 12 12 18 16 33 33 20 23 15 18 14 14 4 24 12 12 18 16 33 33 20 23 15 18 14 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_27320-Pp3c4_27350Pp3c4_27320-Pp3c4_27350intergenic_regionPp3c4_27320-Pp3c4_27350NA NA n.18712817delANA NA NA NA NA
Chr04 18750324 A T Chr04_18750324_A_TA_T SNP 4419.29 0 0 0 29 19 15 14 11 0 0 0 0 0 0 31 10 14 29 19 15 14 11 32 23 17 23 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_27380Pp3c4_27380transcript PAC:32920416protein_codingNA c.-651A>T NA NA NA NA 126
Chr04 18750324 A T Chr04_18750324_A_TA_T SNP 4419.29 0 0 0 29 19 15 14 11 0 0 0 0 0 0 31 10 14 29 19 15 14 11 32 23 17 23 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c4_27380Pp3c4_27380transcript PAC:32920414protein_coding févr-19 c.272+18A>T NA NA NA NA NA
Chr04 18750324 A T Chr04_18750324_A_TA_T SNP 4419.29 0 0 0 29 19 15 14 11 0 0 0 0 0 0 31 10 14 29 19 15 14 11 32 23 17 23 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c4_27380Pp3c4_27380transcript PAC:32920415protein_coding févr-19 c.272+18A>T NA NA NA NA NA
Chr04 19253594 T C Chr04_19253594_T_CT_C SNP 11065.63 16 8 12 20 6 20 16 16 15 14 11 7 5 8 16 8 12 20 6 20 16 16 15 14 12 7 5 8 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28010-Pp3c4_28040Pp3c4_28010-Pp3c4_28040intergenic_regionPp3c4_28010-Pp3c4_28040NA NA n.19253594T>CNA NA NA NA NA
Chr04 19255097 A T Chr04_19255097_A_TA_T SNP 11070.63 15 4 13 17 5 10 19 8 13 11 12 12 9 6 15 4 13 17 5 10 19 8 13 11 12 12 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28010-Pp3c4_28040Pp3c4_28010-Pp3c4_28040intergenic_regionPp3c4_28010-Pp3c4_28040NA NA n.19255097A>TNA NA NA NA NA
Chr04 19361531 T A Chr04_19361531_T_AT_A SNP 18020.63 29 13 14 19 31 17 35 15 27 22 13 9 16 11 29 13 14 19 31 17 35 15 27 22 13 9 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28170-Pp3c4_28210Pp3c4_28170-Pp3c4_28210intergenic_regionPp3c4_28170-Pp3c4_28210NA NA n.19361531T>ANA NA NA NA NA
Chr04 19466098 C CTA Chr04_19466098_C_CTAC_CTA INDEL 7044.59 24 8 7 26 10 11 21 12 5 6 10 10 5 5 24 8 7 27 10 12 21 12 5 6 10 10 5 6 1 1 1 0.963 1 0.917 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28320Pp3c4_28320transcript PAC:32921285protein_codingNA c.*3007_*3008insTANA NA NA NA 3007
Chr04 19466098 C CTA Chr04_19466098_C_CTAC_CTA INDEL 7044.59 24 8 7 26 10 11 21 12 5 6 10 10 5 5 24 8 7 27 10 12 21 12 5 6 10 10 5 6 1 1 1 0.963 1 0.917 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28300-Pp3c4_28320Pp3c4_28300-Pp3c4_28320intergenic_regionPp3c4_28300-Pp3c4_28320NA NA n.19466098_19466099insTANA NA NA NA NA
Chr04 19507718 T A Chr04_19507718_T_AT_A SNP 19767.63 27 15 22 24 29 29 26 28 21 30 17 17 15 11 27 15 22 24 29 29 26 28 21 30 17 17 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28320-Pp3c4_28370Pp3c4_28320-Pp3c4_28370intergenic_regionPp3c4_28320-Pp3c4_28370NA NA n.19507718T>ANA NA NA NA NA
Chr04 19507764 A T Chr04_19507764_A_TA_T SNP 19597.63 25 12 19 22 26 28 23 25 21 24 17 17 13 10 25 12 19 22 26 28 23 25 21 24 17 17 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28320-Pp3c4_28370Pp3c4_28320-Pp3c4_28370intergenic_regionPp3c4_28320-Pp3c4_28370NA NA n.19507764A>TNA NA NA NA NA
Chr04 19507766 T A Chr04_19507766_T_AT_A SNP 19597.63 25 12 19 23 27 28 23 26 22 24 16 17 14 10 25 12 19 23 27 28 23 26 22 24 16 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28320-Pp3c4_28370Pp3c4_28320-Pp3c4_28370intergenic_regionPp3c4_28320-Pp3c4_28370NA NA n.19507766T>ANA NA NA NA NA
Chr04 19514902 C G Chr04_19514902_C_GC_G SNP 18905.63 23 19 19 36 13 21 18 24 12 28 15 14 10 15 23 19 19 36 13 21 18 24 12 28 15 14 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28320-Pp3c4_28370Pp3c4_28320-Pp3c4_28370intergenic_regionPp3c4_28320-Pp3c4_28370NA NA n.19514902C>GNA NA NA NA NA
Chr04 19514903 AC A Chr04_19514903_AC_AAC_A INDEL 18896.59 22 19 19 35 13 21 17 24 11 29 15 14 10 15 22 19 19 35 13 21 17 24 11 29 15 14 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28320-Pp3c4_28370Pp3c4_28320-Pp3c4_28370intergenic_regionPp3c4_28320-Pp3c4_28370NA NA n.19514904delCNA NA NA NA NA
Chr04 19540255 C CT Chr04_19540255_C_CTC_CT INDEL 16569.59 27 14 16 32 18 23 35 24 22 35 16 18 5 17 27 14 16 32 18 23 35 24 22 35 16 18 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28440Pp3c4_28440transcript PAC:32919243protein_codingNA c.*3727_*3728insTNA NA NA NA 3416
Chr04 19540255 C CT Chr04_19540255_C_CTC_CT INDEL 16569.59 27 14 16 32 18 23 35 24 22 35 16 18 5 17 27 14 16 32 18 23 35 24 22 35 16 18 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28440-Pp3c4_28450Pp3c4_28440-Pp3c4_28450intergenic_regionPp3c4_28440-Pp3c4_28450NA NA n.19540255_19540256insTNA NA NA NA NA
Chr04 19540284 C A Chr04_19540284_C_AC_A SNP 21182.63 31 12 14 35 14 24 35 28 30 37 18 20 8 19 31 12 14 35 14 24 35 28 30 37 18 20 8 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28440Pp3c4_28440transcript PAC:32919243protein_codingNA c.*3756C>A NA NA NA NA 3444
Chr04 19540284 C A Chr04_19540284_C_AC_A SNP 21182.63 31 12 14 35 14 24 35 28 30 37 18 20 8 19 31 12 14 35 14 24 35 28 30 37 18 20 8 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28440-Pp3c4_28450Pp3c4_28440-Pp3c4_28450intergenic_regionPp3c4_28440-Pp3c4_28450NA NA n.19540284C>ANA NA NA NA NA
Chr04 19554063 T G Chr04_19554063_T_GT_G SNP 14571.63 22 13 18 14 10 25 24 15 17 14 13 15 10 7 22 13 18 14 10 25 24 15 17 14 13 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&synonymous_variantLOW Pp3c4_28450Pp3c4_28450transcript PAC:32920421protein_coding 02-mars c.93T>G p.Pro31Pro 93/833 93/738 31/245 NA
Chr04 19554063 T G Chr04_19554063_T_GT_G SNP 14571.63 22 13 18 14 10 25 24 15 17 14 13 15 10 7 22 13 18 14 10 25 24 15 17 14 13 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&synonymous_variantLOW Pp3c4_28450Pp3c4_28450transcript PAC:32920422protein_coding 02-févr c.93T>G p.Pro31Pro 93/1422 93/738 31/245 NA
Chr04 19554063 T G Chr04_19554063_T_GT_G SNP 14571.63 22 13 18 14 10 25 24 15 17 14 13 15 10 7 22 13 18 14 10 25 24 15 17 14 13 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_28450Pp3c4_28450transcript PAC:32920423protein_coding 01-janv c.-447T>G NA NA NA NA 447
Chr04 19554228 A T Chr04_19554228_A_TA_T SNP 12222.63 26 15 12 12 10 20 21 21 12 10 8 9 9 8 26 15 12 12 10 20 21 21 12 10 8 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c4_28450Pp3c4_28450transcript PAC:32920421protein_coding 02-mars c.258A>T p.Pro86Pro 258/833 258/738 86/245 NA
Chr04 19554228 A T Chr04_19554228_A_TA_T SNP 12222.63 26 15 12 12 10 20 21 21 12 10 8 9 9 8 26 15 12 12 10 20 21 21 12 10 8 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c4_28450Pp3c4_28450transcript PAC:32920422protein_coding 02-févr c.258A>T p.Pro86Pro 258/1422 258/738 86/245 NA
Chr04 19554228 A T Chr04_19554228_A_TA_T SNP 12222.63 26 15 12 12 10 20 21 21 12 10 8 9 9 8 26 15 12 12 10 20 21 21 12 10 8 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c4_28450Pp3c4_28450transcript PAC:32920423protein_coding 01-janv c.-282A>T NA NA NA NA 282
Chr04 19602870 A T Chr04_19602870_A_TA_T SNP 10931.63 15 13 8 12 18 11 12 15 16 13 9 12 11 4 15 13 8 12 18 11 12 15 16 13 9 12 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28500-Pp3c4_28620Pp3c4_28500-Pp3c4_28620intergenic_regionPp3c4_28500-Pp3c4_28620NA NA n.19602870A>TNA NA NA NA NA
Chr04 19602898 A G Chr04_19602898_A_GA_G SNP 15200.63 18 14 8 17 20 12 16 16 21 13 9 16 12 5 18 14 8 17 20 12 16 16 21 13 9 16 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28500-Pp3c4_28620Pp3c4_28500-Pp3c4_28620intergenic_regionPp3c4_28500-Pp3c4_28620NA NA n.19602898A>GNA NA NA NA NA
Chr04 19602901 C A Chr04_19602901_C_AC_A SNP 15385.63 19 14 8 17 20 13 16 16 24 14 8 16 13 5 19 14 8 17 20 13 16 16 24 14 8 16 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28500-Pp3c4_28620Pp3c4_28500-Pp3c4_28620intergenic_regionPp3c4_28500-Pp3c4_28620NA NA n.19602901C>ANA NA NA NA NA
Chr04 19602995 T G Chr04_19602995_T_GT_G SNP 18899.63 21 16 17 23 21 24 31 27 24 29 10 21 12 13 21 16 17 23 21 24 31 27 24 29 10 21 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28500-Pp3c4_28620Pp3c4_28500-Pp3c4_28620intergenic_regionPp3c4_28500-Pp3c4_28620NA NA n.19602995T>GNA NA NA NA NA
Chr04 19690143 C CT Chr04_19690143_C_CTC_CT INDEL 9781.59 15 11 9 18 10 16 25 21 10 11 8 10 5 6 15 11 9 18 10 16 25 21 10 11 8 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_28620Pp3c4_28620transcript PAC:32919435protein_codingNA c.-4424_-4423insANA NA NA NA 4370
Chr04 19690143 C CT Chr04_19690143_C_CTC_CT INDEL 9781.59 15 11 9 18 10 16 25 21 10 11 8 10 5 6 15 11 9 18 10 16 25 21 10 11 8 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28620-Pp3c4_28680Pp3c4_28620-Pp3c4_28680intergenic_regionPp3c4_28620-Pp3c4_28680NA NA n.19690143_19690144insTNA NA NA NA NA
Chr04 19896378 A G Chr04_19896378_A_GA_G SNP 13775.63 19 12 8 17 12 15 31 20 23 18 16 14 8 7 19 12 8 17 12 15 31 20 23 18 16 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28800-Pp3c4_28828Pp3c4_28800-Pp3c4_28828intergenic_regionPp3c4_28800-Pp3c4_28828NA NA n.19896378A>GNA NA NA NA NA
Chr04 19931608 G A Chr04_19931608_G_AG_A SNP 14162.63 16 16 12 12 15 13 23 16 20 19 14 16 9 10 16 16 12 12 15 13 23 16 20 19 14 16 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28828-Pp3c4_28860Pp3c4_28828-Pp3c4_28860intergenic_regionPp3c4_28828-Pp3c4_28860NA NA n.19931608G>ANA NA NA NA NA
Chr04 19980468 TATATATATATATATTTTCT Chr04_19980468_TATATATATATATATTTTC_TTATATATATATATATTTTC_TINDEL 279934.59 521 409 405 499 438 639 706 893 287 291 188 299 121 98 555 416 424 521 472 666 738 923 310 307 207 319 134 107 0.939 0.983 0.955 0.958 0.928 0.959 0.957 0.967 0.926 0.948 0.908 0.937 0.903 0.916 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28940Pp3c4_28940transcript PAC:32919050protein_codingNA c.*2072_*2089delGAAAATATATATATATATNA NA NA NA 2089
Chr04 19980468 TATATATATATATATTTTCT Chr04_19980468_TATATATATATATATTTTC_TTATATATATATATATTTTC_TINDEL 279934.59 521 409 405 499 438 639 706 893 287 291 188 299 121 98 555 416 424 521 472 666 738 923 310 307 207 319 134 107 0.939 0.983 0.955 0.958 0.928 0.959 0.957 0.967 0.926 0.948 0.908 0.937 0.903 0.916 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28946Pp3c4_28946transcript PAC:32921528protein_codingNA c.*2072_*2089delGAAAATATATATATATATNA NA NA NA 2089
Chr04 19980468 TATATATATATATATTTTCT Chr04_19980468_TATATATATATATATTTTC_TTATATATATATATATTTTC_TINDEL 279934.59 521 409 405 499 438 639 706 893 287 291 188 299 121 98 555 416 424 521 472 666 738 923 310 307 207 319 134 107 0.939 0.983 0.955 0.958 0.928 0.959 0.957 0.967 0.926 0.948 0.908 0.937 0.903 0.916 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28980Pp3c4_28980transcript PAC:32920895protein_codingNA c.*3579_*3596delGAAAATATATATATATATNA NA NA NA 3595
Chr04 19980468 TATATATATATATATTTTCT Chr04_19980468_TATATATATATATATTTTC_TTATATATATATATATTTTC_TINDEL 279934.59 521 409 405 499 438 639 706 893 287 291 188 299 121 98 555 416 424 521 472 666 738 923 310 307 207 319 134 107 0.939 0.983 0.955 0.958 0.928 0.959 0.957 0.967 0.926 0.948 0.908 0.937 0.903 0.916 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28950Pp3c4_28950transcript PAC:32920473protein_codingNA c.*4308_*4325delGAAAATATATATATATATNA NA NA NA 4300
Chr04 19980468 TATATATATATATATTTTCT Chr04_19980468_TATATATATATATATTTTC_TTATATATATATATATTTTC_TINDEL 279934.59 521 409 405 499 438 639 706 893 287 291 188 299 121 98 555 416 424 521 472 666 738 923 310 307 207 319 134 107 0.939 0.983 0.955 0.958 0.928 0.959 0.957 0.967 0.926 0.948 0.908 0.937 0.903 0.916 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28870-Pp3c4_28940Pp3c4_28870-Pp3c4_28940intergenic_regionPp3c4_28870-Pp3c4_28940NA NA n.19980469_19980486delATATATATATATATTTTCNA NA NA NA NA
Chr04 19980491 TC T Chr04_19980491_TC_TTC_T INDEL 284781.59 662 489 513 604 554 775 899 1090 334 347 242 356 156 117 698 497 532 621 586 808 937 1126 356 360 264 381 165 126 0.948 0.984 0.964 0.973 0.945 0.959 0.959 0.968 0.938 0.964 0.917 0.934 0.945 0.929 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28940Pp3c4_28940transcript PAC:32919050protein_codingNA c.*2066delG NA NA NA NA 2066
Chr04 19980491 TC T Chr04_19980491_TC_TTC_T INDEL 284781.59 662 489 513 604 554 775 899 1090 334 347 242 356 156 117 698 497 532 621 586 808 937 1126 356 360 264 381 165 126 0.948 0.984 0.964 0.973 0.945 0.959 0.959 0.968 0.938 0.964 0.917 0.934 0.945 0.929 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28946Pp3c4_28946transcript PAC:32921528protein_codingNA c.*2066delG NA NA NA NA 2066
Chr04 19980491 TC T Chr04_19980491_TC_TTC_T INDEL 284781.59 662 489 513 604 554 775 899 1090 334 347 242 356 156 117 698 497 532 621 586 808 937 1126 356 360 264 381 165 126 0.948 0.984 0.964 0.973 0.945 0.959 0.959 0.968 0.938 0.964 0.917 0.934 0.945 0.929 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28980Pp3c4_28980transcript PAC:32920895protein_codingNA c.*3573delG NA NA NA NA 3572
Chr04 19980491 TC T Chr04_19980491_TC_TTC_T INDEL 284781.59 662 489 513 604 554 775 899 1090 334 347 242 356 156 117 698 497 532 621 586 808 937 1126 356 360 264 381 165 126 0.948 0.984 0.964 0.973 0.945 0.959 0.959 0.968 0.938 0.964 0.917 0.934 0.945 0.929 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28950Pp3c4_28950transcript PAC:32920473protein_codingNA c.*4302delG NA NA NA NA 4277
Chr04 19980491 TC T Chr04_19980491_TC_TTC_T INDEL 284781.59 662 489 513 604 554 775 899 1090 334 347 242 356 156 117 698 497 532 621 586 808 937 1126 356 360 264 381 165 126 0.948 0.984 0.964 0.973 0.945 0.959 0.959 0.968 0.938 0.964 0.917 0.934 0.945 0.929 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28870-Pp3c4_28940Pp3c4_28870-Pp3c4_28940intergenic_regionPp3c4_28870-Pp3c4_28940NA NA n.19980492delCNA NA NA NA NA
Chr04 19980779 C T Chr04_19980779_C_TC_T SNP 452713.63 606 343 455 529 512 727 783 1054 249 328 144 195 136 77 626 353 469 545 531 749 804 1071 261 342 159 212 143 85 0.968 0.972 0.97 0.971 0.964 0.971 0.974 0.984 0.954 0.959 0.906 0.92 0.951 0.906 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28940Pp3c4_28940transcript PAC:32919050protein_codingNA c.*1779G>A NA NA NA NA 1779
Chr04 19980779 C T Chr04_19980779_C_TC_T SNP 452713.63 606 343 455 529 512 727 783 1054 249 328 144 195 136 77 626 353 469 545 531 749 804 1071 261 342 159 212 143 85 0.968 0.972 0.97 0.971 0.964 0.971 0.974 0.984 0.954 0.959 0.906 0.92 0.951 0.906 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28946Pp3c4_28946transcript PAC:32921528protein_codingNA c.*1779G>A NA NA NA NA 1779
Chr04 19980779 C T Chr04_19980779_C_TC_T SNP 452713.63 606 343 455 529 512 727 783 1054 249 328 144 195 136 77 626 353 469 545 531 749 804 1071 261 342 159 212 143 85 0.968 0.972 0.97 0.971 0.964 0.971 0.974 0.984 0.954 0.959 0.906 0.92 0.951 0.906 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28980Pp3c4_28980transcript PAC:32920895protein_codingNA c.*3286G>A NA NA NA NA 3285
Chr04 19980779 C T Chr04_19980779_C_TC_T SNP 452713.63 606 343 455 529 512 727 783 1054 249 328 144 195 136 77 626 353 469 545 531 749 804 1071 261 342 159 212 143 85 0.968 0.972 0.97 0.971 0.964 0.971 0.974 0.984 0.954 0.959 0.906 0.92 0.951 0.906 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28950Pp3c4_28950transcript PAC:32920473protein_codingNA c.*4015G>A NA NA NA NA 3990
Chr04 19980779 C T Chr04_19980779_C_TC_T SNP 452713.63 606 343 455 529 512 727 783 1054 249 328 144 195 136 77 626 353 469 545 531 749 804 1071 261 342 159 212 143 85 0.968 0.972 0.97 0.971 0.964 0.971 0.974 0.984 0.954 0.959 0.906 0.92 0.951 0.906 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28870-Pp3c4_28940Pp3c4_28870-Pp3c4_28940intergenic_regionPp3c4_28870-Pp3c4_28940NA NA n.19980779C>TNA NA NA NA NA
Chr04 20003664 C T Chr04_20003664_C_TC_T SNP 11347.63 14 13 9 26 11 9 29 14 16 20 14 18 11 4 14 13 9 26 11 9 29 14 16 20 14 18 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28972Pp3c4_28972transcript PAC:32922144protein_codingNA c.*4530C>T NA NA NA NA 4337
Chr04 20003664 C T Chr04_20003664_C_TC_T SNP 11347.63 14 13 9 26 11 9 29 14 16 20 14 18 11 4 14 13 9 26 11 9 29 14 16 20 14 18 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_28970Pp3c4_28970transcript PAC:32922662protein_codingNA c.*4530C>T NA NA NA NA 3904
Chr04 20003664 C T Chr04_20003664_C_TC_T SNP 11347.63 14 13 9 26 11 9 29 14 16 20 14 18 11 4 14 13 9 26 11 9 29 14 16 20 14 18 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_28970-Pp3c4_29000Pp3c4_28970-Pp3c4_29000intergenic_regionPp3c4_28970-Pp3c4_29000NA NA n.20003664C>TNA NA NA NA NA
Chr04 20078257 G GT Chr04_20078257_G_GTG_GT INDEL 11568.59 29 6 10 14 30 15 19 24 12 23 11 13 9 11 29 6 10 14 30 15 19 24 12 23 11 13 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29040Pp3c4_29040transcript PAC:32921986protein_codingNA c.-4559_-4558insANA NA NA NA 3288
Chr04 20078257 G GT Chr04_20078257_G_GTG_GT INDEL 11568.59 29 6 10 14 30 15 19 24 12 23 11 13 9 11 29 6 10 14 30 15 19 24 12 23 11 13 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29040Pp3c4_29040transcript PAC:32921989protein_codingNA c.-5366_-5365insANA NA NA NA 4979
Chr04 20078257 G GT Chr04_20078257_G_GTG_GT INDEL 11568.59 29 6 10 14 30 15 19 24 12 23 11 13 9 11 29 6 10 14 30 15 19 24 12 23 11 13 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29040Pp3c4_29040transcript PAC:32921987protein_codingNA c.-4559_-4558insANA NA NA NA 3448
Chr04 20078257 G GT Chr04_20078257_G_GTG_GT INDEL 11568.59 29 6 10 14 30 15 19 24 12 23 11 13 9 11 29 6 10 14 30 15 19 24 12 23 11 13 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29040Pp3c4_29040transcript PAC:32921988protein_codingNA c.-4559_-4558insANA NA NA NA 3448
Chr04 20078257 G GT Chr04_20078257_G_GTG_GT INDEL 11568.59 29 6 10 14 30 15 19 24 12 23 11 13 9 11 29 6 10 14 30 15 19 24 12 23 11 13 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29040-Pp3c4_29120Pp3c4_29040-Pp3c4_29120intergenic_regionPp3c4_29040-Pp3c4_29120NA NA n.20078257_20078258insTNA NA NA NA NA
Chr04 20082861 T A Chr04_20082861_T_AT_A SNP 20194.63 27 13 19 32 26 31 27 36 19 13 13 19 9 13 27 13 19 32 26 31 27 36 19 13 13 19 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29040-Pp3c4_29120Pp3c4_29040-Pp3c4_29120intergenic_regionPp3c4_29040-Pp3c4_29120NA NA n.20082861T>ANA NA NA NA NA
Chr04 20082908 C A Chr04_20082908_C_AC_A SNP 20198.63 28 13 18 28 23 27 31 36 21 18 19 17 10 14 28 13 18 28 23 27 31 36 21 18 19 17 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29040-Pp3c4_29120Pp3c4_29040-Pp3c4_29120intergenic_regionPp3c4_29040-Pp3c4_29120NA NA n.20082908C>ANA NA NA NA NA
Chr04 20084804 A AT Chr04_20084804_A_ATA_AT INDEL 18941.59 33 19 25 23 25 24 41 27 24 36 11 14 9 17 33 19 25 23 25 24 41 27 24 36 11 14 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29040-Pp3c4_29120Pp3c4_29040-Pp3c4_29120intergenic_regionPp3c4_29040-Pp3c4_29120NA NA n.20084804_20084805insTNA NA NA NA NA
Chr04 20151434 C CA Chr04_20151434_C_CAC_CA INDEL 16507.59 28 14 25 24 14 29 37 14 23 34 23 25 12 10 28 14 25 24 14 29 37 14 23 34 23 25 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29120Pp3c4_29120transcript PAC:32918981protein_codingNA c.-4515_-4514insANA NA NA NA 4514
Chr04 20151434 C CA Chr04_20151434_C_CAC_CA INDEL 16507.59 28 14 25 24 14 29 37 14 23 34 23 25 12 10 28 14 25 24 14 29 37 14 23 34 23 25 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29120Pp3c4_29120transcript PAC:32918982protein_codingNA c.-4765_-4764insANA NA NA NA 4385
Chr04 20151434 C CA Chr04_20151434_C_CAC_CA INDEL 16507.59 28 14 25 24 14 29 37 14 23 34 23 25 12 10 28 14 25 24 14 29 37 14 23 34 23 25 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29040-Pp3c4_29120Pp3c4_29040-Pp3c4_29120intergenic_regionPp3c4_29040-Pp3c4_29120NA NA n.20151434_20151435insANA NA NA NA NA
Chr04 20225338 GTCTTATATGTTAAATATGTGTCTG Chr04_20225338_GTCTTATATGTTAAATATGTGTCT_GGTCTTATATGTTAAATATGTGTCT_GINDEL 22871.59 48 17 16 28 21 30 30 24 18 36 12 23 17 11 48 17 16 28 21 30 30 24 18 36 12 23 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_29200Pp3c4_29200transcript PAC:32921685protein_codingNA c.*5014_*5036delAGACACATATTTAACATATAAGANA NA NA NA 4250
Chr04 20225338 GTCTTATATGTTAAATATGTGTCTG Chr04_20225338_GTCTTATATGTTAAATATGTGTCT_GGTCTTATATGTTAAATATGTGTCT_GINDEL 22871.59 48 17 16 28 21 30 30 24 18 36 12 23 17 11 48 17 16 28 21 30 30 24 18 36 12 23 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_29200Pp3c4_29200transcript PAC:32921687protein_codingNA c.*5459_*5481delAGACACATATTTAACATATAAGANA NA NA NA 4250
Chr04 20225338 GTCTTATATGTTAAATATGTGTCTG Chr04_20225338_GTCTTATATGTTAAATATGTGTCT_GGTCTTATATGTTAAATATGTGTCT_GINDEL 22871.59 48 17 16 28 21 30 30 24 18 36 12 23 17 11 48 17 16 28 21 30 30 24 18 36 12 23 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_29200Pp3c4_29200transcript PAC:32921686protein_codingNA c.*5014_*5036delAGACACATATTTAACATATAAGANA NA NA NA 4296
Chr04 20225338 GTCTTATATGTTAAATATGTGTCTG Chr04_20225338_GTCTTATATGTTAAATATGTGTCT_GGTCTTATATGTTAAATATGTGTCT_GINDEL 22871.59 48 17 16 28 21 30 30 24 18 36 12 23 17 11 48 17 16 28 21 30 30 24 18 36 12 23 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29150-Pp3c4_29200Pp3c4_29150-Pp3c4_29200intergenic_regionPp3c4_29150-Pp3c4_29200NA NA n.20225339_20225361delTCTTATATGTTAAATATGTGTCTNA NA NA NA NA
Chr04 20229388 TTATTGGCTGTGGTTTAAGTCTCACTTTAAAT Chr04_20229388_TTATTGGCTGTGGTTTAAGTCTCACTTTAAA_TTTATTGGCTGTGGTTTAAGTCTCACTTTAAA_TINDEL 24690.59 25 10 24 29 21 33 41 51 33 19 14 25 20 9 25 10 24 29 21 33 41 51 33 19 14 25 20 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_29200Pp3c4_29200transcript PAC:32921685protein_codingNA c.*957_*986delTTTAAAGTGAGACTTAAACCACAGCCAATANA NA NA NA 200
Chr04 20229388 TTATTGGCTGTGGTTTAAGTCTCACTTTAAAT Chr04_20229388_TTATTGGCTGTGGTTTAAGTCTCACTTTAAA_TTTATTGGCTGTGGTTTAAGTCTCACTTTAAA_TINDEL 24690.59 25 10 24 29 21 33 41 51 33 19 14 25 20 9 25 10 24 29 21 33 41 51 33 19 14 25 20 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_29200Pp3c4_29200transcript PAC:32921687protein_codingNA c.*1402_*1431delTTTAAAGTGAGACTTAAACCACAGCCAATANA NA NA NA 200
Chr04 20229388 TTATTGGCTGTGGTTTAAGTCTCACTTTAAAT Chr04_20229388_TTATTGGCTGTGGTTTAAGTCTCACTTTAAA_TTTATTGGCTGTGGTTTAAGTCTCACTTTAAA_TINDEL 24690.59 25 10 24 29 21 33 41 51 33 19 14 25 20 9 25 10 24 29 21 33 41 51 33 19 14 25 20 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_29200Pp3c4_29200transcript PAC:32921686protein_codingNA c.*957_*986delTTTAAAGTGAGACTTAAACCACAGCCAATANA NA NA NA 246
Chr04 20229388 TTATTGGCTGTGGTTTAAGTCTCACTTTAAAT Chr04_20229388_TTATTGGCTGTGGTTTAAGTCTCACTTTAAA_TTTATTGGCTGTGGTTTAAGTCTCACTTTAAA_TINDEL 24690.59 25 10 24 29 21 33 41 51 33 19 14 25 20 9 25 10 24 29 21 33 41 51 33 19 14 25 20 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29150-Pp3c4_29200Pp3c4_29150-Pp3c4_29200intergenic_regionPp3c4_29150-Pp3c4_29200NA NA n.20229389_20229418delTATTGGCTGTGGTTTAAGTCTCACTTTAAANA NA NA NA NA
Chr04 20257767 A T Chr04_20257767_A_TA_T SNP 17874.63 33 8 18 31 15 21 32 31 17 15 12 10 11 7 33 8 18 31 15 21 32 31 17 15 12 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29200-Pp3c4_29270Pp3c4_29200-Pp3c4_29270intergenic_regionPp3c4_29200-Pp3c4_29270NA NA n.20257767A>TNA NA NA NA NA
Chr04 20257772 A T Chr04_20257772_A_TA_T SNP 17671.63 33 8 18 29 18 22 31 30 15 14 12 9 10 7 33 8 18 29 18 22 31 30 15 14 12 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29200-Pp3c4_29270Pp3c4_29200-Pp3c4_29270intergenic_regionPp3c4_29200-Pp3c4_29270NA NA n.20257772A>TNA NA NA NA NA
Chr04 20259226 G GA Chr04_20259226_G_GAG_GA INDEL 13481.59 30 12 10 23 20 20 25 22 18 10 10 11 6 15 30 12 10 23 20 20 25 22 18 10 10 11 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29200-Pp3c4_29270Pp3c4_29200-Pp3c4_29270intergenic_regionPp3c4_29200-Pp3c4_29270NA NA n.20259226_20259227insANA NA NA NA NA
Chr04 20293629 G C Chr04_20293629_G_CG_C SNP 20863.63 25 18 15 26 13 24 30 25 22 19 16 15 18 12 25 18 15 26 13 24 30 25 22 19 16 15 18 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29300-Pp3c4_29330Pp3c4_29300-Pp3c4_29330intergenic_regionPp3c4_29300-Pp3c4_29330NA NA n.20293629G>CNA NA NA NA NA
Chr04 20293642 G T Chr04_20293642_G_TG_T SNP 21254.63 22 17 15 26 15 27 28 21 21 17 12 12 17 11 22 17 15 26 15 27 28 21 21 17 12 12 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29300-Pp3c4_29330Pp3c4_29300-Pp3c4_29330intergenic_regionPp3c4_29300-Pp3c4_29330NA NA n.20293642G>TNA NA NA NA NA
Chr04 20293655 G A Chr04_20293655_G_AG_A SNP 20992.63 23 21 16 27 16 25 28 20 24 16 10 14 16 10 23 21 16 27 16 25 28 20 24 16 10 14 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29300-Pp3c4_29330Pp3c4_29300-Pp3c4_29330intergenic_regionPp3c4_29300-Pp3c4_29330NA NA n.20293655G>ANA NA NA NA NA
Chr04 20293660 G T Chr04_20293660_G_TG_T SNP 20700.63 21 21 17 28 17 24 28 24 25 15 11 13 17 10 21 21 17 28 17 24 28 24 25 15 11 13 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29300-Pp3c4_29330Pp3c4_29300-Pp3c4_29330intergenic_regionPp3c4_29300-Pp3c4_29330NA NA n.20293660G>TNA NA NA NA NA
Chr04 20389908 A AAT Chr04_20389908_A_AATA_AAT INDEL 3884.24 0 1 0 24 13 32 18 22 0 2 0 0 0 0 17 10 13 24 13 32 18 22 14 16 15 11 5 10 0 0 0 1 1 1 1 1 0 0.125 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c4_29379Pp3c4_29379transcript PAC:32920223protein_codingNA c.-3122_-3121insATNA NA NA NA 2592
Chr04 20389908 A AAT Chr04_20389908_A_AATA_AAT INDEL 3884.24 0 1 0 24 13 32 18 22 0 2 0 0 0 0 17 10 13 24 13 32 18 22 14 16 15 11 5 10 0 0 0 1 1 1 1 1 0 0.125 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c4_29360-Pp3c4_29379Pp3c4_29360-Pp3c4_29379intergenic_regionPp3c4_29360-Pp3c4_29379NA NA n.20389908_20389909insATNA NA NA NA NA
Chr04 20430959 A AAT Chr04_20430959_A_AATA_AAT INDEL 1446.35 21 12 14 0 0 0 1 0 0 1 0 0 0 1 21 13 14 26 14 18 24 16 14 13 12 10 4 8 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_29410Pp3c4_29410transcript PAC:32920434protein_codingNA c.-2690_-2689insATNA NA NA NA 2230
Chr04 20430959 A AAT Chr04_20430959_A_AATA_AAT INDEL 1446.35 21 12 14 0 0 0 1 0 0 1 0 0 0 1 21 13 14 26 14 18 24 16 14 13 12 10 4 8 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_29410Pp3c4_29410transcript PAC:32920435protein_codingNA c.-2690_-2689insATNA NA NA NA 2199
Chr04 20430959 A AAT Chr04_20430959_A_AATA_AAT INDEL 1446.35 21 12 14 0 0 0 1 0 0 1 0 0 0 1 21 13 14 26 14 18 24 16 14 13 12 10 4 8 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c4_29379-Pp3c4_29410Pp3c4_29379-Pp3c4_29410intergenic_regionPp3c4_29379-Pp3c4_29410NA NA n.20430959_20430960insATNA NA NA NA NA
Chr04 20433860 G A Chr04_20433860_G_AG_A SNP 14677.63 16 16 13 20 18 23 27 19 25 9 19 19 5 10 16 16 13 20 18 23 27 19 25 9 19 19 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_29410Pp3c4_29410transcript PAC:32920434protein_coding 01-mai c.212G>A p.Arg71Lys 671/1767 212/921 71/306 NA
Chr04 20433860 G A Chr04_20433860_G_AG_A SNP 14677.63 16 16 13 20 18 23 27 19 25 9 19 19 5 10 16 16 13 20 18 23 27 19 25 9 19 19 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c4_29410Pp3c4_29410transcript PAC:32920435protein_coding 01-mai c.212G>A p.Arg71Lys 702/1862 212/921 71/306 NA
Chr04 20433860 G A Chr04_20433860_G_AG_A SNP 14677.63 16 16 13 20 18 23 27 19 25 9 19 19 5 10 16 16 13 20 18 23 27 19 25 9 19 19 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29419Pp3c4_29419transcript PAC:32920520protein_codingNA c.-4434G>A NA NA NA NA 4225
Chr04 20433860 G A Chr04_20433860_G_AG_A SNP 14677.63 16 16 13 20 18 23 27 19 25 9 19 19 5 10 16 16 13 20 18 23 27 19 25 9 19 19 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29419Pp3c4_29419transcript PAC:32920521protein_codingNA c.-4434G>A NA NA NA NA 3593
Chr04 20433860 G A Chr04_20433860_G_AG_A SNP 14677.63 16 16 13 20 18 23 27 19 25 9 19 19 5 10 16 16 13 20 18 23 27 19 25 9 19 19 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29419Pp3c4_29419transcript PAC:32920522protein_codingNA c.-4434G>A NA NA NA NA 3814
Chr04 20433860 G A Chr04_20433860_G_AG_A SNP 14677.63 16 16 13 20 18 23 27 19 25 9 19 19 5 10 16 16 13 20 18 23 27 19 25 9 19 19 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29419Pp3c4_29419transcript PAC:32920523protein_codingNA c.-4434G>A NA NA NA NA 4206
Chr04 20497113 C A Chr04_20497113_C_AC_A SNP 17267.63 22 11 13 15 17 43 45 25 13 31 18 12 4 6 22 11 13 15 17 43 45 25 13 31 18 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29510Pp3c4_29510transcript PAC:32919037protein_codingNA c.-1247C>A NA NA NA NA 1188
Chr04 20497113 C A Chr04_20497113_C_AC_A SNP 17267.63 22 11 13 15 17 43 45 25 13 31 18 12 4 6 22 11 13 15 17 43 45 25 13 31 18 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29510Pp3c4_29510transcript PAC:32919038protein_codingNA c.-1247C>A NA NA NA NA 1146
Chr04 20497113 C A Chr04_20497113_C_AC_A SNP 17267.63 22 11 13 15 17 43 45 25 13 31 18 12 4 6 22 11 13 15 17 43 45 25 13 31 18 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29470-Pp3c4_29510Pp3c4_29470-Pp3c4_29510intergenic_regionPp3c4_29470-Pp3c4_29510NA NA n.20497113C>ANA NA NA NA NA
Chr04 20497114 C A Chr04_20497114_C_AC_A SNP 17267.63 22 11 13 14 17 43 47 25 13 31 18 12 4 6 22 11 13 14 17 43 47 25 13 31 18 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29510Pp3c4_29510transcript PAC:32919037protein_codingNA c.-1246C>A NA NA NA NA 1187
Chr04 20497114 C A Chr04_20497114_C_AC_A SNP 17267.63 22 11 13 14 17 43 47 25 13 31 18 12 4 6 22 11 13 14 17 43 47 25 13 31 18 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29510Pp3c4_29510transcript PAC:32919038protein_codingNA c.-1246C>A NA NA NA NA 1145
Chr04 20497114 C A Chr04_20497114_C_AC_A SNP 17267.63 22 11 13 14 17 43 47 25 13 31 18 12 4 6 22 11 13 14 17 43 47 25 13 31 18 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29470-Pp3c4_29510Pp3c4_29470-Pp3c4_29510intergenic_regionPp3c4_29470-Pp3c4_29510NA NA n.20497114C>ANA NA NA NA NA
Chr04 20497149 T A Chr04_20497149_T_AT_A SNP 17987.63 32 13 16 20 21 44 51 29 17 33 19 11 6 8 32 13 16 20 21 44 51 29 17 33 19 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29510Pp3c4_29510transcript PAC:32919037protein_codingNA c.-1211T>A NA NA NA NA 1152
Chr04 20497149 T A Chr04_20497149_T_AT_A SNP 17987.63 32 13 16 20 21 44 51 29 17 33 19 11 6 8 32 13 16 20 21 44 51 29 17 33 19 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_29510Pp3c4_29510transcript PAC:32919038protein_codingNA c.-1211T>A NA NA NA NA 1110
Chr04 20497149 T A Chr04_20497149_T_AT_A SNP 17987.63 32 13 16 20 21 44 51 29 17 33 19 11 6 8 32 13 16 20 21 44 51 29 17 33 19 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29470-Pp3c4_29510Pp3c4_29470-Pp3c4_29510intergenic_regionPp3c4_29470-Pp3c4_29510NA NA n.20497149T>ANA NA NA NA NA
Chr04 20600605 T A Chr04_20600605_T_AT_A SNP 11456.63 22 7 5 15 14 12 18 18 16 12 7 10 8 5 22 7 5 15 14 12 18 18 16 12 7 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29630-Pp3c4_29750Pp3c4_29630-Pp3c4_29750intergenic_regionPp3c4_29630-Pp3c4_29750NA NA n.20600605T>ANA NA NA NA NA
Chr04 20707314 C A Chr04_20707314_C_AC_A SNP 17748.63 35 19 14 25 15 28 25 27 21 15 21 15 10 9 35 19 14 25 15 28 25 27 21 15 21 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29810-Pp3c4_29820Pp3c4_29810-Pp3c4_29820intergenic_regionPp3c4_29810-Pp3c4_29820NA NA n.20707314C>ANA NA NA NA NA
Chr04 20708605 G T Chr04_20708605_G_TG_T SNP 19363.63 19 12 21 29 25 28 36 23 19 33 15 21 16 11 19 12 21 29 25 28 36 23 19 34 15 21 16 11 1 1 1 1 1 1 1 1 1 0.971 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_29810-Pp3c4_29820Pp3c4_29810-Pp3c4_29820intergenic_regionPp3c4_29810-Pp3c4_29820NA NA n.20708605G>TNA NA NA NA NA
Chr04 20746205 T TTA Chr04_20746205_T_TTAT_TTA INDEL 78.37 1 0 0 0 5 1 0 2 0 0 0 0 0 0 27 9 15 20 6 12 23 20 14 11 7 8 5 5 0 0 0 0 0.833 0 0 0.1 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c4_29890-Pp3c4_29910Pp3c4_29890-Pp3c4_29910intergenic_regionPp3c4_29890-Pp3c4_29910NA NA n.20746205_20746206insTANA NA NA NA NA
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_30080Pp3c4_30080transcript PAC:32922597protein_codingNA c.-3275T>C NA NA NA NA 2229
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_30080Pp3c4_30080transcript PAC:32922598protein_codingNA c.-3275T>C NA NA NA NA 3275
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920478protein_codingNA c.*6040T>C NA NA NA NA 4364
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920484protein_codingNA c.*6040T>C NA NA NA NA 4402
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920481protein_codingNA c.*6040T>C NA NA NA NA 4392
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920483protein_codingNA c.*6040T>C NA NA NA NA 4392
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920487protein_codingNA c.*6040T>C NA NA NA NA 4391
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920488protein_codingNA c.*6040T>C NA NA NA NA 4369
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920485protein_codingNA c.*6040T>C NA NA NA NA 4365
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920479protein_codingNA c.*6040T>C NA NA NA NA 4364
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920480protein_codingNA c.*6040T>C NA NA NA NA 4311
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920482protein_codingNA c.*6040T>C NA NA NA NA 4311



Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920486protein_codingNA c.*6040T>C NA NA NA NA 4297
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30070Pp3c4_30070transcript PAC:32920489protein_codingNA c.*6040T>C NA NA NA NA 4418
Chr04 20894265 T C Chr04_20894265_T_CT_C SNP 21799.63 39 17 14 30 18 37 38 33 23 36 17 15 18 21 39 17 14 30 18 37 38 33 23 36 17 15 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_30070-Pp3c4_30080Pp3c4_30070-Pp3c4_30080intergenic_regionPp3c4_30070-Pp3c4_30080NA NA n.20894265T>CNA NA NA NA NA
Chr04 20938703 A G Chr04_20938703_A_GA_G SNP 2038.39 24 15 13 0 0 0 0 0 0 0 0 0 0 0 24 18 13 27 18 38 32 21 26 14 17 20 13 7 1 0.833 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c4_30080-Pp3c4_30220Pp3c4_30080-Pp3c4_30220intergenic_regionPp3c4_30080-Pp3c4_30220NA NA n.20938703A>GNA NA NA NA NA
Chr04 21135675 GC G Chr04_21135675_GC_GGC_G INDEL 13031.59 21 16 11 14 20 20 28 16 9 16 14 9 16 11 21 16 11 14 20 20 28 16 9 16 14 9 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_30558-Pp3c4_30600Pp3c4_30558-Pp3c4_30600intergenic_regionPp3c4_30558-Pp3c4_30600NA NA n.21135676delCNA NA NA NA NA
Chr04 21231463 T TCTAATACTCTTTTTCAATCACTTTCTTCAAATATAGCTATAAACTTTTTTAAGAATGAATTCAAATAATAAAGGATTCGTGAAACTTTTTCCATCAAAAATATAChr04_21231463_T_TCTAATACTCTTTTTCAATCACTTTCTTCAAATATAGCTATAAACTTTTTTAAGAATGAATTCAAATAATAAAGGATTCGTGAAACTTTTTCCATCAAAAATATAT_TCTAATACTCTTTTTCAATCACTTTCTTCAAATATAGCTATAAACTTTTTTAAGAATGAATTCAAATAATAAAGGATTCGTGAAACTTTTTCCATCAAAAATATAINDEL 14565.59 19 9 12 27 15 20 9 18 15 18 7 13 6 11 20 9 12 29 16 20 9 18 17 19 8 15 7 12 0.95 1 1 0.931 0.938 1 1 1 0.882 0.947 0.875 0.867 0.857 0.917 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_30759-Pp3c4_30790Pp3c4_30759-Pp3c4_30790intergenic_regionPp3c4_30759-Pp3c4_30790NA NA n.21231463_21231464insCTAATACTCTTTTTCAATCACTTTCTTCAAATATAGCTATAAACTTTTTTAAGAATGAATTCAAATAATAAAGGATTCGTGAAACTTTTTCCATCAAAAATATANA NA NA NA NA
Chr04 21239483 C A Chr04_21239483_C_AC_A SNP 12256.63 17 14 6 9 16 14 14 19 13 12 19 10 10 5 17 14 6 9 16 14 14 19 13 12 19 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_30759-Pp3c4_30790Pp3c4_30759-Pp3c4_30790intergenic_regionPp3c4_30759-Pp3c4_30790NA NA n.21239483C>ANA NA NA NA NA
Chr04 21241201 TG T Chr04_21241201_TG_TTG_T INDEL 20798.59 31 22 26 23 23 37 34 29 30 18 20 18 20 10 31 22 26 23 23 37 34 29 30 18 20 18 20 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_30759-Pp3c4_30790Pp3c4_30759-Pp3c4_30790intergenic_regionPp3c4_30759-Pp3c4_30790NA NA n.21241202delGNA NA NA NA NA
Chr04 21383665 G A Chr04_21383665_G_AG_A SNP 12283.63 16 20 11 17 17 26 32 14 20 16 13 9 6 7 17 20 12 19 19 29 33 14 24 17 14 11 7 7 0.941 1 0.917 0.895 0.895 0.897 0.97 1 0.833 0.941 0.929 0.818 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_30930Pp3c4_30930transcript PAC:32921901protein_codingNA c.-3387C>T NA NA NA NA 3387
Chr04 21383665 G A Chr04_21383665_G_AG_A SNP 12283.63 16 20 11 17 17 26 32 14 20 16 13 9 6 7 17 20 12 19 19 29 33 14 24 17 14 11 7 7 0.941 1 0.917 0.895 0.895 0.897 0.97 1 0.833 0.941 0.929 0.818 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_30950Pp3c4_30950transcript PAC:32922064protein_codingNA c.-3496G>A NA NA NA NA 3370
Chr04 21383665 G A Chr04_21383665_G_AG_A SNP 12283.63 16 20 11 17 17 26 32 14 20 16 13 9 6 7 17 20 12 19 19 29 33 14 24 17 14 11 7 7 0.941 1 0.917 0.895 0.895 0.897 0.97 1 0.833 0.941 0.929 0.818 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_30950Pp3c4_30950transcript PAC:32922065protein_codingNA c.-3496G>A NA NA NA NA 3187
Chr04 21383665 G A Chr04_21383665_G_AG_A SNP 12283.63 16 20 11 17 17 26 32 14 20 16 13 9 6 7 17 20 12 19 19 29 33 14 24 17 14 11 7 7 0.941 1 0.917 0.895 0.895 0.897 0.97 1 0.833 0.941 0.929 0.818 0.857 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_30930-Pp3c4_30950Pp3c4_30930-Pp3c4_30950intergenic_regionPp3c4_30930-Pp3c4_30950NA NA n.21383665G>ANA NA NA NA NA
Chr04 21391234 C CA Chr04_21391234_C_CAC_CA INDEL 12498.59 16 11 10 13 10 17 23 16 10 12 15 17 14 5 16 11 10 13 10 17 23 16 10 12 15 17 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30950Pp3c4_30950transcript PAC:32922064protein_codingNA c.*1155_*1156insANA NA NA NA 539
Chr04 21391234 C CA Chr04_21391234_C_CAC_CA INDEL 12498.59 16 11 10 13 10 17 23 16 10 12 15 17 14 5 16 11 10 13 10 17 23 16 10 12 15 17 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30950Pp3c4_30950transcript PAC:32922065protein_codingNA c.*1155_*1156insANA NA NA NA 823
Chr04 21391234 C CA Chr04_21391234_C_CAC_CA INDEL 12498.59 16 11 10 13 10 17 23 16 10 12 15 17 14 5 16 11 10 13 10 17 23 16 10 12 15 17 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_30950-Pp3c4_31000Pp3c4_30950-Pp3c4_31000intergenic_regionPp3c4_30950-Pp3c4_31000NA NA n.21391234_21391235insANA NA NA NA NA
Chr04 21391236 T TA Chr04_21391236_T_TAT_TA INDEL 12659.59 16 11 10 12 10 17 24 16 10 12 15 17 14 6 16 11 10 12 10 17 24 16 10 12 15 17 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30950Pp3c4_30950transcript PAC:32922064protein_codingNA c.*1157_*1158insANA NA NA NA 541
Chr04 21391236 T TA Chr04_21391236_T_TAT_TA INDEL 12659.59 16 11 10 12 10 17 24 16 10 12 15 17 14 6 16 11 10 12 10 17 24 16 10 12 15 17 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30950Pp3c4_30950transcript PAC:32922065protein_codingNA c.*1157_*1158insANA NA NA NA 825
Chr04 21391236 T TA Chr04_21391236_T_TAT_TA INDEL 12659.59 16 11 10 12 10 17 24 16 10 12 15 17 14 6 16 11 10 12 10 17 24 16 10 12 15 17 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_30950-Pp3c4_31000Pp3c4_30950-Pp3c4_31000intergenic_regionPp3c4_30950-Pp3c4_31000NA NA n.21391236_21391237insANA NA NA NA NA
Chr04 21391245 C CA Chr04_21391245_C_CAC_CA INDEL 11928.59 15 11 9 12 10 17 21 15 10 11 15 15 13 6 15 11 9 12 10 17 21 15 10 11 15 15 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30950Pp3c4_30950transcript PAC:32922064protein_codingNA c.*1166_*1167insANA NA NA NA 550
Chr04 21391245 C CA Chr04_21391245_C_CAC_CA INDEL 11928.59 15 11 9 12 10 17 21 15 10 11 15 15 13 6 15 11 9 12 10 17 21 15 10 11 15 15 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_30950Pp3c4_30950transcript PAC:32922065protein_codingNA c.*1166_*1167insANA NA NA NA 834
Chr04 21391245 C CA Chr04_21391245_C_CAC_CA INDEL 11928.59 15 11 9 12 10 17 21 15 10 11 15 15 13 6 15 11 9 12 10 17 21 15 10 11 15 15 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_30950-Pp3c4_31000Pp3c4_30950-Pp3c4_31000intergenic_regionPp3c4_30950-Pp3c4_31000NA NA n.21391245_21391246insANA NA NA NA NA
Chr04 21522269 C T Chr04_21522269_C_TC_T SNP 15330.63 21 4 13 18 19 16 20 25 16 25 18 13 8 8 21 4 13 18 19 16 20 25 16 25 18 13 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31070-Pp3c4_31149Pp3c4_31070-Pp3c4_31149intergenic_regionPp3c4_31070-Pp3c4_31149NA NA n.21522269C>TNA NA NA NA NA
Chr04 21522270 C A Chr04_21522270_C_AC_A SNP 15330.63 21 4 13 18 19 16 20 25 17 25 18 13 8 8 21 4 13 18 19 16 20 25 17 25 18 13 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31070-Pp3c4_31149Pp3c4_31070-Pp3c4_31149intergenic_regionPp3c4_31070-Pp3c4_31149NA NA n.21522270C>ANA NA NA NA NA
Chr04 21522419 G T Chr04_21522419_G_TG_T SNP 9122.63 14 9 8 9 11 9 20 8 7 12 5 14 6 8 14 9 8 9 11 9 20 8 7 12 5 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31070-Pp3c4_31149Pp3c4_31070-Pp3c4_31149intergenic_regionPp3c4_31070-Pp3c4_31149NA NA n.21522419G>TNA NA NA NA NA
Chr04 21548870 C CT Chr04_21548870_C_CTC_CT INDEL 14180.59 21 16 13 17 19 29 25 14 24 20 10 18 13 11 21 16 13 17 19 29 25 14 24 20 10 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_31210Pp3c4_31210transcript PAC:32922527protein_codingNA c.*3616_*3617insTNA NA NA NA 2981
Chr04 21548870 C CT Chr04_21548870_C_CTC_CT INDEL 14180.59 21 16 13 17 19 29 25 14 24 20 10 18 13 11 21 16 13 17 19 29 25 14 24 20 10 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_31210Pp3c4_31210transcript PAC:32922528protein_codingNA c.*3616_*3617insTNA NA NA NA 3036
Chr04 21548870 C CT Chr04_21548870_C_CTC_CT INDEL 14180.59 21 16 13 17 19 29 25 14 24 20 10 18 13 11 21 16 13 17 19 29 25 14 24 20 10 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31210-Pp3c4_31220Pp3c4_31210-Pp3c4_31220intergenic_regionPp3c4_31210-Pp3c4_31220NA NA n.21548870_21548871insTNA NA NA NA NA
Chr04 21612086 A AAT Chr04_21612086_A_AATA_AAT INDEL 9065.59 24 12 9 22 10 19 21 17 9 13 10 8 8 8 24 12 9 22 10 20 21 17 9 15 10 10 8 8 1 1 1 1 1 0.95 1 1 1 0.867 1 0.8 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_31330Pp3c4_31330transcript PAC:32922833protein_codingNA c.-3692_-3691insATNA NA NA NA 3226
Chr04 21612086 A AAT Chr04_21612086_A_AATA_AAT INDEL 9065.59 24 12 9 22 10 19 21 17 9 13 10 8 8 8 24 12 9 22 10 20 21 17 9 15 10 10 8 8 1 1 1 1 1 0.95 1 1 1 0.867 1 0.8 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_31330Pp3c4_31330transcript PAC:32922835protein_codingNA c.-4188_-4187insATNA NA NA NA 2360
Chr04 21612086 A AAT Chr04_21612086_A_AATA_AAT INDEL 9065.59 24 12 9 22 10 19 21 17 9 13 10 8 8 8 24 12 9 22 10 20 21 17 9 15 10 10 8 8 1 1 1 1 1 0.95 1 1 1 0.867 1 0.8 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_31330Pp3c4_31330transcript PAC:32922834protein_codingNA c.-4188_-4187insATNA NA NA NA 3226
Chr04 21612086 A AAT Chr04_21612086_A_AATA_AAT INDEL 9065.59 24 12 9 22 10 19 21 17 9 13 10 8 8 8 24 12 9 22 10 20 21 17 9 15 10 10 8 8 1 1 1 1 1 0.95 1 1 1 0.867 1 0.8 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_31371Pp3c4_31371transcript PAC:32921722protein_codingNA c.*2419_*2420insATNA NA NA NA 863
Chr04 21612086 A AAT Chr04_21612086_A_AATA_AAT INDEL 9065.59 24 12 9 22 10 19 21 17 9 13 10 8 8 8 24 12 9 22 10 20 21 17 9 15 10 10 8 8 1 1 1 1 1 0.95 1 1 1 0.867 1 0.8 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c4_31371Pp3c4_31371transcript PAC:32921723protein_codingNA c.*2419_*2420insATNA NA NA NA 793
Chr04 21612086 A AAT Chr04_21612086_A_AATA_AAT INDEL 9065.59 24 12 9 22 10 19 21 17 9 13 10 8 8 8 24 12 9 22 10 20 21 17 9 15 10 10 8 8 1 1 1 1 1 0.95 1 1 1 0.867 1 0.8 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31371-Pp3c4_31430Pp3c4_31371-Pp3c4_31430intergenic_regionPp3c4_31371-Pp3c4_31430NA NA n.21612086_21612087insATNA NA NA NA NA
Chr04 21639470 A T Chr04_21639470_A_TA_T SNP 19451.63 23 19 15 28 20 18 14 29 21 20 20 14 15 10 23 19 15 28 20 18 14 29 21 20 20 14 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31371-Pp3c4_31430Pp3c4_31371-Pp3c4_31430intergenic_regionPp3c4_31371-Pp3c4_31430NA NA n.21639470A>TNA NA NA NA NA
Chr04 21639471 T C Chr04_21639471_T_CT_C SNP 19451.63 24 19 15 28 21 19 14 29 22 20 20 14 15 10 24 19 15 28 21 19 14 29 22 20 20 14 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31371-Pp3c4_31430Pp3c4_31371-Pp3c4_31430intergenic_regionPp3c4_31371-Pp3c4_31430NA NA n.21639471T>CNA NA NA NA NA
Chr04 21646042 AC A Chr04_21646042_AC_AAC_A INDEL 22442.59 37 18 25 37 22 24 25 26 29 22 17 18 11 16 37 18 25 37 22 24 25 26 29 22 17 18 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31371-Pp3c4_31430Pp3c4_31371-Pp3c4_31430intergenic_regionPp3c4_31371-Pp3c4_31430NA NA n.21646043delCNA NA NA NA NA
Chr04 21646045 T A Chr04_21646045_T_AT_A SNP 22451.63 37 19 25 38 22 24 25 26 30 22 18 18 11 16 37 19 25 38 22 24 25 26 30 22 18 18 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31371-Pp3c4_31430Pp3c4_31371-Pp3c4_31430intergenic_regionPp3c4_31371-Pp3c4_31430NA NA n.21646045T>ANA NA NA NA NA
Chr04 21651881 G A Chr04_21651881_G_AG_A SNP 16573.63 21 16 12 25 20 28 25 23 12 24 17 22 9 7 21 16 12 25 20 28 25 23 12 24 17 22 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31371-Pp3c4_31430Pp3c4_31371-Pp3c4_31430intergenic_regionPp3c4_31371-Pp3c4_31430NA NA n.21651881G>ANA NA NA NA NA
Chr04 21651919 T A Chr04_21651919_T_AT_A SNP 17659.63 25 20 15 19 15 25 25 18 14 23 16 16 6 5 25 20 15 19 15 25 25 18 14 23 16 16 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31371-Pp3c4_31430Pp3c4_31371-Pp3c4_31430intergenic_regionPp3c4_31371-Pp3c4_31430NA NA n.21651919T>ANA NA NA NA NA
Chr04 21651965 CG C Chr04_21651965_CG_CCG_C INDEL 18556.59 32 22 12 20 16 30 27 16 13 14 16 20 7 5 32 22 12 21 16 30 27 16 13 14 16 20 7 5 1 1 1 0.952 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31371-Pp3c4_31430Pp3c4_31371-Pp3c4_31430intergenic_regionPp3c4_31371-Pp3c4_31430NA NA n.21651966delGNA NA NA NA NA
Chr04 21653765 G T Chr04_21653765_G_TG_T SNP 17141.63 26 15 17 21 16 15 30 19 18 23 17 17 10 7 26 15 17 21 16 15 30 19 18 23 17 17 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31371-Pp3c4_31430Pp3c4_31371-Pp3c4_31430intergenic_regionPp3c4_31371-Pp3c4_31430NA NA n.21653765G>TNA NA NA NA NA
Chr04 21653963 TG T Chr04_21653963_TG_TTG_T INDEL 9704.59 16 14 11 15 13 18 15 18 12 10 7 7 7 4 16 14 11 15 13 18 15 18 12 10 7 7 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31371-Pp3c4_31430Pp3c4_31371-Pp3c4_31430intergenic_regionPp3c4_31371-Pp3c4_31430NA NA n.21653964delGNA NA NA NA NA
Chr04 21654079 T TA Chr04_21654079_T_TAT_TA INDEL 15923.59 26 19 11 23 23 33 25 22 22 22 19 16 15 8 26 19 11 23 23 33 25 22 22 22 19 16 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31371-Pp3c4_31430Pp3c4_31371-Pp3c4_31430intergenic_regionPp3c4_31371-Pp3c4_31430NA NA n.21654079_21654080insANA NA NA NA NA
Chr04 21691708 C CAT Chr04_21691708_C_CATC_CAT INDEL 3498.24 0 0 0 21 19 22 24 15 1 0 0 0 0 0 22 12 13 23 19 22 24 15 16 6 10 10 11 6 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_31500Pp3c4_31500transcript PAC:32921982protein_codingNA c.-2396_-2395insATNA NA NA NA 684
Chr04 21691708 C CAT Chr04_21691708_C_CATC_CAT INDEL 3498.24 0 0 0 21 19 22 24 15 1 0 0 0 0 0 22 12 13 23 19 22 24 15 16 6 10 10 11 6 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_31500Pp3c4_31500transcript PAC:32921983protein_codingNA c.-2396_-2395insATNA NA NA NA 684
Chr04 21691708 C CAT Chr04_21691708_C_CATC_CAT INDEL 3498.24 0 0 0 21 19 22 24 15 1 0 0 0 0 0 22 12 13 23 19 22 24 15 16 6 10 10 11 6 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_31500Pp3c4_31500transcript PAC:32921984protein_codingNA c.-2396_-2395insATNA NA NA NA 684
Chr04 21691708 C CAT Chr04_21691708_C_CATC_CAT INDEL 3498.24 0 0 0 21 19 22 24 15 1 0 0 0 0 0 22 12 13 23 19 22 24 15 16 6 10 10 11 6 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c4_31500Pp3c4_31500transcript PAC:32921985protein_codingNA c.-2396_-2395insATNA NA NA NA 816
Chr04 21691708 C CAT Chr04_21691708_C_CATC_CAT INDEL 3498.24 0 0 0 21 19 22 24 15 1 0 0 0 0 0 22 12 13 23 19 22 24 15 16 6 10 10 11 6 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c4_31477Pp3c4_31477transcript PAC:32921224protein_codingNA c.*2255_*2256insATNA NA NA NA 2030
Chr04 21691708 C CAT Chr04_21691708_C_CATC_CAT INDEL 3498.24 0 0 0 21 19 22 24 15 1 0 0 0 0 0 22 12 13 23 19 22 24 15 16 6 10 10 11 6 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_31477-Pp3c4_31500Pp3c4_31477-Pp3c4_31500intergenic_regionPp3c4_31477-Pp3c4_31500NA NA n.21691708_21691709insATNA NA NA NA NA
Chr04 21772598 A T Chr04_21772598_A_TA_T SNP 14210.63 26 9 14 24 16 28 30 20 10 13 11 10 7 6 26 9 14 24 16 28 30 20 10 13 11 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31580-Pp3c4_31590Pp3c4_31580-Pp3c4_31590intergenic_regionPp3c4_31580-Pp3c4_31590NA NA n.21772598A>TNA NA NA NA NA
Chr04 21772614 G A Chr04_21772614_G_AG_A SNP 14397.63 25 8 19 26 19 23 33 19 10 15 9 11 5 7 25 8 19 26 19 23 33 19 10 15 9 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31580-Pp3c4_31590Pp3c4_31580-Pp3c4_31590intergenic_regionPp3c4_31580-Pp3c4_31590NA NA n.21772614G>ANA NA NA NA NA
Chr04 21773013 A T Chr04_21773013_A_TA_T SNP 14031.63 14 15 14 31 20 18 22 12 10 21 6 21 5 4 14 15 14 31 20 18 22 12 10 21 6 21 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_31580-Pp3c4_31590Pp3c4_31580-Pp3c4_31590intergenic_regionPp3c4_31580-Pp3c4_31590NA NA n.21773013A>TNA NA NA NA NA
Chr04 21808409 G A Chr04_21808409_G_AG_A SNP 6604.29 0 0 0 28 17 32 35 23 0 0 0 0 0 0 29 20 10 28 17 32 35 23 22 22 8 26 16 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c4_31590-Pp3c4_31630Pp3c4_31590-Pp3c4_31630intergenic_regionPp3c4_31590-Pp3c4_31630NA NA n.21808409G>ANA NA NA NA NA
Chr04 21907690 TTA T Chr04_21907690_TTA_TTTA_T INDEL 4051.24 0 0 1 21 16 25 32 16 1 2 0 0 0 0 17 11 18 22 17 25 32 17 21 19 13 10 9 6 0 0 0 0.955 0.941 1 1 0.941 0 0.105 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c4_31700-Pp3c4_31749Pp3c4_31700-Pp3c4_31749intergenic_regionPp3c4_31700-Pp3c4_31749NA NA n.21907691_21907692delTANA NA NA NA NA
Chr04 22119846 A AT Chr04_22119846_A_ATA_AT INDEL 16053.59 29 21 15 19 20 25 31 24 24 31 12 22 14 14 29 21 15 19 20 25 31 24 24 31 12 22 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c4_32050-Pp3c4_32070Pp3c4_32050-Pp3c4_32070intergenic_regionPp3c4_32050-Pp3c4_32070NA NA n.22119846_22119847insTNA NA NA NA NA
Chr04 22211100 A T Chr04_22211100_A_TA_T SNP 12579.63 14 8 8 27 19 17 13 13 18 14 6 13 13 9 14 8 8 27 19 17 13 13 18 15 6 13 13 9 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_32150Pp3c4_32150transcript PAC:32919121protein_codingNA c.-1501T>A NA NA NA NA 1501
Chr04 22211100 A T Chr04_22211100_A_TA_T SNP 12579.63 14 8 8 27 19 17 13 13 18 14 6 13 13 9 14 8 8 27 19 17 13 13 18 15 6 13 13 9 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_32160Pp3c4_32160transcript PAC:32921853protein_codingNA c.-4696A>T NA NA NA NA 3566
Chr04 22211100 A T Chr04_22211100_A_TA_T SNP 12579.63 14 8 8 27 19 17 13 13 18 14 6 13 13 9 14 8 8 27 19 17 13 13 18 15 6 13 13 9 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_32160Pp3c4_32160transcript PAC:32921854protein_codingNA c.-4696A>T NA NA NA NA 3566
Chr04 22211100 A T Chr04_22211100_A_TA_T SNP 12579.63 14 8 8 27 19 17 13 13 18 14 6 13 13 9 14 8 8 27 19 17 13 13 18 15 6 13 13 9 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_32160Pp3c4_32160transcript PAC:32921856protein_codingNA c.-4696A>T NA NA NA NA 3660
Chr04 22211100 A T Chr04_22211100_A_TA_T SNP 12579.63 14 8 8 27 19 17 13 13 18 14 6 13 13 9 14 8 8 27 19 17 13 13 18 15 6 13 13 9 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_32160Pp3c4_32160transcript PAC:32921855protein_codingNA c.-4696A>T NA NA NA NA 4170
Chr04 22211100 A T Chr04_22211100_A_TA_T SNP 12579.63 14 8 8 27 19 17 13 13 18 14 6 13 13 9 14 8 8 27 19 17 13 13 18 15 6 13 13 9 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c4_32155Pp3c4_32155transcript PAC:32920709protein_coding 01-févr c.143+10T>ANA NA NA NA NA
Chr04 22211112 G T Chr04_22211112_G_TG_T SNP 9426.63 7 7 4 19 14 12 11 12 12 10 4 8 7 7 7 7 4 19 14 12 11 12 12 10 4 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&synonymous_variantLOW Pp3c4_32155Pp3c4_32155transcript PAC:32920709protein_coding 01-mars c.141C>A p.Ala47Ala 141/735 141/735 47/244 NA
Chr04 22211112 G T Chr04_22211112_G_TG_T SNP 9426.63 7 7 4 19 14 12 11 12 12 10 4 8 7 7 7 7 4 19 14 12 11 12 12 10 4 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_32150Pp3c4_32150transcript PAC:32919121protein_codingNA c.-1513C>A NA NA NA NA 1513
Chr04 22211112 G T Chr04_22211112_G_TG_T SNP 9426.63 7 7 4 19 14 12 11 12 12 10 4 8 7 7 7 7 4 19 14 12 11 12 12 10 4 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_32160Pp3c4_32160transcript PAC:32921853protein_codingNA c.-4684G>T NA NA NA NA 3554
Chr04 22211112 G T Chr04_22211112_G_TG_T SNP 9426.63 7 7 4 19 14 12 11 12 12 10 4 8 7 7 7 7 4 19 14 12 11 12 12 10 4 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_32160Pp3c4_32160transcript PAC:32921854protein_codingNA c.-4684G>T NA NA NA NA 3554
Chr04 22211112 G T Chr04_22211112_G_TG_T SNP 9426.63 7 7 4 19 14 12 11 12 12 10 4 8 7 7 7 7 4 19 14 12 11 12 12 10 4 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_32160Pp3c4_32160transcript PAC:32921856protein_codingNA c.-4684G>T NA NA NA NA 3648
Chr04 22211112 G T Chr04_22211112_G_TG_T SNP 9426.63 7 7 4 19 14 12 11 12 12 10 4 8 7 7 7 7 4 19 14 12 11 12 12 10 4 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c4_32160Pp3c4_32160transcript PAC:32921855protein_codingNA c.-4684G>T NA NA NA NA 4158
Chr04 22229516 AAT A Chr04_22229516_AAT_AAAT_A INDEL 2354.35 28 16 17 0 0 0 0 0 0 0 0 0 0 0 28 16 17 18 20 24 22 16 10 17 11 9 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_32180Pp3c4_32180transcript PAC:32921572protein_codingNA c.-1240_-1239delATNA NA NA NA 522
Chr04 22229516 AAT A Chr04_22229516_AAT_AAAT_A INDEL 2354.35 28 16 17 0 0 0 0 0 0 0 0 0 0 0 28 16 17 18 20 24 22 16 10 17 11 9 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_32180Pp3c4_32180transcript PAC:32921574protein_codingNA c.-1765_-1764delATNA NA NA NA 521
Chr04 22229516 AAT A Chr04_22229516_AAT_AAAT_A INDEL 2354.35 28 16 17 0 0 0 0 0 0 0 0 0 0 0 28 16 17 18 20 24 22 16 10 17 11 9 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_32180Pp3c4_32180transcript PAC:32921575protein_codingNA c.-1765_-1764delATNA NA NA NA 521
Chr04 22229516 AAT A Chr04_22229516_AAT_AAAT_A INDEL 2354.35 28 16 17 0 0 0 0 0 0 0 0 0 0 0 28 16 17 18 20 24 22 16 10 17 11 9 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_32180Pp3c4_32180transcript PAC:32921576protein_codingNA c.-1824_-1823delATNA NA NA NA 522
Chr04 22229516 AAT A Chr04_22229516_AAT_AAAT_A INDEL 2354.35 28 16 17 0 0 0 0 0 0 0 0 0 0 0 28 16 17 18 20 24 22 16 10 17 11 9 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_32180Pp3c4_32180transcript PAC:32921577protein_codingNA c.-1971_-1970delATNA NA NA NA 522
Chr04 22229516 AAT A Chr04_22229516_AAT_AAAT_A INDEL 2354.35 28 16 17 0 0 0 0 0 0 0 0 0 0 0 28 16 17 18 20 24 22 16 10 17 11 9 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_32180Pp3c4_32180transcript PAC:32921578protein_codingNA c.-1971_-1970delATNA NA NA NA 522
Chr04 22229516 AAT A Chr04_22229516_AAT_AAAT_A INDEL 2354.35 28 16 17 0 0 0 0 0 0 0 0 0 0 0 28 16 17 18 20 24 22 16 10 17 11 9 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_32180Pp3c4_32180transcript PAC:32921573protein_codingNA c.-1240_-1239delATNA NA NA NA 524
Chr04 22229516 AAT A Chr04_22229516_AAT_AAAT_A INDEL 2354.35 28 16 17 0 0 0 0 0 0 0 0 0 0 0 28 16 17 18 20 24 22 16 10 17 11 9 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c4_32180Pp3c4_32180transcript PAC:32921579protein_codingNA c.-1971_-1970delATNA NA NA NA 1382
Chr04 22229516 AAT A Chr04_22229516_AAT_AAAT_A INDEL 2354.35 28 16 17 0 0 0 0 0 0 0 0 0 0 0 28 16 17 18 20 24 22 16 10 17 11 9 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c4_32180-Pp3c4_32270Pp3c4_32180-Pp3c4_32270intergenic_regionPp3c4_32180-Pp3c4_32270NA NA n.22229517_22229518delATNA NA NA NA NA
Chr05 18122 A G Chr05_18122_A_GA_G SNP 17630.63 23 14 17 23 20 19 39 21 23 21 18 17 8 6 23 14 17 23 20 19 39 21 23 21 18 17 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c5_10CHR_START-Pp3c5_10intergenic_regionCHR_START-Pp3c5_10NA NA n.18122A>G NA NA NA NA NA
Chr05 38087 T TAAACATGCAAAGChr05_38087_T_TAAACATGCAAAGT_TAAACATGCAAAGINDEL 18470.59 35 7 16 20 16 15 28 13 21 18 8 17 8 11 35 8 16 20 16 16 28 13 21 18 8 17 8 12 1 0.875 1 1 1 0.938 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955773protein_coding 01-févr c.-3829_-3828insCTTTGCATGTTTNA NA NA NA 3998
Chr05 38087 T TAAACATGCAAAGChr05_38087_T_TAAACATGCAAAGT_TAAACATGCAAAGINDEL 18470.59 35 7 16 20 16 15 28 13 21 18 8 17 8 11 35 8 16 20 16 16 28 13 21 18 8 17 8 12 1 0.875 1 1 1 0.938 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955772protein_codingNA c.-3998_-3997insCTTTGCATGTTTNA NA NA NA 3998
Chr05 38087 T TAAACATGCAAAGChr05_38087_T_TAAACATGCAAAGT_TAAACATGCAAAGINDEL 18470.59 35 7 16 20 16 15 28 13 21 18 8 17 8 11 35 8 16 20 16 16 28 13 21 18 8 17 8 12 1 0.875 1 1 1 0.938 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953751protein_codingNA c.-1856_-1855insCTTTGCATGTTTNA NA NA NA 1856
Chr05 38087 T TAAACATGCAAAGChr05_38087_T_TAAACATGCAAAGT_TAAACATGCAAAGINDEL 18470.59 35 7 16 20 16 15 28 13 21 18 8 17 8 11 35 8 16 20 16 16 28 13 21 18 8 17 8 12 1 0.875 1 1 1 0.938 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955212protein_codingNA c.-992_-991insCTTTGCATGTTTNA NA NA NA 4
Chr05 38087 T TAAACATGCAAAGChr05_38087_T_TAAACATGCAAAGT_TAAACATGCAAAGINDEL 18470.59 35 7 16 20 16 15 28 13 21 18 8 17 8 11 35 8 16 20 16 16 28 13 21 18 8 17 8 12 1 0.875 1 1 1 0.938 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953429protein_codingNA c.-2809_-2808insAAACATGCAAAGNA NA NA NA 2808
Chr05 38087 T TAAACATGCAAAGChr05_38087_T_TAAACATGCAAAGT_TAAACATGCAAAGINDEL 18470.59 35 7 16 20 16 15 28 13 21 18 8 17 8 11 35 8 16 20 16 16 28 13 21 18 8 17 8 12 1 0.875 1 1 1 0.938 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953752protein_codingNA c.-1856_-1855insCTTTGCATGTTTNA NA NA NA 1856
Chr05 38087 T TAAACATGCAAAGChr05_38087_T_TAAACATGCAAAGT_TAAACATGCAAAGINDEL 18470.59 35 7 16 20 16 15 28 13 21 18 8 17 8 11 35 8 16 20 16 16 28 13 21 18 8 17 8 12 1 0.875 1 1 1 0.938 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955213protein_codingNA c.-992_-991insCTTTGCATGTTTNA NA NA NA 992
Chr05 38087 T TAAACATGCAAAGChr05_38087_T_TAAACATGCAAAGT_TAAACATGCAAAGINDEL 18470.59 35 7 16 20 16 15 28 13 21 18 8 17 8 11 35 8 16 20 16 16 28 13 21 18 8 17 8 12 1 0.875 1 1 1 0.938 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953430protein_codingNA c.-2809_-2808insAAACATGCAAAGNA NA NA NA 2808
Chr05 38087 T TAAACATGCAAAGChr05_38087_T_TAAACATGCAAAGT_TAAACATGCAAAGINDEL 18470.59 35 7 16 20 16 15 28 13 21 18 8 17 8 11 35 8 16 20 16 16 28 13 21 18 8 17 8 12 1 0.875 1 1 1 0.938 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_70 Pp3c5_70 transcript PAC:32953288protein_codingNA c.*2199_*2200insCTTTGCATGTTTNA NA NA NA 2199
Chr05 38087 T TAAACATGCAAAGChr05_38087_T_TAAACATGCAAAGT_TAAACATGCAAAGINDEL 18470.59 35 7 16 20 16 15 28 13 21 18 8 17 8 11 35 8 16 20 16 16 28 13 21 18 8 17 8 12 1 0.875 1 1 1 0.938 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_81 Pp3c5_81 transcript PAC:32955095protein_codingNA c.*3298_*3299insCTTTGCATGTTTNA NA NA NA 3298
Chr05 38095 C A Chr05_38095_C_AC_A SNP 17750.63 42 7 18 21 19 16 27 13 19 16 7 19 8 12 42 8 19 21 19 17 28 13 19 16 8 19 9 13 1 0.875 0.947 1 1 0.941 0.964 1 1 1 0.875 1 0.889 0.923 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955773protein_coding 01-févr c.-3836G>T NA NA NA NA 4005
Chr05 38095 C A Chr05_38095_C_AC_A SNP 17750.63 42 7 18 21 19 16 27 13 19 16 7 19 8 12 42 8 19 21 19 17 28 13 19 16 8 19 9 13 1 0.875 0.947 1 1 0.941 0.964 1 1 1 0.875 1 0.889 0.923 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955772protein_codingNA c.-4005G>T NA NA NA NA 4005
Chr05 38095 C A Chr05_38095_C_AC_A SNP 17750.63 42 7 18 21 19 16 27 13 19 16 7 19 8 12 42 8 19 21 19 17 28 13 19 16 8 19 9 13 1 0.875 0.947 1 1 0.941 0.964 1 1 1 0.875 1 0.889 0.923 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953751protein_codingNA c.-1863G>T NA NA NA NA 1863
Chr05 38095 C A Chr05_38095_C_AC_A SNP 17750.63 42 7 18 21 19 16 27 13 19 16 7 19 8 12 42 8 19 21 19 17 28 13 19 16 8 19 9 13 1 0.875 0.947 1 1 0.941 0.964 1 1 1 0.875 1 0.889 0.923 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955212protein_codingNA c.-999G>T NA NA NA NA 11
Chr05 38095 C A Chr05_38095_C_AC_A SNP 17750.63 42 7 18 21 19 16 27 13 19 16 7 19 8 12 42 8 19 21 19 17 28 13 19 16 8 19 9 13 1 0.875 0.947 1 1 0.941 0.964 1 1 1 0.875 1 0.889 0.923 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953429protein_codingNA c.-2801C>A NA NA NA NA 2801
Chr05 38095 C A Chr05_38095_C_AC_A SNP 17750.63 42 7 18 21 19 16 27 13 19 16 7 19 8 12 42 8 19 21 19 17 28 13 19 16 8 19 9 13 1 0.875 0.947 1 1 0.941 0.964 1 1 1 0.875 1 0.889 0.923 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953752protein_codingNA c.-1863G>T NA NA NA NA 1863
Chr05 38095 C A Chr05_38095_C_AC_A SNP 17750.63 42 7 18 21 19 16 27 13 19 16 7 19 8 12 42 8 19 21 19 17 28 13 19 16 8 19 9 13 1 0.875 0.947 1 1 0.941 0.964 1 1 1 0.875 1 0.889 0.923 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955213protein_codingNA c.-999G>T NA NA NA NA 999
Chr05 38095 C A Chr05_38095_C_AC_A SNP 17750.63 42 7 18 21 19 16 27 13 19 16 7 19 8 12 42 8 19 21 19 17 28 13 19 16 8 19 9 13 1 0.875 0.947 1 1 0.941 0.964 1 1 1 0.875 1 0.889 0.923 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953430protein_codingNA c.-2801C>A NA NA NA NA 2801
Chr05 38095 C A Chr05_38095_C_AC_A SNP 17750.63 42 7 18 21 19 16 27 13 19 16 7 19 8 12 42 8 19 21 19 17 28 13 19 16 8 19 9 13 1 0.875 0.947 1 1 0.941 0.964 1 1 1 0.875 1 0.889 0.923 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_70 Pp3c5_70 transcript PAC:32953288protein_codingNA c.*2192G>T NA NA NA NA 2192
Chr05 38095 C A Chr05_38095_C_AC_A SNP 17750.63 42 7 18 21 19 16 27 13 19 16 7 19 8 12 42 8 19 21 19 17 28 13 19 16 8 19 9 13 1 0.875 0.947 1 1 0.941 0.964 1 1 1 0.875 1 0.889 0.923 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_81 Pp3c5_81 transcript PAC:32955095protein_codingNA c.*3291G>T NA NA NA NA 3291
Chr05 38096 C CAT Chr05_38096_C_CATC_CAT INDEL 17741.59 42 7 18 22 19 16 26 13 20 16 7 19 8 11 42 8 19 22 19 17 27 13 20 16 8 19 9 12 1 0.875 0.947 1 1 0.941 0.963 1 1 1 0.875 1 0.889 0.917 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955773protein_coding 01-févr c.-3838_-3837insATNA NA NA NA 4007
Chr05 38096 C CAT Chr05_38096_C_CATC_CAT INDEL 17741.59 42 7 18 22 19 16 26 13 20 16 7 19 8 11 42 8 19 22 19 17 27 13 20 16 8 19 9 12 1 0.875 0.947 1 1 0.941 0.963 1 1 1 0.875 1 0.889 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955772protein_codingNA c.-4007_-4006insATNA NA NA NA 4007
Chr05 38096 C CAT Chr05_38096_C_CATC_CAT INDEL 17741.59 42 7 18 22 19 16 26 13 20 16 7 19 8 11 42 8 19 22 19 17 27 13 20 16 8 19 9 12 1 0.875 0.947 1 1 0.941 0.963 1 1 1 0.875 1 0.889 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953751protein_codingNA c.-1865_-1864insATNA NA NA NA 1865
Chr05 38096 C CAT Chr05_38096_C_CATC_CAT INDEL 17741.59 42 7 18 22 19 16 26 13 20 16 7 19 8 11 42 8 19 22 19 17 27 13 20 16 8 19 9 12 1 0.875 0.947 1 1 0.941 0.963 1 1 1 0.875 1 0.889 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955212protein_codingNA c.-1001_-1000insATNA NA NA NA 13
Chr05 38096 C CAT Chr05_38096_C_CATC_CAT INDEL 17741.59 42 7 18 22 19 16 26 13 20 16 7 19 8 11 42 8 19 22 19 17 27 13 20 16 8 19 9 12 1 0.875 0.947 1 1 0.941 0.963 1 1 1 0.875 1 0.889 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953429protein_codingNA c.-2800_-2799insATNA NA NA NA 2799
Chr05 38096 C CAT Chr05_38096_C_CATC_CAT INDEL 17741.59 42 7 18 22 19 16 26 13 20 16 7 19 8 11 42 8 19 22 19 17 27 13 20 16 8 19 9 12 1 0.875 0.947 1 1 0.941 0.963 1 1 1 0.875 1 0.889 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953752protein_codingNA c.-1865_-1864insATNA NA NA NA 1865
Chr05 38096 C CAT Chr05_38096_C_CATC_CAT INDEL 17741.59 42 7 18 22 19 16 26 13 20 16 7 19 8 11 42 8 19 22 19 17 27 13 20 16 8 19 9 12 1 0.875 0.947 1 1 0.941 0.963 1 1 1 0.875 1 0.889 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955213protein_codingNA c.-1001_-1000insATNA NA NA NA 1001
Chr05 38096 C CAT Chr05_38096_C_CATC_CAT INDEL 17741.59 42 7 18 22 19 16 26 13 20 16 7 19 8 11 42 8 19 22 19 17 27 13 20 16 8 19 9 12 1 0.875 0.947 1 1 0.941 0.963 1 1 1 0.875 1 0.889 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953430protein_codingNA c.-2800_-2799insATNA NA NA NA 2799
Chr05 38096 C CAT Chr05_38096_C_CATC_CAT INDEL 17741.59 42 7 18 22 19 16 26 13 20 16 7 19 8 11 42 8 19 22 19 17 27 13 20 16 8 19 9 12 1 0.875 0.947 1 1 0.941 0.963 1 1 1 0.875 1 0.889 0.917 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_70 Pp3c5_70 transcript PAC:32953288protein_codingNA c.*2190_*2191insATNA NA NA NA 2190
Chr05 38096 C CAT Chr05_38096_C_CATC_CAT INDEL 17741.59 42 7 18 22 19 16 26 13 20 16 7 19 8 11 42 8 19 22 19 17 27 13 20 16 8 19 9 12 1 0.875 0.947 1 1 0.941 0.963 1 1 1 0.875 1 0.889 0.917 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_81 Pp3c5_81 transcript PAC:32955095protein_codingNA c.*3289_*3290insATNA NA NA NA 3289
Chr05 38098 G A Chr05_38098_G_AG_A SNP 17750.63 43 7 18 23 20 16 26 13 20 16 7 19 8 13 43 8 19 24 20 17 27 13 20 16 8 19 9 14 1 0.875 0.947 0.958 1 0.941 0.963 1 1 1 0.875 1 0.889 0.929 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c5_10 Pp3c5_10 transcript PAC:32955773protein_coding 01-févr c.-3839C>T NA NA NA NA NA
Chr05 38098 G A Chr05_38098_G_AG_A SNP 17750.63 43 7 18 23 20 16 26 13 20 16 7 19 8 13 43 8 19 24 20 17 27 13 20 16 8 19 9 14 1 0.875 0.947 0.958 1 0.941 0.963 1 1 1 0.875 1 0.889 0.929 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955773protein_coding 01-févr c.-3839C>T NA NA NA NA 4008
Chr05 38098 G A Chr05_38098_G_AG_A SNP 17750.63 43 7 18 23 20 16 26 13 20 16 7 19 8 13 43 8 19 24 20 17 27 13 20 16 8 19 9 14 1 0.875 0.947 0.958 1 0.941 0.963 1 1 1 0.875 1 0.889 0.929 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955772protein_codingNA c.-4008C>T NA NA NA NA 4008
Chr05 38098 G A Chr05_38098_G_AG_A SNP 17750.63 43 7 18 23 20 16 26 13 20 16 7 19 8 13 43 8 19 24 20 17 27 13 20 16 8 19 9 14 1 0.875 0.947 0.958 1 0.941 0.963 1 1 1 0.875 1 0.889 0.929 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953751protein_codingNA c.-1866C>T NA NA NA NA 1866
Chr05 38098 G A Chr05_38098_G_AG_A SNP 17750.63 43 7 18 23 20 16 26 13 20 16 7 19 8 13 43 8 19 24 20 17 27 13 20 16 8 19 9 14 1 0.875 0.947 0.958 1 0.941 0.963 1 1 1 0.875 1 0.889 0.929 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955212protein_codingNA c.-1002C>T NA NA NA NA 14
Chr05 38098 G A Chr05_38098_G_AG_A SNP 17750.63 43 7 18 23 20 16 26 13 20 16 7 19 8 13 43 8 19 24 20 17 27 13 20 16 8 19 9 14 1 0.875 0.947 0.958 1 0.941 0.963 1 1 1 0.875 1 0.889 0.929 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953429protein_codingNA c.-2798G>A NA NA NA NA 2798
Chr05 38098 G A Chr05_38098_G_AG_A SNP 17750.63 43 7 18 23 20 16 26 13 20 16 7 19 8 13 43 8 19 24 20 17 27 13 20 16 8 19 9 14 1 0.875 0.947 0.958 1 0.941 0.963 1 1 1 0.875 1 0.889 0.929 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953752protein_codingNA c.-1866C>T NA NA NA NA 1866
Chr05 38098 G A Chr05_38098_G_AG_A SNP 17750.63 43 7 18 23 20 16 26 13 20 16 7 19 8 13 43 8 19 24 20 17 27 13 20 16 8 19 9 14 1 0.875 0.947 0.958 1 0.941 0.963 1 1 1 0.875 1 0.889 0.929 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955213protein_codingNA c.-1002C>T NA NA NA NA 1002
Chr05 38098 G A Chr05_38098_G_AG_A SNP 17750.63 43 7 18 23 20 16 26 13 20 16 7 19 8 13 43 8 19 24 20 17 27 13 20 16 8 19 9 14 1 0.875 0.947 0.958 1 0.941 0.963 1 1 1 0.875 1 0.889 0.929 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953430protein_codingNA c.-2798G>A NA NA NA NA 2798
Chr05 38098 G A Chr05_38098_G_AG_A SNP 17750.63 43 7 18 23 20 16 26 13 20 16 7 19 8 13 43 8 19 24 20 17 27 13 20 16 8 19 9 14 1 0.875 0.947 0.958 1 0.941 0.963 1 1 1 0.875 1 0.889 0.929 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_70 Pp3c5_70 transcript PAC:32953288protein_codingNA c.*2189C>T NA NA NA NA 2189
Chr05 38098 G A Chr05_38098_G_AG_A SNP 17750.63 43 7 18 23 20 16 26 13 20 16 7 19 8 13 43 8 19 24 20 17 27 13 20 16 8 19 9 14 1 0.875 0.947 0.958 1 0.941 0.963 1 1 1 0.875 1 0.889 0.929 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_81 Pp3c5_81 transcript PAC:32955095protein_codingNA c.*3288C>T NA NA NA NA 3288
Chr05 38116 TA T Chr05_38116_TA_TTA_T INDEL 17831.59 43 8 16 21 19 17 26 14 20 19 8 20 10 11 44 9 17 22 19 18 27 14 20 19 10 20 11 12 0.977 0.889 0.941 0.955 1 0.944 0.963 1 1 1 0.8 1 0.909 0.917 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955773protein_coding 01-févr c.-3858delT NA NA NA NA 4027
Chr05 38116 TA T Chr05_38116_TA_TTA_T INDEL 17831.59 43 8 16 21 19 17 26 14 20 19 8 20 10 11 44 9 17 22 19 18 27 14 20 19 10 20 11 12 0.977 0.889 0.941 0.955 1 0.944 0.963 1 1 1 0.8 1 0.909 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955772protein_codingNA c.-4027delT NA NA NA NA 4027
Chr05 38116 TA T Chr05_38116_TA_TTA_T INDEL 17831.59 43 8 16 21 19 17 26 14 20 19 8 20 10 11 44 9 17 22 19 18 27 14 20 19 10 20 11 12 0.977 0.889 0.941 0.955 1 0.944 0.963 1 1 1 0.8 1 0.909 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953751protein_codingNA c.-1885delT NA NA NA NA 1885
Chr05 38116 TA T Chr05_38116_TA_TTA_T INDEL 17831.59 43 8 16 21 19 17 26 14 20 19 8 20 10 11 44 9 17 22 19 18 27 14 20 19 10 20 11 12 0.977 0.889 0.941 0.955 1 0.944 0.963 1 1 1 0.8 1 0.909 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955212protein_codingNA c.-1021delT NA NA NA NA 33
Chr05 38116 TA T Chr05_38116_TA_TTA_T INDEL 17831.59 43 8 16 21 19 17 26 14 20 19 8 20 10 11 44 9 17 22 19 18 27 14 20 19 10 20 11 12 0.977 0.889 0.941 0.955 1 0.944 0.963 1 1 1 0.8 1 0.909 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953429protein_codingNA c.-2779delA NA NA NA NA 2779
Chr05 38116 TA T Chr05_38116_TA_TTA_T INDEL 17831.59 43 8 16 21 19 17 26 14 20 19 8 20 10 11 44 9 17 22 19 18 27 14 20 19 10 20 11 12 0.977 0.889 0.941 0.955 1 0.944 0.963 1 1 1 0.8 1 0.909 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953752protein_codingNA c.-1885delT NA NA NA NA 1885
Chr05 38116 TA T Chr05_38116_TA_TTA_T INDEL 17831.59 43 8 16 21 19 17 26 14 20 19 8 20 10 11 44 9 17 22 19 18 27 14 20 19 10 20 11 12 0.977 0.889 0.941 0.955 1 0.944 0.963 1 1 1 0.8 1 0.909 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955213protein_codingNA c.-1021delT NA NA NA NA 1021
Chr05 38116 TA T Chr05_38116_TA_TTA_T INDEL 17831.59 43 8 16 21 19 17 26 14 20 19 8 20 10 11 44 9 17 22 19 18 27 14 20 19 10 20 11 12 0.977 0.889 0.941 0.955 1 0.944 0.963 1 1 1 0.8 1 0.909 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953430protein_codingNA c.-2779delA NA NA NA NA 2779
Chr05 38116 TA T Chr05_38116_TA_TTA_T INDEL 17831.59 43 8 16 21 19 17 26 14 20 19 8 20 10 11 44 9 17 22 19 18 27 14 20 19 10 20 11 12 0.977 0.889 0.941 0.955 1 0.944 0.963 1 1 1 0.8 1 0.909 0.917 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_70 Pp3c5_70 transcript PAC:32953288protein_codingNA c.*2170delT NA NA NA NA 2170
Chr05 38116 TA T Chr05_38116_TA_TTA_T INDEL 17831.59 43 8 16 21 19 17 26 14 20 19 8 20 10 11 44 9 17 22 19 18 27 14 20 19 10 20 11 12 0.977 0.889 0.941 0.955 1 0.944 0.963 1 1 1 0.8 1 0.909 0.917 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_81 Pp3c5_81 transcript PAC:32955095protein_codingNA c.*3269delT NA NA NA NA 3269
Chr05 38118 TTTTGTC T Chr05_38118_TTTTGTC_TTTTTGTC_T INDEL 17966.59 43 8 16 21 19 17 28 15 20 19 8 20 10 10 44 9 17 22 19 18 29 15 20 19 10 20 11 11 0.977 0.889 0.941 0.955 1 0.944 0.966 1 1 1 0.8 1 0.909 0.909 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955773protein_coding 01-févr c.-3865_-3860delGACAAANA NA NA NA 4029
Chr05 38118 TTTTGTC T Chr05_38118_TTTTGTC_TTTTTGTC_T INDEL 17966.59 43 8 16 21 19 17 28 15 20 19 8 20 10 10 44 9 17 22 19 18 29 15 20 19 10 20 11 11 0.977 0.889 0.941 0.955 1 0.944 0.966 1 1 1 0.8 1 0.909 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955772protein_codingNA c.-4034_-4029delGACAAANA NA NA NA 4029
Chr05 38118 TTTTGTC T Chr05_38118_TTTTGTC_TTTTTGTC_T INDEL 17966.59 43 8 16 21 19 17 28 15 20 19 8 20 10 10 44 9 17 22 19 18 29 15 20 19 10 20 11 11 0.977 0.889 0.941 0.955 1 0.944 0.966 1 1 1 0.8 1 0.909 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953751protein_codingNA c.-1892_-1887delGACAAANA NA NA NA 1887
Chr05 38118 TTTTGTC T Chr05_38118_TTTTGTC_TTTTTGTC_T INDEL 17966.59 43 8 16 21 19 17 28 15 20 19 8 20 10 10 44 9 17 22 19 18 29 15 20 19 10 20 11 11 0.977 0.889 0.941 0.955 1 0.944 0.966 1 1 1 0.8 1 0.909 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955212protein_codingNA c.-1028_-1023delGACAAANA NA NA NA 35
Chr05 38118 TTTTGTC T Chr05_38118_TTTTGTC_TTTTTGTC_T INDEL 17966.59 43 8 16 21 19 17 28 15 20 19 8 20 10 10 44 9 17 22 19 18 29 15 20 19 10 20 11 11 0.977 0.889 0.941 0.955 1 0.944 0.966 1 1 1 0.8 1 0.909 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953429protein_codingNA c.-2777_-2772delTTTGTCNA NA NA NA 2777
Chr05 38118 TTTTGTC T Chr05_38118_TTTTGTC_TTTTTGTC_T INDEL 17966.59 43 8 16 21 19 17 28 15 20 19 8 20 10 10 44 9 17 22 19 18 29 15 20 19 10 20 11 11 0.977 0.889 0.941 0.955 1 0.944 0.966 1 1 1 0.8 1 0.909 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953752protein_codingNA c.-1892_-1887delGACAAANA NA NA NA 1887
Chr05 38118 TTTTGTC T Chr05_38118_TTTTGTC_TTTTTGTC_T INDEL 17966.59 43 8 16 21 19 17 28 15 20 19 8 20 10 10 44 9 17 22 19 18 29 15 20 19 10 20 11 11 0.977 0.889 0.941 0.955 1 0.944 0.966 1 1 1 0.8 1 0.909 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955213protein_codingNA c.-1028_-1023delGACAAANA NA NA NA 1023
Chr05 38118 TTTTGTC T Chr05_38118_TTTTGTC_TTTTTGTC_T INDEL 17966.59 43 8 16 21 19 17 28 15 20 19 8 20 10 10 44 9 17 22 19 18 29 15 20 19 10 20 11 11 0.977 0.889 0.941 0.955 1 0.944 0.966 1 1 1 0.8 1 0.909 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953430protein_codingNA c.-2777_-2772delTTTGTCNA NA NA NA 2777
Chr05 38118 TTTTGTC T Chr05_38118_TTTTGTC_TTTTTGTC_T INDEL 17966.59 43 8 16 21 19 17 28 15 20 19 8 20 10 10 44 9 17 22 19 18 29 15 20 19 10 20 11 11 0.977 0.889 0.941 0.955 1 0.944 0.966 1 1 1 0.8 1 0.909 0.909 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_70 Pp3c5_70 transcript PAC:32953288protein_codingNA c.*2163_*2168delGACAAANA NA NA NA 2168
Chr05 38118 TTTTGTC T Chr05_38118_TTTTGTC_TTTTTGTC_T INDEL 17966.59 43 8 16 21 19 17 28 15 20 19 8 20 10 10 44 9 17 22 19 18 29 15 20 19 10 20 11 11 0.977 0.889 0.941 0.955 1 0.944 0.966 1 1 1 0.8 1 0.909 0.909 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_81 Pp3c5_81 transcript PAC:32955095protein_codingNA c.*3262_*3267delGACAAANA NA NA NA 3267
Chr05 38127 ATTC A Chr05_38127_ATTC_AATTC_A INDEL 18821.59 42 10 16 22 19 17 27 14 17 18 8 19 11 10 43 11 17 23 19 18 28 14 17 18 10 19 12 11 0.977 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955773protein_coding 01-févr c.-3871_-3869delGAANA NA NA NA 4038
Chr05 38127 ATTC A Chr05_38127_ATTC_AATTC_A INDEL 18821.59 42 10 16 22 19 17 27 14 17 18 8 19 11 10 43 11 17 23 19 18 28 14 17 18 10 19 12 11 0.977 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955772protein_codingNA c.-4040_-4038delGAANA NA NA NA 4038
Chr05 38127 ATTC A Chr05_38127_ATTC_AATTC_A INDEL 18821.59 42 10 16 22 19 17 27 14 17 18 8 19 11 10 43 11 17 23 19 18 28 14 17 18 10 19 12 11 0.977 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953751protein_codingNA c.-1898_-1896delGAANA NA NA NA 1896
Chr05 38127 ATTC A Chr05_38127_ATTC_AATTC_A INDEL 18821.59 42 10 16 22 19 17 27 14 17 18 8 19 11 10 43 11 17 23 19 18 28 14 17 18 10 19 12 11 0.977 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955212protein_codingNA c.-1034_-1032delGAANA NA NA NA 44
Chr05 38127 ATTC A Chr05_38127_ATTC_AATTC_A INDEL 18821.59 42 10 16 22 19 17 27 14 17 18 8 19 11 10 43 11 17 23 19 18 28 14 17 18 10 19 12 11 0.977 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953429protein_codingNA c.-2768_-2766delTTCNA NA NA NA 2768
Chr05 38127 ATTC A Chr05_38127_ATTC_AATTC_A INDEL 18821.59 42 10 16 22 19 17 27 14 17 18 8 19 11 10 43 11 17 23 19 18 28 14 17 18 10 19 12 11 0.977 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953752protein_codingNA c.-1898_-1896delGAANA NA NA NA 1896
Chr05 38127 ATTC A Chr05_38127_ATTC_AATTC_A INDEL 18821.59 42 10 16 22 19 17 27 14 17 18 8 19 11 10 43 11 17 23 19 18 28 14 17 18 10 19 12 11 0.977 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955213protein_codingNA c.-1034_-1032delGAANA NA NA NA 1032
Chr05 38127 ATTC A Chr05_38127_ATTC_AATTC_A INDEL 18821.59 42 10 16 22 19 17 27 14 17 18 8 19 11 10 43 11 17 23 19 18 28 14 17 18 10 19 12 11 0.977 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953430protein_codingNA c.-2768_-2766delTTCNA NA NA NA 2768
Chr05 38127 ATTC A Chr05_38127_ATTC_AATTC_A INDEL 18821.59 42 10 16 22 19 17 27 14 17 18 8 19 11 10 43 11 17 23 19 18 28 14 17 18 10 19 12 11 0.977 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_70 Pp3c5_70 transcript PAC:32953288protein_codingNA c.*2157_*2159delGAANA NA NA NA 2159
Chr05 38127 ATTC A Chr05_38127_ATTC_AATTC_A INDEL 18821.59 42 10 16 22 19 17 27 14 17 18 8 19 11 10 43 11 17 23 19 18 28 14 17 18 10 19 12 11 0.977 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_81 Pp3c5_81 transcript PAC:32955095protein_codingNA c.*3256_*3258delGAANA NA NA NA 3258
Chr05 38131 A AGCCCCG Chr05_38131_A_AGCCCCGA_AGCCCCG INDEL 18686.59 41 10 16 22 19 17 27 14 17 18 8 19 11 10 42 11 17 23 19 18 28 14 17 18 10 19 12 11 0.976 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955773protein_coding 01-févr c.-3873_-3872insCGGGGCNA NA NA NA 4042
Chr05 38131 A AGCCCCG Chr05_38131_A_AGCCCCGA_AGCCCCG INDEL 18686.59 41 10 16 22 19 17 27 14 17 18 8 19 11 10 42 11 17 23 19 18 28 14 17 18 10 19 12 11 0.976 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10 Pp3c5_10 transcript PAC:32955772protein_codingNA c.-4042_-4041insCGGGGCNA NA NA NA 4042
Chr05 38131 A AGCCCCG Chr05_38131_A_AGCCCCGA_AGCCCCG INDEL 18686.59 41 10 16 22 19 17 27 14 17 18 8 19 11 10 42 11 17 23 19 18 28 14 17 18 10 19 12 11 0.976 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953751protein_codingNA c.-1900_-1899insCGGGGCNA NA NA NA 1900
Chr05 38131 A AGCCCCG Chr05_38131_A_AGCCCCGA_AGCCCCG INDEL 18686.59 41 10 16 22 19 17 27 14 17 18 8 19 11 10 42 11 17 23 19 18 28 14 17 18 10 19 12 11 0.976 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955212protein_codingNA c.-1036_-1035insCGGGGCNA NA NA NA 48
Chr05 38131 A AGCCCCG Chr05_38131_A_AGCCCCGA_AGCCCCG INDEL 18686.59 41 10 16 22 19 17 27 14 17 18 8 19 11 10 42 11 17 23 19 18 28 14 17 18 10 19 12 11 0.976 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953429protein_codingNA c.-2765_-2764insGCCCCGNA NA NA NA 2764
Chr05 38131 A AGCCCCG Chr05_38131_A_AGCCCCGA_AGCCCCG INDEL 18686.59 41 10 16 22 19 17 27 14 17 18 8 19 11 10 42 11 17 23 19 18 28 14 17 18 10 19 12 11 0.976 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_30 Pp3c5_30 transcript PAC:32953752protein_codingNA c.-1900_-1899insCGGGGCNA NA NA NA 1900
Chr05 38131 A AGCCCCG Chr05_38131_A_AGCCCCGA_AGCCCCG INDEL 18686.59 41 10 16 22 19 17 27 14 17 18 8 19 11 10 42 11 17 23 19 18 28 14 17 18 10 19 12 11 0.976 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_40 Pp3c5_40 transcript PAC:32955213protein_codingNA c.-1036_-1035insCGGGGCNA NA NA NA 1036
Chr05 38131 A AGCCCCG Chr05_38131_A_AGCCCCGA_AGCCCCG INDEL 18686.59 41 10 16 22 19 17 27 14 17 18 8 19 11 10 42 11 17 23 19 18 28 14 17 18 10 19 12 11 0.976 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_80 Pp3c5_80 transcript PAC:32953430protein_codingNA c.-2765_-2764insGCCCCGNA NA NA NA 2764
Chr05 38131 A AGCCCCG Chr05_38131_A_AGCCCCGA_AGCCCCG INDEL 18686.59 41 10 16 22 19 17 27 14 17 18 8 19 11 10 42 11 17 23 19 18 28 14 17 18 10 19 12 11 0.976 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_70 Pp3c5_70 transcript PAC:32953288protein_codingNA c.*2155_*2156insCGGGGCNA NA NA NA 2155
Chr05 38131 A AGCCCCG Chr05_38131_A_AGCCCCGA_AGCCCCG INDEL 18686.59 41 10 16 22 19 17 27 14 17 18 8 19 11 10 42 11 17 23 19 18 28 14 17 18 10 19 12 11 0.976 0.909 0.941 0.957 1 0.944 0.964 1 1 1 0.8 1 0.917 0.909 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_81 Pp3c5_81 transcript PAC:32955095protein_codingNA c.*3254_*3255insCGGGGCNA NA NA NA 3254
Chr05 63544 T TTGGAG Chr05_63544_T_TTGGAGT_TTGGAG INDEL 15758.59 30 13 14 17 12 19 35 13 17 11 12 17 9 9 30 13 14 17 12 19 35 13 17 11 12 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_120 Pp3c5_120 transcript PAC:32952787protein_codingNA c.-471_-470insTGGAGNA NA NA NA 470
Chr05 63544 T TTGGAG Chr05_63544_T_TTGGAGT_TTGGAG INDEL 15758.59 30 13 14 17 12 19 35 13 17 11 12 17 9 9 30 13 14 17 12 19 35 13 17 11 12 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_103-Pp3c5_120Pp3c5_103-Pp3c5_120intergenic_regionPp3c5_103-Pp3c5_120NA NA n.63544_63545insTGGAGNA NA NA NA NA
Chr05 63546 C CCAAATTAGTGTATTATAGAGGAAGAAAGGTGCAAGCAAAAGTTGGAGTCAAATATCAACAATTAAGGTATGChr05_63546_C_CCAAATTAGTGTATTATAGAGGAAGAAAGGTGCAAGCAAAAGTTGGAGTCAAATATCAACAATTAAGGTATGC_CCAAATTAGTGTATTATAGAGGAAGAAAGGTGCAAGCAAAAGTTGGAGTCAAATATCAACAATTAAGGTATGINDEL 15771.59 29 11 14 17 12 18 34 9 16 10 10 16 8 8 29 11 14 17 12 18 34 9 16 10 10 16 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_120 Pp3c5_120 transcript PAC:32952787protein_codingNA c.-469_-468insCAAATTAGTGTATTATAGAGGAAGAAAGGTGCAAGCAAAAGTTGGAGTCAAATATCAACAATTAAGGTATGNA NA NA NA 468
Chr05 63546 C CCAAATTAGTGTATTATAGAGGAAGAAAGGTGCAAGCAAAAGTTGGAGTCAAATATCAACAATTAAGGTATGChr05_63546_C_CCAAATTAGTGTATTATAGAGGAAGAAAGGTGCAAGCAAAAGTTGGAGTCAAATATCAACAATTAAGGTATGC_CCAAATTAGTGTATTATAGAGGAAGAAAGGTGCAAGCAAAAGTTGGAGTCAAATATCAACAATTAAGGTATGINDEL 15771.59 29 11 14 17 12 18 34 9 16 10 10 16 8 8 29 11 14 17 12 18 34 9 16 10 10 16 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_103-Pp3c5_120Pp3c5_103-Pp3c5_120intergenic_regionPp3c5_103-Pp3c5_120NA NA n.63546_63547insCAAATTAGTGTATTATAGAGGAAGAAAGGTGCAAGCAAAAGTTGGAGTCAAATATCAACAATTAAGGTATGNA NA NA NA NA
Chr05 643280 C A Chr05_643280_C_AC_A SNP 21296.63 30 17 17 21 15 29 41 28 24 23 15 14 20 13 30 17 17 21 15 29 41 28 24 23 15 14 20 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1060-Pp3c5_1120Pp3c5_1060-Pp3c5_1120intergenic_regionPp3c5_1060-Pp3c5_1120NA NA n.643280C>ANA NA NA NA NA
Chr05 643293 C A Chr05_643293_C_AC_A SNP 20972.63 33 18 16 21 16 28 38 22 24 26 14 13 20 12 33 18 16 21 16 28 38 22 24 26 14 13 20 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1060-Pp3c5_1120Pp3c5_1060-Pp3c5_1120intergenic_regionPp3c5_1060-Pp3c5_1120NA NA n.643293C>ANA NA NA NA NA
Chr05 643322 C A Chr05_643322_C_AC_A SNP 19222.63 33 13 14 20 18 26 33 20 25 26 12 20 12 13 33 13 14 20 18 26 33 20 25 26 12 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1060-Pp3c5_1120Pp3c5_1060-Pp3c5_1120intergenic_regionPp3c5_1060-Pp3c5_1120NA NA n.643322C>ANA NA NA NA NA
Chr05 643349 T TA Chr05_643349_T_TAT_TA INDEL 20393.59 32 11 15 18 16 29 33 19 27 22 11 22 14 12 32 11 15 18 16 29 33 19 27 22 11 22 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1060-Pp3c5_1120Pp3c5_1060-Pp3c5_1120intergenic_regionPp3c5_1060-Pp3c5_1120NA NA n.643349_643350insANA NA NA NA NA
Chr05 643354 T TA Chr05_643354_T_TAT_TA INDEL 20968.59 33 13 15 19 14 30 33 19 28 24 11 21 14 12 33 13 15 19 14 30 33 19 28 24 11 21 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1060-Pp3c5_1120Pp3c5_1060-Pp3c5_1120intergenic_regionPp3c5_1060-Pp3c5_1120NA NA n.643354_643355insANA NA NA NA NA
Chr05 643362 A T Chr05_643362_A_TA_T SNP 20649.63 31 13 14 19 14 35 33 18 28 29 11 25 15 11 31 13 14 19 14 35 33 18 28 29 11 25 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1060-Pp3c5_1120Pp3c5_1060-Pp3c5_1120intergenic_regionPp3c5_1060-Pp3c5_1120NA NA n.643362A>TNA NA NA NA NA
Chr05 654921 G A Chr05_654921_G_AG_A SNP 2553.39 26 18 18 0 0 0 0 0 0 0 0 0 0 0 26 18 18 32 22 17 31 21 29 25 15 18 12 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c5_1060-Pp3c5_1120Pp3c5_1060-Pp3c5_1120intergenic_regionPp3c5_1060-Pp3c5_1120NA NA n.654921G>ANA NA NA NA NA
Chr05 838523 G GAT Chr05_838523_G_GATG_GAT INDEL 8996.59 18 13 14 14 19 19 26 10 17 17 6 7 5 7 18 13 14 14 19 19 26 10 17 17 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1290 Pp3c5_1290 transcript PAC:32954036protein_codingNA c.*2864_*2865insATNA NA NA NA 1676
Chr05 838523 G GAT Chr05_838523_G_GATG_GAT INDEL 8996.59 18 13 14 14 19 19 26 10 17 17 6 7 5 7 18 13 14 14 19 19 26 10 17 17 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1290 Pp3c5_1290 transcript PAC:32954037protein_codingNA c.*2864_*2865insATNA NA NA NA 1681
Chr05 838523 G GAT Chr05_838523_G_GATG_GAT INDEL 8996.59 18 13 14 14 19 19 26 10 17 17 6 7 5 7 18 13 14 14 19 19 26 10 17 17 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1290 Pp3c5_1290 transcript PAC:32954038protein_codingNA c.*2864_*2865insATNA NA NA NA 1681
Chr05 838523 G GAT Chr05_838523_G_GATG_GAT INDEL 8996.59 18 13 14 14 19 19 26 10 17 17 6 7 5 7 18 13 14 14 19 19 26 10 17 17 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1290 Pp3c5_1290 transcript PAC:32954039protein_codingNA c.*3040_*3041insATNA NA NA NA 1681
Chr05 838523 G GAT Chr05_838523_G_GATG_GAT INDEL 8996.59 18 13 14 14 19 19 26 10 17 17 6 7 5 7 18 13 14 14 19 19 26 10 17 17 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1290-Pp3c5_1350Pp3c5_1290-Pp3c5_1350intergenic_regionPp3c5_1290-Pp3c5_1350NA NA n.838523_838524insATNA NA NA NA NA
Chr05 899959 TA T Chr05_899959_TA_TTA_T INDEL 19726.59 31 13 14 23 17 25 30 20 24 14 13 18 9 15 31 13 14 23 17 25 30 20 24 14 13 18 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1370-Pp3c5_1390Pp3c5_1370-Pp3c5_1390intergenic_regionPp3c5_1370-Pp3c5_1390NA NA n.899960delANA NA NA NA NA
Chr05 899964 G T Chr05_899964_G_TG_T SNP 20140.63 31 14 13 25 17 26 30 19 23 14 12 19 10 15 31 14 13 25 17 26 30 19 23 14 12 19 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1370-Pp3c5_1390Pp3c5_1370-Pp3c5_1390intergenic_regionPp3c5_1370-Pp3c5_1390NA NA n.899964G>TNA NA NA NA NA
Chr05 899970 TG T Chr05_899970_TG_TTG_T INDEL 20246.59 30 12 13 29 18 26 29 21 24 13 13 19 11 15 30 12 13 29 18 26 29 21 24 13 13 19 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1370-Pp3c5_1390Pp3c5_1370-Pp3c5_1390intergenic_regionPp3c5_1370-Pp3c5_1390NA NA n.899971delGNA NA NA NA NA
Chr05 899975 A T Chr05_899975_A_TA_T SNP 19450.63 30 12 12 25 17 24 30 20 23 13 13 20 12 16 30 12 12 25 17 24 30 20 23 13 13 20 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1370-Pp3c5_1390Pp3c5_1370-Pp3c5_1390intergenic_regionPp3c5_1370-Pp3c5_1390NA NA n.899975A>TNA NA NA NA NA
Chr05 900885 A T Chr05_900885_A_TA_T SNP 2555.29 0 0 0 17 13 19 14 16 0 0 0 0 0 0 26 11 12 17 13 19 15 16 11 24 5 14 6 6 0 0 0 1 1 1 0.933 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_1370-Pp3c5_1390Pp3c5_1370-Pp3c5_1390intergenic_regionPp3c5_1370-Pp3c5_1390NA NA n.900885A>TNA NA NA NA NA
Chr05 1074428 C A Chr05_1074428_C_AC_A SNP 13937.63 19 7 6 29 16 18 17 17 8 16 11 10 6 12 19 7 6 29 16 18 17 17 8 16 11 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_1680 Pp3c5_1680 transcript PAC:32954538protein_codingNA c.-693G>T NA NA NA NA 693
Chr05 1074428 C A Chr05_1074428_C_AC_A SNP 13937.63 19 7 6 29 16 18 17 17 8 16 11 10 6 12 19 7 6 29 16 18 17 17 8 16 11 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_1680 Pp3c5_1680 transcript PAC:32954539protein_codingNA c.-693G>T NA NA NA NA 509
Chr05 1074428 C A Chr05_1074428_C_AC_A SNP 13937.63 19 7 6 29 16 18 17 17 8 16 11 10 6 12 19 7 6 29 16 18 17 17 8 16 11 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952481protein_codingNA c.*1435G>T NA NA NA NA 935
Chr05 1074428 C A Chr05_1074428_C_AC_A SNP 13937.63 19 7 6 29 16 18 17 17 8 16 11 10 6 12 19 7 6 29 16 18 17 17 8 16 11 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952487protein_codingNA c.*1435G>T NA NA NA NA 731
Chr05 1074428 C A Chr05_1074428_C_AC_A SNP 13937.63 19 7 6 29 16 18 17 17 8 16 11 10 6 12 19 7 6 29 16 18 17 17 8 16 11 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952484protein_codingNA c.*1435G>T NA NA NA NA 738
Chr05 1074428 C A Chr05_1074428_C_AC_A SNP 13937.63 19 7 6 29 16 18 17 17 8 16 11 10 6 12 19 7 6 29 16 18 17 17 8 16 11 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952485protein_codingNA c.*1435G>T NA NA NA NA 738
Chr05 1074428 C A Chr05_1074428_C_AC_A SNP 13937.63 19 7 6 29 16 18 17 17 8 16 11 10 6 12 19 7 6 29 16 18 17 17 8 16 11 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952486protein_codingNA c.*1435G>T NA NA NA NA 817
Chr05 1074428 C A Chr05_1074428_C_AC_A SNP 13937.63 19 7 6 29 16 18 17 17 8 16 11 10 6 12 19 7 6 29 16 18 17 17 8 16 11 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952483protein_codingNA c.*1435G>T NA NA NA NA 886
Chr05 1074428 C A Chr05_1074428_C_AC_A SNP 13937.63 19 7 6 29 16 18 17 17 8 16 11 10 6 12 19 7 6 29 16 18 17 17 8 16 11 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952482protein_codingNA c.*1435G>T NA NA NA NA 935
Chr05 1074428 C A Chr05_1074428_C_AC_A SNP 13937.63 19 7 6 29 16 18 17 17 8 16 11 10 6 12 19 7 6 29 16 18 17 17 8 16 11 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1680-Pp3c5_1690Pp3c5_1680-Pp3c5_1690intergenic_regionPp3c5_1680-Pp3c5_1690NA NA n.1074428C>ANA NA NA NA NA
Chr05 1074431 C A Chr05_1074431_C_AC_A SNP 13969.63 19 7 6 30 15 18 15 15 8 15 11 10 7 12 19 7 6 30 15 18 15 15 8 15 11 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_1680 Pp3c5_1680 transcript PAC:32954538protein_codingNA c.-696G>T NA NA NA NA 696
Chr05 1074431 C A Chr05_1074431_C_AC_A SNP 13969.63 19 7 6 30 15 18 15 15 8 15 11 10 7 12 19 7 6 30 15 18 15 15 8 15 11 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_1680 Pp3c5_1680 transcript PAC:32954539protein_codingNA c.-696G>T NA NA NA NA 512
Chr05 1074431 C A Chr05_1074431_C_AC_A SNP 13969.63 19 7 6 30 15 18 15 15 8 15 11 10 7 12 19 7 6 30 15 18 15 15 8 15 11 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952481protein_codingNA c.*1432G>T NA NA NA NA 932
Chr05 1074431 C A Chr05_1074431_C_AC_A SNP 13969.63 19 7 6 30 15 18 15 15 8 15 11 10 7 12 19 7 6 30 15 18 15 15 8 15 11 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952487protein_codingNA c.*1432G>T NA NA NA NA 728
Chr05 1074431 C A Chr05_1074431_C_AC_A SNP 13969.63 19 7 6 30 15 18 15 15 8 15 11 10 7 12 19 7 6 30 15 18 15 15 8 15 11 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952484protein_codingNA c.*1432G>T NA NA NA NA 735
Chr05 1074431 C A Chr05_1074431_C_AC_A SNP 13969.63 19 7 6 30 15 18 15 15 8 15 11 10 7 12 19 7 6 30 15 18 15 15 8 15 11 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952485protein_codingNA c.*1432G>T NA NA NA NA 735
Chr05 1074431 C A Chr05_1074431_C_AC_A SNP 13969.63 19 7 6 30 15 18 15 15 8 15 11 10 7 12 19 7 6 30 15 18 15 15 8 15 11 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952486protein_codingNA c.*1432G>T NA NA NA NA 814
Chr05 1074431 C A Chr05_1074431_C_AC_A SNP 13969.63 19 7 6 30 15 18 15 15 8 15 11 10 7 12 19 7 6 30 15 18 15 15 8 15 11 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952483protein_codingNA c.*1432G>T NA NA NA NA 883
Chr05 1074431 C A Chr05_1074431_C_AC_A SNP 13969.63 19 7 6 30 15 18 15 15 8 15 11 10 7 12 19 7 6 30 15 18 15 15 8 15 11 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_1690 Pp3c5_1690 transcript PAC:32952482protein_codingNA c.*1432G>T NA NA NA NA 932
Chr05 1074431 C A Chr05_1074431_C_AC_A SNP 13969.63 19 7 6 30 15 18 15 15 8 15 11 10 7 12 19 7 6 30 15 18 15 15 8 15 11 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_1680-Pp3c5_1690Pp3c5_1680-Pp3c5_1690intergenic_regionPp3c5_1680-Pp3c5_1690NA NA n.1074431C>ANA NA NA NA NA
Chr05 1240125 A G Chr05_1240125_A_GA_G SNP 3281.29 0 0 0 11 8 20 22 9 0 0 0 0 0 0 26 12 18 11 8 20 22 9 15 18 14 20 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_1950-Pp3c5_1990Pp3c5_1950-Pp3c5_1990intergenic_regionPp3c5_1950-Pp3c5_1990NA NA n.1240125A>GNA NA NA NA NA
Chr05 1283330 C G Chr05_1283330_C_GC_G SNP 3285.98 0 0 0 1 0 0 0 0 21 18 10 13 5 9 24 17 17 23 15 21 21 17 21 18 10 13 5 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_2030 Pp3c5_2030 transcript PAC:32952773protein_codingNA c.-4621C>G NA NA NA NA 4621
Chr05 1283330 C G Chr05_1283330_C_GC_G SNP 3285.98 0 0 0 1 0 0 0 0 21 18 10 13 5 9 24 17 17 23 15 21 21 17 21 18 10 13 5 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c5_2020 Pp3c5_2020 transcript PAC:32954512protein_codingNA c.*4155G>C NA NA NA NA 4155



Chr05 1283330 C G Chr05_1283330_C_GC_G SNP 3285.98 0 0 0 1 0 0 0 0 21 18 10 13 5 9 24 17 17 23 15 21 21 17 21 18 10 13 5 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c5_2020 Pp3c5_2020 transcript PAC:32954513protein_codingNA c.*4320G>C NA NA NA NA 4320
Chr05 1283330 C G Chr05_1283330_C_GC_G SNP 3285.98 0 0 0 1 0 0 0 0 21 18 10 13 5 9 24 17 17 23 15 21 21 17 21 18 10 13 5 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_1990-Pp3c5_2020Pp3c5_1990-Pp3c5_2020intergenic_regionPp3c5_1990-Pp3c5_2020NA NA n.1283330C>GNA NA NA NA NA
Chr05 1438838 T A Chr05_1438838_T_AT_A SNP 12397.63 20 15 11 11 15 18 20 19 6 8 9 12 7 4 20 15 11 11 15 18 20 19 6 8 9 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955341protein_codingNA c.-2140T>A NA NA NA NA 1741
Chr05 1438838 T A Chr05_1438838_T_AT_A SNP 12397.63 20 15 11 11 15 18 20 19 6 8 9 12 7 4 20 15 11 11 15 18 20 19 6 8 9 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955342protein_codingNA c.-2140T>A NA NA NA NA 1592
Chr05 1438838 T A Chr05_1438838_T_AT_A SNP 12397.63 20 15 11 11 15 18 20 19 6 8 9 12 7 4 20 15 11 11 15 18 20 19 6 8 9 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955344protein_codingNA c.-2377T>A NA NA NA NA 1660
Chr05 1438838 T A Chr05_1438838_T_AT_A SNP 12397.63 20 15 11 11 15 18 20 19 6 8 9 12 7 4 20 15 11 11 15 18 20 19 6 8 9 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955343protein_codingNA c.-2140T>A NA NA NA NA 1670
Chr05 1438838 T A Chr05_1438838_T_AT_A SNP 12397.63 20 15 11 11 15 18 20 19 6 8 9 12 7 4 20 15 11 11 15 18 20 19 6 8 9 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2150-Pp3c5_2190Pp3c5_2150-Pp3c5_2190intergenic_regionPp3c5_2150-Pp3c5_2190NA NA n.1438838T>ANA NA NA NA NA
Chr05 1438839 T A Chr05_1438839_T_AT_A SNP 12442.63 20 15 11 11 15 17 20 19 6 8 9 12 7 4 20 15 11 11 15 17 20 19 6 8 9 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955341protein_codingNA c.-2139T>A NA NA NA NA 1740
Chr05 1438839 T A Chr05_1438839_T_AT_A SNP 12442.63 20 15 11 11 15 17 20 19 6 8 9 12 7 4 20 15 11 11 15 17 20 19 6 8 9 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955342protein_codingNA c.-2139T>A NA NA NA NA 1591
Chr05 1438839 T A Chr05_1438839_T_AT_A SNP 12442.63 20 15 11 11 15 17 20 19 6 8 9 12 7 4 20 15 11 11 15 17 20 19 6 8 9 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955344protein_codingNA c.-2376T>A NA NA NA NA 1659
Chr05 1438839 T A Chr05_1438839_T_AT_A SNP 12442.63 20 15 11 11 15 17 20 19 6 8 9 12 7 4 20 15 11 11 15 17 20 19 6 8 9 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955343protein_codingNA c.-2139T>A NA NA NA NA 1669
Chr05 1438839 T A Chr05_1438839_T_AT_A SNP 12442.63 20 15 11 11 15 17 20 19 6 8 9 12 7 4 20 15 11 11 15 17 20 19 6 8 9 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2150-Pp3c5_2190Pp3c5_2150-Pp3c5_2190intergenic_regionPp3c5_2150-Pp3c5_2190NA NA n.1438839T>ANA NA NA NA NA
Chr05 1438853 T A Chr05_1438853_T_AT_A SNP 12863.63 22 14 13 13 14 18 22 18 10 8 11 13 7 4 22 14 13 13 14 18 22 18 10 8 11 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955341protein_codingNA c.-2125T>A NA NA NA NA 1726
Chr05 1438853 T A Chr05_1438853_T_AT_A SNP 12863.63 22 14 13 13 14 18 22 18 10 8 11 13 7 4 22 14 13 13 14 18 22 18 10 8 11 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955342protein_codingNA c.-2125T>A NA NA NA NA 1577
Chr05 1438853 T A Chr05_1438853_T_AT_A SNP 12863.63 22 14 13 13 14 18 22 18 10 8 11 13 7 4 22 14 13 13 14 18 22 18 10 8 11 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955344protein_codingNA c.-2362T>A NA NA NA NA 1645
Chr05 1438853 T A Chr05_1438853_T_AT_A SNP 12863.63 22 14 13 13 14 18 22 18 10 8 11 13 7 4 22 14 13 13 14 18 22 18 10 8 11 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955343protein_codingNA c.-2125T>A NA NA NA NA 1655
Chr05 1438853 T A Chr05_1438853_T_AT_A SNP 12863.63 22 14 13 13 14 18 22 18 10 8 11 13 7 4 22 14 13 13 14 18 22 18 10 8 11 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2150-Pp3c5_2190Pp3c5_2150-Pp3c5_2190intergenic_regionPp3c5_2150-Pp3c5_2190NA NA n.1438853T>ANA NA NA NA NA
Chr05 1439012 T A Chr05_1439012_T_AT_A SNP 11469.63 18 13 13 9 14 18 20 21 14 10 9 12 6 4 18 14 13 9 14 18 20 21 14 10 9 13 6 4 1 0.929 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955341protein_codingNA c.-1966T>A NA NA NA NA 1567
Chr05 1439012 T A Chr05_1439012_T_AT_A SNP 11469.63 18 13 13 9 14 18 20 21 14 10 9 12 6 4 18 14 13 9 14 18 20 21 14 10 9 13 6 4 1 0.929 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955342protein_codingNA c.-1966T>A NA NA NA NA 1418
Chr05 1439012 T A Chr05_1439012_T_AT_A SNP 11469.63 18 13 13 9 14 18 20 21 14 10 9 12 6 4 18 14 13 9 14 18 20 21 14 10 9 13 6 4 1 0.929 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955344protein_codingNA c.-2203T>A NA NA NA NA 1486
Chr05 1439012 T A Chr05_1439012_T_AT_A SNP 11469.63 18 13 13 9 14 18 20 21 14 10 9 12 6 4 18 14 13 9 14 18 20 21 14 10 9 13 6 4 1 0.929 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955343protein_codingNA c.-1966T>A NA NA NA NA 1496
Chr05 1439012 T A Chr05_1439012_T_AT_A SNP 11469.63 18 13 13 9 14 18 20 21 14 10 9 12 6 4 18 14 13 9 14 18 20 21 14 10 9 13 6 4 1 0.929 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_2200 Pp3c5_2200 transcript PAC:32954719protein_codingNA c.*4891A>T NA NA NA NA 4891
Chr05 1439012 T A Chr05_1439012_T_AT_A SNP 11469.63 18 13 13 9 14 18 20 21 14 10 9 12 6 4 18 14 13 9 14 18 20 21 14 10 9 13 6 4 1 0.929 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2150-Pp3c5_2190Pp3c5_2150-Pp3c5_2190intergenic_regionPp3c5_2150-Pp3c5_2190NA NA n.1439012T>ANA NA NA NA NA
Chr05 1439106 A G Chr05_1439106_A_GA_G SNP 10762.63 16 12 7 8 8 12 21 14 24 12 11 8 6 5 16 12 7 8 8 12 21 14 24 12 11 8 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955341protein_codingNA c.-1872A>G NA NA NA NA 1473
Chr05 1439106 A G Chr05_1439106_A_GA_G SNP 10762.63 16 12 7 8 8 12 21 14 24 12 11 8 6 5 16 12 7 8 8 12 21 14 24 12 11 8 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955342protein_codingNA c.-1872A>G NA NA NA NA 1324
Chr05 1439106 A G Chr05_1439106_A_GA_G SNP 10762.63 16 12 7 8 8 12 21 14 24 12 11 8 6 5 16 12 7 8 8 12 21 14 24 12 11 8 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955344protein_codingNA c.-2109A>G NA NA NA NA 1392
Chr05 1439106 A G Chr05_1439106_A_GA_G SNP 10762.63 16 12 7 8 8 12 21 14 24 12 11 8 6 5 16 12 7 8 8 12 21 14 24 12 11 8 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955343protein_codingNA c.-1872A>G NA NA NA NA 1402
Chr05 1439106 A G Chr05_1439106_A_GA_G SNP 10762.63 16 12 7 8 8 12 21 14 24 12 11 8 6 5 16 12 7 8 8 12 21 14 24 12 11 8 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_2200 Pp3c5_2200 transcript PAC:32954719protein_codingNA c.*4797T>C NA NA NA NA 4797
Chr05 1439106 A G Chr05_1439106_A_GA_G SNP 10762.63 16 12 7 8 8 12 21 14 24 12 11 8 6 5 16 12 7 8 8 12 21 14 24 12 11 8 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2150-Pp3c5_2190Pp3c5_2150-Pp3c5_2190intergenic_regionPp3c5_2150-Pp3c5_2190NA NA n.1439106A>GNA NA NA NA NA
Chr05 1439156 A T Chr05_1439156_A_TA_T SNP 11923.63 18 10 9 13 9 19 16 13 17 17 10 8 7 7 18 10 9 13 9 19 16 13 17 17 10 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955341protein_codingNA c.-1822A>T NA NA NA NA 1423
Chr05 1439156 A T Chr05_1439156_A_TA_T SNP 11923.63 18 10 9 13 9 19 16 13 17 17 10 8 7 7 18 10 9 13 9 19 16 13 17 17 10 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955342protein_codingNA c.-1822A>T NA NA NA NA 1274
Chr05 1439156 A T Chr05_1439156_A_TA_T SNP 11923.63 18 10 9 13 9 19 16 13 17 17 10 8 7 7 18 10 9 13 9 19 16 13 17 17 10 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955344protein_codingNA c.-2059A>T NA NA NA NA 1342
Chr05 1439156 A T Chr05_1439156_A_TA_T SNP 11923.63 18 10 9 13 9 19 16 13 17 17 10 8 7 7 18 10 9 13 9 19 16 13 17 17 10 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955343protein_codingNA c.-1822A>T NA NA NA NA 1352
Chr05 1439156 A T Chr05_1439156_A_TA_T SNP 11923.63 18 10 9 13 9 19 16 13 17 17 10 8 7 7 18 10 9 13 9 19 16 13 17 17 10 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_2200 Pp3c5_2200 transcript PAC:32954719protein_codingNA c.*4747T>A NA NA NA NA 4747
Chr05 1439156 A T Chr05_1439156_A_TA_T SNP 11923.63 18 10 9 13 9 19 16 13 17 17 10 8 7 7 18 10 9 13 9 19 16 13 17 17 10 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2150-Pp3c5_2190Pp3c5_2150-Pp3c5_2190intergenic_regionPp3c5_2150-Pp3c5_2190NA NA n.1439156A>TNA NA NA NA NA
Chr05 1439243 C T Chr05_1439243_C_TC_T SNP 12640.63 19 5 10 15 13 20 23 18 21 11 5 7 4 7 19 5 10 15 13 20 23 18 21 11 5 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955341protein_codingNA c.-1735C>T NA NA NA NA 1336
Chr05 1439243 C T Chr05_1439243_C_TC_T SNP 12640.63 19 5 10 15 13 20 23 18 21 11 5 7 4 7 19 5 10 15 13 20 23 18 21 11 5 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955342protein_codingNA c.-1735C>T NA NA NA NA 1187
Chr05 1439243 C T Chr05_1439243_C_TC_T SNP 12640.63 19 5 10 15 13 20 23 18 21 11 5 7 4 7 19 5 10 15 13 20 23 18 21 11 5 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955344protein_codingNA c.-1972C>T NA NA NA NA 1255
Chr05 1439243 C T Chr05_1439243_C_TC_T SNP 12640.63 19 5 10 15 13 20 23 18 21 11 5 7 4 7 19 5 10 15 13 20 23 18 21 11 5 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955343protein_codingNA c.-1735C>T NA NA NA NA 1265
Chr05 1439243 C T Chr05_1439243_C_TC_T SNP 12640.63 19 5 10 15 13 20 23 18 21 11 5 7 4 7 19 5 10 15 13 20 23 18 21 11 5 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_2200 Pp3c5_2200 transcript PAC:32954719protein_codingNA c.*4660G>A NA NA NA NA 4660
Chr05 1439243 C T Chr05_1439243_C_TC_T SNP 12640.63 19 5 10 15 13 20 23 18 21 11 5 7 4 7 19 5 10 15 13 20 23 18 21 11 5 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2150-Pp3c5_2190Pp3c5_2150-Pp3c5_2190intergenic_regionPp3c5_2150-Pp3c5_2190NA NA n.1439243C>TNA NA NA NA NA
Chr05 1439247 A T Chr05_1439247_A_TA_T SNP 12782.63 20 6 11 15 13 21 25 17 22 13 5 8 5 7 20 6 11 15 13 21 25 17 22 13 5 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955341protein_codingNA c.-1731A>T NA NA NA NA 1332
Chr05 1439247 A T Chr05_1439247_A_TA_T SNP 12782.63 20 6 11 15 13 21 25 17 22 13 5 8 5 7 20 6 11 15 13 21 25 17 22 13 5 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955342protein_codingNA c.-1731A>T NA NA NA NA 1183
Chr05 1439247 A T Chr05_1439247_A_TA_T SNP 12782.63 20 6 11 15 13 21 25 17 22 13 5 8 5 7 20 6 11 15 13 21 25 17 22 13 5 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955344protein_codingNA c.-1968A>T NA NA NA NA 1251
Chr05 1439247 A T Chr05_1439247_A_TA_T SNP 12782.63 20 6 11 15 13 21 25 17 22 13 5 8 5 7 20 6 11 15 13 21 25 17 22 13 5 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2190 Pp3c5_2190 transcript PAC:32955343protein_codingNA c.-1731A>T NA NA NA NA 1261
Chr05 1439247 A T Chr05_1439247_A_TA_T SNP 12782.63 20 6 11 15 13 21 25 17 22 13 5 8 5 7 20 6 11 15 13 21 25 17 22 13 5 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_2200 Pp3c5_2200 transcript PAC:32954719protein_codingNA c.*4656T>A NA NA NA NA 4656
Chr05 1439247 A T Chr05_1439247_A_TA_T SNP 12782.63 20 6 11 15 13 21 25 17 22 13 5 8 5 7 20 6 11 15 13 21 25 17 22 13 5 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2150-Pp3c5_2190Pp3c5_2150-Pp3c5_2190intergenic_regionPp3c5_2150-Pp3c5_2190NA NA n.1439247A>TNA NA NA NA NA
Chr05 1619127 T TTA Chr05_1619127_T_TTAT_TTA INDEL 3676.24 0 0 0 18 16 20 28 19 0 0 0 0 0 0 22 10 5 18 17 20 29 19 26 18 13 4 10 5 0 0 0 1 0.941 1 0.966 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_2580-Pp3c5_2640Pp3c5_2580-Pp3c5_2640intergenic_regionPp3c5_2580-Pp3c5_2640NA NA n.1619127_1619128insTANA NA NA NA NA
Chr05 1678091 AGGTT A Chr05_1678091_AGGTT_AAGGTT_A INDEL 15398.59 20 7 14 17 16 19 27 16 9 20 8 10 9 5 20 7 14 17 16 19 27 16 9 20 8 10 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678092_1678095delGGTTNA NA NA NA NA
Chr05 1678097 CTGAAGTACTCTC Chr05_1678097_CTGAAGTACTCT_CCTGAAGTACTCT_CINDEL 15759.59 19 7 12 17 16 19 27 16 9 20 8 10 9 5 19 7 12 17 16 19 27 16 9 20 8 10 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678098_1678108delTGAAGTACTCTNA NA NA NA NA
Chr05 1678111 AT A Chr05_1678111_AT_AAT_A INDEL 15716.59 20 7 11 18 17 19 28 18 9 19 7 11 9 5 20 7 11 18 17 19 28 18 9 19 7 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678112delTNA NA NA NA NA
Chr05 1678115 T C Chr05_1678115_T_CT_C SNP 15815.63 19 7 11 16 18 19 27 18 10 17 7 11 9 5 19 7 11 16 18 19 27 18 10 17 7 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678115T>CNA NA NA NA NA
Chr05 1678118 T G Chr05_1678118_T_GT_G SNP 15860.63 20 7 11 16 16 18 27 17 10 17 7 11 9 5 20 7 11 16 16 18 27 17 10 17 7 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678118T>GNA NA NA NA NA
Chr05 1678119 A ATCC Chr05_1678119_A_ATCCA_ATCC INDEL 15986.59 20 8 11 16 16 18 27 17 10 18 7 11 9 5 20 8 11 16 16 18 27 17 10 18 7 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678119_1678120insTCCNA NA NA NA NA
Chr05 1678124 A C Chr05_1678124_A_CA_C SNP 15995.63 20 7 12 17 18 17 24 16 10 20 8 11 10 6 20 7 12 17 18 17 24 16 10 20 8 11 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678124A>CNA NA NA NA NA
Chr05 1678125 G C Chr05_1678125_G_CG_C SNP 16040.63 20 7 12 17 18 17 24 16 10 20 8 11 10 7 20 7 12 17 18 17 24 16 10 20 8 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678125G>CNA NA NA NA NA
Chr05 1678127 A AATC Chr05_1678127_A_AATCA_AATC INDEL 16526.59 21 7 11 19 20 17 24 16 9 20 8 11 10 7 21 7 11 19 20 17 24 16 9 20 8 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678127_1678128insATCNA NA NA NA NA
Chr05 1678130 AC A Chr05_1678130_AC_AAC_A INDEL 16391.59 22 6 11 19 22 16 25 17 11 19 7 11 10 7 22 6 11 19 22 16 25 17 11 19 7 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678131delCNA NA NA NA NA
Chr05 1678134 G C Chr05_1678134_G_CG_C SNP 16715.63 22 7 11 19 21 16 25 16 14 18 7 11 11 7 22 7 11 19 21 16 25 16 14 18 7 11 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678134G>CNA NA NA NA NA
Chr05 1678136 G T Chr05_1678136_G_TG_T SNP 16715.63 23 7 11 18 21 15 24 16 13 18 7 11 12 7 23 7 11 18 21 15 24 16 13 18 7 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678136G>TNA NA NA NA NA
Chr05 1678138 CA C Chr05_1678138_CA_CCA_C INDEL 16526.59 24 8 11 18 22 15 24 15 14 19 7 11 13 7 24 8 11 18 22 15 24 15 14 19 7 11 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678139delANA NA NA NA NA
Chr05 1678140 TTG T Chr05_1678140_TTG_TTTG_T INDEL 16661.59 24 8 11 18 22 15 25 15 14 19 7 11 12 7 24 8 11 18 22 15 25 15 14 19 7 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678141_1678142delTGNA NA NA NA NA
Chr05 1678145 AC A Chr05_1678145_AC_AAC_A INDEL 16976.59 24 7 11 17 22 16 24 16 11 20 6 11 12 6 24 7 11 17 22 16 24 16 11 20 6 11 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678146delCNA NA NA NA NA
Chr05 1678149 A AAATCCTTTTGChr05_1678149_A_AAATCCTTTTGA_AAATCCTTTTGINDEL 18731.59 24 10 11 19 23 16 24 16 10 21 6 11 14 6 24 10 11 19 23 16 24 16 10 21 6 11 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678149_1678150insAATCCTTTTGNA NA NA NA NA
Chr05 1678152 C G Chr05_1678152_C_GC_G SNP 17570.63 27 9 12 18 23 14 21 16 13 19 9 11 14 6 27 9 12 18 23 14 21 16 13 19 9 11 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678152C>GNA NA NA NA NA
Chr05 1678158 G A Chr05_1678158_G_AG_A SNP 17570.63 28 10 12 20 21 16 19 17 13 18 8 12 15 5 28 10 12 20 21 16 19 17 13 18 8 12 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678158G>ANA NA NA NA NA
Chr05 1678159 A AT Chr05_1678159_A_ATA_AT INDEL 17471.59 28 10 12 19 21 17 19 17 13 19 7 12 14 5 28 10 12 19 21 17 19 17 13 19 7 12 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678159_1678160insTNA NA NA NA NA
Chr05 1678161 T TCAA Chr05_1678161_T_TCAAT_TCAA INDEL 19901.59 28 10 11 18 21 18 16 16 13 19 7 12 14 6 28 10 11 18 21 18 16 16 13 19 7 12 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678161_1678162insCAANA NA NA NA NA
Chr05 1678162 T TATCTATC Chr05_1678162_T_TATCTATCT_TATCTATC INDEL 19541.59 28 10 11 20 21 19 19 18 13 19 7 12 13 5 28 10 11 20 21 19 19 18 13 19 7 12 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678162_1678163insATCTATCNA NA NA NA NA
Chr05 1678163 G A Chr05_1678163_G_AG_A SNP 19460.63 29 10 12 18 22 21 20 20 14 17 5 14 13 4 29 10 12 18 22 21 20 20 14 17 5 14 13 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678163G>ANA NA NA NA NA
Chr05 1678167 G GA Chr05_1678167_G_GAG_GA INDEL 18196.59 26 11 12 16 22 21 20 19 14 16 5 15 13 5 26 11 12 16 22 21 20 19 14 16 5 15 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678167_1678168insANA NA NA NA NA
Chr05 1678168 T A Chr05_1678168_T_AT_A SNP 18025.63 25 11 12 16 22 22 21 21 15 16 5 14 13 5 25 11 12 16 22 22 21 21 15 16 5 14 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2670-Pp3c5_2690Pp3c5_2670-Pp3c5_2690intergenic_regionPp3c5_2670-Pp3c5_2690NA NA n.1678168T>ANA NA NA NA NA
Chr05 1715442 A AT Chr05_1715442_A_ATA_AT INDEL 14280.59 36 9 9 21 22 21 30 20 26 27 13 13 9 10 36 9 9 21 22 21 30 20 26 27 13 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_2730 Pp3c5_2730 transcript PAC:32954269protein_codingNA c.-5525_-5524insTNA NA NA NA 4906
Chr05 1715442 A AT Chr05_1715442_A_ATA_AT INDEL 14280.59 36 9 9 21 22 21 30 20 26 27 13 13 9 10 36 9 9 21 22 21 30 20 26 27 13 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_2710 Pp3c5_2710 transcript PAC:32954320protein_codingNA c.*2450_*2451insTNA NA NA NA 1876
Chr05 1715442 A AT Chr05_1715442_A_ATA_AT INDEL 14280.59 36 9 9 21 22 21 30 20 26 27 13 13 9 10 36 9 9 21 22 21 30 20 26 27 13 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_2710 Pp3c5_2710 transcript PAC:32954321protein_codingNA c.*2450_*2451insTNA NA NA NA 2024
Chr05 1715442 A AT Chr05_1715442_A_ATA_AT INDEL 14280.59 36 9 9 21 22 21 30 20 26 27 13 13 9 10 36 9 9 21 22 21 30 20 26 27 13 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2710-Pp3c5_2730Pp3c5_2710-Pp3c5_2730intergenic_regionPp3c5_2710-Pp3c5_2730NA NA n.1715442_1715443insTNA NA NA NA NA
Chr05 1854350 TTA T Chr05_1854350_TTA_TTTA_T INDEL 10447.59 23 15 4 18 18 20 24 20 21 8 8 4 17 8 23 15 4 19 19 20 24 20 21 9 8 4 18 8 1 1 1 0.947 0.947 1 1 1 1 0.889 1 1 0.944 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_2900-Pp3c5_3000Pp3c5_2900-Pp3c5_3000intergenic_regionPp3c5_2900-Pp3c5_3000NA NA n.1854351_1854352delTANA NA NA NA NA
Chr05 2042829 G GTA Chr05_2042829_G_GTAG_GTA INDEL 386.37 0 1 0 0 0 0 0 0 0 1 0 0 13 0 18 16 15 18 14 27 32 16 18 18 10 11 13 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c5_3090 Pp3c5_3090 transcript PAC:32955656protein_codingNA c.*1648_*1649insTANA NA NA NA 160
Chr05 2042829 G GTA Chr05_2042829_G_GTAG_GTA INDEL 386.37 0 1 0 0 0 0 0 0 0 1 0 0 13 0 18 16 15 18 14 27 32 16 18 18 10 11 13 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c5_3090 Pp3c5_3090 transcript PAC:32955657protein_codingNA c.*2957_*2958insTANA NA NA NA 2812
Chr05 2042829 G GTA Chr05_2042829_G_GTAG_GTA INDEL 386.37 0 1 0 0 0 0 0 0 0 1 0 0 13 0 18 16 15 18 14 27 32 16 18 18 10 11 13 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c5_3090 Pp3c5_3090 transcript PAC:32955658protein_codingNA c.*1559_*1560insTANA NA NA NA 704
Chr05 2042829 G GTA Chr05_2042829_G_GTAG_GTA INDEL 386.37 0 1 0 0 0 0 0 0 0 1 0 0 13 0 18 16 15 18 14 27 32 16 18 18 10 11 13 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c5_3090-Pp3c5_3100Pp3c5_3090-Pp3c5_3100intergenic_regionPp3c5_3090-Pp3c5_3100NA NA n.2042829_2042830insTANA NA NA NA NA
Chr05 2046986 G GTA Chr05_2046986_G_GTAG_GTA INDEL 3979.24 0 0 1 17 25 18 32 17 1 2 0 0 0 0 22 12 20 17 25 18 33 18 18 22 13 4 12 10 0 0 0 1 1 1 0.97 0.944 0 0.091 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c5_3100 Pp3c5_3100 transcript PAC:32955971protein_codingNA c.-4362_-4361insTANA NA NA NA 2596
Chr05 2046986 G GTA Chr05_2046986_G_GTAG_GTA INDEL 3979.24 0 0 1 17 25 18 32 17 1 2 0 0 0 0 22 12 20 17 25 18 33 18 18 22 13 4 12 10 0 0 0 1 1 1 0.97 0.944 0 0.091 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c5_3100 Pp3c5_3100 transcript PAC:32955973protein_codingNA c.-4362_-4361insTANA NA NA NA 2596
Chr05 2046986 G GTA Chr05_2046986_G_GTAG_GTA INDEL 3979.24 0 0 1 17 25 18 32 17 1 2 0 0 0 0 22 12 20 17 25 18 33 18 18 22 13 4 12 10 0 0 0 1 1 1 0.97 0.944 0 0.091 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c5_3100 Pp3c5_3100 transcript PAC:32955972protein_codingNA c.-4362_-4361insTANA NA NA NA 2876
Chr05 2046986 G GTA Chr05_2046986_G_GTAG_GTA INDEL 3979.24 0 0 1 17 25 18 32 17 1 2 0 0 0 0 22 12 20 17 25 18 33 18 18 22 13 4 12 10 0 0 0 1 1 1 0.97 0.944 0 0.091 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c5_3090 Pp3c5_3090 transcript PAC:32955656protein_codingNA c.*5805_*5806insTANA NA NA NA 4317
Chr05 2046986 G GTA Chr05_2046986_G_GTAG_GTA INDEL 3979.24 0 0 1 17 25 18 32 17 1 2 0 0 0 0 22 12 20 17 25 18 33 18 18 22 13 4 12 10 0 0 0 1 1 1 0.97 0.944 0 0.091 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c5_3090 Pp3c5_3090 transcript PAC:32955658protein_codingNA c.*5716_*5717insTANA NA NA NA 4861
Chr05 2046986 G GTA Chr05_2046986_G_GTAG_GTA INDEL 3979.24 0 0 1 17 25 18 32 17 1 2 0 0 0 0 22 12 20 17 25 18 33 18 18 22 13 4 12 10 0 0 0 1 1 1 0.97 0.944 0 0.091 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c5_3090-Pp3c5_3100Pp3c5_3090-Pp3c5_3100intergenic_regionPp3c5_3090-Pp3c5_3100NA NA n.2046986_2046987insTANA NA NA NA NA
Chr05 2154264 G T Chr05_2154264_G_TG_T SNP 6317.29 0 0 0 26 20 34 30 24 0 0 0 0 0 0 36 14 17 26 20 34 30 24 21 22 12 15 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_3340 Pp3c5_3340 transcript PAC:32953920protein_codingNA c.-2930G>T NA NA NA NA 1167
Chr05 2154264 G T Chr05_2154264_G_TG_T SNP 6317.29 0 0 0 26 20 34 30 24 0 0 0 0 0 0 36 14 17 26 20 34 30 24 21 22 12 15 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_3340 Pp3c5_3340 transcript PAC:32953922protein_codingNA c.-2930G>T NA NA NA NA 1167
Chr05 2154264 G T Chr05_2154264_G_TG_T SNP 6317.29 0 0 0 26 20 34 30 24 0 0 0 0 0 0 36 14 17 26 20 34 30 24 21 22 12 15 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_3340 Pp3c5_3340 transcript PAC:32953926protein_codingNA c.-2930G>T NA NA NA NA 1741
Chr05 2154264 G T Chr05_2154264_G_TG_T SNP 6317.29 0 0 0 26 20 34 30 24 0 0 0 0 0 0 36 14 17 26 20 34 30 24 21 22 12 15 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_3340 Pp3c5_3340 transcript PAC:32953921protein_codingNA c.-2930G>T NA NA NA NA 1997
Chr05 2154264 G T Chr05_2154264_G_TG_T SNP 6317.29 0 0 0 26 20 34 30 24 0 0 0 0 0 0 36 14 17 26 20 34 30 24 21 22 12 15 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_3340 Pp3c5_3340 transcript PAC:32953924protein_codingNA c.-2930G>T NA NA NA NA 2080
Chr05 2154264 G T Chr05_2154264_G_TG_T SNP 6317.29 0 0 0 26 20 34 30 24 0 0 0 0 0 0 36 14 17 26 20 34 30 24 21 22 12 15 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_3340 Pp3c5_3340 transcript PAC:32953925protein_codingNA c.-2930G>T NA NA NA NA 2421
Chr05 2154264 G T Chr05_2154264_G_TG_T SNP 6317.29 0 0 0 26 20 34 30 24 0 0 0 0 0 0 36 14 17 26 20 34 30 24 21 22 12 15 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_3340 Pp3c5_3340 transcript PAC:32953923protein_codingNA c.-2930G>T NA NA NA NA 2452
Chr05 2154264 G T Chr05_2154264_G_TG_T SNP 6317.29 0 0 0 26 20 34 30 24 0 0 0 0 0 0 36 14 17 26 20 34 30 24 21 22 12 15 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_3310 Pp3c5_3310 transcript PAC:32954956protein_codingNA c.*5302G>T NA NA NA NA 4428
Chr05 2154264 G T Chr05_2154264_G_TG_T SNP 6317.29 0 0 0 26 20 34 30 24 0 0 0 0 0 0 36 14 17 26 20 34 30 24 21 22 12 15 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_3310 Pp3c5_3310 transcript PAC:32954957protein_codingNA c.*5302G>T NA NA NA NA 4441
Chr05 2154264 G T Chr05_2154264_G_TG_T SNP 6317.29 0 0 0 26 20 34 30 24 0 0 0 0 0 0 36 14 17 26 20 34 30 24 21 22 12 15 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_3310-Pp3c5_3340Pp3c5_3310-Pp3c5_3340intergenic_regionPp3c5_3310-Pp3c5_3340NA NA n.2154264G>TNA NA NA NA NA
Chr05 2226391 A AT Chr05_2226391_A_ATA_AT INDEL 14774.59 35 14 12 23 14 26 32 14 14 15 15 9 9 8 35 14 12 23 14 26 32 14 14 15 15 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_3400 Pp3c5_3400 transcript PAC:32952573protein_codingNA c.*3408_*3409insTNA NA NA NA 3111
Chr05 2226391 A AT Chr05_2226391_A_ATA_AT INDEL 14774.59 35 14 12 23 14 26 32 14 14 15 15 9 9 8 35 14 12 23 14 26 32 14 14 15 15 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_3410 Pp3c5_3410 transcript PAC:32955363protein_codingNA c.*2306_*2307insANA NA NA NA 2306
Chr05 2226391 A AT Chr05_2226391_A_ATA_AT INDEL 14774.59 35 14 12 23 14 26 32 14 14 15 15 9 9 8 35 14 12 23 14 26 32 14 14 15 15 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_3400 Pp3c5_3400 transcript PAC:32952577protein_codingNA c.*3408_*3409insTNA NA NA NA 3280
Chr05 2226391 A AT Chr05_2226391_A_ATA_AT INDEL 14774.59 35 14 12 23 14 26 32 14 14 15 15 9 9 8 35 14 12 23 14 26 32 14 14 15 15 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_3400 Pp3c5_3400 transcript PAC:32952578protein_codingNA c.*3408_*3409insTNA NA NA NA 3280
Chr05 2226391 A AT Chr05_2226391_A_ATA_AT INDEL 14774.59 35 14 12 23 14 26 32 14 14 15 15 9 9 8 35 14 12 23 14 26 32 14 14 15 15 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_3400 Pp3c5_3400 transcript PAC:32952576protein_codingNA c.*3408_*3409insTNA NA NA NA 3280
Chr05 2226391 A AT Chr05_2226391_A_ATA_AT INDEL 14774.59 35 14 12 23 14 26 32 14 14 15 15 9 9 8 35 14 12 23 14 26 32 14 14 15 15 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_3400 Pp3c5_3400 transcript PAC:32952575protein_codingNA c.*3408_*3409insTNA NA NA NA 3280
Chr05 2226391 A AT Chr05_2226391_A_ATA_AT INDEL 14774.59 35 14 12 23 14 26 32 14 14 15 15 9 9 8 35 14 12 23 14 26 32 14 14 15 15 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_3400 Pp3c5_3400 transcript PAC:32952574protein_codingNA c.*3408_*3409insTNA NA NA NA 3280
Chr05 2226391 A AT Chr05_2226391_A_ATA_AT INDEL 14774.59 35 14 12 23 14 26 32 14 14 15 15 9 9 8 35 14 12 23 14 26 32 14 14 15 15 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_3400-Pp3c5_3410Pp3c5_3400-Pp3c5_3410intergenic_regionPp3c5_3400-Pp3c5_3410NA NA n.2226391_2226392insTNA NA NA NA NA
Chr05 2229109 C CA Chr05_2229109_C_CAC_CA INDEL 15763.59 27 15 10 18 14 20 12 12 19 20 7 14 4 9 27 15 10 18 14 20 12 12 19 20 7 14 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c5_3410 Pp3c5_3410 transcript PAC:32955363protein_coding 01-févr c.26dupT p.Phe10fs 26/285 26/285 sept-94 NA
Chr05 2229109 C CA Chr05_2229109_C_CAC_CA INDEL 15763.59 27 15 10 18 14 20 12 12 19 20 7 14 4 9 27 15 10 18 14 20 12 12 19 20 7 14 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_3420 Pp3c5_3420 transcript PAC:32952631protein_codingNA c.-4502_-4501insANA NA NA NA 4501
Chr05 2229109 C CA Chr05_2229109_C_CAC_CA INDEL 15763.59 27 15 10 18 14 20 12 12 19 20 7 14 4 9 27 15 10 18 14 20 12 12 19 20 7 14 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_3420 Pp3c5_3420 transcript PAC:32952632protein_codingNA c.-4502_-4501insANA NA NA NA 4370
Chr05 2229112 AT A Chr05_2229112_AT_AAT_A INDEL 15928.59 28 15 10 18 16 20 16 12 19 23 7 15 4 9 28 15 10 18 16 20 16 12 19 23 7 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c5_3410 Pp3c5_3410 transcript PAC:32955363protein_coding 01-févr c.23delA p.Asn8fs 23/285 23/285 août-94 NA
Chr05 2229112 AT A Chr05_2229112_AT_AAT_A INDEL 15928.59 28 15 10 18 16 20 16 12 19 23 7 15 4 9 28 15 10 18 16 20 16 12 19 23 7 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_3420 Pp3c5_3420 transcript PAC:32952631protein_codingNA c.-4498delT NA NA NA NA 4498
Chr05 2229112 AT A Chr05_2229112_AT_AAT_A INDEL 15928.59 28 15 10 18 16 20 16 12 19 23 7 15 4 9 28 15 10 18 16 20 16 12 19 23 7 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_3420 Pp3c5_3420 transcript PAC:32952632protein_codingNA c.-4498delT NA NA NA NA 4367
Chr05 2261948 G A Chr05_2261948_G_AG_A SNP 5612.29 0 0 0 23 22 26 28 14 0 0 0 0 0 0 20 17 11 23 22 26 28 14 16 12 12 16 12 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_3420-Pp3c5_3499Pp3c5_3420-Pp3c5_3499intergenic_regionPp3c5_3420-Pp3c5_3499NA NA n.2261948G>ANA NA NA NA NA
Chr05 2343512 C CAT Chr05_2343512_C_CATC_CAT INDEL 9980.59 27 7 10 16 7 16 22 19 13 13 11 9 7 11 27 7 10 16 7 16 23 20 13 15 11 9 7 11 1 1 1 1 1 1 0.957 0.95 1 0.867 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_3499-Pp3c5_3550Pp3c5_3499-Pp3c5_3550intergenic_regionPp3c5_3499-Pp3c5_3550NA NA n.2343512_2343513insATNA NA NA NA NA
Chr05 2368577 T C Chr05_2368577_T_CT_C SNP 17474.63 36 7 14 24 16 21 30 27 31 23 20 19 11 5 36 7 14 24 16 21 30 27 31 23 20 19 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_3499-Pp3c5_3550Pp3c5_3499-Pp3c5_3550intergenic_regionPp3c5_3499-Pp3c5_3550NA NA n.2368577T>CNA NA NA NA NA
Chr05 2414667 A T Chr05_2414667_A_TA_T SNP 15408.63 27 9 8 26 14 10 18 22 15 29 10 19 12 11 27 9 8 26 14 10 18 22 15 29 10 19 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_3550-Pp3c5_3620Pp3c5_3550-Pp3c5_3620intergenic_regionPp3c5_3550-Pp3c5_3620NA NA n.2414667A>TNA NA NA NA NA
Chr05 2414730 G A Chr05_2414730_G_AG_A SNP 20779.63 40 12 11 28 19 20 25 30 19 40 10 22 21 10 40 12 11 28 19 20 25 30 19 40 10 22 21 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_3550-Pp3c5_3620Pp3c5_3550-Pp3c5_3620intergenic_regionPp3c5_3550-Pp3c5_3620NA NA n.2414730G>ANA NA NA NA NA
Chr05 2416036 A C Chr05_2416036_A_CA_C SNP 18214.63 31 21 12 27 24 23 25 28 20 25 7 16 9 6 31 21 12 27 24 23 25 28 20 25 7 16 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_3550-Pp3c5_3620Pp3c5_3550-Pp3c5_3620intergenic_regionPp3c5_3550-Pp3c5_3620NA NA n.2416036A>CNA NA NA NA NA
Chr05 2459290 T TTA Chr05_2459290_T_TTAT_TTA INDEL 1971.93 1 0 0 0 0 1 0 0 13 15 11 13 7 9 24 17 10 23 9 23 22 8 13 15 11 15 8 9 0 0 0 0 0 0 0 0 1 1 1 0.867 0.875 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_3620-Pp3c5_3660Pp3c5_3620-Pp3c5_3660intergenic_regionPp3c5_3620-Pp3c5_3660NA NA n.2459290_2459291insTANA NA NA NA NA
Chr05 2490598 G A Chr05_2490598_G_AG_A SNP 1569.39 19 9 13 0 0 0 0 0 0 0 0 0 0 0 19 9 13 23 23 18 29 32 19 12 13 20 10 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c5_3660-Pp3c5_3720Pp3c5_3660-Pp3c5_3720intergenic_regionPp3c5_3660-Pp3c5_3720NA NA n.2490598G>ANA NA NA NA NA
Chr05 2946362 C CA Chr05_2946362_C_CAC_CA INDEL 14188.59 15 15 20 27 18 28 23 24 14 19 22 5 7 15 15 15 20 27 18 28 23 24 14 19 22 5 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c5_4430 Pp3c5_4430 transcript PAC:32955137protein_coding 01-janv c.846dupA p.Ala283fs 847/879 847/879 283/292 NA
Chr05 2946362 C CA Chr05_2946362_C_CAC_CA INDEL 14188.59 15 15 20 27 18 28 23 24 14 19 22 5 7 15 15 15 20 27 18 28 23 24 14 19 22 5 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_4430 Pp3c5_4430 transcript PAC:32955136protein_coding 02-août c.-204dupA NA NA NA NA 203
Chr05 2946362 C CA Chr05_2946362_C_CAC_CA INDEL 14188.59 15 15 20 27 18 28 23 24 14 19 22 5 7 15 15 15 20 27 18 28 23 24 14 19 22 5 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_4430 Pp3c5_4430 transcript PAC:32955135protein_codingNA c.-207_-206insANA NA NA NA 121
Chr05 2946362 C CA Chr05_2946362_C_CAC_CA INDEL 14188.59 15 15 20 27 18 28 23 24 14 19 22 5 7 15 15 15 20 27 18 28 23 24 14 19 22 5 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_4450 Pp3c5_4450 transcript PAC:32953763protein_codingNA c.*3865dupT NA NA NA NA 3294
Chr05 2946362 C CA Chr05_2946362_C_CAC_CA INDEL 14188.59 15 15 20 27 18 28 23 24 14 19 22 5 7 15 15 15 20 27 18 28 23 24 14 19 22 5 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_4450 Pp3c5_4450 transcript PAC:32953764protein_codingNA c.*3865dupT NA NA NA NA 3357
Chr05 3091912 G GTA Chr05_3091912_G_GTAG_GTA INDEL 1297.35 23 14 8 1 1 1 0 1 1 0 0 0 0 0 23 15 9 16 8 19 24 25 22 15 6 11 6 7 1 0.933 0.889 0 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c5_4700-Pp3c5_4760Pp3c5_4700-Pp3c5_4760intergenic_regionPp3c5_4700-Pp3c5_4760NA NA n.3091912_3091913insTANA NA NA NA NA
Chr05 3184712 C A Chr05_3184712_C_AC_A SNP 14822.63 20 10 11 22 21 15 25 21 13 17 16 11 7 6 20 10 11 22 21 15 25 21 13 17 16 11 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_4840-Pp3c5_4880Pp3c5_4840-Pp3c5_4880intergenic_regionPp3c5_4840-Pp3c5_4880NA NA n.3184712C>ANA NA NA NA NA
Chr05 3250242 T C Chr05_3250242_T_CT_C SNP 15127.63 22 19 11 20 10 23 25 12 13 17 11 18 5 6 22 19 11 20 10 23 25 12 13 17 11 18 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c5_4920 Pp3c5_4920 transcript PAC:32953109protein_coding 01-mars c.30A>G p.Ala10Ala 1049/2988 30/1149 10/382 NA
Chr05 3250242 T C Chr05_3250242_T_CT_C SNP 15127.63 22 19 11 20 10 23 25 12 13 17 11 18 5 6 22 19 11 20 10 23 25 12 13 17 11 18 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c5_4920 Pp3c5_4920 transcript PAC:32953110protein_coding 01-mars c.30A>G p.Ala10Ala 1729/3632 30/1149 10/382 NA
Chr05 3284447 A AAT Chr05_3284447_A_AATA_AAT INDEL 424.37 0 0 0 1 20 0 1 3 0 0 0 0 0 0 15 7 17 15 24 16 29 18 13 16 9 13 5 7 0 0 0 0 0.833 0 0 0.167 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c5_4920-Pp3c5_4940Pp3c5_4920-Pp3c5_4940intergenic_regionPp3c5_4920-Pp3c5_4940NA NA n.3284447_3284448insATNA NA NA NA NA
Chr05 3370462 CAT C Chr05_3370462_CAT_CCAT_C INDEL 243.37 0 10 2 0 0 0 0 1 1 1 0 0 0 1 23 10 10 18 11 23 17 15 18 12 7 11 6 7 0 1 0.2 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 intergenic_regionMODIFIER Pp3c5_5150-Pp3c5_5170Pp3c5_5150-Pp3c5_5170intergenic_regionPp3c5_5150-Pp3c5_5170NA NA n.3370463_3370464delATNA NA NA NA NA
Chr05 3457103 T G Chr05_3457103_T_GT_G SNP 17679.63 19 10 12 28 10 19 29 32 24 19 22 10 10 6 19 10 12 28 10 19 29 32 24 19 22 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_5280 Pp3c5_5280 transcript PAC:32954754protein_coding 01-oct c.89T>G p.Val30Gly 708/2361 89/1404 30/467 NA
Chr05 3457103 T G Chr05_3457103_T_GT_G SNP 17679.63 19 10 12 28 10 19 29 32 24 19 22 10 10 6 19 10 12 28 10 19 29 32 24 19 22 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_5280 Pp3c5_5280 transcript PAC:32954758protein_coding 02-nov c.71T>G p.Val24Gly 541/2181 71/1386 24/461 NA
Chr05 3457103 T G Chr05_3457103_T_GT_G SNP 17679.63 19 10 12 28 10 19 29 32 24 19 22 10 10 6 19 10 12 28 10 19 29 32 24 19 22 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_5280 Pp3c5_5280 transcript PAC:32954761protein_coding 03-déc c.71T>G p.Val24Gly 893/2526 71/1386 24/461 NA
Chr05 3457103 T G Chr05_3457103_T_GT_G SNP 17679.63 19 10 12 28 10 19 29 32 24 19 22 10 10 6 19 10 12 28 10 19 29 32 24 19 22 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_5280 Pp3c5_5280 transcript PAC:32954762protein_coding 03-déc c.71T>G p.Val24Gly 1045/2678 71/1386 24/461 NA
Chr05 3457103 T G Chr05_3457103_T_GT_G SNP 17679.63 19 10 12 28 10 19 29 32 24 19 22 10 10 6 19 10 12 28 10 19 29 32 24 19 22 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_5280 Pp3c5_5280 transcript PAC:32954759protein_coding 02-nov c.71T>G p.Val24Gly 847/2487 71/1386 24/461 NA
Chr05 3457103 T G Chr05_3457103_T_GT_G SNP 17679.63 19 10 12 28 10 19 29 32 24 19 22 10 10 6 19 10 12 28 10 19 29 32 24 19 22 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_5280 Pp3c5_5280 transcript PAC:32954755protein_coding 02-nov c.71T>G p.Val24Gly 493/2124 71/1386 24/461 NA
Chr05 3457103 T G Chr05_3457103_T_GT_G SNP 17679.63 19 10 12 28 10 19 29 32 24 19 22 10 10 6 19 10 12 28 10 19 29 32 24 19 22 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_5280 Pp3c5_5280 transcript PAC:32954756protein_coding 03-déc c.71T>G p.Val24Gly 518/2145 71/1386 24/461 NA
Chr05 3457103 T G Chr05_3457103_T_GT_G SNP 17679.63 19 10 12 28 10 19 29 32 24 19 22 10 10 6 19 10 12 28 10 19 29 32 24 19 22 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_5280 Pp3c5_5280 transcript PAC:32954760protein_coding 03-déc c.71T>G p.Val24Gly 892/2519 71/1386 24/461 NA
Chr05 3457103 T G Chr05_3457103_T_GT_G SNP 17679.63 19 10 12 28 10 19 29 32 24 19 22 10 10 6 19 10 12 28 10 19 29 32 24 19 22 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_5280 Pp3c5_5280 transcript PAC:32954757protein_coding 03-déc c.71T>G p.Val24Gly 536/2168 71/1386 24/461 NA
Chr05 3457103 T G Chr05_3457103_T_GT_G SNP 17679.63 19 10 12 28 10 19 29 32 24 19 22 10 10 6 19 10 12 28 10 19 29 32 24 19 22 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_5280 Pp3c5_5280 transcript PAC:32954763protein_coding 02-nov c.71T>G p.Val24Gly 247/1881 71/1386 24/461 NA
Chr05 3457103 T G Chr05_3457103_T_GT_G SNP 17679.63 19 10 12 28 10 19 29 32 24 19 22 10 10 6 19 10 12 28 10 19 29 32 24 19 22 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5280 Pp3c5_5280 transcript PAC:32954764protein_codingNA c.-658T>G NA NA NA NA 218
Chr05 3560096 A AT Chr05_3560096_A_ATA_AT INDEL 13304.59 24 9 16 17 16 21 22 20 15 17 15 9 9 8 24 9 16 17 16 21 22 20 15 17 15 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_5340-Pp3c5_5360Pp3c5_5340-Pp3c5_5360intergenic_regionPp3c5_5340-Pp3c5_5360NA NA n.3560096_3560097insTNA NA NA NA NA
Chr05 3736695 A G Chr05_3736695_A_GA_G SNP 1793.98 0 0 0 0 0 0 0 0 5 11 7 7 6 4 26 17 7 14 15 23 20 17 5 11 7 7 6 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_5440-Pp3c5_5520Pp3c5_5440-Pp3c5_5520intergenic_regionPp3c5_5440-Pp3c5_5520NA NA n.3736695A>GNA NA NA NA NA
Chr05 3771596 CA C Chr05_3771596_CA_CCA_C INDEL 19632.59 36 12 15 22 11 24 23 37 28 18 15 11 19 9 36 12 15 22 11 24 23 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952565protein_codingNA c.-1242delA NA NA NA NA 675
Chr05 3771596 CA C Chr05_3771596_CA_CCA_C INDEL 19632.59 36 12 15 22 11 24 23 37 28 18 15 11 19 9 36 12 15 22 11 24 23 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952566protein_codingNA c.-1242delA NA NA NA NA 118
Chr05 3771596 CA C Chr05_3771596_CA_CCA_C INDEL 19632.59 36 12 15 22 11 24 23 37 28 18 15 11 19 9 36 12 15 22 11 24 23 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952567protein_codingNA c.-1242delA NA NA NA NA 138
Chr05 3771596 CA C Chr05_3771596_CA_CCA_C INDEL 19632.59 36 12 15 22 11 24 23 37 28 18 15 11 19 9 36 12 15 22 11 24 23 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952568protein_codingNA c.-1242delA NA NA NA NA 138
Chr05 3771596 CA C Chr05_3771596_CA_CCA_C INDEL 19632.59 36 12 15 22 11 24 23 37 28 18 15 11 19 9 36 12 15 22 11 24 23 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952569protein_codingNA c.-1242delA NA NA NA NA 138
Chr05 3771596 CA C Chr05_3771596_CA_CCA_C INDEL 19632.59 36 12 15 22 11 24 23 37 28 18 15 11 19 9 36 12 15 22 11 24 23 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952570protein_codingNA c.-1242delA NA NA NA NA 138
Chr05 3771596 CA C Chr05_3771596_CA_CCA_C INDEL 19632.59 36 12 15 22 11 24 23 37 28 18 15 11 19 9 36 12 15 22 11 24 23 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_5520-Pp3c5_5560Pp3c5_5520-Pp3c5_5560intergenic_regionPp3c5_5520-Pp3c5_5560NA NA n.3771597delANA NA NA NA NA
Chr05 3771598 A T Chr05_3771598_A_TA_T SNP 19641.63 36 12 15 22 11 24 24 37 28 18 15 11 19 9 36 12 15 22 11 24 24 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952565protein_codingNA c.-1241A>T NA NA NA NA 674
Chr05 3771598 A T Chr05_3771598_A_TA_T SNP 19641.63 36 12 15 22 11 24 24 37 28 18 15 11 19 9 36 12 15 22 11 24 24 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952566protein_codingNA c.-1241A>T NA NA NA NA 117
Chr05 3771598 A T Chr05_3771598_A_TA_T SNP 19641.63 36 12 15 22 11 24 24 37 28 18 15 11 19 9 36 12 15 22 11 24 24 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952567protein_codingNA c.-1241A>T NA NA NA NA 137
Chr05 3771598 A T Chr05_3771598_A_TA_T SNP 19641.63 36 12 15 22 11 24 24 37 28 18 15 11 19 9 36 12 15 22 11 24 24 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952568protein_codingNA c.-1241A>T NA NA NA NA 137
Chr05 3771598 A T Chr05_3771598_A_TA_T SNP 19641.63 36 12 15 22 11 24 24 37 28 18 15 11 19 9 36 12 15 22 11 24 24 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952569protein_codingNA c.-1241A>T NA NA NA NA 137
Chr05 3771598 A T Chr05_3771598_A_TA_T SNP 19641.63 36 12 15 22 11 24 24 37 28 18 15 11 19 9 36 12 15 22 11 24 24 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_5560 Pp3c5_5560 transcript PAC:32952570protein_codingNA c.-1241A>T NA NA NA NA 137
Chr05 3771598 A T Chr05_3771598_A_TA_T SNP 19641.63 36 12 15 22 11 24 24 37 28 18 15 11 19 9 36 12 15 22 11 24 24 37 28 18 15 11 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_5520-Pp3c5_5560Pp3c5_5520-Pp3c5_5560intergenic_regionPp3c5_5520-Pp3c5_5560NA NA n.3771598A>TNA NA NA NA NA
Chr05 3813983 GT G Chr05_3813983_GT_GGT_G INDEL 3508.93 0 0 0 0 0 0 0 0 22 16 17 13 10 7 19 16 13 28 16 22 33 13 22 16 17 13 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_5590-Pp3c5_5620Pp3c5_5590-Pp3c5_5620intergenic_regionPp3c5_5590-Pp3c5_5620NA NA n.3813984delTNA NA NA NA NA
Chr05 4013843 TCGTCCC T Chr05_4013843_TCGTCCC_TTCGTCCC_T INDEL 8606.59 13 9 7 16 11 9 12 6 6 6 4 5 4 4 13 9 7 16 11 9 12 6 6 6 4 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_5809-Pp3c5_5830Pp3c5_5809-Pp3c5_5830intergenic_regionPp3c5_5809-Pp3c5_5830NA NA n.4013844_4013849delCGTCCCNA NA NA NA NA
Chr05 4013850 C A Chr05_4013850_C_AC_A SNP 8660.63 13 9 7 16 11 9 12 6 6 6 4 5 4 4 13 9 7 16 11 9 12 6 6 6 4 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_5809-Pp3c5_5830Pp3c5_5809-Pp3c5_5830intergenic_regionPp3c5_5809-Pp3c5_5830NA NA n.4013850C>ANA NA NA NA NA
Chr05 4013853 C T Chr05_4013853_C_TC_T SNP 8885.63 13 9 8 16 12 9 12 6 7 6 4 6 5 4 13 9 8 16 12 9 12 6 7 6 4 6 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_5809-Pp3c5_5830Pp3c5_5809-Pp3c5_5830intergenic_regionPp3c5_5809-Pp3c5_5830NA NA n.4013853C>TNA NA NA NA NA
Chr05 4013858 TGGCGCCGTGCT Chr05_4013858_TGGCGCCGTGC_TTGGCGCCGTGC_TINDEL 10901.59 13 9 9 16 12 10 16 7 8 7 4 6 6 4 13 9 9 16 12 10 16 7 8 7 4 6 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_5809-Pp3c5_5830Pp3c5_5809-Pp3c5_5830intergenic_regionPp3c5_5809-Pp3c5_5830NA NA n.4013859_4013868delGGCGCCGTGCNA NA NA NA NA
Chr05 4013868 C CAAGTATA Chr05_4013868_C_CAAGTATAC_CAAGTATAINDEL 10901.59 13 9 9 16 12 10 16 7 8 7 4 6 6 4 13 9 9 16 12 10 16 7 8 7 4 6 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_5809-Pp3c5_5830Pp3c5_5809-Pp3c5_5830intergenic_regionPp3c5_5809-Pp3c5_5830NA NA n.4013868_4013869insAAGTATANA NA NA NA NA
Chr05 4013870 G GTAAAACCA Chr05_4013870_G_GTAAAACCAG_GTAAAACCAINDEL 11714.59 15 9 10 19 13 11 20 12 8 10 5 6 8 4 15 9 10 19 13 11 20 12 8 10 5 6 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_5809-Pp3c5_5830Pp3c5_5809-Pp3c5_5830intergenic_regionPp3c5_5809-Pp3c5_5830NA NA n.4013870_4013871insTAAAACCANA NA NA NA NA
Chr05 4043124 C A Chr05_4043124_C_AC_A SNP 17004.63 23 12 17 20 20 16 20 16 21 20 19 21 14 10 23 12 17 20 20 16 20 16 21 20 19 21 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_5830-Pp3c5_5900Pp3c5_5830-Pp3c5_5900intergenic_regionPp3c5_5830-Pp3c5_5900NA NA n.4043124C>ANA NA NA NA NA
Chr05 4100430 A G Chr05_4100430_A_GA_G SNP 17411.63 30 11 15 23 11 33 22 16 28 27 14 14 8 17 30 11 15 23 11 33 22 16 28 27 14 14 8 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_5900-Pp3c5_5980Pp3c5_5900-Pp3c5_5980intergenic_regionPp3c5_5900-Pp3c5_5980NA NA n.4100430A>GNA NA NA NA NA
Chr05 4286889 C CTA Chr05_4286889_C_CTAC_CTA INDEL 2823.24 0 2 0 16 7 17 16 24 0 2 0 2 0 0 14 13 12 17 7 18 16 24 13 14 14 9 8 5 0 0.154 0 0.941 1 0.944 1 1 0 0.143 0 0.222 0 0 0 5 5 3 0 5 0 downstream_gene_variantMODIFIER Pp3c5_6150 Pp3c5_6150 transcript PAC:32952898protein_codingNA c.*3717_*3718insTANA NA NA NA 3041
Chr05 4286889 C CTA Chr05_4286889_C_CTAC_CTA INDEL 2823.24 0 2 0 16 7 17 16 24 0 2 0 2 0 0 14 13 12 17 7 18 16 24 13 14 14 9 8 5 0 0.154 0 0.941 1 0.944 1 1 0 0.143 0 0.222 0 0 0 5 5 3 0 5 0 downstream_gene_variantMODIFIER Pp3c5_6160 Pp3c5_6160 transcript PAC:32954627protein_codingNA c.*1628_*1629insTANA NA NA NA 1481
Chr05 4286889 C CTA Chr05_4286889_C_CTAC_CTA INDEL 2823.24 0 2 0 16 7 17 16 24 0 2 0 2 0 0 14 13 12 17 7 18 16 24 13 14 14 9 8 5 0 0.154 0 0.941 1 0.944 1 1 0 0.143 0 0.222 0 0 0 5 5 3 0 5 0 downstream_gene_variantMODIFIER Pp3c5_6150 Pp3c5_6150 transcript PAC:32952899protein_codingNA c.*3717_*3718insTANA NA NA NA 3302
Chr05 4286889 C CTA Chr05_4286889_C_CTAC_CTA INDEL 2823.24 0 2 0 16 7 17 16 24 0 2 0 2 0 0 14 13 12 17 7 18 16 24 13 14 14 9 8 5 0 0.154 0 0.941 1 0.944 1 1 0 0.143 0 0.222 0 0 0 5 5 3 0 5 0 downstream_gene_variantMODIFIER Pp3c5_6160 Pp3c5_6160 transcript PAC:32954628protein_codingNA c.*1628_*1629insTANA NA NA NA 1368
Chr05 4286889 C CTA Chr05_4286889_C_CTAC_CTA INDEL 2823.24 0 2 0 16 7 17 16 24 0 2 0 2 0 0 14 13 12 17 7 18 16 24 13 14 14 9 8 5 0 0.154 0 0.941 1 0.944 1 1 0 0.143 0 0.222 0 0 0 5 5 3 0 5 0 downstream_gene_variantMODIFIER Pp3c5_6160 Pp3c5_6160 transcript PAC:32954629protein_codingNA c.*1628_*1629insTANA NA NA NA 1368
Chr05 4286889 C CTA Chr05_4286889_C_CTAC_CTA INDEL 2823.24 0 2 0 16 7 17 16 24 0 2 0 2 0 0 14 13 12 17 7 18 16 24 13 14 14 9 8 5 0 0.154 0 0.941 1 0.944 1 1 0 0.143 0 0.222 0 0 0 5 5 3 0 5 0 intergenic_regionMODIFIER Pp3c5_6150-Pp3c5_6160Pp3c5_6150-Pp3c5_6160intergenic_regionPp3c5_6150-Pp3c5_6160NA NA n.4286889_4286890insTANA NA NA NA NA
Chr05 4408213 G A Chr05_4408213_G_AG_A SNP 6384.29 0 0 0 26 21 29 25 29 0 0 0 0 0 0 23 18 19 27 22 29 25 29 32 30 16 25 14 10 0 0 0 0.963 0.955 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_6330-Pp3c5_6360Pp3c5_6330-Pp3c5_6360intergenic_regionPp3c5_6330-Pp3c5_6360NA NA n.4408213G>ANA NA NA NA NA
Chr05 4425971 T TAAATCCTAAACTCTAAATCAAATCCTAATCChr05_4425971_T_TAAATCCTAAACTCTAAATCAAATCCTAATCT_TAAATCCTAAACTCTAAATCAAATCCTAATCINDEL 22407.59 14 8 13 18 20 26 38 15 16 18 15 12 12 10 14 8 13 18 20 26 38 15 16 18 15 12 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_6330-Pp3c5_6360Pp3c5_6330-Pp3c5_6360intergenic_regionPp3c5_6330-Pp3c5_6360NA NA n.4425971_4425972insAAATCCTAAACTCTAAATCAAATCCTAATCNA NA NA NA NA
Chr05 4553945 G A Chr05_4553945_G_AG_A SNP 5793.29 0 0 0 26 13 30 29 17 0 0 0 0 0 0 12 20 16 26 13 30 29 17 18 20 13 18 13 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_6470-Pp3c5_6540Pp3c5_6470-Pp3c5_6540intergenic_regionPp3c5_6470-Pp3c5_6540NA NA n.4553945G>ANA NA NA NA NA
Chr05 4713582 C CAT Chr05_4713582_C_CATC_CAT INDEL 3640.24 0 1 0 19 20 19 20 22 0 0 0 0 0 0 26 8 12 19 22 20 21 22 20 19 10 9 9 7 0 0 0 1 0.909 0.95 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_6730 Pp3c5_6730 transcript PAC:32955206protein_codingNA c.-6517_-6516insATNA NA NA NA 4762
Chr05 4713582 C CAT Chr05_4713582_C_CATC_CAT INDEL 3640.24 0 1 0 19 20 19 20 22 0 0 0 0 0 0 26 8 12 19 22 20 21 22 20 19 10 9 9 7 0 0 0 1 0.909 0.95 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_6730 Pp3c5_6730 transcript PAC:32955207protein_codingNA c.-6517_-6516insATNA NA NA NA 4806
Chr05 4713582 C CAT Chr05_4713582_C_CATC_CAT INDEL 3640.24 0 1 0 19 20 19 20 22 0 0 0 0 0 0 26 8 12 19 22 20 21 22 20 19 10 9 9 7 0 0 0 1 0.909 0.95 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_6660-Pp3c5_6730Pp3c5_6660-Pp3c5_6730intergenic_regionPp3c5_6660-Pp3c5_6730NA NA n.4713582_4713583insATNA NA NA NA NA
Chr05 4718109 T C Chr05_4718109_T_CT_C SNP 11071.63 10 14 11 12 7 21 26 8 15 13 9 12 4 7 10 14 11 12 7 21 26 8 15 13 9 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_6730 Pp3c5_6730 transcript PAC:32955206protein_codingNA c.-1990T>C NA NA NA NA 236
Chr05 4718109 T C Chr05_4718109_T_CT_C SNP 11071.63 10 14 11 12 7 21 26 8 15 13 9 12 4 7 10 14 11 12 7 21 26 8 15 13 9 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_6730 Pp3c5_6730 transcript PAC:32955207protein_codingNA c.-1990T>C NA NA NA NA 280
Chr05 4718109 T C Chr05_4718109_T_CT_C SNP 11071.63 10 14 11 12 7 21 26 8 15 13 9 12 4 7 10 14 11 12 7 21 26 8 15 13 9 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_6730 Pp3c5_6730 transcript PAC:32955208protein_codingNA c.-1990T>C NA NA NA NA 646
Chr05 4718109 T C Chr05_4718109_T_CT_C SNP 11071.63 10 14 11 12 7 21 26 8 15 13 9 12 4 7 10 14 11 12 7 21 26 8 15 13 9 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_6730 Pp3c5_6730 transcript PAC:32955209protein_codingNA c.-1990T>C NA NA NA NA 646
Chr05 4718109 T C Chr05_4718109_T_CT_C SNP 11071.63 10 14 11 12 7 21 26 8 15 13 9 12 4 7 10 14 11 12 7 21 26 8 15 13 9 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_6660-Pp3c5_6730Pp3c5_6660-Pp3c5_6730intergenic_regionPp3c5_6660-Pp3c5_6730NA NA n.4718109T>CNA NA NA NA NA
Chr05 4785833 C T Chr05_4785833_C_TC_T SNP 2227.39 21 22 14 0 0 0 0 0 0 0 0 0 0 0 21 22 14 23 20 30 33 13 20 19 20 16 8 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c5_6760-Pp3c5_6869Pp3c5_6760-Pp3c5_6869intergenic_regionPp3c5_6760-Pp3c5_6869NA NA n.4785833C>TNA NA NA NA NA
Chr05 4812559 CA C Chr05_4812559_CA_CCA_C INDEL 15700.59 34 15 12 22 14 26 29 18 30 27 24 18 11 17 34 15 12 22 14 26 29 18 30 27 24 18 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_6760-Pp3c5_6869Pp3c5_6760-Pp3c5_6869intergenic_regionPp3c5_6760-Pp3c5_6869NA NA n.4812560delANA NA NA NA NA
Chr05 4940661 A AAT Chr05_4940661_A_AATA_AAT INDEL 1908.93 0 1 0 0 0 0 0 0 7 14 10 5 10 10 22 16 8 18 16 17 35 13 7 15 10 6 10 10 0 0 0 0 0 0 0 0 1 0.933 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_6980 Pp3c5_6980 transcript PAC:32952828protein_codingNA c.-1033_-1032insATNA NA NA NA 964
Chr05 4940661 A AAT Chr05_4940661_A_AATA_AAT INDEL 1908.93 0 1 0 0 0 0 0 0 7 14 10 5 10 10 22 16 8 18 16 17 35 13 7 15 10 6 10 10 0 0 0 0 0 0 0 0 1 0.933 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_6980 Pp3c5_6980 transcript PAC:32952829protein_codingNA c.-1427_-1426insATNA NA NA NA 1427
Chr05 4940661 A AAT Chr05_4940661_A_AATA_AAT INDEL 1908.93 0 1 0 0 0 0 0 0 7 14 10 5 10 10 22 16 8 18 16 17 35 13 7 15 10 6 10 10 0 0 0 0 0 0 0 0 1 0.933 1 0.833 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c5_6990 Pp3c5_6990 transcript PAC:32956058protein_codingNA c.*2604_*2605insATNA NA NA NA 2039
Chr05 4940661 A AAT Chr05_4940661_A_AATA_AAT INDEL 1908.93 0 1 0 0 0 0 0 0 7 14 10 5 10 10 22 16 8 18 16 17 35 13 7 15 10 6 10 10 0 0 0 0 0 0 0 0 1 0.933 1 0.833 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c5_7000 Pp3c5_7000 transcript PAC:32954086protein_codingNA c.*3889_*3890insATNA NA NA NA 3889
Chr05 4940661 A AAT Chr05_4940661_A_AATA_AAT INDEL 1908.93 0 1 0 0 0 0 0 0 7 14 10 5 10 10 22 16 8 18 16 17 35 13 7 15 10 6 10 10 0 0 0 0 0 0 0 0 1 0.933 1 0.833 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c5_7010 Pp3c5_7010 transcript PAC:32953042protein_codingNA c.*3970_*3971insATNA NA NA NA 3970
Chr05 4940661 A AAT Chr05_4940661_A_AATA_AAT INDEL 1908.93 0 1 0 0 0 0 0 0 7 14 10 5 10 10 22 16 8 18 16 17 35 13 7 15 10 6 10 10 0 0 0 0 0 0 0 0 1 0.933 1 0.833 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c5_6990 Pp3c5_6990 transcript PAC:32956059protein_codingNA c.*2604_*2605insATNA NA NA NA 2604
Chr05 4940661 A AAT Chr05_4940661_A_AATA_AAT INDEL 1908.93 0 1 0 0 0 0 0 0 7 14 10 5 10 10 22 16 8 18 16 17 35 13 7 15 10 6 10 10 0 0 0 0 0 0 0 0 1 0.933 1 0.833 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c5_7010 Pp3c5_7010 transcript PAC:32953043protein_codingNA c.*3970_*3971insATNA NA NA NA 3970
Chr05 4940661 A AAT Chr05_4940661_A_AATA_AAT INDEL 1908.93 0 1 0 0 0 0 0 0 7 14 10 5 10 10 22 16 8 18 16 17 35 13 7 15 10 6 10 10 0 0 0 0 0 0 0 0 1 0.933 1 0.833 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_6980-Pp3c5_6990Pp3c5_6980-Pp3c5_6990intergenic_regionPp3c5_6980-Pp3c5_6990NA NA n.4940661_4940662insATNA NA NA NA NA
Chr05 4993526 T A Chr05_4993526_T_AT_A SNP 27803.63 48 34 24 46 26 58 41 35 30 26 25 29 9 19 49 34 25 46 26 61 41 35 32 27 25 29 9 19 0.98 1 0.96 1 1 0.951 1 1 0.938 0.963 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_7150 Pp3c5_7150 transcript PAC:32953819protein_codingNA c.*6128T>A NA NA NA NA 4941
Chr05 4993526 T A Chr05_4993526_T_AT_A SNP 27803.63 48 34 24 46 26 58 41 35 30 26 25 29 9 19 49 34 25 46 26 61 41 35 32 27 25 29 9 19 0.98 1 0.96 1 1 0.951 1 1 0.938 0.963 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7150-Pp3c5_7180Pp3c5_7150-Pp3c5_7180intergenic_regionPp3c5_7150-Pp3c5_7180NA NA n.4993526T>ANA NA NA NA NA
Chr05 5076612 G A Chr05_5076612_G_AG_A SNP 18085.63 22 11 12 21 15 28 38 18 24 27 13 18 9 11 22 11 12 21 15 28 38 18 24 27 13 18 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7230-Pp3c5_7300Pp3c5_7230-Pp3c5_7300intergenic_regionPp3c5_7230-Pp3c5_7300NA NA n.5076612G>ANA NA NA NA NA
Chr05 5076642 C A Chr05_5076642_C_AC_A SNP 17873.63 22 12 14 21 8 31 40 20 26 26 12 17 8 9 22 12 14 21 8 31 40 20 26 26 12 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7230-Pp3c5_7300Pp3c5_7230-Pp3c5_7300intergenic_regionPp3c5_7230-Pp3c5_7300NA NA n.5076642C>ANA NA NA NA NA
Chr05 5083027 G GT Chr05_5083027_G_GTG_GT INDEL 11866.59 19 17 16 22 7 16 21 15 17 14 9 26 5 6 19 17 16 22 7 16 21 15 17 14 9 26 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7230-Pp3c5_7300Pp3c5_7230-Pp3c5_7300intergenic_regionPp3c5_7230-Pp3c5_7300NA NA n.5083027_5083028insTNA NA NA NA NA
Chr05 5086389 G A Chr05_5086389_G_AG_A SNP 19920.63 26 13 16 21 21 32 28 25 34 22 20 15 20 13 26 13 16 21 21 32 28 25 34 22 20 15 20 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7230-Pp3c5_7300Pp3c5_7230-Pp3c5_7300intergenic_regionPp3c5_7230-Pp3c5_7300NA NA n.5086389G>ANA NA NA NA NA
Chr05 5197008 CAT C Chr05_5197008_CAT_CCAT_C INDEL 9793.59 22 16 14 12 14 16 18 17 14 19 8 9 4 6 23 16 14 12 14 16 18 17 14 19 8 9 4 6 0.957 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7380-Pp3c5_7460Pp3c5_7380-Pp3c5_7460intergenic_regionPp3c5_7380-Pp3c5_7460NA NA n.5197009_5197010delATNA NA NA NA NA
Chr05 5213629 G A Chr05_5213629_G_AG_A SNP 17666.63 32 13 6 14 14 24 31 22 15 20 19 15 6 9 32 13 6 14 14 24 31 22 15 20 19 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7380-Pp3c5_7460Pp3c5_7380-Pp3c5_7460intergenic_regionPp3c5_7380-Pp3c5_7460NA NA n.5213629G>ANA NA NA NA NA
Chr05 5213630 G A Chr05_5213630_G_AG_A SNP 17961.63 30 13 6 14 15 24 31 22 15 20 18 15 7 9 30 13 6 14 15 24 31 22 15 20 18 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7380-Pp3c5_7460Pp3c5_7380-Pp3c5_7460intergenic_regionPp3c5_7380-Pp3c5_7460NA NA n.5213630G>ANA NA NA NA NA



Chr05 5213641 G T Chr05_5213641_G_TG_T SNP 17337.63 31 14 5 16 20 22 27 20 12 18 13 19 8 9 31 14 5 16 20 22 27 20 12 18 13 19 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7380-Pp3c5_7460Pp3c5_7380-Pp3c5_7460intergenic_regionPp3c5_7380-Pp3c5_7460NA NA n.5213641G>TNA NA NA NA NA
Chr05 5215391 TC T Chr05_5215391_TC_TTC_T INDEL 17920.59 19 15 22 21 20 25 28 20 20 24 15 23 12 9 19 15 22 21 20 25 28 20 20 24 15 23 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7380-Pp3c5_7460Pp3c5_7380-Pp3c5_7460intergenic_regionPp3c5_7380-Pp3c5_7460NA NA n.5215392delCNA NA NA NA NA
Chr05 5281111 C T Chr05_5281111_C_TC_T SNP 14737.63 25 18 14 16 25 17 26 19 29 15 12 13 7 6 25 18 14 16 25 17 26 19 29 15 12 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7460-Pp3c5_7570Pp3c5_7460-Pp3c5_7570intergenic_regionPp3c5_7460-Pp3c5_7570NA NA n.5281111C>TNA NA NA NA NA
Chr05 5292450 G A Chr05_5292450_G_AG_A SNP 9221.29 25 14 18 0 0 0 0 0 9 15 8 6 5 11 25 14 18 24 19 19 25 19 9 15 8 6 5 11 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c5_7460-Pp3c5_7570Pp3c5_7460-Pp3c5_7570intergenic_regionPp3c5_7460-Pp3c5_7570NA NA n.5292450G>ANA NA NA NA NA
Chr05 5490277 T C Chr05_5490277_T_CT_C SNP 2632.39 34 13 17 0 0 0 0 0 0 0 0 0 0 0 34 13 17 25 17 31 28 25 24 27 20 17 13 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c5_7700-Pp3c5_7750Pp3c5_7700-Pp3c5_7750intergenic_regionPp3c5_7700-Pp3c5_7750NA NA n.5490277T>CNA NA NA NA NA
Chr05 5648440 C CA Chr05_5648440_C_CAC_CA INDEL 10041.59 15 7 14 18 15 22 9 9 11 16 10 5 6 4 15 7 14 18 15 22 9 9 11 16 10 5 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7810-Pp3c5_7880Pp3c5_7810-Pp3c5_7880intergenic_regionPp3c5_7810-Pp3c5_7880NA NA n.5648440_5648441insANA NA NA NA NA
Chr05 5769473 G GATAT Chr05_5769473_G_GATATG_GATAT INDEL 3586.24 0 1 0 16 9 13 18 12 0 1 0 0 1 0 18 11 7 16 9 13 18 12 17 9 9 8 9 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_7950-Pp3c5_7990Pp3c5_7950-Pp3c5_7990intergenic_regionPp3c5_7950-Pp3c5_7990NA NA n.5769473_5769474insATATNA NA NA NA NA
Chr05 5843532 TG T Chr05_5843532_TG_TTG_T INDEL 10647.59 27 12 15 15 9 13 16 18 20 21 11 14 8 10 27 12 15 15 9 13 16 18 20 21 11 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_7990-Pp3c5_8110Pp3c5_7990-Pp3c5_8110intergenic_regionPp3c5_7990-Pp3c5_8110NA NA n.5843533delGNA NA NA NA NA
Chr05 5924497 G GA Chr05_5924497_G_GAG_GA INDEL 8991.59 14 13 10 17 7 16 17 13 11 12 12 6 7 8 14 13 10 17 7 16 17 13 11 12 12 6 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_8210 Pp3c5_8210 transcript PAC:32952604protein_codingNA c.*4016_*4017insTNA NA NA NA 3238
Chr05 5924497 G GA Chr05_5924497_G_GAG_GA INDEL 8991.59 14 13 10 17 7 16 17 13 11 12 12 6 7 8 14 13 10 17 7 16 17 13 11 12 12 6 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_8210 Pp3c5_8210 transcript PAC:32952605protein_codingNA c.*4016_*4017insTNA NA NA NA 3238
Chr05 5924497 G GA Chr05_5924497_G_GAG_GA INDEL 8991.59 14 13 10 17 7 16 17 13 11 12 12 6 7 8 14 13 10 17 7 16 17 13 11 12 12 6 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_8210 Pp3c5_8210 transcript PAC:32952606protein_codingNA c.*4016_*4017insTNA NA NA NA 3238
Chr05 5924497 G GA Chr05_5924497_G_GAG_GA INDEL 8991.59 14 13 10 17 7 16 17 13 11 12 12 6 7 8 14 13 10 17 7 16 17 13 11 12 12 6 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_8210 Pp3c5_8210 transcript PAC:32952607protein_codingNA c.*4016_*4017insTNA NA NA NA 3238
Chr05 5924497 G GA Chr05_5924497_G_GAG_GA INDEL 8991.59 14 13 10 17 7 16 17 13 11 12 12 6 7 8 14 13 10 17 7 16 17 13 11 12 12 6 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8160-Pp3c5_8210Pp3c5_8160-Pp3c5_8210intergenic_regionPp3c5_8160-Pp3c5_8210NA NA n.5924497_5924498insANA NA NA NA NA
Chr05 6165507 T TTA Chr05_6165507_T_TTAT_TTA INDEL 1377.35 26 9 11 0 0 0 0 0 0 1 0 0 0 0 26 9 12 20 10 22 26 17 17 25 11 11 7 5 1 1 0.917 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c5_8430 Pp3c5_8430 transcript PAC:32955009protein_codingNA c.-4164_-4163insTANA NA NA NA 3459
Chr05 6165507 T TTA Chr05_6165507_T_TTAT_TTA INDEL 1377.35 26 9 11 0 0 0 0 0 0 1 0 0 0 0 26 9 12 20 10 22 26 17 17 25 11 11 7 5 1 1 0.917 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c5_8430 Pp3c5_8430 transcript PAC:32955011protein_codingNA c.-4164_-4163insTANA NA NA NA 3706
Chr05 6165507 T TTA Chr05_6165507_T_TTAT_TTA INDEL 1377.35 26 9 11 0 0 0 0 0 0 1 0 0 0 0 26 9 12 20 10 22 26 17 17 25 11 11 7 5 1 1 0.917 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c5_8430 Pp3c5_8430 transcript PAC:32955012protein_codingNA c.-4164_-4163insTANA NA NA NA 3459
Chr05 6165507 T TTA Chr05_6165507_T_TTAT_TTA INDEL 1377.35 26 9 11 0 0 0 0 0 0 1 0 0 0 0 26 9 12 20 10 22 26 17 17 25 11 11 7 5 1 1 0.917 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c5_8430 Pp3c5_8430 transcript PAC:32955013protein_codingNA c.-4164_-4163insTANA NA NA NA 3459
Chr05 6165507 T TTA Chr05_6165507_T_TTAT_TTA INDEL 1377.35 26 9 11 0 0 0 0 0 0 1 0 0 0 0 26 9 12 20 10 22 26 17 17 25 11 11 7 5 1 1 0.917 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c5_8430 Pp3c5_8430 transcript PAC:32955010protein_codingNA c.-4164_-4163insTANA NA NA NA 3459
Chr05 6165507 T TTA Chr05_6165507_T_TTAT_TTA INDEL 1377.35 26 9 11 0 0 0 0 0 0 1 0 0 0 0 26 9 12 20 10 22 26 17 17 25 11 11 7 5 1 1 0.917 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c5_8430-Pp3c5_8450Pp3c5_8430-Pp3c5_8450intergenic_regionPp3c5_8430-Pp3c5_8450NA NA n.6165507_6165508insTANA NA NA NA NA
Chr05 6206159 G C Chr05_6206159_G_CG_C SNP 14935.63 22 9 7 16 23 25 22 17 19 14 14 23 10 10 22 9 7 16 23 25 22 17 19 14 14 23 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8450-Pp3c5_8550Pp3c5_8450-Pp3c5_8550intergenic_regionPp3c5_8450-Pp3c5_8550NA NA n.6206159G>CNA NA NA NA NA
Chr05 6225919 TA T Chr05_6225919_TA_TTA_T INDEL 14612.59 37 18 11 21 12 22 25 19 27 22 14 16 15 9 37 18 11 21 12 22 25 19 27 22 14 16 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8450-Pp3c5_8550Pp3c5_8450-Pp3c5_8550intergenic_regionPp3c5_8450-Pp3c5_8550NA NA n.6225920delANA NA NA NA NA
Chr05 6226069 CA C Chr05_6226069_CA_CCA_C INDEL 10545.59 18 6 13 10 9 11 17 14 11 11 10 12 18 5 18 6 13 10 9 11 17 14 11 11 10 12 18 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8450-Pp3c5_8550Pp3c5_8450-Pp3c5_8550intergenic_regionPp3c5_8450-Pp3c5_8550NA NA n.6226070delANA NA NA NA NA
Chr05 6226149 TA T Chr05_6226149_TA_TTA_T INDEL 8701.59 22 8 4 10 6 10 10 7 10 5 7 5 7 7 22 8 4 10 6 10 10 7 10 5 7 5 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8450-Pp3c5_8550Pp3c5_8450-Pp3c5_8550intergenic_regionPp3c5_8450-Pp3c5_8550NA NA n.6226150delANA NA NA NA NA
Chr05 6226167 TC T Chr05_6226167_TC_TTC_T INDEL 10623.59 23 9 9 13 8 14 13 10 12 10 9 7 8 8 23 9 9 13 8 14 13 10 12 10 9 7 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8450-Pp3c5_8550Pp3c5_8450-Pp3c5_8550intergenic_regionPp3c5_8450-Pp3c5_8550NA NA n.6226168delCNA NA NA NA NA
Chr05 6242176 C A Chr05_6242176_C_AC_A SNP 20096.63 30 14 17 21 7 25 27 13 22 18 16 24 22 12 30 14 17 21 7 25 27 13 22 18 16 24 22 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8450-Pp3c5_8550Pp3c5_8450-Pp3c5_8550intergenic_regionPp3c5_8450-Pp3c5_8550NA NA n.6242176C>ANA NA NA NA NA
Chr05 6242177 T A Chr05_6242177_T_AT_A SNP 20096.63 30 14 17 21 7 25 27 13 22 18 16 25 22 12 30 14 17 21 7 25 27 13 22 18 16 25 22 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8450-Pp3c5_8550Pp3c5_8450-Pp3c5_8550intergenic_regionPp3c5_8450-Pp3c5_8550NA NA n.6242177T>ANA NA NA NA NA
Chr05 6457436 C CAT Chr05_6457436_C_CATC_CAT INDEL 6479.24 26 10 8 0 1 0 0 0 12 8 9 14 8 9 26 10 9 13 13 15 14 15 12 8 9 14 8 9 1 1 0.889 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c5_8750-Pp3c5_8770Pp3c5_8750-Pp3c5_8770intergenic_regionPp3c5_8750-Pp3c5_8770NA NA n.6457436_6457437insATNA NA NA NA NA
Chr05 6507648 G C Chr05_6507648_G_CG_C SNP 22629.63 31 16 19 25 18 29 27 32 22 28 17 23 11 12 31 16 19 25 18 29 27 32 22 28 17 23 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8810-Pp3c5_8860Pp3c5_8810-Pp3c5_8860intergenic_regionPp3c5_8810-Pp3c5_8860NA NA n.6507648G>CNA NA NA NA NA
Chr05 6507649 C A Chr05_6507649_C_AC_A SNP 22629.63 31 16 19 25 18 28 27 32 22 28 17 24 11 12 31 16 19 25 18 28 27 32 22 28 17 24 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8810-Pp3c5_8860Pp3c5_8810-Pp3c5_8860intergenic_regionPp3c5_8810-Pp3c5_8860NA NA n.6507649C>ANA NA NA NA NA
Chr05 6507713 GC G Chr05_6507713_GC_GGC_G INDEL 21809.59 28 20 19 22 19 18 22 30 19 24 28 16 15 9 28 20 19 22 19 18 22 30 19 24 28 16 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8810-Pp3c5_8860Pp3c5_8810-Pp3c5_8860intergenic_regionPp3c5_8810-Pp3c5_8860NA NA n.6507714delCNA NA NA NA NA
Chr05 6507723 G GT Chr05_6507723_G_GTG_GT INDEL 23093.59 28 20 19 25 20 22 26 31 20 25 27 16 17 9 28 20 19 25 20 22 26 31 20 25 27 16 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8810-Pp3c5_8860Pp3c5_8810-Pp3c5_8860intergenic_regionPp3c5_8810-Pp3c5_8860NA NA n.6507723_6507724insTNA NA NA NA NA
Chr05 6507810 G C Chr05_6507810_G_CG_C SNP 22278.63 29 18 19 34 21 28 27 22 27 28 21 17 21 15 30 18 19 34 21 28 27 22 27 28 21 17 21 15 0.967 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_8810-Pp3c5_8860Pp3c5_8810-Pp3c5_8860intergenic_regionPp3c5_8810-Pp3c5_8860NA NA n.6507810G>CNA NA NA NA NA
Chr05 6580883 G A Chr05_6580883_G_AG_A SNP 4838.29 0 0 0 24 16 15 23 24 0 0 0 0 0 0 28 17 14 24 16 15 23 24 24 29 10 13 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_8950 Pp3c5_8950 transcript PAC:32954671protein_codingNA c.-2778C>T NA NA NA NA 1981
Chr05 6580883 G A Chr05_6580883_G_AG_A SNP 4838.29 0 0 0 24 16 15 23 24 0 0 0 0 0 0 28 17 14 24 16 15 23 24 24 29 10 13 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_8950 Pp3c5_8950 transcript PAC:32954675protein_codingNA c.-4868C>T NA NA NA NA 4786
Chr05 6580883 G A Chr05_6580883_G_AG_A SNP 4838.29 0 0 0 24 16 15 23 24 0 0 0 0 0 0 28 17 14 24 16 15 23 24 24 29 10 13 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_8950 Pp3c5_8950 transcript PAC:32954672protein_codingNA c.-2778C>T NA NA NA NA 1177
Chr05 6580883 G A Chr05_6580883_G_AG_A SNP 4838.29 0 0 0 24 16 15 23 24 0 0 0 0 0 0 28 17 14 24 16 15 23 24 24 29 10 13 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_8950 Pp3c5_8950 transcript PAC:32954673protein_codingNA c.-2778C>T NA NA NA NA 1177
Chr05 6580883 G A Chr05_6580883_G_AG_A SNP 4838.29 0 0 0 24 16 15 23 24 0 0 0 0 0 0 28 17 14 24 16 15 23 24 24 29 10 13 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_8950 Pp3c5_8950 transcript PAC:32954674protein_codingNA c.-2778C>T NA NA NA NA 1177
Chr05 6580883 G A Chr05_6580883_G_AG_A SNP 4838.29 0 0 0 24 16 15 23 24 0 0 0 0 0 0 28 17 14 24 16 15 23 24 24 29 10 13 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_8960 Pp3c5_8960 transcript PAC:32954289protein_codingNA c.*1366C>T NA NA NA NA 1366
Chr05 6580883 G A Chr05_6580883_G_AG_A SNP 4838.29 0 0 0 24 16 15 23 24 0 0 0 0 0 0 28 17 14 24 16 15 23 24 24 29 10 13 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_8970 Pp3c5_8970 transcript PAC:32953405protein_codingNA c.*3526C>T NA NA NA NA 2653
Chr05 6580883 G A Chr05_6580883_G_AG_A SNP 4838.29 0 0 0 24 16 15 23 24 0 0 0 0 0 0 28 17 14 24 16 15 23 24 24 29 10 13 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_8970 Pp3c5_8970 transcript PAC:32953406protein_codingNA c.*4794C>T NA NA NA NA 586
Chr05 6580883 G A Chr05_6580883_G_AG_A SNP 4838.29 0 0 0 24 16 15 23 24 0 0 0 0 0 0 28 17 14 24 16 15 23 24 24 29 10 13 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_8950-Pp3c5_8970Pp3c5_8950-Pp3c5_8970intergenic_regionPp3c5_8950-Pp3c5_8970NA NA n.6580883G>ANA NA NA NA NA
Chr05 6603949 A T Chr05_6603949_A_TA_T SNP 22341.63 29 19 23 32 15 25 21 24 27 29 18 12 14 8 29 19 23 32 15 25 21 24 27 29 18 12 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9010-Pp3c5_9040Pp3c5_9010-Pp3c5_9040intergenic_regionPp3c5_9010-Pp3c5_9040NA NA n.6603949A>TNA NA NA NA NA
Chr05 6603958 C A Chr05_6603958_C_AC_A SNP 22501.63 26 20 22 32 16 24 21 23 28 31 18 15 13 8 26 20 22 32 16 24 21 23 28 31 18 15 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9010-Pp3c5_9040Pp3c5_9010-Pp3c5_9040intergenic_regionPp3c5_9010-Pp3c5_9040NA NA n.6603958C>ANA NA NA NA NA
Chr05 6604006 A AT Chr05_6604006_A_ATA_AT INDEL 21922.59 27 17 23 33 12 28 21 27 29 28 13 13 11 11 27 17 23 33 12 28 21 27 29 28 13 13 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9010-Pp3c5_9040Pp3c5_9010-Pp3c5_9040intergenic_regionPp3c5_9010-Pp3c5_9040NA NA n.6604006_6604007insTNA NA NA NA NA
Chr05 6604011 G T Chr05_6604011_G_TG_T SNP 22221.63 27 16 24 34 12 28 24 28 30 28 13 13 12 12 27 16 24 34 12 28 24 28 30 28 13 13 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9010-Pp3c5_9040Pp3c5_9010-Pp3c5_9040intergenic_regionPp3c5_9010-Pp3c5_9040NA NA n.6604011G>TNA NA NA NA NA
Chr05 6604041 C T Chr05_6604041_C_TC_T SNP 19801.63 30 15 22 29 9 29 21 32 21 32 8 12 16 10 30 15 22 29 9 29 21 32 21 32 8 12 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9010-Pp3c5_9040Pp3c5_9010-Pp3c5_9040intergenic_regionPp3c5_9010-Pp3c5_9040NA NA n.6604041C>TNA NA NA NA NA
Chr05 6605913 G T Chr05_6605913_G_TG_T SNP 18051.63 21 14 11 24 13 23 17 24 22 18 10 17 10 16 21 14 11 24 13 23 17 24 22 18 10 17 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9010-Pp3c5_9040Pp3c5_9010-Pp3c5_9040intergenic_regionPp3c5_9010-Pp3c5_9040NA NA n.6605913G>TNA NA NA NA NA
Chr05 6605935 G C Chr05_6605935_G_CG_C SNP 17613.63 19 14 11 24 12 20 20 22 20 14 10 16 12 13 19 14 11 24 12 20 20 22 20 14 10 16 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9010-Pp3c5_9040Pp3c5_9010-Pp3c5_9040intergenic_regionPp3c5_9010-Pp3c5_9040NA NA n.6605935G>CNA NA NA NA NA
Chr05 6605962 GT G Chr05_6605962_GT_GGT_G INDEL 13241.59 17 11 12 19 11 24 23 21 21 17 8 16 13 11 17 11 12 19 11 24 23 21 21 17 8 16 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9010-Pp3c5_9040Pp3c5_9010-Pp3c5_9040intergenic_regionPp3c5_9010-Pp3c5_9040NA NA n.6605963delTNA NA NA NA NA
Chr05 6606043 C T Chr05_6606043_C_TC_T SNP 17460.63 22 17 8 12 17 18 23 30 22 21 8 17 14 10 22 17 8 12 17 18 23 30 22 21 8 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9010-Pp3c5_9040Pp3c5_9010-Pp3c5_9040intergenic_regionPp3c5_9010-Pp3c5_9040NA NA n.6606043C>TNA NA NA NA NA
Chr05 6606049 G T Chr05_6606049_G_TG_T SNP 17762.63 22 17 10 12 18 18 22 29 21 23 9 18 13 11 22 17 10 12 18 18 22 29 21 23 9 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9010-Pp3c5_9040Pp3c5_9010-Pp3c5_9040intergenic_regionPp3c5_9010-Pp3c5_9040NA NA n.6606049G>TNA NA NA NA NA
Chr05 6606050 A T Chr05_6606050_A_TA_T SNP 17675.63 22 17 10 13 18 18 22 29 22 24 10 18 13 11 22 17 10 13 18 18 22 29 22 24 10 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9010-Pp3c5_9040Pp3c5_9010-Pp3c5_9040intergenic_regionPp3c5_9010-Pp3c5_9040NA NA n.6606050A>TNA NA NA NA NA
Chr05 6873842 T TTA Chr05_6873842_T_TTAT_TTA INDEL 10358.59 21 11 18 29 14 21 32 16 12 15 10 10 5 8 21 11 18 29 14 21 32 17 12 15 10 10 5 8 1 1 1 1 1 1 1 0.941 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_9400 Pp3c5_9400 transcript PAC:32954207protein_codingNA c.-4147_-4146insTANA NA NA NA 3114
Chr05 6873842 T TTA Chr05_6873842_T_TTAT_TTA INDEL 10358.59 21 11 18 29 14 21 32 16 12 15 10 10 5 8 21 11 18 29 14 21 32 17 12 15 10 10 5 8 1 1 1 1 1 1 1 0.941 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_9400 Pp3c5_9400 transcript PAC:32954208protein_codingNA c.-4147_-4146insTANA NA NA NA 3646
Chr05 6873842 T TTA Chr05_6873842_T_TTAT_TTA INDEL 10358.59 21 11 18 29 14 21 32 16 12 15 10 10 5 8 21 11 18 29 14 21 32 17 12 15 10 10 5 8 1 1 1 1 1 1 1 0.941 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9340-Pp3c5_9400Pp3c5_9340-Pp3c5_9400intergenic_regionPp3c5_9340-Pp3c5_9400NA NA n.6873842_6873843insTANA NA NA NA NA
Chr05 6987623 C CAT Chr05_6987623_C_CATC_CAT INDEL 3438.01 0 0 0 15 16 16 23 24 0 0 0 0 1 0 19 11 11 18 16 16 26 25 13 13 4 5 4 8 0 0 0 0.833 1 1 0.885 0.96 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_9520 Pp3c5_9520 transcript PAC:32956051protein_codingNA c.-3377_-3376insATNA NA NA NA 1996
Chr05 6987623 C CAT Chr05_6987623_C_CATC_CAT INDEL 3438.01 0 0 0 15 16 16 23 24 0 0 0 0 1 0 19 11 11 18 16 16 26 25 13 13 4 5 4 8 0 0 0 0.833 1 1 0.885 0.96 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_9530 Pp3c5_9530 transcript PAC:32955554protein_codingNA c.-2451_-2450insATNA NA NA NA 1402
Chr05 6987623 C CAT Chr05_6987623_C_CATC_CAT INDEL 3438.01 0 0 0 15 16 16 23 24 0 0 0 0 1 0 19 11 11 18 16 16 26 25 13 13 4 5 4 8 0 0 0 0.833 1 1 0.885 0.96 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_9520 Pp3c5_9520 transcript PAC:32956052protein_codingNA c.-3377_-3376insATNA NA NA NA 2006
Chr05 6987623 C CAT Chr05_6987623_C_CATC_CAT INDEL 3438.01 0 0 0 15 16 16 23 24 0 0 0 0 1 0 19 11 11 18 16 16 26 25 13 13 4 5 4 8 0 0 0 0.833 1 1 0.885 0.96 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_9520 Pp3c5_9520 transcript PAC:32956053protein_codingNA c.-3377_-3376insATNA NA NA NA 2006
Chr05 6987623 C CAT Chr05_6987623_C_CATC_CAT INDEL 3438.01 0 0 0 15 16 16 23 24 0 0 0 0 1 0 19 11 11 18 16 16 26 25 13 13 4 5 4 8 0 0 0 0.833 1 1 0.885 0.96 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_9530 Pp3c5_9530 transcript PAC:32955555protein_codingNA c.-2451_-2450insATNA NA NA NA 1372
Chr05 6987623 C CAT Chr05_6987623_C_CATC_CAT INDEL 3438.01 0 0 0 15 16 16 23 24 0 0 0 0 1 0 19 11 11 18 16 16 26 25 13 13 4 5 4 8 0 0 0 0.833 1 1 0.885 0.96 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_9520-Pp3c5_9530Pp3c5_9520-Pp3c5_9530intergenic_regionPp3c5_9520-Pp3c5_9530NA NA n.6987623_6987624insATNA NA NA NA NA
Chr05 7046357 A AT Chr05_7046357_A_ATA_AT INDEL 25454.59 46 28 21 35 36 43 66 48 23 24 28 30 11 12 46 28 21 35 36 43 66 48 23 24 28 30 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9590-Pp3c5_9640Pp3c5_9590-Pp3c5_9640intergenic_regionPp3c5_9590-Pp3c5_9640NA NA n.7046357_7046358insTNA NA NA NA NA
Chr05 7097350 AG A Chr05_7097350_AG_AAG_A INDEL 14537.59 29 15 9 29 13 19 23 23 15 19 14 12 9 5 29 15 9 29 13 19 23 23 15 19 14 12 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_9700 Pp3c5_9700 transcript PAC:32953277protein_codingNA c.*2053delG NA NA NA NA 1694
Chr05 7097350 AG A Chr05_7097350_AG_AAG_A INDEL 14537.59 29 15 9 29 13 19 23 23 15 19 14 12 9 5 29 15 9 29 13 19 23 23 15 19 14 12 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_9700 Pp3c5_9700 transcript PAC:32953278protein_codingNA c.*2053delG NA NA NA NA 1662
Chr05 7097350 AG A Chr05_7097350_AG_AAG_A INDEL 14537.59 29 15 9 29 13 19 23 23 15 19 14 12 9 5 29 15 9 29 13 19 23 23 15 19 14 12 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9700-Pp3c5_9742Pp3c5_9700-Pp3c5_9742intergenic_regionPp3c5_9700-Pp3c5_9742NA NA n.7097351delGNA NA NA NA NA
Chr05 7097502 G T Chr05_7097502_G_TG_T SNP 11741.63 17 7 6 21 10 16 12 14 12 22 8 9 7 5 17 7 6 21 10 16 12 14 12 22 8 9 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_9700 Pp3c5_9700 transcript PAC:32953277protein_codingNA c.*2204G>T NA NA NA NA 1845
Chr05 7097502 G T Chr05_7097502_G_TG_T SNP 11741.63 17 7 6 21 10 16 12 14 12 22 8 9 7 5 17 7 6 21 10 16 12 14 12 22 8 9 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_9700 Pp3c5_9700 transcript PAC:32953278protein_codingNA c.*2204G>T NA NA NA NA 1813
Chr05 7097502 G T Chr05_7097502_G_TG_T SNP 11741.63 17 7 6 21 10 16 12 14 12 22 8 9 7 5 17 7 6 21 10 16 12 14 12 22 8 9 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9700-Pp3c5_9742Pp3c5_9700-Pp3c5_9742intergenic_regionPp3c5_9700-Pp3c5_9742NA NA n.7097502G>TNA NA NA NA NA
Chr05 7115825 T TTATA Chr05_7115825_T_TTATAT_TTATA INDEL 392.37 0 0 9 0 0 0 0 0 0 0 1 0 0 0 24 9 9 16 15 15 12 13 10 10 4 8 9 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c5_9700-Pp3c5_9742Pp3c5_9700-Pp3c5_9742intergenic_regionPp3c5_9700-Pp3c5_9742NA NA n.7115825_7115826insTATANA NA NA NA NA
Chr05 7240480 G A Chr05_7240480_G_AG_A SNP 18570.63 36 17 20 22 17 24 40 18 19 25 10 18 12 16 36 17 20 22 17 24 40 18 19 25 10 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_9890 Pp3c5_9890 transcript PAC:32955154protein_codingNA c.-4725C>T NA NA NA NA 4725
Chr05 7240480 G A Chr05_7240480_G_AG_A SNP 18570.63 36 17 20 22 17 24 40 18 19 25 10 18 12 16 36 17 20 22 17 24 40 18 19 25 10 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_9890 Pp3c5_9890 transcript PAC:32955155protein_codingNA c.-4818C>T NA NA NA NA 4818
Chr05 7240480 G A Chr05_7240480_G_AG_A SNP 18570.63 36 17 20 22 17 24 40 18 19 25 10 18 12 16 36 17 20 22 17 24 40 18 19 25 10 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_9890 Pp3c5_9890 transcript PAC:32955156protein_codingNA c.-4725C>T NA NA NA NA 4725
Chr05 7240480 G A Chr05_7240480_G_AG_A SNP 18570.63 36 17 20 22 17 24 40 18 19 25 10 18 12 16 36 17 20 22 17 24 40 18 19 25 10 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9890-Pp3c5_9900Pp3c5_9890-Pp3c5_9900intergenic_regionPp3c5_9890-Pp3c5_9900NA NA n.7240480G>ANA NA NA NA NA
Chr05 7247430 T C Chr05_7247430_T_CT_C SNP 15513.63 29 14 11 20 7 21 21 20 7 17 15 17 10 8 29 14 11 20 7 21 21 20 7 17 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_9900 Pp3c5_9900 transcript PAC:32955181protein_codingNA c.-4628T>C NA NA NA NA 4358
Chr05 7247430 T C Chr05_7247430_T_CT_C SNP 15513.63 29 14 11 20 7 21 21 20 7 17 15 17 10 8 29 14 11 20 7 21 21 20 7 17 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_9900 Pp3c5_9900 transcript PAC:32955182protein_codingNA c.-4628T>C NA NA NA NA 4359
Chr05 7247430 T C Chr05_7247430_T_CT_C SNP 15513.63 29 14 11 20 7 21 21 20 7 17 15 17 10 8 29 14 11 20 7 21 21 20 7 17 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9890-Pp3c5_9900Pp3c5_9890-Pp3c5_9900intergenic_regionPp3c5_9890-Pp3c5_9900NA NA n.7247430T>CNA NA NA NA NA
Chr05 7247524 TA T Chr05_7247524_TA_TTA_T INDEL 13025.59 34 16 11 22 15 22 18 22 14 21 13 19 10 9 34 16 11 22 15 22 18 22 14 21 13 19 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_9900 Pp3c5_9900 transcript PAC:32955181protein_codingNA c.-4533delA NA NA NA NA 4263
Chr05 7247524 TA T Chr05_7247524_TA_TTA_T INDEL 13025.59 34 16 11 22 15 22 18 22 14 21 13 19 10 9 34 16 11 22 15 22 18 22 14 21 13 19 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_9900 Pp3c5_9900 transcript PAC:32955182protein_codingNA c.-4533delA NA NA NA NA 4264
Chr05 7247524 TA T Chr05_7247524_TA_TTA_T INDEL 13025.59 34 16 11 22 15 22 18 22 14 21 13 19 10 9 34 16 11 22 15 22 18 22 14 21 13 19 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_9890-Pp3c5_9900Pp3c5_9890-Pp3c5_9900intergenic_regionPp3c5_9890-Pp3c5_9900NA NA n.7247525delANA NA NA NA NA
Chr05 7251205 T TTA Chr05_7251205_T_TTAT_TTA INDEL 2945.24 0 0 0 19 17 17 12 16 0 0 0 1 0 0 18 11 9 19 17 19 12 16 13 16 6 10 5 7 0 0 0 1 1 0.895 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_9900 Pp3c5_9900 transcript PAC:32955181protein_codingNA c.-853_-852insTANA NA NA NA 582
Chr05 7251205 T TTA Chr05_7251205_T_TTAT_TTA INDEL 2945.24 0 0 0 19 17 17 12 16 0 0 0 1 0 0 18 11 9 19 17 19 12 16 13 16 6 10 5 7 0 0 0 1 1 0.895 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_9900 Pp3c5_9900 transcript PAC:32955182protein_codingNA c.-853_-852insTANA NA NA NA 583
Chr05 7251205 T TTA Chr05_7251205_T_TTAT_TTA INDEL 2945.24 0 0 0 19 17 17 12 16 0 0 0 1 0 0 18 11 9 19 17 19 12 16 13 16 6 10 5 7 0 0 0 1 1 0.895 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_9890-Pp3c5_9900Pp3c5_9890-Pp3c5_9900intergenic_regionPp3c5_9890-Pp3c5_9900NA NA n.7251205_7251206insTANA NA NA NA NA
Chr05 7405121 T TTA Chr05_7405121_T_TTAT_TTA INDEL 1206.35 29 14 7 0 0 0 1 1 0 0 0 1 0 0 31 15 7 18 13 19 19 13 11 10 8 10 9 8 0.935 0.933 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c5_10160-Pp3c5_10200Pp3c5_10160-Pp3c5_10200intergenic_regionPp3c5_10160-Pp3c5_10200NA NA n.7405121_7405122insTANA NA NA NA NA
Chr05 7441696 TTAACCAAACTCTAAATCCTAAACCAAACCCT Chr05_7441696_TTAACCAAACTCTAAATCCTAAACCAAACCC_TTTAACCAAACTCTAAATCCTAAACCAAACCC_TINDEL 13432.59 18 8 10 15 16 20 25 24 21 15 8 10 5 6 18 8 10 15 16 20 25 24 21 15 8 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_10220Pp3c5_10220transcript PAC:32955334protein_codingNA c.*5104_*5133delTAACCAAACTCTAAATCCTAAACCAAACCCNA NA NA NA 4739
Chr05 7441696 TTAACCAAACTCTAAATCCTAAACCAAACCCT Chr05_7441696_TTAACCAAACTCTAAATCCTAAACCAAACCC_TTTAACCAAACTCTAAATCCTAAACCAAACCC_TINDEL 13432.59 18 8 10 15 16 20 25 24 21 15 8 10 5 6 18 8 10 15 16 20 25 24 21 15 8 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_10220Pp3c5_10220transcript PAC:32955335protein_codingNA c.*5104_*5133delTAACCAAACTCTAAATCCTAAACCAAACCCNA NA NA NA 4759
Chr05 7441696 TTAACCAAACTCTAAATCCTAAACCAAACCCT Chr05_7441696_TTAACCAAACTCTAAATCCTAAACCAAACCC_TTTAACCAAACTCTAAATCCTAAACCAAACCC_TINDEL 13432.59 18 8 10 15 16 20 25 24 21 15 8 10 5 6 18 8 10 15 16 20 25 24 21 15 8 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_10220-Pp3c5_10240Pp3c5_10220-Pp3c5_10240intergenic_regionPp3c5_10220-Pp3c5_10240NA NA n.7441697_7441726delTAACCAAACTCTAAATCCTAAACCAAACCCNA NA NA NA NA
Chr05 7468026 A AAT Chr05_7468026_A_AATA_AAT INDEL 1882.24 1 1 1 7 12 11 13 8 0 0 0 0 0 0 18 13 14 7 15 11 15 9 11 7 5 9 8 7 0 0 0 1 0.8 1 0.867 0.889 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_10250-Pp3c5_10270Pp3c5_10250-Pp3c5_10270intergenic_regionPp3c5_10250-Pp3c5_10270NA NA n.7468026_7468027insATNA NA NA NA NA
Chr05 7481547 A AAT Chr05_7481547_A_AATA_AAT INDEL 1716.93 0 0 0 0 0 0 0 0 10 8 11 8 7 5 26 12 12 17 10 14 25 14 10 8 11 8 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_10280Pp3c5_10280transcript PAC:32952965protein_codingNA c.-1310_-1309insATNA NA NA NA 1199
Chr05 7481547 A AAT Chr05_7481547_A_AATA_AAT INDEL 1716.93 0 0 0 0 0 0 0 0 10 8 11 8 7 5 26 12 12 17 10 14 25 14 10 8 11 8 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_10280Pp3c5_10280transcript PAC:32952966protein_codingNA c.-1310_-1309insATNA NA NA NA 1191
Chr05 7481547 A AAT Chr05_7481547_A_AATA_AAT INDEL 1716.93 0 0 0 0 0 0 0 0 10 8 11 8 7 5 26 12 12 17 10 14 25 14 10 8 11 8 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c5_10270Pp3c5_10270transcript PAC:32954496protein_codingNA c.*2113_*2114insATNA NA NA NA 1729
Chr05 7481547 A AAT Chr05_7481547_A_AATA_AAT INDEL 1716.93 0 0 0 0 0 0 0 0 10 8 11 8 7 5 26 12 12 17 10 14 25 14 10 8 11 8 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c5_10270Pp3c5_10270transcript PAC:32954497protein_codingNA c.*2113_*2114insATNA NA NA NA 1742
Chr05 7481547 A AAT Chr05_7481547_A_AATA_AAT INDEL 1716.93 0 0 0 0 0 0 0 0 10 8 11 8 7 5 26 12 12 17 10 14 25 14 10 8 11 8 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_10270-Pp3c5_10280Pp3c5_10270-Pp3c5_10280intergenic_regionPp3c5_10270-Pp3c5_10280NA NA n.7481547_7481548insATNA NA NA NA NA
Chr05 7489895 A T Chr05_7489895_A_TA_T SNP 19151.63 25 22 12 32 25 21 25 25 25 30 24 18 11 8 25 22 12 32 25 21 25 25 25 30 24 18 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_10280-Pp3c5_10300Pp3c5_10280-Pp3c5_10300intergenic_regionPp3c5_10280-Pp3c5_10300NA NA n.7489895A>TNA NA NA NA NA
Chr05 7497998 G GT Chr05_7497998_G_GTG_GT INDEL 16937.59 27 16 12 28 28 20 23 18 22 22 17 24 14 16 27 16 12 28 28 20 23 18 22 22 17 24 14 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_10280-Pp3c5_10300Pp3c5_10280-Pp3c5_10300intergenic_regionPp3c5_10280-Pp3c5_10300NA NA n.7497998_7497999insTNA NA NA NA NA
Chr05 7502277 C A Chr05_7502277_C_AC_A SNP 21262.63 30 20 16 39 23 30 27 31 24 22 16 23 11 15 30 20 16 39 24 30 27 31 24 22 16 23 11 15 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952947protein_codingNA c.-1873C>A NA NA NA NA 1873
Chr05 7502277 C A Chr05_7502277_C_AC_A SNP 21262.63 30 20 16 39 23 30 27 31 24 22 16 23 11 15 30 20 16 39 24 30 27 31 24 22 16 23 11 15 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952948protein_codingNA c.-1873C>A NA NA NA NA 1873
Chr05 7502277 C A Chr05_7502277_C_AC_A SNP 21262.63 30 20 16 39 23 30 27 31 24 22 16 23 11 15 30 20 16 39 24 30 27 31 24 22 16 23 11 15 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952949protein_codingNA c.-2596C>A NA NA NA NA 2422
Chr05 7502277 C A Chr05_7502277_C_AC_A SNP 21262.63 30 20 16 39 23 30 27 31 24 22 16 23 11 15 30 20 16 39 24 30 27 31 24 22 16 23 11 15 1 1 1 1 0.958 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_10280-Pp3c5_10300Pp3c5_10280-Pp3c5_10300intergenic_regionPp3c5_10280-Pp3c5_10300NA NA n.7502277C>ANA NA NA NA NA
Chr05 7502319 T TA Chr05_7502319_T_TAT_TA INDEL 23497.59 32 17 17 38 26 31 24 30 30 29 15 23 10 17 32 17 17 38 26 31 24 30 30 29 15 23 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952947protein_codingNA c.-1831_-1830insANA NA NA NA 1830
Chr05 7502319 T TA Chr05_7502319_T_TAT_TA INDEL 23497.59 32 17 17 38 26 31 24 30 30 29 15 23 10 17 32 17 17 38 26 31 24 30 30 29 15 23 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952948protein_codingNA c.-1831_-1830insANA NA NA NA 1830
Chr05 7502319 T TA Chr05_7502319_T_TAT_TA INDEL 23497.59 32 17 17 38 26 31 24 30 30 29 15 23 10 17 32 17 17 38 26 31 24 30 30 29 15 23 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952949protein_codingNA c.-2554_-2553insANA NA NA NA 2379
Chr05 7502319 T TA Chr05_7502319_T_TAT_TA INDEL 23497.59 32 17 17 38 26 31 24 30 30 29 15 23 10 17 32 17 17 38 26 31 24 30 30 29 15 23 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_10280-Pp3c5_10300Pp3c5_10280-Pp3c5_10300intergenic_regionPp3c5_10280-Pp3c5_10300NA NA n.7502319_7502320insANA NA NA NA NA
Chr05 7502323 CT C Chr05_7502323_CT_CCT_C INDEL 23636.59 31 19 17 37 26 30 23 30 30 30 15 22 10 19 31 19 17 37 26 30 23 30 30 30 15 22 10 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952947protein_codingNA c.-1826delT NA NA NA NA 1826
Chr05 7502323 CT C Chr05_7502323_CT_CCT_C INDEL 23636.59 31 19 17 37 26 30 23 30 30 30 15 22 10 19 31 19 17 37 26 30 23 30 30 30 15 22 10 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952948protein_codingNA c.-1826delT NA NA NA NA 1826
Chr05 7502323 CT C Chr05_7502323_CT_CCT_C INDEL 23636.59 31 19 17 37 26 30 23 30 30 30 15 22 10 19 31 19 17 37 26 30 23 30 30 30 15 22 10 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952949protein_codingNA c.-2549delT NA NA NA NA 2375
Chr05 7502323 CT C Chr05_7502323_CT_CCT_C INDEL 23636.59 31 19 17 37 26 30 23 30 30 30 15 22 10 19 31 19 17 37 26 30 23 30 30 30 15 22 10 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_10280-Pp3c5_10300Pp3c5_10280-Pp3c5_10300intergenic_regionPp3c5_10280-Pp3c5_10300NA NA n.7502324delTNA NA NA NA NA
Chr05 7502371 A AT Chr05_7502371_A_ATA_AT INDEL 18044.59 23 18 19 40 24 26 24 28 26 35 18 27 9 19 23 18 19 40 24 26 24 28 26 35 18 27 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952947protein_codingNA c.-1779_-1778insTNA NA NA NA 1778
Chr05 7502371 A AT Chr05_7502371_A_ATA_AT INDEL 18044.59 23 18 19 40 24 26 24 28 26 35 18 27 9 19 23 18 19 40 24 26 24 28 26 35 18 27 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952948protein_codingNA c.-1779_-1778insTNA NA NA NA 1778
Chr05 7502371 A AT Chr05_7502371_A_ATA_AT INDEL 18044.59 23 18 19 40 24 26 24 28 26 35 18 27 9 19 23 18 19 40 24 26 24 28 26 35 18 27 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952949protein_codingNA c.-2502_-2501insTNA NA NA NA 2327
Chr05 7502371 A AT Chr05_7502371_A_ATA_AT INDEL 18044.59 23 18 19 40 24 26 24 28 26 35 18 27 9 19 23 18 19 40 24 26 24 28 26 35 18 27 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_10280-Pp3c5_10300Pp3c5_10280-Pp3c5_10300intergenic_regionPp3c5_10280-Pp3c5_10300NA NA n.7502371_7502372insTNA NA NA NA NA
Chr05 7509449 A T Chr05_7509449_A_TA_T SNP 12712.29 21 14 20 0 0 1 0 0 27 28 16 14 22 9 21 14 20 23 16 31 35 26 27 28 16 14 22 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952947protein_codingNA c.*1150A>T NA NA NA NA 641
Chr05 7509449 A T Chr05_7509449_A_TA_T SNP 12712.29 21 14 20 0 0 1 0 0 27 28 16 14 22 9 21 14 20 23 16 31 35 26 27 28 16 14 22 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952948protein_codingNA c.*1150A>T NA NA NA NA 635
Chr05 7509449 A T Chr05_7509449_A_TA_T SNP 12712.29 21 14 20 0 0 1 0 0 27 28 16 14 22 9 21 14 20 23 16 31 35 26 27 28 16 14 22 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952949protein_codingNA c.*1150A>T NA NA NA NA 582
Chr05 7509449 A T Chr05_7509449_A_TA_T SNP 12712.29 21 14 20 0 0 1 0 0 27 28 16 14 22 9 21 14 20 23 16 31 35 26 27 28 16 14 22 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c5_10300-Pp3c5_10320Pp3c5_10300-Pp3c5_10320intergenic_regionPp3c5_10300-Pp3c5_10320NA NA n.7509449A>TNA NA NA NA NA
Chr05 7509754 T G Chr05_7509754_T_GT_G SNP 14035.29 34 22 23 0 0 0 0 0 32 21 19 16 16 8 34 22 23 27 21 23 41 18 32 21 19 16 16 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952947protein_codingNA c.*1455T>G NA NA NA NA 946
Chr05 7509754 T G Chr05_7509754_T_GT_G SNP 14035.29 34 22 23 0 0 0 0 0 32 21 19 16 16 8 34 22 23 27 21 23 41 18 32 21 19 16 16 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952948protein_codingNA c.*1455T>G NA NA NA NA 940
Chr05 7509754 T G Chr05_7509754_T_GT_G SNP 14035.29 34 22 23 0 0 0 0 0 32 21 19 16 16 8 34 22 23 27 21 23 41 18 32 21 19 16 16 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c5_10300Pp3c5_10300transcript PAC:32952949protein_codingNA c.*1455T>G NA NA NA NA 887
Chr05 7509754 T G Chr05_7509754_T_GT_G SNP 14035.29 34 22 23 0 0 0 0 0 32 21 19 16 16 8 34 22 23 27 21 23 41 18 32 21 19 16 16 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c5_10300-Pp3c5_10320Pp3c5_10300-Pp3c5_10320intergenic_regionPp3c5_10300-Pp3c5_10320NA NA n.7509754T>GNA NA NA NA NA
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_10640Pp3c5_10640transcript PAC:32953885protein_codingNA c.-2318_-2317insATNA NA NA NA 2317
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_10650Pp3c5_10650transcript PAC:32954942protein_codingNA c.-4197_-4196insATNA NA NA NA 3120
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_10650Pp3c5_10650transcript PAC:32954947protein_codingNA c.-4197_-4196insATNA NA NA NA 3109
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_10650Pp3c5_10650transcript PAC:32954948protein_codingNA c.-4197_-4196insATNA NA NA NA 3166
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_10650Pp3c5_10650transcript PAC:32954949protein_codingNA c.-4197_-4196insATNA NA NA NA 3166
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_10650Pp3c5_10650transcript PAC:32954945protein_codingNA c.-4197_-4196insATNA NA NA NA 3180
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_10650Pp3c5_10650transcript PAC:32954944protein_codingNA c.-4197_-4196insATNA NA NA NA 3187
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_10650Pp3c5_10650transcript PAC:32954946protein_codingNA c.-4197_-4196insATNA NA NA NA 3187
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_10650Pp3c5_10650transcript PAC:32954943protein_codingNA c.-4197_-4196insATNA NA NA NA 3479
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_10620Pp3c5_10620transcript PAC:32953013protein_codingNA c.*2620_*2621insATNA NA NA NA 1855
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_10620Pp3c5_10620transcript PAC:32953014protein_codingNA c.*2620_*2621insATNA NA NA NA 1856
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_10620Pp3c5_10620transcript PAC:32953015protein_codingNA c.*2620_*2621insATNA NA NA NA 1837
Chr05 7642043 C CAT Chr05_7642043_C_CATC_CAT INDEL 3235.24 0 1 0 17 10 21 23 16 0 1 0 0 0 0 19 9 12 17 10 21 23 16 8 12 8 9 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_10620-Pp3c5_10640Pp3c5_10620-Pp3c5_10640intergenic_regionPp3c5_10620-Pp3c5_10640NA NA n.7642043_7642044insATNA NA NA NA NA
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10730Pp3c5_10730transcript PAC:32952682protein_codingNA c.-3601T>A NA NA NA NA 3410
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10740Pp3c5_10740transcript PAC:32955712protein_codingNA c.-988A>T NA NA NA NA 727
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10760Pp3c5_10760transcript PAC:32954458protein_codingNA c.-3376A>T NA NA NA NA 3281
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10730Pp3c5_10730transcript PAC:32952683protein_codingNA c.-3601T>A NA NA NA NA 3389
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10740Pp3c5_10740transcript PAC:32955713protein_codingNA c.-988A>T NA NA NA NA 727
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10760Pp3c5_10760transcript PAC:32954459protein_codingNA c.-3376A>T NA NA NA NA 3214
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10760Pp3c5_10760transcript PAC:32954461protein_codingNA c.-3703A>T NA NA NA NA 3272
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_10760Pp3c5_10760transcript PAC:32954460protein_codingNA c.-3703A>T NA NA NA NA 3281
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_10750Pp3c5_10750transcript PAC:32953722protein_codingNA c.*1646T>A NA NA NA NA 1246
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_10750Pp3c5_10750transcript PAC:32953723protein_codingNA c.*1646T>A NA NA NA NA 1277
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_10750Pp3c5_10750transcript PAC:32953724protein_codingNA c.*1646T>A NA NA NA NA 1277
Chr05 7672763 A T Chr05_7672763_A_TA_T SNP 20971.63 30 11 6 20 30 31 38 30 22 35 26 16 14 11 30 11 6 20 30 31 38 30 22 35 26 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_10730-Pp3c5_10740Pp3c5_10730-Pp3c5_10740intergenic_regionPp3c5_10730-Pp3c5_10740NA NA n.7672763A>TNA NA NA NA NA
Chr05 7740045 T C Chr05_7740045_T_CT_C SNP 17245.63 30 12 17 28 19 21 25 25 17 14 22 12 11 4 30 12 17 28 19 21 25 25 17 14 22 12 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_10780-Pp3c5_10920Pp3c5_10780-Pp3c5_10920intergenic_regionPp3c5_10780-Pp3c5_10920NA NA n.7740045T>CNA NA NA NA NA
Chr05 7853152 C A Chr05_7853152_C_AC_A SNP 11697.63 13 8 6 13 15 10 13 17 11 11 9 11 14 9 13 8 6 13 15 10 13 17 11 11 9 11 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_10970-Pp3c5_11060Pp3c5_10970-Pp3c5_11060intergenic_regionPp3c5_10970-Pp3c5_11060NA NA n.7853152C>ANA NA NA NA NA
Chr05 7895858 G T Chr05_7895858_G_TG_T SNP 21641.63 23 10 14 31 20 43 26 25 24 31 14 17 14 16 23 10 14 31 20 43 26 25 24 31 14 17 14 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_11130Pp3c5_11130transcript PAC:32952895protein_codingNA c.*4408C>A NA NA NA NA 4198
Chr05 7895858 G T Chr05_7895858_G_TG_T SNP 21641.63 23 10 14 31 20 43 26 25 24 31 14 17 14 16 23 10 14 31 20 43 26 25 24 31 14 17 14 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_11130Pp3c5_11130transcript PAC:32952896protein_codingNA c.*4408C>A NA NA NA NA 4001
Chr05 7895858 G T Chr05_7895858_G_TG_T SNP 21641.63 23 10 14 31 20 43 26 25 24 31 14 17 14 16 23 10 14 31 20 43 26 25 24 31 14 17 14 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11100-Pp3c5_11130Pp3c5_11100-Pp3c5_11130intergenic_regionPp3c5_11100-Pp3c5_11130NA NA n.7895858G>TNA NA NA NA NA
Chr05 8044207 A T Chr05_8044207_A_TA_T SNP 11232.63 14 8 8 20 8 11 11 15 18 14 9 8 7 9 14 8 8 20 8 11 11 15 18 14 9 8 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11390-Pp3c5_11430Pp3c5_11390-Pp3c5_11430intergenic_regionPp3c5_11390-Pp3c5_11430NA NA n.8044207A>TNA NA NA NA NA
Chr05 8044219 C T Chr05_8044219_C_TC_T SNP 12663.63 19 8 10 18 10 13 10 17 17 15 9 8 9 7 19 8 10 18 10 13 10 17 17 15 9 8 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11390-Pp3c5_11430Pp3c5_11390-Pp3c5_11430intergenic_regionPp3c5_11390-Pp3c5_11430NA NA n.8044219C>TNA NA NA NA NA
Chr05 8044222 C T Chr05_8044222_C_TC_T SNP 12710.63 16 8 10 18 10 14 10 18 18 14 7 6 9 8 16 8 10 18 10 14 10 18 18 14 7 6 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11390-Pp3c5_11430Pp3c5_11390-Pp3c5_11430intergenic_regionPp3c5_11390-Pp3c5_11430NA NA n.8044222C>TNA NA NA NA NA
Chr05 8044225 C T Chr05_8044225_C_TC_T SNP 12530.63 15 8 10 18 11 13 10 18 18 15 7 6 9 8 15 8 10 18 11 13 10 18 18 15 7 6 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11390-Pp3c5_11430Pp3c5_11390-Pp3c5_11430intergenic_regionPp3c5_11390-Pp3c5_11430NA NA n.8044225C>TNA NA NA NA NA
Chr05 8044230 C T Chr05_8044230_C_TC_T SNP 12350.63 13 9 9 19 13 12 9 19 17 14 7 6 8 8 13 9 9 19 13 12 9 19 17 14 7 6 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11390-Pp3c5_11430Pp3c5_11390-Pp3c5_11430intergenic_regionPp3c5_11390-Pp3c5_11430NA NA n.8044230C>TNA NA NA NA NA
Chr05 8044232 C T Chr05_8044232_C_TC_T SNP 12395.63 13 9 7 20 12 12 9 18 17 14 7 5 8 8 13 9 7 20 12 12 9 18 17 14 7 5 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11390-Pp3c5_11430Pp3c5_11390-Pp3c5_11430intergenic_regionPp3c5_11390-Pp3c5_11430NA NA n.8044232C>TNA NA NA NA NA
Chr05 8044233 C T Chr05_8044233_C_TC_T SNP 12522.63 14 9 8 19 12 12 8 19 17 14 7 5 8 8 14 9 8 19 12 12 8 19 17 14 7 5 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11390-Pp3c5_11430Pp3c5_11390-Pp3c5_11430intergenic_regionPp3c5_11390-Pp3c5_11430NA NA n.8044233C>TNA NA NA NA NA
Chr05 8044234 C T Chr05_8044234_C_TC_T SNP 12452.63 14 8 8 19 13 12 8 18 18 14 7 5 8 8 14 8 8 19 13 12 8 18 18 14 7 5 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11390-Pp3c5_11430Pp3c5_11390-Pp3c5_11430intergenic_regionPp3c5_11390-Pp3c5_11430NA NA n.8044234C>TNA NA NA NA NA
Chr05 8044240 T TA Chr05_8044240_T_TAT_TA INDEL 11816.59 15 6 7 20 10 14 10 15 17 16 8 8 9 8 15 6 7 20 10 14 10 15 17 16 8 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11390-Pp3c5_11430Pp3c5_11390-Pp3c5_11430intergenic_regionPp3c5_11390-Pp3c5_11430NA NA n.8044240_8044241insANA NA NA NA NA
Chr05 8051551 A G Chr05_8051551_A_GA_G SNP 10967.63 15 6 11 14 8 16 9 17 7 15 4 8 8 7 15 6 11 14 8 16 9 17 7 16 4 8 8 7 1 1 1 1 1 1 1 1 1 0.938 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11390-Pp3c5_11430Pp3c5_11390-Pp3c5_11430intergenic_regionPp3c5_11390-Pp3c5_11430NA NA n.8051551A>GNA NA NA NA NA
Chr05 8262291 G GTA Chr05_8262291_G_GTAG_GTA INDEL 1406.35 23 13 11 1 0 1 1 0 0 0 0 0 0 0 23 13 12 16 13 15 21 21 21 16 6 13 8 9 1 1 0.917 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c5_11730-Pp3c5_11779Pp3c5_11730-Pp3c5_11779intergenic_regionPp3c5_11730-Pp3c5_11779NA NA n.8262291_8262292insTANA NA NA NA NA
Chr05 8300883 T TA Chr05_8300883_T_TAT_TA INDEL 8146.59 17 18 8 13 18 16 27 20 12 11 4 5 4 6 19 18 9 13 18 16 27 20 12 13 4 5 4 6 0.895 1 0.889 1 1 1 1 1 1 0.846 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_11800Pp3c5_11800transcript PAC:32954471protein_codingNA c.-3637_-3636insTNA NA NA NA 2824
Chr05 8300883 T TA Chr05_8300883_T_TAT_TA INDEL 8146.59 17 18 8 13 18 16 27 20 12 11 4 5 4 6 19 18 9 13 18 16 27 20 12 13 4 5 4 6 0.895 1 0.889 1 1 1 1 1 1 0.846 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_11800Pp3c5_11800transcript PAC:32954472protein_codingNA c.-3637_-3636insTNA NA NA NA 2814
Chr05 8300883 T TA Chr05_8300883_T_TAT_TA INDEL 8146.59 17 18 8 13 18 16 27 20 12 11 4 5 4 6 19 18 9 13 18 16 27 20 12 13 4 5 4 6 0.895 1 0.889 1 1 1 1 1 1 0.846 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_11800Pp3c5_11800transcript PAC:32954473protein_codingNA c.-3824_-3823insTNA NA NA NA 2814
Chr05 8300883 T TA Chr05_8300883_T_TAT_TA INDEL 8146.59 17 18 8 13 18 16 27 20 12 11 4 5 4 6 19 18 9 13 18 16 27 20 12 13 4 5 4 6 0.895 1 0.889 1 1 1 1 1 1 0.846 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_11800Pp3c5_11800transcript PAC:32954474protein_codingNA c.-4703_-4702insTNA NA NA NA 2814
Chr05 8300883 T TA Chr05_8300883_T_TAT_TA INDEL 8146.59 17 18 8 13 18 16 27 20 12 11 4 5 4 6 19 18 9 13 18 16 27 20 12 13 4 5 4 6 0.895 1 0.889 1 1 1 1 1 1 0.846 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11800-Pp3c5_11860Pp3c5_11800-Pp3c5_11860intergenic_regionPp3c5_11800-Pp3c5_11860NA NA n.8300883_8300884insANA NA NA NA NA
Chr05 8372505 G T Chr05_8372505_G_TG_T SNP 9934.63 21 4 8 11 8 10 8 16 13 10 10 10 4 11 21 4 8 11 8 10 8 16 13 10 10 10 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11930-Pp3c5_11990Pp3c5_11930-Pp3c5_11990intergenic_regionPp3c5_11930-Pp3c5_11990NA NA n.8372505G>TNA NA NA NA NA
Chr05 8372506 A G Chr05_8372506_A_GA_G SNP 9889.63 22 5 8 11 8 11 8 16 14 10 10 10 4 11 22 5 8 11 8 11 8 16 14 10 10 10 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_11930-Pp3c5_11990Pp3c5_11930-Pp3c5_11990intergenic_regionPp3c5_11930-Pp3c5_11990NA NA n.8372506A>GNA NA NA NA NA
Chr05 8511836 A G Chr05_8511836_A_GA_G SNP 21095.63 24 13 16 27 20 34 31 25 28 37 8 17 13 9 24 13 16 27 20 34 31 25 28 37 8 17 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12070-Pp3c5_12130Pp3c5_12070-Pp3c5_12130intergenic_regionPp3c5_12070-Pp3c5_12130NA NA n.8511836A>GNA NA NA NA NA
Chr05 8572446 C T Chr05_8572446_C_TC_T SNP 16827.63 21 12 19 22 27 23 29 22 21 25 11 22 9 11 21 12 19 22 27 23 29 22 21 25 11 22 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12180-Pp3c5_12200Pp3c5_12180-Pp3c5_12200intergenic_regionPp3c5_12180-Pp3c5_12200NA NA n.8572446C>TNA NA NA NA NA
Chr05 8719545 A AAT Chr05_8719545_A_AATA_AAT INDEL 2949.24 1 0 0 15 14 19 15 13 0 0 0 0 0 0 22 7 9 15 14 19 15 13 15 15 12 5 4 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_12370-Pp3c5_12400Pp3c5_12370-Pp3c5_12400intergenic_regionPp3c5_12370-Pp3c5_12400NA NA n.8719545_8719546insATNA NA NA NA NA
Chr05 8798241 T TTA Chr05_8798241_T_TTAT_TTA INDEL 88.37 0 0 0 0 1 1 2 1 1 1 0 0 5 0 15 12 10 14 13 18 22 18 15 17 13 7 5 4 0 0 0 0 0 0 0.091 0 0 0 0 0 1 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c5_12431Pp3c5_12431transcript PAC:32954802protein_codingNA c.-4944_-4943insTANA NA NA NA 4944
Chr05 8798241 T TTA Chr05_8798241_T_TTAT_TTA INDEL 88.37 0 0 0 0 1 1 2 1 1 1 0 0 5 0 15 12 10 14 13 18 22 18 15 17 13 7 5 4 0 0 0 0 0 0 0.091 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c5_12440Pp3c5_12440transcript PAC:32954917protein_codingNA c.*1610_*1611insTANA NA NA NA 1124
Chr05 8798241 T TTA Chr05_8798241_T_TTAT_TTA INDEL 88.37 0 0 0 0 1 1 2 1 1 1 0 0 5 0 15 12 10 14 13 18 22 18 15 17 13 7 5 4 0 0 0 0 0 0 0.091 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c5_12440Pp3c5_12440transcript PAC:32954921protein_codingNA c.*1610_*1611insTANA NA NA NA 1137
Chr05 8798241 T TTA Chr05_8798241_T_TTAT_TTA INDEL 88.37 0 0 0 0 1 1 2 1 1 1 0 0 5 0 15 12 10 14 13 18 22 18 15 17 13 7 5 4 0 0 0 0 0 0 0.091 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c5_12440Pp3c5_12440transcript PAC:32954922protein_codingNA c.*1610_*1611insTANA NA NA NA 1141
Chr05 8798241 T TTA Chr05_8798241_T_TTAT_TTA INDEL 88.37 0 0 0 0 1 1 2 1 1 1 0 0 5 0 15 12 10 14 13 18 22 18 15 17 13 7 5 4 0 0 0 0 0 0 0.091 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c5_12440Pp3c5_12440transcript PAC:32954923protein_codingNA c.*1610_*1611insTANA NA NA NA 1141
Chr05 8798241 T TTA Chr05_8798241_T_TTAT_TTA INDEL 88.37 0 0 0 0 1 1 2 1 1 1 0 0 5 0 15 12 10 14 13 18 22 18 15 17 13 7 5 4 0 0 0 0 0 0 0.091 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c5_12440Pp3c5_12440transcript PAC:32954918protein_codingNA c.*1610_*1611insTANA NA NA NA 1141
Chr05 8798241 T TTA Chr05_8798241_T_TTAT_TTA INDEL 88.37 0 0 0 0 1 1 2 1 1 1 0 0 5 0 15 12 10 14 13 18 22 18 15 17 13 7 5 4 0 0 0 0 0 0 0.091 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c5_12440Pp3c5_12440transcript PAC:32954919protein_codingNA c.*1610_*1611insTANA NA NA NA 1141
Chr05 8798241 T TTA Chr05_8798241_T_TTAT_TTA INDEL 88.37 0 0 0 0 1 1 2 1 1 1 0 0 5 0 15 12 10 14 13 18 22 18 15 17 13 7 5 4 0 0 0 0 0 0 0.091 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c5_12440Pp3c5_12440transcript PAC:32954920protein_codingNA c.*1610_*1611insTANA NA NA NA 1141
Chr05 8798241 T TTA Chr05_8798241_T_TTAT_TTA INDEL 88.37 0 0 0 0 1 1 2 1 1 1 0 0 5 0 15 12 10 14 13 18 22 18 15 17 13 7 5 4 0 0 0 0 0 0 0.091 0 0 0 0 0 1 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c5_12431-Pp3c5_12440Pp3c5_12431-Pp3c5_12440intergenic_regionPp3c5_12431-Pp3c5_12440NA NA n.8798241_8798242insTANA NA NA NA NA
Chr05 8934949 A G Chr05_8934949_A_GA_G SNP 18032.63 26 14 14 25 23 27 27 24 23 18 15 16 10 13 26 14 14 25 23 27 27 24 23 18 15 16 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12530-Pp3c5_12660Pp3c5_12530-Pp3c5_12660intergenic_regionPp3c5_12530-Pp3c5_12660NA NA n.8934949A>GNA NA NA NA NA
Chr05 9034484 G A Chr05_9034484_G_AG_A SNP 5220.29 0 0 0 24 14 16 31 17 0 0 0 0 0 0 23 13 9 25 14 16 31 17 19 13 12 13 11 6 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_12720Pp3c5_12720transcript PAC:32953208protein_codingNA c.-1251G>A NA NA NA NA 1251
Chr05 9034484 G A Chr05_9034484_G_AG_A SNP 5220.29 0 0 0 24 14 16 31 17 0 0 0 0 0 0 23 13 9 25 14 16 31 17 19 13 12 13 11 6 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_12720Pp3c5_12720transcript PAC:32953209protein_codingNA c.-1251G>A NA NA NA NA 1251
Chr05 9034484 G A Chr05_9034484_G_AG_A SNP 5220.29 0 0 0 24 14 16 31 17 0 0 0 0 0 0 23 13 9 25 14 16 31 17 19 13 12 13 11 6 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_12730Pp3c5_12730transcript PAC:32954505protein_codingNA c.*3677C>T NA NA NA NA 3322
Chr05 9034484 G A Chr05_9034484_G_AG_A SNP 5220.29 0 0 0 24 14 16 31 17 0 0 0 0 0 0 23 13 9 25 14 16 31 17 19 13 12 13 11 6 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_12730Pp3c5_12730transcript PAC:32954506protein_codingNA c.*3677C>T NA NA NA NA 3295
Chr05 9034484 G A Chr05_9034484_G_AG_A SNP 5220.29 0 0 0 24 14 16 31 17 0 0 0 0 0 0 23 13 9 25 14 16 31 17 19 13 12 13 11 6 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_12730Pp3c5_12730transcript PAC:32954507protein_codingNA c.*3677C>T NA NA NA NA 3322
Chr05 9034484 G A Chr05_9034484_G_AG_A SNP 5220.29 0 0 0 24 14 16 31 17 0 0 0 0 0 0 23 13 9 25 14 16 31 17 19 13 12 13 11 6 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_12670-Pp3c5_12720Pp3c5_12670-Pp3c5_12720intergenic_regionPp3c5_12670-Pp3c5_12720NA NA n.9034484G>ANA NA NA NA NA
Chr05 9101994 G T Chr05_9101994_G_TG_T SNP 23028.63 37 15 21 32 21 23 33 38 20 37 16 15 12 6 37 15 21 32 21 23 33 38 20 37 16 15 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_12820Pp3c5_12820transcript PAC:32954818protein_codingNA c.*5537G>T NA NA NA NA 4169
Chr05 9101994 G T Chr05_9101994_G_TG_T SNP 23028.63 37 15 21 32 21 23 33 38 20 37 16 15 12 6 37 15 21 32 21 23 33 38 20 37 16 15 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12820-Pp3c5_12860Pp3c5_12820-Pp3c5_12860intergenic_regionPp3c5_12820-Pp3c5_12860NA NA n.9101994G>TNA NA NA NA NA
Chr05 9101996 T TA Chr05_9101996_T_TAT_TA INDEL 23118.59 36 15 21 32 21 23 32 38 19 39 16 15 12 6 36 15 21 32 21 23 32 38 19 39 16 15 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_12820Pp3c5_12820transcript PAC:32954818protein_codingNA c.*5539_*5540insANA NA NA NA 4172
Chr05 9101996 T TA Chr05_9101996_T_TAT_TA INDEL 23118.59 36 15 21 32 21 23 32 38 19 39 16 15 12 6 36 15 21 32 21 23 32 38 19 39 16 15 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12820-Pp3c5_12860Pp3c5_12820-Pp3c5_12860intergenic_regionPp3c5_12820-Pp3c5_12860NA NA n.9101996_9101997insANA NA NA NA NA
Chr05 9110123 C A Chr05_9110123_C_AC_A SNP 19392.63 28 12 20 27 22 31 30 26 25 15 12 16 18 4 28 12 20 27 22 31 30 26 25 15 12 16 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12820-Pp3c5_12860Pp3c5_12820-Pp3c5_12860intergenic_regionPp3c5_12820-Pp3c5_12860NA NA n.9110123C>ANA NA NA NA NA
Chr05 9110242 GT G Chr05_9110242_GT_GGT_G INDEL 15218.59 20 15 19 25 18 24 18 29 22 21 22 17 8 14 20 15 19 25 18 24 18 29 22 21 22 17 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12820-Pp3c5_12860Pp3c5_12820-Pp3c5_12860intergenic_regionPp3c5_12820-Pp3c5_12860NA NA n.9110243delTNA NA NA NA NA
Chr05 9151839 A AAT Chr05_9151839_A_AATA_AAT INDEL 1864.93 1 0 0 2 0 2 1 2 15 11 9 14 10 8 28 12 13 14 12 18 29 22 15 11 9 14 10 8 0 0 0 0.143 0 0.111 0 0.091 1 1 1 1 1 1 0 7 7 3 7 0 0 upstream_gene_variantMODIFIER Pp3c5_12870Pp3c5_12870transcript PAC:32952610protein_codingNA c.-1011_-1010insATNA NA NA NA 1010
Chr05 9151839 A AAT Chr05_9151839_A_AATA_AAT INDEL 1864.93 1 0 0 2 0 2 1 2 15 11 9 14 10 8 28 12 13 14 12 18 29 22 15 11 9 14 10 8 0 0 0 0.143 0 0.111 0 0.091 1 1 1 1 1 1 0 7 7 3 7 0 0 upstream_gene_variantMODIFIER Pp3c5_12870Pp3c5_12870transcript PAC:32952611protein_codingNA c.-1567_-1566insATNA NA NA NA 1566
Chr05 9151839 A AAT Chr05_9151839_A_AATA_AAT INDEL 1864.93 1 0 0 2 0 2 1 2 15 11 9 14 10 8 28 12 13 14 12 18 29 22 15 11 9 14 10 8 0 0 0 0.143 0 0.111 0 0.091 1 1 1 1 1 1 0 7 7 3 7 0 0 intergenic_regionMODIFIER Pp3c5_12860-Pp3c5_12870Pp3c5_12860-Pp3c5_12870intergenic_regionPp3c5_12860-Pp3c5_12870NA NA n.9151839_9151840insATNA NA NA NA NA
Chr05 9160005 G GA Chr05_9160005_G_GAG_GA INDEL 19848.59 28 21 23 31 27 26 36 28 25 31 16 11 14 19 28 21 23 31 27 26 36 28 25 31 16 11 14 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12870-Pp3c5_12890Pp3c5_12870-Pp3c5_12890intergenic_regionPp3c5_12870-Pp3c5_12890NA NA n.9160005_9160006insANA NA NA NA NA
Chr05 9160033 T TG Chr05_9160033_T_TGT_TG INDEL 18839.59 30 19 20 30 25 25 33 29 24 25 15 10 14 18 30 19 20 30 25 25 33 29 24 25 15 10 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12870-Pp3c5_12890Pp3c5_12870-Pp3c5_12890intergenic_regionPp3c5_12870-Pp3c5_12890NA NA n.9160033_9160034insGNA NA NA NA NA
Chr05 9167786 A T Chr05_9167786_A_TA_T SNP 17404.63 22 10 14 22 5 37 31 23 17 35 14 18 18 10 22 10 14 22 5 37 31 23 17 35 14 18 18 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_12900Pp3c5_12900transcript PAC:32954996protein_coding 04-mai c.1719T>A p.Asn573Lys 2362/3936 1719/2505 573/834 NA
Chr05 9167786 A T Chr05_9167786_A_TA_T SNP 17404.63 22 10 14 22 5 37 31 23 17 35 14 18 18 10 22 10 14 22 5 37 31 23 17 35 14 18 18 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_12900Pp3c5_12900transcript PAC:32954998protein_coding 04-mai c.1719T>A p.Asn573Lys 2331/3827 1719/2505 573/834 NA
Chr05 9167786 A T Chr05_9167786_A_TA_T SNP 17404.63 22 10 14 22 5 37 31 23 17 35 14 18 18 10 22 10 14 22 5 37 31 23 17 35 14 18 18 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_12900Pp3c5_12900transcript PAC:32954997protein_coding 04-juin c.1719T>A p.Asn573Lys 2331/3416 1719/2505 573/834 NA
Chr05 9167786 A T Chr05_9167786_A_TA_T SNP 17404.63 22 10 14 22 5 37 31 23 17 35 14 18 18 10 22 10 14 22 5 37 31 23 17 35 14 18 18 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_12890Pp3c5_12890transcript PAC:32955139protein_codingNA c.*2193A>T NA NA NA NA 2193
Chr05 9246174 C T Chr05_9246174_C_TC_T SNP 7126.29 0 0 0 19 30 35 28 27 0 0 0 0 0 0 34 16 21 19 30 35 28 27 36 25 18 26 11 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_12980Pp3c5_12980transcript PAC:32953301protein_codingNA c.*4289G>A NA NA NA NA 3825
Chr05 9246174 C T Chr05_9246174_C_TC_T SNP 7126.29 0 0 0 19 30 35 28 27 0 0 0 0 0 0 34 16 21 19 30 35 28 27 36 25 18 26 11 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_12980Pp3c5_12980transcript PAC:32953304protein_codingNA c.*4289G>A NA NA NA NA 2404



Chr05 9246174 C T Chr05_9246174_C_TC_T SNP 7126.29 0 0 0 19 30 35 28 27 0 0 0 0 0 0 34 16 21 19 30 35 28 27 36 25 18 26 11 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_12980Pp3c5_12980transcript PAC:32953302protein_codingNA c.*4289G>A NA NA NA NA 2404
Chr05 9246174 C T Chr05_9246174_C_TC_T SNP 7126.29 0 0 0 19 30 35 28 27 0 0 0 0 0 0 34 16 21 19 30 35 28 27 36 25 18 26 11 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_12980Pp3c5_12980transcript PAC:32953305protein_codingNA c.*3602G>A NA NA NA NA 2404
Chr05 9246174 C T Chr05_9246174_C_TC_T SNP 7126.29 0 0 0 19 30 35 28 27 0 0 0 0 0 0 34 16 21 19 30 35 28 27 36 25 18 26 11 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_12980Pp3c5_12980transcript PAC:32953303protein_codingNA c.*4289G>A NA NA NA NA 2404
Chr05 9246174 C T Chr05_9246174_C_TC_T SNP 7126.29 0 0 0 19 30 35 28 27 0 0 0 0 0 0 34 16 21 19 30 35 28 27 36 25 18 26 11 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_12960-Pp3c5_12980Pp3c5_12960-Pp3c5_12980intergenic_regionPp3c5_12960-Pp3c5_12980NA NA n.9246174C>TNA NA NA NA NA
Chr05 9288719 C T Chr05_9288719_C_TC_T SNP 4855.98 0 0 0 0 0 0 0 0 30 24 16 20 11 9 25 13 14 14 17 19 34 25 31 24 16 20 11 9 0 0 0 0 0 0 0 0 0.968 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9288719C>TNA NA NA NA NA
Chr05 9305626 T A Chr05_9305626_T_AT_A SNP 18490.63 22 7 21 22 16 31 31 24 22 17 11 10 13 10 22 7 21 22 16 31 31 24 22 17 11 10 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9305626T>ANA NA NA NA NA
Chr05 9305627 T TGA Chr05_9305627_T_TGAT_TGA INDEL 18481.59 22 8 21 22 16 32 31 24 21 17 11 10 13 10 22 8 21 22 16 32 31 24 21 17 11 10 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9305627_9305628insGANA NA NA NA NA
Chr05 9305628 TCC T Chr05_9305628_TCC_TTCC_T INDEL 18481.59 21 8 20 21 17 31 32 23 21 17 12 11 13 10 21 8 20 21 17 31 32 23 21 17 12 11 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9305629_9305630delCCNA NA NA NA NA
Chr05 9326356 C A Chr05_9326356_C_AC_A SNP 15159.63 30 17 6 21 13 21 22 18 18 9 12 15 12 11 30 17 6 21 13 21 22 18 18 9 12 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9326356C>ANA NA NA NA NA
Chr05 9326378 C CA Chr05_9326378_C_CAC_CA INDEL 15598.59 27 16 7 18 15 18 24 21 22 11 16 16 14 12 27 16 7 18 15 18 24 21 22 11 16 16 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9326378_9326379insANA NA NA NA NA
Chr05 9326404 A T Chr05_9326404_A_TA_T SNP 14942.63 30 17 10 17 10 21 29 21 21 13 16 13 15 14 30 17 10 17 10 21 29 21 21 13 16 13 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9326404A>TNA NA NA NA NA
Chr05 9327878 C A Chr05_9327878_C_AC_A SNP 20360.63 27 22 9 23 24 26 24 28 29 27 16 17 13 12 27 22 9 23 24 26 24 28 29 27 16 17 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327878C>ANA NA NA NA NA
Chr05 9327928 TC T Chr05_9327928_TC_TTC_T INDEL 19428.59 21 15 10 13 25 22 20 28 28 25 13 13 16 11 21 15 10 13 25 22 20 28 28 25 13 13 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327929delCNA NA NA NA NA
Chr05 9327931 C A Chr05_9327931_C_AC_A SNP 19437.63 21 15 9 13 25 22 19 28 28 25 13 13 16 11 21 15 9 13 25 22 19 28 28 25 13 13 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327931C>ANA NA NA NA NA
Chr05 9327936 C A Chr05_9327936_C_AC_A SNP 18830.63 20 13 8 12 22 20 18 26 27 25 13 13 15 9 20 13 8 12 22 20 18 26 27 25 13 13 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327936C>ANA NA NA NA NA
Chr05 9327958 C A Chr05_9327958_C_AC_A SNP 15635.63 16 8 8 10 19 18 16 23 22 17 10 11 9 8 16 8 8 10 19 18 16 23 22 17 10 11 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327958C>ANA NA NA NA NA
Chr05 9327967 C A Chr05_9327967_C_AC_A SNP 14600.63 14 7 8 7 18 16 14 22 19 16 8 8 8 9 14 7 8 7 18 16 14 22 19 16 8 8 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327967C>ANA NA NA NA NA
Chr05 9327968 C A Chr05_9327968_C_AC_A SNP 14375.63 14 7 8 7 18 16 14 22 19 16 8 8 8 9 14 7 8 7 18 16 14 22 19 16 8 8 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327968C>ANA NA NA NA NA
Chr05 9327973 C A Chr05_9327973_C_AC_A SNP 13430.63 13 6 7 7 17 14 13 22 19 16 8 8 8 8 13 6 7 7 17 14 13 22 19 16 8 8 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327973C>ANA NA NA NA NA
Chr05 9327975 C A Chr05_9327975_C_AC_A SNP 13430.63 13 6 7 7 17 13 13 21 19 16 8 7 8 7 13 6 7 7 17 13 13 21 19 16 8 7 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327975C>ANA NA NA NA NA
Chr05 9327977 TC T Chr05_9327977_TC_TTC_T INDEL 12971.59 13 6 7 7 17 12 12 20 19 16 8 7 8 7 13 6 7 7 17 12 12 20 19 16 8 7 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327978delCNA NA NA NA NA
Chr05 9327980 G GA Chr05_9327980_G_GAG_GA INDEL 12746.59 12 5 7 7 17 12 11 19 20 15 7 7 8 7 12 5 7 7 17 12 11 19 20 15 7 7 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327980_9327981insANA NA NA NA NA
Chr05 9327982 C A Chr05_9327982_C_AC_A SNP 12395.63 12 5 6 7 15 11 11 17 19 14 7 7 8 7 12 5 6 7 15 11 11 17 19 14 7 7 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327982C>ANA NA NA NA NA
Chr05 9327985 C A Chr05_9327985_C_AC_A SNP 11540.63 11 4 6 7 15 10 10 15 19 14 6 7 8 7 11 4 6 7 15 10 10 15 19 14 6 7 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327985C>ANA NA NA NA NA
Chr05 9327988 C T Chr05_9327988_C_TC_T SNP 11135.63 10 5 5 7 15 9 10 15 17 14 6 7 8 7 10 5 5 7 15 9 10 15 17 14 6 7 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327988C>TNA NA NA NA NA
Chr05 9327990 C A Chr05_9327990_C_AC_A SNP 10820.63 10 5 5 7 14 8 10 14 17 14 5 7 8 7 10 5 5 7 14 8 10 14 17 14 5 7 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327990C>ANA NA NA NA NA
Chr05 9327998 C T Chr05_9327998_C_TC_T SNP 9605.63 10 5 4 7 13 7 8 12 14 14 5 6 7 7 10 5 4 7 13 7 8 12 14 14 5 6 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327998C>TNA NA NA NA NA
Chr05 9327999 A T Chr05_9327999_A_TA_T SNP 9515.63 10 5 4 7 13 7 8 12 14 14 5 6 7 7 10 5 4 7 13 7 8 12 14 14 5 6 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9327999A>TNA NA NA NA NA
Chr05 9328000 C T Chr05_9328000_C_TC_T SNP 9380.63 10 5 4 7 13 7 8 12 14 14 5 6 7 7 10 5 4 7 13 7 8 12 14 14 5 6 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9328000C>TNA NA NA NA NA
Chr05 9328006 G T Chr05_9328006_G_TG_T SNP 8750.63 10 4 4 7 12 7 10 11 13 12 4 6 7 6 10 4 4 7 12 7 10 11 13 12 4 6 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9328006G>TNA NA NA NA NA
Chr05 9328332 A T Chr05_9328332_A_TA_T SNP 19695.63 38 8 13 32 27 19 31 18 31 16 18 16 14 6 38 8 13 32 27 19 31 18 31 16 18 16 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_12990-Pp3c5_13100Pp3c5_12990-Pp3c5_13100intergenic_regionPp3c5_12990-Pp3c5_13100NA NA n.9328332A>TNA NA NA NA NA
Chr05 9573935 G GA Chr05_9573935_G_GAG_GA INDEL 13527.59 19 8 13 13 21 19 25 18 10 6 17 18 8 16 19 8 13 13 21 19 25 18 10 6 17 18 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_13360-Pp3c5_13510Pp3c5_13360-Pp3c5_13510intergenic_regionPp3c5_13360-Pp3c5_13510NA NA n.9573935_9573936insANA NA NA NA NA
Chr05 9685598 T C Chr05_9685598_T_CT_C SNP 16315.63 33 15 12 28 13 19 32 13 20 21 10 11 6 7 33 15 12 28 13 19 32 13 20 21 10 11 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_13519-Pp3c5_13560Pp3c5_13519-Pp3c5_13560intergenic_regionPp3c5_13519-Pp3c5_13560NA NA n.9685598T>CNA NA NA NA NA
Chr05 9736002 G A Chr05_9736002_G_AG_A SNP 19508.63 31 12 9 37 18 25 28 28 27 34 14 20 12 9 31 12 9 37 18 25 28 28 27 34 14 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_13519-Pp3c5_13560Pp3c5_13519-Pp3c5_13560intergenic_regionPp3c5_13519-Pp3c5_13560NA NA n.9736002G>ANA NA NA NA NA
Chr05 9802699 A T Chr05_9802699_A_TA_T SNP 15537.63 19 16 11 20 12 26 20 19 20 16 18 15 8 10 19 16 11 20 12 26 20 19 20 16 18 15 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_13670-Pp3c5_13770Pp3c5_13670-Pp3c5_13770intergenic_regionPp3c5_13670-Pp3c5_13770NA NA n.9802699A>TNA NA NA NA NA
Chr05 9955105 G GATAT Chr05_9955105_G_GATATG_GATAT INDEL 9813.59 13 8 13 9 7 19 14 11 10 10 6 6 5 7 13 8 13 9 7 19 14 11 10 10 6 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954113protein_codingNA c.*3714_*3715insATATNA NA NA NA 3074
Chr05 9955105 G GATAT Chr05_9955105_G_GATATG_GATAT INDEL 9813.59 13 8 13 9 7 19 14 11 10 10 6 6 5 7 13 8 13 9 7 19 14 11 10 10 6 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954115protein_codingNA c.*3714_*3715insATATNA NA NA NA 3074
Chr05 9955105 G GATAT Chr05_9955105_G_GATATG_GATAT INDEL 9813.59 13 8 13 9 7 19 14 11 10 10 6 6 5 7 13 8 13 9 7 19 14 11 10 10 6 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954114protein_codingNA c.*3714_*3715insATATNA NA NA NA 3074
Chr05 9955105 G GATAT Chr05_9955105_G_GATATG_GATAT INDEL 9813.59 13 8 13 9 7 19 14 11 10 10 6 6 5 7 13 8 13 9 7 19 14 11 10 10 6 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954116protein_codingNA c.*3714_*3715insATATNA NA NA NA 3077
Chr05 9955105 G GATAT Chr05_9955105_G_GATATG_GATAT INDEL 9813.59 13 8 13 9 7 19 14 11 10 10 6 6 5 7 13 8 13 9 7 19 14 11 10 10 6 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_13840-Pp3c5_13920Pp3c5_13840-Pp3c5_13920intergenic_regionPp3c5_13840-Pp3c5_13920NA NA n.9955105_9955106insATATNA NA NA NA NA
Chr05 9955107 G GTC Chr05_9955107_G_GTCG_GTC INDEL 10398.59 14 8 10 9 7 19 14 10 10 11 6 7 5 7 14 8 10 9 7 19 14 10 10 11 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954113protein_codingNA c.*3712_*3713insGANA NA NA NA 3072
Chr05 9955107 G GTC Chr05_9955107_G_GTCG_GTC INDEL 10398.59 14 8 10 9 7 19 14 10 10 11 6 7 5 7 14 8 10 9 7 19 14 10 10 11 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954115protein_codingNA c.*3712_*3713insGANA NA NA NA 3072
Chr05 9955107 G GTC Chr05_9955107_G_GTCG_GTC INDEL 10398.59 14 8 10 9 7 19 14 10 10 11 6 7 5 7 14 8 10 9 7 19 14 10 10 11 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954114protein_codingNA c.*3712_*3713insGANA NA NA NA 3072
Chr05 9955107 G GTC Chr05_9955107_G_GTCG_GTC INDEL 10398.59 14 8 10 9 7 19 14 10 10 11 6 7 5 7 14 8 10 9 7 19 14 10 10 11 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954116protein_codingNA c.*3712_*3713insGANA NA NA NA 3075
Chr05 9955107 G GTC Chr05_9955107_G_GTCG_GTC INDEL 10398.59 14 8 10 9 7 19 14 10 10 11 6 7 5 7 14 8 10 9 7 19 14 10 10 11 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_13840-Pp3c5_13920Pp3c5_13840-Pp3c5_13920intergenic_regionPp3c5_13840-Pp3c5_13920NA NA n.9955107_9955108insTCNA NA NA NA NA
Chr05 9955108 CTGG C Chr05_9955108_CTGG_CCTGG_C INDEL 10021.59 12 8 8 10 7 18 16 10 11 9 6 7 4 7 12 8 8 10 7 18 16 10 11 9 6 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954113protein_codingNA c.*3709_*3711delCCANA NA NA NA 3071
Chr05 9955108 CTGG C Chr05_9955108_CTGG_CCTGG_C INDEL 10021.59 12 8 8 10 7 18 16 10 11 9 6 7 4 7 12 8 8 10 7 18 16 10 11 9 6 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954115protein_codingNA c.*3709_*3711delCCANA NA NA NA 3071
Chr05 9955108 CTGG C Chr05_9955108_CTGG_CCTGG_C INDEL 10021.59 12 8 8 10 7 18 16 10 11 9 6 7 4 7 12 8 8 10 7 18 16 10 11 9 6 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954114protein_codingNA c.*3709_*3711delCCANA NA NA NA 3071
Chr05 9955108 CTGG C Chr05_9955108_CTGG_CCTGG_C INDEL 10021.59 12 8 8 10 7 18 16 10 11 9 6 7 4 7 12 8 8 10 7 18 16 10 11 9 6 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_13920Pp3c5_13920transcript PAC:32954116protein_codingNA c.*3709_*3711delCCANA NA NA NA 3074
Chr05 9955108 CTGG C Chr05_9955108_CTGG_CCTGG_C INDEL 10021.59 12 8 8 10 7 18 16 10 11 9 6 7 4 7 12 8 8 10 7 18 16 10 11 9 6 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_13840-Pp3c5_13920Pp3c5_13840-Pp3c5_13920intergenic_regionPp3c5_13840-Pp3c5_13920NA NA n.9955109_9955111delTGGNA NA NA NA NA
Chr05 9971203 T TTA Chr05_9971203_T_TTAT_TTA INDEL 1634.93 0 0 0 1 0 0 0 0 16 13 8 6 5 9 13 7 7 15 10 15 22 17 16 13 8 6 5 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_13920-Pp3c5_13930Pp3c5_13920-Pp3c5_13930intergenic_regionPp3c5_13920-Pp3c5_13930NA NA n.9971203_9971204insTANA NA NA NA NA
Chr05 10117226 G GA Chr05_10117226_G_GAG_GA INDEL 7969.59 10 10 4 13 12 12 17 10 15 9 5 6 8 8 10 10 4 13 12 12 17 10 15 9 5 6 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_14180-Pp3c5_14220Pp3c5_14180-Pp3c5_14220intergenic_regionPp3c5_14180-Pp3c5_14220NA NA n.10117226_10117227insANA NA NA NA NA
Chr05 10296784 AT A Chr05_10296784_AT_AAT_A INDEL 15785.59 27 12 13 30 21 29 30 29 14 29 19 13 15 11 27 12 13 30 21 29 30 29 14 29 19 13 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_14360-Pp3c5_14430Pp3c5_14360-Pp3c5_14430intergenic_regionPp3c5_14360-Pp3c5_14430NA NA n.10296785delTNA NA NA NA NA
Chr05 10297728 TA T Chr05_10297728_TA_TTA_T INDEL 10634.59 15 4 7 12 12 11 11 8 17 15 10 10 7 4 15 4 7 12 12 11 11 8 17 15 10 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_14360-Pp3c5_14430Pp3c5_14360-Pp3c5_14430intergenic_regionPp3c5_14360-Pp3c5_14430NA NA n.10297729delANA NA NA NA NA
Chr05 10379816 T A Chr05_10379816_T_AT_A SNP 12601.63 24 7 9 13 16 21 24 12 15 8 5 11 4 6 24 7 9 13 16 21 24 12 15 8 5 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_14550Pp3c5_14550transcript PAC:32954927protein_codingNA c.*4978T>A NA NA NA NA 4978
Chr05 10379816 T A Chr05_10379816_T_AT_A SNP 12601.63 24 7 9 13 16 21 24 12 15 8 5 11 4 6 24 7 9 13 16 21 24 12 15 8 5 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_14550Pp3c5_14550transcript PAC:32954928protein_codingNA c.*4978T>A NA NA NA NA 4978
Chr05 10379816 T A Chr05_10379816_T_AT_A SNP 12601.63 24 7 9 13 16 21 24 12 15 8 5 11 4 6 24 7 9 13 16 21 24 12 15 8 5 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_14560Pp3c5_14560transcript PAC:32955619protein_coding févr-13 c.387+92A>T NA NA NA NA NA
Chr05 10379816 T A Chr05_10379816_T_AT_A SNP 12601.63 24 7 9 13 16 21 24 12 15 8 5 11 4 6 24 7 9 13 16 21 24 12 15 8 5 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_14560Pp3c5_14560transcript PAC:32955620protein_coding févr-13 c.387+92A>T NA NA NA NA NA
Chr05 10379816 T A Chr05_10379816_T_AT_A SNP 12601.63 24 7 9 13 16 21 24 12 15 8 5 11 4 6 24 7 9 13 16 21 24 12 15 8 5 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_14560Pp3c5_14560transcript PAC:32955621protein_coding févr-13 c.126+92A>T NA NA NA NA NA
Chr05 10386491 A AT Chr05_10386491_A_ATA_AT INDEL 10342.59 17 12 16 13 8 21 14 18 15 11 8 10 10 6 17 12 16 13 8 22 14 18 15 11 8 10 10 6 1 1 1 1 1 0.955 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_14580Pp3c5_14580transcript PAC:32952674protein_codingNA c.*2630_*2631insANA NA NA NA 2630
Chr05 10386491 A AT Chr05_10386491_A_ATA_AT INDEL 10342.59 17 12 16 13 8 21 14 18 15 11 8 10 10 6 17 12 16 13 8 22 14 18 15 11 8 10 10 6 1 1 1 1 1 0.955 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_14560-Pp3c5_14580Pp3c5_14560-Pp3c5_14580intergenic_regionPp3c5_14560-Pp3c5_14580NA NA n.10386491_10386492insTNA NA NA NA NA
Chr05 10387698 T A Chr05_10387698_T_AT_A SNP 793.39 13 4 13 0 0 0 0 1 0 0 0 0 0 0 14 4 15 19 14 24 20 23 18 12 8 9 5 11 0.929 1 0.867 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c5_14600Pp3c5_14600transcript PAC:32955409protein_codingNA c.-5469T>A NA NA NA NA 4781
Chr05 10387698 T A Chr05_10387698_T_AT_A SNP 793.39 13 4 13 0 0 0 0 1 0 0 0 0 0 0 14 4 15 19 14 24 20 23 18 12 8 9 5 11 0.929 1 0.867 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c5_14600Pp3c5_14600transcript PAC:32955410protein_codingNA c.-5469T>A NA NA NA NA 4781
Chr05 10387698 T A Chr05_10387698_T_AT_A SNP 793.39 13 4 13 0 0 0 0 1 0 0 0 0 0 0 14 4 15 19 14 24 20 23 18 12 8 9 5 11 0.929 1 0.867 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c5_14600Pp3c5_14600transcript PAC:32955411protein_codingNA c.-5469T>A NA NA NA NA 4781
Chr05 10387698 T A Chr05_10387698_T_AT_A SNP 793.39 13 4 13 0 0 0 0 1 0 0 0 0 0 0 14 4 15 19 14 24 20 23 18 12 8 9 5 11 0.929 1 0.867 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c5_14600Pp3c5_14600transcript PAC:32955412protein_codingNA c.-5469T>A NA NA NA NA 4845
Chr05 10387698 T A Chr05_10387698_T_AT_A SNP 793.39 13 4 13 0 0 0 0 1 0 0 0 0 0 0 14 4 15 19 14 24 20 23 18 12 8 9 5 11 0.929 1 0.867 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c5_14580Pp3c5_14580transcript PAC:32952674protein_codingNA c.*1424A>T NA NA NA NA 1424
Chr05 10387698 T A Chr05_10387698_T_AT_A SNP 793.39 13 4 13 0 0 0 0 1 0 0 0 0 0 0 14 4 15 19 14 24 20 23 18 12 8 9 5 11 0.929 1 0.867 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c5_14560-Pp3c5_14580Pp3c5_14560-Pp3c5_14580intergenic_regionPp3c5_14560-Pp3c5_14580NA NA n.10387698T>ANA NA NA NA NA
Chr05 10486713 A AAT Chr05_10486713_A_AATA_AAT INDEL 3262.93 0 0 0 0 0 0 1 0 20 19 15 16 12 6 17 15 14 25 15 25 28 16 20 19 16 16 13 6 0 0 0 0 0 0 0 0 1 1 0.938 1 0.923 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_14770Pp3c5_14770transcript PAC:32954613protein_codingNA c.-4518_-4517insATNA NA NA NA 4517
Chr05 10486713 A AAT Chr05_10486713_A_AATA_AAT INDEL 3262.93 0 0 0 0 0 0 1 0 20 19 15 16 12 6 17 15 14 25 15 25 28 16 20 19 16 16 13 6 0 0 0 0 0 0 0 0 1 1 0.938 1 0.923 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_14760-Pp3c5_14770Pp3c5_14760-Pp3c5_14770intergenic_regionPp3c5_14760-Pp3c5_14770NA NA n.10486713_10486714insATNA NA NA NA NA
Chr05 10488359 C G Chr05_10488359_C_GC_G SNP 21390.63 32 18 28 27 26 26 37 20 39 32 12 13 8 12 32 18 28 27 26 26 37 20 39 32 12 13 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_14770Pp3c5_14770transcript PAC:32954613protein_codingNA c.-2872C>G NA NA NA NA 2872
Chr05 10488359 C G Chr05_10488359_C_GC_G SNP 21390.63 32 18 28 27 26 26 37 20 39 32 12 13 8 12 32 18 28 27 26 26 37 20 39 32 12 13 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_14780Pp3c5_14780transcript PAC:32955223protein_codingNA c.-3960C>G NA NA NA NA 3960
Chr05 10488359 C G Chr05_10488359_C_GC_G SNP 21390.63 32 18 28 27 26 26 37 20 39 32 12 13 8 12 32 18 28 27 26 26 37 20 39 32 12 13 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_14760-Pp3c5_14770Pp3c5_14760-Pp3c5_14770intergenic_regionPp3c5_14760-Pp3c5_14770NA NA n.10488359C>GNA NA NA NA NA
Chr05 10488400 C G Chr05_10488400_C_GC_G SNP 21858.63 28 18 22 38 32 26 46 19 37 35 15 17 7 14 28 18 22 38 32 26 46 19 37 35 15 17 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_14770Pp3c5_14770transcript PAC:32954613protein_codingNA c.-2831C>G NA NA NA NA 2831
Chr05 10488400 C G Chr05_10488400_C_GC_G SNP 21858.63 28 18 22 38 32 26 46 19 37 35 15 17 7 14 28 18 22 38 32 26 46 19 37 35 15 17 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_14780Pp3c5_14780transcript PAC:32955223protein_codingNA c.-3919C>G NA NA NA NA 3919
Chr05 10488400 C G Chr05_10488400_C_GC_G SNP 21858.63 28 18 22 38 32 26 46 19 37 35 15 17 7 14 28 18 22 38 32 26 46 19 37 35 15 17 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_14760-Pp3c5_14770Pp3c5_14760-Pp3c5_14770intergenic_regionPp3c5_14760-Pp3c5_14770NA NA n.10488400C>GNA NA NA NA NA
Chr05 10488428 G A Chr05_10488428_G_AG_A SNP 21021.63 28 17 20 37 27 27 41 21 30 31 16 20 6 12 28 17 20 37 27 27 41 21 30 31 16 20 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_14770Pp3c5_14770transcript PAC:32954613protein_codingNA c.-2803G>A NA NA NA NA 2803
Chr05 10488428 G A Chr05_10488428_G_AG_A SNP 21021.63 28 17 20 37 27 27 41 21 30 31 16 20 6 12 28 17 20 37 27 27 41 21 30 31 16 20 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_14780Pp3c5_14780transcript PAC:32955223protein_codingNA c.-3891G>A NA NA NA NA 3891
Chr05 10488428 G A Chr05_10488428_G_AG_A SNP 21021.63 28 17 20 37 27 27 41 21 30 31 16 20 6 12 28 17 20 37 27 27 41 21 30 31 16 20 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_14760-Pp3c5_14770Pp3c5_14760-Pp3c5_14770intergenic_regionPp3c5_14760-Pp3c5_14770NA NA n.10488428G>ANA NA NA NA NA
Chr05 10559267 C T Chr05_10559267_C_TC_T SNP 17620.63 25 13 18 24 19 25 32 21 17 20 14 10 9 6 25 13 18 24 19 25 32 21 17 20 14 10 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c5_14890Pp3c5_14890transcript PAC:32953680protein_coding 02-févr c.*296C>T NA NA NA NA 296
Chr05 10559267 C T Chr05_10559267_C_TC_T SNP 17620.63 25 13 18 24 19 25 32 21 17 20 14 10 9 6 25 13 18 24 19 25 32 21 17 20 14 10 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_14880Pp3c5_14880transcript PAC:32955804protein_codingNA c.*4280C>T NA NA NA NA 4077
Chr05 10559267 C T Chr05_10559267_C_TC_T SNP 17620.63 25 13 18 24 19 25 32 21 17 20 14 10 9 6 25 13 18 24 19 25 32 21 17 20 14 10 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_14880Pp3c5_14880transcript PAC:32955805protein_codingNA c.*4280C>T NA NA NA NA 4069
Chr05 10559267 C T Chr05_10559267_C_TC_T SNP 17620.63 25 13 18 24 19 25 32 21 17 20 14 10 9 6 25 13 18 24 19 25 32 21 17 20 14 10 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_14880Pp3c5_14880transcript PAC:32955806protein_codingNA c.*4280C>T NA NA NA NA 4069
Chr05 10687691 CA C Chr05_10687691_CA_CCA_C INDEL 15706.59 22 16 11 17 18 21 17 15 19 15 8 15 5 4 22 16 11 17 18 21 17 15 19 15 8 15 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15120-Pp3c5_15180Pp3c5_15120-Pp3c5_15180intergenic_regionPp3c5_15120-Pp3c5_15180NA NA n.10687692delANA NA NA NA NA
Chr05 10687693 A T Chr05_10687693_A_TA_T SNP 15760.63 22 16 11 17 18 21 17 15 19 16 8 15 5 4 22 16 11 17 18 21 17 15 19 16 8 15 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15120-Pp3c5_15180Pp3c5_15120-Pp3c5_15180intergenic_regionPp3c5_15120-Pp3c5_15180NA NA n.10687693A>TNA NA NA NA NA
Chr05 10687696 TAA T Chr05_10687696_TAA_TTAA_T INDEL 15982.59 22 16 11 17 17 21 17 15 19 15 8 15 5 4 22 16 11 17 17 21 17 15 19 15 8 15 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15120-Pp3c5_15180Pp3c5_15120-Pp3c5_15180intergenic_regionPp3c5_15120-Pp3c5_15180NA NA n.10687697_10687698delAANA NA NA NA NA
Chr05 10687698 A AGGC Chr05_10687698_A_AGGCA_AGGC INDEL 15982.59 22 16 11 15 17 21 17 14 19 15 8 15 5 4 22 16 11 15 17 21 17 14 19 15 8 15 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15120-Pp3c5_15180Pp3c5_15120-Pp3c5_15180intergenic_regionPp3c5_15120-Pp3c5_15180NA NA n.10687698_10687699insGGCNA NA NA NA NA
Chr05 10695877 A AT Chr05_10695877_A_ATA_AT INDEL 13709.59 23 9 15 19 15 22 19 29 14 14 10 24 5 7 23 9 15 19 15 22 19 29 14 14 10 24 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15120-Pp3c5_15180Pp3c5_15120-Pp3c5_15180intergenic_regionPp3c5_15120-Pp3c5_15180NA NA n.10695877_10695878insTNA NA NA NA NA
Chr05 10702160 G GA Chr05_10702160_G_GAG_GA INDEL 14838.59 28 12 18 20 22 26 15 20 25 24 12 15 8 12 28 12 18 20 22 26 15 20 25 24 12 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_15180Pp3c5_15180transcript PAC:32954055protein_codingNA c.-5716_-5715insANA NA NA NA 4970
Chr05 10702160 G GA Chr05_10702160_G_GAG_GA INDEL 14838.59 28 12 18 20 22 26 15 20 25 24 12 15 8 12 28 12 18 20 22 26 15 20 25 24 12 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_15180Pp3c5_15180transcript PAC:32954060protein_codingNA c.-6190_-6189insANA NA NA NA 4930
Chr05 10702160 G GA Chr05_10702160_G_GAG_GA INDEL 14838.59 28 12 18 20 22 26 15 20 25 24 12 15 8 12 28 12 18 20 22 26 15 20 25 24 12 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_15180Pp3c5_15180transcript PAC:32954058protein_codingNA c.-5716_-5715insANA NA NA NA 4970
Chr05 10702160 G GA Chr05_10702160_G_GAG_GA INDEL 14838.59 28 12 18 20 22 26 15 20 25 24 12 15 8 12 28 12 18 20 22 26 15 20 25 24 12 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_15180Pp3c5_15180transcript PAC:32954059protein_codingNA c.-6190_-6189insANA NA NA NA 4970
Chr05 10702160 G GA Chr05_10702160_G_GAG_GA INDEL 14838.59 28 12 18 20 22 26 15 20 25 24 12 15 8 12 28 12 18 20 22 26 15 20 25 24 12 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_15180Pp3c5_15180transcript PAC:32954056protein_codingNA c.-5716_-5715insANA NA NA NA 4970
Chr05 10702160 G GA Chr05_10702160_G_GAG_GA INDEL 14838.59 28 12 18 20 22 26 15 20 25 24 12 15 8 12 28 12 18 20 22 26 15 20 25 24 12 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_15180Pp3c5_15180transcript PAC:32954061protein_codingNA c.-6190_-6189insANA NA NA NA 4970
Chr05 10702160 G GA Chr05_10702160_G_GAG_GA INDEL 14838.59 28 12 18 20 22 26 15 20 25 24 12 15 8 12 28 12 18 20 22 26 15 20 25 24 12 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15120-Pp3c5_15180Pp3c5_15120-Pp3c5_15180intergenic_regionPp3c5_15120-Pp3c5_15180NA NA n.10702160_10702161insANA NA NA NA NA
Chr05 10963799 A AAT Chr05_10963799_A_AATA_AAT INDEL 9546.59 16 12 13 22 14 16 15 11 11 12 10 13 5 8 16 12 13 22 14 16 15 11 11 12 11 13 5 8 1 1 1 1 1 1 1 1 1 1 0.909 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_15680Pp3c5_15680transcript PAC:32955059protein_codingNA c.-5120_-5119insATNA NA NA NA 4399
Chr05 10963799 A AAT Chr05_10963799_A_AATA_AAT INDEL 9546.59 16 12 13 22 14 16 15 11 11 12 10 13 5 8 16 12 13 22 14 16 15 11 11 12 11 13 5 8 1 1 1 1 1 1 1 1 1 1 0.909 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_15680Pp3c5_15680transcript PAC:32955061protein_codingNA c.-5120_-5119insATNA NA NA NA 4126
Chr05 10963799 A AAT Chr05_10963799_A_AATA_AAT INDEL 9546.59 16 12 13 22 14 16 15 11 11 12 10 13 5 8 16 12 13 22 14 16 15 11 11 12 11 13 5 8 1 1 1 1 1 1 1 1 1 1 0.909 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_15680Pp3c5_15680transcript PAC:32955060protein_codingNA c.-5120_-5119insATNA NA NA NA 4399
Chr05 10963799 A AAT Chr05_10963799_A_AATA_AAT INDEL 9546.59 16 12 13 22 14 16 15 11 11 12 10 13 5 8 16 12 13 22 14 16 15 11 11 12 11 13 5 8 1 1 1 1 1 1 1 1 1 1 0.909 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_15680Pp3c5_15680transcript PAC:32955062protein_codingNA c.-5120_-5119insATNA NA NA NA 4655
Chr05 10963799 A AAT Chr05_10963799_A_AATA_AAT INDEL 9546.59 16 12 13 22 14 16 15 11 11 12 10 13 5 8 16 12 13 22 14 16 15 11 11 12 11 13 5 8 1 1 1 1 1 1 1 1 1 1 0.909 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15650-Pp3c5_15680Pp3c5_15650-Pp3c5_15680intergenic_regionPp3c5_15650-Pp3c5_15680NA NA n.10963799_10963800insATNA NA NA NA NA
Chr05 11003733 CT C Chr05_11003733_CT_CCT_C INDEL 18253.59 28 21 17 26 29 19 25 20 38 19 15 15 14 11 28 21 17 26 29 19 25 20 38 19 15 15 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_15750Pp3c5_15750transcript PAC:32954338protein_coding14/14 c.1308+53delTNA NA NA NA NA
Chr05 11003733 CT C Chr05_11003733_CT_CCT_C INDEL 18253.59 28 21 17 26 29 19 25 20 38 19 15 15 14 11 28 21 17 26 29 19 25 20 38 19 15 15 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_15750Pp3c5_15750transcript PAC:32954339protein_coding14/14 c.1308+53delTNA NA NA NA NA
Chr05 11003733 CT C Chr05_11003733_CT_CCT_C INDEL 18253.59 28 21 17 26 29 19 25 20 38 19 15 15 14 11 28 21 17 26 29 19 25 20 38 19 15 15 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_15750Pp3c5_15750transcript PAC:32954343protein_coding13/13 c.1299+53delTNA NA NA NA NA
Chr05 11003733 CT C Chr05_11003733_CT_CCT_C INDEL 18253.59 28 21 17 26 29 19 25 20 38 19 15 15 14 11 28 21 17 26 29 19 25 20 38 19 15 15 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_15750Pp3c5_15750transcript PAC:32954341protein_coding13/13 c.1308+53delTNA NA NA NA NA
Chr05 11003733 CT C Chr05_11003733_CT_CCT_C INDEL 18253.59 28 21 17 26 29 19 25 20 38 19 15 15 14 11 28 21 17 26 29 19 25 20 38 19 15 15 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_15750Pp3c5_15750transcript PAC:32954340protein_coding14/14 c.1308+53delTNA NA NA NA NA
Chr05 11003733 CT C Chr05_11003733_CT_CCT_C INDEL 18253.59 28 21 17 26 29 19 25 20 38 19 15 15 14 11 28 21 17 26 29 19 25 20 38 19 15 15 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_15750Pp3c5_15750transcript PAC:32954342protein_coding14/15 c.1308+53delTNA NA NA NA NA
Chr05 11050939 C A Chr05_11050939_C_AC_A SNP 11360.63 22 5 15 22 14 21 18 10 13 10 8 13 10 5 22 5 16 22 14 21 18 10 13 10 8 13 10 5 1 1 0.938 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15800-Pp3c5_15870Pp3c5_15800-Pp3c5_15870intergenic_regionPp3c5_15800-Pp3c5_15870NA NA n.11050939C>ANA NA NA NA NA
Chr05 11071567 G T Chr05_11071567_G_TG_T SNP 19155.63 37 8 20 32 18 26 21 15 26 29 18 18 18 8 37 8 20 32 18 26 21 15 26 29 18 18 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15800-Pp3c5_15870Pp3c5_15800-Pp3c5_15870intergenic_regionPp3c5_15800-Pp3c5_15870NA NA n.11071567G>TNA NA NA NA NA
Chr05 11075085 GC G Chr05_11075085_GC_GGC_G INDEL 15763.59 27 23 17 18 20 15 18 16 18 15 18 14 12 11 27 23 17 18 20 15 18 16 18 15 18 14 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15800-Pp3c5_15870Pp3c5_15800-Pp3c5_15870intergenic_regionPp3c5_15800-Pp3c5_15870NA NA n.11075086delCNA NA NA NA NA
Chr05 11075197 A AT Chr05_11075197_A_ATA_AT INDEL 22143.59 32 17 19 32 22 27 27 21 18 24 22 11 15 19 32 17 19 32 22 27 27 21 18 24 22 11 15 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15800-Pp3c5_15870Pp3c5_15800-Pp3c5_15870intergenic_regionPp3c5_15800-Pp3c5_15870NA NA n.11075197_11075198insTNA NA NA NA NA
Chr05 11075200 C T Chr05_11075200_C_TC_T SNP 22347.63 32 17 21 33 22 29 27 21 19 24 22 12 15 20 32 17 21 33 22 29 27 21 19 24 22 12 15 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15800-Pp3c5_15870Pp3c5_15800-Pp3c5_15870intergenic_regionPp3c5_15800-Pp3c5_15870NA NA n.11075200C>TNA NA NA NA NA
Chr05 11075269 G T Chr05_11075269_G_TG_T SNP 19422.63 32 17 15 21 24 23 26 23 19 24 18 13 18 12 32 17 15 21 24 23 26 23 19 24 18 13 18 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_15800-Pp3c5_15870Pp3c5_15800-Pp3c5_15870intergenic_regionPp3c5_15800-Pp3c5_15870NA NA n.11075269G>TNA NA NA NA NA
Chr05 11344021 A AAT Chr05_11344021_A_AATA_AAT INDEL 1960.93 0 0 1 0 0 0 0 0 14 11 10 6 11 8 23 6 10 16 10 21 16 15 14 11 10 6 11 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 3_prime_UTR_variantMODIFIER Pp3c5_16250Pp3c5_16250transcript PAC:32954782protein_coding 03-mars c.*420_*421dupATNA NA NA NA 421
Chr05 11344021 A AAT Chr05_11344021_A_AATA_AAT INDEL 1960.93 0 0 1 0 0 0 0 0 14 11 10 6 11 8 23 6 10 16 10 21 16 15 14 11 10 6 11 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_16270Pp3c5_16270transcript PAC:32953151protein_codingNA c.-3321_-3320insATNA NA NA NA 2548
Chr05 11344021 A AAT Chr05_11344021_A_AATA_AAT INDEL 1960.93 0 0 1 0 0 0 0 0 14 11 10 6 11 8 23 6 10 16 10 21 16 15 14 11 10 6 11 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_16270Pp3c5_16270transcript PAC:32953152protein_codingNA c.-3333_-3332insATNA NA NA NA 3332
Chr05 11344021 A AAT Chr05_11344021_A_AATA_AAT INDEL 1960.93 0 0 1 0 0 0 0 0 14 11 10 6 11 8 23 6 10 16 10 21 16 15 14 11 10 6 11 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c5_16250Pp3c5_16250transcript PAC:32954781protein_codingNA c.*420_*421dupATNA NA NA NA 39
Chr05 11638812 A AT Chr05_11638812_A_ATA_AT INDEL 14835.59 33 10 16 20 17 24 29 23 27 21 12 17 11 7 33 10 16 20 17 24 29 23 27 21 12 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_16830Pp3c5_16830transcript PAC:32953744protein_coding 01-nov c.-562dupA NA NA NA NA 562
Chr05 11638812 A AT Chr05_11638812_A_ATA_AT INDEL 14835.59 33 10 16 20 17 24 29 23 27 21 12 17 11 7 33 10 16 20 17 24 29 23 27 21 12 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_16850Pp3c5_16850transcript PAC:32956042protein_codingNA c.-2155_-2154insTNA NA NA NA 354
Chr05 11638812 A AT Chr05_11638812_A_ATA_AT INDEL 14835.59 33 10 16 20 17 24 29 23 27 21 12 17 11 7 33 10 16 20 17 24 29 23 27 21 12 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_16830Pp3c5_16830transcript PAC:32953746protein_codingNA c.-1454dupA NA NA NA NA 849
Chr05 11638812 A AT Chr05_11638812_A_ATA_AT INDEL 14835.59 33 10 16 20 17 24 29 23 27 21 12 17 11 7 33 10 16 20 17 24 29 23 27 21 12 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_16830Pp3c5_16830transcript PAC:32953745protein_codingNA c.-562dupA NA NA NA NA 429
Chr05 11638812 A AT Chr05_11638812_A_ATA_AT INDEL 14835.59 33 10 16 20 17 24 29 23 27 21 12 17 11 7 33 10 16 20 17 24 29 23 27 21 12 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_16850Pp3c5_16850transcript PAC:32956043protein_codingNA c.-2155_-2154insTNA NA NA NA 379
Chr05 11646200 C T Chr05_11646200_C_TC_T SNP 21021.63 38 29 8 22 23 32 33 34 28 25 21 19 18 7 38 29 8 22 23 32 33 34 28 25 21 19 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_16860Pp3c5_16860transcript PAC:32954107protein_codingNA c.-1493C>T NA NA NA NA 1493
Chr05 11646200 C T Chr05_11646200_C_TC_T SNP 21021.63 38 29 8 22 23 32 33 34 28 25 21 19 18 7 38 29 8 22 23 32 33 34 28 25 21 19 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_16860Pp3c5_16860transcript PAC:32954108protein_codingNA c.-1493C>T NA NA NA NA 515
Chr05 11646200 C T Chr05_11646200_C_TC_T SNP 21021.63 38 29 8 22 23 32 33 34 28 25 21 19 18 7 38 29 8 22 23 32 33 34 28 25 21 19 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_16850Pp3c5_16850transcript PAC:32956042protein_codingNA c.*825C>T NA NA NA NA 30
Chr05 11646200 C T Chr05_11646200_C_TC_T SNP 21021.63 38 29 8 22 23 32 33 34 28 25 21 19 18 7 38 29 8 22 23 32 33 34 28 25 21 19 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_16850Pp3c5_16850transcript PAC:32956043protein_codingNA c.*825C>T NA NA NA NA 30
Chr05 11646200 C T Chr05_11646200_C_TC_T SNP 21021.63 38 29 8 22 23 32 33 34 28 25 21 19 18 7 38 29 8 22 23 32 33 34 28 25 21 19 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_16850-Pp3c5_16860Pp3c5_16850-Pp3c5_16860intergenic_regionPp3c5_16850-Pp3c5_16860NA NA n.11646200C>TNA NA NA NA NA
Chr05 11669771 AATAT AAT Chr05_11669771_AATAT_AATAATAT_AAT INDEL 4935.24 20 7 5 1 0 0 0 0 16 13 7 8 8 8 20 7 5 21 11 12 8 8 20 15 8 9 8 10 1 1 1 0 0 0 0 0 0.8 0.867 0.875 0.889 1 0.8 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c5_16890Pp3c5_16890transcript PAC:32953075protein_codingNA c.*3211_*3212delATNA NA NA NA 2483
Chr05 11669771 AATAT AAT Chr05_11669771_AATAT_AATAATAT_AAT INDEL 4935.24 20 7 5 1 0 0 0 0 16 13 7 8 8 8 20 7 5 21 11 12 8 8 20 15 8 9 8 10 1 1 1 0 0 0 0 0 0.8 0.867 0.875 0.889 1 0.8 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c5_16890Pp3c5_16890transcript PAC:32953077protein_codingNA c.*3211_*3212delATNA NA NA NA 2487
Chr05 11669771 AATAT AAT Chr05_11669771_AATAT_AATAATAT_AAT INDEL 4935.24 20 7 5 1 0 0 0 0 16 13 7 8 8 8 20 7 5 21 11 12 8 8 20 15 8 9 8 10 1 1 1 0 0 0 0 0 0.8 0.867 0.875 0.889 1 0.8 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c5_16890Pp3c5_16890transcript PAC:32953076protein_codingNA c.*3085_*3086delATNA NA NA NA 2503
Chr05 11669771 AATAT AAT Chr05_11669771_AATAT_AATAATAT_AAT INDEL 4935.24 20 7 5 1 0 0 0 0 16 13 7 8 8 8 20 7 5 21 11 12 8 8 20 15 8 9 8 10 1 1 1 0 0 0 0 0 0.8 0.867 0.875 0.889 1 0.8 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c5_16890Pp3c5_16890transcript PAC:32953078protein_codingNA c.*3230_*3231delATNA NA NA NA 2503
Chr05 11669771 AATAT AAT Chr05_11669771_AATAT_AATAATAT_AAT INDEL 4935.24 20 7 5 1 0 0 0 0 16 13 7 8 8 8 20 7 5 21 11 12 8 8 20 15 8 9 8 10 1 1 1 0 0 0 0 0 0.8 0.867 0.875 0.889 1 0.8 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c5_16880-Pp3c5_16890Pp3c5_16880-Pp3c5_16890intergenic_regionPp3c5_16880-Pp3c5_16890NA NA n.11669774_11669775delATNA NA NA NA NA
Chr05 11781409 T G Chr05_11781409_T_GT_G SNP 13498.63 30 9 16 19 15 16 19 17 11 14 10 13 7 10 30 9 16 19 15 16 19 17 11 14 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_17090Pp3c5_17090transcript PAC:32953342protein_coding avr-13 c.1186T>G p.Trp396Gly 1343/5148 1186/4239 396/1412 NA
Chr05 11781409 T G Chr05_11781409_T_GT_G SNP 13498.63 30 9 16 19 15 16 19 17 11 14 10 13 7 10 30 9 16 19 15 16 19 17 11 14 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_17090Pp3c5_17090transcript PAC:32953343protein_coding 03-déc c.1186T>G p.Trp396Gly 1308/5187 1186/4239 396/1412 NA
Chr05 11781409 T G Chr05_11781409_T_GT_G SNP 13498.63 30 9 16 19 15 16 19 17 11 14 10 13 7 10 30 9 16 19 15 16 19 17 11 14 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17080Pp3c5_17080transcript PAC:32953786protein_codingNA c.*2681T>G NA NA NA NA 2205
Chr05 11781409 T G Chr05_11781409_T_GT_G SNP 13498.63 30 9 16 19 15 16 19 17 11 14 10 13 7 10 30 9 16 19 15 16 19 17 11 14 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17080Pp3c5_17080transcript PAC:32953787protein_codingNA c.*2818T>G NA NA NA NA 2818
Chr05 11781416 T C Chr05_11781416_T_CT_C SNP 13369.63 29 7 17 19 14 15 22 16 12 13 10 13 7 11 29 7 17 19 14 15 22 16 12 13 10 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_17090Pp3c5_17090transcript PAC:32953342protein_coding avr-13 c.1193T>C p.Val398Ala 1350/5148 1193/4239 398/1412 NA
Chr05 11781416 T C Chr05_11781416_T_CT_C SNP 13369.63 29 7 17 19 14 15 22 16 12 13 10 13 7 11 29 7 17 19 14 15 22 16 12 13 10 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_17090Pp3c5_17090transcript PAC:32953343protein_coding 03-déc c.1193T>C p.Val398Ala 1315/5187 1193/4239 398/1412 NA
Chr05 11781416 T C Chr05_11781416_T_CT_C SNP 13369.63 29 7 17 19 14 15 22 16 12 13 10 13 7 11 29 7 17 19 14 15 22 16 12 13 10 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17080Pp3c5_17080transcript PAC:32953786protein_codingNA c.*2688T>C NA NA NA NA 2212
Chr05 11781416 T C Chr05_11781416_T_CT_C SNP 13369.63 29 7 17 19 14 15 22 16 12 13 10 13 7 11 29 7 17 19 14 15 22 16 12 13 10 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17080Pp3c5_17080transcript PAC:32953787protein_codingNA c.*2825T>C NA NA NA NA 2825
Chr05 11781480 T G Chr05_11781480_T_GT_G SNP 13756.63 25 12 19 20 17 19 29 17 10 21 9 11 6 14 25 12 19 20 17 19 29 17 10 21 9 11 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c5_17090Pp3c5_17090transcript PAC:32953342protein_coding avr-13 c.1257T>G p.Thr419Thr 1414/5148 1257/4239 419/1412 NA
Chr05 11781480 T G Chr05_11781480_T_GT_G SNP 13756.63 25 12 19 20 17 19 29 17 10 21 9 11 6 14 25 12 19 20 17 19 29 17 10 21 9 11 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c5_17090Pp3c5_17090transcript PAC:32953343protein_coding 03-déc c.1257T>G p.Thr419Thr 1379/5187 1257/4239 419/1412 NA
Chr05 11781480 T G Chr05_11781480_T_GT_G SNP 13756.63 25 12 19 20 17 19 29 17 10 21 9 11 6 14 25 12 19 20 17 19 29 17 10 21 9 11 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17080Pp3c5_17080transcript PAC:32953786protein_codingNA c.*2752T>G NA NA NA NA 2276
Chr05 11781480 T G Chr05_11781480_T_GT_G SNP 13756.63 25 12 19 20 17 19 29 17 10 21 9 11 6 14 25 12 19 20 17 19 29 17 10 21 9 11 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17080Pp3c5_17080transcript PAC:32953787protein_codingNA c.*2889T>G NA NA NA NA 2889
Chr05 11950461 C A Chr05_11950461_C_AC_A SNP 8031.63 8 6 4 10 11 12 7 14 5 12 5 8 5 8 8 6 4 10 12 12 7 14 5 12 5 8 5 8 1 1 1 1 0.917 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17340-Pp3c5_17370Pp3c5_17340-Pp3c5_17370intergenic_regionPp3c5_17340-Pp3c5_17370NA NA n.11950461C>ANA NA NA NA NA
Chr05 12055366 C T Chr05_12055366_C_TC_T SNP 13469.63 23 9 14 25 16 20 24 17 24 22 14 11 6 10 23 9 14 25 16 20 24 17 24 22 14 11 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17470-Pp3c5_17510Pp3c5_17470-Pp3c5_17510intergenic_regionPp3c5_17470-Pp3c5_17510NA NA n.12055366C>TNA NA NA NA NA
Chr05 12082572 C A Chr05_12082572_C_AC_A SNP 14397.63 13 7 7 20 25 16 21 16 19 19 11 10 8 11 13 7 7 20 25 16 21 16 20 19 11 10 8 11 1 1 1 1 1 1 1 1 0.95 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3740G>T NA NA NA NA 3740
Chr05 12082572 C A Chr05_12082572_C_AC_A SNP 14397.63 13 7 7 20 25 16 21 16 19 19 11 10 8 11 13 7 7 20 25 16 21 16 20 19 11 10 8 11 1 1 1 1 1 1 1 1 0.95 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1972G>T NA NA NA NA 1972
Chr05 12082572 C A Chr05_12082572_C_AC_A SNP 14397.63 13 7 7 20 25 16 21 16 19 19 11 10 8 11 13 7 7 20 25 16 21 16 20 19 11 10 8 11 1 1 1 1 1 1 1 1 0.95 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3211G>T NA NA NA NA 3211
Chr05 12082572 C A Chr05_12082572_C_AC_A SNP 14397.63 13 7 7 20 25 16 21 16 19 19 11 10 8 11 13 7 7 20 25 16 21 16 20 19 11 10 8 11 1 1 1 1 1 1 1 1 0.95 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082572C>ANA NA NA NA NA
Chr05 12082575 T G Chr05_12082575_T_GT_G SNP 14466.63 13 7 8 20 24 15 21 17 18 19 11 10 8 11 13 7 8 20 24 15 21 17 19 19 11 10 8 11 1 1 1 1 1 1 1 1 0.947 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3743A>C NA NA NA NA 3743
Chr05 12082575 T G Chr05_12082575_T_GT_G SNP 14466.63 13 7 8 20 24 15 21 17 18 19 11 10 8 11 13 7 8 20 24 15 21 17 19 19 11 10 8 11 1 1 1 1 1 1 1 1 0.947 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1969A>C NA NA NA NA 1969
Chr05 12082575 T G Chr05_12082575_T_GT_G SNP 14466.63 13 7 8 20 24 15 21 17 18 19 11 10 8 11 13 7 8 20 24 15 21 17 19 19 11 10 8 11 1 1 1 1 1 1 1 1 0.947 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3208A>C NA NA NA NA 3208
Chr05 12082575 T G Chr05_12082575_T_GT_G SNP 14466.63 13 7 8 20 24 15 21 17 18 19 11 10 8 11 13 7 8 20 24 15 21 17 19 19 11 10 8 11 1 1 1 1 1 1 1 1 0.947 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082575T>GNA NA NA NA NA
Chr05 12082577 T A Chr05_12082577_T_AT_A SNP 14325.63 13 7 8 20 24 15 21 17 17 19 11 10 8 11 13 7 8 20 24 15 21 17 18 19 11 10 8 11 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3745A>T NA NA NA NA 3745
Chr05 12082577 T A Chr05_12082577_T_AT_A SNP 14325.63 13 7 8 20 24 15 21 17 17 19 11 10 8 11 13 7 8 20 24 15 21 17 18 19 11 10 8 11 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1967A>T NA NA NA NA 1967
Chr05 12082577 T A Chr05_12082577_T_AT_A SNP 14325.63 13 7 8 20 24 15 21 17 17 19 11 10 8 11 13 7 8 20 24 15 21 17 18 19 11 10 8 11 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3206A>T NA NA NA NA 3206
Chr05 12082577 T A Chr05_12082577_T_AT_A SNP 14325.63 13 7 8 20 24 15 21 17 17 19 11 10 8 11 13 7 8 20 24 15 21 17 18 19 11 10 8 11 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082577T>ANA NA NA NA NA
Chr05 12082578 A T Chr05_12082578_A_TA_T SNP 14325.63 13 7 8 20 24 15 21 17 17 19 11 10 8 11 13 7 8 20 24 15 21 17 18 19 11 10 8 11 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3746T>A NA NA NA NA 3746
Chr05 12082578 A T Chr05_12082578_A_TA_T SNP 14325.63 13 7 8 20 24 15 21 17 17 19 11 10 8 11 13 7 8 20 24 15 21 17 18 19 11 10 8 11 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1966T>A NA NA NA NA 1966
Chr05 12082578 A T Chr05_12082578_A_TA_T SNP 14325.63 13 7 8 20 24 15 21 17 17 19 11 10 8 11 13 7 8 20 24 15 21 17 18 19 11 10 8 11 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3205T>A NA NA NA NA 3205
Chr05 12082578 A T Chr05_12082578_A_TA_T SNP 14325.63 13 7 8 20 24 15 21 17 17 19 11 10 8 11 13 7 8 20 24 15 21 17 18 19 11 10 8 11 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082578A>TNA NA NA NA NA
Chr05 12082582 T TAGAG Chr05_12082582_T_TAGAGT_TAGAG INDEL 14002.59 13 7 7 21 23 16 20 17 16 18 11 9 8 11 13 7 7 21 23 16 21 17 17 18 11 9 8 11 1 1 1 1 1 1 0.952 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3751_-3750insCTCTNA NA NA NA 3751
Chr05 12082582 T TAGAG Chr05_12082582_T_TAGAGT_TAGAG INDEL 14002.59 13 7 7 21 23 16 20 17 16 18 11 9 8 11 13 7 7 21 23 16 21 17 17 18 11 9 8 11 1 1 1 1 1 1 0.952 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1961_*1962insCTCTNA NA NA NA 1961
Chr05 12082582 T TAGAG Chr05_12082582_T_TAGAGT_TAGAG INDEL 14002.59 13 7 7 21 23 16 20 17 16 18 11 9 8 11 13 7 7 21 23 16 21 17 17 18 11 9 8 11 1 1 1 1 1 1 0.952 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3200_*3201insCTCTNA NA NA NA 3200
Chr05 12082582 T TAGAG Chr05_12082582_T_TAGAGT_TAGAG INDEL 14002.59 13 7 7 21 23 16 20 17 16 18 11 9 8 11 13 7 7 21 23 16 21 17 17 18 11 9 8 11 1 1 1 1 1 1 0.952 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082582_12082583insAGAGNA NA NA NA NA
Chr05 12082584 ACCGCTCC A Chr05_12082584_ACCGCTCC_AACCGCTCC_AINDEL 12303.37 13 7 7 19 22 16 19 17 16 16 11 9 6 10 13 7 7 20 23 16 20 17 17 16 12 9 6 10 1 1 1 0.95 0.957 1 0.95 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3759_-3753delGGAGCGGNA NA NA NA 3753
Chr05 12082584 ACCGCTCC A Chr05_12082584_ACCGCTCC_AACCGCTCC_AINDEL 12303.37 13 7 7 19 22 16 19 17 16 16 11 9 6 10 13 7 7 20 23 16 20 17 17 16 12 9 6 10 1 1 1 0.95 0.957 1 0.95 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1953_*1959delGGAGCGGNA NA NA NA 1959
Chr05 12082584 ACCGCTCC A Chr05_12082584_ACCGCTCC_AACCGCTCC_AINDEL 12303.37 13 7 7 19 22 16 19 17 16 16 11 9 6 10 13 7 7 20 23 16 20 17 17 16 12 9 6 10 1 1 1 0.95 0.957 1 0.95 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3192_*3198delGGAGCGGNA NA NA NA 3198
Chr05 12082584 ACCGCTCC A Chr05_12082584_ACCGCTCC_AACCGCTCC_AINDEL 12303.37 13 7 7 19 22 16 19 17 16 16 11 9 6 10 13 7 7 20 23 16 20 17 17 16 12 9 6 10 1 1 1 0.95 0.957 1 0.95 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082585_12082591delCCGCTCCNA NA NA NA NA
Chr05 12082593 C A Chr05_12082593_C_AC_A SNP 11277.41 12 7 7 20 22 16 18 17 16 17 11 9 6 10 12 7 7 21 23 16 19 17 17 17 12 9 6 10 1 1 1 0.952 0.957 1 0.947 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3761G>T NA NA NA NA 3761
Chr05 12082593 C A Chr05_12082593_C_AC_A SNP 11277.41 12 7 7 20 22 16 18 17 16 17 11 9 6 10 12 7 7 21 23 16 19 17 17 17 12 9 6 10 1 1 1 0.952 0.957 1 0.947 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1951G>T NA NA NA NA 1951
Chr05 12082593 C A Chr05_12082593_C_AC_A SNP 11277.41 12 7 7 20 22 16 18 17 16 17 11 9 6 10 12 7 7 21 23 16 19 17 17 17 12 9 6 10 1 1 1 0.952 0.957 1 0.947 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3190G>T NA NA NA NA 3190
Chr05 12082593 C A Chr05_12082593_C_AC_A SNP 11277.41 12 7 7 20 22 16 18 17 16 17 11 9 6 10 12 7 7 21 23 16 19 17 17 17 12 9 6 10 1 1 1 0.952 0.957 1 0.947 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082593C>ANA NA NA NA NA
Chr05 12082594 G GT Chr05_12082594_G_GTG_GT INDEL 11313.37 12 6 7 20 22 16 18 17 16 17 11 9 6 10 12 6 7 21 23 16 19 17 17 17 12 9 6 10 1 1 1 0.952 0.957 1 0.947 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3763_-3762insANA NA NA NA 3763
Chr05 12082594 G GT Chr05_12082594_G_GTG_GT INDEL 11313.37 12 6 7 20 22 16 18 17 16 17 11 9 6 10 12 6 7 21 23 16 19 17 17 17 12 9 6 10 1 1 1 0.952 0.957 1 0.947 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1949_*1950insANA NA NA NA 1949
Chr05 12082594 G GT Chr05_12082594_G_GTG_GT INDEL 11313.37 12 6 7 20 22 16 18 17 16 17 11 9 6 10 12 6 7 21 23 16 19 17 17 17 12 9 6 10 1 1 1 0.952 0.957 1 0.947 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3188_*3189insANA NA NA NA 3188
Chr05 12082594 G GT Chr05_12082594_G_GTG_GT INDEL 11313.37 12 6 7 20 22 16 18 17 16 17 11 9 6 10 12 6 7 21 23 16 19 17 17 17 12 9 6 10 1 1 1 0.952 0.957 1 0.947 1 0.941 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082594_12082595insTNA NA NA NA NA
Chr05 12082596 G GCA Chr05_12082596_G_GCAG_GCA INDEL 11403.37 12 6 7 20 21 14 18 16 14 15 11 9 6 10 12 6 7 21 22 14 19 16 15 15 12 9 6 10 1 1 1 0.952 0.955 1 0.947 1 0.933 1 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3765_-3764insTGNA NA NA NA 3765
Chr05 12082596 G GCA Chr05_12082596_G_GCAG_GCA INDEL 11403.37 12 6 7 20 21 14 18 16 14 15 11 9 6 10 12 6 7 21 22 14 19 16 15 15 12 9 6 10 1 1 1 0.952 0.955 1 0.947 1 0.933 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1947_*1948insTGNA NA NA NA 1947
Chr05 12082596 G GCA Chr05_12082596_G_GCAG_GCA INDEL 11403.37 12 6 7 20 21 14 18 16 14 15 11 9 6 10 12 6 7 21 22 14 19 16 15 15 12 9 6 10 1 1 1 0.952 0.955 1 0.947 1 0.933 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3186_*3187insTGNA NA NA NA 3186
Chr05 12082596 G GCA Chr05_12082596_G_GCAG_GCA INDEL 11403.37 12 6 7 20 21 14 18 16 14 15 11 9 6 10 12 6 7 21 22 14 19 16 15 15 12 9 6 10 1 1 1 0.952 0.955 1 0.947 1 0.933 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082596_12082597insCANA NA NA NA NA
Chr05 12082598 AAC A Chr05_12082598_AAC_AAAC_A INDEL 10998.37 12 7 7 20 18 13 18 14 14 16 10 9 6 10 12 7 7 21 19 13 19 14 15 16 11 9 6 10 1 1 1 0.952 0.947 1 0.947 1 0.933 1 0.909 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3768_-3767delGTNA NA NA NA 3767
Chr05 12082598 AAC A Chr05_12082598_AAC_AAAC_A INDEL 10998.37 12 7 7 20 18 13 18 14 14 16 10 9 6 10 12 7 7 21 19 13 19 14 15 16 11 9 6 10 1 1 1 0.952 0.947 1 0.947 1 0.933 1 0.909 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1944_*1945delGTNA NA NA NA 1945
Chr05 12082598 AAC A Chr05_12082598_AAC_AAAC_A INDEL 10998.37 12 7 7 20 18 13 18 14 14 16 10 9 6 10 12 7 7 21 19 13 19 14 15 16 11 9 6 10 1 1 1 0.952 0.947 1 0.947 1 0.933 1 0.909 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3183_*3184delGTNA NA NA NA 3184
Chr05 12082598 AAC A Chr05_12082598_AAC_AAAC_A INDEL 10998.37 12 7 7 20 18 13 18 14 14 16 10 9 6 10 12 7 7 21 19 13 19 14 15 16 11 9 6 10 1 1 1 0.952 0.947 1 0.947 1 0.933 1 0.909 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082599_12082600delACNA NA NA NA NA
Chr05 12082602 C T Chr05_12082602_C_TC_T SNP 10422.41 12 7 7 20 17 13 19 14 14 17 10 9 5 10 12 7 7 21 18 13 20 14 15 17 11 9 5 10 1 1 1 0.952 0.944 1 0.95 1 0.933 1 0.909 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3770G>A NA NA NA NA 3770
Chr05 12082602 C T Chr05_12082602_C_TC_T SNP 10422.41 12 7 7 20 17 13 19 14 14 17 10 9 5 10 12 7 7 21 18 13 20 14 15 17 11 9 5 10 1 1 1 0.952 0.944 1 0.95 1 0.933 1 0.909 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1942G>A NA NA NA NA 1942
Chr05 12082602 C T Chr05_12082602_C_TC_T SNP 10422.41 12 7 7 20 17 13 19 14 14 17 10 9 5 10 12 7 7 21 18 13 20 14 15 17 11 9 5 10 1 1 1 0.952 0.944 1 0.95 1 0.933 1 0.909 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3181G>A NA NA NA NA 3181
Chr05 12082602 C T Chr05_12082602_C_TC_T SNP 10422.41 12 7 7 20 17 13 19 14 14 17 10 9 5 10 12 7 7 21 18 13 20 14 15 17 11 9 5 10 1 1 1 0.952 0.944 1 0.95 1 0.933 1 0.909 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082602C>TNA NA NA NA NA
Chr05 12082604 T TTGATGCTA Chr05_12082604_T_TTGATGCTAT_TTGATGCTAINDEL 11088.37 12 7 6 20 16 13 19 13 13 17 9 9 5 10 12 7 6 21 17 13 20 13 14 17 10 9 5 10 1 1 1 0.952 0.941 1 0.95 1 0.929 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3773_-3772insTAGCATCANA NA NA NA 3773
Chr05 12082604 T TTGATGCTA Chr05_12082604_T_TTGATGCTAT_TTGATGCTAINDEL 11088.37 12 7 6 20 16 13 19 13 13 17 9 9 5 10 12 7 6 21 17 13 20 13 14 17 10 9 5 10 1 1 1 0.952 0.941 1 0.95 1 0.929 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1939_*1940insTAGCATCANA NA NA NA 1939
Chr05 12082604 T TTGATGCTA Chr05_12082604_T_TTGATGCTAT_TTGATGCTAINDEL 11088.37 12 7 6 20 16 13 19 13 13 17 9 9 5 10 12 7 6 21 17 13 20 13 14 17 10 9 5 10 1 1 1 0.952 0.941 1 0.95 1 0.929 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3178_*3179insTAGCATCANA NA NA NA 3178
Chr05 12082604 T TTGATGCTA Chr05_12082604_T_TTGATGCTAT_TTGATGCTAINDEL 11088.37 12 7 6 20 16 13 19 13 13 17 9 9 5 10 12 7 6 21 17 13 20 13 14 17 10 9 5 10 1 1 1 0.952 0.941 1 0.95 1 0.929 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082604_12082605insTGATGCTANA NA NA NA NA
Chr05 12082607 C A Chr05_12082607_C_AC_A SNP 10030.41 14 8 7 22 13 14 21 12 13 17 7 9 5 8 14 8 7 23 14 14 22 12 14 17 8 9 5 8 1 1 1 0.957 0.929 1 0.955 1 0.929 1 0.875 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3775G>T NA NA NA NA 3775
Chr05 12082607 C A Chr05_12082607_C_AC_A SNP 10030.41 14 8 7 22 13 14 21 12 13 17 7 9 5 8 14 8 7 23 14 14 22 12 14 17 8 9 5 8 1 1 1 0.957 0.929 1 0.955 1 0.929 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1937G>T NA NA NA NA 1937
Chr05 12082607 C A Chr05_12082607_C_AC_A SNP 10030.41 14 8 7 22 13 14 21 12 13 17 7 9 5 8 14 8 7 23 14 14 22 12 14 17 8 9 5 8 1 1 1 0.957 0.929 1 0.955 1 0.929 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3176G>T NA NA NA NA 3176
Chr05 12082607 C A Chr05_12082607_C_AC_A SNP 10030.41 14 8 7 22 13 14 21 12 13 17 7 9 5 8 14 8 7 23 14 14 22 12 14 17 8 9 5 8 1 1 1 0.957 0.929 1 0.955 1 0.929 1 0.875 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082607C>ANA NA NA NA NA
Chr05 12082609 A T Chr05_12082609_A_TA_T SNP 9760.41 14 7 7 22 13 14 21 12 13 17 7 9 5 8 14 7 7 23 14 14 22 12 14 17 8 9 5 8 1 1 1 0.957 0.929 1 0.955 1 0.929 1 0.875 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3777T>A NA NA NA NA 3777
Chr05 12082609 A T Chr05_12082609_A_TA_T SNP 9760.41 14 7 7 22 13 14 21 12 13 17 7 9 5 8 14 7 7 23 14 14 22 12 14 17 8 9 5 8 1 1 1 0.957 0.929 1 0.955 1 0.929 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1935T>A NA NA NA NA 1935
Chr05 12082609 A T Chr05_12082609_A_TA_T SNP 9760.41 14 7 7 22 13 14 21 12 13 17 7 9 5 8 14 7 7 23 14 14 22 12 14 17 8 9 5 8 1 1 1 0.957 0.929 1 0.955 1 0.929 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3174T>A NA NA NA NA 3174
Chr05 12082609 A T Chr05_12082609_A_TA_T SNP 9760.41 14 7 7 22 13 14 21 12 13 17 7 9 5 8 14 7 7 23 14 14 22 12 14 17 8 9 5 8 1 1 1 0.957 0.929 1 0.955 1 0.929 1 0.875 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082609A>TNA NA NA NA NA
Chr05 12082611 AAGGG A Chr05_12082611_AAGGG_AAAGGG_A INDEL 9706.37 14 7 7 21 12 14 21 12 14 17 8 9 5 8 14 7 7 22 13 14 22 12 15 17 9 9 5 8 1 1 1 0.955 0.923 1 0.955 1 0.933 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3783_-3780delCCCTNA NA NA NA 3780
Chr05 12082611 AAGGG A Chr05_12082611_AAGGG_AAAGGG_A INDEL 9706.37 14 7 7 21 12 14 21 12 14 17 8 9 5 8 14 7 7 22 13 14 22 12 15 17 9 9 5 8 1 1 1 0.955 0.923 1 0.955 1 0.933 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1929_*1932delCCCTNA NA NA NA 1932



Chr05 12082611 AAGGG A Chr05_12082611_AAGGG_AAAGGG_A INDEL 9706.37 14 7 7 21 12 14 21 12 14 17 8 9 5 8 14 7 7 22 13 14 22 12 15 17 9 9 5 8 1 1 1 0.955 0.923 1 0.955 1 0.933 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3168_*3171delCCCTNA NA NA NA 3171
Chr05 12082611 AAGGG A Chr05_12082611_AAGGG_AAAGGG_A INDEL 9706.37 14 7 7 21 12 14 21 12 14 17 8 9 5 8 14 7 7 22 13 14 22 12 15 17 9 9 5 8 1 1 1 0.955 0.923 1 0.955 1 0.933 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082612_12082615delAGGGNA NA NA NA NA
Chr05 12082619 G C Chr05_12082619_G_CG_C SNP 9220.41 13 7 8 21 13 14 19 11 14 12 7 11 5 6 13 7 8 22 14 14 20 11 15 12 8 11 5 6 1 1 1 0.955 0.929 1 0.95 1 0.933 1 0.875 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3787C>G NA NA NA NA 3787
Chr05 12082619 G C Chr05_12082619_G_CG_C SNP 9220.41 13 7 8 21 13 14 19 11 14 12 7 11 5 6 13 7 8 22 14 14 20 11 15 12 8 11 5 6 1 1 1 0.955 0.929 1 0.95 1 0.933 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1925C>G NA NA NA NA 1925
Chr05 12082619 G C Chr05_12082619_G_CG_C SNP 9220.41 13 7 8 21 13 14 19 11 14 12 7 11 5 6 13 7 8 22 14 14 20 11 15 12 8 11 5 6 1 1 1 0.955 0.929 1 0.95 1 0.933 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3164C>G NA NA NA NA 3164
Chr05 12082619 G C Chr05_12082619_G_CG_C SNP 9220.41 13 7 8 21 13 14 19 11 14 12 7 11 5 6 13 7 8 22 14 14 20 11 15 12 8 11 5 6 1 1 1 0.955 0.929 1 0.95 1 0.933 1 0.875 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082619G>CNA NA NA NA NA
Chr05 12082620 TA T Chr05_12082620_TA_TTA_T INDEL 9166.37 12 7 8 21 12 14 19 11 14 12 7 11 5 6 12 7 8 22 13 14 20 11 15 12 8 11 5 6 1 1 1 0.955 0.923 1 0.95 1 0.933 1 0.875 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3789delT NA NA NA NA 3789
Chr05 12082620 TA T Chr05_12082620_TA_TTA_T INDEL 9166.37 12 7 8 21 12 14 19 11 14 12 7 11 5 6 12 7 8 22 13 14 20 11 15 12 8 11 5 6 1 1 1 0.955 0.923 1 0.95 1 0.933 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1923delT NA NA NA NA 1923
Chr05 12082620 TA T Chr05_12082620_TA_TTA_T INDEL 9166.37 12 7 8 21 12 14 19 11 14 12 7 11 5 6 12 7 8 22 13 14 20 11 15 12 8 11 5 6 1 1 1 0.955 0.923 1 0.95 1 0.933 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3162delT NA NA NA NA 3162
Chr05 12082620 TA T Chr05_12082620_TA_TTA_T INDEL 9166.37 12 7 8 21 12 14 19 11 14 12 7 11 5 6 12 7 8 22 13 14 20 11 15 12 8 11 5 6 1 1 1 0.955 0.923 1 0.95 1 0.933 1 0.875 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082621delANA NA NA NA NA
Chr05 12082624 G GTA Chr05_12082624_G_GTAG_GTA INDEL 8931.37 11 7 7 21 12 14 18 9 15 12 6 11 5 6 11 7 7 22 13 14 19 9 16 12 7 11 5 6 1 1 1 0.955 0.923 1 0.947 1 0.938 1 0.857 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17510Pp3c5_17510transcript PAC:32955420protein_codingNA c.-3793_-3792insTANA NA NA NA 3793
Chr05 12082624 G GTA Chr05_12082624_G_GTAG_GTA INDEL 8931.37 11 7 7 21 12 14 18 9 15 12 6 11 5 6 11 7 7 22 13 14 19 9 16 12 7 11 5 6 1 1 1 0.955 0.923 1 0.947 1 0.938 1 0.857 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.*1919_*1920insTANA NA NA NA 1919
Chr05 12082624 G GTA Chr05_12082624_G_GTAG_GTA INDEL 8931.37 11 7 7 21 12 14 18 9 15 12 6 11 5 6 11 7 7 22 13 14 19 9 16 12 7 11 5 6 1 1 1 0.955 0.923 1 0.947 1 0.938 1 0.857 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.*3158_*3159insTANA NA NA NA 3158
Chr05 12082624 G GTA Chr05_12082624_G_GTAG_GTA INDEL 8931.37 11 7 7 21 12 14 18 9 15 12 6 11 5 6 11 7 7 22 13 14 19 9 16 12 7 11 5 6 1 1 1 0.955 0.923 1 0.947 1 0.938 1 0.857 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17510-Pp3c5_17550Pp3c5_17510-Pp3c5_17550intergenic_regionPp3c5_17510-Pp3c5_17550NA NA n.12082624_12082625insTANA NA NA NA NA
Chr05 12087058 A AT Chr05_12087058_A_ATA_AT INDEL 12025.59 19 11 11 17 11 19 20 14 5 7 12 13 7 6 19 11 11 17 11 19 20 14 5 7 12 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.-2375_-2374insANA NA NA NA 2375
Chr05 12087058 A AT Chr05_12087058_A_ATA_AT INDEL 12025.59 19 11 11 17 11 19 20 14 5 7 12 13 7 6 19 11 11 17 11 19 20 14 5 7 12 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.-1010_-1009insANA NA NA NA 1010
Chr05 12087058 A AT Chr05_12087058_A_ATA_AT INDEL 12025.59 19 11 11 17 11 19 20 14 5 7 12 13 7 6 19 11 11 17 11 19 20 14 5 7 12 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17580Pp3c5_17580transcript PAC:32954323protein_codingNA c.-4799_-4798insTNA NA NA NA 4798
Chr05 12087058 A AT Chr05_12087058_A_ATA_AT INDEL 12025.59 19 11 11 17 11 19 20 14 5 7 12 13 7 6 19 11 11 17 11 19 20 14 5 7 12 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17581Pp3c5_17581transcript PAC:32955553protein_codingNA c.-5004_-5003insTNA NA NA NA 4983
Chr05 12087058 A AT Chr05_12087058_A_ATA_AT INDEL 12025.59 19 11 11 17 11 19 20 14 5 7 12 13 7 6 19 11 11 17 11 19 20 14 5 7 12 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17560-Pp3c5_17580Pp3c5_17560-Pp3c5_17580intergenic_regionPp3c5_17560-Pp3c5_17580NA NA n.12087058_12087059insTNA NA NA NA NA
Chr05 12087071 C CG Chr05_12087071_C_CGC_CG INDEL 12441.59 15 11 8 17 9 17 23 15 6 7 15 14 6 4 15 11 8 17 9 17 23 15 6 7 15 14 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.-2388_-2387insCNA NA NA NA 2388
Chr05 12087071 C CG Chr05_12087071_C_CGC_CG INDEL 12441.59 15 11 8 17 9 17 23 15 6 7 15 14 6 4 15 11 8 17 9 17 23 15 6 7 15 14 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.-1023_-1022insCNA NA NA NA 1023
Chr05 12087071 C CG Chr05_12087071_C_CGC_CG INDEL 12441.59 15 11 8 17 9 17 23 15 6 7 15 14 6 4 15 11 8 17 9 17 23 15 6 7 15 14 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17580Pp3c5_17580transcript PAC:32954323protein_codingNA c.-4786_-4785insGNA NA NA NA 4785
Chr05 12087071 C CG Chr05_12087071_C_CGC_CG INDEL 12441.59 15 11 8 17 9 17 23 15 6 7 15 14 6 4 15 11 8 17 9 17 23 15 6 7 15 14 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17581Pp3c5_17581transcript PAC:32955553protein_codingNA c.-4991_-4990insGNA NA NA NA 4970
Chr05 12087071 C CG Chr05_12087071_C_CGC_CG INDEL 12441.59 15 11 8 17 9 17 23 15 6 7 15 14 6 4 15 11 8 17 9 17 23 15 6 7 15 14 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17560-Pp3c5_17580Pp3c5_17560-Pp3c5_17580intergenic_regionPp3c5_17560-Pp3c5_17580NA NA n.12087071_12087072insGNA NA NA NA NA
Chr05 12087080 T A Chr05_12087080_T_AT_A SNP 12272.63 20 11 6 18 11 21 20 16 6 10 16 13 6 7 20 11 6 18 11 21 20 16 6 10 16 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17550Pp3c5_17550transcript PAC:32954389protein_codingNA c.-2396A>T NA NA NA NA 2396
Chr05 12087080 T A Chr05_12087080_T_AT_A SNP 12272.63 20 11 6 18 11 21 20 16 6 10 16 13 6 7 20 11 6 18 11 21 20 16 6 10 16 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17560Pp3c5_17560transcript PAC:32956034protein_codingNA c.-1031A>T NA NA NA NA 1031
Chr05 12087080 T A Chr05_12087080_T_AT_A SNP 12272.63 20 11 6 18 11 21 20 16 6 10 16 13 6 7 20 11 6 18 11 21 20 16 6 10 16 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17580Pp3c5_17580transcript PAC:32954323protein_codingNA c.-4777T>A NA NA NA NA 4777
Chr05 12087080 T A Chr05_12087080_T_AT_A SNP 12272.63 20 11 6 18 11 21 20 16 6 10 16 13 6 7 20 11 6 18 11 21 20 16 6 10 16 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_17581Pp3c5_17581transcript PAC:32955553protein_codingNA c.-4982T>A NA NA NA NA 4962
Chr05 12087080 T A Chr05_12087080_T_AT_A SNP 12272.63 20 11 6 18 11 21 20 16 6 10 16 13 6 7 20 11 6 18 11 21 20 16 6 10 16 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17560-Pp3c5_17580Pp3c5_17560-Pp3c5_17580intergenic_regionPp3c5_17560-Pp3c5_17580NA NA n.12087080T>ANA NA NA NA NA
Chr05 12203493 GC G Chr05_12203493_GC_GGC_G INDEL 18319.59 21 17 14 28 21 29 35 21 24 27 15 10 13 13 21 17 14 28 21 29 35 21 24 27 15 10 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17600-Pp3c5_17669Pp3c5_17600-Pp3c5_17669intergenic_regionPp3c5_17600-Pp3c5_17669NA NA n.12203494delCNA NA NA NA NA
Chr05 12331969 A AAT Chr05_12331969_A_AATA_AAT INDEL 1453.93 0 0 0 0 1 1 1 0 7 12 10 8 5 6 15 7 15 18 9 13 21 13 7 12 10 8 5 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_17880Pp3c5_17880transcript PAC:32955598protein_codingNA c.-4727_-4726insATNA NA NA NA 3620
Chr05 12331969 A AAT Chr05_12331969_A_AATA_AAT INDEL 1453.93 0 0 0 0 1 1 1 0 7 12 10 8 5 6 15 7 15 18 9 13 21 13 7 12 10 8 5 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_17890Pp3c5_17890transcript PAC:32955002protein_codingNA c.-1461_-1460insATNA NA NA NA 1461
Chr05 12331969 A AAT Chr05_12331969_A_AATA_AAT INDEL 1453.93 0 0 0 0 1 1 1 0 7 12 10 8 5 6 15 7 15 18 9 13 21 13 7 12 10 8 5 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_17880Pp3c5_17880transcript PAC:32955599protein_codingNA c.-4727_-4726insATNA NA NA NA 3586
Chr05 12331969 A AAT Chr05_12331969_A_AATA_AAT INDEL 1453.93 0 0 0 0 1 1 1 0 7 12 10 8 5 6 15 7 15 18 9 13 21 13 7 12 10 8 5 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_17890Pp3c5_17890transcript PAC:32955003protein_codingNA c.-1461_-1460insATNA NA NA NA 1265
Chr05 12331969 A AAT Chr05_12331969_A_AATA_AAT INDEL 1453.93 0 0 0 0 1 1 1 0 7 12 10 8 5 6 15 7 15 18 9 13 21 13 7 12 10 8 5 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_17890-Pp3c5_17950Pp3c5_17890-Pp3c5_17950intergenic_regionPp3c5_17890-Pp3c5_17950NA NA n.12331969_12331970insATNA NA NA NA NA
Chr05 12360457 A AT Chr05_12360457_A_ATA_AT INDEL 14107.59 24 12 15 17 17 28 34 17 16 19 18 14 10 7 24 12 15 17 17 28 34 17 16 19 18 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17890-Pp3c5_17950Pp3c5_17890-Pp3c5_17950intergenic_regionPp3c5_17890-Pp3c5_17950NA NA n.12360457_12360458insTNA NA NA NA NA
Chr05 12393622 C A Chr05_12393622_C_AC_A SNP 5684.29 0 0 0 20 19 24 29 20 0 1 0 0 0 0 15 18 9 20 19 24 29 20 26 27 12 14 9 21 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_17890-Pp3c5_17950Pp3c5_17890-Pp3c5_17950intergenic_regionPp3c5_17890-Pp3c5_17950NA NA n.12393622C>ANA NA NA NA NA
Chr05 12454322 C T Chr05_12454322_C_TC_T SNP 15133.63 24 12 11 23 22 23 27 19 11 20 7 10 10 6 24 12 11 23 22 23 27 19 11 20 7 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_17950-Pp3c5_18040Pp3c5_17950-Pp3c5_18040intergenic_regionPp3c5_17950-Pp3c5_18040NA NA n.12454322C>TNA NA NA NA NA
Chr05 12533979 TTAAAACTTAAACTAT Chr05_12533979_TTAAAACTTAAACTA_TTTAAAACTTAAACTA_TINDEL 35498.59 53 23 25 41 41 45 56 41 52 38 20 25 21 17 53 23 25 41 41 45 56 41 52 38 20 25 21 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_18060-Pp3c5_18220Pp3c5_18060-Pp3c5_18220intergenic_regionPp3c5_18060-Pp3c5_18220NA NA n.12533980_12533993delTAAAACTTAAACTANA NA NA NA NA
Chr05 12595332 C A Chr05_12595332_C_AC_A SNP 16715.63 34 21 10 18 10 17 32 19 21 30 9 10 12 8 34 21 10 18 10 17 32 20 21 30 9 10 12 8 1 1 1 1 1 1 1 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_18060-Pp3c5_18220Pp3c5_18060-Pp3c5_18220intergenic_regionPp3c5_18060-Pp3c5_18220NA NA n.12595332C>ANA NA NA NA NA
Chr05 12598568 A AAT Chr05_12598568_A_AATA_AAT INDEL 10927.59 23 10 14 25 27 23 30 17 18 16 10 7 8 6 23 10 14 26 27 24 30 17 18 16 10 7 8 6 1 1 1 0.962 1 0.958 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_18220Pp3c5_18220transcript PAC:32955861protein_codingNA c.-2001_-2000insATNA NA NA NA 2000
Chr05 12598568 A AAT Chr05_12598568_A_AATA_AAT INDEL 10927.59 23 10 14 25 27 23 30 17 18 16 10 7 8 6 23 10 14 26 27 24 30 17 18 16 10 7 8 6 1 1 1 0.962 1 0.958 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_18220Pp3c5_18220transcript PAC:32955862protein_codingNA c.-2001_-2000insATNA NA NA NA 2000
Chr05 12598568 A AAT Chr05_12598568_A_AATA_AAT INDEL 10927.59 23 10 14 25 27 23 30 17 18 16 10 7 8 6 23 10 14 26 27 24 30 17 18 16 10 7 8 6 1 1 1 0.962 1 0.958 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_18060-Pp3c5_18220Pp3c5_18060-Pp3c5_18220intergenic_regionPp3c5_18060-Pp3c5_18220NA NA n.12598568_12598569insATNA NA NA NA NA
Chr05 12630985 G GTAAGTAAAAGTCCATTTChr05_12630985_G_GTAAGTAAAAGTCCATTTG_GTAAGTAAAAGTCCATTTINDEL 43149.59 37 30 31 54 37 64 54 37 40 54 34 36 19 23 37 30 31 54 37 64 54 37 40 54 34 36 19 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_18220-Pp3c5_18300Pp3c5_18220-Pp3c5_18300intergenic_regionPp3c5_18220-Pp3c5_18300NA NA n.12630985_12630986insTAAGTAAAAGTCCATTTNA NA NA NA NA
Chr05 12631054 ATTTGCTATAATATA Chr05_12631054_ATTTGCTATAATAT_AATTTGCTATAATAT_AINDEL 26551.59 34 28 18 39 24 35 50 27 23 30 24 21 10 17 34 28 18 39 24 35 50 27 23 30 24 21 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_18220-Pp3c5_18300Pp3c5_18220-Pp3c5_18300intergenic_regionPp3c5_18220-Pp3c5_18300NA NA n.12631055_12631067delTTTGCTATAATATNA NA NA NA NA
Chr05 12827289 C A Chr05_12827289_C_AC_A SNP 22613.63 31 15 10 24 29 16 23 20 29 37 20 23 5 14 31 15 10 24 29 16 23 20 29 37 20 23 5 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_18490-Pp3c5_18540Pp3c5_18490-Pp3c5_18540intergenic_regionPp3c5_18490-Pp3c5_18540NA NA n.12827289C>ANA NA NA NA NA
Chr05 12827292 G GC Chr05_12827292_G_GCG_GC INDEL 23248.59 30 15 10 23 29 15 25 19 29 38 20 21 5 14 30 15 10 23 29 15 25 19 29 38 20 21 5 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_18490-Pp3c5_18540Pp3c5_18490-Pp3c5_18540intergenic_regionPp3c5_18490-Pp3c5_18540NA NA n.12827292_12827293insCNA NA NA NA NA
Chr05 12827294 A AT Chr05_12827294_A_ATA_AT INDEL 23286.59 31 15 9 22 29 16 25 18 29 39 19 19 6 15 31 15 9 22 29 16 25 18 29 39 19 19 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_18490-Pp3c5_18540Pp3c5_18490-Pp3c5_18540intergenic_regionPp3c5_18490-Pp3c5_18540NA NA n.12827294_12827295insTNA NA NA NA NA
Chr05 12827296 G T Chr05_12827296_G_TG_T SNP 22855.63 32 15 10 22 28 17 26 18 29 38 19 19 6 15 32 15 10 22 28 17 26 18 29 38 19 19 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_18490-Pp3c5_18540Pp3c5_18490-Pp3c5_18540intergenic_regionPp3c5_18490-Pp3c5_18540NA NA n.12827296G>TNA NA NA NA NA
Chr05 12844614 G A Chr05_12844614_G_AG_A SNP 3241.98 0 0 0 0 0 0 0 0 16 13 11 14 12 7 17 17 13 10 22 17 18 17 16 13 11 14 12 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_18490-Pp3c5_18540Pp3c5_18490-Pp3c5_18540intergenic_regionPp3c5_18490-Pp3c5_18540NA NA n.12844614G>ANA NA NA NA NA
Chr05 12983394 G A Chr05_12983394_G_AG_A SNP 4502.98 0 0 0 0 0 0 0 0 31 25 8 22 12 7 31 13 16 25 26 28 27 26 31 26 8 22 12 7 0 0 0 0 0 0 0 0 1 0.962 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_18670-Pp3c5_18719Pp3c5_18670-Pp3c5_18719intergenic_regionPp3c5_18670-Pp3c5_18719NA NA n.12983394G>ANA NA NA NA NA
Chr05 13130536 A T Chr05_13130536_A_TA_T SNP 21841.63 26 16 21 30 21 28 36 18 32 24 22 16 10 14 26 16 21 30 21 28 36 18 32 24 22 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_18880-Pp3c5_18920Pp3c5_18880-Pp3c5_18920intergenic_regionPp3c5_18880-Pp3c5_18920NA NA n.13130536A>TNA NA NA NA NA
Chr05 13286622 C T Chr05_13286622_C_TC_T SNP 5604.29 0 0 0 28 17 24 21 24 0 0 0 0 0 0 26 13 17 29 17 24 21 24 23 16 8 11 15 10 0 0 0 0.966 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_18920-Pp3c5_19050Pp3c5_18920-Pp3c5_19050intergenic_regionPp3c5_18920-Pp3c5_19050NA NA n.13286622C>TNA NA NA NA NA
Chr05 13321689 T C Chr05_13321689_T_CT_C SNP 16926.63 28 12 7 19 16 18 35 19 17 25 14 12 14 13 28 12 7 19 16 18 35 19 17 25 14 12 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_19050Pp3c5_19050transcript PAC:32955463protein_codingNA c.-1278T>C NA NA NA NA 993
Chr05 13321689 T C Chr05_13321689_T_CT_C SNP 16926.63 28 12 7 19 16 18 35 19 17 25 14 12 14 13 28 12 7 19 16 18 35 19 17 25 14 12 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_19050Pp3c5_19050transcript PAC:32955464protein_codingNA c.-1278T>C NA NA NA NA 869
Chr05 13321689 T C Chr05_13321689_T_CT_C SNP 16926.63 28 12 7 19 16 18 35 19 17 25 14 12 14 13 28 12 7 19 16 18 35 19 17 25 14 12 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_18920-Pp3c5_19050Pp3c5_18920-Pp3c5_19050intergenic_regionPp3c5_18920-Pp3c5_19050NA NA n.13321689T>CNA NA NA NA NA
Chr05 13435761 G A Chr05_13435761_G_AG_A SNP 2394.39 27 13 18 0 0 0 0 0 0 0 0 0 0 0 27 13 18 18 27 24 36 13 10 23 14 15 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c5_19100-Pp3c5_19200Pp3c5_19100-Pp3c5_19200intergenic_regionPp3c5_19100-Pp3c5_19200NA NA n.13435761G>ANA NA NA NA NA
Chr05 13480211 T G Chr05_13480211_T_GT_G SNP 20792.63 34 20 15 23 30 28 36 27 30 21 17 19 10 16 34 20 15 23 30 28 36 27 30 21 17 19 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_19100-Pp3c5_19200Pp3c5_19100-Pp3c5_19200intergenic_regionPp3c5_19100-Pp3c5_19200NA NA n.13480211T>GNA NA NA NA NA
Chr05 13600334 T TA Chr05_13600334_T_TAT_TA INDEL 8238.59 20 5 13 12 9 13 17 10 9 19 8 7 5 9 20 5 13 12 9 13 17 10 9 19 8 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_19320Pp3c5_19320transcript PAC:32953423protein_codingNA c.*5376_*5377insANA NA NA NA 4790
Chr05 13600334 T TA Chr05_13600334_T_TAT_TA INDEL 8238.59 20 5 13 12 9 13 17 10 9 19 8 7 5 9 20 5 13 12 9 13 17 10 9 19 8 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_19320Pp3c5_19320transcript PAC:32953427protein_codingNA c.*5376_*5377insANA NA NA NA 4802
Chr05 13600334 T TA Chr05_13600334_T_TAT_TA INDEL 8238.59 20 5 13 12 9 13 17 10 9 19 8 7 5 9 20 5 13 12 9 13 17 10 9 19 8 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_19320Pp3c5_19320transcript PAC:32953424protein_codingNA c.*5376_*5377insANA NA NA NA 4790
Chr05 13600334 T TA Chr05_13600334_T_TAT_TA INDEL 8238.59 20 5 13 12 9 13 17 10 9 19 8 7 5 9 20 5 13 12 9 13 17 10 9 19 8 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_19320Pp3c5_19320transcript PAC:32953426protein_codingNA c.*5376_*5377insANA NA NA NA 4790
Chr05 13600334 T TA Chr05_13600334_T_TAT_TA INDEL 8238.59 20 5 13 12 9 13 17 10 9 19 8 7 5 9 20 5 13 12 9 13 17 10 9 19 8 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_19320Pp3c5_19320transcript PAC:32953428protein_codingNA c.*5376_*5377insANA NA NA NA 4790
Chr05 13600334 T TA Chr05_13600334_T_TAT_TA INDEL 8238.59 20 5 13 12 9 13 17 10 9 19 8 7 5 9 20 5 13 12 9 13 17 10 9 19 8 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_19320Pp3c5_19320transcript PAC:32953425protein_codingNA c.*5376_*5377insANA NA NA NA 4790
Chr05 13600334 T TA Chr05_13600334_T_TAT_TA INDEL 8238.59 20 5 13 12 9 13 17 10 9 19 8 7 5 9 20 5 13 12 9 13 17 10 9 19 8 7 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_19320-Pp3c5_19350Pp3c5_19320-Pp3c5_19350intergenic_regionPp3c5_19320-Pp3c5_19350NA NA n.13600334_13600335insANA NA NA NA NA
Chr05 13738860 G A Chr05_13738860_G_AG_A SNP 14104.63 21 13 16 18 27 18 21 19 22 22 17 8 9 4 21 13 16 18 27 18 21 19 23 22 17 8 10 4 1 1 1 1 1 1 1 1 0.957 1 1 1 0.9 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_19550-Pp3c5_19580Pp3c5_19550-Pp3c5_19580intergenic_regionPp3c5_19550-Pp3c5_19580NA NA n.13738860G>ANA NA NA NA NA
Chr05 13776911 A AC Chr05_13776911_A_ACA_AC INDEL 17711.59 26 14 15 27 24 32 30 24 27 18 19 6 12 16 26 14 15 27 24 33 31 25 27 18 19 6 13 16 1 1 1 1 1 0.97 0.968 0.96 1 1 1 1 0.923 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_19580Pp3c5_19580transcript PAC:32952784protein_codingNA c.-2466_-2465insGNA NA NA NA 2466
Chr05 13776911 A AC Chr05_13776911_A_ACA_AC INDEL 17711.59 26 14 15 27 24 32 30 24 27 18 19 6 12 16 26 14 15 27 24 33 31 25 27 18 19 6 13 16 1 1 1 1 1 0.97 0.968 0.96 1 1 1 1 0.923 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_19580Pp3c5_19580transcript PAC:32952785protein_codingNA c.-2466_-2465insGNA NA NA NA 2035
Chr05 13776911 A AC Chr05_13776911_A_ACA_AC INDEL 17711.59 26 14 15 27 24 32 30 24 27 18 19 6 12 16 26 14 15 27 24 33 31 25 27 18 19 6 13 16 1 1 1 1 1 0.97 0.968 0.96 1 1 1 1 0.923 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_19590Pp3c5_19590transcript PAC:32952625protein_codingNA c.*376_*377insGNA NA NA NA 203
Chr05 13776911 A AC Chr05_13776911_A_ACA_AC INDEL 17711.59 26 14 15 27 24 32 30 24 27 18 19 6 12 16 26 14 15 27 24 33 31 25 27 18 19 6 13 16 1 1 1 1 1 0.97 0.968 0.96 1 1 1 1 0.923 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_19590Pp3c5_19590transcript PAC:32952626protein_codingNA c.*376_*377insGNA NA NA NA 192
Chr05 13776911 A AC Chr05_13776911_A_ACA_AC INDEL 17711.59 26 14 15 27 24 32 30 24 27 18 19 6 12 16 26 14 15 27 24 33 31 25 27 18 19 6 13 16 1 1 1 1 1 0.97 0.968 0.96 1 1 1 1 0.923 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_19590Pp3c5_19590transcript PAC:32952627protein_codingNA c.*376_*377insGNA NA NA NA 192
Chr05 13776911 A AC Chr05_13776911_A_ACA_AC INDEL 17711.59 26 14 15 27 24 32 30 24 27 18 19 6 12 16 26 14 15 27 24 33 31 25 27 18 19 6 13 16 1 1 1 1 1 0.97 0.968 0.96 1 1 1 1 0.923 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_19590Pp3c5_19590transcript PAC:32952628protein_codingNA c.*376_*377insGNA NA NA NA 212
Chr05 13776911 A AC Chr05_13776911_A_ACA_AC INDEL 17711.59 26 14 15 27 24 32 30 24 27 18 19 6 12 16 26 14 15 27 24 33 31 25 27 18 19 6 13 16 1 1 1 1 1 0.97 0.968 0.96 1 1 1 1 0.923 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_19580-Pp3c5_19590Pp3c5_19580-Pp3c5_19590intergenic_regionPp3c5_19580-Pp3c5_19590NA NA n.13776911_13776912insCNA NA NA NA NA
Chr05 13820523 C T Chr05_13820523_C_TC_T SNP 22142.63 38 22 20 22 25 38 38 21 32 26 13 19 13 12 38 22 20 22 25 38 38 21 32 26 13 19 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_19640Pp3c5_19640transcript PAC:32955195protein_coding sept-13 c.2806-104C>TNA NA NA NA NA
Chr05 13820523 C T Chr05_13820523_C_TC_T SNP 22142.63 38 22 20 22 25 38 38 21 32 26 13 19 13 12 38 22 20 22 25 38 38 21 32 26 13 19 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_19640Pp3c5_19640transcript PAC:32955197protein_coding sept-14 c.2965-104C>TNA NA NA NA NA
Chr05 13820523 C T Chr05_13820523_C_TC_T SNP 22142.63 38 22 20 22 25 38 38 21 32 26 13 19 13 12 38 22 20 22 25 38 38 21 32 26 13 19 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_19640Pp3c5_19640transcript PAC:32955198protein_coding sept-14 c.2965-104C>TNA NA NA NA NA
Chr05 13820523 C T Chr05_13820523_C_TC_T SNP 22142.63 38 22 20 22 25 38 38 21 32 26 13 19 13 12 38 22 20 22 25 38 38 21 32 26 13 19 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_19640Pp3c5_19640transcript PAC:32955196protein_coding sept-14 c.2965-104C>TNA NA NA NA NA
Chr05 13878004 T G Chr05_13878004_T_GT_G SNP 18535.63 33 19 16 23 22 21 20 13 20 28 14 10 9 9 33 19 16 23 22 21 20 13 20 28 14 10 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_19721-Pp3c5_19750Pp3c5_19721-Pp3c5_19750intergenic_regionPp3c5_19721-Pp3c5_19750NA NA n.13878004T>GNA NA NA NA NA
Chr05 14091713 C A Chr05_14091713_C_AC_A SNP 22100.63 30 15 15 27 21 30 34 31 29 31 26 9 5 12 30 15 15 27 21 30 34 31 29 31 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_20080Pp3c5_20080transcript PAC:32956079protein_codingNA c.-4942C>A NA NA NA NA 3962
Chr05 14091713 C A Chr05_14091713_C_AC_A SNP 22100.63 30 15 15 27 21 30 34 31 29 31 26 9 5 12 30 15 15 27 21 30 34 31 29 31 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_20080Pp3c5_20080transcript PAC:32956080protein_codingNA c.-4942C>A NA NA NA NA 3529
Chr05 14091713 C A Chr05_14091713_C_AC_A SNP 22100.63 30 15 15 27 21 30 34 31 29 31 26 9 5 12 30 15 15 27 21 30 34 31 29 31 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_20080Pp3c5_20080transcript PAC:32956081protein_codingNA c.-4942C>A NA NA NA NA 4309
Chr05 14091713 C A Chr05_14091713_C_AC_A SNP 22100.63 30 15 15 27 21 30 34 31 29 31 26 9 5 12 30 15 15 27 21 30 34 31 29 31 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_20080Pp3c5_20080transcript PAC:32956082protein_codingNA c.-4942C>A NA NA NA NA 4309
Chr05 14091713 C A Chr05_14091713_C_AC_A SNP 22100.63 30 15 15 27 21 30 34 31 29 31 26 9 5 12 30 15 15 27 21 30 34 31 29 31 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_20030Pp3c5_20030transcript PAC:32952986protein_codingNA c.*3805C>A NA NA NA NA 3533
Chr05 14091713 C A Chr05_14091713_C_AC_A SNP 22100.63 30 15 15 27 21 30 34 31 29 31 26 9 5 12 30 15 15 27 21 30 34 31 29 31 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_20035Pp3c5_20035transcript PAC:32954616protein_codingNA c.*3805C>A NA NA NA NA 3615
Chr05 14091713 C A Chr05_14091713_C_AC_A SNP 22100.63 30 15 15 27 21 30 34 31 29 31 26 9 5 12 30 15 15 27 21 30 34 31 29 31 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20030-Pp3c5_20080Pp3c5_20030-Pp3c5_20080intergenic_regionPp3c5_20030-Pp3c5_20080NA NA n.14091713C>ANA NA NA NA NA
Chr05 14091714 T G Chr05_14091714_T_GT_G SNP 22100.63 30 15 15 26 21 30 34 31 29 30 26 9 5 12 30 15 15 26 21 30 34 31 29 30 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_20080Pp3c5_20080transcript PAC:32956079protein_codingNA c.-4941T>G NA NA NA NA 3961
Chr05 14091714 T G Chr05_14091714_T_GT_G SNP 22100.63 30 15 15 26 21 30 34 31 29 30 26 9 5 12 30 15 15 26 21 30 34 31 29 30 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_20080Pp3c5_20080transcript PAC:32956080protein_codingNA c.-4941T>G NA NA NA NA 3528
Chr05 14091714 T G Chr05_14091714_T_GT_G SNP 22100.63 30 15 15 26 21 30 34 31 29 30 26 9 5 12 30 15 15 26 21 30 34 31 29 30 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_20080Pp3c5_20080transcript PAC:32956081protein_codingNA c.-4941T>G NA NA NA NA 4308
Chr05 14091714 T G Chr05_14091714_T_GT_G SNP 22100.63 30 15 15 26 21 30 34 31 29 30 26 9 5 12 30 15 15 26 21 30 34 31 29 30 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_20080Pp3c5_20080transcript PAC:32956082protein_codingNA c.-4941T>G NA NA NA NA 4308
Chr05 14091714 T G Chr05_14091714_T_GT_G SNP 22100.63 30 15 15 26 21 30 34 31 29 30 26 9 5 12 30 15 15 26 21 30 34 31 29 30 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_20030Pp3c5_20030transcript PAC:32952986protein_codingNA c.*3806T>G NA NA NA NA 3534
Chr05 14091714 T G Chr05_14091714_T_GT_G SNP 22100.63 30 15 15 26 21 30 34 31 29 30 26 9 5 12 30 15 15 26 21 30 34 31 29 30 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_20035Pp3c5_20035transcript PAC:32954616protein_codingNA c.*3806T>G NA NA NA NA 3616
Chr05 14091714 T G Chr05_14091714_T_GT_G SNP 22100.63 30 15 15 26 21 30 34 31 29 30 26 9 5 12 30 15 15 26 21 30 34 31 29 30 26 9 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20030-Pp3c5_20080Pp3c5_20030-Pp3c5_20080intergenic_regionPp3c5_20030-Pp3c5_20080NA NA n.14091714T>GNA NA NA NA NA
Chr05 14284433 A AT Chr05_14284433_A_ATA_AT INDEL 21696.59 26 15 14 23 23 22 36 22 25 21 13 22 9 13 26 15 14 23 23 22 36 22 25 21 13 22 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20400-Pp3c5_20410Pp3c5_20400-Pp3c5_20410intergenic_regionPp3c5_20400-Pp3c5_20410NA NA n.14284433_14284434insTNA NA NA NA NA
Chr05 14284447 C T Chr05_14284447_C_TC_T SNP 21667.63 24 14 13 22 20 22 31 22 29 23 12 26 8 13 24 14 13 22 20 22 31 22 29 23 12 26 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20400-Pp3c5_20410Pp3c5_20400-Pp3c5_20410intergenic_regionPp3c5_20400-Pp3c5_20410NA NA n.14284447C>TNA NA NA NA NA
Chr05 14459472 A AAT Chr05_14459472_A_AATA_AAT INDEL 2848.24 0 0 0 15 10 16 21 18 0 0 0 0 0 0 24 9 10 15 11 17 23 20 18 13 11 7 10 6 0 0 0 1 0.909 0.941 0.913 0.9 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_20606-Pp3c5_20650Pp3c5_20606-Pp3c5_20650intergenic_regionPp3c5_20606-Pp3c5_20650NA NA n.14459472_14459473insATNA NA NA NA NA
Chr05 14460096 A AG Chr05_14460096_A_AGA_AG INDEL 17893.59 41 11 12 32 11 14 19 18 18 23 9 16 11 9 41 11 12 32 11 14 19 18 18 23 9 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20606-Pp3c5_20650Pp3c5_20606-Pp3c5_20650intergenic_regionPp3c5_20606-Pp3c5_20650NA NA n.14460096_14460097insGNA NA NA NA NA
Chr05 14460099 T A Chr05_14460099_T_AT_A SNP 17834.63 41 10 12 33 11 12 19 18 17 24 8 17 10 9 41 10 12 33 11 12 19 18 17 24 8 17 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20606-Pp3c5_20650Pp3c5_20606-Pp3c5_20650intergenic_regionPp3c5_20606-Pp3c5_20650NA NA n.14460099T>ANA NA NA NA NA
Chr05 14547163 AG A Chr05_14547163_AG_AAG_A INDEL 21727.59 24 18 16 29 21 21 30 18 28 25 19 21 12 7 24 18 16 29 21 21 30 18 28 25 19 21 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20780-Pp3c5_20790Pp3c5_20780-Pp3c5_20790intergenic_regionPp3c5_20780-Pp3c5_20790NA NA n.14547164delGNA NA NA NA NA
Chr05 14547171 TG T Chr05_14547171_TG_TTG_T INDEL 21932.59 24 19 16 30 22 22 31 21 26 27 18 19 12 7 24 19 16 30 22 22 31 21 26 27 18 19 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20780-Pp3c5_20790Pp3c5_20780-Pp3c5_20790intergenic_regionPp3c5_20780-Pp3c5_20790NA NA n.14547172delGNA NA NA NA NA
Chr05 14620589 AT A Chr05_14620589_AT_AAT_A INDEL 18941.59 29 20 15 28 29 31 25 24 30 21 20 21 11 12 29 20 15 28 29 31 25 24 30 21 20 21 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_20840Pp3c5_20840transcript PAC:32955754protein_codingNA c.*2421delT NA NA NA NA 1694
Chr05 14620589 AT A Chr05_14620589_AT_AAT_A INDEL 18941.59 29 20 15 28 29 31 25 24 30 21 20 21 11 12 29 20 15 28 29 31 25 24 30 21 20 21 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_20840Pp3c5_20840transcript PAC:32955755protein_codingNA c.*2421delT NA NA NA NA 2002
Chr05 14620589 AT A Chr05_14620589_AT_AAT_A INDEL 18941.59 29 20 15 28 29 31 25 24 30 21 20 21 11 12 29 20 15 28 29 31 25 24 30 21 20 21 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20840-Pp3c5_20850Pp3c5_20840-Pp3c5_20850intergenic_regionPp3c5_20840-Pp3c5_20850NA NA n.14620590delTNA NA NA NA NA
Chr05 14681924 C A Chr05_14681924_C_AC_A SNP 20405.63 30 14 19 25 10 25 24 32 33 24 17 21 8 11 30 14 19 25 10 25 24 32 33 24 17 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20930-Pp3c5_20940Pp3c5_20930-Pp3c5_20940intergenic_regionPp3c5_20930-Pp3c5_20940NA NA n.14681924C>ANA NA NA NA NA
Chr05 14681937 C A Chr05_14681937_C_AC_A SNP 20679.63 32 13 17 26 12 27 23 29 30 27 15 22 9 12 32 13 17 26 12 27 23 29 30 27 15 22 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20930-Pp3c5_20940Pp3c5_20930-Pp3c5_20940intergenic_regionPp3c5_20930-Pp3c5_20940NA NA n.14681937C>ANA NA NA NA NA
Chr05 14681958 G GT Chr05_14681958_G_GTG_GT INDEL 20906.59 33 14 16 26 14 26 21 30 34 25 15 25 10 14 33 14 16 26 14 26 21 30 34 25 15 25 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20930-Pp3c5_20940Pp3c5_20930-Pp3c5_20940intergenic_regionPp3c5_20930-Pp3c5_20940NA NA n.14681958_14681959insTNA NA NA NA NA
Chr05 14681981 C A Chr05_14681981_C_AC_A SNP 19917.63 31 16 15 23 17 25 23 31 26 27 17 22 9 14 31 16 15 23 17 25 23 31 26 27 17 22 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20930-Pp3c5_20940Pp3c5_20930-Pp3c5_20940intergenic_regionPp3c5_20930-Pp3c5_20940NA NA n.14681981C>ANA NA NA NA NA
Chr05 14721203 A AT Chr05_14721203_A_ATA_AT INDEL 17909.59 26 15 14 29 21 26 36 31 20 25 21 20 12 16 26 15 14 29 21 26 36 31 20 25 21 20 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 0.941 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20980-Pp3c5_21030Pp3c5_20980-Pp3c5_21030intergenic_regionPp3c5_20980-Pp3c5_21030NA NA n.14721203_14721204insTNA NA NA NA NA
Chr05 14740159 TG T Chr05_14740159_TG_TTG_T INDEL 18552.59 34 14 16 36 26 31 32 18 23 27 18 24 15 15 34 14 16 36 26 31 32 18 23 27 18 24 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_21030Pp3c5_21030transcript PAC:32954601protein_codingNA c.-2446delG NA NA NA NA 2446
Chr05 14740159 TG T Chr05_14740159_TG_TTG_T INDEL 18552.59 34 14 16 36 26 31 32 18 23 27 18 24 15 15 34 14 16 36 26 31 32 18 23 27 18 24 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_21030Pp3c5_21030transcript PAC:32954602protein_codingNA c.-2446delG NA NA NA NA 2136
Chr05 14740159 TG T Chr05_14740159_TG_TTG_T INDEL 18552.59 34 14 16 36 26 31 32 18 23 27 18 24 15 15 34 14 16 36 26 31 32 18 23 27 18 24 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_20980-Pp3c5_21030Pp3c5_20980-Pp3c5_21030intergenic_regionPp3c5_20980-Pp3c5_21030NA NA n.14740160delGNA NA NA NA NA
Chr05 15018309 A G Chr05_15018309_A_GA_G SNP 16315.63 24 11 11 20 19 28 29 13 12 18 15 27 10 4 24 11 11 20 19 28 29 13 12 18 15 27 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_21420-Pp3c5_21480Pp3c5_21420-Pp3c5_21480intergenic_regionPp3c5_21420-Pp3c5_21480NA NA n.15018309A>GNA NA NA NA NA
Chr05 15018618 A C Chr05_15018618_A_CA_C SNP 15355.63 22 8 20 17 15 23 27 18 17 17 10 11 9 7 22 8 20 17 15 23 27 18 17 17 10 11 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_21420-Pp3c5_21480Pp3c5_21420-Pp3c5_21480intergenic_regionPp3c5_21420-Pp3c5_21480NA NA n.15018618A>CNA NA NA NA NA
Chr05 15018619 A T Chr05_15018619_A_TA_T SNP 15805.63 22 8 20 17 15 23 28 17 17 17 10 11 10 7 22 8 20 17 15 23 28 17 17 17 10 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_21420-Pp3c5_21480Pp3c5_21420-Pp3c5_21480intergenic_regionPp3c5_21420-Pp3c5_21480NA NA n.15018619A>TNA NA NA NA NA
Chr05 15018620 T TCC Chr05_15018620_T_TCCT_TCC INDEL 15841.59 22 8 20 17 15 23 28 17 17 17 10 11 10 7 22 8 20 17 15 23 28 17 17 17 10 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_21420-Pp3c5_21480Pp3c5_21420-Pp3c5_21480intergenic_regionPp3c5_21420-Pp3c5_21480NA NA n.15018620_15018621insCCNA NA NA NA NA
Chr05 15018621 G T Chr05_15018621_G_TG_T SNP 15844.63 22 9 20 17 15 26 27 16 18 17 9 11 10 7 22 9 20 17 15 26 27 16 18 17 9 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_21420-Pp3c5_21480Pp3c5_21420-Pp3c5_21480intergenic_regionPp3c5_21420-Pp3c5_21480NA NA n.15018621G>TNA NA NA NA NA
Chr05 15018623 G C Chr05_15018623_G_CG_C SNP 15712.63 22 9 20 17 15 26 27 16 18 18 9 11 10 7 22 9 20 17 15 26 27 16 18 18 9 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_21420-Pp3c5_21480Pp3c5_21420-Pp3c5_21480intergenic_regionPp3c5_21420-Pp3c5_21480NA NA n.15018623G>CNA NA NA NA NA
Chr05 15018625 TGGAAAG T Chr05_15018625_TGGAAAG_TTGGAAAG_T INDEL 15658.59 23 9 19 17 16 26 26 16 18 17 9 10 9 7 23 9 19 17 16 26 26 16 18 17 9 10 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_21420-Pp3c5_21480Pp3c5_21420-Pp3c5_21480intergenic_regionPp3c5_21420-Pp3c5_21480NA NA n.15018626_15018631delGGAAAGNA NA NA NA NA
Chr05 15020210 C A Chr05_15020210_C_AC_A SNP 17599.63 31 17 16 21 20 16 27 22 16 31 12 10 7 12 31 17 16 21 20 16 27 22 16 31 12 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_21420-Pp3c5_21480Pp3c5_21420-Pp3c5_21480intergenic_regionPp3c5_21420-Pp3c5_21480NA NA n.15020210C>ANA NA NA NA NA
Chr05 15020243 AC A Chr05_15020243_AC_AAC_A INDEL 16090.59 29 13 16 18 15 12 25 19 17 23 9 10 5 8 29 13 16 18 15 12 25 19 17 23 9 10 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_21420-Pp3c5_21480Pp3c5_21420-Pp3c5_21480intergenic_regionPp3c5_21420-Pp3c5_21480NA NA n.15020244delCNA NA NA NA NA
Chr05 15020276 T A Chr05_15020276_T_AT_A SNP 13292.63 20 13 15 14 9 10 24 15 13 21 10 7 4 7 20 13 15 14 9 10 24 15 13 21 10 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_21420-Pp3c5_21480Pp3c5_21420-Pp3c5_21480intergenic_regionPp3c5_21420-Pp3c5_21480NA NA n.15020276T>ANA NA NA NA NA
Chr05 15048587 A AAT Chr05_15048587_A_AATA_AAT INDEL 280.37 2 0 0 1 12 1 1 0 0 0 0 0 1 0 24 7 9 19 13 23 19 15 7 17 7 9 6 6 0.083 0 0 0 0.923 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c5_21480Pp3c5_21480transcript PAC:32952961protein_codingNA c.-4271_-4270insATNA NA NA NA 3721
Chr05 15048587 A AAT Chr05_15048587_A_AATA_AAT INDEL 280.37 2 0 0 1 12 1 1 0 0 0 0 0 1 0 24 7 9 19 13 23 19 15 7 17 7 9 6 6 0.083 0 0 0 0.923 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c5_21490Pp3c5_21490transcript PAC:32954475protein_codingNA c.-2393_-2392insATNA NA NA NA 2169
Chr05 15048587 A AAT Chr05_15048587_A_AATA_AAT INDEL 280.37 2 0 0 1 12 1 1 0 0 0 0 0 1 0 24 7 9 19 13 23 19 15 7 17 7 9 6 6 0.083 0 0 0 0.923 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c5_21480Pp3c5_21480transcript PAC:32952962protein_codingNA c.-4271_-4270insATNA NA NA NA 3617
Chr05 15048587 A AAT Chr05_15048587_A_AATA_AAT INDEL 280.37 2 0 0 1 12 1 1 0 0 0 0 0 1 0 24 7 9 19 13 23 19 15 7 17 7 9 6 6 0.083 0 0 0 0.923 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c5_21490Pp3c5_21490transcript PAC:32954476protein_codingNA c.-2393_-2392insATNA NA NA NA 2169
Chr05 15048587 A AAT Chr05_15048587_A_AATA_AAT INDEL 280.37 2 0 0 1 12 1 1 0 0 0 0 0 1 0 24 7 9 19 13 23 19 15 7 17 7 9 6 6 0.083 0 0 0 0.923 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c5_21490Pp3c5_21490transcript PAC:32954477protein_codingNA c.-2393_-2392insATNA NA NA NA 2181
Chr05 15048587 A AAT Chr05_15048587_A_AATA_AAT INDEL 280.37 2 0 0 1 12 1 1 0 0 0 0 0 1 0 24 7 9 19 13 23 19 15 7 17 7 9 6 6 0.083 0 0 0 0.923 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c5_21480-Pp3c5_21490Pp3c5_21480-Pp3c5_21490intergenic_regionPp3c5_21480-Pp3c5_21490NA NA n.15048587_15048588insATNA NA NA NA NA
Chr05 15077859 A AT Chr05_15077859_A_ATA_AT INDEL 17342.59 29 16 19 26 23 28 24 23 16 16 28 18 7 6 29 16 19 26 23 28 24 23 16 16 28 18 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_21520-Pp3c5_21580Pp3c5_21520-Pp3c5_21580intergenic_regionPp3c5_21520-Pp3c5_21580NA NA n.15077859_15077860insTNA NA NA NA NA
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21897Pp3c5_21897transcript PAC:32955520protein_codingNA c.*2194_*2195insATNA NA NA NA 1547
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21890Pp3c5_21890transcript PAC:32953620protein_codingNA c.*2194_*2195insATNA NA NA NA 1530
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21920Pp3c5_21920transcript PAC:32953824protein_codingNA c.*2117_*2118insATNA NA NA NA 1646
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21897Pp3c5_21897transcript PAC:32955523protein_codingNA c.*2194_*2195insATNA NA NA NA 1277
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21897Pp3c5_21897transcript PAC:32955521protein_codingNA c.*2194_*2195insATNA NA NA NA 1547
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21897Pp3c5_21897transcript PAC:32955524protein_codingNA c.*2194_*2195insATNA NA NA NA 1547
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21897Pp3c5_21897transcript PAC:32955525protein_codingNA c.*3530_*3531insATNA NA NA NA 1547
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21897Pp3c5_21897transcript PAC:32955526protein_codingNA c.*3361_*3362insATNA NA NA NA 1547
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21897Pp3c5_21897transcript PAC:32955527protein_codingNA c.*3361_*3362insATNA NA NA NA 1547
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21897Pp3c5_21897transcript PAC:32955528protein_codingNA c.*3361_*3362insATNA NA NA NA 1547
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21897Pp3c5_21897transcript PAC:32955522protein_codingNA c.*2194_*2195insATNA NA NA NA 1277
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c5_21920Pp3c5_21920transcript PAC:32953825protein_codingNA c.*2117_*2118insATNA NA NA NA 1599
Chr05 15241968 A AAT Chr05_15241968_A_AATA_AAT INDEL 175.37 0 0 0 0 0 0 0 0 0 0 0 0 0 7 29 19 16 17 15 20 20 14 24 20 10 6 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c5_21897-Pp3c5_21920Pp3c5_21897-Pp3c5_21920intergenic_regionPp3c5_21897-Pp3c5_21920NA NA n.15241968_15241969insATNA NA NA NA NA
Chr05 15289088 C CTA Chr05_15289088_C_CTAC_CTA INDEL 3350.24 0 1 0 18 14 20 31 24 1 0 0 1 0 0 13 9 8 18 14 20 31 24 14 10 11 14 4 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_21930-Pp3c5_22006Pp3c5_21930-Pp3c5_22006intergenic_regionPp3c5_21930-Pp3c5_22006NA NA n.15289088_15289089insTANA NA NA NA NA
Chr05 15345547 G A Chr05_15345547_G_AG_A SNP 4265.98 0 0 0 0 0 0 0 0 20 25 12 20 8 12 24 11 11 18 22 22 36 10 20 25 12 20 8 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_22030-Pp3c5_22050Pp3c5_22030-Pp3c5_22050intergenic_regionPp3c5_22030-Pp3c5_22050NA NA n.15345547G>ANA NA NA NA NA
Chr05 15426413 A T Chr05_15426413_A_TA_T SNP 22326.63 37 12 19 30 15 42 39 22 20 33 14 16 18 13 37 12 19 30 15 42 39 22 20 33 14 16 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_22230Pp3c5_22230transcript PAC:32953769protein_codingNA c.-5219A>T NA NA NA NA 4841
Chr05 15426413 A T Chr05_15426413_A_TA_T SNP 22326.63 37 12 19 30 15 42 39 22 20 33 14 16 18 13 37 12 19 30 15 42 39 22 20 33 14 16 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_22230Pp3c5_22230transcript PAC:32953770protein_codingNA c.-5219A>T NA NA NA NA 4730
Chr05 15426413 A T Chr05_15426413_A_TA_T SNP 22326.63 37 12 19 30 15 42 39 22 20 33 14 16 18 13 37 12 19 30 15 42 39 22 20 33 14 16 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_22230Pp3c5_22230transcript PAC:32953771protein_codingNA c.-5219A>T NA NA NA NA 4730
Chr05 15426413 A T Chr05_15426413_A_TA_T SNP 22326.63 37 12 19 30 15 42 39 22 20 33 14 16 18 13 37 12 19 30 15 42 39 22 20 33 14 16 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22190-Pp3c5_22230Pp3c5_22190-Pp3c5_22230intergenic_regionPp3c5_22190-Pp3c5_22230NA NA n.15426413A>TNA NA NA NA NA
Chr05 15426414 G A Chr05_15426414_G_AG_A SNP 22326.63 36 12 18 30 16 42 39 23 20 32 14 16 18 14 36 12 18 30 16 42 39 23 20 32 14 16 18 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_22230Pp3c5_22230transcript PAC:32953769protein_codingNA c.-5218G>A NA NA NA NA 4840
Chr05 15426414 G A Chr05_15426414_G_AG_A SNP 22326.63 36 12 18 30 16 42 39 23 20 32 14 16 18 14 36 12 18 30 16 42 39 23 20 32 14 16 18 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_22230Pp3c5_22230transcript PAC:32953770protein_codingNA c.-5218G>A NA NA NA NA 4729
Chr05 15426414 G A Chr05_15426414_G_AG_A SNP 22326.63 36 12 18 30 16 42 39 23 20 32 14 16 18 14 36 12 18 30 16 42 39 23 20 32 14 16 18 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_22230Pp3c5_22230transcript PAC:32953771protein_codingNA c.-5218G>A NA NA NA NA 4729
Chr05 15426414 G A Chr05_15426414_G_AG_A SNP 22326.63 36 12 18 30 16 42 39 23 20 32 14 16 18 14 36 12 18 30 16 42 39 23 20 32 14 16 18 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22190-Pp3c5_22230Pp3c5_22190-Pp3c5_22230intergenic_regionPp3c5_22190-Pp3c5_22230NA NA n.15426414G>ANA NA NA NA NA
Chr05 15511095 A T Chr05_15511095_A_TA_T SNP 18601.63 31 20 13 39 18 27 23 25 20 23 18 15 8 9 31 20 13 39 18 27 23 25 20 23 18 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22340-Pp3c5_22400Pp3c5_22340-Pp3c5_22400intergenic_regionPp3c5_22340-Pp3c5_22400NA NA n.15511095A>TNA NA NA NA NA
Chr05 15522144 A T Chr05_15522144_A_TA_T SNP 3876.98 0 0 0 0 0 0 0 0 21 20 14 14 13 6 26 14 15 29 20 39 32 36 21 20 14 14 13 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_22340-Pp3c5_22400Pp3c5_22340-Pp3c5_22400intergenic_regionPp3c5_22340-Pp3c5_22400NA NA n.15522144A>TNA NA NA NA NA
Chr05 15681081 A G Chr05_15681081_A_GA_G SNP 16685.63 29 8 17 21 17 21 22 27 26 18 5 13 18 6 29 8 17 21 17 21 22 27 26 18 5 13 18 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22560-Pp3c5_22590Pp3c5_22560-Pp3c5_22590intergenic_regionPp3c5_22560-Pp3c5_22590NA NA n.15681081A>GNA NA NA NA NA
Chr05 15721885 A AT Chr05_15721885_A_ATA_AT INDEL 10222.59 23 7 9 13 13 15 14 19 14 31 16 11 7 8 23 7 9 13 13 15 14 19 14 31 16 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22560-Pp3c5_22590Pp3c5_22560-Pp3c5_22590intergenic_regionPp3c5_22560-Pp3c5_22590NA NA n.15721885_15721886insTNA NA NA NA NA
Chr05 15721918 CA C Chr05_15721918_CA_CCA_C INDEL 7790.59 17 8 5 13 15 11 15 12 9 19 12 9 4 6 17 8 5 13 15 11 15 12 9 19 12 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22560-Pp3c5_22590Pp3c5_22560-Pp3c5_22590intergenic_regionPp3c5_22560-Pp3c5_22590NA NA n.15721919delANA NA NA NA NA
Chr05 15721963 GC G Chr05_15721963_GC_GGC_G INDEL 12409.59 21 7 13 21 14 10 14 14 12 25 6 13 5 6 21 7 13 21 14 10 14 14 12 25 6 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22560-Pp3c5_22590Pp3c5_22560-Pp3c5_22590intergenic_regionPp3c5_22560-Pp3c5_22590NA NA n.15721964delCNA NA NA NA NA
Chr05 15721965 TTA T Chr05_15721965_TTA_TTTA_T INDEL 12409.59 21 7 13 21 14 10 14 14 12 26 6 13 5 6 21 7 13 21 14 10 14 14 12 26 6 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22560-Pp3c5_22590Pp3c5_22560-Pp3c5_22590intergenic_regionPp3c5_22560-Pp3c5_22590NA NA n.15721966_15721967delTANA NA NA NA NA
Chr05 15722029 C A Chr05_15722029_C_AC_A SNP 18512.63 31 10 20 31 20 14 24 20 19 31 12 24 13 11 31 10 20 31 20 14 24 20 19 31 12 24 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22560-Pp3c5_22590Pp3c5_22560-Pp3c5_22590intergenic_regionPp3c5_22560-Pp3c5_22590NA NA n.15722029C>ANA NA NA NA NA
Chr05 15722050 G GA Chr05_15722050_G_GAG_GA INDEL 19375.59 33 11 22 31 18 15 24 24 23 30 15 24 14 11 33 11 22 31 18 15 24 24 23 30 15 24 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22560-Pp3c5_22590Pp3c5_22560-Pp3c5_22590intergenic_regionPp3c5_22560-Pp3c5_22590NA NA n.15722050_15722051insANA NA NA NA NA
Chr05 15748980 G GA Chr05_15748980_G_GAG_GA INDEL 16453.59 38 11 12 28 14 30 28 23 25 16 23 20 21 10 38 11 12 28 14 30 28 23 25 16 23 20 21 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22590-Pp3c5_22610Pp3c5_22590-Pp3c5_22610intergenic_regionPp3c5_22590-Pp3c5_22610NA NA n.15748980_15748981insANA NA NA NA NA
Chr05 15767590 A T Chr05_15767590_A_TA_T SNP 20410.63 33 19 13 22 24 17 34 18 24 31 23 16 12 16 33 19 13 22 24 17 34 18 24 31 23 16 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_22610Pp3c5_22610transcript PAC:32954965protein_codingNA c.*2066A>T NA NA NA NA 1634
Chr05 15767590 A T Chr05_15767590_A_TA_T SNP 20410.63 33 19 13 22 24 17 34 18 24 31 23 16 12 16 33 19 13 22 24 17 34 18 24 31 23 16 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_22610Pp3c5_22610transcript PAC:32954966protein_codingNA c.*2066A>T NA NA NA NA 1577
Chr05 15767590 A T Chr05_15767590_A_TA_T SNP 20410.63 33 19 13 22 24 17 34 18 24 31 23 16 12 16 33 19 13 22 24 17 34 18 24 31 23 16 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_22610Pp3c5_22610transcript PAC:32954967protein_codingNA c.*2066A>T NA NA NA NA 1577
Chr05 15767590 A T Chr05_15767590_A_TA_T SNP 20410.63 33 19 13 22 24 17 34 18 24 31 23 16 12 16 33 19 13 22 24 17 34 18 24 31 23 16 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_22610Pp3c5_22610transcript PAC:32954968protein_codingNA c.*2066A>T NA NA NA NA 1577
Chr05 15767590 A T Chr05_15767590_A_TA_T SNP 20410.63 33 19 13 22 24 17 34 18 24 31 23 16 12 16 33 19 13 22 24 17 34 18 24 31 23 16 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22610-Pp3c5_22720Pp3c5_22610-Pp3c5_22720intergenic_regionPp3c5_22610-Pp3c5_22720NA NA n.15767590A>TNA NA NA NA NA
Chr05 15767642 G T Chr05_15767642_G_TG_T SNP 20224.63 31 21 17 21 26 18 32 19 26 29 22 17 14 19 31 21 17 21 26 18 32 19 26 29 22 17 14 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_22610Pp3c5_22610transcript PAC:32954965protein_codingNA c.*2118G>T NA NA NA NA 1686
Chr05 15767642 G T Chr05_15767642_G_TG_T SNP 20224.63 31 21 17 21 26 18 32 19 26 29 22 17 14 19 31 21 17 21 26 18 32 19 26 29 22 17 14 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_22610Pp3c5_22610transcript PAC:32954966protein_codingNA c.*2118G>T NA NA NA NA 1629
Chr05 15767642 G T Chr05_15767642_G_TG_T SNP 20224.63 31 21 17 21 26 18 32 19 26 29 22 17 14 19 31 21 17 21 26 18 32 19 26 29 22 17 14 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_22610Pp3c5_22610transcript PAC:32954967protein_codingNA c.*2118G>T NA NA NA NA 1629
Chr05 15767642 G T Chr05_15767642_G_TG_T SNP 20224.63 31 21 17 21 26 18 32 19 26 29 22 17 14 19 31 21 17 21 26 18 32 19 26 29 22 17 14 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_22610Pp3c5_22610transcript PAC:32954968protein_codingNA c.*2118G>T NA NA NA NA 1629
Chr05 15767642 G T Chr05_15767642_G_TG_T SNP 20224.63 31 21 17 21 26 18 32 19 26 29 22 17 14 19 31 21 17 21 26 18 32 19 26 29 22 17 14 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22610-Pp3c5_22720Pp3c5_22610-Pp3c5_22720intergenic_regionPp3c5_22610-Pp3c5_22720NA NA n.15767642G>TNA NA NA NA NA
Chr05 15771417 A AAT Chr05_15771417_A_AATA_AAT INDEL 1507.24 0 0 0 8 10 9 14 13 1 0 1 0 0 1 11 9 4 8 10 9 14 13 7 13 6 11 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_22610-Pp3c5_22720Pp3c5_22610-Pp3c5_22720intergenic_regionPp3c5_22610-Pp3c5_22720NA NA n.15771417_15771418insATNA NA NA NA NA
Chr05 15822137 T C Chr05_15822137_T_CT_C SNP 11124.29 28 12 14 0 0 0 0 0 26 22 11 20 7 9 28 12 14 13 16 19 32 23 26 22 11 20 7 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c5_22610-Pp3c5_22720Pp3c5_22610-Pp3c5_22720intergenic_regionPp3c5_22610-Pp3c5_22720NA NA n.15822137T>CNA NA NA NA NA
Chr05 15822962 G A Chr05_15822962_G_AG_A SNP 8220.29 16 12 11 1 0 0 0 0 11 13 14 16 12 10 16 12 11 14 21 17 17 19 11 13 14 16 12 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c5_22610-Pp3c5_22720Pp3c5_22610-Pp3c5_22720intergenic_regionPp3c5_22610-Pp3c5_22720NA NA n.15822962G>ANA NA NA NA NA
Chr05 15826091 G T Chr05_15826091_G_TG_T SNP 10000.63 13 13 9 9 18 19 19 12 11 15 8 13 8 9 13 13 9 9 18 19 19 12 11 15 8 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22610-Pp3c5_22720Pp3c5_22610-Pp3c5_22720intergenic_regionPp3c5_22610-Pp3c5_22720NA NA n.15826091G>TNA NA NA NA NA
Chr05 15939852 C CA Chr05_15939852_C_CAC_CA INDEL 14757.59 37 16 23 18 18 19 30 17 27 24 14 20 11 10 37 16 23 18 18 19 30 17 27 24 14 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_22720Pp3c5_22720transcript PAC:32952476protein_coding 01-juin c.-579dupA NA NA NA NA 900
Chr05 15939852 C CA Chr05_15939852_C_CAC_CA INDEL 14757.59 37 16 23 18 18 19 30 17 27 24 14 20 11 10 37 16 23 18 18 19 30 17 27 24 14 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_22720Pp3c5_22720transcript PAC:32952477protein_coding 01-juin c.-579dupA NA NA NA NA 900
Chr05 15939852 C CA Chr05_15939852_C_CAC_CA INDEL 14757.59 37 16 23 18 18 19 30 17 27 24 14 20 11 10 37 16 23 18 18 19 30 17 27 24 14 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c5_22720Pp3c5_22720transcript PAC:32952478protein_coding 01-juin c.-469dupA NA NA NA NA 900
Chr05 15939852 C CA Chr05_15939852_C_CAC_CA INDEL 14757.59 37 16 23 18 18 19 30 17 27 24 14 20 11 10 37 16 23 18 18 19 30 17 27 24 14 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_22730Pp3c5_22730transcript PAC:32954300protein_codingNA c.*4387dupT NA NA NA NA 4188
Chr05 15939852 C CA Chr05_15939852_C_CAC_CA INDEL 14757.59 37 16 23 18 18 19 30 17 27 24 14 20 11 10 37 16 23 18 18 19 30 17 27 24 14 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_22730Pp3c5_22730transcript PAC:32954302protein_codingNA c.*4738dupT NA NA NA NA 3875
Chr05 15939852 C CA Chr05_15939852_C_CAC_CA INDEL 14757.59 37 16 23 18 18 19 30 17 27 24 14 20 11 10 37 16 23 18 18 19 30 17 27 24 14 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_22730Pp3c5_22730transcript PAC:32954301protein_codingNA c.*4387dupT NA NA NA NA 4188
Chr05 16011624 G T Chr05_16011624_G_TG_T SNP 14809.63 16 8 11 30 12 19 13 19 24 23 8 13 6 8 16 8 11 30 12 19 13 19 24 23 8 13 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_22750-Pp3c5_22850Pp3c5_22750-Pp3c5_22850intergenic_regionPp3c5_22750-Pp3c5_22850NA NA n.16011624G>TNA NA NA NA NA
Chr05 16112979 T TC Chr05_16112979_T_TCT_TC INDEL 22016.59 24 14 17 16 20 27 32 18 29 33 16 21 10 12 24 14 17 16 20 27 32 18 29 33 16 21 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23050Pp3c5_23050transcript PAC:32953469protein_codingNA c.-5203_-5202insCNA NA NA NA 3698
Chr05 16112979 T TC Chr05_16112979_T_TCT_TC INDEL 22016.59 24 14 17 16 20 27 32 18 29 33 16 21 10 12 24 14 17 16 20 27 32 18 29 33 16 21 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23050Pp3c5_23050transcript PAC:32953471protein_codingNA c.-5203_-5202insCNA NA NA NA 3651
Chr05 16112979 T TC Chr05_16112979_T_TCT_TC INDEL 22016.59 24 14 17 16 20 27 32 18 29 33 16 21 10 12 24 14 17 16 20 27 32 18 29 33 16 21 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23050Pp3c5_23050transcript PAC:32953470protein_codingNA c.-5203_-5202insCNA NA NA NA 3698
Chr05 16112979 T TC Chr05_16112979_T_TCT_TC INDEL 22016.59 24 14 17 16 20 27 32 18 29 33 16 21 10 12 24 14 17 16 20 27 32 18 29 33 16 21 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23050Pp3c5_23050transcript PAC:32953472protein_codingNA c.-5203_-5202insCNA NA NA NA 3698
Chr05 16112979 T TC Chr05_16112979_T_TCT_TC INDEL 22016.59 24 14 17 16 20 27 32 18 29 33 16 21 10 12 24 14 17 16 20 27 32 18 29 33 16 21 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23050Pp3c5_23050transcript PAC:32953473protein_codingNA c.-5203_-5202insCNA NA NA NA 3698
Chr05 16112979 T TC Chr05_16112979_T_TCT_TC INDEL 22016.59 24 14 17 16 20 27 32 18 29 33 16 21 10 12 24 14 17 16 20 27 32 18 29 33 16 21 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23010-Pp3c5_23050Pp3c5_23010-Pp3c5_23050intergenic_regionPp3c5_23010-Pp3c5_23050NA NA n.16112979_16112980insCNA NA NA NA NA
Chr05 16112983 TA T Chr05_16112983_TA_TTA_T INDEL 21807.59 23 14 18 18 21 26 32 19 30 33 16 20 11 11 23 14 18 18 21 26 32 19 30 33 16 20 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23050Pp3c5_23050transcript PAC:32953469protein_codingNA c.-5198delA NA NA NA NA 3694
Chr05 16112983 TA T Chr05_16112983_TA_TTA_T INDEL 21807.59 23 14 18 18 21 26 32 19 30 33 16 20 11 11 23 14 18 18 21 26 32 19 30 33 16 20 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23050Pp3c5_23050transcript PAC:32953471protein_codingNA c.-5198delA NA NA NA NA 3647
Chr05 16112983 TA T Chr05_16112983_TA_TTA_T INDEL 21807.59 23 14 18 18 21 26 32 19 30 33 16 20 11 11 23 14 18 18 21 26 32 19 30 33 16 20 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23050Pp3c5_23050transcript PAC:32953470protein_codingNA c.-5198delA NA NA NA NA 3694
Chr05 16112983 TA T Chr05_16112983_TA_TTA_T INDEL 21807.59 23 14 18 18 21 26 32 19 30 33 16 20 11 11 23 14 18 18 21 26 32 19 30 33 16 20 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23050Pp3c5_23050transcript PAC:32953472protein_codingNA c.-5198delA NA NA NA NA 3694
Chr05 16112983 TA T Chr05_16112983_TA_TTA_T INDEL 21807.59 23 14 18 18 21 26 32 19 30 33 16 20 11 11 23 14 18 18 21 26 32 19 30 33 16 20 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23050Pp3c5_23050transcript PAC:32953473protein_codingNA c.-5198delA NA NA NA NA 3694
Chr05 16112983 TA T Chr05_16112983_TA_TTA_T INDEL 21807.59 23 14 18 18 21 26 32 19 30 33 16 20 11 11 23 14 18 18 21 26 32 19 30 33 16 20 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23010-Pp3c5_23050Pp3c5_23010-Pp3c5_23050intergenic_regionPp3c5_23010-Pp3c5_23050NA NA n.16112984delANA NA NA NA NA
Chr05 16279630 AAT A Chr05_16279630_AAT_AAAT_A INDEL 10697.59 21 7 12 25 13 28 30 23 11 13 10 6 7 4 21 7 13 25 13 28 30 24 11 14 10 6 7 4 1 1 0.923 1 1 1 1 0.958 1 0.929 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23400Pp3c5_23400transcript PAC:32954136protein_codingNA c.-3183_-3182delATNA NA NA NA 3183
Chr05 16279630 AAT A Chr05_16279630_AAT_AAAT_A INDEL 10697.59 21 7 12 25 13 28 30 23 11 13 10 6 7 4 21 7 13 25 13 28 30 24 11 14 10 6 7 4 1 1 0.923 1 1 1 1 0.958 1 0.929 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23400Pp3c5_23400transcript PAC:32954137protein_codingNA c.-5430_-5429delATNA NA NA NA 4333
Chr05 16279630 AAT A Chr05_16279630_AAT_AAAT_A INDEL 10697.59 21 7 12 25 13 28 30 23 11 13 10 6 7 4 21 7 13 25 13 28 30 24 11 14 10 6 7 4 1 1 0.923 1 1 1 1 0.958 1 0.929 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23400Pp3c5_23400transcript PAC:32954138protein_codingNA c.-5448_-5447delATNA NA NA NA 4672
Chr05 16279630 AAT A Chr05_16279630_AAT_AAAT_A INDEL 10697.59 21 7 12 25 13 28 30 23 11 13 10 6 7 4 21 7 13 25 13 28 30 24 11 14 10 6 7 4 1 1 0.923 1 1 1 1 0.958 1 0.929 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23369-Pp3c5_23400Pp3c5_23369-Pp3c5_23400intergenic_regionPp3c5_23369-Pp3c5_23400NA NA n.16279631_16279632delATNA NA NA NA NA
Chr05 16288236 G T Chr05_16288236_G_TG_T SNP 6182.29 0 0 0 29 26 19 40 19 0 0 0 0 0 0 28 11 21 29 27 19 40 19 26 18 20 15 18 14 0 0 0 1 0.963 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_23400Pp3c5_23400transcript PAC:32954136protein_codingNA c.*1584G>T NA NA NA NA 1213
Chr05 16288236 G T Chr05_16288236_G_TG_T SNP 6182.29 0 0 0 29 26 19 40 19 0 0 0 0 0 0 28 11 21 29 27 19 40 19 26 18 20 15 18 14 0 0 0 1 0.963 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_23400Pp3c5_23400transcript PAC:32954137protein_codingNA c.*1584G>T NA NA NA NA 1213
Chr05 16288236 G T Chr05_16288236_G_TG_T SNP 6182.29 0 0 0 29 26 19 40 19 0 0 0 0 0 0 28 11 21 29 27 19 40 19 26 18 20 15 18 14 0 0 0 1 0.963 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_23400Pp3c5_23400transcript PAC:32954138protein_codingNA c.*1584G>T NA NA NA NA 1219
Chr05 16288236 G T Chr05_16288236_G_TG_T SNP 6182.29 0 0 0 29 26 19 40 19 0 0 0 0 0 0 28 11 21 29 27 19 40 19 26 18 20 15 18 14 0 0 0 1 0.963 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_23400-Pp3c5_23420Pp3c5_23400-Pp3c5_23420intergenic_regionPp3c5_23400-Pp3c5_23420NA NA n.16288236G>TNA NA NA NA NA
Chr05 16351925 AAT A Chr05_16351925_AAT_AAAT_A INDEL 12992.59 33 19 13 34 16 27 24 13 16 13 14 5 9 5 33 19 13 34 16 27 24 13 16 13 14 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_23439Pp3c5_23439transcript PAC:32952495protein_codingNA c.-4182_-4181delATNA NA NA NA 4182



Chr05 16351925 AAT A Chr05_16351925_AAT_AAAT_A INDEL 12992.59 33 19 13 34 16 27 24 13 16 13 14 5 9 5 33 19 13 34 16 27 24 13 16 13 14 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23420-Pp3c5_23439Pp3c5_23420-Pp3c5_23439intergenic_regionPp3c5_23420-Pp3c5_23439NA NA n.16351926_16351927delATNA NA NA NA NA
Chr05 16394836 A T Chr05_16394836_A_TA_T SNP 20593.63 39 19 17 23 19 26 34 29 32 29 20 17 9 9 39 19 17 23 19 26 34 29 32 29 20 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23480-Pp3c5_23509Pp3c5_23480-Pp3c5_23509intergenic_regionPp3c5_23480-Pp3c5_23509NA NA n.16394836A>TNA NA NA NA NA
Chr05 16551910 G GTA Chr05_16551910_G_GTAG_GTA INDEL 142.37 0 6 1 1 2 0 1 0 0 1 0 0 0 1 22 6 8 14 17 28 24 16 27 19 17 9 6 6 0 1 0 0 0.118 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c5_23710Pp3c5_23710transcript PAC:32954186protein_codingNA c.-1730_-1729insTANA NA NA NA 373
Chr05 16551910 G GTA Chr05_16551910_G_GTAG_GTA INDEL 142.37 0 6 1 1 2 0 1 0 0 1 0 0 0 1 22 6 8 14 17 28 24 16 27 19 17 9 6 6 0 1 0 0 0.118 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c5_23710Pp3c5_23710transcript PAC:32954187protein_codingNA c.-1730_-1729insTANA NA NA NA 958
Chr05 16551910 G GTA Chr05_16551910_G_GTAG_GTA INDEL 142.37 0 6 1 1 2 0 1 0 0 1 0 0 0 1 22 6 8 14 17 28 24 16 27 19 17 9 6 6 0 1 0 0 0.118 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 intergenic_regionMODIFIER Pp3c5_23710-Pp3c5_23781Pp3c5_23710-Pp3c5_23781intergenic_regionPp3c5_23710-Pp3c5_23781NA NA n.16551910_16551911insTANA NA NA NA NA
Chr05 16775940 TTA T Chr05_16775940_TTA_TTTA_T INDEL 2685.24 1 0 0 22 12 13 14 20 0 0 0 0 0 0 21 12 11 24 12 13 14 21 11 15 10 9 7 7 0 0 0 0.917 1 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_23920Pp3c5_23920transcript PAC:32954227protein_codingNA c.-1084_-1083delTANA NA NA NA 607
Chr05 16775940 TTA T Chr05_16775940_TTA_TTTA_T INDEL 2685.24 1 0 0 22 12 13 14 20 0 0 0 0 0 0 21 12 11 24 12 13 14 21 11 15 10 9 7 7 0 0 0 0.917 1 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_23930Pp3c5_23930transcript PAC:32956054protein_codingNA c.-2546_-2545delTANA NA NA NA 2196
Chr05 16775940 TTA T Chr05_16775940_TTA_TTTA_T INDEL 2685.24 1 0 0 22 12 13 14 20 0 0 0 0 0 0 21 12 11 24 12 13 14 21 11 15 10 9 7 7 0 0 0 0.917 1 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_23920Pp3c5_23920transcript PAC:32954230protein_codingNA c.-2213_-2212delTANA NA NA NA 1429
Chr05 16775940 TTA T Chr05_16775940_TTA_TTTA_T INDEL 2685.24 1 0 0 22 12 13 14 20 0 0 0 0 0 0 21 12 11 24 12 13 14 21 11 15 10 9 7 7 0 0 0 0.917 1 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_23920Pp3c5_23920transcript PAC:32954229protein_codingNA c.-2213_-2212delTANA NA NA NA 1127
Chr05 16775940 TTA T Chr05_16775940_TTA_TTTA_T INDEL 2685.24 1 0 0 22 12 13 14 20 0 0 0 0 0 0 21 12 11 24 12 13 14 21 11 15 10 9 7 7 0 0 0 0.917 1 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_23920Pp3c5_23920transcript PAC:32954228protein_codingNA c.-2213_-2212delTANA NA NA NA 1054
Chr05 16775940 TTA T Chr05_16775940_TTA_TTTA_T INDEL 2685.24 1 0 0 22 12 13 14 20 0 0 0 0 0 0 21 12 11 24 12 13 14 21 11 15 10 9 7 7 0 0 0 0.917 1 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_23920Pp3c5_23920transcript PAC:32954231protein_codingNA c.-2213_-2212delTANA NA NA NA 606
Chr05 16775940 TTA T Chr05_16775940_TTA_TTTA_T INDEL 2685.24 1 0 0 22 12 13 14 20 0 0 0 0 0 0 21 12 11 24 12 13 14 21 11 15 10 9 7 7 0 0 0 0.917 1 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_23930Pp3c5_23930transcript PAC:32956056protein_codingNA c.-2546_-2545delTANA NA NA NA 2213
Chr05 16775940 TTA T Chr05_16775940_TTA_TTTA_T INDEL 2685.24 1 0 0 22 12 13 14 20 0 0 0 0 0 0 21 12 11 24 12 13 14 21 11 15 10 9 7 7 0 0 0 0.917 1 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c5_23930Pp3c5_23930transcript PAC:32956055protein_codingNA c.-2546_-2545delTANA NA NA NA 2213
Chr05 16775940 TTA T Chr05_16775940_TTA_TTTA_T INDEL 2685.24 1 0 0 22 12 13 14 20 0 0 0 0 0 0 21 12 11 24 12 13 14 21 11 15 10 9 7 7 0 0 0 0.917 1 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_23920-Pp3c5_23930Pp3c5_23920-Pp3c5_23930intergenic_regionPp3c5_23920-Pp3c5_23930NA NA n.16775941_16775942delTANA NA NA NA NA
Chr05 16850013 C A Chr05_16850013_C_AC_A SNP 12890.63 20 6 8 16 13 10 14 15 10 15 16 10 4 8 20 6 8 16 13 10 14 15 10 15 16 10 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23950-Pp3c5_24050Pp3c5_23950-Pp3c5_24050intergenic_regionPp3c5_23950-Pp3c5_24050NA NA n.16850013C>ANA NA NA NA NA
Chr05 16850031 C A Chr05_16850031_C_AC_A SNP 13598.63 19 8 10 19 10 9 16 19 9 18 17 12 4 9 19 8 10 19 10 9 16 19 9 18 17 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23950-Pp3c5_24050Pp3c5_23950-Pp3c5_24050intergenic_regionPp3c5_23950-Pp3c5_24050NA NA n.16850031C>ANA NA NA NA NA
Chr05 16850059 C A Chr05_16850059_C_AC_A SNP 14140.63 19 8 11 15 16 12 21 18 14 18 15 13 6 11 19 8 11 15 16 12 21 18 14 18 15 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23950-Pp3c5_24050Pp3c5_23950-Pp3c5_24050intergenic_regionPp3c5_23950-Pp3c5_24050NA NA n.16850059C>ANA NA NA NA NA
Chr05 16850061 C A Chr05_16850061_C_AC_A SNP 14410.63 19 8 11 15 16 13 21 19 13 17 15 14 6 11 19 8 11 15 16 13 21 19 13 17 15 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23950-Pp3c5_24050Pp3c5_23950-Pp3c5_24050intergenic_regionPp3c5_23950-Pp3c5_24050NA NA n.16850061C>ANA NA NA NA NA
Chr05 16850070 ATGCTG A Chr05_16850070_ATGCTG_AATGCTG_A INDEL 13562.59 15 10 10 14 13 15 21 17 11 14 15 13 5 11 15 10 10 14 13 15 21 17 11 14 15 13 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23950-Pp3c5_24050Pp3c5_23950-Pp3c5_24050intergenic_regionPp3c5_23950-Pp3c5_24050NA NA n.16850071_16850075delTGCTGNA NA NA NA NA
Chr05 16850075 G GAAA Chr05_16850075_G_GAAAG_GAAA INDEL 13022.59 14 10 10 14 13 15 21 17 11 14 13 13 5 11 14 10 10 14 13 15 21 17 11 14 13 13 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23950-Pp3c5_24050Pp3c5_23950-Pp3c5_24050intergenic_regionPp3c5_23950-Pp3c5_24050NA NA n.16850075_16850076insAAANA NA NA NA NA
Chr05 16850079 A AT Chr05_16850079_A_ATA_AT INDEL 12741.59 15 11 11 14 12 12 20 17 11 14 11 13 6 9 15 11 11 14 12 12 20 17 11 14 11 13 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_23950-Pp3c5_24050Pp3c5_23950-Pp3c5_24050intergenic_regionPp3c5_23950-Pp3c5_24050NA NA n.16850079_16850080insTNA NA NA NA NA
Chr05 16989912 C T Chr05_16989912_C_TC_T SNP 19234.63 26 17 22 29 19 32 29 19 21 22 23 16 13 9 26 17 22 29 19 32 29 19 21 22 23 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_24260Pp3c5_24260transcript PAC:32952907protein_codingNA c.*2303C>T NA NA NA NA 1392
Chr05 16989912 C T Chr05_16989912_C_TC_T SNP 19234.63 26 17 22 29 19 32 29 19 21 22 23 16 13 9 26 17 22 29 19 32 29 19 21 22 23 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_24260Pp3c5_24260transcript PAC:32952908protein_codingNA c.*2303C>T NA NA NA NA 1170
Chr05 16989912 C T Chr05_16989912_C_TC_T SNP 19234.63 26 17 22 29 19 32 29 19 21 22 23 16 13 9 26 17 22 29 19 32 29 19 21 22 23 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_24260-Pp3c5_24370Pp3c5_24260-Pp3c5_24370intergenic_regionPp3c5_24260-Pp3c5_24370NA NA n.16989912C>TNA NA NA NA NA
Chr05 16989922 G T Chr05_16989922_G_TG_T SNP 18218.63 23 13 19 29 16 27 25 18 20 22 20 14 14 10 23 13 19 29 16 27 25 18 20 22 20 14 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_24260Pp3c5_24260transcript PAC:32952907protein_codingNA c.*2313G>T NA NA NA NA 1402
Chr05 16989922 G T Chr05_16989922_G_TG_T SNP 18218.63 23 13 19 29 16 27 25 18 20 22 20 14 14 10 23 13 19 29 16 27 25 18 20 22 20 14 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_24260Pp3c5_24260transcript PAC:32952908protein_codingNA c.*2313G>T NA NA NA NA 1180
Chr05 16989922 G T Chr05_16989922_G_TG_T SNP 18218.63 23 13 19 29 16 27 25 18 20 22 20 14 14 10 23 13 19 29 16 27 25 18 20 22 20 14 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_24260-Pp3c5_24370Pp3c5_24260-Pp3c5_24370intergenic_regionPp3c5_24260-Pp3c5_24370NA NA n.16989922G>TNA NA NA NA NA
Chr05 16990000 C A Chr05_16990000_C_AC_A SNP 21671.63 31 18 14 24 16 30 33 28 32 26 22 27 12 12 31 18 14 24 16 30 33 28 32 26 22 27 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_24260Pp3c5_24260transcript PAC:32952907protein_codingNA c.*2391C>A NA NA NA NA 1480
Chr05 16990000 C A Chr05_16990000_C_AC_A SNP 21671.63 31 18 14 24 16 30 33 28 32 26 22 27 12 12 31 18 14 24 16 30 33 28 32 26 22 27 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_24260Pp3c5_24260transcript PAC:32952908protein_codingNA c.*2391C>A NA NA NA NA 1258
Chr05 16990000 C A Chr05_16990000_C_AC_A SNP 21671.63 31 18 14 24 16 30 33 28 32 26 22 27 12 12 31 18 14 24 16 30 33 28 32 26 22 27 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_24260-Pp3c5_24370Pp3c5_24260-Pp3c5_24370intergenic_regionPp3c5_24260-Pp3c5_24370NA NA n.16990000C>ANA NA NA NA NA
Chr05 16990032 G T Chr05_16990032_G_TG_T SNP 21642.63 32 20 13 26 10 29 33 31 36 26 22 28 12 8 32 20 13 26 10 29 33 31 36 26 22 28 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_24260Pp3c5_24260transcript PAC:32952907protein_codingNA c.*2423G>T NA NA NA NA 1512
Chr05 16990032 G T Chr05_16990032_G_TG_T SNP 21642.63 32 20 13 26 10 29 33 31 36 26 22 28 12 8 32 20 13 26 10 29 33 31 36 26 22 28 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_24260Pp3c5_24260transcript PAC:32952908protein_codingNA c.*2423G>T NA NA NA NA 1290
Chr05 16990032 G T Chr05_16990032_G_TG_T SNP 21642.63 32 20 13 26 10 29 33 31 36 26 22 28 12 8 32 20 13 26 10 29 33 31 36 26 22 28 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_24260-Pp3c5_24370Pp3c5_24260-Pp3c5_24370intergenic_regionPp3c5_24260-Pp3c5_24370NA NA n.16990032G>TNA NA NA NA NA
Chr05 17037457 C T Chr05_17037457_C_TC_T SNP 18487.63 29 13 12 20 20 20 20 34 23 23 16 15 10 8 29 13 12 20 20 20 20 34 23 23 16 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_24260-Pp3c5_24370Pp3c5_24260-Pp3c5_24370intergenic_regionPp3c5_24260-Pp3c5_24370NA NA n.17037457C>TNA NA NA NA NA
Chr05 17218474 G GTA Chr05_17218474_G_GTAG_GTA INDEL 2690.24 0 0 0 20 16 14 16 10 0 0 0 0 0 0 12 9 8 20 16 14 16 10 12 19 6 14 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_24590Pp3c5_24590transcript PAC:32953180protein_codingNA c.*5113_*5114insTANA NA NA NA 4098
Chr05 17218474 G GTA Chr05_17218474_G_GTAG_GTA INDEL 2690.24 0 0 0 20 16 14 16 10 0 0 0 0 0 0 12 9 8 20 16 14 16 10 12 19 6 14 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_24610Pp3c5_24610transcript PAC:32954535protein_codingNA c.*2319_*2320insTANA NA NA NA 1194
Chr05 17218474 G GTA Chr05_17218474_G_GTAG_GTA INDEL 2690.24 0 0 0 20 16 14 16 10 0 0 0 0 0 0 12 9 8 20 16 14 16 10 12 19 6 14 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_24590Pp3c5_24590transcript PAC:32953182protein_codingNA c.*5113_*5114insTANA NA NA NA 2560
Chr05 17218474 G GTA Chr05_17218474_G_GTAG_GTA INDEL 2690.24 0 0 0 20 16 14 16 10 0 0 0 0 0 0 12 9 8 20 16 14 16 10 12 19 6 14 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_24590Pp3c5_24590transcript PAC:32953183protein_codingNA c.*3723_*3724insTANA NA NA NA 2619
Chr05 17218474 G GTA Chr05_17218474_G_GTAG_GTA INDEL 2690.24 0 0 0 20 16 14 16 10 0 0 0 0 0 0 12 9 8 20 16 14 16 10 12 19 6 14 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_24590Pp3c5_24590transcript PAC:32953181protein_codingNA c.*5113_*5114insTANA NA NA NA 2697
Chr05 17218474 G GTA Chr05_17218474_G_GTAG_GTA INDEL 2690.24 0 0 0 20 16 14 16 10 0 0 0 0 0 0 12 9 8 20 16 14 16 10 12 19 6 14 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_24610Pp3c5_24610transcript PAC:32954536protein_codingNA c.*2319_*2320insTANA NA NA NA 842
Chr05 17218474 G GTA Chr05_17218474_G_GTAG_GTA INDEL 2690.24 0 0 0 20 16 14 16 10 0 0 0 0 0 0 12 9 8 20 16 14 16 10 12 19 6 14 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c5_24610Pp3c5_24610transcript PAC:32954537protein_codingNA c.*2319_*2320insTANA NA NA NA 1557
Chr05 17218474 G GTA Chr05_17218474_G_GTAG_GTA INDEL 2690.24 0 0 0 20 16 14 16 10 0 0 0 0 0 0 12 9 8 20 16 14 16 10 12 19 6 14 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_24590-Pp3c5_24610Pp3c5_24590-Pp3c5_24610intergenic_regionPp3c5_24590-Pp3c5_24610NA NA n.17218474_17218475insTANA NA NA NA NA
Chr05 17648822 G GA Chr05_17648822_G_GAG_GA INDEL 14754.59 29 17 10 22 25 19 27 22 22 26 16 11 10 10 29 17 10 22 25 19 27 22 22 26 16 11 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25049Pp3c5_25049transcript PAC:32954191protein_codingNA c.-3259_-3258insANA NA NA NA 2883
Chr05 17648822 G GA Chr05_17648822_G_GAG_GA INDEL 14754.59 29 17 10 22 25 19 27 22 22 26 16 11 10 10 29 17 10 22 25 19 27 22 22 26 16 11 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_25051Pp3c5_25051transcript PAC:32952572protein_codingNA c.*3056_*3057insTNA NA NA NA 2892
Chr05 17648822 G GA Chr05_17648822_G_GAG_GA INDEL 14754.59 29 17 10 22 25 19 27 22 22 26 16 11 10 10 29 17 10 22 25 19 27 22 22 26 16 11 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_25040-Pp3c5_25049Pp3c5_25040-Pp3c5_25049intergenic_regionPp3c5_25040-Pp3c5_25049NA NA n.17648822_17648823insANA NA NA NA NA
Chr05 17664275 A G Chr05_17664275_A_GA_G SNP 3749.98 0 0 0 0 0 0 0 0 17 20 11 11 9 7 29 8 13 24 12 24 20 12 17 20 11 11 9 8 0 0 0 0 0 0 0 0 1 1 1 1 1 0.875 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_25080Pp3c5_25080transcript PAC:32954188protein_codingNA c.-4011T>C NA NA NA NA 3598
Chr05 17664275 A G Chr05_17664275_A_GA_G SNP 3749.98 0 0 0 0 0 0 0 0 17 20 11 11 9 7 29 8 13 24 12 24 20 12 17 20 11 11 9 8 0 0 0 0 0 0 0 0 1 1 1 1 1 0.875 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c5_25080Pp3c5_25080transcript PAC:32954189protein_codingNA c.-4011T>C NA NA NA NA 3548
Chr05 17664275 A G Chr05_17664275_A_GA_G SNP 3749.98 0 0 0 0 0 0 0 0 17 20 11 11 9 7 29 8 13 24 12 24 20 12 17 20 11 11 9 8 0 0 0 0 0 0 0 0 1 1 1 1 1 0.875 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_25080-Pp3c5_25130Pp3c5_25080-Pp3c5_25130intergenic_regionPp3c5_25080-Pp3c5_25130NA NA n.17664275A>GNA NA NA NA NA
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25300Pp3c5_25300transcript PAC:32954832protein_codingNA c.-1833_-1832insTNA NA NA NA 1823
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25310Pp3c5_25310transcript PAC:32952758protein_codingNA c.-4711_-4710insANA NA NA NA 4501
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25300Pp3c5_25300transcript PAC:32954838protein_codingNA c.-3074_-3073insTNA NA NA NA 2067
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25300Pp3c5_25300transcript PAC:32954840protein_codingNA c.-3074_-3073insTNA NA NA NA 2067
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25300Pp3c5_25300transcript PAC:32954836protein_codingNA c.-3074_-3073insTNA NA NA NA 1823
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25300Pp3c5_25300transcript PAC:32954837protein_codingNA c.-3074_-3073insTNA NA NA NA 1823
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25300Pp3c5_25300transcript PAC:32954839protein_codingNA c.-3074_-3073insTNA NA NA NA 1823
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25300Pp3c5_25300transcript PAC:32954833protein_codingNA c.-1833_-1832insTNA NA NA NA 1760
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25300Pp3c5_25300transcript PAC:32954834protein_codingNA c.-1833_-1832insTNA NA NA NA 1757
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25300Pp3c5_25300transcript PAC:32954835protein_codingNA c.-3008_-3007insTNA NA NA NA 2049
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25310Pp3c5_25310transcript PAC:32952759protein_codingNA c.-3943_-3942insANA NA NA NA 2730
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25310Pp3c5_25310transcript PAC:32952760protein_codingNA c.-3943_-3942insANA NA NA NA 3942
Chr05 17793032 G GA Chr05_17793032_G_GAG_GA INDEL 11396.59 21 12 12 20 20 21 22 19 12 16 9 14 10 8 21 12 12 20 20 21 22 19 12 16 9 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_25300-Pp3c5_25310Pp3c5_25300-Pp3c5_25310intergenic_regionPp3c5_25300-Pp3c5_25310NA NA n.17793032_17793033insANA NA NA NA NA
Chr05 17865140 C CTA Chr05_17865140_C_CTAC_CTA INDEL 4244.24 13 10 5 0 0 1 0 0 9 12 7 7 4 4 13 10 5 13 7 14 17 14 10 13 7 8 4 4 1 1 1 0 0 0 0 0 0.9 0.923 1 0.875 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c5_25360-Pp3c5_25420Pp3c5_25360-Pp3c5_25420intergenic_regionPp3c5_25360-Pp3c5_25420NA NA n.17865140_17865141insTANA NA NA NA NA
Chr05 18094141 A AAT Chr05_18094141_A_AATA_AAT INDEL 5337.59 20 14 8 9 10 15 9 10 5 4 8 5 4 6 20 15 8 9 10 15 9 10 5 4 8 6 4 6 1 0.933 1 1 1 1 1 1 1 1 1 0.833 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_25480-Pp3c5_25540Pp3c5_25480-Pp3c5_25540intergenic_regionPp3c5_25480-Pp3c5_25540NA NA n.18094141_18094142insATNA NA NA NA NA
Chr05 18281756 C A Chr05_18281756_C_AC_A SNP 23057.63 28 20 11 33 31 30 27 24 33 30 23 20 15 13 28 20 11 33 31 30 27 24 33 30 23 20 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25680Pp3c5_25680transcript PAC:32955493protein_codingNA c.-3321G>T NA NA NA NA 3039
Chr05 18281756 C A Chr05_18281756_C_AC_A SNP 23057.63 28 20 11 33 31 30 27 24 33 30 23 20 15 13 28 20 11 33 31 30 27 24 33 30 23 20 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25690Pp3c5_25690transcript PAC:32955761protein_codingNA c.-3062C>A NA NA NA NA 2387
Chr05 18281756 C A Chr05_18281756_C_AC_A SNP 23057.63 28 20 11 33 31 30 27 24 33 30 23 20 15 13 28 20 11 33 31 30 27 24 33 30 23 20 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25680Pp3c5_25680transcript PAC:32955494protein_codingNA c.-3321G>T NA NA NA NA 3038
Chr05 18281756 C A Chr05_18281756_C_AC_A SNP 23057.63 28 20 11 33 31 30 27 24 33 30 23 20 15 13 28 20 11 33 31 30 27 24 33 30 23 20 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25680Pp3c5_25680transcript PAC:32955495protein_codingNA c.-3843G>T NA NA NA NA 3015
Chr05 18281756 C A Chr05_18281756_C_AC_A SNP 23057.63 28 20 11 33 31 30 27 24 33 30 23 20 15 13 28 20 11 33 31 30 27 24 33 30 23 20 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25680Pp3c5_25680transcript PAC:32955497protein_codingNA c.-3843G>T NA NA NA NA 3015
Chr05 18281756 C A Chr05_18281756_C_AC_A SNP 23057.63 28 20 11 33 31 30 27 24 33 30 23 20 15 13 28 20 11 33 31 30 27 24 33 30 23 20 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25680Pp3c5_25680transcript PAC:32955496protein_codingNA c.-3321G>T NA NA NA NA 3038
Chr05 18281756 C A Chr05_18281756_C_AC_A SNP 23057.63 28 20 11 33 31 30 27 24 33 30 23 20 15 13 28 20 11 33 31 30 27 24 33 30 23 20 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25690Pp3c5_25690transcript PAC:32955762protein_codingNA c.-3062C>A NA NA NA NA 2419
Chr05 18281756 C A Chr05_18281756_C_AC_A SNP 23057.63 28 20 11 33 31 30 27 24 33 30 23 20 15 13 28 20 11 33 31 30 27 24 33 30 23 20 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25690Pp3c5_25690transcript PAC:32955763protein_codingNA c.-3254C>A NA NA NA NA 2419
Chr05 18281756 C A Chr05_18281756_C_AC_A SNP 23057.63 28 20 11 33 31 30 27 24 33 30 23 20 15 13 28 20 11 33 31 30 27 24 33 30 23 20 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25690Pp3c5_25690transcript PAC:32955764protein_codingNA c.-4349C>A NA NA NA NA 3761
Chr05 18281756 C A Chr05_18281756_C_AC_A SNP 23057.63 28 20 11 33 31 30 27 24 33 30 23 20 15 13 28 20 11 33 31 30 27 24 33 30 23 20 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_25680-Pp3c5_25690Pp3c5_25680-Pp3c5_25690intergenic_regionPp3c5_25680-Pp3c5_25690NA NA n.18281756C>ANA NA NA NA NA
Chr05 18281759 T C Chr05_18281759_T_CT_C SNP 23173.63 27 20 11 34 31 30 28 23 32 30 23 19 15 12 27 20 11 34 31 30 28 23 32 30 23 19 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25680Pp3c5_25680transcript PAC:32955493protein_codingNA c.-3324A>G NA NA NA NA 3042
Chr05 18281759 T C Chr05_18281759_T_CT_C SNP 23173.63 27 20 11 34 31 30 28 23 32 30 23 19 15 12 27 20 11 34 31 30 28 23 32 30 23 19 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25690Pp3c5_25690transcript PAC:32955761protein_codingNA c.-3059T>C NA NA NA NA 2384
Chr05 18281759 T C Chr05_18281759_T_CT_C SNP 23173.63 27 20 11 34 31 30 28 23 32 30 23 19 15 12 27 20 11 34 31 30 28 23 32 30 23 19 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25680Pp3c5_25680transcript PAC:32955494protein_codingNA c.-3324A>G NA NA NA NA 3041
Chr05 18281759 T C Chr05_18281759_T_CT_C SNP 23173.63 27 20 11 34 31 30 28 23 32 30 23 19 15 12 27 20 11 34 31 30 28 23 32 30 23 19 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25680Pp3c5_25680transcript PAC:32955495protein_codingNA c.-3846A>G NA NA NA NA 3018
Chr05 18281759 T C Chr05_18281759_T_CT_C SNP 23173.63 27 20 11 34 31 30 28 23 32 30 23 19 15 12 27 20 11 34 31 30 28 23 32 30 23 19 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25680Pp3c5_25680transcript PAC:32955497protein_codingNA c.-3846A>G NA NA NA NA 3018
Chr05 18281759 T C Chr05_18281759_T_CT_C SNP 23173.63 27 20 11 34 31 30 28 23 32 30 23 19 15 12 27 20 11 34 31 30 28 23 32 30 23 19 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25680Pp3c5_25680transcript PAC:32955496protein_codingNA c.-3324A>G NA NA NA NA 3041
Chr05 18281759 T C Chr05_18281759_T_CT_C SNP 23173.63 27 20 11 34 31 30 28 23 32 30 23 19 15 12 27 20 11 34 31 30 28 23 32 30 23 19 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25690Pp3c5_25690transcript PAC:32955762protein_codingNA c.-3059T>C NA NA NA NA 2416
Chr05 18281759 T C Chr05_18281759_T_CT_C SNP 23173.63 27 20 11 34 31 30 28 23 32 30 23 19 15 12 27 20 11 34 31 30 28 23 32 30 23 19 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25690Pp3c5_25690transcript PAC:32955763protein_codingNA c.-3251T>C NA NA NA NA 2416
Chr05 18281759 T C Chr05_18281759_T_CT_C SNP 23173.63 27 20 11 34 31 30 28 23 32 30 23 19 15 12 27 20 11 34 31 30 28 23 32 30 23 19 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_25690Pp3c5_25690transcript PAC:32955764protein_codingNA c.-4346T>C NA NA NA NA 3758
Chr05 18281759 T C Chr05_18281759_T_CT_C SNP 23173.63 27 20 11 34 31 30 28 23 32 30 23 19 15 12 27 20 11 34 31 30 28 23 32 30 23 19 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_25680-Pp3c5_25690Pp3c5_25680-Pp3c5_25690intergenic_regionPp3c5_25680-Pp3c5_25690NA NA n.18281759T>CNA NA NA NA NA
Chr05 18329544 G C Chr05_18329544_G_CG_C SNP 6555.29 0 0 0 28 24 35 21 25 0 0 0 0 0 0 25 16 14 28 24 35 21 25 14 23 22 10 12 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_25720-Pp3c5_25741Pp3c5_25720-Pp3c5_25741intergenic_regionPp3c5_25720-Pp3c5_25741NA NA n.18329544G>CNA NA NA NA NA
Chr05 18408095 A AT Chr05_18408095_A_ATA_AT INDEL 17645.59 35 15 21 18 22 21 40 17 22 23 23 20 11 5 35 15 21 18 22 21 40 17 22 23 23 20 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_25950Pp3c5_25950transcript PAC:32953462protein_codingNA c.*1914_*1915insTNA NA NA NA 1915
Chr05 18408095 A AT Chr05_18408095_A_ATA_AT INDEL 17645.59 35 15 21 18 22 21 40 17 22 23 23 20 11 5 35 15 21 18 22 21 40 17 22 23 23 20 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_25960Pp3c5_25960transcript PAC:32952814protein_codingNA c.*947_*948insTNA NA NA NA 948
Chr05 18408095 A AT Chr05_18408095_A_ATA_AT INDEL 17645.59 35 15 21 18 22 21 40 17 22 23 23 20 11 5 35 15 21 18 22 21 40 17 22 23 23 20 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_25980Pp3c5_25980transcript PAC:32953409protein_codingNA c.*3633_*3634insANA NA NA NA 3044
Chr05 18408095 A AT Chr05_18408095_A_ATA_AT INDEL 17645.59 35 15 21 18 22 21 40 17 22 23 23 20 11 5 35 15 21 18 22 21 40 17 22 23 23 20 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_25960Pp3c5_25960transcript PAC:32952815protein_codingNA c.*947_*948insTNA NA NA NA 697
Chr05 18408095 A AT Chr05_18408095_A_ATA_AT INDEL 17645.59 35 15 21 18 22 21 40 17 22 23 23 20 11 5 35 15 21 18 22 21 40 17 22 23 23 20 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_25980Pp3c5_25980transcript PAC:32953412protein_codingNA c.*3633_*3634insANA NA NA NA 3026
Chr05 18408095 A AT Chr05_18408095_A_ATA_AT INDEL 17645.59 35 15 21 18 22 21 40 17 22 23 23 20 11 5 35 15 21 18 22 21 40 17 22 23 23 20 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_25980Pp3c5_25980transcript PAC:32953410protein_codingNA c.*3633_*3634insANA NA NA NA 3053
Chr05 18408095 A AT Chr05_18408095_A_ATA_AT INDEL 17645.59 35 15 21 18 22 21 40 17 22 23 23 20 11 5 35 15 21 18 22 21 40 17 22 23 23 20 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_25980Pp3c5_25980transcript PAC:32953411protein_codingNA c.*3633_*3634insANA NA NA NA 3053
Chr05 18408095 A AT Chr05_18408095_A_ATA_AT INDEL 17645.59 35 15 21 18 22 21 40 17 22 23 23 20 11 5 35 15 21 18 22 21 40 17 22 23 23 20 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_25960-Pp3c5_25980Pp3c5_25960-Pp3c5_25980intergenic_regionPp3c5_25960-Pp3c5_25980NA NA n.18408095_18408096insTNA NA NA NA NA
Chr05 18468578 T TA Chr05_18468578_T_TAT_TA INDEL 10355.59 16 10 10 16 11 19 18 11 21 24 8 19 7 4 16 10 10 16 11 19 18 11 21 24 8 19 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_26115Pp3c5_26115transcript PAC:32956148protein_codingNA c.*1037_*1038insANA NA NA NA 204
Chr05 18468578 T TA Chr05_18468578_T_TAT_TA INDEL 10355.59 16 10 10 16 11 19 18 11 21 24 8 19 7 4 16 10 10 16 11 19 18 11 21 24 8 19 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26115-Pp3c5_26140Pp3c5_26115-Pp3c5_26140intergenic_regionPp3c5_26115-Pp3c5_26140NA NA n.18468578_18468579insANA NA NA NA NA
Chr05 18486932 CAT C Chr05_18486932_CAT_CCAT_C INDEL 9763.24 33 20 10 0 0 0 1 0 26 21 16 5 14 7 33 20 10 23 19 28 27 20 26 21 17 5 14 7 1 1 1 0 0 0 0 0 1 1 0.941 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c5_26150Pp3c5_26150transcript PAC:32953170protein_codingNA c.-2885_-2884delATNA NA NA NA 2048
Chr05 18486932 CAT C Chr05_18486932_CAT_CCAT_C INDEL 9763.24 33 20 10 0 0 0 1 0 26 21 16 5 14 7 33 20 10 23 19 28 27 20 26 21 17 5 14 7 1 1 1 0 0 0 0 0 1 1 0.941 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c5_26150Pp3c5_26150transcript PAC:32953171protein_codingNA c.-2885_-2884delATNA NA NA NA 1957
Chr05 18486932 CAT C Chr05_18486932_CAT_CCAT_C INDEL 9763.24 33 20 10 0 0 0 1 0 26 21 16 5 14 7 33 20 10 23 19 28 27 20 26 21 17 5 14 7 1 1 1 0 0 0 0 0 1 1 0.941 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c5_26150Pp3c5_26150transcript PAC:32953172protein_codingNA c.-2885_-2884delATNA NA NA NA 1957
Chr05 18486932 CAT C Chr05_18486932_CAT_CCAT_C INDEL 9763.24 33 20 10 0 0 0 1 0 26 21 16 5 14 7 33 20 10 23 19 28 27 20 26 21 17 5 14 7 1 1 1 0 0 0 0 0 1 1 0.941 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c5_26150Pp3c5_26150transcript PAC:32953173protein_codingNA c.-4013_-4012delATNA NA NA NA 1957
Chr05 18486932 CAT C Chr05_18486932_CAT_CCAT_C INDEL 9763.24 33 20 10 0 0 0 1 0 26 21 16 5 14 7 33 20 10 23 19 28 27 20 26 21 17 5 14 7 1 1 1 0 0 0 0 0 1 1 0.941 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c5_26150Pp3c5_26150transcript PAC:32953174protein_codingNA c.-4013_-4012delATNA NA NA NA 1957
Chr05 18486932 CAT C Chr05_18486932_CAT_CCAT_C INDEL 9763.24 33 20 10 0 0 0 1 0 26 21 16 5 14 7 33 20 10 23 19 28 27 20 26 21 17 5 14 7 1 1 1 0 0 0 0 0 1 1 0.941 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c5_26140Pp3c5_26140transcript PAC:32956073protein_codingNA c.*2295_*2296delATNA NA NA NA 2295
Chr05 18486932 CAT C Chr05_18486932_CAT_CCAT_C INDEL 9763.24 33 20 10 0 0 0 1 0 26 21 16 5 14 7 33 20 10 23 19 28 27 20 26 21 17 5 14 7 1 1 1 0 0 0 0 0 1 1 0.941 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c5_26140-Pp3c5_26150Pp3c5_26140-Pp3c5_26150intergenic_regionPp3c5_26140-Pp3c5_26150NA NA n.18486933_18486934delATNA NA NA NA NA
Chr05 18531598 C CA Chr05_18531598_C_CAC_CA INDEL 17239.59 25 21 14 35 17 32 23 21 22 24 15 18 11 11 25 21 14 35 17 32 23 21 22 24 15 18 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26190-Pp3c5_26250Pp3c5_26190-Pp3c5_26250intergenic_regionPp3c5_26190-Pp3c5_26250NA NA n.18531598_18531599insANA NA NA NA NA
Chr05 18534310 G A Chr05_18534310_G_AG_A SNP 8485.63 9 8 12 8 5 16 10 12 9 8 6 13 7 6 9 8 12 8 5 16 10 12 9 8 6 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26190-Pp3c5_26250Pp3c5_26190-Pp3c5_26250intergenic_regionPp3c5_26190-Pp3c5_26250NA NA n.18534310G>ANA NA NA NA NA
Chr05 18536832 G A Chr05_18536832_G_AG_A SNP 6668.29 0 0 0 33 23 18 35 25 0 0 0 0 0 0 30 15 11 33 23 18 35 25 19 21 30 14 11 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c5_26190-Pp3c5_26250Pp3c5_26190-Pp3c5_26250intergenic_regionPp3c5_26190-Pp3c5_26250NA NA n.18536832G>ANA NA NA NA NA
Chr05 18542489 G T Chr05_18542489_G_TG_T SNP 19860.63 20 14 16 38 27 25 29 26 16 21 16 22 10 18 20 14 16 38 27 25 29 26 16 21 16 22 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26190-Pp3c5_26250Pp3c5_26190-Pp3c5_26250intergenic_regionPp3c5_26190-Pp3c5_26250NA NA n.18542489G>TNA NA NA NA NA
Chr05 18542604 A T Chr05_18542604_A_TA_T SNP 19603.63 26 13 15 34 28 21 24 22 24 19 20 32 10 14 26 13 15 34 28 21 24 22 24 19 20 32 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26190-Pp3c5_26250Pp3c5_26190-Pp3c5_26250intergenic_regionPp3c5_26190-Pp3c5_26250NA NA n.18542604A>TNA NA NA NA NA
Chr05 18542630 C A Chr05_18542630_C_AC_A SNP 18799.63 25 15 12 28 29 24 23 20 22 19 23 31 12 13 25 15 12 28 29 24 23 20 22 19 23 31 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26190-Pp3c5_26250Pp3c5_26190-Pp3c5_26250intergenic_regionPp3c5_26190-Pp3c5_26250NA NA n.18542630C>ANA NA NA NA NA
Chr05 18734283 C T Chr05_18734283_C_TC_T SNP 21499.63 23 18 17 31 26 21 23 22 26 23 14 14 17 14 23 18 17 31 26 21 23 22 26 23 14 14 17 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26490-Pp3c5_26530Pp3c5_26490-Pp3c5_26530intergenic_regionPp3c5_26490-Pp3c5_26530NA NA n.18734283C>TNA NA NA NA NA
Chr05 18734284 C A Chr05_18734284_C_AC_A SNP 21589.63 22 18 17 31 26 20 23 22 26 24 14 14 17 14 22 18 17 31 26 20 23 22 26 24 14 14 17 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26490-Pp3c5_26530Pp3c5_26490-Pp3c5_26530intergenic_regionPp3c5_26490-Pp3c5_26530NA NA n.18734284C>ANA NA NA NA NA
Chr05 18734304 A C Chr05_18734304_A_CA_C SNP 21638.63 23 20 15 32 24 18 21 23 29 24 17 18 17 12 23 20 15 32 24 18 21 23 29 24 17 18 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26490-Pp3c5_26530Pp3c5_26490-Pp3c5_26530intergenic_regionPp3c5_26490-Pp3c5_26530NA NA n.18734304A>CNA NA NA NA NA
Chr05 18734411 G A Chr05_18734411_G_AG_A SNP 22470.63 12 22 20 31 32 23 19 20 24 34 21 24 19 19 12 22 20 31 32 23 19 20 24 34 21 24 19 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26490-Pp3c5_26530Pp3c5_26490-Pp3c5_26530intergenic_regionPp3c5_26490-Pp3c5_26530NA NA n.18734411G>ANA NA NA NA NA
Chr05 18734418 T TA Chr05_18734418_T_TAT_TA INDEL 22367.59 13 22 20 31 35 26 19 24 28 34 22 24 19 20 13 22 20 31 35 26 19 24 28 34 22 24 19 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26490-Pp3c5_26530Pp3c5_26490-Pp3c5_26530intergenic_regionPp3c5_26490-Pp3c5_26530NA NA n.18734418_18734419insANA NA NA NA NA
Chr05 18739997 C A Chr05_18739997_C_AC_A SNP 16217.63 20 12 12 22 16 29 16 25 18 17 12 21 6 10 20 12 12 22 16 29 16 25 18 17 12 21 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26490-Pp3c5_26530Pp3c5_26490-Pp3c5_26530intergenic_regionPp3c5_26490-Pp3c5_26530NA NA n.18739997C>ANA NA NA NA NA
Chr05 18777633 G GA Chr05_18777633_G_GAG_GA INDEL 13861.59 20 10 10 20 17 21 29 15 10 17 21 10 8 8 20 10 10 20 17 21 29 15 10 17 21 10 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_26550-Pp3c5_26610Pp3c5_26550-Pp3c5_26610intergenic_regionPp3c5_26550-Pp3c5_26610NA NA n.18777633_18777634insANA NA NA NA NA
Chr05 19051879 A AAT Chr05_19051879_A_AATA_AAT INDEL 9916.59 15 9 8 18 17 23 18 19 18 11 10 5 6 15 15 9 8 18 17 24 19 19 18 11 10 5 6 15 1 1 1 1 1 0.958 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_27000Pp3c5_27000transcript PAC:32953261protein_codingNA c.*1606_*1607insATNA NA NA NA 1335
Chr05 19051879 A AAT Chr05_19051879_A_AATA_AAT INDEL 9916.59 15 9 8 18 17 23 18 19 18 11 10 5 6 15 15 9 8 18 17 24 19 19 18 11 10 5 6 15 1 1 1 1 1 0.958 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_27000Pp3c5_27000transcript PAC:32953262protein_codingNA c.*1606_*1607insATNA NA NA NA 1316
Chr05 19051879 A AAT Chr05_19051879_A_AATA_AAT INDEL 9916.59 15 9 8 18 17 23 18 19 18 11 10 5 6 15 15 9 8 18 17 24 19 19 18 11 10 5 6 15 1 1 1 1 1 0.958 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_27000Pp3c5_27000transcript PAC:32953263protein_codingNA c.*1606_*1607insATNA NA NA NA 1335
Chr05 19051879 A AAT Chr05_19051879_A_AATA_AAT INDEL 9916.59 15 9 8 18 17 23 18 19 18 11 10 5 6 15 15 9 8 18 17 24 19 19 18 11 10 5 6 15 1 1 1 1 1 0.958 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27000-Pp3c5_27020Pp3c5_27000-Pp3c5_27020intergenic_regionPp3c5_27000-Pp3c5_27020NA NA n.19051879_19051880insATNA NA NA NA NA
Chr05 19119517 AG A Chr05_19119517_AG_AAG_A INDEL 10669.59 12 9 9 13 9 14 9 13 18 14 13 4 10 9 12 9 9 13 9 14 9 13 18 14 13 4 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27080-Pp3c5_27150Pp3c5_27080-Pp3c5_27150intergenic_regionPp3c5_27080-Pp3c5_27150NA NA n.19119518delGNA NA NA NA NA
Chr05 19376911 T TTA Chr05_19376911_T_TTAT_TTA INDEL 542.37 0 0 0 0 0 19 0 0 0 0 0 1 0 0 20 8 13 18 13 20 24 27 12 8 6 8 5 4 0 0 0 0 0 0.95 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c5_27410Pp3c5_27410transcript PAC:32953439protein_codingNA c.-1448_-1447insTANA NA NA NA 1129
Chr05 19376911 T TTA Chr05_19376911_T_TTAT_TTA INDEL 542.37 0 0 0 0 0 19 0 0 0 0 0 1 0 0 20 8 13 18 13 20 24 27 12 8 6 8 5 4 0 0 0 0 0 0.95 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c5_27410Pp3c5_27410transcript PAC:32953440protein_codingNA c.-1448_-1447insTANA NA NA NA 1239
Chr05 19376911 T TTA Chr05_19376911_T_TTAT_TTA INDEL 542.37 0 0 0 0 0 19 0 0 0 0 0 1 0 0 20 8 13 18 13 20 24 27 12 8 6 8 5 4 0 0 0 0 0 0.95 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c5_27410-Pp3c5_27600Pp3c5_27410-Pp3c5_27600intergenic_regionPp3c5_27410-Pp3c5_27600NA NA n.19376911_19376912insTANA NA NA NA NA
Chr05 19481532 T TA Chr05_19481532_T_TAT_TA INDEL 11336.59 19 14 19 19 11 19 19 15 11 12 9 8 5 9 19 14 19 19 11 19 19 15 11 12 9 8 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19481532_19481533insANA NA NA NA NA
Chr05 19486347 C CT Chr05_19486347_C_CTC_CT INDEL 13124.59 26 19 9 21 21 21 18 14 15 18 15 16 8 10 26 19 9 22 21 21 18 14 15 18 15 16 8 10 1 1 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19486347_19486348insTNA NA NA NA NA
Chr05 19506273 T A Chr05_19506273_T_AT_A SNP 14010.63 21 13 11 17 24 22 28 14 22 12 5 10 4 8 21 13 11 17 24 22 28 14 22 12 5 10 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19506273T>ANA NA NA NA NA
Chr05 19532425 G A Chr05_19532425_G_AG_A SNP 13670.63 18 5 10 19 19 20 31 20 19 19 15 16 11 11 19 5 11 20 19 20 32 20 19 20 15 16 11 11 0.947 1 0.909 0.95 1 1 0.969 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19532425G>ANA NA NA NA NA
Chr05 19533373 C A Chr05_19533373_C_AC_A SNP 10734.63 23 16 10 11 13 16 14 11 18 16 10 8 6 10 23 16 10 12 13 16 14 11 18 16 10 8 7 11 1 1 1 0.917 1 1 1 1 1 1 1 1 0.857 0.909 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19533373C>ANA NA NA NA NA
Chr05 19539742 T C Chr05_19539742_T_CT_C SNP 20071.63 45 19 19 23 19 27 44 29 32 28 14 15 16 16 45 19 19 23 19 27 44 29 32 28 14 15 16 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19539742T>CNA NA NA NA NA
Chr05 19567904 AC A Chr05_19567904_AC_AAC_A INDEL 10361.59 22 13 18 8 17 18 23 13 20 12 15 15 4 4 22 13 18 8 17 18 23 13 20 12 15 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19567905delCNA NA NA NA NA
Chr05 19587957 G T Chr05_19587957_G_TG_T SNP 9671.63 19 12 6 10 18 19 13 14 8 14 10 11 4 5 19 12 6 10 18 19 13 14 8 15 10 11 4 5 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19587957G>TNA NA NA NA NA
Chr05 19598190 G T Chr05_19598190_G_TG_T SNP 35292.63 41 25 25 48 37 48 57 43 37 39 32 30 16 21 41 25 25 48 37 48 57 43 37 39 32 30 16 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19598190G>TNA NA NA NA NA
Chr05 19598247 C CATGTTGATTCAATTChr05_19598247_C_CATGTTGATTCAATTC_CATGTTGATTCAATTINDEL 19093.59 25 16 14 31 13 26 35 27 19 16 16 9 8 10 25 16 14 31 13 26 35 27 19 16 16 9 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19598247_19598248insATGTTGATTCAATTNA NA NA NA NA
Chr05 19598249 T TTCAATTTCTTGATGTTCTTCTTCTTTCTTTGCGChr05_19598249_T_TTCAATTTCTTGATGTTCTTCTTCTTTCTTTGCGT_TTCAATTTCTTGATGTTCTTCTTCTTTCTTTGCGINDEL 18604.59 12 11 9 23 11 19 24 22 9 11 6 5 5 8 12 11 9 23 11 19 24 22 9 11 6 5 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19598249_19598250insTCAATTTCTTGATGTTCTTCTTCTTTCTTTGCGNA NA NA NA NA
Chr05 19618640 G A Chr05_19618640_G_AG_A SNP 16593.63 19 19 14 28 21 22 23 28 19 20 20 19 6 12 19 19 14 28 21 22 23 28 19 20 20 19 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19618640G>ANA NA NA NA NA
Chr05 19713268 A G Chr05_19713268_A_GA_G SNP 13746.63 23 16 16 14 22 22 23 12 15 19 15 15 10 4 23 16 16 14 22 22 23 12 15 19 15 15 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_27650-Pp3c5_28010Pp3c5_27650-Pp3c5_28010intergenic_regionPp3c5_27650-Pp3c5_28010NA NA n.19713268A>GNA NA NA NA NA
Chr05 19742968 G C Chr05_19742968_G_CG_C SNP 18655.63 27 9 12 31 11 17 39 20 25 28 18 9 11 8 27 9 12 31 11 17 39 20 25 28 18 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954713protein_codingNA c.-841G>C NA NA NA NA 723
Chr05 19742968 G C Chr05_19742968_G_CG_C SNP 18655.63 27 9 12 31 11 17 39 20 25 28 18 9 11 8 27 9 12 31 11 17 39 20 25 28 18 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954709protein_coding févr-15 c.398+18G>CNA NA NA NA NA
Chr05 19742968 G C Chr05_19742968_G_CG_C SNP 18655.63 27 9 12 31 11 17 39 20 25 28 18 9 11 8 27 9 12 31 11 17 39 20 25 28 18 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954710protein_coding févr-14 c.398+18G>CNA NA NA NA NA
Chr05 19742968 G C Chr05_19742968_G_CG_C SNP 18655.63 27 9 12 31 11 17 39 20 25 28 18 9 11 8 27 9 12 31 11 17 39 20 25 28 18 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954711protein_coding févr-14 c.398+18G>CNA NA NA NA NA
Chr05 19742968 G C Chr05_19742968_G_CG_C SNP 18655.63 27 9 12 31 11 17 39 20 25 28 18 9 11 8 27 9 12 31 11 17 39 20 25 28 18 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954714protein_coding févr-14 c.398+18G>CNA NA NA NA NA
Chr05 19742968 G C Chr05_19742968_G_CG_C SNP 18655.63 27 9 12 31 11 17 39 20 25 28 18 9 11 8 27 9 12 31 11 17 39 20 25 28 18 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954715protein_coding févr-13 c.398+18G>CNA NA NA NA NA
Chr05 19742968 G C Chr05_19742968_G_CG_C SNP 18655.63 27 9 12 31 11 17 39 20 25 28 18 9 11 8 27 9 12 31 11 17 39 20 25 28 18 9 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954712protein_coding févr-14 c.398+18G>CNA NA NA NA NA
Chr05 19742972 G C Chr05_19742972_G_CG_C SNP 18598.63 29 9 12 31 10 17 39 19 24 28 18 10 10 8 29 9 12 31 10 17 39 19 24 28 18 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954713protein_codingNA c.-837G>C NA NA NA NA 719
Chr05 19742972 G C Chr05_19742972_G_CG_C SNP 18598.63 29 9 12 31 10 17 39 19 24 28 18 10 10 8 29 9 12 31 10 17 39 19 24 28 18 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954709protein_coding févr-15 c.398+22G>CNA NA NA NA NA
Chr05 19742972 G C Chr05_19742972_G_CG_C SNP 18598.63 29 9 12 31 10 17 39 19 24 28 18 10 10 8 29 9 12 31 10 17 39 19 24 28 18 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954710protein_coding févr-14 c.398+22G>CNA NA NA NA NA
Chr05 19742972 G C Chr05_19742972_G_CG_C SNP 18598.63 29 9 12 31 10 17 39 19 24 28 18 10 10 8 29 9 12 31 10 17 39 19 24 28 18 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954711protein_coding févr-14 c.398+22G>CNA NA NA NA NA
Chr05 19742972 G C Chr05_19742972_G_CG_C SNP 18598.63 29 9 12 31 10 17 39 19 24 28 18 10 10 8 29 9 12 31 10 17 39 19 24 28 18 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954714protein_coding févr-14 c.398+22G>CNA NA NA NA NA
Chr05 19742972 G C Chr05_19742972_G_CG_C SNP 18598.63 29 9 12 31 10 17 39 19 24 28 18 10 10 8 29 9 12 31 10 17 39 19 24 28 18 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954715protein_coding févr-13 c.398+22G>CNA NA NA NA NA
Chr05 19742972 G C Chr05_19742972_G_CG_C SNP 18598.63 29 9 12 31 10 17 39 19 24 28 18 10 10 8 29 9 12 31 10 17 39 19 24 28 18 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c5_28010Pp3c5_28010transcript PAC:32954712protein_coding févr-14 c.398+22G>CNA NA NA NA NA
Chr05 19758338 CA C Chr05_19758338_CA_CCA_C INDEL 14200.59 23 8 8 25 15 28 28 25 25 20 20 19 9 15 23 8 8 25 15 28 28 25 25 20 20 19 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28010-Pp3c5_28020Pp3c5_28010-Pp3c5_28020intergenic_regionPp3c5_28010-Pp3c5_28020NA NA n.19758339delANA NA NA NA NA
Chr05 19882665 A G Chr05_19882665_A_GA_G SNP 16152.63 17 8 13 26 18 17 26 18 18 25 18 16 13 12 17 8 13 26 18 17 26 18 18 25 18 16 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_28140Pp3c5_28140transcript PAC:32953448protein_coding 05-mai c.571A>G p.Lys191Glu 767/1190 571/738 191/245 NA
Chr05 19882665 A G Chr05_19882665_A_GA_G SNP 16152.63 17 8 13 26 18 17 26 18 18 25 18 16 13 12 17 8 13 26 18 17 26 18 18 25 18 16 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c5_28140Pp3c5_28140transcript PAC:32953449protein_coding 04-avr c.571A>G p.Lys191Glu 840/1253 571/738 191/245 NA
Chr05 19882665 A G Chr05_19882665_A_GA_G SNP 16152.63 17 8 13 26 18 17 26 18 18 25 18 16 13 12 17 8 13 26 18 17 26 18 18 25 18 16 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c5_28149Pp3c5_28149transcript PAC:32953863protein_codingNA c.-4247A>G NA NA NA NA 3556
Chr05 19882665 A G Chr05_19882665_A_GA_G SNP 16152.63 17 8 13 26 18 17 26 18 18 25 18 16 13 12 17 8 13 26 18 17 26 18 18 25 18 16 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_28120Pp3c5_28120transcript PAC:32955210protein_codingNA c.*1798A>G NA NA NA NA 1444
Chr05 19882665 A G Chr05_19882665_A_GA_G SNP 16152.63 17 8 13 26 18 17 26 18 18 25 18 16 13 12 17 8 13 26 18 17 26 18 18 25 18 16 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_28120Pp3c5_28120transcript PAC:32955211protein_codingNA c.*1798A>G NA NA NA NA 1486
Chr05 19976725 C T Chr05_19976725_C_TC_T SNP 3061.98 0 0 0 0 0 0 0 0 17 23 15 11 13 8 21 10 10 17 16 26 18 24 17 24 15 11 13 8 0 0 0 0 0 0 0 0 1 0.958 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c5_28260-Pp3c5_28340Pp3c5_28260-Pp3c5_28340intergenic_regionPp3c5_28260-Pp3c5_28340NA NA n.19976725C>TNA NA NA NA NA
Chr05 19996578 C A Chr05_19996578_C_AC_A SNP 21265.63 35 14 26 36 25 23 22 17 29 27 16 21 15 10 35 14 26 36 25 23 22 17 29 27 16 21 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 0.909 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28260-Pp3c5_28340Pp3c5_28260-Pp3c5_28340intergenic_regionPp3c5_28260-Pp3c5_28340NA NA n.19996578C>ANA NA NA NA NA
Chr05 19996612 C T Chr05_19996612_C_TC_T SNP 22659.63 32 15 22 38 18 27 26 18 29 28 14 27 11 9 32 15 22 38 18 27 26 18 29 28 14 27 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28260-Pp3c5_28340Pp3c5_28260-Pp3c5_28340intergenic_regionPp3c5_28260-Pp3c5_28340NA NA n.19996612C>TNA NA NA NA NA
Chr05 19996621 C A Chr05_19996621_C_AC_A SNP 22462.63 31 14 21 38 19 25 23 19 30 28 14 31 11 8 31 14 21 38 19 25 23 19 30 28 14 31 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28260-Pp3c5_28340Pp3c5_28260-Pp3c5_28340intergenic_regionPp3c5_28260-Pp3c5_28340NA NA n.19996621C>ANA NA NA NA NA
Chr05 19996660 A T Chr05_19996660_A_TA_T SNP 22212.63 32 14 19 36 17 30 22 22 26 26 16 29 10 7 32 14 19 36 17 30 22 22 26 26 16 29 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28260-Pp3c5_28340Pp3c5_28260-Pp3c5_28340intergenic_regionPp3c5_28260-Pp3c5_28340NA NA n.19996660A>TNA NA NA NA NA
Chr05 19996668 T TC Chr05_19996668_T_TCT_TC INDEL 22698.59 30 13 20 38 19 33 20 23 28 25 18 27 11 10 30 13 20 38 19 33 20 23 28 25 18 27 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28260-Pp3c5_28340Pp3c5_28260-Pp3c5_28340intergenic_regionPp3c5_28260-Pp3c5_28340NA NA n.19996668_19996669insCNA NA NA NA NA
Chr05 20004019 T A Chr05_20004019_T_AT_A SNP 10536.63 15 7 15 17 15 20 20 13 8 13 14 14 8 7 15 7 15 17 15 20 20 13 8 13 14 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28260-Pp3c5_28340Pp3c5_28260-Pp3c5_28340intergenic_regionPp3c5_28260-Pp3c5_28340NA NA n.20004019T>ANA NA NA NA NA
Chr05 20004033 T A Chr05_20004033_T_AT_A SNP 9467.63 15 7 14 15 14 15 18 12 7 12 13 14 7 7 15 7 14 15 14 15 18 12 7 12 13 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28260-Pp3c5_28340Pp3c5_28260-Pp3c5_28340intergenic_regionPp3c5_28260-Pp3c5_28340NA NA n.20004033T>ANA NA NA NA NA
Chr05 20214670 T TA Chr05_20214670_T_TAT_TA INDEL 15826.59 33 13 16 34 15 23 29 18 25 22 12 17 16 9 33 13 16 34 15 23 29 18 25 22 12 17 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20214670_20214671insANA NA NA NA NA
Chr05 20214691 A AT Chr05_20214691_A_ATA_AT INDEL 15534.59 35 11 15 32 16 22 28 20 25 24 11 22 17 8 35 11 15 32 16 22 28 20 25 24 11 22 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20214691_20214692insTNA NA NA NA NA
Chr05 20222233 A AT Chr05_20222233_A_ATA_AT INDEL 440.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 32 16 17 30 18 30 24 24 17 18 16 20 10 18 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20222233_20222234insTNA NA NA NA NA
Chr05 20244918 G GT Chr05_20244918_G_GTG_GT INDEL 14528.59 29 8 12 25 12 27 14 28 8 21 9 15 13 10 29 8 12 25 12 27 14 28 8 21 9 15 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20244918_20244919insTNA NA NA NA NA
Chr05 20245901 G C Chr05_20245901_G_CG_C SNP 19361.63 33 12 18 23 22 37 21 22 21 24 11 17 14 9 33 12 18 23 22 37 21 22 21 24 11 17 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20245901G>CNA NA NA NA NA
Chr05 20246831 A G Chr05_20246831_A_GA_G SNP 21528.63 40 19 19 31 31 23 22 22 22 36 22 19 10 14 40 19 19 31 31 23 22 22 22 36 22 19 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20246831A>GNA NA NA NA NA
Chr05 20264219 A T Chr05_20264219_A_TA_T SNP 10320.63 13 10 13 20 10 16 11 17 9 9 4 12 5 5 13 10 13 20 10 16 11 17 9 9 4 12 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20264219A>TNA NA NA NA NA
Chr05 20264495 A T Chr05_20264495_A_TA_T SNP 10892.63 14 10 19 15 10 19 7 20 4 13 10 10 8 7 14 10 19 15 10 19 7 20 4 13 10 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20264495A>TNA NA NA NA NA
Chr05 20264573 A AAT Chr05_20264573_A_AATA_AAT INDEL 12929.59 23 7 18 14 4 12 17 14 11 17 7 5 9 11 23 7 18 14 4 12 17 14 11 17 7 5 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20264573_20264574insATNA NA NA NA NA
Chr05 20264574 CTGG C Chr05_20264574_CTGG_CCTGG_C INDEL 13019.59 25 8 19 14 7 14 19 14 11 17 7 5 8 12 25 8 19 14 7 14 19 14 11 17 7 5 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20264575_20264577delTGGNA NA NA NA NA
Chr05 20264580 A T Chr05_20264580_A_TA_T SNP 13022.63 25 8 18 13 8 14 19 15 11 17 7 6 8 12 25 8 18 13 8 14 19 15 11 17 7 6 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20264580A>TNA NA NA NA NA
Chr05 20264581 G C Chr05_20264581_G_CG_C SNP 12887.63 25 7 18 13 8 13 19 15 11 16 7 7 8 12 25 7 18 13 8 13 19 15 11 16 7 7 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c5_28530-Pp3c5_28560Pp3c5_28530-Pp3c5_28560intergenic_regionPp3c5_28530-Pp3c5_28560NA NA n.20264581G>CNA NA NA NA NA
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c5_28900Pp3c5_28900transcript PAC:32955635protein_coding 03-mars c.*1111dupANA NA NA NA 1111
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c5_28900Pp3c5_28900transcript PAC:32955636protein_coding 03-mars c.*1111dupANA NA NA NA 1111
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c5_28900Pp3c5_28900transcript PAC:32955639protein_coding 05-mai c.*1111dupANA NA NA NA 1111
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c5_28900Pp3c5_28900transcript PAC:32955641protein_coding 04-avr c.*1111dupANA NA NA NA 1111
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c5_28900Pp3c5_28900transcript PAC:32955642protein_coding 04-avr c.*1111dupANA NA NA NA 1111
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c5_28900Pp3c5_28900transcript PAC:32955638protein_coding 04-avr c.*1111dupANA NA NA NA 1111
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c5_28900Pp3c5_28900transcript PAC:32955640protein_coding 03-mars c.*1111dupANA NA NA NA 1111
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c5_28900Pp3c5_28900transcript PAC:32955637protein_coding 04-avr c.*1111dupANA NA NA NA 1111
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_28890Pp3c5_28890transcript PAC:32953614protein_codingNA c.*1917_*1918insTNA NA NA NA 527
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_28890Pp3c5_28890transcript PAC:32953617protein_codingNA c.*1917_*1918insTNA NA NA NA 598
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_28890Pp3c5_28890transcript PAC:32953618protein_codingNA c.*1917_*1918insTNA NA NA NA 563
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_28890Pp3c5_28890transcript PAC:32953615protein_codingNA c.*1917_*1918insTNA NA NA NA 598
Chr05 20529393 C CT Chr05_20529393_C_CTC_CT INDEL 14151.59 22 13 12 12 19 36 32 17 13 28 9 16 10 15 22 13 12 12 19 36 32 17 13 28 9 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c5_28890Pp3c5_28890transcript PAC:32953616protein_codingNA c.*1917_*1918insTNA NA NA NA 563
Chr06 121104 A AAT Chr06_121104_A_AATA_AAT INDEL 1768.93 0 0 1 0 0 0 0 0 17 12 10 5 4 6 18 12 10 15 14 19 17 11 17 12 10 5 4 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_231 Pp3c6_231 transcript PAC:32975701protein_codingNA c.-3306_-3305insATNA NA NA NA 3306
Chr06 121104 A AAT Chr06_121104_A_AATA_AAT INDEL 1768.93 0 0 1 0 0 0 0 0 17 12 10 5 4 6 18 12 10 15 14 19 17 11 17 12 10 5 4 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_231-Pp3c6_240Pp3c6_231-Pp3c6_240intergenic_regionPp3c6_231-Pp3c6_240NA NA n.121104_121105insATNA NA NA NA NA
Chr06 153786 GA G Chr06_153786_GA_GGA_G INDEL 1281.35 29 7 12 0 0 0 0 0 1 0 0 0 0 0 29 7 12 24 23 21 21 27 17 25 5 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_250 Pp3c6_250 transcript PAC:32977443protein_codingNA c.-1347delT NA NA NA NA 863
Chr06 153786 GA G Chr06_153786_GA_GGA_G INDEL 1281.35 29 7 12 0 0 0 0 0 1 0 0 0 0 0 29 7 12 24 23 21 21 27 17 25 5 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_250 Pp3c6_250 transcript PAC:32977444protein_codingNA c.-1347delT NA NA NA NA 551
Chr06 153786 GA G Chr06_153786_GA_GGA_G INDEL 1281.35 29 7 12 0 0 0 0 0 1 0 0 0 0 0 29 7 12 24 23 21 21 27 17 25 5 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_240 Pp3c6_240 transcript PAC:32976352protein_codingNA c.*5212delA NA NA NA NA 4333
Chr06 153786 GA G Chr06_153786_GA_GGA_G INDEL 1281.35 29 7 12 0 0 0 0 0 1 0 0 0 0 0 29 7 12 24 23 21 21 27 17 25 5 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_260 Pp3c6_260 transcript PAC:32976290protein_codingNA c.*3756delT NA NA NA NA 2762
Chr06 153786 GA G Chr06_153786_GA_GGA_G INDEL 1281.35 29 7 12 0 0 0 0 0 1 0 0 0 0 0 29 7 12 24 23 21 21 27 17 25 5 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_240 Pp3c6_240 transcript PAC:32976353protein_codingNA c.*5212delA NA NA NA NA 4722
Chr06 153786 GA G Chr06_153786_GA_GGA_G INDEL 1281.35 29 7 12 0 0 0 0 0 1 0 0 0 0 0 29 7 12 24 23 21 21 27 17 25 5 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_240 Pp3c6_240 transcript PAC:32976354protein_codingNA c.*5212delA NA NA NA NA 4722
Chr06 153786 GA G Chr06_153786_GA_GGA_G INDEL 1281.35 29 7 12 0 0 0 0 0 1 0 0 0 0 0 29 7 12 24 23 21 21 27 17 25 5 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_260 Pp3c6_260 transcript PAC:32976291protein_codingNA c.*3756delT NA NA NA NA 2768
Chr06 153786 GA G Chr06_153786_GA_GGA_G INDEL 1281.35 29 7 12 0 0 0 0 0 1 0 0 0 0 0 29 7 12 24 23 21 21 27 17 25 5 13 4 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c6_250-Pp3c6_260Pp3c6_250-Pp3c6_260intergenic_regionPp3c6_250-Pp3c6_260NA NA n.153787delANA NA NA NA NA
Chr06 307856 A T Chr06_307856_A_TA_T SNP 17302.63 25 18 14 24 16 21 28 21 18 12 9 10 11 13 25 18 14 24 16 21 28 21 18 12 9 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977959protein_codingNA c.-4414T>A NA NA NA NA 3295
Chr06 307856 A T Chr06_307856_A_TA_T SNP 17302.63 25 18 14 24 16 21 28 21 18 12 9 10 11 13 25 18 14 24 16 21 28 21 18 12 9 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977962protein_codingNA c.-4414T>A NA NA NA NA 3587
Chr06 307856 A T Chr06_307856_A_TA_T SNP 17302.63 25 18 14 24 16 21 28 21 18 12 9 10 11 13 25 18 14 24 16 21 28 21 18 12 9 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977960protein_codingNA c.-4414T>A NA NA NA NA 3295
Chr06 307856 A T Chr06_307856_A_TA_T SNP 17302.63 25 18 14 24 16 21 28 21 18 12 9 10 11 13 25 18 14 24 16 21 28 21 18 12 9 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977961protein_codingNA c.-4414T>A NA NA NA NA 3295



Chr06 307856 A T Chr06_307856_A_TA_T SNP 17302.63 25 18 14 24 16 21 28 21 18 12 9 10 11 13 25 18 14 24 16 21 28 21 18 12 9 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976671protein_codingNA c.*3354T>A NA NA NA NA 2941
Chr06 307856 A T Chr06_307856_A_TA_T SNP 17302.63 25 18 14 24 16 21 28 21 18 12 9 10 11 13 25 18 14 24 16 21 28 21 18 12 9 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976672protein_codingNA c.*3354T>A NA NA NA NA 2385
Chr06 307856 A T Chr06_307856_A_TA_T SNP 17302.63 25 18 14 24 16 21 28 21 18 12 9 10 11 13 25 18 14 24 16 21 28 21 18 12 9 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_490-Pp3c6_520Pp3c6_490-Pp3c6_520intergenic_regionPp3c6_490-Pp3c6_520NA NA n.307856A>TNA NA NA NA NA
Chr06 307857 T A Chr06_307857_T_AT_A SNP 16851.63 24 17 14 24 16 20 29 21 17 12 8 12 10 13 24 18 14 24 16 20 29 21 18 12 8 12 11 13 1 0.944 1 1 1 1 1 1 0.944 1 1 1 0.909 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977959protein_codingNA c.-4415A>T NA NA NA NA 3296
Chr06 307857 T A Chr06_307857_T_AT_A SNP 16851.63 24 17 14 24 16 20 29 21 17 12 8 12 10 13 24 18 14 24 16 20 29 21 18 12 8 12 11 13 1 0.944 1 1 1 1 1 1 0.944 1 1 1 0.909 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977962protein_codingNA c.-4415A>T NA NA NA NA 3588
Chr06 307857 T A Chr06_307857_T_AT_A SNP 16851.63 24 17 14 24 16 20 29 21 17 12 8 12 10 13 24 18 14 24 16 20 29 21 18 12 8 12 11 13 1 0.944 1 1 1 1 1 1 0.944 1 1 1 0.909 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977960protein_codingNA c.-4415A>T NA NA NA NA 3296
Chr06 307857 T A Chr06_307857_T_AT_A SNP 16851.63 24 17 14 24 16 20 29 21 17 12 8 12 10 13 24 18 14 24 16 20 29 21 18 12 8 12 11 13 1 0.944 1 1 1 1 1 1 0.944 1 1 1 0.909 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977961protein_codingNA c.-4415A>T NA NA NA NA 3296
Chr06 307857 T A Chr06_307857_T_AT_A SNP 16851.63 24 17 14 24 16 20 29 21 17 12 8 12 10 13 24 18 14 24 16 20 29 21 18 12 8 12 11 13 1 0.944 1 1 1 1 1 1 0.944 1 1 1 0.909 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976671protein_codingNA c.*3353A>T NA NA NA NA 2940
Chr06 307857 T A Chr06_307857_T_AT_A SNP 16851.63 24 17 14 24 16 20 29 21 17 12 8 12 10 13 24 18 14 24 16 20 29 21 18 12 8 12 11 13 1 0.944 1 1 1 1 1 1 0.944 1 1 1 0.909 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976672protein_codingNA c.*3353A>T NA NA NA NA 2384
Chr06 307857 T A Chr06_307857_T_AT_A SNP 16851.63 24 17 14 24 16 20 29 21 17 12 8 12 10 13 24 18 14 24 16 20 29 21 18 12 8 12 11 13 1 0.944 1 1 1 1 1 1 0.944 1 1 1 0.909 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_490-Pp3c6_520Pp3c6_490-Pp3c6_520intergenic_regionPp3c6_490-Pp3c6_520NA NA n.307857T>ANA NA NA NA NA
Chr06 307871 A AT Chr06_307871_A_ATA_AT INDEL 17106.59 24 16 15 24 14 21 27 18 16 12 8 12 9 10 24 17 15 24 14 21 27 18 17 12 8 12 9 10 1 0.941 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977959protein_codingNA c.-4430_-4429insANA NA NA NA 3311
Chr06 307871 A AT Chr06_307871_A_ATA_AT INDEL 17106.59 24 16 15 24 14 21 27 18 16 12 8 12 9 10 24 17 15 24 14 21 27 18 17 12 8 12 9 10 1 0.941 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977962protein_codingNA c.-4430_-4429insANA NA NA NA 3603
Chr06 307871 A AT Chr06_307871_A_ATA_AT INDEL 17106.59 24 16 15 24 14 21 27 18 16 12 8 12 9 10 24 17 15 24 14 21 27 18 17 12 8 12 9 10 1 0.941 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977960protein_codingNA c.-4430_-4429insANA NA NA NA 3311
Chr06 307871 A AT Chr06_307871_A_ATA_AT INDEL 17106.59 24 16 15 24 14 21 27 18 16 12 8 12 9 10 24 17 15 24 14 21 27 18 17 12 8 12 9 10 1 0.941 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977961protein_codingNA c.-4430_-4429insANA NA NA NA 3311
Chr06 307871 A AT Chr06_307871_A_ATA_AT INDEL 17106.59 24 16 15 24 14 21 27 18 16 12 8 12 9 10 24 17 15 24 14 21 27 18 17 12 8 12 9 10 1 0.941 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976671protein_codingNA c.*3338_*3339insANA NA NA NA 2925
Chr06 307871 A AT Chr06_307871_A_ATA_AT INDEL 17106.59 24 16 15 24 14 21 27 18 16 12 8 12 9 10 24 17 15 24 14 21 27 18 17 12 8 12 9 10 1 0.941 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976672protein_codingNA c.*3338_*3339insANA NA NA NA 2369
Chr06 307871 A AT Chr06_307871_A_ATA_AT INDEL 17106.59 24 16 15 24 14 21 27 18 16 12 8 12 9 10 24 17 15 24 14 21 27 18 17 12 8 12 9 10 1 0.941 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_490-Pp3c6_520Pp3c6_490-Pp3c6_520intergenic_regionPp3c6_490-Pp3c6_520NA NA n.307871_307872insTNA NA NA NA NA
Chr06 307890 A AT Chr06_307890_A_ATA_AT INDEL 16458.59 27 14 16 19 13 18 34 17 15 10 10 13 8 10 27 14 16 19 13 18 34 17 15 10 10 13 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977959protein_codingNA c.-4449_-4448insANA NA NA NA 3330
Chr06 307890 A AT Chr06_307890_A_ATA_AT INDEL 16458.59 27 14 16 19 13 18 34 17 15 10 10 13 8 10 27 14 16 19 13 18 34 17 15 10 10 13 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977962protein_codingNA c.-4449_-4448insANA NA NA NA 3622
Chr06 307890 A AT Chr06_307890_A_ATA_AT INDEL 16458.59 27 14 16 19 13 18 34 17 15 10 10 13 8 10 27 14 16 19 13 18 34 17 15 10 10 13 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977960protein_codingNA c.-4449_-4448insANA NA NA NA 3330
Chr06 307890 A AT Chr06_307890_A_ATA_AT INDEL 16458.59 27 14 16 19 13 18 34 17 15 10 10 13 8 10 27 14 16 19 13 18 34 17 15 10 10 13 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977961protein_codingNA c.-4449_-4448insANA NA NA NA 3330
Chr06 307890 A AT Chr06_307890_A_ATA_AT INDEL 16458.59 27 14 16 19 13 18 34 17 15 10 10 13 8 10 27 14 16 19 13 18 34 17 15 10 10 13 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976671protein_codingNA c.*3319_*3320insANA NA NA NA 2906
Chr06 307890 A AT Chr06_307890_A_ATA_AT INDEL 16458.59 27 14 16 19 13 18 34 17 15 10 10 13 8 10 27 14 16 19 13 18 34 17 15 10 10 13 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976672protein_codingNA c.*3319_*3320insANA NA NA NA 2350
Chr06 307890 A AT Chr06_307890_A_ATA_AT INDEL 16458.59 27 14 16 19 13 18 34 17 15 10 10 13 8 10 27 14 16 19 13 18 34 17 15 10 10 13 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_490-Pp3c6_520Pp3c6_490-Pp3c6_520intergenic_regionPp3c6_490-Pp3c6_520NA NA n.307890_307891insTNA NA NA NA NA
Chr06 307950 A T Chr06_307950_A_TA_T SNP 17184.63 30 15 18 25 13 26 31 15 18 19 13 13 6 11 30 15 18 25 13 26 31 15 18 19 13 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977959protein_codingNA c.-4508T>A NA NA NA NA 3389
Chr06 307950 A T Chr06_307950_A_TA_T SNP 17184.63 30 15 18 25 13 26 31 15 18 19 13 13 6 11 30 15 18 25 13 26 31 15 18 19 13 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977962protein_codingNA c.-4508T>A NA NA NA NA 3681
Chr06 307950 A T Chr06_307950_A_TA_T SNP 17184.63 30 15 18 25 13 26 31 15 18 19 13 13 6 11 30 15 18 25 13 26 31 15 18 19 13 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977960protein_codingNA c.-4508T>A NA NA NA NA 3389
Chr06 307950 A T Chr06_307950_A_TA_T SNP 17184.63 30 15 18 25 13 26 31 15 18 19 13 13 6 11 30 15 18 25 13 26 31 15 18 19 13 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_490 Pp3c6_490 transcript PAC:32977961protein_codingNA c.-4508T>A NA NA NA NA 3389
Chr06 307950 A T Chr06_307950_A_TA_T SNP 17184.63 30 15 18 25 13 26 31 15 18 19 13 13 6 11 30 15 18 25 13 26 31 15 18 19 13 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976671protein_codingNA c.*3260T>A NA NA NA NA 2847
Chr06 307950 A T Chr06_307950_A_TA_T SNP 17184.63 30 15 18 25 13 26 31 15 18 19 13 13 6 11 30 15 18 25 13 26 31 15 18 19 13 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976672protein_codingNA c.*3260T>A NA NA NA NA 2291
Chr06 307950 A T Chr06_307950_A_TA_T SNP 17184.63 30 15 18 25 13 26 31 15 18 19 13 13 6 11 30 15 18 25 13 26 31 15 18 19 13 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_490-Pp3c6_520Pp3c6_490-Pp3c6_520intergenic_regionPp3c6_490-Pp3c6_520NA NA n.307950A>TNA NA NA NA NA
Chr06 312301 C T Chr06_312301_C_TC_T SNP 16498.63 25 12 10 27 25 19 35 23 17 20 10 15 6 6 25 12 10 27 25 19 35 23 17 20 10 15 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976671protein_coding 01-févr c.202+108G>ANA NA NA NA NA
Chr06 312301 C T Chr06_312301_C_TC_T SNP 16498.63 25 12 10 27 25 19 35 23 17 20 10 15 6 6 25 12 10 27 25 19 35 23 17 20 10 15 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_520 Pp3c6_520 transcript PAC:32976672protein_coding 01-févr c.202+108G>ANA NA NA NA NA
Chr06 332743 G T Chr06_332743_G_TG_T SNP 21282.63 32 17 17 31 23 30 41 23 22 35 14 17 9 11 32 17 17 31 23 30 41 23 22 35 14 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_560 Pp3c6_560 transcript PAC:32978179protein_codingNA c.-4377G>T NA NA NA NA 4019
Chr06 332743 G T Chr06_332743_G_TG_T SNP 21282.63 32 17 17 31 23 30 41 23 22 35 14 17 9 11 32 17 17 31 23 30 41 23 22 35 14 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_560 Pp3c6_560 transcript PAC:32978180protein_codingNA c.-3823G>T NA NA NA NA 3806
Chr06 332743 G T Chr06_332743_G_TG_T SNP 21282.63 32 17 17 31 23 30 41 23 22 35 14 17 9 11 32 17 17 31 23 30 41 23 22 35 14 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_570 Pp3c6_570 transcript PAC:32977048protein_codingNA c.-4437G>T NA NA NA NA 4437
Chr06 332743 G T Chr06_332743_G_TG_T SNP 21282.63 32 17 17 31 23 30 41 23 22 35 14 17 9 11 32 17 17 31 23 30 41 23 22 35 14 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_540 Pp3c6_540 transcript PAC:32978446protein_codingNA c.*1931C>A NA NA NA NA 615
Chr06 332743 G T Chr06_332743_G_TG_T SNP 21282.63 32 17 17 31 23 30 41 23 22 35 14 17 9 11 32 17 17 31 23 30 41 23 22 35 14 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_540 Pp3c6_540 transcript PAC:32978447protein_codingNA c.*1931C>A NA NA NA NA 1931
Chr06 332743 G T Chr06_332743_G_TG_T SNP 21282.63 32 17 17 31 23 30 41 23 22 35 14 17 9 11 32 17 17 31 23 30 41 23 22 35 14 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_520-Pp3c6_540Pp3c6_520-Pp3c6_540intergenic_regionPp3c6_520-Pp3c6_540NA NA n.332743G>TNA NA NA NA NA
Chr06 338173 G T Chr06_338173_G_TG_T SNP 17434.63 32 22 16 26 14 24 21 20 21 26 16 13 5 19 32 22 16 26 14 24 21 20 21 26 16 13 5 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_560 Pp3c6_560 transcript PAC:32978179protein_coding 02-févr c.*444G>T NA NA NA NA 444
Chr06 338173 G T Chr06_338173_G_TG_T SNP 17434.63 32 22 16 26 14 24 21 20 21 26 16 13 5 19 32 22 16 26 14 24 21 20 21 26 16 13 5 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_540 Pp3c6_540 transcript PAC:32978446protein_codingNA c.-3335C>A NA NA NA NA 3077
Chr06 338173 G T Chr06_338173_G_TG_T SNP 17434.63 32 22 16 26 14 24 21 20 21 26 16 13 5 19 32 22 16 26 14 24 21 20 21 26 16 13 5 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_570 Pp3c6_570 transcript PAC:32977047protein_codingNA c.-322G>T NA NA NA NA 322
Chr06 338173 G T Chr06_338173_G_TG_T SNP 17434.63 32 22 16 26 14 24 21 20 21 26 16 13 5 19 32 22 16 26 14 24 21 20 21 26 16 13 5 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_540 Pp3c6_540 transcript PAC:32978447protein_codingNA c.-3335C>A NA NA NA NA 3335
Chr06 338173 G T Chr06_338173_G_TG_T SNP 17434.63 32 22 16 26 14 24 21 20 21 26 16 13 5 19 32 22 16 26 14 24 21 20 21 26 16 13 5 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_560 Pp3c6_560 transcript PAC:32978180protein_codingNA c.*1287G>T NA NA NA NA 1141
Chr06 338173 G T Chr06_338173_G_TG_T SNP 17434.63 32 22 16 26 14 24 21 20 21 26 16 13 5 19 32 22 16 26 14 24 21 20 21 26 16 13 5 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_570 Pp3c6_570 transcript PAC:32977048protein_coding 02-févr c.228-149G>TNA NA NA NA NA
Chr06 349846 A T Chr06_349846_A_TA_T SNP 14684.63 20 13 8 17 13 24 19 18 17 16 12 12 12 6 20 13 8 17 13 24 19 18 17 16 12 12 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_570-Pp3c6_600Pp3c6_570-Pp3c6_600intergenic_regionPp3c6_570-Pp3c6_600NA NA n.349846A>TNA NA NA NA NA
Chr06 350034 C CA Chr06_350034_C_CAC_CA INDEL 12368.59 8 13 9 18 9 16 13 19 18 18 13 10 4 7 8 13 9 18 9 16 13 19 18 18 13 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_570-Pp3c6_600Pp3c6_570-Pp3c6_600intergenic_regionPp3c6_570-Pp3c6_600NA NA n.350034_350035insANA NA NA NA NA
Chr06 375662 A AAT Chr06_375662_A_AATA_AAT INDEL 3146.91 15 5 8 14 20 12 21 16 0 1 0 0 1 0 16 5 8 15 20 12 21 17 6 7 10 6 4 7 0.938 1 1 0.933 1 1 1 0.941 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c6_630 Pp3c6_630 transcript PAC:32975343protein_codingNA c.*3738_*3739insATNA NA NA NA 2473
Chr06 375662 A AAT Chr06_375662_A_AATA_AAT INDEL 3146.91 15 5 8 14 20 12 21 16 0 1 0 0 1 0 16 5 8 15 20 12 21 17 6 7 10 6 4 7 0.938 1 1 0.933 1 1 1 0.941 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c6_630 Pp3c6_630 transcript PAC:32975344protein_codingNA c.*3738_*3739insATNA NA NA NA 3739
Chr06 375662 A AAT Chr06_375662_A_AATA_AAT INDEL 3146.91 15 5 8 14 20 12 21 16 0 1 0 0 1 0 16 5 8 15 20 12 21 17 6 7 10 6 4 7 0.938 1 1 0.933 1 1 1 0.941 0 0 0 0 0 0 0 8 8 0 0 5 3 intergenic_regionMODIFIER Pp3c6_630-Pp3c6_670Pp3c6_630-Pp3c6_670intergenic_regionPp3c6_630-Pp3c6_670NA NA n.375662_375663insATNA NA NA NA NA
Chr06 427359 AATCCTAAATCAAACCCTAACTAAATTCTTA Chr06_427359_AATCCTAAATCAAACCCTAACTAAATTCTT_AAATCCTAAATCAAACCCTAACTAAATTCTT_AINDEL 10666.59 14 6 8 19 10 12 19 14 14 7 10 7 4 8 14 6 8 19 10 12 19 14 14 7 10 7 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_720-Pp3c6_760Pp3c6_720-Pp3c6_760intergenic_regionPp3c6_720-Pp3c6_760NA NA n.427360_427388delATCCTAAATCAAACCCTAACTAAATTCTTNA NA NA NA NA
Chr06 466666 G T Chr06_466666_G_TG_T SNP 14396.63 15 7 19 20 17 16 18 20 9 18 11 13 9 6 15 7 19 20 17 16 18 20 9 18 11 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_790 Pp3c6_790 transcript PAC:32976458protein_codingNA c.*1542G>T NA NA NA NA 1542
Chr06 466666 G T Chr06_466666_G_TG_T SNP 14396.63 15 7 19 20 17 16 18 20 9 18 11 13 9 6 15 7 19 20 17 16 18 20 9 18 11 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_790-Pp3c6_800Pp3c6_790-Pp3c6_800intergenic_regionPp3c6_790-Pp3c6_800NA NA n.466666G>TNA NA NA NA NA
Chr06 466961 TA T Chr06_466961_TA_TTA_T INDEL 14297.59 37 13 18 34 22 15 18 23 24 20 15 16 19 11 37 13 18 34 22 15 18 23 24 20 15 16 19 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_790 Pp3c6_790 transcript PAC:32976458protein_codingNA c.*1838delA NA NA NA NA 1838
Chr06 466961 TA T Chr06_466961_TA_TTA_T INDEL 14297.59 37 13 18 34 22 15 18 23 24 20 15 16 19 11 37 13 18 34 22 15 18 23 24 20 15 16 19 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_790-Pp3c6_800Pp3c6_790-Pp3c6_800intergenic_regionPp3c6_790-Pp3c6_800NA NA n.466962delANA NA NA NA NA
Chr06 467212 TA T Chr06_467212_TA_TTA_T INDEL 8680.59 16 12 5 15 7 11 11 11 10 4 9 8 4 6 16 12 5 15 7 11 11 11 10 4 9 8 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_790 Pp3c6_790 transcript PAC:32976458protein_codingNA c.*2089delA NA NA NA NA 2089
Chr06 467212 TA T Chr06_467212_TA_TTA_T INDEL 8680.59 16 12 5 15 7 11 11 11 10 4 9 8 4 6 16 12 5 15 7 11 11 11 10 4 9 8 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_790-Pp3c6_800Pp3c6_790-Pp3c6_800intergenic_regionPp3c6_790-Pp3c6_800NA NA n.467213delANA NA NA NA NA
Chr06 468923 T A Chr06_468923_T_AT_A SNP 18672.63 26 14 14 23 17 25 19 25 17 32 19 10 22 14 26 14 14 23 17 25 19 25 17 32 19 10 22 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_790 Pp3c6_790 transcript PAC:32976458protein_codingNA c.*3799T>A NA NA NA NA 3799
Chr06 468923 T A Chr06_468923_T_AT_A SNP 18672.63 26 14 14 23 17 25 19 25 17 32 19 10 22 14 26 14 14 23 17 25 19 25 17 32 19 10 22 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_790-Pp3c6_800Pp3c6_790-Pp3c6_800intergenic_regionPp3c6_790-Pp3c6_800NA NA n.468923T>ANA NA NA NA NA
Chr06 468982 T A Chr06_468982_T_AT_A SNP 17405.63 23 16 8 25 24 23 19 20 19 27 16 15 13 9 23 16 8 25 24 23 19 20 19 27 16 15 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_790 Pp3c6_790 transcript PAC:32976458protein_codingNA c.*3858T>A NA NA NA NA 3858
Chr06 468982 T A Chr06_468982_T_AT_A SNP 17405.63 23 16 8 25 24 23 19 20 19 27 16 15 13 9 23 16 8 25 24 23 19 20 19 27 16 15 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_790-Pp3c6_800Pp3c6_790-Pp3c6_800intergenic_regionPp3c6_790-Pp3c6_800NA NA n.468982T>ANA NA NA NA NA
Chr06 771934 A C Chr06_771934_A_CA_C SNP 17740.63 32 18 18 28 18 16 32 20 16 15 11 19 5 8 32 18 18 28 18 16 32 20 16 16 11 19 5 8 1 1 1 1 1 1 1 1 1 0.938 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_1460-Pp3c6_1469Pp3c6_1460-Pp3c6_1469intergenic_regionPp3c6_1460-Pp3c6_1469NA NA n.771934A>CNA NA NA NA NA
Chr06 832070 C A Chr06_832070_C_AC_A SNP 17191.63 23 14 20 15 13 28 15 26 15 28 12 15 8 8 23 14 20 15 13 28 15 26 15 28 12 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_1560 Pp3c6_1560 transcript PAC:32977717protein_codingNA c.*778C>A NA NA NA NA 778
Chr06 832070 C A Chr06_832070_C_AC_A SNP 17191.63 23 14 20 15 13 28 15 26 15 28 12 15 8 8 23 14 20 15 13 28 15 26 15 28 12 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_1560-Pp3c6_1590Pp3c6_1560-Pp3c6_1590intergenic_regionPp3c6_1560-Pp3c6_1590NA NA n.832070C>ANA NA NA NA NA
Chr06 940955 A G Chr06_940955_A_GA_G SNP 16687.63 24 9 11 23 16 25 32 24 22 21 16 11 14 5 24 9 11 23 16 25 32 24 22 21 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_1830 Pp3c6_1830 transcript PAC:32977727protein_coding août-13 c.802-74T>C NA NA NA NA NA
Chr06 940955 A G Chr06_940955_A_GA_G SNP 16687.63 24 9 11 23 16 25 32 24 22 21 16 11 14 5 24 9 11 23 16 25 32 24 22 21 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_1830 Pp3c6_1830 transcript PAC:32977737protein_coding août-13 c.724-74T>C NA NA NA NA NA
Chr06 940955 A G Chr06_940955_A_GA_G SNP 16687.63 24 9 11 23 16 25 32 24 22 21 16 11 14 5 24 9 11 23 16 25 32 24 22 21 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_1830 Pp3c6_1830 transcript PAC:32977735protein_coding août-13 c.724-74T>C NA NA NA NA NA
Chr06 940955 A G Chr06_940955_A_GA_G SNP 16687.63 24 9 11 23 16 25 32 24 22 21 16 11 14 5 24 9 11 23 16 25 32 24 22 21 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_1830 Pp3c6_1830 transcript PAC:32977733protein_coding août-13 c.724-74T>C NA NA NA NA NA
Chr06 940955 A G Chr06_940955_A_GA_G SNP 16687.63 24 9 11 23 16 25 32 24 22 21 16 11 14 5 24 9 11 23 16 25 32 24 22 21 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_1830 Pp3c6_1830 transcript PAC:32977734protein_coding août-13 c.724-74T>C NA NA NA NA NA
Chr06 940955 A G Chr06_940955_A_GA_G SNP 16687.63 24 9 11 23 16 25 32 24 22 21 16 11 14 5 24 9 11 23 16 25 32 24 22 21 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_1830 Pp3c6_1830 transcript PAC:32977736protein_coding 07-déc c.724-74T>C NA NA NA NA NA
Chr06 940955 A G Chr06_940955_A_GA_G SNP 16687.63 24 9 11 23 16 25 32 24 22 21 16 11 14 5 24 9 11 23 16 25 32 24 22 21 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_1830 Pp3c6_1830 transcript PAC:32977728protein_coding août-13 c.802-74T>C NA NA NA NA NA
Chr06 940955 A G Chr06_940955_A_GA_G SNP 16687.63 24 9 11 23 16 25 32 24 22 21 16 11 14 5 24 9 11 23 16 25 32 24 22 21 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_1830 Pp3c6_1830 transcript PAC:32977729protein_coding 07-déc c.724-74T>C NA NA NA NA NA
Chr06 940955 A G Chr06_940955_A_GA_G SNP 16687.63 24 9 11 23 16 25 32 24 22 21 16 11 14 5 24 9 11 23 16 25 32 24 22 21 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_1830 Pp3c6_1830 transcript PAC:32977730protein_coding août-13 c.724-74T>C NA NA NA NA NA
Chr06 940955 A G Chr06_940955_A_GA_G SNP 16687.63 24 9 11 23 16 25 32 24 22 21 16 11 14 5 24 9 11 23 16 25 32 24 22 21 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_1830 Pp3c6_1830 transcript PAC:32977731protein_coding août-13 c.724-74T>C NA NA NA NA NA
Chr06 940955 A G Chr06_940955_A_GA_G SNP 16687.63 24 9 11 23 16 25 32 24 22 21 16 11 14 5 24 9 11 23 16 25 32 24 22 21 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_1830 Pp3c6_1830 transcript PAC:32977732protein_coding août-13 c.724-74T>C NA NA NA NA NA
Chr06 1035270 T C Chr06_1035270_T_CT_C SNP 18092.63 26 8 11 23 22 27 29 19 26 31 13 17 9 9 26 8 11 23 22 27 29 19 26 31 13 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_2040 Pp3c6_2040 transcript PAC:32977845protein_codingNA c.-4454T>C NA NA NA NA 4454
Chr06 1035270 T C Chr06_1035270_T_CT_C SNP 18092.63 26 8 11 23 22 27 29 19 26 31 13 17 9 9 26 8 11 23 22 27 29 19 26 31 13 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_2040 Pp3c6_2040 transcript PAC:32977846protein_codingNA c.-4454T>C NA NA NA NA 4454
Chr06 1035270 T C Chr06_1035270_T_CT_C SNP 18092.63 26 8 11 23 22 27 29 19 26 31 13 17 9 9 26 8 11 23 22 27 29 19 26 31 13 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_1990-Pp3c6_2040Pp3c6_1990-Pp3c6_2040intergenic_regionPp3c6_1990-Pp3c6_2040NA NA n.1035270T>CNA NA NA NA NA
Chr06 1099462 T C Chr06_1099462_T_CT_C SNP 19423.63 30 21 12 25 14 25 28 33 18 23 9 20 4 13 30 21 12 25 14 25 28 33 18 23 9 20 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1099462T>CNA NA NA NA NA
Chr06 1099471 T A Chr06_1099471_T_AT_A SNP 19276.63 27 23 12 23 12 26 29 33 18 21 12 21 4 13 27 23 12 23 12 26 29 33 18 21 12 21 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1099471T>ANA NA NA NA NA
Chr06 1101168 C T Chr06_1101168_C_TC_T SNP 12268.63 30 18 11 14 14 21 28 9 19 18 9 13 6 14 31 18 11 14 14 21 28 9 19 18 11 13 6 14 0.968 1 1 1 1 1 1 1 1 1 0.818 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1101168C>TNA NA NA NA NA
Chr06 1204099 T A Chr06_1204099_T_AT_A SNP 15614.63 22 7 10 18 17 16 31 19 15 19 9 8 10 13 22 7 10 18 17 16 31 19 15 19 9 8 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1204099T>ANA NA NA NA NA
Chr06 1204114 A G Chr06_1204114_A_GA_G SNP 16191.63 23 8 9 17 15 15 29 20 18 20 14 9 10 14 23 8 9 17 15 15 29 20 18 20 14 9 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1204114A>GNA NA NA NA NA
Chr06 1204118 C G Chr06_1204118_C_GC_G SNP 15570.63 22 8 8 16 14 14 29 20 19 19 13 9 10 16 22 8 8 16 14 14 29 20 19 19 13 9 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1204118C>GNA NA NA NA NA
Chr06 1204969 A AT Chr06_1204969_A_ATA_AT INDEL 15083.59 30 12 10 23 15 26 33 20 19 19 23 15 11 23 30 12 10 23 15 26 33 20 19 19 23 15 11 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1204969_1204970insTNA NA NA NA NA
Chr06 1220204 TG T Chr06_1220204_TG_TTG_T INDEL 15968.59 23 18 11 18 13 27 38 22 23 31 17 25 13 13 23 18 11 18 13 27 38 22 23 31 17 25 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1220205delGNA NA NA NA NA
Chr06 1221022 T C Chr06_1221022_T_CT_C SNP 16356.63 18 7 23 19 21 24 25 18 16 23 14 18 14 7 18 7 23 19 21 24 25 18 16 23 14 18 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1221022T>CNA NA NA NA NA
Chr06 1221062 T C Chr06_1221062_T_CT_C SNP 17550.63 18 10 24 21 20 25 20 23 16 25 14 15 14 7 18 10 24 21 20 25 20 23 16 25 14 15 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1221062T>CNA NA NA NA NA
Chr06 1221065 T C Chr06_1221065_T_CT_C SNP 17863.63 18 10 23 21 20 25 21 23 16 27 14 15 13 7 18 10 23 21 20 25 21 23 16 27 14 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1221065T>CNA NA NA NA NA
Chr06 1221066 C A Chr06_1221066_C_AC_A SNP 17780.63 19 11 23 21 20 25 22 23 16 27 14 15 13 7 19 11 23 21 20 25 22 23 16 27 14 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1221066C>ANA NA NA NA NA
Chr06 1250378 C T Chr06_1250378_C_TC_T SNP 14107.63 23 12 14 17 14 22 22 16 24 21 8 12 11 6 23 12 14 17 14 22 22 16 24 21 8 12 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1250378C>TNA NA NA NA NA
Chr06 1251810 C CA Chr06_1251810_C_CAC_CA INDEL 11959.59 20 18 9 15 14 31 31 10 20 17 10 10 7 6 21 18 9 17 14 31 31 10 20 18 10 10 7 6 0.952 1 1 0.882 1 1 1 1 1 0.944 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2139-Pp3c6_2440Pp3c6_2139-Pp3c6_2440intergenic_regionPp3c6_2139-Pp3c6_2440NA NA n.1251810_1251811insANA NA NA NA NA
Chr06 1320042 C T Chr06_1320042_C_TC_T SNP 12930.29 28 25 10 0 0 0 0 0 16 22 18 12 10 17 28 25 10 20 13 33 32 20 16 22 18 12 10 17 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c6_2480 Pp3c6_2480 transcript PAC:32975438protein_codingNA c.-3955G>A NA NA NA NA 3955
Chr06 1320042 C T Chr06_1320042_C_TC_T SNP 12930.29 28 25 10 0 0 0 0 0 16 22 18 12 10 17 28 25 10 20 13 33 32 20 16 22 18 12 10 17 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c6_2480-Pp3c6_2530Pp3c6_2480-Pp3c6_2530intergenic_regionPp3c6_2480-Pp3c6_2530NA NA n.1320042C>TNA NA NA NA NA
Chr06 1329841 G A Chr06_1329841_G_AG_A SNP 19752.63 17 20 14 31 20 24 34 22 15 23 16 18 10 5 17 20 14 31 20 24 34 22 15 23 16 18 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2480-Pp3c6_2530Pp3c6_2480-Pp3c6_2530intergenic_regionPp3c6_2480-Pp3c6_2530NA NA n.1329841G>ANA NA NA NA NA
Chr06 1329849 G A Chr06_1329849_G_AG_A SNP 20210.63 18 19 14 31 21 25 33 22 15 23 16 17 11 5 18 19 14 31 21 25 33 22 15 23 16 17 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2480-Pp3c6_2530Pp3c6_2480-Pp3c6_2530intergenic_regionPp3c6_2480-Pp3c6_2530NA NA n.1329849G>ANA NA NA NA NA
Chr06 1329854 C T Chr06_1329854_C_TC_T SNP 19977.63 18 20 14 32 18 27 33 23 14 23 16 17 11 5 18 20 14 32 18 27 33 23 14 23 16 17 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2480-Pp3c6_2530Pp3c6_2480-Pp3c6_2530intergenic_regionPp3c6_2480-Pp3c6_2530NA NA n.1329854C>TNA NA NA NA NA
Chr06 1348916 A ATAGGG Chr06_1348916_A_ATAGGGA_ATAGGG INDEL 9901.59 13 7 7 8 6 19 24 10 8 8 7 6 10 5 13 7 7 8 6 19 24 10 8 8 7 6 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2530-Pp3c6_2550Pp3c6_2530-Pp3c6_2550intergenic_regionPp3c6_2530-Pp3c6_2550NA NA n.1348916_1348917insTAGGGNA NA NA NA NA
Chr06 1405384 A T Chr06_1405384_A_TA_T SNP 14431.63 26 11 21 19 18 19 32 20 9 12 5 9 7 4 26 11 21 19 18 19 32 20 9 12 5 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c6_2600 Pp3c6_2600 transcript PAC:32978831protein_coding sept-16 c.1514T>A p.Ile505Lys 2954/4570 1514/2814 505/937 NA
Chr06 1405384 A T Chr06_1405384_A_TA_T SNP 14431.63 26 11 21 19 18 19 32 20 9 12 5 9 7 4 26 11 21 19 18 19 32 20 9 12 5 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c6_2600 Pp3c6_2600 transcript PAC:32978832protein_coding sept-16 c.1514T>A p.Ile505Lys 2942/4550 1514/2814 505/937 NA
Chr06 1405384 A T Chr06_1405384_A_TA_T SNP 14431.63 26 11 21 19 18 19 32 20 9 12 5 9 7 4 26 11 21 19 18 19 32 20 9 12 5 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_2580 Pp3c6_2580 transcript PAC:32976679protein_codingNA c.-5282T>A NA NA NA NA 4859
Chr06 1405384 A T Chr06_1405384_A_TA_T SNP 14431.63 26 11 21 19 18 19 32 20 9 12 5 9 7 4 26 11 21 19 18 19 32 20 9 12 5 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_2590 Pp3c6_2590 transcript PAC:32975829protein_codingNA c.-3648T>A NA NA NA NA 3648
Chr06 1405384 A T Chr06_1405384_A_TA_T SNP 14431.63 26 11 21 19 18 19 32 20 9 12 5 9 7 4 26 11 21 19 18 19 32 20 9 12 5 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_2580 Pp3c6_2580 transcript PAC:32976680protein_codingNA c.-5282T>A NA NA NA NA 3701
Chr06 1405384 A T Chr06_1405384_A_TA_T SNP 14431.63 26 11 21 19 18 19 32 20 9 12 5 9 7 4 26 11 21 19 18 19 32 20 9 12 5 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_2590 Pp3c6_2590 transcript PAC:32975830protein_codingNA c.-3648T>A NA NA NA NA 3648
Chr06 1475640 G GT Chr06_1475640_G_GTG_GT INDEL 14711.59 19 15 13 34 18 15 20 29 14 18 19 19 9 10 19 15 13 34 18 15 20 29 14 18 19 19 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_2730 Pp3c6_2730 transcript PAC:32977967protein_codingNA c.*3922_*3923insTNA NA NA NA 3357
Chr06 1475640 G GT Chr06_1475640_G_GTG_GT INDEL 14711.59 19 15 13 34 18 15 20 29 14 18 19 19 9 10 19 15 13 34 18 15 20 29 14 18 19 19 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_2730 Pp3c6_2730 transcript PAC:32977968protein_codingNA c.*3922_*3923insTNA NA NA NA 3344
Chr06 1475640 G GT Chr06_1475640_G_GTG_GT INDEL 14711.59 19 15 13 34 18 15 20 29 14 18 19 19 9 10 19 15 13 34 18 15 20 29 14 18 19 19 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2730-Pp3c6_2830Pp3c6_2730-Pp3c6_2830intergenic_regionPp3c6_2730-Pp3c6_2830NA NA n.1475640_1475641insTNA NA NA NA NA
Chr06 1491588 TTA T Chr06_1491588_TTA_TTTA_T INDEL 2483.93 0 0 0 1 0 0 0 0 22 18 11 8 6 11 19 12 9 16 17 21 18 15 23 18 13 8 6 11 0 0 0 0 0 0 0 0 0.957 1 0.846 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_2730-Pp3c6_2830Pp3c6_2730-Pp3c6_2830intergenic_regionPp3c6_2730-Pp3c6_2830NA NA n.1491589_1491590delTANA NA NA NA NA
Chr06 1629915 T A Chr06_1629915_T_AT_A SNP 16813.63 26 11 12 21 19 26 19 21 19 26 13 25 9 5 26 11 12 21 19 26 19 21 19 26 13 25 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2850-Pp3c6_2930Pp3c6_2850-Pp3c6_2930intergenic_regionPp3c6_2850-Pp3c6_2930NA NA n.1629915T>ANA NA NA NA NA
Chr06 1629951 G T Chr06_1629951_G_TG_T SNP 16869.63 28 11 11 18 17 27 24 20 18 19 10 22 8 4 28 11 11 18 17 27 24 20 18 19 10 22 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2850-Pp3c6_2930Pp3c6_2850-Pp3c6_2930intergenic_regionPp3c6_2850-Pp3c6_2930NA NA n.1629951G>TNA NA NA NA NA
Chr06 1629988 T A Chr06_1629988_T_AT_A SNP 18858.63 32 11 11 21 24 28 30 18 16 24 10 21 11 8 32 11 11 21 24 28 30 18 16 24 10 21 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2850-Pp3c6_2930Pp3c6_2850-Pp3c6_2930intergenic_regionPp3c6_2850-Pp3c6_2930NA NA n.1629988T>ANA NA NA NA NA
Chr06 1668853 A G Chr06_1668853_A_GA_G SNP 15516.63 24 16 16 22 16 24 21 16 19 21 15 16 8 11 24 16 16 22 16 24 21 16 19 21 15 16 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2850-Pp3c6_2930Pp3c6_2850-Pp3c6_2930intergenic_regionPp3c6_2850-Pp3c6_2930NA NA n.1668853A>GNA NA NA NA NA
Chr06 1696117 A C Chr06_1696117_A_CA_C SNP 19225.63 28 13 7 33 23 25 32 21 31 28 14 17 16 11 28 13 7 33 23 25 32 21 31 28 14 17 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_2980 Pp3c6_2980 transcript PAC:32976417protein_codingNA c.-4604T>G NA NA NA NA 4337
Chr06 1696117 A C Chr06_1696117_A_CA_C SNP 19225.63 28 13 7 33 23 25 32 21 31 28 14 17 16 11 28 13 7 33 23 25 32 21 31 28 14 17 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_2980 Pp3c6_2980 transcript PAC:32976418protein_codingNA c.-4604T>G NA NA NA NA 4034
Chr06 1696117 A C Chr06_1696117_A_CA_C SNP 19225.63 28 13 7 33 23 25 32 21 31 28 14 17 16 11 28 13 7 33 23 25 32 21 31 28 14 17 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_2999 Pp3c6_2999 transcript PAC:32977290protein_codingNA c.*2447A>C NA NA NA NA 2391
Chr06 1696117 A C Chr06_1696117_A_CA_C SNP 19225.63 28 13 7 33 23 25 32 21 31 28 14 17 16 11 28 13 7 33 23 25 32 21 31 28 14 17 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_2999-Pp3c6_3040Pp3c6_2999-Pp3c6_3040intergenic_regionPp3c6_2999-Pp3c6_3040NA NA n.1696117A>CNA NA NA NA NA
Chr06 1839520 G A Chr06_1839520_G_AG_A SNP 15848.63 24 16 12 24 17 15 19 26 18 22 7 8 8 9 24 16 12 24 17 15 19 26 18 22 7 8 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_3210-Pp3c6_3290Pp3c6_3210-Pp3c6_3290intergenic_regionPp3c6_3210-Pp3c6_3290NA NA n.1839520G>ANA NA NA NA NA
Chr06 1839532 A AT Chr06_1839532_A_ATA_AT INDEL 16556.59 26 16 11 22 18 14 20 25 15 26 7 8 9 9 26 16 11 22 18 14 20 25 15 26 7 8 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_3210-Pp3c6_3290Pp3c6_3210-Pp3c6_3290intergenic_regionPp3c6_3210-Pp3c6_3290NA NA n.1839532_1839533insTNA NA NA NA NA
Chr06 1839536 AT A Chr06_1839536_AT_AAT_A INDEL 16407.59 26 17 11 22 17 13 21 27 15 26 7 8 9 10 26 17 11 22 17 13 21 27 15 26 7 8 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_3210-Pp3c6_3290Pp3c6_3210-Pp3c6_3290intergenic_regionPp3c6_3210-Pp3c6_3290NA NA n.1839537delTNA NA NA NA NA
Chr06 2157810 G T Chr06_2157810_G_TG_T SNP 14505.63 11 6 9 18 12 33 18 22 30 13 10 10 11 13 11 6 9 18 12 33 18 22 30 13 10 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_3830 Pp3c6_3830 transcript PAC:32976245protein_codingNA c.-1474C>A NA NA NA NA 1474
Chr06 2157810 G T Chr06_2157810_G_TG_T SNP 14505.63 11 6 9 18 12 33 18 22 30 13 10 10 11 13 11 6 9 18 12 33 18 22 30 13 10 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_3830 Pp3c6_3830 transcript PAC:32976246protein_codingNA c.-1474C>A NA NA NA NA 641
Chr06 2157810 G T Chr06_2157810_G_TG_T SNP 14505.63 11 6 9 18 12 33 18 22 30 13 10 10 11 13 11 6 9 18 12 33 18 22 30 13 10 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_3860 Pp3c6_3860 transcript PAC:32975777protein_codingNA c.-5628G>T NA NA NA NA 4647
Chr06 2157810 G T Chr06_2157810_G_TG_T SNP 14505.63 11 6 9 18 12 33 18 22 30 13 10 10 11 13 11 6 9 18 12 33 18 22 30 13 10 10 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_3830-Pp3c6_3860Pp3c6_3830-Pp3c6_3860intergenic_regionPp3c6_3830-Pp3c6_3860NA NA n.2157810G>TNA NA NA NA NA
Chr06 2157833 G T Chr06_2157833_G_TG_T SNP 13928.63 11 8 10 20 10 27 20 22 23 11 7 11 10 14 11 8 10 20 10 27 20 22 23 11 7 11 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_3830 Pp3c6_3830 transcript PAC:32976245protein_codingNA c.-1497C>A NA NA NA NA 1497
Chr06 2157833 G T Chr06_2157833_G_TG_T SNP 13928.63 11 8 10 20 10 27 20 22 23 11 7 11 10 14 11 8 10 20 10 27 20 22 23 11 7 11 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_3830 Pp3c6_3830 transcript PAC:32976246protein_codingNA c.-1497C>A NA NA NA NA 664
Chr06 2157833 G T Chr06_2157833_G_TG_T SNP 13928.63 11 8 10 20 10 27 20 22 23 11 7 11 10 14 11 8 10 20 10 27 20 22 23 11 7 11 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_3860 Pp3c6_3860 transcript PAC:32975777protein_codingNA c.-5605G>T NA NA NA NA 4624
Chr06 2157833 G T Chr06_2157833_G_TG_T SNP 13928.63 11 8 10 20 10 27 20 22 23 11 7 11 10 14 11 8 10 20 10 27 20 22 23 11 7 11 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_3830-Pp3c6_3860Pp3c6_3830-Pp3c6_3860intergenic_regionPp3c6_3830-Pp3c6_3860NA NA n.2157833G>TNA NA NA NA NA
Chr06 2247542 A AT Chr06_2247542_A_ATA_AT INDEL 15984.59 31 13 20 15 19 29 34 17 17 19 14 16 10 16 31 13 20 15 19 29 34 17 17 19 14 16 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_3990 Pp3c6_3990 transcript PAC:32977368protein_codingNA c.*2229_*2230insTNA NA NA NA 2230
Chr06 2247542 A AT Chr06_2247542_A_ATA_AT INDEL 15984.59 31 13 20 15 19 29 34 17 17 19 14 16 10 16 31 13 20 15 19 29 34 17 17 19 14 16 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_3990 Pp3c6_3990 transcript PAC:32977369protein_codingNA c.*2229_*2230insTNA NA NA NA 1740
Chr06 2247542 A AT Chr06_2247542_A_ATA_AT INDEL 15984.59 31 13 20 15 19 29 34 17 17 19 14 16 10 16 31 13 20 15 19 29 34 17 17 19 14 16 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_3990-Pp3c6_4000Pp3c6_3990-Pp3c6_4000intergenic_regionPp3c6_3990-Pp3c6_4000NA NA n.2247542_2247543insTNA NA NA NA NA
Chr06 2281710 A AATAT Chr06_2281710_A_AATATA_AATAT INDEL 7153.59 0 0 0 0 0 0 0 0 6 14 5 8 4 8 18 9 5 8 13 12 29 5 6 14 6 8 4 8 0 0 0 0 0 0 0 0 1 1 0.833 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_4010 Pp3c6_4010 transcript PAC:32978638protein_codingNA c.-2085_-2084insATATNA NA NA NA 1834
Chr06 2281710 A AATAT Chr06_2281710_A_AATATA_AATAT INDEL 7153.59 0 0 0 0 0 0 0 0 6 14 5 8 4 8 18 9 5 8 13 12 29 5 6 14 6 8 4 8 0 0 0 0 0 0 0 0 1 1 0.833 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_4010 Pp3c6_4010 transcript PAC:32978639protein_codingNA c.-2085_-2084insATATNA NA NA NA 1835
Chr06 2281710 A AATAT Chr06_2281710_A_AATATA_AATAT INDEL 7153.59 0 0 0 0 0 0 0 0 6 14 5 8 4 8 18 9 5 8 13 12 29 5 6 14 6 8 4 8 0 0 0 0 0 0 0 0 1 1 0.833 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_4010-Pp3c6_4020Pp3c6_4010-Pp3c6_4020intergenic_regionPp3c6_4010-Pp3c6_4020NA NA n.2281710_2281711insATATNA NA NA NA NA
Chr06 2286530 G GTATAA Chr06_2286530_G_GTATAAG_GTATAA INDEL 22806.59 35 16 21 25 20 25 38 33 24 21 12 10 11 8 35 16 21 25 20 25 38 33 24 21 12 10 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4010-Pp3c6_4020Pp3c6_4010-Pp3c6_4020intergenic_regionPp3c6_4010-Pp3c6_4020NA NA n.2286530_2286531insTATAANA NA NA NA NA
Chr06 2286532 GCCGC G Chr06_2286532_GCCGC_GGCCGC_G INDEL 23346.59 36 16 20 24 20 24 38 31 25 20 11 11 11 9 36 16 20 24 20 24 38 31 25 20 11 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4010-Pp3c6_4020Pp3c6_4010-Pp3c6_4020intergenic_regionPp3c6_4010-Pp3c6_4020NA NA n.2286533_2286536delCCGCNA NA NA NA NA
Chr06 2286542 A T Chr06_2286542_A_TA_T SNP 22610.63 35 15 21 24 22 24 36 30 26 19 12 14 10 9 35 15 21 24 22 24 36 30 26 19 12 14 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4010-Pp3c6_4020Pp3c6_4010-Pp3c6_4020intergenic_regionPp3c6_4010-Pp3c6_4020NA NA n.2286542A>TNA NA NA NA NA
Chr06 2286558 G T Chr06_2286558_G_TG_T SNP 22340.63 32 14 20 29 19 28 31 30 21 21 12 16 8 11 32 14 20 29 19 28 31 30 21 21 12 16 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4010-Pp3c6_4020Pp3c6_4010-Pp3c6_4020intergenic_regionPp3c6_4010-Pp3c6_4020NA NA n.2286558G>TNA NA NA NA NA
Chr06 2286560 A T Chr06_2286560_A_TA_T SNP 22414.63 33 13 20 27 18 26 31 30 21 21 12 16 9 11 33 13 20 27 18 26 31 30 21 21 12 16 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4010-Pp3c6_4020Pp3c6_4010-Pp3c6_4020intergenic_regionPp3c6_4010-Pp3c6_4020NA NA n.2286560A>TNA NA NA NA NA
Chr06 2286583 G T Chr06_2286583_G_TG_T SNP 21535.63 37 15 18 27 17 25 31 30 18 22 13 13 10 11 37 15 18 27 17 25 31 30 18 22 13 13 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4010-Pp3c6_4020Pp3c6_4010-Pp3c6_4020intergenic_regionPp3c6_4010-Pp3c6_4020NA NA n.2286583G>TNA NA NA NA NA
Chr06 2286697 G T Chr06_2286697_G_TG_T SNP 20490.63 28 17 20 29 14 33 28 30 19 24 8 23 13 8 28 17 20 29 14 33 28 30 19 24 8 23 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4010-Pp3c6_4020Pp3c6_4010-Pp3c6_4020intergenic_regionPp3c6_4010-Pp3c6_4020NA NA n.2286697G>TNA NA NA NA NA
Chr06 2287598 G GAT Chr06_2287598_G_GATG_GAT INDEL 1686.93 1 0 0 0 0 0 0 0 6 5 10 11 6 9 17 6 10 16 12 19 16 9 6 5 10 11 6 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_4010-Pp3c6_4020Pp3c6_4010-Pp3c6_4020intergenic_regionPp3c6_4010-Pp3c6_4020NA NA n.2287598_2287599insATNA NA NA NA NA
Chr06 2313211 A AT Chr06_2313211_A_ATA_AT INDEL 16408.59 24 12 13 24 14 19 15 19 17 29 14 19 6 13 24 12 13 24 14 19 15 19 17 29 14 19 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4020-Pp3c6_4040Pp3c6_4020-Pp3c6_4040intergenic_regionPp3c6_4020-Pp3c6_4040NA NA n.2313211_2313212insTNA NA NA NA NA
Chr06 2383193 A G Chr06_2383193_A_GA_G SNP 6144.29 0 0 0 20 23 26 26 23 0 0 0 0 0 0 28 12 12 20 23 26 26 23 21 25 17 19 10 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_4090 Pp3c6_4090 transcript PAC:32976120protein_codingNA c.-1698A>G NA NA NA NA 644
Chr06 2383193 A G Chr06_2383193_A_GA_G SNP 6144.29 0 0 0 20 23 26 26 23 0 0 0 0 0 0 28 12 12 20 23 26 26 23 21 25 17 19 10 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_4090 Pp3c6_4090 transcript PAC:32976121protein_codingNA c.-1698A>G NA NA NA NA 64
Chr06 2383193 A G Chr06_2383193_A_GA_G SNP 6144.29 0 0 0 20 23 26 26 23 0 0 0 0 0 0 28 12 12 20 23 26 26 23 21 25 17 19 10 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_4090 Pp3c6_4090 transcript PAC:32976122protein_codingNA c.-1698A>G NA NA NA NA 262
Chr06 2383193 A G Chr06_2383193_A_GA_G SNP 6144.29 0 0 0 20 23 26 26 23 0 0 0 0 0 0 28 12 12 20 23 26 26 23 21 25 17 19 10 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_4080-Pp3c6_4090Pp3c6_4080-Pp3c6_4090intergenic_regionPp3c6_4080-Pp3c6_4090NA NA n.2383193A>GNA NA NA NA NA
Chr06 2438511 AC A Chr06_2438511_AC_AAC_A INDEL 16767.59 36 18 21 18 16 22 30 16 12 20 16 17 18 6 36 18 21 18 16 22 31 16 12 20 16 17 18 6 1 1 1 1 1 1 0.968 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4090-Pp3c6_4149Pp3c6_4090-Pp3c6_4149intergenic_regionPp3c6_4090-Pp3c6_4149NA NA n.2438512delCNA NA NA NA NA
Chr06 2529876 CTA C Chr06_2529876_CTA_CCTA_C INDEL 12084.59 21 11 13 11 19 29 28 27 13 21 16 6 7 6 22 11 13 12 19 29 28 29 15 21 16 6 7 6 0.955 1 1 0.917 1 1 1 0.931 0.867 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_4290 Pp3c6_4290 transcript PAC:32977800protein_codingNA c.*566_*567delTANA NA NA NA 384
Chr06 2529876 CTA C Chr06_2529876_CTA_CCTA_C INDEL 12084.59 21 11 13 11 19 29 28 27 13 21 16 6 7 6 22 11 13 12 19 29 28 29 15 21 16 6 7 6 0.955 1 1 0.917 1 1 1 0.931 0.867 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_4290 Pp3c6_4290 transcript PAC:32977801protein_codingNA c.*566_*567delTANA NA NA NA 381
Chr06 2529876 CTA C Chr06_2529876_CTA_CCTA_C INDEL 12084.59 21 11 13 11 19 29 28 27 13 21 16 6 7 6 22 11 13 12 19 29 28 29 15 21 16 6 7 6 0.955 1 1 0.917 1 1 1 0.931 0.867 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4250-Pp3c6_4290Pp3c6_4250-Pp3c6_4290intergenic_regionPp3c6_4250-Pp3c6_4290NA NA n.2529877_2529878delTANA NA NA NA NA
Chr06 2579325 C T Chr06_2579325_C_TC_T SNP 18851.63 21 13 15 13 16 24 33 20 21 29 24 25 10 5 21 13 15 13 16 24 33 20 21 29 24 25 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_4420 Pp3c6_4420 transcript PAC:32976910protein_codingNA c.*1903C>T NA NA NA NA 1279
Chr06 2579325 C T Chr06_2579325_C_TC_T SNP 18851.63 21 13 15 13 16 24 33 20 21 29 24 25 10 5 21 13 15 13 16 24 33 20 21 29 24 25 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_4420 Pp3c6_4420 transcript PAC:32976911protein_codingNA c.*1903C>T NA NA NA NA 1282
Chr06 2579325 C T Chr06_2579325_C_TC_T SNP 18851.63 21 13 15 13 16 24 33 20 21 29 24 25 10 5 21 13 15 13 16 24 33 20 21 29 24 25 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4420-Pp3c6_4460Pp3c6_4420-Pp3c6_4460intergenic_regionPp3c6_4420-Pp3c6_4460NA NA n.2579325C>TNA NA NA NA NA
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_4780 Pp3c6_4780 transcript PAC:32977065protein_codingNA c.-2848_-2847insTANA NA NA NA 1468
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_4780 Pp3c6_4780 transcript PAC:32977066protein_codingNA c.-2848_-2847insTANA NA NA NA 1398
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_4780 Pp3c6_4780 transcript PAC:32977067protein_codingNA c.-2848_-2847insTANA NA NA NA 1468
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_4780 Pp3c6_4780 transcript PAC:32977070protein_codingNA c.-3116_-3115insTANA NA NA NA 1468
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_4780 Pp3c6_4780 transcript PAC:32977071protein_codingNA c.-3116_-3115insTANA NA NA NA 1468
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_4780 Pp3c6_4780 transcript PAC:32977072protein_codingNA c.-3116_-3115insTANA NA NA NA 1468
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_4780 Pp3c6_4780 transcript PAC:32977069protein_codingNA c.-2848_-2847insTANA NA NA NA 1504
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_4780 Pp3c6_4780 transcript PAC:32977068protein_codingNA c.-2848_-2847insTANA NA NA NA 2330
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c6_4750 Pp3c6_4750 transcript PAC:32976219protein_codingNA c.*2732_*2733insTANA NA NA NA 1570
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c6_4750 Pp3c6_4750 transcript PAC:32976220protein_codingNA c.*2732_*2733insTANA NA NA NA 1154
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c6_4750 Pp3c6_4750 transcript PAC:32976221protein_codingNA c.*2732_*2733insTANA NA NA NA 1154
Chr06 2768546 G GTA Chr06_2768546_G_GTAG_GTA INDEL 3171.24 0 0 1 17 11 18 30 17 0 0 0 0 2 0 28 16 12 17 12 18 30 18 18 9 8 10 8 6 0 0 0 1 0.917 1 1 0.944 0 0 0 0 0.25 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c6_4750-Pp3c6_4780Pp3c6_4750-Pp3c6_4780intergenic_regionPp3c6_4750-Pp3c6_4780NA NA n.2768546_2768547insTANA NA NA NA NA
Chr06 2837712 T A Chr06_2837712_T_AT_A SNP 18669.63 27 12 14 33 20 24 31 21 13 24 15 17 7 12 27 12 14 33 20 24 31 21 13 24 15 17 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4830-Pp3c6_4890Pp3c6_4830-Pp3c6_4890intergenic_regionPp3c6_4830-Pp3c6_4890NA NA n.2837712T>ANA NA NA NA NA
Chr06 2837774 T A Chr06_2837774_T_AT_A SNP 15381.63 20 12 14 29 20 19 20 19 11 21 12 13 7 8 20 12 14 29 20 19 20 19 11 21 12 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4830-Pp3c6_4890Pp3c6_4830-Pp3c6_4890intergenic_regionPp3c6_4830-Pp3c6_4890NA NA n.2837774T>ANA NA NA NA NA
Chr06 2837803 A T Chr06_2837803_A_TA_T SNP 13713.63 19 13 11 26 16 22 18 14 12 20 5 11 4 5 19 13 11 26 16 22 18 14 12 20 5 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4830-Pp3c6_4890Pp3c6_4830-Pp3c6_4890intergenic_regionPp3c6_4830-Pp3c6_4890NA NA n.2837803A>TNA NA NA NA NA
Chr06 2837808 T TTA Chr06_2837808_T_TTAT_TTA INDEL 14558.59 19 13 7 26 14 20 19 13 11 19 5 10 4 5 19 13 7 26 14 20 19 13 11 19 5 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4830-Pp3c6_4890Pp3c6_4830-Pp3c6_4890intergenic_regionPp3c6_4830-Pp3c6_4890NA NA n.2837808_2837809insTANA NA NA NA NA
Chr06 2837860 AC A Chr06_2837860_AC_AAC_A INDEL 15716.59 22 13 12 25 12 22 22 19 10 11 7 15 8 4 22 13 12 25 12 22 22 19 10 11 7 15 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4830-Pp3c6_4890Pp3c6_4830-Pp3c6_4890intergenic_regionPp3c6_4830-Pp3c6_4890NA NA n.2837861delCNA NA NA NA NA
Chr06 2837995 A AT Chr06_2837995_A_ATA_AT INDEL 16071.59 21 14 14 20 19 29 32 16 11 21 13 19 5 6 21 14 14 20 19 29 32 16 11 21 13 19 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4830-Pp3c6_4890Pp3c6_4830-Pp3c6_4890intergenic_regionPp3c6_4830-Pp3c6_4890NA NA n.2837995_2837996insTNA NA NA NA NA
Chr06 2938014 C A Chr06_2938014_C_AC_A SNP 19789.63 41 10 19 25 16 31 27 22 26 21 7 15 11 7 41 10 19 25 16 31 27 22 26 21 7 15 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_4940-Pp3c6_4980Pp3c6_4940-Pp3c6_4980intergenic_regionPp3c6_4940-Pp3c6_4980NA NA n.2938014C>ANA NA NA NA NA
Chr06 2976158 T A Chr06_2976158_T_AT_A SNP 3775.98 0 0 0 0 0 0 0 0 13 10 16 27 13 8 29 18 10 13 8 27 33 26 13 10 16 27 13 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 3_prime_UTR_variantMODIFIER Pp3c6_5030 Pp3c6_5030 transcript PAC:32978380protein_coding14/14 c.*1225T>A NA NA NA NA 1225
Chr06 2976158 T A Chr06_2976158_T_AT_A SNP 3775.98 0 0 0 0 0 0 0 0 13 10 16 27 13 8 29 18 10 13 8 27 33 26 13 10 16 27 13 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 3_prime_UTR_variantMODIFIER Pp3c6_5030 Pp3c6_5030 transcript PAC:32978381protein_coding13/13 c.*1225T>A NA NA NA NA 1225
Chr06 2976158 T A Chr06_2976158_T_AT_A SNP 3775.98 0 0 0 0 0 0 0 0 13 10 16 27 13 8 29 18 10 13 8 27 33 26 13 10 16 27 13 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 3_prime_UTR_variantMODIFIER Pp3c6_5030 Pp3c6_5030 transcript PAC:32978382protein_coding15/15 c.*1225T>A NA NA NA NA 1225
Chr06 2976158 T A Chr06_2976158_T_AT_A SNP 3775.98 0 0 0 0 0 0 0 0 13 10 16 27 13 8 29 18 10 13 8 27 33 26 13 10 16 27 13 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c6_5030 Pp3c6_5030 transcript PAC:32978379protein_codingNA c.*1225T>A NA NA NA NA 130
Chr06 2976158 T A Chr06_2976158_T_AT_A SNP 3775.98 0 0 0 0 0 0 0 0 13 10 16 27 13 8 29 18 10 13 8 27 33 26 13 10 16 27 13 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c6_5060 Pp3c6_5060 transcript PAC:32975422protein_codingNA c.*907A>T NA NA NA NA 907
Chr06 2976158 T A Chr06_2976158_T_AT_A SNP 3775.98 0 0 0 0 0 0 0 0 13 10 16 27 13 8 29 18 10 13 8 27 33 26 13 10 16 27 13 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c6_5060 Pp3c6_5060 transcript PAC:32975424protein_codingNA c.*1127A>T NA NA NA NA 589
Chr06 2976158 T A Chr06_2976158_T_AT_A SNP 3775.98 0 0 0 0 0 0 0 0 13 10 16 27 13 8 29 18 10 13 8 27 33 26 13 10 16 27 13 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c6_5060 Pp3c6_5060 transcript PAC:32975423protein_codingNA c.*1127A>T NA NA NA NA 601
Chr06 3116700 G GTA Chr06_3116700_G_GTAG_GTA INDEL 12340.59 29 25 16 22 15 17 21 20 17 13 13 12 6 10 29 25 16 22 15 17 21 20 17 13 13 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5340 Pp3c6_5340 transcript PAC:32977187protein_codingNA c.*4420_*4421insTANA NA NA NA 4030
Chr06 3116700 G GTA Chr06_3116700_G_GTAG_GTA INDEL 12340.59 29 25 16 22 15 17 21 20 17 13 13 12 6 10 29 25 16 22 15 17 21 20 17 13 13 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5350 Pp3c6_5350 transcript PAC:32978510protein_codingNA c.*1580_*1581insTANA NA NA NA 1075
Chr06 3116700 G GTA Chr06_3116700_G_GTAG_GTA INDEL 12340.59 29 25 16 22 15 17 21 20 17 13 13 12 6 10 29 25 16 22 15 17 21 20 17 13 13 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5340 Pp3c6_5340 transcript PAC:32977188protein_codingNA c.*4420_*4421insTANA NA NA NA 4082
Chr06 3116700 G GTA Chr06_3116700_G_GTAG_GTA INDEL 12340.59 29 25 16 22 15 17 21 20 17 13 13 12 6 10 29 25 16 22 15 17 21 20 17 13 13 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5350 Pp3c6_5350 transcript PAC:32978511protein_codingNA c.*1580_*1581insTANA NA NA NA 719
Chr06 3116700 G GTA Chr06_3116700_G_GTAG_GTA INDEL 12340.59 29 25 16 22 15 17 21 20 17 13 13 12 6 10 29 25 16 22 15 17 21 20 17 13 13 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5350 Pp3c6_5350 transcript PAC:32978512protein_codingNA c.*1580_*1581insTANA NA NA NA 1060
Chr06 3116700 G GTA Chr06_3116700_G_GTAG_GTA INDEL 12340.59 29 25 16 22 15 17 21 20 17 13 13 12 6 10 29 25 16 22 15 17 21 20 17 13 13 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_5340-Pp3c6_5350Pp3c6_5340-Pp3c6_5350intergenic_regionPp3c6_5340-Pp3c6_5350NA NA n.3116700_3116701insTANA NA NA NA NA
Chr06 3149404 G C Chr06_3149404_G_CG_C SNP 4486.98 0 0 0 0 0 0 0 0 15 20 12 22 15 11 32 15 24 25 29 30 45 27 15 20 12 22 15 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_5390-Pp3c6_5420Pp3c6_5390-Pp3c6_5420intergenic_regionPp3c6_5390-Pp3c6_5420NA NA n.3149404G>CNA NA NA NA NA
Chr06 3179433 C G Chr06_3179433_C_GC_G SNP 14251.63 23 6 10 23 16 26 20 20 18 16 10 15 9 5 23 6 10 23 16 26 20 20 18 16 10 15 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_5450 Pp3c6_5450 transcript PAC:32978774protein_coding 01-mars c.-110C>G NA NA NA NA 110
Chr06 3179433 C G Chr06_3179433_C_GC_G SNP 14251.63 23 6 10 23 16 26 20 20 18 16 10 15 9 5 23 6 10 23 16 26 20 20 18 16 10 15 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_5450 Pp3c6_5450 transcript PAC:32978776protein_coding 08-août c.*901C>G NA NA NA NA 1724
Chr06 3179433 C G Chr06_3179433_C_GC_G SNP 14251.63 23 6 10 23 16 26 20 20 18 16 10 15 9 5 23 6 10 23 16 26 20 20 18 16 10 15 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5440 Pp3c6_5440 transcript PAC:32975778protein_codingNA c.*4479C>G NA NA NA NA 4479
Chr06 3179433 C G Chr06_3179433_C_GC_G SNP 14251.63 23 6 10 23 16 26 20 20 18 16 10 15 9 5 23 6 10 23 16 26 20 20 18 16 10 15 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5440 Pp3c6_5440 transcript PAC:32975779protein_codingNA c.*5640C>G NA NA NA NA 4871
Chr06 3179433 C G Chr06_3179433_C_GC_G SNP 14251.63 23 6 10 23 16 26 20 20 18 16 10 15 9 5 23 6 10 23 16 26 20 20 18 16 10 15 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5450 Pp3c6_5450 transcript PAC:32978775protein_codingNA c.*100C>G NA NA NA NA 100
Chr06 3385130 T A Chr06_3385130_T_AT_A SNP 13828.63 23 14 9 22 14 17 16 26 11 14 13 6 8 4 23 14 9 22 14 17 16 26 11 14 13 6 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_5840 Pp3c6_5840 transcript PAC:32976293protein_codingNA c.-2107T>A NA NA NA NA 881
Chr06 3385130 T A Chr06_3385130_T_AT_A SNP 13828.63 23 14 9 22 14 17 16 26 11 14 13 6 8 4 23 14 9 22 14 17 16 26 11 14 13 6 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_5840 Pp3c6_5840 transcript PAC:32976294protein_codingNA c.-2107T>A NA NA NA NA 881
Chr06 3385130 T A Chr06_3385130_T_AT_A SNP 13828.63 23 14 9 22 14 17 16 26 11 14 13 6 8 4 23 14 9 22 14 17 16 26 11 14 13 6 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_5840 Pp3c6_5840 transcript PAC:32976295protein_codingNA c.-2107T>A NA NA NA NA 1739
Chr06 3385130 T A Chr06_3385130_T_AT_A SNP 13828.63 23 14 9 22 14 17 16 26 11 14 13 6 8 4 23 14 9 22 14 17 16 26 11 14 13 6 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5830 Pp3c6_5830 transcript PAC:32977406protein_codingNA c.*5235T>A NA NA NA NA 4975
Chr06 3385130 T A Chr06_3385130_T_AT_A SNP 13828.63 23 14 9 22 14 17 16 26 11 14 13 6 8 4 23 14 9 22 14 17 16 26 11 14 13 6 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_5830-Pp3c6_5840Pp3c6_5830-Pp3c6_5840intergenic_regionPp3c6_5830-Pp3c6_5840NA NA n.3385130T>ANA NA NA NA NA
Chr06 3385131 G GA Chr06_3385131_G_GAG_GA INDEL 13895.59 23 13 8 21 14 16 16 26 11 13 13 6 7 4 23 13 8 21 14 16 16 26 11 13 13 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_5840 Pp3c6_5840 transcript PAC:32976293protein_codingNA c.-2106_-2105insANA NA NA NA 879
Chr06 3385131 G GA Chr06_3385131_G_GAG_GA INDEL 13895.59 23 13 8 21 14 16 16 26 11 13 13 6 7 4 23 13 8 21 14 16 16 26 11 13 13 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_5840 Pp3c6_5840 transcript PAC:32976294protein_codingNA c.-2106_-2105insANA NA NA NA 879
Chr06 3385131 G GA Chr06_3385131_G_GAG_GA INDEL 13895.59 23 13 8 21 14 16 16 26 11 13 13 6 7 4 23 13 8 21 14 16 16 26 11 13 13 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_5840 Pp3c6_5840 transcript PAC:32976295protein_codingNA c.-2106_-2105insANA NA NA NA 1737
Chr06 3385131 G GA Chr06_3385131_G_GAG_GA INDEL 13895.59 23 13 8 21 14 16 16 26 11 13 13 6 7 4 23 13 8 21 14 16 16 26 11 13 13 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5830 Pp3c6_5830 transcript PAC:32977406protein_codingNA c.*5236_*5237insANA NA NA NA 4977
Chr06 3385131 G GA Chr06_3385131_G_GAG_GA INDEL 13895.59 23 13 8 21 14 16 16 26 11 13 13 6 7 4 23 13 8 21 14 16 16 26 11 13 13 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_5830-Pp3c6_5840Pp3c6_5830-Pp3c6_5840intergenic_regionPp3c6_5830-Pp3c6_5840NA NA n.3385131_3385132insANA NA NA NA NA
Chr06 3385132 G C Chr06_3385132_G_CG_C SNP 13804.63 23 12 8 20 14 16 17 25 10 12 13 5 6 4 23 12 8 20 14 16 17 25 10 12 13 5 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_5840 Pp3c6_5840 transcript PAC:32976293protein_codingNA c.-2105G>C NA NA NA NA 879



Chr06 3385132 G C Chr06_3385132_G_CG_C SNP 13804.63 23 12 8 20 14 16 17 25 10 12 13 5 6 4 23 12 8 20 14 16 17 25 10 12 13 5 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_5840 Pp3c6_5840 transcript PAC:32976294protein_codingNA c.-2105G>C NA NA NA NA 879
Chr06 3385132 G C Chr06_3385132_G_CG_C SNP 13804.63 23 12 8 20 14 16 17 25 10 12 13 5 6 4 23 12 8 20 14 16 17 25 10 12 13 5 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_5840 Pp3c6_5840 transcript PAC:32976295protein_codingNA c.-2105G>C NA NA NA NA 1737
Chr06 3385132 G C Chr06_3385132_G_CG_C SNP 13804.63 23 12 8 20 14 16 17 25 10 12 13 5 6 4 23 12 8 20 14 16 17 25 10 12 13 5 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5830 Pp3c6_5830 transcript PAC:32977406protein_codingNA c.*5237G>C NA NA NA NA 4977
Chr06 3385132 G C Chr06_3385132_G_CG_C SNP 13804.63 23 12 8 20 14 16 17 25 10 12 13 5 6 4 23 12 8 20 14 16 17 25 10 12 13 5 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_5830-Pp3c6_5840Pp3c6_5830-Pp3c6_5840intergenic_regionPp3c6_5830-Pp3c6_5840NA NA n.3385132G>CNA NA NA NA NA
Chr06 3422742 A C Chr06_3422742_A_CA_C SNP 20607.63 30 17 17 25 26 27 34 26 39 25 15 21 8 12 30 17 17 25 26 27 34 26 39 25 15 21 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_5880 Pp3c6_5880 transcript PAC:32977322protein_codingNA c.-5491T>G NA NA NA NA 4521
Chr06 3422742 A C Chr06_3422742_A_CA_C SNP 20607.63 30 17 17 25 26 27 34 26 39 25 15 21 8 12 30 17 17 25 26 27 34 26 39 25 15 21 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_5880 Pp3c6_5880 transcript PAC:32977321protein_codingNA c.-5491T>G NA NA NA NA 4521
Chr06 3422742 A C Chr06_3422742_A_CA_C SNP 20607.63 30 17 17 25 26 27 34 26 39 25 15 21 8 12 30 17 17 25 26 27 34 26 39 25 15 21 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_5885 Pp3c6_5885 transcript PAC:32976307protein_codingNA c.*4154A>C NA NA NA NA 3175
Chr06 3422742 A C Chr06_3422742_A_CA_C SNP 20607.63 30 17 17 25 26 27 34 26 39 25 15 21 8 12 30 17 17 25 26 27 34 26 39 25 15 21 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_5885-Pp3c6_5910Pp3c6_5885-Pp3c6_5910intergenic_regionPp3c6_5885-Pp3c6_5910NA NA n.3422742A>CNA NA NA NA NA
Chr06 3466583 C A Chr06_3466583_C_AC_A SNP 20317.63 23 14 17 25 14 28 41 33 18 23 28 23 12 17 23 14 17 25 14 28 41 33 18 23 28 23 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_5968-Pp3c6_6000Pp3c6_5968-Pp3c6_6000intergenic_regionPp3c6_5968-Pp3c6_6000NA NA n.3466583C>ANA NA NA NA NA
Chr06 3468460 T TC Chr06_3468460_T_TCT_TC INDEL 19472.59 33 14 14 30 27 27 45 16 26 18 24 26 7 12 33 14 14 30 27 27 45 16 26 18 24 26 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_5968-Pp3c6_6000Pp3c6_5968-Pp3c6_6000intergenic_regionPp3c6_5968-Pp3c6_6000NA NA n.3468460_3468461insCNA NA NA NA NA
Chr06 3522630 G GTA Chr06_3522630_G_GTAG_GTA INDEL 3572.24 0 1 0 15 19 18 24 16 0 0 1 0 0 0 31 8 12 16 19 18 24 16 18 10 6 13 12 8 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_6060 Pp3c6_6060 transcript PAC:32978611protein_codingNA c.-2046_-2045insTANA NA NA NA 1731
Chr06 3522630 G GTA Chr06_3522630_G_GTAG_GTA INDEL 3572.24 0 1 0 15 19 18 24 16 0 0 1 0 0 0 31 8 12 16 19 18 24 16 18 10 6 13 12 8 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_6060 Pp3c6_6060 transcript PAC:32978612protein_codingNA c.-2046_-2045insTANA NA NA NA 1682
Chr06 3522630 G GTA Chr06_3522630_G_GTAG_GTA INDEL 3572.24 0 1 0 15 19 18 24 16 0 0 1 0 0 0 31 8 12 16 19 18 24 16 18 10 6 13 12 8 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_6060 Pp3c6_6060 transcript PAC:32978613protein_codingNA c.-2722_-2721insTANA NA NA NA 1682
Chr06 3522630 G GTA Chr06_3522630_G_GTAG_GTA INDEL 3572.24 0 1 0 15 19 18 24 16 0 0 1 0 0 0 31 8 12 16 19 18 24 16 18 10 6 13 12 8 0 0 0 0.938 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_6060-Pp3c6_6070Pp3c6_6060-Pp3c6_6070intergenic_regionPp3c6_6060-Pp3c6_6070NA NA n.3522630_3522631insTANA NA NA NA NA
Chr06 3528609 T TG Chr06_3528609_T_TGT_TG INDEL 19358.59 28 18 13 32 22 28 22 33 37 22 16 22 7 17 28 18 13 32 22 28 22 33 37 22 16 22 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6060-Pp3c6_6070Pp3c6_6060-Pp3c6_6070intergenic_regionPp3c6_6060-Pp3c6_6070NA NA n.3528609_3528610insGNA NA NA NA NA
Chr06 3528717 C A Chr06_3528717_C_AC_A SNP 8362.63 19 4 6 10 9 9 10 17 17 11 5 4 6 5 19 4 6 10 9 9 10 17 17 11 5 4 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6060-Pp3c6_6070Pp3c6_6060-Pp3c6_6070intergenic_regionPp3c6_6060-Pp3c6_6070NA NA n.3528717C>ANA NA NA NA NA
Chr06 3537733 T A Chr06_3537733_T_AT_A SNP 19244.63 25 20 14 28 15 24 36 21 16 17 9 16 14 18 25 20 14 28 15 24 36 21 16 17 10 16 14 18 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6070 Pp3c6_6070 transcript PAC:32978658protein_codingNA c.-3879T>A NA NA NA NA 3879
Chr06 3537733 T A Chr06_3537733_T_AT_A SNP 19244.63 25 20 14 28 15 24 36 21 16 17 9 16 14 18 25 20 14 28 15 24 36 21 16 17 10 16 14 18 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6070 Pp3c6_6070 transcript PAC:32978659protein_codingNA c.-3879T>A NA NA NA NA 1541
Chr06 3537733 T A Chr06_3537733_T_AT_A SNP 19244.63 25 20 14 28 15 24 36 21 16 17 9 16 14 18 25 20 14 28 15 24 36 21 16 17 10 16 14 18 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6060-Pp3c6_6070Pp3c6_6060-Pp3c6_6070intergenic_regionPp3c6_6060-Pp3c6_6070NA NA n.3537733T>ANA NA NA NA NA
Chr06 3547067 C A Chr06_3547067_C_AC_A SNP 18221.63 27 9 14 25 19 28 20 19 23 18 14 15 12 12 27 9 14 25 19 28 20 19 23 18 14 15 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c6_6070 Pp3c6_6070 transcript PAC:32978658protein_coding oct-15 c.2300-3C>A NA NA NA NA NA
Chr06 3547067 C A Chr06_3547067_C_AC_A SNP 18221.63 27 9 14 25 19 28 20 19 23 18 14 15 12 12 27 9 14 25 19 28 20 19 23 18 14 15 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c6_6070 Pp3c6_6070 transcript PAC:32978659protein_coding13/18 c.2300-3C>A NA NA NA NA NA
Chr06 3547068 A G Chr06_3547068_A_GA_G SNP 18221.63 27 9 14 25 19 28 20 19 23 18 16 15 12 12 27 9 14 25 19 28 20 19 23 18 16 15 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_acceptor_variant&intron_variantHIGH Pp3c6_6070 Pp3c6_6070 transcript PAC:32978658protein_coding oct-15 c.2300-2A>G NA NA NA NA NA
Chr06 3547068 A G Chr06_3547068_A_GA_G SNP 18221.63 27 9 14 25 19 28 20 19 23 18 16 15 12 12 27 9 14 25 19 28 20 19 23 18 16 15 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_acceptor_variant&intron_variantHIGH Pp3c6_6070 Pp3c6_6070 transcript PAC:32978659protein_coding13/18 c.2300-2A>G NA NA NA NA NA
Chr06 3553542 C T Chr06_3553542_C_TC_T SNP 19348.63 33 16 12 21 19 26 34 28 25 28 20 18 14 9 33 16 12 21 19 26 34 28 25 28 20 18 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6070 Pp3c6_6070 transcript PAC:32978658protein_codingNA c.*4127C>T NA NA NA NA 4127
Chr06 3553542 C T Chr06_3553542_C_TC_T SNP 19348.63 33 16 12 21 19 26 34 28 25 28 20 18 14 9 33 16 12 21 19 26 34 28 25 28 20 18 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6070 Pp3c6_6070 transcript PAC:32978659protein_codingNA c.*4127C>T NA NA NA NA 3713
Chr06 3553542 C T Chr06_3553542_C_TC_T SNP 19348.63 33 16 12 21 19 26 34 28 25 28 20 18 14 9 33 16 12 21 19 26 34 28 25 28 20 18 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6070-Pp3c6_6109Pp3c6_6070-Pp3c6_6109intergenic_regionPp3c6_6070-Pp3c6_6109NA NA n.3553542C>TNA NA NA NA NA
Chr06 3569965 A AAT Chr06_3569965_A_AATA_AAT INDEL 1896.24 0 1 0 10 10 7 22 8 0 0 0 0 0 0 20 15 11 10 11 7 22 8 14 13 7 13 5 9 0 0 0 1 0.909 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c6_6109 Pp3c6_6109 transcript PAC:32976351protein_codingNA c.*1741_*1742insATNA NA NA NA 1741
Chr06 3569965 A AAT Chr06_3569965_A_AATA_AAT INDEL 1896.24 0 1 0 10 10 7 22 8 0 0 0 0 0 0 20 15 11 10 11 7 22 8 14 13 7 13 5 9 0 0 0 1 0.909 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c6_6120 Pp3c6_6120 transcript PAC:32977147protein_codingNA c.*4549_*4550insATNA NA NA NA 3260
Chr06 3569965 A AAT Chr06_3569965_A_AATA_AAT INDEL 1896.24 0 1 0 10 10 7 22 8 0 0 0 0 0 0 20 15 11 10 11 7 22 8 14 13 7 13 5 9 0 0 0 1 0.909 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c6_6120 Pp3c6_6120 transcript PAC:32977146protein_codingNA c.*5616_*5617insATNA NA NA NA 4985
Chr06 3569965 A AAT Chr06_3569965_A_AATA_AAT INDEL 1896.24 0 1 0 10 10 7 22 8 0 0 0 0 0 0 20 15 11 10 11 7 22 8 14 13 7 13 5 9 0 0 0 1 0.909 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_6070-Pp3c6_6109Pp3c6_6070-Pp3c6_6109intergenic_regionPp3c6_6070-Pp3c6_6109NA NA n.3569965_3569966insATNA NA NA NA NA
Chr06 3570175 AAT AATAT Chr06_3570175_AAT_AATATAAT_AATAT INDEL 1627.93 2 0 0 0 1 0 0 0 0 0 0 0 4 0 14 10 7 12 7 13 11 9 9 9 9 6 4 5 0.143 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c6_6109 Pp3c6_6109 transcript PAC:32976351protein_codingNA c.*1529_*1530insATNA NA NA NA 1529
Chr06 3570175 AAT AATAT Chr06_3570175_AAT_AATATAAT_AATAT INDEL 1627.93 2 0 0 0 1 0 0 0 0 0 0 0 4 0 14 10 7 12 7 13 11 9 9 9 9 6 4 5 0.143 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c6_6120 Pp3c6_6120 transcript PAC:32977147protein_codingNA c.*4337_*4338insATNA NA NA NA 3048
Chr06 3570175 AAT AATAT Chr06_3570175_AAT_AATATAAT_AATAT INDEL 1627.93 2 0 0 0 1 0 0 0 0 0 0 0 4 0 14 10 7 12 7 13 11 9 9 9 9 6 4 5 0.143 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c6_6120 Pp3c6_6120 transcript PAC:32977146protein_codingNA c.*5404_*5405insATNA NA NA NA 4773
Chr06 3570175 AAT AATAT Chr06_3570175_AAT_AATATAAT_AATAT INDEL 1627.93 2 0 0 0 1 0 0 0 0 0 0 0 4 0 14 10 7 12 7 13 11 9 9 9 9 6 4 5 0.143 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c6_6070-Pp3c6_6109Pp3c6_6070-Pp3c6_6109intergenic_regionPp3c6_6070-Pp3c6_6109NA NA n.3570177_3570178insATNA NA NA NA NA
Chr06 3588882 A AT Chr06_3588882_A_ATA_AT INDEL 13975.59 30 9 11 27 16 25 22 20 19 13 16 14 6 8 30 9 11 27 16 25 22 20 19 13 16 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6140 Pp3c6_6140 transcript PAC:32977440protein_codingNA c.*3641_*3642insTNA NA NA NA 2697
Chr06 3588882 A AT Chr06_3588882_A_ATA_AT INDEL 13975.59 30 9 11 27 16 25 22 20 19 13 16 14 6 8 30 9 11 27 16 25 22 20 19 13 16 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6140 Pp3c6_6140 transcript PAC:32977441protein_codingNA c.*3641_*3642insTNA NA NA NA 727
Chr06 3588882 A AT Chr06_3588882_A_ATA_AT INDEL 13975.59 30 9 11 27 16 25 22 20 19 13 16 14 6 8 30 9 11 27 16 25 22 20 19 13 16 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6140 Pp3c6_6140 transcript PAC:32977442protein_codingNA c.*1583_*1584insTNA NA NA NA 753
Chr06 3588882 A AT Chr06_3588882_A_ATA_AT INDEL 13975.59 30 9 11 27 16 25 22 20 19 13 16 14 6 8 30 9 11 27 16 25 22 20 19 13 16 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6140-Pp3c6_6160Pp3c6_6140-Pp3c6_6160intergenic_regionPp3c6_6140-Pp3c6_6160NA NA n.3588882_3588883insTNA NA NA NA NA
Chr06 3594916 T C Chr06_3594916_T_CT_C SNP 11162.29 26 14 14 0 0 0 0 0 19 18 13 22 7 7 26 14 14 28 20 15 21 16 19 19 13 22 8 7 1 1 1 0 0 0 0 0 1 0.947 1 1 0.875 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c6_6140-Pp3c6_6160Pp3c6_6140-Pp3c6_6160intergenic_regionPp3c6_6140-Pp3c6_6160NA NA n.3594916T>CNA NA NA NA NA
Chr06 3610085 A AAT Chr06_3610085_A_AATA_AAT INDEL 2488.24 0 0 0 9 13 17 16 16 0 0 0 0 0 0 27 10 8 9 14 17 16 16 12 13 5 6 7 8 0 0 0 1 0.929 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_6210 Pp3c6_6210 transcript PAC:32977841protein_codingNA c.-1972_-1971insATNA NA NA NA 1346
Chr06 3610085 A AAT Chr06_3610085_A_AATA_AAT INDEL 2488.24 0 0 0 9 13 17 16 16 0 0 0 0 0 0 27 10 8 9 14 17 16 16 12 13 5 6 7 8 0 0 0 1 0.929 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_6210 Pp3c6_6210 transcript PAC:32977842protein_codingNA c.-1972_-1971insATNA NA NA NA 1382
Chr06 3610085 A AAT Chr06_3610085_A_AATA_AAT INDEL 2488.24 0 0 0 9 13 17 16 16 0 0 0 0 0 0 27 10 8 9 14 17 16 16 12 13 5 6 7 8 0 0 0 1 0.929 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c6_6160 Pp3c6_6160 transcript PAC:32977221protein_codingNA c.*6221_*6222insATNA NA NA NA 4366
Chr06 3610085 A AAT Chr06_3610085_A_AATA_AAT INDEL 2488.24 0 0 0 9 13 17 16 16 0 0 0 0 0 0 27 10 8 9 14 17 16 16 12 13 5 6 7 8 0 0 0 1 0.929 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c6_6160 Pp3c6_6160 transcript PAC:32977222protein_codingNA c.*6221_*6222insATNA NA NA NA 4915
Chr06 3610085 A AAT Chr06_3610085_A_AATA_AAT INDEL 2488.24 0 0 0 9 13 17 16 16 0 0 0 0 0 0 27 10 8 9 14 17 16 16 12 13 5 6 7 8 0 0 0 1 0.929 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c6_6160 Pp3c6_6160 transcript PAC:32977219protein_codingNA c.*6221_*6222insATNA NA NA NA 4367
Chr06 3610085 A AAT Chr06_3610085_A_AATA_AAT INDEL 2488.24 0 0 0 9 13 17 16 16 0 0 0 0 0 0 27 10 8 9 14 17 16 16 12 13 5 6 7 8 0 0 0 1 0.929 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c6_6160 Pp3c6_6160 transcript PAC:32977220protein_codingNA c.*6221_*6222insATNA NA NA NA 4367
Chr06 3610085 A AAT Chr06_3610085_A_AATA_AAT INDEL 2488.24 0 0 0 9 13 17 16 16 0 0 0 0 0 0 27 10 8 9 14 17 16 16 12 13 5 6 7 8 0 0 0 1 0.929 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_6160-Pp3c6_6210Pp3c6_6160-Pp3c6_6210intergenic_regionPp3c6_6160-Pp3c6_6210NA NA n.3610085_3610086insATNA NA NA NA NA
Chr06 3707522 C T Chr06_3707522_C_TC_T SNP 21010.63 23 19 23 31 24 19 33 37 21 35 22 17 14 7 23 19 23 31 24 19 33 37 21 35 22 17 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6370 Pp3c6_6370 transcript PAC:32979005protein_codingNA c.-3309C>T NA NA NA NA 3067
Chr06 3707522 C T Chr06_3707522_C_TC_T SNP 21010.63 23 19 23 31 24 19 33 37 21 35 22 17 14 7 23 19 23 31 24 19 33 37 21 35 22 17 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6370 Pp3c6_6370 transcript PAC:32979006protein_codingNA c.-3657C>T NA NA NA NA 3053
Chr06 3707522 C T Chr06_3707522_C_TC_T SNP 21010.63 23 19 23 31 24 19 33 37 21 35 22 17 14 7 23 19 23 31 24 19 33 37 21 35 22 17 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6370 Pp3c6_6370 transcript PAC:32979007protein_codingNA c.-3657C>T NA NA NA NA 3053
Chr06 3707522 C T Chr06_3707522_C_TC_T SNP 21010.63 23 19 23 31 24 19 33 37 21 35 22 17 14 7 23 19 23 31 24 19 33 37 21 35 22 17 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6360-Pp3c6_6370Pp3c6_6360-Pp3c6_6370intergenic_regionPp3c6_6360-Pp3c6_6370NA NA n.3707522C>TNA NA NA NA NA
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6400 Pp3c6_6400 transcript PAC:32976124protein_codingNA c.-4920_-4916delATATANA NA NA NA 4803
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6410 Pp3c6_6410 transcript PAC:32978329protein_codingNA c.-752_-748delATATANA NA NA NA 329
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6420 Pp3c6_6420 transcript PAC:32975659protein_codingNA c.-1102_-1098delTATATNA NA NA NA 674
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6410 Pp3c6_6410 transcript PAC:32978330protein_codingNA c.-752_-748delATATANA NA NA NA 329
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6410 Pp3c6_6410 transcript PAC:32978331protein_codingNA c.-752_-748delATATANA NA NA NA 329
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6410 Pp3c6_6410 transcript PAC:32978333protein_codingNA c.-752_-748delATATANA NA NA NA 329
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6410 Pp3c6_6410 transcript PAC:32978334protein_codingNA c.-752_-748delATATANA NA NA NA 329
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6410 Pp3c6_6410 transcript PAC:32978335protein_codingNA c.-752_-748delATATANA NA NA NA 329
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6410 Pp3c6_6410 transcript PAC:32978336protein_codingNA c.-752_-748delATATANA NA NA NA 329
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6410 Pp3c6_6410 transcript PAC:32978332protein_codingNA c.-752_-748delATATANA NA NA NA 365
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6420 Pp3c6_6420 transcript PAC:32975660protein_codingNA c.-1102_-1098delTATATNA NA NA NA 643
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6420 Pp3c6_6420 transcript PAC:32975661protein_codingNA c.-2330_-2326delTATATNA NA NA NA 643
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_6420 Pp3c6_6420 transcript PAC:32975662protein_codingNA c.-2330_-2326delTATATNA NA NA NA 643
Chr06 3754104 ATATAT A Chr06_3754104_ATATAT_AATATAT_A INDEL 15584.59 19 11 22 27 14 19 31 18 19 22 8 5 14 7 19 11 22 27 14 19 31 18 19 22 8 5 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6410-Pp3c6_6420Pp3c6_6410-Pp3c6_6420intergenic_regionPp3c6_6410-Pp3c6_6420NA NA n.3754105_3754109delTATATNA NA NA NA NA
Chr06 3867196 G A Chr06_3867196_G_AG_A SNP 6046.29 0 0 0 24 18 25 33 19 0 0 0 0 0 0 22 19 9 24 18 25 33 19 25 36 15 22 15 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3867196G>ANA NA NA NA NA
Chr06 3895326 T G Chr06_3895326_T_GT_G SNP 11937.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4234A>C NA NA NA NA 4120
Chr06 3895326 T G Chr06_3895326_T_GT_G SNP 11937.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4449A>C NA NA NA NA 2906
Chr06 3895326 T G Chr06_3895326_T_GT_G SNP 11937.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4449A>C NA NA NA NA 2906
Chr06 3895326 T G Chr06_3895326_T_GT_G SNP 11937.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4449A>C NA NA NA NA 3690
Chr06 3895326 T G Chr06_3895326_T_GT_G SNP 11937.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895326T>GNA NA NA NA NA
Chr06 3895329 A C Chr06_3895329_A_CA_C SNP 11960.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4231T>G NA NA NA NA 4117
Chr06 3895329 A C Chr06_3895329_A_CA_C SNP 11960.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4446T>G NA NA NA NA 2903
Chr06 3895329 A C Chr06_3895329_A_CA_C SNP 11960.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4446T>G NA NA NA NA 2903
Chr06 3895329 A C Chr06_3895329_A_CA_C SNP 11960.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4446T>G NA NA NA NA 3687
Chr06 3895329 A C Chr06_3895329_A_CA_C SNP 11960.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895329A>CNA NA NA NA NA
Chr06 3895330 A T Chr06_3895330_A_TA_T SNP 11977.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4230T>A NA NA NA NA 4116
Chr06 3895330 A T Chr06_3895330_A_TA_T SNP 11977.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4445T>A NA NA NA NA 2902
Chr06 3895330 A T Chr06_3895330_A_TA_T SNP 11977.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4445T>A NA NA NA NA 2902
Chr06 3895330 A T Chr06_3895330_A_TA_T SNP 11977.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4445T>A NA NA NA NA 3686
Chr06 3895330 A T Chr06_3895330_A_TA_T SNP 11977.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895330A>TNA NA NA NA NA
Chr06 3895334 T A Chr06_3895334_T_AT_A SNP 12026.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4226A>T NA NA NA NA 4112
Chr06 3895334 T A Chr06_3895334_T_AT_A SNP 12026.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4441A>T NA NA NA NA 2898
Chr06 3895334 T A Chr06_3895334_T_AT_A SNP 12026.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4441A>T NA NA NA NA 2898
Chr06 3895334 T A Chr06_3895334_T_AT_A SNP 12026.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4441A>T NA NA NA NA 3682
Chr06 3895334 T A Chr06_3895334_T_AT_A SNP 12026.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895334T>ANA NA NA NA NA
Chr06 3895336 AACTT A Chr06_3895336_AACTT_AAACTT_A INDEL 12047.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4220_*4223delAAGTNA NA NA NA 4109
Chr06 3895336 AACTT A Chr06_3895336_AACTT_AAACTT_A INDEL 12047.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4435_*4438delAAGTNA NA NA NA 2895
Chr06 3895336 AACTT A Chr06_3895336_AACTT_AAACTT_A INDEL 12047.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4435_*4438delAAGTNA NA NA NA 2895
Chr06 3895336 AACTT A Chr06_3895336_AACTT_AAACTT_A INDEL 12047.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4435_*4438delAAGTNA NA NA NA 3679
Chr06 3895336 AACTT A Chr06_3895336_AACTT_AAACTT_A INDEL 12047.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895337_3895340delACTTNA NA NA NA NA
Chr06 3895342 A C Chr06_3895342_A_CA_C SNP 12105.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4218T>G NA NA NA NA 4104
Chr06 3895342 A C Chr06_3895342_A_CA_C SNP 12105.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4433T>G NA NA NA NA 2890
Chr06 3895342 A C Chr06_3895342_A_CA_C SNP 12105.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4433T>G NA NA NA NA 2890
Chr06 3895342 A C Chr06_3895342_A_CA_C SNP 12105.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4433T>G NA NA NA NA 3674
Chr06 3895342 A C Chr06_3895342_A_CA_C SNP 12105.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895342A>CNA NA NA NA NA
Chr06 3895345 T G Chr06_3895345_T_GT_G SNP 12135.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4215A>C NA NA NA NA 4101
Chr06 3895345 T G Chr06_3895345_T_GT_G SNP 12135.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4430A>C NA NA NA NA 2887
Chr06 3895345 T G Chr06_3895345_T_GT_G SNP 12135.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4430A>C NA NA NA NA 2887
Chr06 3895345 T G Chr06_3895345_T_GT_G SNP 12135.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4430A>C NA NA NA NA 3671
Chr06 3895345 T G Chr06_3895345_T_GT_G SNP 12135.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895345T>GNA NA NA NA NA
Chr06 3895347 A C Chr06_3895347_A_CA_C SNP 12160.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4213T>G NA NA NA NA 4099
Chr06 3895347 A C Chr06_3895347_A_CA_C SNP 12160.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4428T>G NA NA NA NA 2885
Chr06 3895347 A C Chr06_3895347_A_CA_C SNP 12160.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4428T>G NA NA NA NA 2885
Chr06 3895347 A C Chr06_3895347_A_CA_C SNP 12160.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4428T>G NA NA NA NA 3669
Chr06 3895347 A C Chr06_3895347_A_CA_C SNP 12160.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895347A>CNA NA NA NA NA
Chr06 3895352 TGA T Chr06_3895352_TGA_TTGA_T INDEL 12196.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4206_*4207delTCNA NA NA NA 4093
Chr06 3895352 TGA T Chr06_3895352_TGA_TTGA_T INDEL 12196.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4421_*4422delTCNA NA NA NA 2879
Chr06 3895352 TGA T Chr06_3895352_TGA_TTGA_T INDEL 12196.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4421_*4422delTCNA NA NA NA 2879
Chr06 3895352 TGA T Chr06_3895352_TGA_TTGA_T INDEL 12196.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4421_*4422delTCNA NA NA NA 3663
Chr06 3895352 TGA T Chr06_3895352_TGA_TTGA_T INDEL 12196.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895353_3895354delGANA NA NA NA NA
Chr06 3895355 TATG T Chr06_3895355_TATG_TTATG_T INDEL 12219.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4202_*4204delCATNA NA NA NA 4090
Chr06 3895355 TATG T Chr06_3895355_TATG_TTATG_T INDEL 12219.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4417_*4419delCATNA NA NA NA 2876
Chr06 3895355 TATG T Chr06_3895355_TATG_TTATG_T INDEL 12219.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4417_*4419delCATNA NA NA NA 2876
Chr06 3895355 TATG T Chr06_3895355_TATG_TTATG_T INDEL 12219.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4417_*4419delCATNA NA NA NA 3660
Chr06 3895355 TATG T Chr06_3895355_TATG_TTATG_T INDEL 12219.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895356_3895358delATGNA NA NA NA NA
Chr06 3895361 G C Chr06_3895361_G_CG_C SNP 12278.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4199C>G NA NA NA NA 4085
Chr06 3895361 G C Chr06_3895361_G_CG_C SNP 12278.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4414C>G NA NA NA NA 2871
Chr06 3895361 G C Chr06_3895361_G_CG_C SNP 12278.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4414C>G NA NA NA NA 2871
Chr06 3895361 G C Chr06_3895361_G_CG_C SNP 12278.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4414C>G NA NA NA NA 3655
Chr06 3895361 G C Chr06_3895361_G_CG_C SNP 12278.63 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895361G>CNA NA NA NA NA
Chr06 3895369 T TAG Chr06_3895369_T_TAGT_TAG INDEL 12407.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4190_*4191insCTNA NA NA NA 4076
Chr06 3895369 T TAG Chr06_3895369_T_TAGT_TAG INDEL 12407.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4405_*4406insCTNA NA NA NA 2862
Chr06 3895369 T TAG Chr06_3895369_T_TAGT_TAG INDEL 12407.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4405_*4406insCTNA NA NA NA 2862
Chr06 3895369 T TAG Chr06_3895369_T_TAGT_TAG INDEL 12407.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4405_*4406insCTNA NA NA NA 3646
Chr06 3895369 T TAG Chr06_3895369_T_TAGT_TAG INDEL 12407.59 12 12 7 14 12 17 19 8 14 15 4 10 5 11 12 12 7 14 12 17 19 8 14 15 4 10 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895369_3895370insAGNA NA NA NA NA
Chr06 3895370 T TTATC Chr06_3895370_T_TTATCT_TTATC INDEL 12422.59 12 12 7 14 12 17 19 8 14 14 4 9 5 10 12 12 7 14 12 17 19 8 14 14 4 9 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4189_*4190insGATANA NA NA NA 4075
Chr06 3895370 T TTATC Chr06_3895370_T_TTATCT_TTATC INDEL 12422.59 12 12 7 14 12 17 19 8 14 14 4 9 5 10 12 12 7 14 12 17 19 8 14 14 4 9 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4404_*4405insGATANA NA NA NA 2861
Chr06 3895370 T TTATC Chr06_3895370_T_TTATCT_TTATC INDEL 12422.59 12 12 7 14 12 17 19 8 14 14 4 9 5 10 12 12 7 14 12 17 19 8 14 14 4 9 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4404_*4405insGATANA NA NA NA 2861
Chr06 3895370 T TTATC Chr06_3895370_T_TTATCT_TTATC INDEL 12422.59 12 12 7 14 12 17 19 8 14 14 4 9 5 10 12 12 7 14 12 17 19 8 14 14 4 9 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4404_*4405insGATANA NA NA NA 3645
Chr06 3895370 T TTATC Chr06_3895370_T_TTATCT_TTATC INDEL 12422.59 12 12 7 14 12 17 19 8 14 14 4 9 5 10 12 12 7 14 12 17 19 8 14 14 4 9 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895370_3895371insTATCNA NA NA NA NA
Chr06 3895405 A AAACT Chr06_3895405_A_AAACTA_AAACT INDEL 37958.59 53 27 27 50 42 46 62 46 29 41 28 24 20 19 53 27 27 50 42 46 62 46 29 41 28 24 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976955protein_codingNA c.*4154_*4155insAGTTNA NA NA NA 4040
Chr06 3895405 A AAACT Chr06_3895405_A_AAACTA_AAACT INDEL 37958.59 53 27 27 50 42 46 62 46 29 41 28 24 20 19 53 27 27 50 42 46 62 46 29 41 28 24 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976957protein_codingNA c.*4369_*4370insAGTTNA NA NA NA 2826
Chr06 3895405 A AAACT Chr06_3895405_A_AAACTA_AAACT INDEL 37958.59 53 27 27 50 42 46 62 46 29 41 28 24 20 19 53 27 27 50 42 46 62 46 29 41 28 24 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976958protein_codingNA c.*4369_*4370insAGTTNA NA NA NA 2826
Chr06 3895405 A AAACT Chr06_3895405_A_AAACTA_AAACT INDEL 37958.59 53 27 27 50 42 46 62 46 29 41 28 24 20 19 53 27 27 50 42 46 62 46 29 41 28 24 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6540 Pp3c6_6540 transcript PAC:32976956protein_codingNA c.*4369_*4370insAGTTNA NA NA NA 3610
Chr06 3895405 A AAACT Chr06_3895405_A_AAACTA_AAACT INDEL 37958.59 53 27 27 50 42 46 62 46 29 41 28 24 20 19 53 27 27 50 42 46 62 46 29 41 28 24 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6510-Pp3c6_6540Pp3c6_6510-Pp3c6_6540intergenic_regionPp3c6_6510-Pp3c6_6540NA NA n.3895405_3895406insAACTNA NA NA NA NA
Chr06 3982431 T A Chr06_3982431_T_AT_A SNP 11484.63 15 10 7 17 9 26 19 14 9 8 6 8 9 6 15 10 7 17 9 26 19 14 9 8 6 8 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6640 Pp3c6_6640 transcript PAC:32975442protein_codingNA c.*2582A>T NA NA NA NA 2060
Chr06 3982431 T A Chr06_3982431_T_AT_A SNP 11484.63 15 10 7 17 9 26 19 14 9 8 6 8 9 6 15 10 7 17 9 26 19 14 9 8 6 8 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6650 Pp3c6_6650 transcript PAC:32977648protein_codingNA c.*4717A>T NA NA NA NA 3656
Chr06 3982431 T A Chr06_3982431_T_AT_A SNP 11484.63 15 10 7 17 9 26 19 14 9 8 6 8 9 6 15 10 7 17 9 26 19 14 9 8 6 8 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_6640 Pp3c6_6640 transcript PAC:32975443protein_codingNA c.*2582A>T NA NA NA NA 2067
Chr06 3982431 T A Chr06_3982431_T_AT_A SNP 11484.63 15 10 7 17 9 26 19 14 9 8 6 8 9 6 15 10 7 17 9 26 19 14 9 8 6 8 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_6620-Pp3c6_6640Pp3c6_6620-Pp3c6_6640intergenic_regionPp3c6_6620-Pp3c6_6640NA NA n.3982431T>ANA NA NA NA NA
Chr06 4343699 GAT G Chr06_4343699_GAT_GGAT_G INDEL 10730.59 16 10 11 17 19 16 14 22 19 19 11 9 9 10 17 10 12 19 19 17 14 22 19 20 11 9 10 10 0.941 1 0.917 0.895 1 0.941 1 1 1 0.95 1 1 0.9 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7300-Pp3c6_7340Pp3c6_7300-Pp3c6_7340intergenic_regionPp3c6_7300-Pp3c6_7340NA NA n.4343700_4343701delATNA NA NA NA NA
Chr06 4464910 T TTTA Chr06_4464910_T_TTTAT_TTTA INDEL 4296.93 0 0 0 0 0 0 0 0 26 20 10 11 13 14 24 6 14 24 23 20 17 23 26 20 10 11 13 14 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c6_7420 Pp3c6_7420 transcript PAC:32977689protein_codingNA c.*4381_*4382insTTANA NA NA NA 3804
Chr06 4464910 T TTTA Chr06_4464910_T_TTTAT_TTTA INDEL 4296.93 0 0 0 0 0 0 0 0 26 20 10 11 13 14 24 6 14 24 23 20 17 23 26 20 10 11 13 14 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_7420-Pp3c6_7440Pp3c6_7420-Pp3c6_7440intergenic_regionPp3c6_7420-Pp3c6_7440NA NA n.4464910_4464911insTTANA NA NA NA NA
Chr06 4506089 T C Chr06_4506089_T_CT_C SNP 15762.63 21 14 13 15 18 22 30 16 17 23 16 14 9 8 21 14 13 15 18 22 30 16 17 23 16 14 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7450-Pp3c6_7500Pp3c6_7450-Pp3c6_7500intergenic_regionPp3c6_7450-Pp3c6_7500NA NA n.4506089T>CNA NA NA NA NA
Chr06 4506113 T A Chr06_4506113_T_AT_A SNP 14950.63 21 14 13 15 15 21 30 19 14 18 13 14 6 11 21 14 13 15 15 21 30 19 14 18 13 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7450-Pp3c6_7500Pp3c6_7450-Pp3c6_7500intergenic_regionPp3c6_7450-Pp3c6_7500NA NA n.4506113T>ANA NA NA NA NA
Chr06 4506557 G A Chr06_4506557_G_AG_A SNP 15494.63 34 9 11 30 14 22 16 21 21 18 13 11 13 11 34 9 11 30 14 22 16 21 21 18 13 11 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7450-Pp3c6_7500Pp3c6_7450-Pp3c6_7500intergenic_regionPp3c6_7450-Pp3c6_7500NA NA n.4506557G>ANA NA NA NA NA
Chr06 4627378 A G Chr06_4627378_A_GA_G SNP 17570.63 31 16 10 20 24 13 29 26 12 20 23 20 15 14 31 16 10 20 24 13 29 26 12 20 23 20 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7560-Pp3c6_7570Pp3c6_7560-Pp3c6_7570intergenic_regionPp3c6_7560-Pp3c6_7570NA NA n.4627378A>GNA NA NA NA NA
Chr06 4631108 A AAT Chr06_4631108_A_AATA_AAT INDEL 2931.24 2 0 1 14 17 21 28 16 0 0 0 2 0 1 29 9 12 14 18 21 28 16 4 15 10 11 5 6 0.069 0 0 1 0.944 1 1 1 0 0 0 0.182 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c6_7560-Pp3c6_7570Pp3c6_7560-Pp3c6_7570intergenic_regionPp3c6_7560-Pp3c6_7570NA NA n.4631108_4631109insATNA NA NA NA NA
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_7610 Pp3c6_7610 transcript PAC:32978853protein_codingNA c.-3683_-3682insATNA NA NA NA 1953
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_7610 Pp3c6_7610 transcript PAC:32978861protein_codingNA c.-3791_-3790insATNA NA NA NA 3389
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_7610 Pp3c6_7610 transcript PAC:32978857protein_codingNA c.-3683_-3682insATNA NA NA NA 3270
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_7610 Pp3c6_7610 transcript PAC:32978855protein_codingNA c.-3683_-3682insATNA NA NA NA 2633
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_7610 Pp3c6_7610 transcript PAC:32978856protein_codingNA c.-3683_-3682insATNA NA NA NA 2633
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_7610 Pp3c6_7610 transcript PAC:32978862protein_codingNA c.-3791_-3790insATNA NA NA NA 2069
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_7610 Pp3c6_7610 transcript PAC:32978863protein_codingNA c.-3791_-3790insATNA NA NA NA 2069
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_7610 Pp3c6_7610 transcript PAC:32978854protein_codingNA c.-3683_-3682insATNA NA NA NA 2064
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_7610 Pp3c6_7610 transcript PAC:32978858protein_codingNA c.-3791_-3790insATNA NA NA NA 1999
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_7610 Pp3c6_7610 transcript PAC:32978859protein_codingNA c.-3791_-3790insATNA NA NA NA 1999
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_7610 Pp3c6_7610 transcript PAC:32978860protein_codingNA c.-3791_-3790insATNA NA NA NA 1999
Chr06 4665245 A AAT Chr06_4665245_A_AATA_AAT INDEL 482.37 0 1 0 1 16 0 1 1 1 0 1 0 0 0 11 13 19 17 16 17 26 15 22 13 6 16 7 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c6_7610-Pp3c6_7690Pp3c6_7610-Pp3c6_7690intergenic_regionPp3c6_7610-Pp3c6_7690NA NA n.4665245_4665246insATNA NA NA NA NA
Chr06 4771849 C CT Chr06_4771849_C_CTC_CT INDEL 19210.59 27 7 16 28 12 33 30 13 14 27 18 11 6 8 27 7 16 28 12 33 30 13 14 27 18 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_7870 Pp3c6_7870 transcript PAC:32975488protein_coding 01-janv c.291+8_291+9insTNA NA NA NA NA
Chr06 4771849 C CT Chr06_4771849_C_CTC_CT INDEL 19210.59 27 7 16 28 12 33 30 13 14 27 18 11 6 8 27 7 16 28 12 33 30 13 14 27 18 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_7870 Pp3c6_7870 transcript PAC:32975489protein_coding 01-janv c.291+8_291+9insTNA NA NA NA NA
Chr06 4771851 G C Chr06_4771851_G_CG_C SNP 19219.63 28 7 18 28 12 33 30 13 15 28 18 11 6 8 28 7 18 28 12 33 30 13 15 28 18 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_7870 Pp3c6_7870 transcript PAC:32975488protein_coding 01-janv c.291+10G>CNA NA NA NA NA
Chr06 4771851 G C Chr06_4771851_G_CG_C SNP 19219.63 28 7 18 28 12 33 30 13 15 28 18 11 6 8 28 7 18 28 12 33 30 13 15 28 18 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_7870 Pp3c6_7870 transcript PAC:32975489protein_coding 01-janv c.291+10G>CNA NA NA NA NA
Chr06 4809060 C A Chr06_4809060_C_AC_A SNP 21372.63 27 14 15 30 24 23 31 27 19 27 18 22 9 17 27 14 15 30 24 23 31 27 19 27 18 22 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_7880 Pp3c6_7880 transcript PAC:32976527protein_codingNA c.-1773C>A NA NA NA NA 1773
Chr06 4809060 C A Chr06_4809060_C_AC_A SNP 21372.63 27 14 15 30 24 23 31 27 19 27 18 22 9 17 27 14 15 30 24 23 31 27 19 27 18 22 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7870-Pp3c6_7880Pp3c6_7870-Pp3c6_7880intergenic_regionPp3c6_7870-Pp3c6_7880NA NA n.4809060C>ANA NA NA NA NA
Chr06 4809064 C A Chr06_4809064_C_AC_A SNP 21271.63 25 15 14 32 24 24 30 25 19 28 17 22 9 18 25 15 14 32 24 24 30 25 19 28 17 22 9 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_7880 Pp3c6_7880 transcript PAC:32976527protein_codingNA c.-1769C>A NA NA NA NA 1769
Chr06 4809064 C A Chr06_4809064_C_AC_A SNP 21271.63 25 15 14 32 24 24 30 25 19 28 17 22 9 18 25 15 14 32 24 24 30 25 19 28 17 22 9 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7870-Pp3c6_7880Pp3c6_7870-Pp3c6_7880intergenic_regionPp3c6_7870-Pp3c6_7880NA NA n.4809064C>ANA NA NA NA NA
Chr06 4809176 T A Chr06_4809176_T_AT_A SNP 18306.63 18 15 14 16 18 30 32 15 20 17 17 12 10 8 18 15 14 16 18 30 32 15 20 17 17 12 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_7880 Pp3c6_7880 transcript PAC:32976527protein_codingNA c.-1657T>A NA NA NA NA 1657
Chr06 4809176 T A Chr06_4809176_T_AT_A SNP 18306.63 18 15 14 16 18 30 32 15 20 17 17 12 10 8 18 15 14 16 18 30 32 15 20 17 17 12 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7870-Pp3c6_7880Pp3c6_7870-Pp3c6_7880intergenic_regionPp3c6_7870-Pp3c6_7880NA NA n.4809176T>ANA NA NA NA NA
Chr06 4809178 T A Chr06_4809178_T_AT_A SNP 18532.63 18 15 13 16 18 29 32 15 21 17 17 12 9 8 18 15 13 16 18 29 32 15 21 17 17 12 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_7880 Pp3c6_7880 transcript PAC:32976527protein_codingNA c.-1655T>A NA NA NA NA 1655
Chr06 4809178 T A Chr06_4809178_T_AT_A SNP 18532.63 18 15 13 16 18 29 32 15 21 17 17 12 9 8 18 15 13 16 18 29 32 15 21 17 17 12 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7870-Pp3c6_7880Pp3c6_7870-Pp3c6_7880intergenic_regionPp3c6_7870-Pp3c6_7880NA NA n.4809178T>ANA NA NA NA NA
Chr06 4809202 G T Chr06_4809202_G_TG_T SNP 18171.63 17 15 13 26 16 24 38 12 19 18 13 13 14 7 17 15 13 26 16 24 38 12 19 18 13 13 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_7880 Pp3c6_7880 transcript PAC:32976527protein_codingNA c.-1631G>T NA NA NA NA 1631
Chr06 4809202 G T Chr06_4809202_G_TG_T SNP 18171.63 17 15 13 26 16 24 38 12 19 18 13 13 14 7 17 15 13 26 16 24 38 12 19 18 13 13 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7870-Pp3c6_7880Pp3c6_7870-Pp3c6_7880intergenic_regionPp3c6_7870-Pp3c6_7880NA NA n.4809202G>TNA NA NA NA NA
Chr06 4809280 C A Chr06_4809280_C_AC_A SNP 18093.63 23 12 15 32 22 33 33 14 22 20 10 13 21 4 23 12 15 32 22 33 33 14 22 20 10 13 21 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_7880 Pp3c6_7880 transcript PAC:32976527protein_codingNA c.-1553C>A NA NA NA NA 1553
Chr06 4809280 C A Chr06_4809280_C_AC_A SNP 18093.63 23 12 15 32 22 33 33 14 22 20 10 13 21 4 23 12 15 32 22 33 33 14 22 20 10 13 21 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7870-Pp3c6_7880Pp3c6_7870-Pp3c6_7880intergenic_regionPp3c6_7870-Pp3c6_7880NA NA n.4809280C>ANA NA NA NA NA
Chr06 4876021 A AT Chr06_4876021_A_ATA_AT INDEL 16562.59 22 16 13 30 19 24 27 26 18 17 12 20 12 4 22 16 13 30 19 24 27 26 18 17 12 20 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_7940 Pp3c6_7940 transcript PAC:32976339protein_codingNA c.*4476_*4477insTNA NA NA NA 2844
Chr06 4876021 A AT Chr06_4876021_A_ATA_AT INDEL 16562.59 22 16 13 30 19 24 27 26 18 17 12 20 12 4 22 16 13 30 19 24 27 26 18 17 12 20 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_7940 Pp3c6_7940 transcript PAC:32976340protein_codingNA c.*4466_*4467insTNA NA NA NA 2845
Chr06 4876021 A AT Chr06_4876021_A_ATA_AT INDEL 16562.59 22 16 13 30 19 24 27 26 18 17 12 20 12 4 22 16 13 30 19 24 27 26 18 17 12 20 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_7940 Pp3c6_7940 transcript PAC:32976341protein_codingNA c.*4466_*4467insTNA NA NA NA 2845
Chr06 4876021 A AT Chr06_4876021_A_ATA_AT INDEL 16562.59 22 16 13 30 19 24 27 26 18 17 12 20 12 4 22 16 13 30 19 24 27 26 18 17 12 20 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_7940 Pp3c6_7940 transcript PAC:32976342protein_codingNA c.*5832_*5833insTNA NA NA NA 2845
Chr06 4876021 A AT Chr06_4876021_A_ATA_AT INDEL 16562.59 22 16 13 30 19 24 27 26 18 17 12 20 12 4 22 16 13 30 19 24 27 26 18 17 12 20 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_7940 Pp3c6_7940 transcript PAC:32976343protein_codingNA c.*5832_*5833insTNA NA NA NA 2845
Chr06 4876021 A AT Chr06_4876021_A_ATA_AT INDEL 16562.59 22 16 13 30 19 24 27 26 18 17 12 20 12 4 22 16 13 30 19 24 27 26 18 17 12 20 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_7940 Pp3c6_7940 transcript PAC:32976344protein_codingNA c.*5832_*5833insTNA NA NA NA 2845
Chr06 4876021 A AT Chr06_4876021_A_ATA_AT INDEL 16562.59 22 16 13 30 19 24 27 26 18 17 12 20 12 4 22 16 13 30 19 24 27 26 18 17 12 20 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_7940-Pp3c6_7970Pp3c6_7940-Pp3c6_7970intergenic_regionPp3c6_7940-Pp3c6_7970NA NA n.4876021_4876022insTNA NA NA NA NA
Chr06 5008615 G C Chr06_5008615_G_CG_C SNP 16633.63 23 16 14 20 26 27 25 14 18 21 18 11 4 13 23 16 14 20 26 27 25 14 18 21 18 11 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_8180-Pp3c6_8240Pp3c6_8180-Pp3c6_8240intergenic_regionPp3c6_8180-Pp3c6_8240NA NA n.5008615G>CNA NA NA NA NA
Chr06 5088638 T TGA Chr06_5088638_T_TGAT_TGA INDEL 20564.59 21 19 12 24 29 28 25 24 22 20 27 16 10 12 21 19 12 24 29 28 25 24 22 20 27 16 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_8260-Pp3c6_8286Pp3c6_8260-Pp3c6_8286intergenic_regionPp3c6_8260-Pp3c6_8286NA NA n.5088638_5088639insGANA NA NA NA NA
Chr06 5088641 T TAG Chr06_5088641_T_TAGT_TAG INDEL 20675.59 21 18 12 23 31 28 24 23 22 20 27 15 10 12 21 18 12 23 31 28 24 23 22 20 27 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_8260-Pp3c6_8286Pp3c6_8260-Pp3c6_8286intergenic_regionPp3c6_8260-Pp3c6_8286NA NA n.5088641_5088642insAGNA NA NA NA NA
Chr06 5088642 TCC T Chr06_5088642_TCC_TTCC_T INDEL 20629.59 22 17 13 22 30 27 24 21 22 20 29 15 9 11 22 17 13 22 30 27 24 21 22 20 29 15 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_8260-Pp3c6_8286Pp3c6_8260-Pp3c6_8286intergenic_regionPp3c6_8260-Pp3c6_8286NA NA n.5088643_5088644delCCNA NA NA NA NA
Chr06 5134798 A AT Chr06_5134798_A_ATA_AT INDEL 13602.59 25 10 10 23 26 29 33 31 14 13 6 28 4 5 25 10 10 23 26 29 33 31 14 13 6 28 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_8370 Pp3c6_8370 transcript PAC:32977572protein_codingNA c.*498_*499insTNA NA NA NA 435
Chr06 5134798 A AT Chr06_5134798_A_ATA_AT INDEL 13602.59 25 10 10 23 26 29 33 31 14 13 6 28 4 5 25 10 10 23 26 29 33 31 14 13 6 28 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_8370 Pp3c6_8370 transcript PAC:32977573protein_codingNA c.*498_*499insTNA NA NA NA 434
Chr06 5134798 A AT Chr06_5134798_A_ATA_AT INDEL 13602.59 25 10 10 23 26 29 33 31 14 13 6 28 4 5 25 10 10 23 26 29 33 31 14 13 6 28 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_8370-Pp3c6_8450Pp3c6_8370-Pp3c6_8450intergenic_regionPp3c6_8370-Pp3c6_8450NA NA n.5134798_5134799insTNA NA NA NA NA
Chr06 5142543 C A Chr06_5142543_C_AC_A SNP 18143.63 23 10 14 22 22 31 29 23 18 27 16 17 13 13 23 10 14 22 22 31 29 23 18 27 16 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_8370-Pp3c6_8450Pp3c6_8370-Pp3c6_8450intergenic_regionPp3c6_8370-Pp3c6_8450NA NA n.5142543C>ANA NA NA NA NA
Chr06 5147631 C A Chr06_5147631_C_AC_A SNP 10878.63 13 15 4 16 6 9 15 13 24 12 8 26 8 11 13 15 4 16 6 9 15 13 24 12 8 26 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_8370-Pp3c6_8450Pp3c6_8370-Pp3c6_8450intergenic_regionPp3c6_8370-Pp3c6_8450NA NA n.5147631C>ANA NA NA NA NA
Chr06 5159473 C A Chr06_5159473_C_AC_A SNP 18438.63 23 12 14 28 18 23 18 27 20 14 14 16 19 13 23 12 14 28 18 23 18 27 20 14 14 16 19 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_8370-Pp3c6_8450Pp3c6_8370-Pp3c6_8450intergenic_regionPp3c6_8370-Pp3c6_8450NA NA n.5159473C>ANA NA NA NA NA
Chr06 5383134 T C Chr06_5383134_T_CT_C SNP 19774.63 28 29 12 30 14 28 27 25 28 18 26 19 10 10 28 29 12 30 14 28 27 25 28 18 26 19 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variant&splice_region_variantMODERATE Pp3c6_8620 Pp3c6_8620 transcript PAC:32977526protein_coding oct-29 c.817A>G p.Arg273Gly 817/3066 817/3066 273/1021 NA
Chr06 5383134 T C Chr06_5383134_T_CT_C SNP 19774.63 28 29 12 30 14 28 27 25 28 18 26 19 10 10 28 29 12 30 14 28 27 25 28 18 26 19 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variant&splice_region_variantMODERATE Pp3c6_8620 Pp3c6_8620 transcript PAC:32977527protein_coding oct-29 c.817A>G p.Arg273Gly 1017/3451 817/3066 273/1021 NA
Chr06 5383134 T C Chr06_5383134_T_CT_C SNP 19774.63 28 29 12 30 14 28 27 25 28 18 26 19 10 10 28 29 12 30 14 28 27 25 28 18 26 19 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_8630 Pp3c6_8630 transcript PAC:32978435protein_codingNA c.*4597A>G NA NA NA NA 3974
Chr06 5383134 T C Chr06_5383134_T_CT_C SNP 19774.63 28 29 12 30 14 28 27 25 28 18 26 19 10 10 28 29 12 30 14 28 27 25 28 18 26 19 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_8630 Pp3c6_8630 transcript PAC:32978436protein_codingNA c.*4597A>G NA NA NA NA 3999
Chr06 5620893 TAATAATGCCT Chr06_5620893_TAATAATGCC_TTAATAATGCC_TINDEL 20448.59 26 17 18 25 13 25 25 19 17 25 15 21 15 22 26 17 18 25 13 25 25 19 17 25 15 21 15 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_8940-Pp3c6_8960Pp3c6_8940-Pp3c6_8960intergenic_regionPp3c6_8940-Pp3c6_8960NA NA n.5620894_5620902delAATAATGCCNA NA NA NA NA
Chr06 5620923 A ATTT Chr06_5620923_A_ATTTA_ATTT INDEL 22043.59 28 21 22 26 16 22 22 19 20 27 16 24 18 22 28 21 22 26 16 22 22 19 20 27 16 24 18 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_8940-Pp3c6_8960Pp3c6_8940-Pp3c6_8960intergenic_regionPp3c6_8940-Pp3c6_8960NA NA n.5620923_5620924insTTTNA NA NA NA NA
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c6_8990 Pp3c6_8990 transcript PAC:32975425protein_codingNA c.-4470_-4469insATNA NA NA NA 2768
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c6_8990 Pp3c6_8990 transcript PAC:32975426protein_codingNA c.-4470_-4469insATNA NA NA NA 2768
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c6_8990 Pp3c6_8990 transcript PAC:32975427protein_codingNA c.-4470_-4469insATNA NA NA NA 2768
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c6_8990 Pp3c6_8990 transcript PAC:32975428protein_codingNA c.-4470_-4469insATNA NA NA NA 2768



Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c6_8990 Pp3c6_8990 transcript PAC:32975429protein_codingNA c.-4470_-4469insATNA NA NA NA 2776
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c6_8990 Pp3c6_8990 transcript PAC:32975430protein_codingNA c.-4470_-4469insATNA NA NA NA 4369
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_8960 Pp3c6_8960 transcript PAC:32977562protein_codingNA c.*2585_*2586insATNA NA NA NA 2250
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_8960 Pp3c6_8960 transcript PAC:32977567protein_codingNA c.*2585_*2586insATNA NA NA NA 2275
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_8960 Pp3c6_8960 transcript PAC:32977568protein_codingNA c.*2585_*2586insATNA NA NA NA 2275
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_8960 Pp3c6_8960 transcript PAC:32977563protein_codingNA c.*2585_*2586insATNA NA NA NA 2275
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_8960 Pp3c6_8960 transcript PAC:32977564protein_codingNA c.*2585_*2586insATNA NA NA NA 2250
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_8960 Pp3c6_8960 transcript PAC:32977566protein_codingNA c.*2585_*2586insATNA NA NA NA 2245
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_8960 Pp3c6_8960 transcript PAC:32977565protein_codingNA c.*2585_*2586insATNA NA NA NA 2275
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_8960 Pp3c6_8960 transcript PAC:32977569protein_codingNA c.*2585_*2586insATNA NA NA NA 2275
Chr06 5644105 C CAT Chr06_5644105_C_CATC_CAT INDEL 5588.24 16 9 13 0 0 0 0 0 11 13 10 12 6 8 16 9 13 13 10 18 27 22 11 13 10 12 6 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c6_8960-Pp3c6_8990Pp3c6_8960-Pp3c6_8990intergenic_regionPp3c6_8960-Pp3c6_8990NA NA n.5644105_5644106insATNA NA NA NA NA
Chr06 5739121 T TTA Chr06_5739121_T_TTAT_TTA INDEL 267.37 0 0 1 0 10 0 0 2 1 0 0 0 0 1 19 13 12 14 11 18 15 15 16 19 16 8 4 9 0 0 0 0 0.909 0 0 0.133 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_9100 Pp3c6_9100 transcript PAC:32976258protein_codingNA c.-1920_-1919insTANA NA NA NA 1761
Chr06 5739121 T TTA Chr06_5739121_T_TTAT_TTA INDEL 267.37 0 0 1 0 10 0 0 2 1 0 0 0 0 1 19 13 12 14 11 18 15 15 16 19 16 8 4 9 0 0 0 0 0.909 0 0 0.133 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_9100 Pp3c6_9100 transcript PAC:32976259protein_codingNA c.-1920_-1919insTANA NA NA NA 1792
Chr06 5739121 T TTA Chr06_5739121_T_TTAT_TTA INDEL 267.37 0 0 1 0 10 0 0 2 1 0 0 0 0 1 19 13 12 14 11 18 15 15 16 19 16 8 4 9 0 0 0 0 0.909 0 0 0.133 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c6_9090 Pp3c6_9090 transcript PAC:32976308protein_codingNA c.*1857_*1858insTANA NA NA NA 1211
Chr06 5739121 T TTA Chr06_5739121_T_TTAT_TTA INDEL 267.37 0 0 1 0 10 0 0 2 1 0 0 0 0 1 19 13 12 14 11 18 15 15 16 19 16 8 4 9 0 0 0 0 0.909 0 0 0.133 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c6_9090 Pp3c6_9090 transcript PAC:32976309protein_codingNA c.*1857_*1858insTANA NA NA NA 1473
Chr06 5739121 T TTA Chr06_5739121_T_TTAT_TTA INDEL 267.37 0 0 1 0 10 0 0 2 1 0 0 0 0 1 19 13 12 14 11 18 15 15 16 19 16 8 4 9 0 0 0 0 0.909 0 0 0.133 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c6_9090 Pp3c6_9090 transcript PAC:32976310protein_codingNA c.*2132_*2133insTANA NA NA NA 1473
Chr06 5739121 T TTA Chr06_5739121_T_TTAT_TTA INDEL 267.37 0 0 1 0 10 0 0 2 1 0 0 0 0 1 19 13 12 14 11 18 15 15 16 19 16 8 4 9 0 0 0 0 0.909 0 0 0.133 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c6_9090-Pp3c6_9100Pp3c6_9090-Pp3c6_9100intergenic_regionPp3c6_9090-Pp3c6_9100NA NA n.5739121_5739122insTANA NA NA NA NA
Chr06 5966300 A T Chr06_5966300_A_TA_T SNP 17977.63 33 20 15 31 21 25 22 26 27 23 13 15 7 10 33 20 15 31 21 25 22 26 27 23 13 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_9530 Pp3c6_9530 transcript PAC:32975435protein_codingNA c.-2856A>T NA NA NA NA 2856
Chr06 5966300 A T Chr06_5966300_A_TA_T SNP 17977.63 33 20 15 31 21 25 22 26 27 23 13 15 7 10 33 20 15 31 21 25 22 26 27 23 13 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_9530 Pp3c6_9530 transcript PAC:32975436protein_codingNA c.-2856A>T NA NA NA NA 2535
Chr06 5966300 A T Chr06_5966300_A_TA_T SNP 17977.63 33 20 15 31 21 25 22 26 27 23 13 15 7 10 33 20 15 31 21 25 22 26 27 23 13 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_9540 Pp3c6_9540 transcript PAC:32976714protein_codingNA c.*3960T>A NA NA NA NA 3616
Chr06 5966300 A T Chr06_5966300_A_TA_T SNP 17977.63 33 20 15 31 21 25 22 26 27 23 13 15 7 10 33 20 15 31 21 25 22 26 27 23 13 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_9540 Pp3c6_9540 transcript PAC:32976716protein_codingNA c.*3960T>A NA NA NA NA 3653
Chr06 5966300 A T Chr06_5966300_A_TA_T SNP 17977.63 33 20 15 31 21 25 22 26 27 23 13 15 7 10 33 20 15 31 21 25 22 26 27 23 13 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_9540 Pp3c6_9540 transcript PAC:32976715protein_codingNA c.*3960T>A NA NA NA NA 3654
Chr06 5966300 A T Chr06_5966300_A_TA_T SNP 17977.63 33 20 15 31 21 25 22 26 27 23 13 15 7 10 33 20 15 31 21 25 22 26 27 23 13 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_9540 Pp3c6_9540 transcript PAC:32976717protein_codingNA c.*3960T>A NA NA NA NA 3654
Chr06 5966300 A T Chr06_5966300_A_TA_T SNP 17977.63 33 20 15 31 21 25 22 26 27 23 13 15 7 10 33 20 15 31 21 25 22 26 27 23 13 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_9520 Pp3c6_9520 transcript PAC:32975679protein_coding 01-mars c.-119+731A>TNA NA NA NA NA
Chr06 5966300 A T Chr06_5966300_A_TA_T SNP 17977.63 33 20 15 31 21 25 22 26 27 23 13 15 7 10 33 20 15 31 21 25 22 26 27 23 13 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_9520 Pp3c6_9520 transcript PAC:32975680protein_coding 01-mars c.-23+731A>TNA NA NA NA NA
Chr06 6059762 T TA Chr06_6059762_T_TAT_TA INDEL 16687.59 26 12 21 31 20 32 21 26 18 23 15 18 15 5 26 12 21 31 20 32 21 26 18 23 15 18 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_9630-Pp3c6_9670Pp3c6_9630-Pp3c6_9670intergenic_regionPp3c6_9630-Pp3c6_9670NA NA n.6059762_6059763insANA NA NA NA NA
Chr06 6059796 A T Chr06_6059796_A_TA_T SNP 20552.63 29 12 23 32 19 31 22 20 17 24 22 14 15 7 29 12 23 32 19 31 22 20 17 24 22 14 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_9630-Pp3c6_9670Pp3c6_9630-Pp3c6_9670intergenic_regionPp3c6_9630-Pp3c6_9670NA NA n.6059796A>TNA NA NA NA NA
Chr06 6059804 G T Chr06_6059804_G_TG_T SNP 21094.63 30 12 22 31 18 31 23 23 16 28 22 14 14 7 30 12 22 31 18 31 23 23 16 28 22 14 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_9630-Pp3c6_9670Pp3c6_9630-Pp3c6_9670intergenic_regionPp3c6_9630-Pp3c6_9670NA NA n.6059804G>TNA NA NA NA NA
Chr06 6059805 T G Chr06_6059805_T_GT_G SNP 20997.63 30 12 23 32 18 31 23 23 16 28 23 14 14 7 30 12 23 32 18 31 23 23 16 28 23 14 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_9630-Pp3c6_9670Pp3c6_9630-Pp3c6_9670intergenic_regionPp3c6_9630-Pp3c6_9670NA NA n.6059805T>GNA NA NA NA NA
Chr06 6059831 CA C Chr06_6059831_CA_CCA_C INDEL 13227.59 27 8 20 32 19 23 17 22 15 29 23 14 15 5 27 8 20 32 19 23 17 22 15 29 23 14 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_9630-Pp3c6_9670Pp3c6_9630-Pp3c6_9670intergenic_regionPp3c6_9630-Pp3c6_9670NA NA n.6059832delANA NA NA NA NA
Chr06 6138809 GA G Chr06_6138809_GA_GGA_G INDEL 15526.59 35 16 14 28 20 24 40 25 21 21 10 27 15 7 35 16 14 28 20 24 40 25 21 21 10 28 16 7 1 1 1 1 1 1 1 1 1 1 1 0.964 0.938 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_9720 Pp3c6_9720 transcript PAC:32977506protein_codingNA c.*3491delT NA NA NA NA 3491
Chr06 6138809 GA G Chr06_6138809_GA_GGA_G INDEL 15526.59 35 16 14 28 20 24 40 25 21 21 10 27 15 7 35 16 14 28 20 24 40 25 21 21 10 28 16 7 1 1 1 1 1 1 1 1 1 1 1 0.964 0.938 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_9720 Pp3c6_9720 transcript PAC:32977507protein_codingNA c.*3491delT NA NA NA NA 3061
Chr06 6138809 GA G Chr06_6138809_GA_GGA_G INDEL 15526.59 35 16 14 28 20 24 40 25 21 21 10 27 15 7 35 16 14 28 20 24 40 25 21 21 10 28 16 7 1 1 1 1 1 1 1 1 1 1 1 0.964 0.938 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_9690-Pp3c6_9720Pp3c6_9690-Pp3c6_9720intergenic_regionPp3c6_9690-Pp3c6_9720NA NA n.6138810delANA NA NA NA NA
Chr06 6160698 C CAT Chr06_6160698_C_CATC_CAT INDEL 3853.24 6 5 8 0 0 2 1 2 6 10 12 10 11 7 6 5 8 8 14 14 13 20 6 11 13 11 11 7 1 1 1 0 0 0.143 0 0.1 1 0.909 0.923 0.909 1 1 0 10 10 2 7 0 3 downstream_gene_variantMODIFIER Pp3c6_9770 Pp3c6_9770 transcript PAC:32976089protein_codingNA c.*1745_*1746insATNA NA NA NA 951
Chr06 6160698 C CAT Chr06_6160698_C_CATC_CAT INDEL 3853.24 6 5 8 0 0 2 1 2 6 10 12 10 11 7 6 5 8 8 14 14 13 20 6 11 13 11 11 7 1 1 1 0 0 0.143 0 0.1 1 0.909 0.923 0.909 1 1 0 10 10 2 7 0 3 downstream_gene_variantMODIFIER Pp3c6_9770 Pp3c6_9770 transcript PAC:32976090protein_codingNA c.*1745_*1746insATNA NA NA NA 1494
Chr06 6160698 C CAT Chr06_6160698_C_CATC_CAT INDEL 3853.24 6 5 8 0 0 2 1 2 6 10 12 10 11 7 6 5 8 8 14 14 13 20 6 11 13 11 11 7 1 1 1 0 0 0.143 0 0.1 1 0.909 0.923 0.909 1 1 0 10 10 2 7 0 3 intergenic_regionMODIFIER Pp3c6_9770-Pp3c6_9781Pp3c6_9770-Pp3c6_9781intergenic_regionPp3c6_9770-Pp3c6_9781NA NA n.6160698_6160699insATNA NA NA NA NA
Chr06 6174235 CTA C Chr06_6174235_CTA_CCTA_C INDEL 3993.24 18 4 19 0 0 1 0 0 5 9 4 7 5 7 19 4 19 10 14 12 13 15 5 9 4 7 6 8 0.947 1 1 0 0 0 0 0 1 1 1 1 0.833 0.875 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c6_9770-Pp3c6_9781Pp3c6_9770-Pp3c6_9781intergenic_regionPp3c6_9770-Pp3c6_9781NA NA n.6174236_6174237delTANA NA NA NA NA
Chr06 6220112 C CAT Chr06_6220112_C_CATC_CAT INDEL 290.37 0 1 10 0 1 1 0 0 0 2 0 1 0 0 13 11 10 20 12 17 17 19 10 20 6 12 7 10 0 0 1 0 0 0 0 0 0 0.1 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c6_9870 Pp3c6_9870 transcript PAC:32975519protein_codingNA c.-3013_-3012insATNA NA NA NA 2784
Chr06 6220112 C CAT Chr06_6220112_C_CATC_CAT INDEL 290.37 0 1 10 0 1 1 0 0 0 2 0 1 0 0 13 11 10 20 12 17 17 19 10 20 6 12 7 10 0 0 1 0 0 0 0 0 0 0.1 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c6_9880 Pp3c6_9880 transcript PAC:32978130protein_codingNA c.-1198_-1197insATNA NA NA NA 1198
Chr06 6220112 C CAT Chr06_6220112_C_CATC_CAT INDEL 290.37 0 1 10 0 1 1 0 0 0 2 0 1 0 0 13 11 10 20 12 17 17 19 10 20 6 12 7 10 0 0 1 0 0 0 0 0 0 0.1 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c6_9890 Pp3c6_9890 transcript PAC:32976452protein_codingNA c.-3128_-3127insATNA NA NA NA 2815
Chr06 6220112 C CAT Chr06_6220112_C_CATC_CAT INDEL 290.37 0 1 10 0 1 1 0 0 0 2 0 1 0 0 13 11 10 20 12 17 17 19 10 20 6 12 7 10 0 0 1 0 0 0 0 0 0 0.1 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c6_9870 Pp3c6_9870 transcript PAC:32975520protein_codingNA c.-4054_-4053insATNA NA NA NA 2812
Chr06 6220112 C CAT Chr06_6220112_C_CATC_CAT INDEL 290.37 0 1 10 0 1 1 0 0 0 2 0 1 0 0 13 11 10 20 12 17 17 19 10 20 6 12 7 10 0 0 1 0 0 0 0 0 0 0.1 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c6_9870 Pp3c6_9870 transcript PAC:32975523protein_codingNA c.-4054_-4053insATNA NA NA NA 3742
Chr06 6220112 C CAT Chr06_6220112_C_CATC_CAT INDEL 290.37 0 1 10 0 1 1 0 0 0 2 0 1 0 0 13 11 10 20 12 17 17 19 10 20 6 12 7 10 0 0 1 0 0 0 0 0 0 0.1 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c6_9870 Pp3c6_9870 transcript PAC:32975521protein_codingNA c.-4054_-4053insATNA NA NA NA 2784
Chr06 6220112 C CAT Chr06_6220112_C_CATC_CAT INDEL 290.37 0 1 10 0 1 1 0 0 0 2 0 1 0 0 13 11 10 20 12 17 17 19 10 20 6 12 7 10 0 0 1 0 0 0 0 0 0 0.1 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c6_9870 Pp3c6_9870 transcript PAC:32975522protein_codingNA c.-4054_-4053insATNA NA NA NA 2784
Chr06 6220112 C CAT Chr06_6220112_C_CATC_CAT INDEL 290.37 0 1 10 0 1 1 0 0 0 2 0 1 0 0 13 11 10 20 12 17 17 19 10 20 6 12 7 10 0 0 1 0 0 0 0 0 0 0.1 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c6_9890 Pp3c6_9890 transcript PAC:32976453protein_codingNA c.-3128_-3127insATNA NA NA NA 3127
Chr06 6220112 C CAT Chr06_6220112_C_CATC_CAT INDEL 290.37 0 1 10 0 1 1 0 0 0 2 0 1 0 0 13 11 10 20 12 17 17 19 10 20 6 12 7 10 0 0 1 0 0 0 0 0 0 0.1 0 0 0 0 0 1 1 1 0 0 1 intergenic_regionMODIFIER Pp3c6_9880-Pp3c6_9890Pp3c6_9880-Pp3c6_9890intergenic_regionPp3c6_9880-Pp3c6_9890NA NA n.6220112_6220113insATNA NA NA NA NA
Chr06 6226404 T C Chr06_6226404_T_CT_C SNP 18612.63 19 17 14 22 16 31 24 25 27 30 10 22 12 11 19 17 14 22 16 31 24 25 27 30 10 22 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_9890 Pp3c6_9890 transcript PAC:32976452protein_codingNA c.*2723T>C NA NA NA NA 2723
Chr06 6226404 T C Chr06_6226404_T_CT_C SNP 18612.63 19 17 14 22 16 31 24 25 27 30 10 22 12 11 19 17 14 22 16 31 24 25 27 30 10 22 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_9890 Pp3c6_9890 transcript PAC:32976453protein_codingNA c.*2961T>C NA NA NA NA 2494
Chr06 6226404 T C Chr06_6226404_T_CT_C SNP 18612.63 19 17 14 22 16 31 24 25 27 30 10 22 12 11 19 17 14 22 16 31 24 25 27 30 10 22 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_9890-Pp3c6_9900Pp3c6_9890-Pp3c6_9900intergenic_regionPp3c6_9890-Pp3c6_9900NA NA n.6226404T>CNA NA NA NA NA
Chr06 6249369 G A Chr06_6249369_G_AG_A SNP 2086.39 23 16 10 0 0 0 0 0 0 0 0 0 0 0 23 16 10 25 15 21 22 19 15 15 12 14 11 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c6_9900-Pp3c6_9960Pp3c6_9900-Pp3c6_9960intergenic_regionPp3c6_9900-Pp3c6_9960NA NA n.6249369G>ANA NA NA NA NA
Chr06 6350251 A AAT Chr06_6350251_A_AATA_AAT INDEL 10948.59 2 0 0 12 11 20 13 19 0 1 1 0 0 0 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.074 0 0 1 1 0.952 0.812 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_10120Pp3c6_10120transcript PAC:32977426protein_codingNA c.-1407_-1406insATNA NA NA NA 1191
Chr06 6350251 A AAT Chr06_6350251_A_AATA_AAT INDEL 10948.59 2 0 0 12 11 20 13 19 0 1 1 0 0 0 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.074 0 0 1 1 0.952 0.812 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_10120Pp3c6_10120transcript PAC:32977428protein_codingNA c.-1407_-1406insATNA NA NA NA 1040
Chr06 6350251 A AAT Chr06_6350251_A_AATA_AAT INDEL 10948.59 2 0 0 12 11 20 13 19 0 1 1 0 0 0 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.074 0 0 1 1 0.952 0.812 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_10120Pp3c6_10120transcript PAC:32977427protein_codingNA c.-1407_-1406insATNA NA NA NA 1050
Chr06 6350251 A AAT Chr06_6350251_A_AATA_AAT INDEL 10948.59 2 0 0 12 11 20 13 19 0 1 1 0 0 0 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.074 0 0 1 1 0.952 0.812 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_10120Pp3c6_10120transcript PAC:32977430protein_codingNA c.-2345_-2344insATNA NA NA NA 1053
Chr06 6350251 A AAT Chr06_6350251_A_AATA_AAT INDEL 10948.59 2 0 0 12 11 20 13 19 0 1 1 0 0 0 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.074 0 0 1 1 0.952 0.812 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_10120Pp3c6_10120transcript PAC:32977429protein_codingNA c.-2345_-2344insATNA NA NA NA 1071
Chr06 6350251 A AAT Chr06_6350251_A_AATA_AAT INDEL 10948.59 2 0 0 12 11 20 13 19 0 1 1 0 0 0 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.074 0 0 1 1 0.952 0.812 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c6_10110-Pp3c6_10120Pp3c6_10110-Pp3c6_10120intergenic_regionPp3c6_10110-Pp3c6_10120NA NA n.6350251_6350252insATNA NA NA NA NA
Chr06 6350251 A AATAT Chr06_6350251_A_AATATA_AATAT INDEL 10948.59 25 5 7 0 0 0 3 0 12 12 4 5 6 6 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.926 1 1 0 0 0 0.188 0 1 0.923 0.8 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c6_10120Pp3c6_10120transcript PAC:32977426protein_codingNA c.-1407_-1406insATATNA NA NA NA 1191
Chr06 6350251 A AATAT Chr06_6350251_A_AATATA_AATAT INDEL 10948.59 25 5 7 0 0 0 3 0 12 12 4 5 6 6 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.926 1 1 0 0 0 0.188 0 1 0.923 0.8 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c6_10120Pp3c6_10120transcript PAC:32977428protein_codingNA c.-1407_-1406insATATNA NA NA NA 1040
Chr06 6350251 A AATAT Chr06_6350251_A_AATATA_AATAT INDEL 10948.59 25 5 7 0 0 0 3 0 12 12 4 5 6 6 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.926 1 1 0 0 0 0.188 0 1 0.923 0.8 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c6_10120Pp3c6_10120transcript PAC:32977427protein_codingNA c.-1407_-1406insATATNA NA NA NA 1050
Chr06 6350251 A AATAT Chr06_6350251_A_AATATA_AATAT INDEL 10948.59 25 5 7 0 0 0 3 0 12 12 4 5 6 6 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.926 1 1 0 0 0 0.188 0 1 0.923 0.8 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c6_10120Pp3c6_10120transcript PAC:32977430protein_codingNA c.-2345_-2344insATATNA NA NA NA 1053
Chr06 6350251 A AATAT Chr06_6350251_A_AATATA_AATAT INDEL 10948.59 25 5 7 0 0 0 3 0 12 12 4 5 6 6 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.926 1 1 0 0 0 0.188 0 1 0.923 0.8 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c6_10120Pp3c6_10120transcript PAC:32977429protein_codingNA c.-2345_-2344insATATNA NA NA NA 1071
Chr06 6350251 A AATAT Chr06_6350251_A_AATATA_AATAT INDEL 10948.59 25 5 7 0 0 0 3 0 12 12 4 5 6 6 27 5 7 12 11 21 16 19 12 13 5 5 6 6 0.926 1 1 0 0 0 0.188 0 1 0.923 0.8 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c6_10110-Pp3c6_10120Pp3c6_10110-Pp3c6_10120intergenic_regionPp3c6_10110-Pp3c6_10120NA NA n.6350251_6350252insATATNA NA NA NA NA
Chr06 6382193 C CAT Chr06_6382193_C_CATC_CAT INDEL 6105.59 16 8 6 6 11 11 19 17 9 5 8 6 6 4 17 8 6 6 11 11 19 17 10 5 9 7 6 4 0.941 1 1 1 1 1 1 1 0.9 1 0.889 0.857 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10130-Pp3c6_10160Pp3c6_10130-Pp3c6_10160intergenic_regionPp3c6_10130-Pp3c6_10160NA NA n.6382193_6382194insATNA NA NA NA NA
Chr06 6448445 A C Chr06_6448445_A_CA_C SNP 20471.63 31 16 10 22 27 25 29 18 33 18 13 13 22 12 31 16 10 22 27 25 29 18 33 18 13 13 22 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10270-Pp3c6_10280Pp3c6_10270-Pp3c6_10280intergenic_regionPp3c6_10270-Pp3c6_10280NA NA n.6448445A>CNA NA NA NA NA
Chr06 6448538 C A Chr06_6448538_C_AC_A SNP 20220.63 29 16 9 23 25 20 29 24 31 20 16 18 13 11 29 16 9 23 25 20 29 24 31 20 16 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10270-Pp3c6_10280Pp3c6_10270-Pp3c6_10280intergenic_regionPp3c6_10270-Pp3c6_10280NA NA n.6448538C>ANA NA NA NA NA
Chr06 6448605 A AT Chr06_6448605_A_ATA_AT INDEL 16700.59 24 17 20 25 28 20 20 27 36 23 13 17 16 16 24 17 20 25 28 20 20 27 36 23 13 17 16 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10270-Pp3c6_10280Pp3c6_10270-Pp3c6_10280intergenic_regionPp3c6_10270-Pp3c6_10280NA NA n.6448605_6448606insTNA NA NA NA NA
Chr06 6503202 G GAT Chr06_6503202_G_GATG_GAT INDEL 2490.93 0 0 0 1 0 0 0 1 16 15 13 12 6 9 20 7 13 12 11 25 22 14 16 15 13 12 7 9 0 0 0 0 0 0 0 0 1 1 1 1 0.857 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_10350Pp3c6_10350transcript PAC:32978428protein_codingNA c.-1134_-1133insATNA NA NA NA 852
Chr06 6503202 G GAT Chr06_6503202_G_GATG_GAT INDEL 2490.93 0 0 0 1 0 0 0 1 16 15 13 12 6 9 20 7 13 12 11 25 22 14 16 15 13 12 7 9 0 0 0 0 0 0 0 0 1 1 1 1 0.857 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_10350Pp3c6_10350transcript PAC:32978429protein_codingNA c.-1134_-1133insATNA NA NA NA 861
Chr06 6503202 G GAT Chr06_6503202_G_GATG_GAT INDEL 2490.93 0 0 0 1 0 0 0 1 16 15 13 12 6 9 20 7 13 12 11 25 22 14 16 15 13 12 7 9 0 0 0 0 0 0 0 0 1 1 1 1 0.857 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_10350Pp3c6_10350transcript PAC:32978430protein_codingNA c.-1134_-1133insATNA NA NA NA 861
Chr06 6503202 G GAT Chr06_6503202_G_GATG_GAT INDEL 2490.93 0 0 0 1 0 0 0 1 16 15 13 12 6 9 20 7 13 12 11 25 22 14 16 15 13 12 7 9 0 0 0 0 0 0 0 0 1 1 1 1 0.857 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_10350Pp3c6_10350transcript PAC:32978431protein_codingNA c.-1134_-1133insATNA NA NA NA 854
Chr06 6503202 G GAT Chr06_6503202_G_GATG_GAT INDEL 2490.93 0 0 0 1 0 0 0 1 16 15 13 12 6 9 20 7 13 12 11 25 22 14 16 15 13 12 7 9 0 0 0 0 0 0 0 0 1 1 1 1 0.857 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_10350-Pp3c6_10360Pp3c6_10350-Pp3c6_10360intergenic_regionPp3c6_10350-Pp3c6_10360NA NA n.6503202_6503203insATNA NA NA NA NA
Chr06 6529239 T TG Chr06_6529239_T_TGT_TG INDEL 19239.59 23 17 9 34 15 24 42 20 26 26 14 15 11 6 23 17 9 34 15 24 42 20 26 26 14 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_10380Pp3c6_10380transcript PAC:32977998protein_codingNA c.-1098_-1097insCNA NA NA NA 756
Chr06 6529239 T TG Chr06_6529239_T_TGT_TG INDEL 19239.59 23 17 9 34 15 24 42 20 26 26 14 15 11 6 23 17 9 34 15 24 42 20 26 26 14 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_10380Pp3c6_10380transcript PAC:32977999protein_codingNA c.-1098_-1097insCNA NA NA NA 746
Chr06 6529239 T TG Chr06_6529239_T_TGT_TG INDEL 19239.59 23 17 9 34 15 24 42 20 26 26 14 15 11 6 23 17 9 34 15 24 42 20 26 26 14 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10380-Pp3c6_10390Pp3c6_10380-Pp3c6_10390intergenic_regionPp3c6_10380-Pp3c6_10390NA NA n.6529239_6529240insGNA NA NA NA NA
Chr06 6529245 C T Chr06_6529245_C_TC_T SNP 19257.63 24 17 9 32 15 25 41 21 27 27 13 15 11 6 24 17 9 32 15 25 41 21 27 27 13 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_10380Pp3c6_10380transcript PAC:32977998protein_codingNA c.-1103G>A NA NA NA NA 761
Chr06 6529245 C T Chr06_6529245_C_TC_T SNP 19257.63 24 17 9 32 15 25 41 21 27 27 13 15 11 6 24 17 9 32 15 25 41 21 27 27 13 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_10380Pp3c6_10380transcript PAC:32977999protein_codingNA c.-1103G>A NA NA NA NA 751
Chr06 6529245 C T Chr06_6529245_C_TC_T SNP 19257.63 24 17 9 32 15 25 41 21 27 27 13 15 11 6 24 17 9 32 15 25 41 21 27 27 13 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10380-Pp3c6_10390Pp3c6_10380-Pp3c6_10390intergenic_regionPp3c6_10380-Pp3c6_10390NA NA n.6529245C>TNA NA NA NA NA
Chr06 6601649 G GTA Chr06_6601649_G_GTAG_GTA INDEL 1622.93 0 0 0 0 0 0 0 0 8 8 7 14 5 7 20 10 13 12 11 17 22 11 8 8 8 14 5 7 0 0 0 0 0 0 0 0 1 1 0.875 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_10410Pp3c6_10410transcript PAC:32976632protein_codingNA c.-2674_-2673insTANA NA NA NA 1117
Chr06 6601649 G GTA Chr06_6601649_G_GTAG_GTA INDEL 1622.93 0 0 0 0 0 0 0 0 8 8 7 14 5 7 20 10 13 12 11 17 22 11 8 8 8 14 5 7 0 0 0 0 0 0 0 0 1 1 0.875 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_10410Pp3c6_10410transcript PAC:32976633protein_codingNA c.-2674_-2673insTANA NA NA NA 1725
Chr06 6601649 G GTA Chr06_6601649_G_GTAG_GTA INDEL 1622.93 0 0 0 0 0 0 0 0 8 8 7 14 5 7 20 10 13 12 11 17 22 11 8 8 8 14 5 7 0 0 0 0 0 0 0 0 1 1 0.875 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_10410-Pp3c6_10501Pp3c6_10410-Pp3c6_10501intergenic_regionPp3c6_10410-Pp3c6_10501NA NA n.6601649_6601650insTANA NA NA NA NA
Chr06 6624291 AC A Chr06_6624291_AC_AAC_A INDEL 17526.59 23 16 13 22 21 27 18 24 31 27 15 19 17 10 23 16 13 22 21 27 18 24 31 27 15 19 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10410-Pp3c6_10501Pp3c6_10410-Pp3c6_10501intergenic_regionPp3c6_10410-Pp3c6_10501NA NA n.6624292delCNA NA NA NA NA
Chr06 6624795 A AT Chr06_6624795_A_ATA_AT INDEL 14461.59 23 7 18 20 19 33 24 16 21 25 10 16 9 14 23 7 18 20 19 33 24 16 21 25 10 16 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10410-Pp3c6_10501Pp3c6_10410-Pp3c6_10501intergenic_regionPp3c6_10410-Pp3c6_10501NA NA n.6624795_6624796insTNA NA NA NA NA
Chr06 6666418 C A Chr06_6666418_C_AC_A SNP 22161.63 27 11 23 39 22 34 38 23 21 17 14 28 24 16 27 11 23 39 22 34 38 23 21 17 14 28 24 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_10510Pp3c6_10510transcript PAC:32977062protein_codingNA c.*1598C>A NA NA NA NA 1598
Chr06 6666418 C A Chr06_6666418_C_AC_A SNP 22161.63 27 11 23 39 22 34 38 23 21 17 14 28 24 16 27 11 23 39 22 34 38 23 21 17 14 28 24 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10510-Pp3c6_10550Pp3c6_10510-Pp3c6_10550intergenic_regionPp3c6_10510-Pp3c6_10550NA NA n.6666418C>ANA NA NA NA NA
Chr06 6666515 TA T Chr06_6666515_TA_TTA_T INDEL 20626.59 20 13 19 32 18 42 29 17 28 28 29 25 13 15 20 13 19 32 18 42 29 17 28 28 29 25 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_10510Pp3c6_10510transcript PAC:32977062protein_codingNA c.*1696delA NA NA NA NA 1696
Chr06 6666515 TA T Chr06_6666515_TA_TTA_T INDEL 20626.59 20 13 19 32 18 42 29 17 28 28 29 25 13 15 20 13 19 32 18 42 29 17 28 28 29 25 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10510-Pp3c6_10550Pp3c6_10510-Pp3c6_10550intergenic_regionPp3c6_10510-Pp3c6_10550NA NA n.6666516delANA NA NA NA NA
Chr06 6681707 TG T Chr06_6681707_TG_TTG_T INDEL 13030.59 16 13 12 24 13 21 29 16 9 9 13 9 8 4 16 13 12 24 13 21 29 16 9 9 13 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_10550Pp3c6_10550transcript PAC:32975603protein_codingNA c.*2803delG NA NA NA NA 2330
Chr06 6681707 TG T Chr06_6681707_TG_TTG_T INDEL 13030.59 16 13 12 24 13 21 29 16 9 9 13 9 8 4 16 13 12 24 13 21 29 16 9 9 13 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_10550Pp3c6_10550transcript PAC:32975604protein_codingNA c.*2803delG NA NA NA NA 2273
Chr06 6681707 TG T Chr06_6681707_TG_TTG_T INDEL 13030.59 16 13 12 24 13 21 29 16 9 9 13 9 8 4 16 13 12 24 13 21 29 16 9 9 13 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10550-Pp3c6_10570Pp3c6_10550-Pp3c6_10570intergenic_regionPp3c6_10550-Pp3c6_10570NA NA n.6681708delGNA NA NA NA NA
Chr06 6681709 A C Chr06_6681709_A_CA_C SNP 13264.63 16 13 12 24 13 21 29 16 9 9 13 9 8 4 16 13 12 24 13 21 29 16 9 9 13 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_10550Pp3c6_10550transcript PAC:32975603protein_codingNA c.*2804A>C NA NA NA NA 2331
Chr06 6681709 A C Chr06_6681709_A_CA_C SNP 13264.63 16 13 12 24 13 21 29 16 9 9 13 9 8 4 16 13 12 24 13 21 29 16 9 9 13 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_10550Pp3c6_10550transcript PAC:32975604protein_codingNA c.*2804A>C NA NA NA NA 2274
Chr06 6681709 A C Chr06_6681709_A_CA_C SNP 13264.63 16 13 12 24 13 21 29 16 9 9 13 9 8 4 16 13 12 24 13 21 29 16 9 9 13 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_10550-Pp3c6_10570Pp3c6_10550-Pp3c6_10570intergenic_regionPp3c6_10550-Pp3c6_10570NA NA n.6681709A>CNA NA NA NA NA
Chr06 7200610 G C Chr06_7200610_G_CG_C SNP 4319.98 0 0 0 0 0 0 0 0 21 21 11 19 12 8 27 25 21 32 22 28 28 19 21 21 11 19 12 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_11250-Pp3c6_11300Pp3c6_11250-Pp3c6_11300intergenic_regionPp3c6_11250-Pp3c6_11300NA NA n.7200610G>CNA NA NA NA NA
Chr06 7246550 G T Chr06_7246550_G_TG_T SNP 12027.29 25 27 19 0 0 0 0 0 19 16 13 21 8 15 25 27 19 30 21 21 34 13 19 16 13 21 8 15 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c6_11300-Pp3c6_11330Pp3c6_11300-Pp3c6_11330intergenic_regionPp3c6_11300-Pp3c6_11330NA NA n.7246550G>TNA NA NA NA NA
Chr06 7252400 T TTA Chr06_7252400_T_TTAT_TTA INDEL 10266.59 37 10 14 25 16 23 28 11 14 23 6 8 4 5 37 11 14 25 16 23 28 11 14 24 6 8 4 5 1 0.909 1 1 1 1 1 1 1 0.958 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_11300-Pp3c6_11330Pp3c6_11300-Pp3c6_11330intergenic_regionPp3c6_11300-Pp3c6_11330NA NA n.7252400_7252401insTANA NA NA NA NA
Chr06 7257821 C CA Chr06_7257821_C_CAC_CA INDEL 13762.59 24 12 12 30 16 15 36 16 11 14 15 5 6 9 24 12 12 30 16 15 36 16 11 14 15 5 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_11300-Pp3c6_11330Pp3c6_11300-Pp3c6_11330intergenic_regionPp3c6_11300-Pp3c6_11330NA NA n.7257821_7257822insANA NA NA NA NA
Chr06 7325252 CA C Chr06_7325252_CA_CCA_C INDEL 16008.59 33 14 15 25 27 32 33 18 29 29 16 16 16 6 33 14 15 25 27 32 33 18 29 29 16 16 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_11400-Pp3c6_11410Pp3c6_11400-Pp3c6_11410intergenic_regionPp3c6_11400-Pp3c6_11410NA NA n.7325253delANA NA NA NA NA
Chr06 7328625 G T Chr06_7328625_G_TG_T SNP 10912.63 14 6 18 17 13 17 17 13 10 19 7 7 6 5 14 6 18 17 13 17 17 13 10 19 7 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_11400-Pp3c6_11410Pp3c6_11400-Pp3c6_11410intergenic_regionPp3c6_11400-Pp3c6_11410NA NA n.7328625G>TNA NA NA NA NA
Chr06 7328810 AT A Chr06_7328810_AT_AAT_A INDEL 9747.59 15 10 11 13 15 20 17 13 15 17 10 7 11 9 15 10 11 13 15 20 17 13 15 17 10 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_11400-Pp3c6_11410Pp3c6_11400-Pp3c6_11410intergenic_regionPp3c6_11400-Pp3c6_11410NA NA n.7328811delTNA NA NA NA NA
Chr06 7454008 CA C Chr06_7454008_CA_CCA_C INDEL 10869.59 16 12 6 9 14 13 15 14 16 19 10 9 5 6 16 12 6 9 14 13 15 14 16 19 10 9 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_11590Pp3c6_11590transcript PAC:32978678protein_codingNA c.*3008delT NA NA NA NA 2673
Chr06 7454008 CA C Chr06_7454008_CA_CCA_C INDEL 10869.59 16 12 6 9 14 13 15 14 16 19 10 9 5 6 16 12 6 9 14 13 15 14 16 19 10 9 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_11590Pp3c6_11590transcript PAC:32978679protein_codingNA c.*3086delT NA NA NA NA 3086
Chr06 7454008 CA C Chr06_7454008_CA_CCA_C INDEL 10869.59 16 12 6 9 14 13 15 14 16 19 10 9 5 6 16 12 6 9 14 13 15 14 16 19 10 9 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_11510-Pp3c6_11590Pp3c6_11510-Pp3c6_11590intergenic_regionPp3c6_11510-Pp3c6_11590NA NA n.7454009delANA NA NA NA NA
Chr06 7454019 G T Chr06_7454019_G_TG_T SNP 10285.63 13 10 6 7 14 13 15 13 15 16 7 9 5 4 13 10 6 7 14 13 15 13 15 16 7 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_11590Pp3c6_11590transcript PAC:32978678protein_codingNA c.*2998C>A NA NA NA NA 2663
Chr06 7454019 G T Chr06_7454019_G_TG_T SNP 10285.63 13 10 6 7 14 13 15 13 15 16 7 9 5 4 13 10 6 7 14 13 15 13 15 16 7 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_11590Pp3c6_11590transcript PAC:32978679protein_codingNA c.*3076C>A NA NA NA NA 3076
Chr06 7454019 G T Chr06_7454019_G_TG_T SNP 10285.63 13 10 6 7 14 13 15 13 15 16 7 9 5 4 13 10 6 7 14 13 15 13 15 16 7 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_11510-Pp3c6_11590Pp3c6_11510-Pp3c6_11590intergenic_regionPp3c6_11510-Pp3c6_11590NA NA n.7454019G>TNA NA NA NA NA
Chr06 7454024 A AT Chr06_7454024_A_ATA_AT INDEL 9731.59 13 10 6 5 11 13 14 12 13 14 6 9 5 4 13 10 6 5 11 13 14 12 13 14 6 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_11590Pp3c6_11590transcript PAC:32978678protein_codingNA c.*2992_*2993insANA NA NA NA 2657
Chr06 7454024 A AT Chr06_7454024_A_ATA_AT INDEL 9731.59 13 10 6 5 11 13 14 12 13 14 6 9 5 4 13 10 6 5 11 13 14 12 13 14 6 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_11590Pp3c6_11590transcript PAC:32978679protein_codingNA c.*3070_*3071insANA NA NA NA 3070
Chr06 7454024 A AT Chr06_7454024_A_ATA_AT INDEL 9731.59 13 10 6 5 11 13 14 12 13 14 6 9 5 4 13 10 6 5 11 13 14 12 13 14 6 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_11510-Pp3c6_11590Pp3c6_11510-Pp3c6_11590intergenic_regionPp3c6_11510-Pp3c6_11590NA NA n.7454024_7454025insTNA NA NA NA NA
Chr06 7454028 CG C Chr06_7454028_CG_CCG_C INDEL 8651.59 12 9 5 5 10 10 14 10 10 13 5 7 4 4 12 9 5 5 10 10 14 10 10 13 5 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_11590Pp3c6_11590transcript PAC:32978678protein_codingNA c.*2988delC NA NA NA NA 2653
Chr06 7454028 CG C Chr06_7454028_CG_CCG_C INDEL 8651.59 12 9 5 5 10 10 14 10 10 13 5 7 4 4 12 9 5 5 10 10 14 10 10 13 5 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_11590Pp3c6_11590transcript PAC:32978679protein_codingNA c.*3066delC NA NA NA NA 3066
Chr06 7454028 CG C Chr06_7454028_CG_CCG_C INDEL 8651.59 12 9 5 5 10 10 14 10 10 13 5 7 4 4 12 9 5 5 10 10 14 10 10 13 5 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_11510-Pp3c6_11590Pp3c6_11510-Pp3c6_11590intergenic_regionPp3c6_11510-Pp3c6_11590NA NA n.7454029delGNA NA NA NA NA
Chr06 7510901 G GA Chr06_7510901_G_GAG_GA INDEL 7655.59 11 7 8 24 12 11 23 9 13 14 4 4 7 5 11 7 8 24 12 12 24 10 13 14 4 4 7 5 1 1 1 1 1 0.917 0.958 0.9 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_11690Pp3c6_11690transcript PAC:32978269protein_codingNA c.*1631_*1632insTNA NA NA NA 1631
Chr06 7510901 G GA Chr06_7510901_G_GAG_GA INDEL 7655.59 11 7 8 24 12 11 23 9 13 14 4 4 7 5 11 7 8 24 12 12 24 10 13 14 4 4 7 5 1 1 1 1 1 0.917 0.958 0.9 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_11630-Pp3c6_11690Pp3c6_11630-Pp3c6_11690intergenic_regionPp3c6_11630-Pp3c6_11690NA NA n.7510901_7510902insANA NA NA NA NA
Chr06 7845911 A T Chr06_7845911_A_TA_T SNP 20083.63 28 14 14 23 22 39 37 24 22 18 6 13 9 6 28 14 14 23 22 39 37 24 22 18 6 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977041protein_codingNA c.-2617A>T NA NA NA NA 2290
Chr06 7845911 A T Chr06_7845911_A_TA_T SNP 20083.63 28 14 14 23 22 39 37 24 22 18 6 13 9 6 28 14 14 23 22 39 37 24 22 18 6 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977043protein_codingNA c.-2617A>T NA NA NA NA 2196
Chr06 7845911 A T Chr06_7845911_A_TA_T SNP 20083.63 28 14 14 23 22 39 37 24 22 18 6 13 9 6 28 14 14 23 22 39 37 24 22 18 6 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977042protein_codingNA c.-2617A>T NA NA NA NA 2212
Chr06 7845911 A T Chr06_7845911_A_TA_T SNP 20083.63 28 14 14 23 22 39 37 24 22 18 6 13 9 6 28 14 14 23 22 39 37 24 22 18 6 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977044protein_codingNA c.-2617A>T NA NA NA NA 2289
Chr06 7845911 A T Chr06_7845911_A_TA_T SNP 20083.63 28 14 14 23 22 39 37 24 22 18 6 13 9 6 28 14 14 23 22 39 37 24 22 18 6 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12080-Pp3c6_12100Pp3c6_12080-Pp3c6_12100intergenic_regionPp3c6_12080-Pp3c6_12100NA NA n.7845911A>TNA NA NA NA NA
Chr06 7852439 GC G Chr06_7852439_GC_GGC_G INDEL 14308.59 25 16 20 34 19 20 28 15 14 16 5 16 6 14 25 16 20 34 19 20 28 15 14 16 5 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977043protein_coding 11-nov c.*22delC NA NA NA NA 22
Chr06 7852439 GC G Chr06_7852439_GC_GGC_G INDEL 14308.59 25 16 20 34 19 20 28 15 14 16 5 16 6 14 25 16 20 34 19 20 28 15 14 16 5 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977044protein_coding 11-nov c.*22delC NA NA NA NA 22
Chr06 7852439 GC G Chr06_7852439_GC_GGC_G INDEL 14308.59 25 16 20 34 19 20 28 15 14 16 5 16 6 14 25 16 20 34 19 20 28 15 14 16 5 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977041protein_coding 11-déc c.1020+43delCNA NA NA NA NA
Chr06 7852439 GC G Chr06_7852439_GC_GGC_G INDEL 14308.59 25 16 20 34 19 20 28 15 14 16 5 16 6 14 25 16 20 34 19 20 28 15 14 16 5 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977042protein_coding 10-nov c.924+43delCNA NA NA NA NA
Chr06 7852465 A G Chr06_7852465_A_GA_G SNP 14116.63 21 14 19 28 12 15 22 11 11 14 8 14 4 12 21 14 19 28 12 15 22 11 11 14 8 14 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977043protein_coding 11-nov c.*45A>G NA NA NA NA 45
Chr06 7852465 A G Chr06_7852465_A_GA_G SNP 14116.63 21 14 19 28 12 15 22 11 11 14 8 14 4 12 21 14 19 28 12 15 22 11 11 14 8 14 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977044protein_coding 11-nov c.*45A>G NA NA NA NA 45
Chr06 7852465 A G Chr06_7852465_A_GA_G SNP 14116.63 21 14 19 28 12 15 22 11 11 14 8 14 4 12 21 14 19 28 12 15 22 11 11 14 8 14 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977041protein_coding 11-déc c.1020+66A>GNA NA NA NA NA
Chr06 7852465 A G Chr06_7852465_A_GA_G SNP 14116.63 21 14 19 28 12 15 22 11 11 14 8 14 4 12 21 14 19 28 12 15 22 11 11 14 8 14 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977042protein_coding 10-nov c.924+66A>GNA NA NA NA NA
Chr06 7852477 A G Chr06_7852477_A_GA_G SNP 12703.63 21 13 18 19 10 13 22 10 8 12 7 15 4 8 21 13 18 19 10 13 22 10 8 12 7 15 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977043protein_coding 11-nov c.*57A>G NA NA NA NA 57
Chr06 7852477 A G Chr06_7852477_A_GA_G SNP 12703.63 21 13 18 19 10 13 22 10 8 12 7 15 4 8 21 13 18 19 10 13 22 10 8 12 7 15 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977044protein_coding 11-nov c.*57A>G NA NA NA NA 57
Chr06 7852477 A G Chr06_7852477_A_GA_G SNP 12703.63 21 13 18 19 10 13 22 10 8 12 7 15 4 8 21 13 18 19 10 13 22 10 8 12 7 15 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977041protein_coding 11-déc c.1020+78A>GNA NA NA NA NA
Chr06 7852477 A G Chr06_7852477_A_GA_G SNP 12703.63 21 13 18 19 10 13 22 10 8 12 7 15 4 8 21 13 18 19 10 13 22 10 8 12 7 15 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977042protein_coding 10-nov c.924+78A>GNA NA NA NA NA
Chr06 7852498 C A Chr06_7852498_C_AC_A SNP 10043.63 14 9 15 18 6 10 13 8 7 12 7 13 4 8 14 9 15 18 6 10 13 8 7 12 7 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977043protein_coding 11-nov c.*78C>A NA NA NA NA 78
Chr06 7852498 C A Chr06_7852498_C_AC_A SNP 10043.63 14 9 15 18 6 10 13 8 7 12 7 13 4 8 14 9 15 18 6 10 13 8 7 12 7 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977044protein_coding 11-nov c.*78C>A NA NA NA NA 78
Chr06 7852498 C A Chr06_7852498_C_AC_A SNP 10043.63 14 9 15 18 6 10 13 8 7 12 7 13 4 8 14 9 15 18 6 10 13 8 7 12 7 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977041protein_coding 11-déc c.1020+99C>ANA NA NA NA NA
Chr06 7852498 C A Chr06_7852498_C_AC_A SNP 10043.63 14 9 15 18 6 10 13 8 7 12 7 13 4 8 14 9 15 18 6 10 13 8 7 12 7 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977042protein_coding 10-nov c.924+99C>ANA NA NA NA NA
Chr06 7852509 G T Chr06_7852509_G_TG_T SNP 9861.63 16 10 15 13 8 9 16 8 8 13 7 11 4 8 16 10 15 13 8 9 16 8 8 13 7 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977043protein_coding 11-nov c.*89G>T NA NA NA NA 89
Chr06 7852509 G T Chr06_7852509_G_TG_T SNP 9861.63 16 10 15 13 8 9 16 8 8 13 7 11 4 8 16 10 15 13 8 9 16 8 8 13 7 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977044protein_coding 11-nov c.*89G>T NA NA NA NA 89
Chr06 7852509 G T Chr06_7852509_G_TG_T SNP 9861.63 16 10 15 13 8 9 16 8 8 13 7 11 4 8 16 10 15 13 8 9 16 8 8 13 7 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977041protein_coding 11-déc c.1020+110G>TNA NA NA NA NA
Chr06 7852509 G T Chr06_7852509_G_TG_T SNP 9861.63 16 10 15 13 8 9 16 8 8 13 7 11 4 8 16 10 15 13 8 9 16 8 8 13 7 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_12100Pp3c6_12100transcript PAC:32977042protein_coding 10-nov c.924+110G>TNA NA NA NA NA
Chr06 7871634 T G Chr06_7871634_T_GT_G SNP 14448.63 15 13 15 24 11 25 21 12 12 15 15 14 6 7 15 13 15 24 11 25 21 12 12 15 15 14 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12142Pp3c6_12142transcript PAC:32977551protein_codingNA c.-4352A>C NA NA NA NA 4352
Chr06 7871634 T G Chr06_7871634_T_GT_G SNP 14448.63 15 13 15 24 11 25 21 12 12 15 15 14 6 7 15 13 15 24 11 25 21 12 12 15 15 14 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12160Pp3c6_12160transcript PAC:32976533protein_codingNA c.-2437T>G NA NA NA NA 1593
Chr06 7871634 T G Chr06_7871634_T_GT_G SNP 14448.63 15 13 15 24 11 25 21 12 12 15 15 14 6 7 15 13 15 24 11 25 21 12 12 15 15 14 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12160Pp3c6_12160transcript PAC:32976534protein_codingNA c.-2437T>G NA NA NA NA 2150
Chr06 7871634 T G Chr06_7871634_T_GT_G SNP 14448.63 15 13 15 24 11 25 21 12 12 15 15 14 6 7 15 13 15 24 11 25 21 12 12 15 15 14 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12142-Pp3c6_12160Pp3c6_12142-Pp3c6_12160intergenic_regionPp3c6_12142-Pp3c6_12160NA NA n.7871634T>GNA NA NA NA NA
Chr06 7871644 T C Chr06_7871644_T_CT_C SNP 14899.63 15 11 16 24 13 24 23 13 12 16 14 15 4 6 15 11 16 24 13 24 23 13 12 16 14 15 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12142Pp3c6_12142transcript PAC:32977551protein_codingNA c.-4362A>G NA NA NA NA 4362
Chr06 7871644 T C Chr06_7871644_T_CT_C SNP 14899.63 15 11 16 24 13 24 23 13 12 16 14 15 4 6 15 11 16 24 13 24 23 13 12 16 14 15 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12160Pp3c6_12160transcript PAC:32976533protein_codingNA c.-2427T>C NA NA NA NA 1583
Chr06 7871644 T C Chr06_7871644_T_CT_C SNP 14899.63 15 11 16 24 13 24 23 13 12 16 14 15 4 6 15 11 16 24 13 24 23 13 12 16 14 15 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12160Pp3c6_12160transcript PAC:32976534protein_codingNA c.-2427T>C NA NA NA NA 2140
Chr06 7871644 T C Chr06_7871644_T_CT_C SNP 14899.63 15 11 16 24 13 24 23 13 12 16 14 15 4 6 15 11 16 24 13 24 23 13 12 16 14 15 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12142-Pp3c6_12160Pp3c6_12142-Pp3c6_12160intergenic_regionPp3c6_12142-Pp3c6_12160NA NA n.7871644T>CNA NA NA NA NA
Chr06 7871648 A G Chr06_7871648_A_GA_G SNP 14725.63 15 10 16 24 13 23 22 14 12 15 14 14 4 6 15 10 16 24 13 23 22 14 12 15 14 14 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12142Pp3c6_12142transcript PAC:32977551protein_codingNA c.-4366T>C NA NA NA NA 4366
Chr06 7871648 A G Chr06_7871648_A_GA_G SNP 14725.63 15 10 16 24 13 23 22 14 12 15 14 14 4 6 15 10 16 24 13 23 22 14 12 15 14 14 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12160Pp3c6_12160transcript PAC:32976533protein_codingNA c.-2423A>G NA NA NA NA 1579
Chr06 7871648 A G Chr06_7871648_A_GA_G SNP 14725.63 15 10 16 24 13 23 22 14 12 15 14 14 4 6 15 10 16 24 13 23 22 14 12 15 14 14 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12160Pp3c6_12160transcript PAC:32976534protein_codingNA c.-2423A>G NA NA NA NA 2136
Chr06 7871648 A G Chr06_7871648_A_GA_G SNP 14725.63 15 10 16 24 13 23 22 14 12 15 14 14 4 6 15 10 16 24 13 23 22 14 12 15 14 14 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12142-Pp3c6_12160Pp3c6_12142-Pp3c6_12160intergenic_regionPp3c6_12142-Pp3c6_12160NA NA n.7871648A>GNA NA NA NA NA
Chr06 7951188 G A Chr06_7951188_G_AG_A SNP 9732.29 22 8 10 0 0 0 0 0 27 21 16 14 12 10 22 8 10 23 19 34 27 13 27 21 16 14 12 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_12270Pp3c6_12270transcript PAC:32977054protein_codingNA c.*3022C>T NA NA NA NA 2587
Chr06 7951188 G A Chr06_7951188_G_AG_A SNP 9732.29 22 8 10 0 0 0 0 0 27 21 16 14 12 10 22 8 10 23 19 34 27 13 27 21 16 14 12 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_12280Pp3c6_12280transcript PAC:32976318protein_codingNA c.*4400C>T NA NA NA NA 4400
Chr06 7951188 G A Chr06_7951188_G_AG_A SNP 9732.29 22 8 10 0 0 0 0 0 27 21 16 14 12 10 22 8 10 23 19 34 27 13 27 21 16 14 12 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_12270Pp3c6_12270transcript PAC:32977055protein_codingNA c.*3022C>T NA NA NA NA 2325
Chr06 7951188 G A Chr06_7951188_G_AG_A SNP 9732.29 22 8 10 0 0 0 0 0 27 21 16 14 12 10 22 8 10 23 19 34 27 13 27 21 16 14 12 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c6_12210-Pp3c6_12270Pp3c6_12210-Pp3c6_12270intergenic_regionPp3c6_12210-Pp3c6_12270NA NA n.7951188G>ANA NA NA NA NA
Chr06 8091234 G T Chr06_8091234_G_TG_T SNP 20569.63 29 5 10 15 24 29 22 18 27 22 21 22 9 10 29 5 10 15 24 29 22 18 27 22 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976299protein_codingNA c.*2562G>T NA NA NA NA 2016
Chr06 8091234 G T Chr06_8091234_G_TG_T SNP 20569.63 29 5 10 15 24 29 22 18 27 22 21 22 9 10 29 5 10 15 24 29 22 18 27 22 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976301protein_codingNA c.*2562G>T NA NA NA NA 2086
Chr06 8091234 G T Chr06_8091234_G_TG_T SNP 20569.63 29 5 10 15 24 29 22 18 27 22 21 22 9 10 29 5 10 15 24 29 22 18 27 22 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976302protein_codingNA c.*2562G>T NA NA NA NA 2085
Chr06 8091234 G T Chr06_8091234_G_TG_T SNP 20569.63 29 5 10 15 24 29 22 18 27 22 21 22 9 10 29 5 10 15 24 29 22 18 27 22 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976304protein_codingNA c.*2562G>T NA NA NA NA 2073
Chr06 8091234 G T Chr06_8091234_G_TG_T SNP 20569.63 29 5 10 15 24 29 22 18 27 22 21 22 9 10 29 5 10 15 24 29 22 18 27 22 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976300protein_codingNA c.*2562G>T NA NA NA NA 2074
Chr06 8091234 G T Chr06_8091234_G_TG_T SNP 20569.63 29 5 10 15 24 29 22 18 27 22 21 22 9 10 29 5 10 15 24 29 22 18 27 22 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976305protein_codingNA c.*3290G>T NA NA NA NA 3043
Chr06 8091234 G T Chr06_8091234_G_TG_T SNP 20569.63 29 5 10 15 24 29 22 18 27 22 21 22 9 10 29 5 10 15 24 29 22 18 27 22 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976303protein_codingNA c.*2562G>T NA NA NA NA 2086
Chr06 8091234 G T Chr06_8091234_G_TG_T SNP 20569.63 29 5 10 15 24 29 22 18 27 22 21 22 9 10 29 5 10 15 24 29 22 18 27 22 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12580-Pp3c6_12620Pp3c6_12580-Pp3c6_12620intergenic_regionPp3c6_12580-Pp3c6_12620NA NA n.8091234G>TNA NA NA NA NA
Chr06 8091236 A T Chr06_8091236_A_TA_T SNP 20794.63 29 5 10 16 24 29 22 18 27 24 21 22 9 10 29 5 10 16 24 29 22 18 27 24 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976299protein_codingNA c.*2564A>T NA NA NA NA 2018
Chr06 8091236 A T Chr06_8091236_A_TA_T SNP 20794.63 29 5 10 16 24 29 22 18 27 24 21 22 9 10 29 5 10 16 24 29 22 18 27 24 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976301protein_codingNA c.*2564A>T NA NA NA NA 2088
Chr06 8091236 A T Chr06_8091236_A_TA_T SNP 20794.63 29 5 10 16 24 29 22 18 27 24 21 22 9 10 29 5 10 16 24 29 22 18 27 24 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976302protein_codingNA c.*2564A>T NA NA NA NA 2087
Chr06 8091236 A T Chr06_8091236_A_TA_T SNP 20794.63 29 5 10 16 24 29 22 18 27 24 21 22 9 10 29 5 10 16 24 29 22 18 27 24 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976304protein_codingNA c.*2564A>T NA NA NA NA 2075
Chr06 8091236 A T Chr06_8091236_A_TA_T SNP 20794.63 29 5 10 16 24 29 22 18 27 24 21 22 9 10 29 5 10 16 24 29 22 18 27 24 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976300protein_codingNA c.*2564A>T NA NA NA NA 2076
Chr06 8091236 A T Chr06_8091236_A_TA_T SNP 20794.63 29 5 10 16 24 29 22 18 27 24 21 22 9 10 29 5 10 16 24 29 22 18 27 24 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976305protein_codingNA c.*3292A>T NA NA NA NA 3045
Chr06 8091236 A T Chr06_8091236_A_TA_T SNP 20794.63 29 5 10 16 24 29 22 18 27 24 21 22 9 10 29 5 10 16 24 29 22 18 27 24 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976303protein_codingNA c.*2564A>T NA NA NA NA 2088
Chr06 8091236 A T Chr06_8091236_A_TA_T SNP 20794.63 29 5 10 16 24 29 22 18 27 24 21 22 9 10 29 5 10 16 24 29 22 18 27 24 21 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12580-Pp3c6_12620Pp3c6_12580-Pp3c6_12620intergenic_regionPp3c6_12580-Pp3c6_12620NA NA n.8091236A>TNA NA NA NA NA
Chr06 8091238 A T Chr06_8091238_A_TA_T SNP 20799.63 29 5 10 16 25 26 22 19 27 24 21 23 9 10 29 5 10 16 25 26 22 19 27 24 21 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976299protein_codingNA c.*2566A>T NA NA NA NA 2020
Chr06 8091238 A T Chr06_8091238_A_TA_T SNP 20799.63 29 5 10 16 25 26 22 19 27 24 21 23 9 10 29 5 10 16 25 26 22 19 27 24 21 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976301protein_codingNA c.*2566A>T NA NA NA NA 2090
Chr06 8091238 A T Chr06_8091238_A_TA_T SNP 20799.63 29 5 10 16 25 26 22 19 27 24 21 23 9 10 29 5 10 16 25 26 22 19 27 24 21 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976302protein_codingNA c.*2566A>T NA NA NA NA 2089
Chr06 8091238 A T Chr06_8091238_A_TA_T SNP 20799.63 29 5 10 16 25 26 22 19 27 24 21 23 9 10 29 5 10 16 25 26 22 19 27 24 21 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976304protein_codingNA c.*2566A>T NA NA NA NA 2077
Chr06 8091238 A T Chr06_8091238_A_TA_T SNP 20799.63 29 5 10 16 25 26 22 19 27 24 21 23 9 10 29 5 10 16 25 26 22 19 27 24 21 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976300protein_codingNA c.*2566A>T NA NA NA NA 2078
Chr06 8091238 A T Chr06_8091238_A_TA_T SNP 20799.63 29 5 10 16 25 26 22 19 27 24 21 23 9 10 29 5 10 16 25 26 22 19 27 24 21 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976305protein_codingNA c.*3294A>T NA NA NA NA 3047
Chr06 8091238 A T Chr06_8091238_A_TA_T SNP 20799.63 29 5 10 16 25 26 22 19 27 24 21 23 9 10 29 5 10 16 25 26 22 19 27 24 21 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976303protein_codingNA c.*2566A>T NA NA NA NA 2090
Chr06 8091238 A T Chr06_8091238_A_TA_T SNP 20799.63 29 5 10 16 25 26 22 19 27 24 21 23 9 10 29 5 10 16 25 26 22 19 27 24 21 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12580-Pp3c6_12620Pp3c6_12580-Pp3c6_12620intergenic_regionPp3c6_12580-Pp3c6_12620NA NA n.8091238A>TNA NA NA NA NA
Chr06 8091239 G T Chr06_8091239_G_TG_T SNP 20619.63 29 5 10 16 24 26 22 19 27 25 21 23 8 10 29 5 10 16 24 26 22 19 27 25 21 23 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976299protein_codingNA c.*2567G>T NA NA NA NA 2021
Chr06 8091239 G T Chr06_8091239_G_TG_T SNP 20619.63 29 5 10 16 24 26 22 19 27 25 21 23 8 10 29 5 10 16 24 26 22 19 27 25 21 23 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976301protein_codingNA c.*2567G>T NA NA NA NA 2091
Chr06 8091239 G T Chr06_8091239_G_TG_T SNP 20619.63 29 5 10 16 24 26 22 19 27 25 21 23 8 10 29 5 10 16 24 26 22 19 27 25 21 23 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976302protein_codingNA c.*2567G>T NA NA NA NA 2090
Chr06 8091239 G T Chr06_8091239_G_TG_T SNP 20619.63 29 5 10 16 24 26 22 19 27 25 21 23 8 10 29 5 10 16 24 26 22 19 27 25 21 23 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976304protein_codingNA c.*2567G>T NA NA NA NA 2078
Chr06 8091239 G T Chr06_8091239_G_TG_T SNP 20619.63 29 5 10 16 24 26 22 19 27 25 21 23 8 10 29 5 10 16 24 26 22 19 27 25 21 23 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976300protein_codingNA c.*2567G>T NA NA NA NA 2079
Chr06 8091239 G T Chr06_8091239_G_TG_T SNP 20619.63 29 5 10 16 24 26 22 19 27 25 21 23 8 10 29 5 10 16 24 26 22 19 27 25 21 23 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976305protein_codingNA c.*3295G>T NA NA NA NA 3048
Chr06 8091239 G T Chr06_8091239_G_TG_T SNP 20619.63 29 5 10 16 24 26 22 19 27 25 21 23 8 10 29 5 10 16 24 26 22 19 27 25 21 23 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_12580Pp3c6_12580transcript PAC:32976303protein_codingNA c.*2567G>T NA NA NA NA 2091
Chr06 8091239 G T Chr06_8091239_G_TG_T SNP 20619.63 29 5 10 16 24 26 22 19 27 25 21 23 8 10 29 5 10 16 24 26 22 19 27 25 21 23 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12580-Pp3c6_12620Pp3c6_12580-Pp3c6_12620intergenic_regionPp3c6_12580-Pp3c6_12620NA NA n.8091239G>TNA NA NA NA NA
Chr06 8127746 T TA Chr06_8127746_T_TAT_TA INDEL 20378.59 29 13 22 30 23 22 24 33 24 27 15 13 9 9 29 13 22 30 23 22 24 33 24 27 15 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12700Pp3c6_12700transcript PAC:32977900protein_codingNA c.-4760_-4759insTNA NA NA NA 4397
Chr06 8127746 T TA Chr06_8127746_T_TAT_TA INDEL 20378.59 29 13 22 30 23 22 24 33 24 27 15 13 9 9 29 13 22 30 23 22 24 33 24 27 15 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12700Pp3c6_12700transcript PAC:32977902protein_codingNA c.-4760_-4759insTNA NA NA NA 4397
Chr06 8127746 T TA Chr06_8127746_T_TAT_TA INDEL 20378.59 29 13 22 30 23 22 24 33 24 27 15 13 9 9 29 13 22 30 23 22 24 33 24 27 15 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12700Pp3c6_12700transcript PAC:32977903protein_codingNA c.-5176_-5175insTNA NA NA NA 4397
Chr06 8127746 T TA Chr06_8127746_T_TAT_TA INDEL 20378.59 29 13 22 30 23 22 24 33 24 27 15 13 9 9 29 13 22 30 23 22 24 33 24 27 15 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12700Pp3c6_12700transcript PAC:32977901protein_codingNA c.-4760_-4759insTNA NA NA NA 4488
Chr06 8127746 T TA Chr06_8127746_T_TAT_TA INDEL 20378.59 29 13 22 30 23 22 24 33 24 27 15 13 9 9 29 13 22 30 23 22 24 33 24 27 15 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12700-Pp3c6_12710Pp3c6_12700-Pp3c6_12710intergenic_regionPp3c6_12700-Pp3c6_12710NA NA n.8127746_8127747insANA NA NA NA NA
Chr06 8127748 C CA Chr06_8127748_C_CAC_CA INDEL 20459.59 29 12 22 30 22 22 25 33 24 27 15 13 9 10 29 12 22 30 22 22 25 33 24 27 15 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12700Pp3c6_12700transcript PAC:32977900protein_codingNA c.-4762_-4761insTNA NA NA NA 4399
Chr06 8127748 C CA Chr06_8127748_C_CAC_CA INDEL 20459.59 29 12 22 30 22 22 25 33 24 27 15 13 9 10 29 12 22 30 22 22 25 33 24 27 15 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12700Pp3c6_12700transcript PAC:32977902protein_codingNA c.-4762_-4761insTNA NA NA NA 4399
Chr06 8127748 C CA Chr06_8127748_C_CAC_CA INDEL 20459.59 29 12 22 30 22 22 25 33 24 27 15 13 9 10 29 12 22 30 22 22 25 33 24 27 15 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12700Pp3c6_12700transcript PAC:32977903protein_codingNA c.-5178_-5177insTNA NA NA NA 4399
Chr06 8127748 C CA Chr06_8127748_C_CAC_CA INDEL 20459.59 29 12 22 30 22 22 25 33 24 27 15 13 9 10 29 12 22 30 22 22 25 33 24 27 15 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12700Pp3c6_12700transcript PAC:32977901protein_codingNA c.-4762_-4761insTNA NA NA NA 4490
Chr06 8127748 C CA Chr06_8127748_C_CAC_CA INDEL 20459.59 29 12 22 30 22 22 25 33 24 27 15 13 9 10 29 12 22 30 22 22 25 33 24 27 15 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12700-Pp3c6_12710Pp3c6_12700-Pp3c6_12710intergenic_regionPp3c6_12700-Pp3c6_12710NA NA n.8127748_8127749insANA NA NA NA NA
Chr06 8221048 T TTA Chr06_8221048_T_TTAT_TTA INDEL 7027.59 26 4 8 11 12 17 23 12 10 14 5 6 6 4 27 4 9 11 12 18 24 12 10 16 5 6 6 4 0.963 1 0.889 1 1 0.944 0.958 1 1 0.875 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12900Pp3c6_12900transcript PAC:32977853protein_codingNA c.-2417_-2416insTANA NA NA NA 2009
Chr06 8221048 T TTA Chr06_8221048_T_TTAT_TTA INDEL 7027.59 26 4 8 11 12 17 23 12 10 14 5 6 6 4 27 4 9 11 12 18 24 12 10 16 5 6 6 4 0.963 1 0.889 1 1 0.944 0.958 1 1 0.875 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12900Pp3c6_12900transcript PAC:32977854protein_codingNA c.-2417_-2416insTANA NA NA NA 2174
Chr06 8221048 T TTA Chr06_8221048_T_TTAT_TTA INDEL 7027.59 26 4 8 11 12 17 23 12 10 14 5 6 6 4 27 4 9 11 12 18 24 12 10 16 5 6 6 4 0.963 1 0.889 1 1 0.944 0.958 1 1 0.875 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_12900Pp3c6_12900transcript PAC:32977855protein_codingNA c.-3127_-3126insTANA NA NA NA 3055
Chr06 8221048 T TTA Chr06_8221048_T_TTAT_TTA INDEL 7027.59 26 4 8 11 12 17 23 12 10 14 5 6 6 4 27 4 9 11 12 18 24 12 10 16 5 6 6 4 0.963 1 0.889 1 1 0.944 0.958 1 1 0.875 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12870-Pp3c6_12900Pp3c6_12870-Pp3c6_12900intergenic_regionPp3c6_12870-Pp3c6_12900NA NA n.8221048_8221049insTANA NA NA NA NA
Chr06 8276250 C T Chr06_8276250_C_TC_T SNP 15528.63 19 9 13 17 14 27 32 16 26 30 13 9 7 14 19 9 13 17 14 27 32 16 26 30 13 9 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12950-Pp3c6_13210Pp3c6_12950-Pp3c6_13210intergenic_regionPp3c6_12950-Pp3c6_13210NA NA n.8276250C>TNA NA NA NA NA
Chr06 8288701 G T Chr06_8288701_G_TG_T SNP 16445.63 25 6 19 22 18 24 37 22 21 18 9 8 10 10 25 6 19 22 18 24 38 22 21 18 9 8 10 10 1 1 1 1 1 1 0.974 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12950-Pp3c6_13210Pp3c6_12950-Pp3c6_13210intergenic_regionPp3c6_12950-Pp3c6_13210NA NA n.8288701G>TNA NA NA NA NA



Chr06 8288862 G T Chr06_8288862_G_TG_T SNP 15437.63 18 7 11 21 13 26 23 18 20 23 8 9 7 5 18 7 11 21 13 26 23 18 20 23 8 9 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12950-Pp3c6_13210Pp3c6_12950-Pp3c6_13210intergenic_regionPp3c6_12950-Pp3c6_13210NA NA n.8288862G>TNA NA NA NA NA
Chr06 8288888 T A Chr06_8288888_T_AT_A SNP 15977.63 20 8 11 22 14 27 27 19 20 23 11 7 7 9 20 8 11 22 14 27 27 19 20 23 11 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_12950-Pp3c6_13210Pp3c6_12950-Pp3c6_13210intergenic_regionPp3c6_12950-Pp3c6_13210NA NA n.8288888T>ANA NA NA NA NA
Chr06 8363764 CTA C Chr06_8363764_CTA_CCTA_C INDEL 3763.24 0 0 0 22 15 18 24 24 0 0 0 0 0 0 24 14 7 23 16 18 26 24 13 13 11 13 8 5 0 0 0 0.957 0.938 1 0.923 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_13260-Pp3c6_13350Pp3c6_13260-Pp3c6_13350intergenic_regionPp3c6_13260-Pp3c6_13350NA NA n.8363765_8363766delTANA NA NA NA NA
Chr06 8439736 A T Chr06_8439736_A_TA_T SNP 12915.63 22 13 5 17 10 17 14 14 15 15 8 12 7 10 22 13 5 17 10 17 14 14 15 15 8 12 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_13260-Pp3c6_13350Pp3c6_13260-Pp3c6_13350intergenic_regionPp3c6_13260-Pp3c6_13350NA NA n.8439736A>TNA NA NA NA NA
Chr06 8439842 C A Chr06_8439842_C_AC_A SNP 15757.63 23 14 12 16 23 22 24 19 13 26 16 13 10 12 23 14 12 16 23 22 24 19 13 26 16 13 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_13260-Pp3c6_13350Pp3c6_13260-Pp3c6_13350intergenic_regionPp3c6_13260-Pp3c6_13350NA NA n.8439842C>ANA NA NA NA NA
Chr06 8439910 TC T Chr06_8439910_TC_TTC_T INDEL 16592.59 33 13 14 25 20 37 24 31 15 20 13 10 12 15 33 13 14 25 20 37 24 31 15 20 13 10 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_13260-Pp3c6_13350Pp3c6_13260-Pp3c6_13350intergenic_regionPp3c6_13260-Pp3c6_13350NA NA n.8439911delCNA NA NA NA NA
Chr06 8463927 A AAATTCTAAATCAAATCCTAACCAAATCCTChr06_8463927_A_AAATTCTAAATCAAATCCTAACCAAATCCTA_AAATTCTAAATCAAATCCTAACCAAATCCTINDEL 19295.59 38 15 18 31 21 20 31 16 19 17 5 13 8 9 38 15 18 31 21 20 31 16 19 17 5 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_13355-Pp3c6_13440Pp3c6_13355-Pp3c6_13440intergenic_regionPp3c6_13355-Pp3c6_13440NA NA n.8463927_8463928insAATTCTAAATCAAATCCTAACCAAATCCTNA NA NA NA NA
Chr06 8479740 G T Chr06_8479740_G_TG_T SNP 11415.63 16 6 8 13 14 16 21 10 8 12 7 15 5 13 16 6 8 13 14 16 21 10 8 12 7 15 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_13355-Pp3c6_13440Pp3c6_13355-Pp3c6_13440intergenic_regionPp3c6_13355-Pp3c6_13440NA NA n.8479740G>TNA NA NA NA NA
Chr06 8479744 G T Chr06_8479744_G_TG_T SNP 11861.63 17 6 8 13 16 16 21 11 8 14 7 15 5 13 17 6 8 13 16 16 21 11 8 14 7 15 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_13355-Pp3c6_13440Pp3c6_13355-Pp3c6_13440intergenic_regionPp3c6_13355-Pp3c6_13440NA NA n.8479744G>TNA NA NA NA NA
Chr06 8479753 C T Chr06_8479753_C_TC_T SNP 12199.63 16 7 10 15 19 16 21 16 8 13 7 15 5 13 16 7 10 15 19 16 21 16 8 13 7 15 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_13355-Pp3c6_13440Pp3c6_13355-Pp3c6_13440intergenic_regionPp3c6_13355-Pp3c6_13440NA NA n.8479753C>TNA NA NA NA NA
Chr06 8666246 G T Chr06_8666246_G_TG_T SNP 20804.63 27 22 12 18 24 25 38 33 27 30 4 10 23 10 27 22 12 18 24 25 38 33 27 30 4 10 23 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_13600-Pp3c6_13660Pp3c6_13600-Pp3c6_13660intergenic_regionPp3c6_13600-Pp3c6_13660NA NA n.8666246G>TNA NA NA NA NA
Chr06 8666280 G T Chr06_8666280_G_TG_T SNP 19650.63 29 19 13 18 21 27 30 28 26 28 5 9 18 13 29 19 13 18 21 27 30 28 26 28 5 9 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_13600-Pp3c6_13660Pp3c6_13600-Pp3c6_13660intergenic_regionPp3c6_13600-Pp3c6_13660NA NA n.8666280G>TNA NA NA NA NA
Chr06 8696376 A AAT Chr06_8696376_A_AATA_AAT INDEL 1831.35 18 19 16 0 0 0 1 0 0 0 0 0 0 0 19 19 16 12 15 22 30 14 11 7 8 13 6 10 0.947 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c6_13660-Pp3c6_13730Pp3c6_13660-Pp3c6_13730intergenic_regionPp3c6_13660-Pp3c6_13730NA NA n.8696376_8696377insATNA NA NA NA NA
Chr06 8699023 G T Chr06_8699023_G_TG_T SNP 23865.63 32 26 13 44 21 33 37 22 20 18 7 16 15 15 32 26 13 44 21 33 37 22 20 18 7 16 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_13660-Pp3c6_13730Pp3c6_13660-Pp3c6_13730intergenic_regionPp3c6_13660-Pp3c6_13730NA NA n.8699023G>TNA NA NA NA NA
Chr06 8699028 G T Chr06_8699028_G_TG_T SNP 24059.63 30 27 14 46 23 33 35 23 21 19 8 16 15 14 30 27 14 46 23 33 35 23 21 19 8 16 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_13660-Pp3c6_13730Pp3c6_13660-Pp3c6_13730intergenic_regionPp3c6_13660-Pp3c6_13730NA NA n.8699028G>TNA NA NA NA NA
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c6_13920Pp3c6_13920transcript PAC:32978893protein_codingNA c.*4137_*4138insATNA NA NA NA 3543
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c6_13930Pp3c6_13930transcript PAC:32975919protein_codingNA c.*312_*313insATNA NA NA NA 312
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c6_13940Pp3c6_13940transcript PAC:32976573protein_codingNA c.*1659_*1660insATNA NA NA NA 1280
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c6_13920Pp3c6_13920transcript PAC:32978894protein_codingNA c.*4137_*4138insATNA NA NA NA 3567
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c6_13920Pp3c6_13920transcript PAC:32978895protein_codingNA c.*4137_*4138insATNA NA NA NA 3528
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c6_13920Pp3c6_13920transcript PAC:32978896protein_codingNA c.*4137_*4138insATNA NA NA NA 3336
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c6_13940Pp3c6_13940transcript PAC:32976574protein_codingNA c.*1659_*1660insATNA NA NA NA 1279
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c6_13940Pp3c6_13940transcript PAC:32976575protein_codingNA c.*1659_*1660insATNA NA NA NA 1279
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c6_13940Pp3c6_13940transcript PAC:32976576protein_codingNA c.*1659_*1660insATNA NA NA NA 1279
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c6_13940Pp3c6_13940transcript PAC:32976577protein_codingNA c.*3222_*3223insATNA NA NA NA 3202
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c6_13940Pp3c6_13940transcript PAC:32976578protein_codingNA c.*3222_*3223insATNA NA NA NA 3202
Chr06 8865209 C CAT Chr06_8865209_C_CATC_CAT INDEL 319.37 0 0 11 0 0 0 2 0 1 0 0 0 2 0 15 20 11 28 11 22 22 24 21 18 9 12 14 6 0 0 1 0 0 0 0.091 0 0 0 0 0 0.143 0 0 1 1 2 0 0 1 intergenic_regionMODIFIER Pp3c6_13920-Pp3c6_13930Pp3c6_13920-Pp3c6_13930intergenic_regionPp3c6_13920-Pp3c6_13930NA NA n.8865209_8865210insATNA NA NA NA NA
Chr06 8895263 A AAT Chr06_8895263_A_AATA_AAT INDEL 912.35 17 12 10 1 0 1 0 0 0 0 0 0 0 0 19 15 11 8 7 15 20 7 13 16 24 15 7 8 0.895 0.8 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c6_13944-Pp3c6_13990Pp3c6_13944-Pp3c6_13990intergenic_regionPp3c6_13944-Pp3c6_13990NA NA n.8895263_8895264insATNA NA NA NA NA
Chr06 9027406 G GT Chr06_9027406_G_GTG_GT INDEL 1486.35 21 13 14 0 0 0 0 0 0 0 0 0 0 0 21 13 14 25 16 18 18 28 11 25 7 21 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c6_14060-Pp3c6_14200Pp3c6_14060-Pp3c6_14200intergenic_regionPp3c6_14060-Pp3c6_14200NA NA n.9027406_9027407insTNA NA NA NA NA
Chr06 9199386 CAATCTTAAATCCTAAATCAAACCCTAACCAAATCATAATCCAAATCTTAC Chr06_9199386_CAATCTTAAATCCTAAATCAAACCCTAACCAAATCATAATCCAAATCTTA_CCAATCTTAAATCCTAAATCAAACCCTAACCAAATCATAATCCAAATCTTA_CINDEL 9363.59 13 10 4 10 8 13 13 10 9 15 7 7 6 7 13 10 4 10 8 13 13 10 9 15 7 7 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_14240-Pp3c6_14300Pp3c6_14240-Pp3c6_14300intergenic_regionPp3c6_14240-Pp3c6_14300NA NA n.9199387_9199435delAATCTTAAATCCTAAATCAAACCCTAACCAAATCATAATCCAAATCTTANA NA NA NA NA
Chr06 9320007 G GAT Chr06_9320007_G_GATG_GAT INDEL 552.37 0 0 0 0 0 0 0 1 0 1 0 0 17 0 25 14 12 22 16 29 23 23 27 23 19 10 17 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c6_14470Pp3c6_14470transcript PAC:32977973protein_codingNA c.-3416_-3415insATNA NA NA NA 3416
Chr06 9320007 G GAT Chr06_9320007_G_GATG_GAT INDEL 552.37 0 0 0 0 0 0 0 1 0 1 0 0 17 0 25 14 12 22 16 29 23 23 27 23 19 10 17 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c6_14470Pp3c6_14470transcript PAC:32977974protein_codingNA c.-4461_-4460insATNA NA NA NA 4352
Chr06 9320007 G GAT Chr06_9320007_G_GATG_GAT INDEL 552.37 0 0 0 0 0 0 0 1 0 1 0 0 17 0 25 14 12 22 16 29 23 23 27 23 19 10 17 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c6_14470Pp3c6_14470transcript PAC:32977975protein_codingNA c.-4461_-4460insATNA NA NA NA 4352
Chr06 9320007 G GAT Chr06_9320007_G_GATG_GAT INDEL 552.37 0 0 0 0 0 0 0 1 0 1 0 0 17 0 25 14 12 22 16 29 23 23 27 23 19 10 17 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c6_14500Pp3c6_14500transcript PAC:32977229protein_codingNA c.*1526_*1527insATNA NA NA NA 442
Chr06 9320007 G GAT Chr06_9320007_G_GATG_GAT INDEL 552.37 0 0 0 0 0 0 0 1 0 1 0 0 17 0 25 14 12 22 16 29 23 23 27 23 19 10 17 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c6_14500Pp3c6_14500transcript PAC:32977230protein_codingNA c.*1526_*1527insATNA NA NA NA 605
Chr06 9320007 G GAT Chr06_9320007_G_GATG_GAT INDEL 552.37 0 0 0 0 0 0 0 1 0 1 0 0 17 0 25 14 12 22 16 29 23 23 27 23 19 10 17 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c6_14470-Pp3c6_14500Pp3c6_14470-Pp3c6_14500intergenic_regionPp3c6_14470-Pp3c6_14500NA NA n.9320007_9320008insATNA NA NA NA NA
Chr06 9402937 C T Chr06_9402937_C_TC_T SNP 1997.39 24 6 20 0 0 0 0 0 0 0 0 0 0 0 24 6 20 33 14 19 28 23 18 30 21 23 13 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c6_14570-Pp3c6_14630Pp3c6_14570-Pp3c6_14630intergenic_regionPp3c6_14570-Pp3c6_14630NA NA n.9402937C>TNA NA NA NA NA
Chr06 9520177 C A Chr06_9520177_C_AC_A SNP 5643.29 0 0 0 25 22 29 25 20 0 0 0 0 0 0 29 13 15 25 22 29 25 20 26 16 12 17 9 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_14750-Pp3c6_14760Pp3c6_14750-Pp3c6_14760intergenic_regionPp3c6_14750-Pp3c6_14760NA NA n.9520177C>ANA NA NA NA NA
Chr06 9545566 A G Chr06_9545566_A_GA_G SNP 16106.63 22 13 20 19 24 29 30 21 13 17 12 17 4 5 22 13 20 19 24 29 30 21 13 17 12 17 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c6_14810Pp3c6_14810transcript PAC:32975328protein_coding 01-sept c.206T>C p.Val69Ala 623/3180 206/2442 69/813 NA
Chr06 9545566 A G Chr06_9545566_A_GA_G SNP 16106.63 22 13 20 19 24 29 30 21 13 17 12 17 4 5 22 13 20 19 24 29 30 21 13 17 12 17 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c6_14810Pp3c6_14810transcript PAC:32975329protein_coding 01-sept c.206T>C p.Val69Ala 608/3075 206/2442 69/813 NA
Chr06 9545566 A G Chr06_9545566_A_GA_G SNP 16106.63 22 13 20 19 24 29 30 21 13 17 12 17 4 5 22 13 20 19 24 29 30 21 13 17 12 17 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_14800Pp3c6_14800transcript PAC:32975965protein_codingNA c.-4098T>C NA NA NA NA 3784
Chr06 9545566 A G Chr06_9545566_A_GA_G SNP 16106.63 22 13 20 19 24 29 30 21 13 17 12 17 4 5 22 13 20 19 24 29 30 21 13 17 12 17 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_14800Pp3c6_14800transcript PAC:32975966protein_codingNA c.-4098T>C NA NA NA NA 3735
Chr06 9574994 A T Chr06_9574994_A_TA_T SNP 13462.63 17 12 11 13 15 15 15 24 21 24 18 16 11 5 17 12 11 13 15 15 15 24 21 24 18 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_14810-Pp3c6_14840Pp3c6_14810-Pp3c6_14840intergenic_regionPp3c6_14810-Pp3c6_14840NA NA n.9574994A>TNA NA NA NA NA
Chr06 9635134 A G Chr06_9635134_A_GA_G SNP 14958.63 25 10 13 29 6 21 15 17 21 22 9 6 11 13 25 10 13 29 6 21 15 17 21 22 9 6 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_14910Pp3c6_14910transcript PAC:32977015protein_codingNA c.-1187A>G NA NA NA NA 1187
Chr06 9635134 A G Chr06_9635134_A_GA_G SNP 14958.63 25 10 13 29 6 21 15 17 21 22 9 6 11 13 25 10 13 29 6 21 15 17 21 22 9 6 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_14900-Pp3c6_14910Pp3c6_14900-Pp3c6_14910intergenic_regionPp3c6_14900-Pp3c6_14910NA NA n.9635134A>GNA NA NA NA NA
Chr06 9635150 G T Chr06_9635150_G_TG_T SNP 15671.63 24 10 14 29 7 23 15 19 20 27 12 9 13 11 24 10 14 29 7 23 15 19 20 27 12 9 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_14910Pp3c6_14910transcript PAC:32977015protein_codingNA c.-1171G>T NA NA NA NA 1171
Chr06 9635150 G T Chr06_9635150_G_TG_T SNP 15671.63 24 10 14 29 7 23 15 19 20 27 12 9 13 11 24 10 14 29 7 23 15 19 20 27 12 9 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_14900-Pp3c6_14910Pp3c6_14900-Pp3c6_14910intergenic_regionPp3c6_14900-Pp3c6_14910NA NA n.9635150G>TNA NA NA NA NA
Chr06 9635315 A G Chr06_9635315_A_GA_G SNP 18998.63 26 19 12 32 15 28 29 28 27 26 14 14 16 15 26 19 12 32 15 28 29 28 27 26 14 14 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_14910Pp3c6_14910transcript PAC:32977015protein_codingNA c.-1006A>G NA NA NA NA 1006
Chr06 9635315 A G Chr06_9635315_A_GA_G SNP 18998.63 26 19 12 32 15 28 29 28 27 26 14 14 16 15 26 19 12 32 15 28 29 28 27 26 14 14 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_14900-Pp3c6_14910Pp3c6_14900-Pp3c6_14910intergenic_regionPp3c6_14900-Pp3c6_14910NA NA n.9635315A>GNA NA NA NA NA
Chr06 9725408 C CTA Chr06_9725408_C_CTAC_CTA INDEL 4719.24 0 0 0 17 21 30 32 21 0 0 0 0 0 0 25 7 15 17 21 30 32 21 12 10 9 12 11 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c6_15040-Pp3c6_15090Pp3c6_15040-Pp3c6_15090intergenic_regionPp3c6_15040-Pp3c6_15090NA NA n.9725408_9725409insTANA NA NA NA NA
Chr06 9812138 C T Chr06_9812138_C_TC_T SNP 17240.63 30 15 9 24 25 16 25 21 21 14 10 11 17 9 30 15 9 24 25 16 25 21 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976741protein_codingNA c.-925G>A NA NA NA NA 196
Chr06 9812138 C T Chr06_9812138_C_TC_T SNP 17240.63 30 15 9 24 25 16 25 21 21 14 10 11 17 9 30 15 9 24 25 16 25 21 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976743protein_codingNA c.-925G>A NA NA NA NA 192
Chr06 9812138 C T Chr06_9812138_C_TC_T SNP 17240.63 30 15 9 24 25 16 25 21 21 14 10 11 17 9 30 15 9 24 25 16 25 21 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976742protein_codingNA c.-925G>A NA NA NA NA 196
Chr06 9812138 C T Chr06_9812138_C_TC_T SNP 17240.63 30 15 9 24 25 16 25 21 21 14 10 11 17 9 30 15 9 24 25 16 25 21 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976744protein_codingNA c.-925G>A NA NA NA NA 196
Chr06 9812138 C T Chr06_9812138_C_TC_T SNP 17240.63 30 15 9 24 25 16 25 21 21 14 10 11 17 9 30 15 9 24 25 16 25 21 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976745protein_codingNA c.-925G>A NA NA NA NA 196
Chr06 9812138 C T Chr06_9812138_C_TC_T SNP 17240.63 30 15 9 24 25 16 25 21 21 14 10 11 17 9 30 15 9 24 25 16 25 21 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976746protein_codingNA c.-925G>A NA NA NA NA 196
Chr06 9812138 C T Chr06_9812138_C_TC_T SNP 17240.63 30 15 9 24 25 16 25 21 21 14 10 11 17 9 30 15 9 24 25 16 25 21 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976747protein_codingNA c.-925G>A NA NA NA NA 196
Chr06 9812138 C T Chr06_9812138_C_TC_T SNP 17240.63 30 15 9 24 25 16 25 21 21 14 10 11 17 9 30 15 9 24 25 16 25 21 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15190-Pp3c6_15220Pp3c6_15190-Pp3c6_15220intergenic_regionPp3c6_15190-Pp3c6_15220NA NA n.9812138C>TNA NA NA NA NA
Chr06 9812140 T G Chr06_9812140_T_GT_G SNP 17240.63 29 15 9 23 24 16 25 20 21 14 10 11 17 9 29 15 9 23 24 16 25 20 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976741protein_codingNA c.-927A>C NA NA NA NA 198
Chr06 9812140 T G Chr06_9812140_T_GT_G SNP 17240.63 29 15 9 23 24 16 25 20 21 14 10 11 17 9 29 15 9 23 24 16 25 20 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976743protein_codingNA c.-927A>C NA NA NA NA 194
Chr06 9812140 T G Chr06_9812140_T_GT_G SNP 17240.63 29 15 9 23 24 16 25 20 21 14 10 11 17 9 29 15 9 23 24 16 25 20 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976742protein_codingNA c.-927A>C NA NA NA NA 198
Chr06 9812140 T G Chr06_9812140_T_GT_G SNP 17240.63 29 15 9 23 24 16 25 20 21 14 10 11 17 9 29 15 9 23 24 16 25 20 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976744protein_codingNA c.-927A>C NA NA NA NA 198
Chr06 9812140 T G Chr06_9812140_T_GT_G SNP 17240.63 29 15 9 23 24 16 25 20 21 14 10 11 17 9 29 15 9 23 24 16 25 20 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976745protein_codingNA c.-927A>C NA NA NA NA 198
Chr06 9812140 T G Chr06_9812140_T_GT_G SNP 17240.63 29 15 9 23 24 16 25 20 21 14 10 11 17 9 29 15 9 23 24 16 25 20 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976746protein_codingNA c.-927A>C NA NA NA NA 198
Chr06 9812140 T G Chr06_9812140_T_GT_G SNP 17240.63 29 15 9 23 24 16 25 20 21 14 10 11 17 9 29 15 9 23 24 16 25 20 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15190Pp3c6_15190transcript PAC:32976747protein_codingNA c.-927A>C NA NA NA NA 198
Chr06 9812140 T G Chr06_9812140_T_GT_G SNP 17240.63 29 15 9 23 24 16 25 20 21 14 10 11 17 9 29 15 9 23 24 16 25 20 21 14 10 11 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15190-Pp3c6_15220Pp3c6_15190-Pp3c6_15220intergenic_regionPp3c6_15190-Pp3c6_15220NA NA n.9812140T>GNA NA NA NA NA
Chr06 9845262 C A Chr06_9845262_C_AC_A SNP 17636.63 25 15 15 22 14 28 14 19 29 28 17 8 12 7 25 15 15 22 14 28 14 19 29 28 17 8 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15220-Pp3c6_15250Pp3c6_15220-Pp3c6_15250intergenic_regionPp3c6_15220-Pp3c6_15250NA NA n.9845262C>ANA NA NA NA NA
Chr06 9845321 C A Chr06_9845321_C_AC_A SNP 17596.63 27 11 15 22 19 31 10 18 22 21 14 15 15 6 27 11 15 22 19 31 10 18 22 21 14 15 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15220-Pp3c6_15250Pp3c6_15220-Pp3c6_15250intergenic_regionPp3c6_15220-Pp3c6_15250NA NA n.9845321C>ANA NA NA NA NA
Chr06 9845425 T A Chr06_9845425_T_AT_A SNP 18972.63 24 10 18 18 31 25 16 25 26 28 16 20 17 9 24 10 18 18 31 25 16 25 26 28 16 20 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15220-Pp3c6_15250Pp3c6_15220-Pp3c6_15250intergenic_regionPp3c6_15220-Pp3c6_15250NA NA n.9845425T>ANA NA NA NA NA
Chr06 9845451 G T Chr06_9845451_G_TG_T SNP 19597.63 19 9 19 15 30 26 14 25 28 28 17 18 17 14 19 9 19 15 30 26 14 25 28 28 17 18 17 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15220-Pp3c6_15250Pp3c6_15220-Pp3c6_15250intergenic_regionPp3c6_15220-Pp3c6_15250NA NA n.9845451G>TNA NA NA NA NA
Chr06 9847679 TA T Chr06_9847679_TA_TTA_T INDEL 16098.59 22 13 13 17 32 19 11 35 17 18 19 17 9 13 22 13 13 17 32 19 11 35 17 18 19 17 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15220-Pp3c6_15250Pp3c6_15220-Pp3c6_15250intergenic_regionPp3c6_15220-Pp3c6_15250NA NA n.9847680delANA NA NA NA NA
Chr06 9847711 G T Chr06_9847711_G_TG_T SNP 18470.63 20 12 13 18 30 17 12 30 18 19 13 17 6 9 20 12 13 18 30 17 12 30 18 19 13 17 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15220-Pp3c6_15250Pp3c6_15220-Pp3c6_15250intergenic_regionPp3c6_15220-Pp3c6_15250NA NA n.9847711G>TNA NA NA NA NA
Chr06 9847716 A T Chr06_9847716_A_TA_T SNP 18432.63 20 12 14 18 31 18 14 28 17 20 13 16 7 9 20 12 14 18 31 18 14 28 17 20 13 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15220-Pp3c6_15250Pp3c6_15220-Pp3c6_15250intergenic_regionPp3c6_15220-Pp3c6_15250NA NA n.9847716A>TNA NA NA NA NA
Chr06 9847836 G A Chr06_9847836_G_AG_A SNP 19409.63 21 12 11 27 22 19 15 23 19 21 11 25 13 12 21 12 11 27 22 19 15 23 19 21 11 25 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15220-Pp3c6_15250Pp3c6_15220-Pp3c6_15250intergenic_regionPp3c6_15220-Pp3c6_15250NA NA n.9847836G>ANA NA NA NA NA
Chr06 9847837 G A Chr06_9847837_G_AG_A SNP 19409.63 22 12 11 27 22 19 15 22 19 21 11 25 14 12 22 12 11 27 22 19 15 22 19 21 11 25 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15220-Pp3c6_15250Pp3c6_15220-Pp3c6_15250intergenic_regionPp3c6_15220-Pp3c6_15250NA NA n.9847837G>ANA NA NA NA NA
Chr06 9971434 A C Chr06_9971434_A_CA_C SNP 23288.63 30 17 23 29 20 26 47 31 22 27 26 15 27 8 30 17 23 29 20 26 47 31 22 27 26 15 27 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15430Pp3c6_15430transcript PAC:32978170protein_codingNA c.-4708A>C NA NA NA NA 4206
Chr06 9971434 A C Chr06_9971434_A_CA_C SNP 23288.63 30 17 23 29 20 26 47 31 22 27 26 15 27 8 30 17 23 29 20 26 47 31 22 27 26 15 27 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15430Pp3c6_15430transcript PAC:32978172protein_codingNA c.-4708A>C NA NA NA NA 4198
Chr06 9971434 A C Chr06_9971434_A_CA_C SNP 23288.63 30 17 23 29 20 26 47 31 22 27 26 15 27 8 30 17 23 29 20 26 47 31 22 27 26 15 27 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15430Pp3c6_15430transcript PAC:32978171protein_codingNA c.-4708A>C NA NA NA NA 4241
Chr06 9971434 A C Chr06_9971434_A_CA_C SNP 23288.63 30 17 23 29 20 26 47 31 22 27 26 15 27 8 30 17 23 29 20 26 47 31 22 27 26 15 27 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15360-Pp3c6_15430Pp3c6_15360-Pp3c6_15430intergenic_regionPp3c6_15360-Pp3c6_15430NA NA n.9971434A>CNA NA NA NA NA
Chr06 9973609 T A Chr06_9973609_T_AT_A SNP 18301.63 33 14 15 24 16 28 28 24 25 21 17 11 14 12 33 14 15 24 16 28 28 24 25 21 17 11 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15430Pp3c6_15430transcript PAC:32978170protein_codingNA c.-2533T>A NA NA NA NA 2031
Chr06 9973609 T A Chr06_9973609_T_AT_A SNP 18301.63 33 14 15 24 16 28 28 24 25 21 17 11 14 12 33 14 15 24 16 28 28 24 25 21 17 11 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15430Pp3c6_15430transcript PAC:32978172protein_codingNA c.-2533T>A NA NA NA NA 2023
Chr06 9973609 T A Chr06_9973609_T_AT_A SNP 18301.63 33 14 15 24 16 28 28 24 25 21 17 11 14 12 33 14 15 24 16 28 28 24 25 21 17 11 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15430Pp3c6_15430transcript PAC:32978171protein_codingNA c.-2533T>A NA NA NA NA 2066
Chr06 9973609 T A Chr06_9973609_T_AT_A SNP 18301.63 33 14 15 24 16 28 28 24 25 21 17 11 14 12 33 14 15 24 16 28 28 24 25 21 17 11 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15360-Pp3c6_15430Pp3c6_15360-Pp3c6_15430intergenic_regionPp3c6_15360-Pp3c6_15430NA NA n.9973609T>ANA NA NA NA NA
Chr06 9975047 CT C Chr06_9975047_CT_CCT_C INDEL 10112.59 16 13 13 30 13 19 22 12 17 17 9 12 16 14 16 13 13 31 13 19 22 12 17 17 9 14 16 14 1 1 1 0.968 1 1 1 1 1 1 1 0.857 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15430Pp3c6_15430transcript PAC:32978170protein_codingNA c.-1094delT NA NA NA NA 592
Chr06 9975047 CT C Chr06_9975047_CT_CCT_C INDEL 10112.59 16 13 13 30 13 19 22 12 17 17 9 12 16 14 16 13 13 31 13 19 22 12 17 17 9 14 16 14 1 1 1 0.968 1 1 1 1 1 1 1 0.857 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15430Pp3c6_15430transcript PAC:32978172protein_codingNA c.-1094delT NA NA NA NA 584
Chr06 9975047 CT C Chr06_9975047_CT_CCT_C INDEL 10112.59 16 13 13 30 13 19 22 12 17 17 9 12 16 14 16 13 13 31 13 19 22 12 17 17 9 14 16 14 1 1 1 0.968 1 1 1 1 1 1 1 0.857 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_15430Pp3c6_15430transcript PAC:32978171protein_codingNA c.-1094delT NA NA NA NA 627
Chr06 9975047 CT C Chr06_9975047_CT_CCT_C INDEL 10112.59 16 13 13 30 13 19 22 12 17 17 9 12 16 14 16 13 13 31 13 19 22 12 17 17 9 14 16 14 1 1 1 0.968 1 1 1 1 1 1 1 0.857 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15360-Pp3c6_15430Pp3c6_15360-Pp3c6_15430intergenic_regionPp3c6_15360-Pp3c6_15430NA NA n.9975048delTNA NA NA NA NA
Chr06 10032119 A T Chr06_10032119_A_TA_T SNP 19312.63 32 19 12 29 22 25 31 23 24 27 28 15 10 16 32 19 12 29 22 25 31 23 24 27 28 15 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15540-Pp3c6_15550Pp3c6_15540-Pp3c6_15550intergenic_regionPp3c6_15540-Pp3c6_15550NA NA n.10032119A>TNA NA NA NA NA
Chr06 10034235 G GT Chr06_10034235_G_GTG_GT INDEL 20260.59 33 16 19 27 19 25 25 22 13 27 19 9 9 11 33 16 19 27 19 25 25 22 13 27 19 9 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15540-Pp3c6_15550Pp3c6_15540-Pp3c6_15550intergenic_regionPp3c6_15540-Pp3c6_15550NA NA n.10034235_10034236insTNA NA NA NA NA
Chr06 10034242 A AG Chr06_10034242_A_AGA_AG INDEL 20127.59 29 18 22 27 16 24 23 22 14 25 19 9 9 11 29 18 22 27 16 24 23 22 14 25 19 9 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_15540-Pp3c6_15550Pp3c6_15540-Pp3c6_15550intergenic_regionPp3c6_15540-Pp3c6_15550NA NA n.10034242_10034243insGNA NA NA NA NA
Chr06 10124359 TTA T Chr06_10124359_TTA_TTTA_T INDEL 3648.24 0 1 0 22 13 10 29 19 0 0 0 1 0 0 19 18 12 22 13 10 29 20 19 16 7 8 13 4 0 0 0 1 1 1 1 0.95 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c6_15720Pp3c6_15720transcript PAC:32978212protein_codingNA c.*2144_*2145delTANA NA NA NA 2144
Chr06 10124359 TTA T Chr06_10124359_TTA_TTTA_T INDEL 3648.24 0 1 0 22 13 10 29 19 0 0 0 1 0 0 19 18 12 22 13 10 29 20 19 16 7 8 13 4 0 0 0 1 1 1 1 0.95 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_15720-Pp3c6_15780Pp3c6_15720-Pp3c6_15780intergenic_regionPp3c6_15720-Pp3c6_15780NA NA n.10124360_10124361delTANA NA NA NA NA
Chr06 10302557 T TA Chr06_10302557_T_TAT_TA INDEL 12459.59 16 6 9 20 12 27 34 19 19 15 15 17 9 6 16 6 9 20 12 27 34 19 19 15 15 17 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_16120Pp3c6_16120transcript PAC:32975683protein_coding déc-19 c.1789-16_1789-15insTNA NA NA NA NA
Chr06 10354468 C CT Chr06_10354468_C_CTC_CT INDEL 18112.59 25 16 11 19 26 26 25 27 21 25 12 12 12 10 25 16 11 19 26 26 25 27 21 25 12 12 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_16130-Pp3c6_16200Pp3c6_16130-Pp3c6_16200intergenic_regionPp3c6_16130-Pp3c6_16200NA NA n.10354468_10354469insTNA NA NA NA NA
Chr06 10354473 CA C Chr06_10354473_CA_CCA_C INDEL 18632.59 26 16 12 19 26 27 23 27 20 24 12 12 13 11 26 16 12 19 26 27 23 27 20 24 12 12 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_16130-Pp3c6_16200Pp3c6_16130-Pp3c6_16200intergenic_regionPp3c6_16130-Pp3c6_16200NA NA n.10354474delANA NA NA NA NA
Chr06 10354479 C CA Chr06_10354479_C_CAC_CA INDEL 18571.59 27 17 11 18 26 27 22 27 19 27 12 12 13 11 27 17 11 18 26 27 22 27 19 27 12 12 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_16130-Pp3c6_16200Pp3c6_16130-Pp3c6_16200intergenic_regionPp3c6_16130-Pp3c6_16200NA NA n.10354479_10354480insANA NA NA NA NA
Chr06 10439766 A AAT Chr06_10439766_A_AATA_AAT INDEL 5222.5 0 0 2 0 0 0 0 0 13 7 9 9 5 6 26 12 12 9 7 11 18 15 13 7 9 11 5 6 0 0 0.167 0 0 0 0 0 1 1 1 0.818 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c6_16280Pp3c6_16280transcript PAC:32975280protein_codingNA c.*4996_*4997insATNA NA NA NA 3639
Chr06 10439766 A AAT Chr06_10439766_A_AATA_AAT INDEL 5222.5 0 0 2 0 0 0 0 0 13 7 9 9 5 6 26 12 12 9 7 11 18 15 13 7 9 11 5 6 0 0 0.167 0 0 0 0 0 1 1 1 0.818 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c6_16300Pp3c6_16300transcript PAC:32978432protein_codingNA c.*2529_*2530insATNA NA NA NA 2530
Chr06 10439766 A AAT Chr06_10439766_A_AATA_AAT INDEL 5222.5 0 0 2 0 0 0 0 0 13 7 9 9 5 6 26 12 12 9 7 11 18 15 13 7 9 11 5 6 0 0 0.167 0 0 0 0 0 1 1 1 0.818 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c6_16280Pp3c6_16280transcript PAC:32975281protein_codingNA c.*4996_*4997insATNA NA NA NA 4507
Chr06 10439766 A AAT Chr06_10439766_A_AATA_AAT INDEL 5222.5 0 0 2 0 0 0 0 0 13 7 9 9 5 6 26 12 12 9 7 11 18 15 13 7 9 11 5 6 0 0 0.167 0 0 0 0 0 1 1 1 0.818 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c6_16280Pp3c6_16280transcript PAC:32975282protein_codingNA c.*4996_*4997insATNA NA NA NA 3639
Chr06 10439766 A AAT Chr06_10439766_A_AATA_AAT INDEL 5222.5 0 0 2 0 0 0 0 0 13 7 9 9 5 6 26 12 12 9 7 11 18 15 13 7 9 11 5 6 0 0 0.167 0 0 0 0 0 1 1 1 0.818 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c6_16300-Pp3c6_16310Pp3c6_16300-Pp3c6_16310intergenic_regionPp3c6_16300-Pp3c6_16310NA NA n.10439766_10439767insATNA NA NA NA NA
Chr06 10439766 A AATAT Chr06_10439766_A_AATATA_AATAT INDEL 5222.5 0 0 0 9 7 11 18 14 0 0 0 2 0 0 26 12 12 9 7 11 18 15 13 7 9 11 5 6 0 0 0 1 1 1 1 0.933 0 0 0 0.182 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c6_16280Pp3c6_16280transcript PAC:32975280protein_codingNA c.*4996_*4997insATATNA NA NA NA 3639
Chr06 10439766 A AATAT Chr06_10439766_A_AATATA_AATAT INDEL 5222.5 0 0 0 9 7 11 18 14 0 0 0 2 0 0 26 12 12 9 7 11 18 15 13 7 9 11 5 6 0 0 0 1 1 1 1 0.933 0 0 0 0.182 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c6_16300Pp3c6_16300transcript PAC:32978432protein_codingNA c.*2529_*2530insATATNA NA NA NA 2530
Chr06 10439766 A AATAT Chr06_10439766_A_AATATA_AATAT INDEL 5222.5 0 0 0 9 7 11 18 14 0 0 0 2 0 0 26 12 12 9 7 11 18 15 13 7 9 11 5 6 0 0 0 1 1 1 1 0.933 0 0 0 0.182 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c6_16280Pp3c6_16280transcript PAC:32975281protein_codingNA c.*4996_*4997insATATNA NA NA NA 4507
Chr06 10439766 A AATAT Chr06_10439766_A_AATATA_AATAT INDEL 5222.5 0 0 0 9 7 11 18 14 0 0 0 2 0 0 26 12 12 9 7 11 18 15 13 7 9 11 5 6 0 0 0 1 1 1 1 0.933 0 0 0 0.182 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c6_16280Pp3c6_16280transcript PAC:32975282protein_codingNA c.*4996_*4997insATATNA NA NA NA 3639
Chr06 10439766 A AATAT Chr06_10439766_A_AATATA_AATAT INDEL 5222.5 0 0 0 9 7 11 18 14 0 0 0 2 0 0 26 12 12 9 7 11 18 15 13 7 9 11 5 6 0 0 0 1 1 1 1 0.933 0 0 0 0.182 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c6_16300-Pp3c6_16310Pp3c6_16300-Pp3c6_16310intergenic_regionPp3c6_16300-Pp3c6_16310NA NA n.10439766_10439767insATATNA NA NA NA NA
Chr06 10569063 T A Chr06_10569063_T_AT_A SNP 20445.63 35 10 24 36 23 26 33 25 18 27 20 13 7 8 35 10 24 36 23 26 33 25 18 27 20 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_16410-Pp3c6_16439Pp3c6_16410-Pp3c6_16439intergenic_regionPp3c6_16410-Pp3c6_16439NA NA n.10569063T>ANA NA NA NA NA
Chr06 10569101 C CA Chr06_10569101_C_CAC_CA INDEL 15784.59 32 14 26 32 24 22 34 23 15 28 23 13 6 6 32 14 26 32 24 22 34 23 15 28 23 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_16410-Pp3c6_16439Pp3c6_16410-Pp3c6_16439intergenic_regionPp3c6_16410-Pp3c6_16439NA NA n.10569101_10569102insANA NA NA NA NA
Chr06 10659214 A AT Chr06_10659214_A_ATA_AT INDEL 16715.59 29 11 17 28 25 30 24 19 22 19 21 14 13 13 29 11 17 28 25 30 24 19 22 19 21 14 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_16580-Pp3c6_16590Pp3c6_16580-Pp3c6_16590intergenic_regionPp3c6_16580-Pp3c6_16590NA NA n.10659214_10659215insTNA NA NA NA NA
Chr06 10672713 G GT Chr06_10672713_G_GTG_GT INDEL 16912.59 30 15 16 30 21 41 27 26 26 24 19 18 13 7 30 15 16 30 21 41 27 26 28 24 19 18 13 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_16590Pp3c6_16590transcript PAC:32978934protein_codingNA c.*344_*345insANA NA NA NA 344
Chr06 10672713 G GT Chr06_10672713_G_GTG_GT INDEL 16912.59 30 15 16 30 21 41 27 26 26 24 19 18 13 7 30 15 16 30 21 41 27 26 28 24 19 18 13 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_16600Pp3c6_16600transcript PAC:32976941protein_codingNA c.*1851_*1852insANA NA NA NA 1268
Chr06 10672713 G GT Chr06_10672713_G_GTG_GT INDEL 16912.59 30 15 16 30 21 41 27 26 26 24 19 18 13 7 30 15 16 30 21 41 27 26 28 24 19 18 13 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_16600Pp3c6_16600transcript PAC:32976942protein_codingNA c.*1851_*1852insANA NA NA NA 1203
Chr06 10672713 G GT Chr06_10672713_G_GTG_GT INDEL 16912.59 30 15 16 30 21 41 27 26 26 24 19 18 13 7 30 15 16 30 21 41 27 26 28 24 19 18 13 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_16600Pp3c6_16600transcript PAC:32976943protein_codingNA c.*1851_*1852insANA NA NA NA 1203
Chr06 10672713 G GT Chr06_10672713_G_GTG_GT INDEL 16912.59 30 15 16 30 21 41 27 26 26 24 19 18 13 7 30 15 16 30 21 41 27 26 28 24 19 18 13 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_16580-Pp3c6_16590Pp3c6_16580-Pp3c6_16590intergenic_regionPp3c6_16580-Pp3c6_16590NA NA n.10672713_10672714insTNA NA NA NA NA
Chr06 10805300 T TTA Chr06_10805300_T_TTAT_TTA INDEL 1822.24 0 0 0 13 6 14 13 14 0 2 0 1 1 0 18 13 13 13 6 14 16 16 16 14 10 6 7 12 0 0 0 1 1 1 0.812 0.875 0 0.143 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c6_16730Pp3c6_16730transcript PAC:32977531protein_codingNA c.*1146_*1147insTANA NA NA NA 655
Chr06 10805300 T TTA Chr06_10805300_T_TTAT_TTA INDEL 1822.24 0 0 0 13 6 14 13 14 0 2 0 1 1 0 18 13 13 13 6 14 16 16 16 14 10 6 7 12 0 0 0 1 1 1 0.812 0.875 0 0.143 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c6_16730Pp3c6_16730transcript PAC:32977532protein_codingNA c.*1146_*1147insTANA NA NA NA 707
Chr06 10805300 T TTA Chr06_10805300_T_TTAT_TTA INDEL 1822.24 0 0 0 13 6 14 13 14 0 2 0 1 1 0 18 13 13 13 6 14 16 16 16 14 10 6 7 12 0 0 0 1 1 1 0.812 0.875 0 0.143 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c6_16730Pp3c6_16730transcript PAC:32977533protein_codingNA c.*1146_*1147insTANA NA NA NA 707
Chr06 10805300 T TTA Chr06_10805300_T_TTAT_TTA INDEL 1822.24 0 0 0 13 6 14 13 14 0 2 0 1 1 0 18 13 13 13 6 14 16 16 16 14 10 6 7 12 0 0 0 1 1 1 0.812 0.875 0 0.143 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c6_16730-Pp3c6_16810Pp3c6_16730-Pp3c6_16810intergenic_regionPp3c6_16730-Pp3c6_16810NA NA n.10805300_10805301insTANA NA NA NA NA
Chr06 10877551 C CTA Chr06_10877551_C_CTAC_CTA INDEL 5130.59 15 11 12 9 5 9 18 12 10 8 7 4 10 4 15 11 12 10 5 10 20 12 10 9 7 4 10 4 1 1 1 0.9 1 0.9 0.9 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_16730-Pp3c6_16810Pp3c6_16730-Pp3c6_16810intergenic_regionPp3c6_16730-Pp3c6_16810NA NA n.10877551_10877552insTANA NA NA NA NA
Chr06 10952482 G GT Chr06_10952482_G_GTG_GT INDEL 8797.59 9 11 7 9 10 18 17 19 12 6 7 9 8 4 9 11 7 9 10 18 17 19 12 6 7 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_16870-Pp3c6_16970Pp3c6_16870-Pp3c6_16970intergenic_regionPp3c6_16870-Pp3c6_16970NA NA n.10952482_10952483insTNA NA NA NA NA
Chr06 10959558 G A Chr06_10959558_G_AG_A SNP 10089.63 11 13 12 12 13 10 12 7 18 21 5 17 16 11 11 13 12 12 13 10 12 7 18 22 5 17 16 11 1 1 1 1 1 1 1 1 1 0.955 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_16870-Pp3c6_16970Pp3c6_16870-Pp3c6_16970intergenic_regionPp3c6_16870-Pp3c6_16970NA NA n.10959558G>ANA NA NA NA NA
Chr06 11106316 G A Chr06_11106316_G_AG_A SNP 19026.63 26 11 23 22 27 28 10 26 19 28 26 8 19 7 26 11 23 22 27 28 10 26 19 28 26 8 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_17150-Pp3c6_17160Pp3c6_17150-Pp3c6_17160intergenic_regionPp3c6_17150-Pp3c6_17160NA NA n.11106316G>ANA NA NA NA NA
Chr06 11136404 T TTA Chr06_11136404_T_TTAT_TTA INDEL 1446.35 25 11 10 0 0 0 0 1 0 0 1 0 0 0 25 11 10 14 7 17 33 17 17 20 12 14 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_17230Pp3c6_17230transcript PAC:32978814protein_codingNA c.-621_-620insTANA NA NA NA 301
Chr06 11136404 T TTA Chr06_11136404_T_TTAT_TTA INDEL 1446.35 25 11 10 0 0 0 0 1 0 0 1 0 0 0 25 11 10 14 7 17 33 17 17 20 12 14 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_17230Pp3c6_17230transcript PAC:32978815protein_codingNA c.-621_-620insTANA NA NA NA 242
Chr06 11136404 T TTA Chr06_11136404_T_TTAT_TTA INDEL 1446.35 25 11 10 0 0 0 0 1 0 0 1 0 0 0 25 11 10 14 7 17 33 17 17 20 12 14 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_17230Pp3c6_17230transcript PAC:32978816protein_codingNA c.-621_-620insTANA NA NA NA 242
Chr06 11136404 T TTA Chr06_11136404_T_TTAT_TTA INDEL 1446.35 25 11 10 0 0 0 0 1 0 0 1 0 0 0 25 11 10 14 7 17 33 17 17 20 12 14 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_17250Pp3c6_17250transcript PAC:32976851protein_codingNA c.-5701_-5700insTANA NA NA NA 4927
Chr06 11136404 T TTA Chr06_11136404_T_TTAT_TTA INDEL 1446.35 25 11 10 0 0 0 0 1 0 0 1 0 0 0 25 11 10 14 7 17 33 17 17 20 12 14 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_17210Pp3c6_17210transcript PAC:32977908protein_codingNA c.*3044_*3045insTANA NA NA NA 2971
Chr06 11136404 T TTA Chr06_11136404_T_TTAT_TTA INDEL 1446.35 25 11 10 0 0 0 0 1 0 0 1 0 0 0 25 11 10 14 7 17 33 17 17 20 12 14 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_17240Pp3c6_17240transcript PAC:32975947protein_codingNA c.*4639_*4640insTANA NA NA NA 4383
Chr06 11136404 T TTA Chr06_11136404_T_TTAT_TTA INDEL 1446.35 25 11 10 0 0 0 0 1 0 0 1 0 0 0 25 11 10 14 7 17 33 17 17 20 12 14 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_17240Pp3c6_17240transcript PAC:32975948protein_codingNA c.*4639_*4640insTANA NA NA NA 4639
Chr06 11136404 T TTA Chr06_11136404_T_TTAT_TTA INDEL 1446.35 25 11 10 0 0 0 0 1 0 0 1 0 0 0 25 11 10 14 7 17 33 17 17 20 12 14 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c6_17210-Pp3c6_17230Pp3c6_17210-Pp3c6_17230intergenic_regionPp3c6_17210-Pp3c6_17230NA NA n.11136404_11136405insTANA NA NA NA NA
Chr06 11158802 G GAT Chr06_11158802_G_GATG_GAT INDEL 97.37 0 0 1 1 1 1 0 0 1 0 0 5 0 0 18 10 11 14 13 18 20 15 18 6 12 5 8 8 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c6_17270Pp3c6_17270transcript PAC:32976279protein_codingNA c.-4632_-4631insATNA NA NA NA 4294
Chr06 11158802 G GAT Chr06_11158802_G_GATG_GAT INDEL 97.37 0 0 1 1 1 1 0 0 1 0 0 5 0 0 18 10 11 14 13 18 20 15 18 6 12 5 8 8 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c6_17270Pp3c6_17270transcript PAC:32976280protein_codingNA c.-5364_-5363insATNA NA NA NA 4379
Chr06 11158802 G GAT Chr06_11158802_G_GATG_GAT INDEL 97.37 0 0 1 1 1 1 0 0 1 0 0 5 0 0 18 10 11 14 13 18 20 15 18 6 12 5 8 8 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c6_17270-Pp3c6_17280Pp3c6_17270-Pp3c6_17280intergenic_regionPp3c6_17270-Pp3c6_17280NA NA n.11158802_11158803insATNA NA NA NA NA
Chr06 11214035 A G Chr06_11214035_A_GA_G SNP 8619.63 10 7 8 17 21 14 24 15 15 15 8 12 5 5 10 7 8 17 21 14 24 15 15 15 8 12 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17399Pp3c6_17399transcript PAC:32977872protein_codingNA c.-4389A>G NA NA NA NA 4199
Chr06 11214035 A G Chr06_11214035_A_GA_G SNP 8619.63 10 7 8 17 21 14 24 15 15 15 8 12 5 5 10 7 8 17 21 14 24 15 15 15 8 12 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_17395Pp3c6_17395transcript PAC:32977164protein_codingNA c.*3333T>C NA NA NA NA 3250
Chr06 11214035 A G Chr06_11214035_A_GA_G SNP 8619.63 10 7 8 17 21 14 24 15 15 15 8 12 5 5 10 7 8 17 21 14 24 15 15 15 8 12 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_17350-Pp3c6_17395Pp3c6_17350-Pp3c6_17395intergenic_regionPp3c6_17350-Pp3c6_17395NA NA n.11214035A>GNA NA NA NA NA
Chr06 11214077 C T Chr06_11214077_C_TC_T SNP 12238.63 16 9 13 26 24 19 30 22 27 21 10 16 7 7 16 9 13 26 24 19 30 22 27 21 10 16 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17399Pp3c6_17399transcript PAC:32977872protein_codingNA c.-4347C>T NA NA NA NA 4157
Chr06 11214077 C T Chr06_11214077_C_TC_T SNP 12238.63 16 9 13 26 24 19 30 22 27 21 10 16 7 7 16 9 13 26 24 19 30 22 27 21 10 16 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_17395Pp3c6_17395transcript PAC:32977164protein_codingNA c.*3291G>A NA NA NA NA 3208
Chr06 11214077 C T Chr06_11214077_C_TC_T SNP 12238.63 16 9 13 26 24 19 30 22 27 21 10 16 7 7 16 9 13 26 24 19 30 22 27 21 10 16 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_17350-Pp3c6_17395Pp3c6_17350-Pp3c6_17395intergenic_regionPp3c6_17350-Pp3c6_17395NA NA n.11214077C>TNA NA NA NA NA
Chr06 11333712 G T Chr06_11333712_G_TG_T SNP 19250.63 28 5 8 22 17 26 32 17 21 22 21 13 7 8 28 5 8 22 17 26 32 17 21 22 21 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976949protein_codingNA c.-3994G>T NA NA NA NA 3473
Chr06 11333712 G T Chr06_11333712_G_TG_T SNP 19250.63 28 5 8 22 17 26 32 17 21 22 21 13 7 8 28 5 8 22 17 26 32 17 21 22 21 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976951protein_codingNA c.-3994G>T NA NA NA NA 3473
Chr06 11333712 G T Chr06_11333712_G_TG_T SNP 19250.63 28 5 8 22 17 26 32 17 21 22 21 13 7 8 28 5 8 22 17 26 32 17 21 22 21 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976950protein_codingNA c.-3994G>T NA NA NA NA 3473
Chr06 11333712 G T Chr06_11333712_G_TG_T SNP 19250.63 28 5 8 22 17 26 32 17 21 22 21 13 7 8 28 5 8 22 17 26 32 17 21 22 21 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976953protein_codingNA c.-4115G>T NA NA NA NA 3473
Chr06 11333712 G T Chr06_11333712_G_TG_T SNP 19250.63 28 5 8 22 17 26 32 17 21 22 21 13 7 8 28 5 8 22 17 26 32 17 21 22 21 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976954protein_codingNA c.-5040G>T NA NA NA NA 3473
Chr06 11333712 G T Chr06_11333712_G_TG_T SNP 19250.63 28 5 8 22 17 26 32 17 21 22 21 13 7 8 28 5 8 22 17 26 32 17 21 22 21 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976952protein_codingNA c.-3994G>T NA NA NA NA 3473
Chr06 11333712 G T Chr06_11333712_G_TG_T SNP 19250.63 28 5 8 22 17 26 32 17 21 22 21 13 7 8 28 5 8 22 17 26 32 17 21 22 21 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_17607-Pp3c6_17640Pp3c6_17607-Pp3c6_17640intergenic_regionPp3c6_17607-Pp3c6_17640NA NA n.11333712G>TNA NA NA NA NA
Chr06 11333735 G T Chr06_11333735_G_TG_T SNP 18250.63 28 4 10 18 13 24 34 13 16 22 19 12 7 8 28 4 10 18 13 24 34 13 16 22 19 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976949protein_codingNA c.-3971G>T NA NA NA NA 3450
Chr06 11333735 G T Chr06_11333735_G_TG_T SNP 18250.63 28 4 10 18 13 24 34 13 16 22 19 12 7 8 28 4 10 18 13 24 34 13 16 22 19 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976951protein_codingNA c.-3971G>T NA NA NA NA 3450
Chr06 11333735 G T Chr06_11333735_G_TG_T SNP 18250.63 28 4 10 18 13 24 34 13 16 22 19 12 7 8 28 4 10 18 13 24 34 13 16 22 19 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976950protein_codingNA c.-3971G>T NA NA NA NA 3450
Chr06 11333735 G T Chr06_11333735_G_TG_T SNP 18250.63 28 4 10 18 13 24 34 13 16 22 19 12 7 8 28 4 10 18 13 24 34 13 16 22 19 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976953protein_codingNA c.-4092G>T NA NA NA NA 3450
Chr06 11333735 G T Chr06_11333735_G_TG_T SNP 18250.63 28 4 10 18 13 24 34 13 16 22 19 12 7 8 28 4 10 18 13 24 34 13 16 22 19 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976954protein_codingNA c.-5017G>T NA NA NA NA 3450
Chr06 11333735 G T Chr06_11333735_G_TG_T SNP 18250.63 28 4 10 18 13 24 34 13 16 22 19 12 7 8 28 4 10 18 13 24 34 13 16 22 19 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976952protein_codingNA c.-3971G>T NA NA NA NA 3450
Chr06 11333735 G T Chr06_11333735_G_TG_T SNP 18250.63 28 4 10 18 13 24 34 13 16 22 19 12 7 8 28 4 10 18 13 24 34 13 16 22 19 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_17607-Pp3c6_17640Pp3c6_17607-Pp3c6_17640intergenic_regionPp3c6_17607-Pp3c6_17640NA NA n.11333735G>TNA NA NA NA NA
Chr06 11336994 A T Chr06_11336994_A_TA_T SNP 14063.63 17 11 23 13 16 18 26 13 26 12 14 20 9 16 17 11 23 13 16 18 26 13 26 12 14 20 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976949protein_codingNA c.-712A>T NA NA NA NA 191
Chr06 11336994 A T Chr06_11336994_A_TA_T SNP 14063.63 17 11 23 13 16 18 26 13 26 12 14 20 9 16 17 11 23 13 16 18 26 13 26 12 14 20 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976951protein_codingNA c.-712A>T NA NA NA NA 191
Chr06 11336994 A T Chr06_11336994_A_TA_T SNP 14063.63 17 11 23 13 16 18 26 13 26 12 14 20 9 16 17 11 23 13 16 18 26 13 26 12 14 20 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976950protein_codingNA c.-712A>T NA NA NA NA 191
Chr06 11336994 A T Chr06_11336994_A_TA_T SNP 14063.63 17 11 23 13 16 18 26 13 26 12 14 20 9 16 17 11 23 13 16 18 26 13 26 12 14 20 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976953protein_codingNA c.-833A>T NA NA NA NA 191
Chr06 11336994 A T Chr06_11336994_A_TA_T SNP 14063.63 17 11 23 13 16 18 26 13 26 12 14 20 9 16 17 11 23 13 16 18 26 13 26 12 14 20 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976954protein_codingNA c.-1758A>T NA NA NA NA 191
Chr06 11336994 A T Chr06_11336994_A_TA_T SNP 14063.63 17 11 23 13 16 18 26 13 26 12 14 20 9 16 17 11 23 13 16 18 26 13 26 12 14 20 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_17640Pp3c6_17640transcript PAC:32976952protein_codingNA c.-712A>T NA NA NA NA 191
Chr06 11336994 A T Chr06_11336994_A_TA_T SNP 14063.63 17 11 23 13 16 18 26 13 26 12 14 20 9 16 17 11 23 13 16 18 26 13 26 12 14 20 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_17607-Pp3c6_17640Pp3c6_17607-Pp3c6_17640intergenic_regionPp3c6_17607-Pp3c6_17640NA NA n.11336994A>TNA NA NA NA NA
Chr06 11462119 T TTA Chr06_11462119_T_TTAT_TTA INDEL 2458.24 1 0 0 18 8 18 17 9 0 1 0 1 0 0 22 10 14 18 9 19 17 9 9 12 10 11 6 6 0 0 0 1 0.889 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_17840Pp3c6_17840transcript PAC:32976296protein_codingNA c.-4272_-4271insTANA NA NA NA 3812
Chr06 11462119 T TTA Chr06_11462119_T_TTAT_TTA INDEL 2458.24 1 0 0 18 8 18 17 9 0 1 0 1 0 0 22 10 14 18 9 19 17 9 9 12 10 11 6 6 0 0 0 1 0.889 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_17860Pp3c6_17860transcript PAC:32977373protein_codingNA c.-3621_-3620insTANA NA NA NA 2980
Chr06 11462119 T TTA Chr06_11462119_T_TTAT_TTA INDEL 2458.24 1 0 0 18 8 18 17 9 0 1 0 1 0 0 22 10 14 18 9 19 17 9 9 12 10 11 6 6 0 0 0 1 0.889 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_17840Pp3c6_17840transcript PAC:32976298protein_codingNA c.-4272_-4271insTANA NA NA NA 3808
Chr06 11462119 T TTA Chr06_11462119_T_TTAT_TTA INDEL 2458.24 1 0 0 18 8 18 17 9 0 1 0 1 0 0 22 10 14 18 9 19 17 9 9 12 10 11 6 6 0 0 0 1 0.889 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_17840Pp3c6_17840transcript PAC:32976297protein_codingNA c.-4272_-4271insTANA NA NA NA 3812
Chr06 11462119 T TTA Chr06_11462119_T_TTAT_TTA INDEL 2458.24 1 0 0 18 8 18 17 9 0 1 0 1 0 0 22 10 14 18 9 19 17 9 9 12 10 11 6 6 0 0 0 1 0.889 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_17860Pp3c6_17860transcript PAC:32977375protein_codingNA c.-3621_-3620insTANA NA NA NA 2916
Chr06 11462119 T TTA Chr06_11462119_T_TTAT_TTA INDEL 2458.24 1 0 0 18 8 18 17 9 0 1 0 1 0 0 22 10 14 18 9 19 17 9 9 12 10 11 6 6 0 0 0 1 0.889 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_17860Pp3c6_17860transcript PAC:32977377protein_codingNA c.-3621_-3620insTANA NA NA NA 2916
Chr06 11462119 T TTA Chr06_11462119_T_TTAT_TTA INDEL 2458.24 1 0 0 18 8 18 17 9 0 1 0 1 0 0 22 10 14 18 9 19 17 9 9 12 10 11 6 6 0 0 0 1 0.889 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_17860Pp3c6_17860transcript PAC:32977374protein_codingNA c.-3621_-3620insTANA NA NA NA 2942
Chr06 11462119 T TTA Chr06_11462119_T_TTAT_TTA INDEL 2458.24 1 0 0 18 8 18 17 9 0 1 0 1 0 0 22 10 14 18 9 19 17 9 9 12 10 11 6 6 0 0 0 1 0.889 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_17860Pp3c6_17860transcript PAC:32977376protein_codingNA c.-3621_-3620insTANA NA NA NA 2942
Chr06 11462119 T TTA Chr06_11462119_T_TTAT_TTA INDEL 2458.24 1 0 0 18 8 18 17 9 0 1 0 1 0 0 22 10 14 18 9 19 17 9 9 12 10 11 6 6 0 0 0 1 0.889 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_17840-Pp3c6_17860Pp3c6_17840-Pp3c6_17860intergenic_regionPp3c6_17840-Pp3c6_17860NA NA n.11462119_11462120insTANA NA NA NA NA
Chr06 11512859 C CAT Chr06_11512859_C_CATC_CAT INDEL 347.37 1 0 0 0 1 14 0 0 0 1 0 0 1 0 29 14 13 11 11 14 22 16 9 9 5 13 8 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_17950Pp3c6_17950transcript PAC:32975414protein_codingNA c.-1398_-1397insATNA NA NA NA 510
Chr06 11512859 C CAT Chr06_11512859_C_CATC_CAT INDEL 347.37 1 0 0 0 1 14 0 0 0 1 0 0 1 0 29 14 13 11 11 14 22 16 9 9 5 13 8 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_17950Pp3c6_17950transcript PAC:32975415protein_codingNA c.-1398_-1397insATNA NA NA NA 510
Chr06 11512859 C CAT Chr06_11512859_C_CATC_CAT INDEL 347.37 1 0 0 0 1 14 0 0 0 1 0 0 1 0 29 14 13 11 11 14 22 16 9 9 5 13 8 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c6_17950Pp3c6_17950transcript PAC:32975416protein_codingNA c.-1398_-1397insATNA NA NA NA 1397
Chr06 11512859 C CAT Chr06_11512859_C_CATC_CAT INDEL 347.37 1 0 0 0 1 14 0 0 0 1 0 0 1 0 29 14 13 11 11 14 22 16 9 9 5 13 8 6 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c6_17940-Pp3c6_17950Pp3c6_17940-Pp3c6_17950intergenic_regionPp3c6_17940-Pp3c6_17950NA NA n.11512859_11512860insATNA NA NA NA NA
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976052protein_codingNA c.-2337A>T NA NA NA NA 698
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976062protein_codingNA c.-2756A>T NA NA NA NA 827
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976061protein_codingNA c.-2337A>T NA NA NA NA 2044
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976054protein_codingNA c.-2337A>T NA NA NA NA 827
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976059protein_codingNA c.-2337A>T NA NA NA NA 827
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976058protein_codingNA c.-2337A>T NA NA NA NA 763
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976063protein_codingNA c.-2756A>T NA NA NA NA 762
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976053protein_codingNA c.-2337A>T NA NA NA NA 756
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976057protein_codingNA c.-2337A>T NA NA NA NA 756
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976064protein_codingNA c.-2756A>T NA NA NA NA 756
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976066protein_codingNA c.-2756A>T NA NA NA NA 756
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976067protein_codingNA c.-2756A>T NA NA NA NA 756
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976069protein_codingNA c.-2756A>T NA NA NA NA 756
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976060protein_codingNA c.-2337A>T NA NA NA NA 736
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976055protein_codingNA c.-2337A>T NA NA NA NA 703
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976056protein_codingNA c.-2337A>T NA NA NA NA 703
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976065protein_codingNA c.-2756A>T NA NA NA NA 703
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18000Pp3c6_18000transcript PAC:32976068protein_codingNA c.-2756A>T NA NA NA NA 703
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c6_18010Pp3c6_18010transcript PAC:32978449protein_codingNA c.*1794A>T NA NA NA NA 1610
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c6_18010Pp3c6_18010transcript PAC:32978450protein_codingNA c.*1794A>T NA NA NA NA 1794
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c6_18010Pp3c6_18010transcript PAC:32978451protein_codingNA c.*1794A>T NA NA NA NA 1794
Chr06 11566078 T A Chr06_11566078_T_AT_A SNP 1823.93 0 0 0 0 0 0 0 0 16 15 7 10 4 5 28 9 12 20 14 23 34 23 16 15 7 10 4 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_18000-Pp3c6_18010Pp3c6_18000-Pp3c6_18010intergenic_regionPp3c6_18000-Pp3c6_18010NA NA n.11566078T>ANA NA NA NA NA
Chr06 11726267 C CAT Chr06_11726267_C_CATC_CAT INDEL 2408.93 0 0 0 0 0 1 0 0 16 18 13 9 14 7 24 14 7 12 11 21 25 21 18 18 13 9 14 7 0 0 0 0 0 0 0 0 0.889 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18285Pp3c6_18285transcript PAC:32976401protein_codingNA c.-1615_-1614insATNA NA NA NA 1508
Chr06 11726267 C CAT Chr06_11726267_C_CATC_CAT INDEL 2408.93 0 0 0 0 0 1 0 0 16 18 13 9 14 7 24 14 7 12 11 21 25 21 18 18 13 9 14 7 0 0 0 0 0 0 0 0 0.889 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_18285Pp3c6_18285transcript PAC:32976402protein_codingNA c.-1987_-1986insATNA NA NA NA 677
Chr06 11726267 C CAT Chr06_11726267_C_CATC_CAT INDEL 2408.93 0 0 0 0 0 1 0 0 16 18 13 9 14 7 24 14 7 12 11 21 25 21 18 18 13 9 14 7 0 0 0 0 0 0 0 0 0.889 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_18285-Pp3c6_18329Pp3c6_18285-Pp3c6_18329intergenic_regionPp3c6_18285-Pp3c6_18329NA NA n.11726267_11726268insATNA NA NA NA NA
Chr06 11824157 G T Chr06_11824157_G_TG_T SNP 11306.63 22 13 12 7 15 9 21 15 20 16 11 9 7 14 22 13 12 7 15 9 21 15 20 16 11 9 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_18430-Pp3c6_18500Pp3c6_18430-Pp3c6_18500intergenic_regionPp3c6_18430-Pp3c6_18500NA NA n.11824157G>TNA NA NA NA NA
Chr06 11824176 G A Chr06_11824176_G_AG_A SNP 12813.63 19 12 13 8 15 11 21 16 19 19 11 6 6 12 19 12 13 8 15 11 21 16 19 19 11 6 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_18430-Pp3c6_18500Pp3c6_18430-Pp3c6_18500intergenic_regionPp3c6_18430-Pp3c6_18500NA NA n.11824176G>ANA NA NA NA NA
Chr06 11824183 G A Chr06_11824183_G_AG_A SNP 12649.63 19 12 13 7 13 12 21 15 20 21 11 6 6 9 19 12 13 7 13 12 21 15 20 21 11 6 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_18430-Pp3c6_18500Pp3c6_18430-Pp3c6_18500intergenic_regionPp3c6_18430-Pp3c6_18500NA NA n.11824183G>ANA NA NA NA NA
Chr06 11856685 A T Chr06_11856685_A_TA_T SNP 6175.29 0 0 0 28 18 19 29 24 0 0 0 0 0 0 19 16 11 28 18 19 29 24 27 41 11 28 10 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_18430-Pp3c6_18500Pp3c6_18430-Pp3c6_18500intergenic_regionPp3c6_18430-Pp3c6_18500NA NA n.11856685A>TNA NA NA NA NA



Chr06 11886632 A AAT Chr06_11886632_A_AATA_AAT INDEL 2797.24 1 0 0 12 17 21 20 11 0 1 0 0 0 1 19 14 15 14 18 21 21 11 19 15 9 10 10 5 0 0 0 0.857 0.944 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_18500Pp3c6_18500transcript PAC:32976366protein_codingNA c.-4705_-4704insATNA NA NA NA 3380
Chr06 11886632 A AAT Chr06_11886632_A_AATA_AAT INDEL 2797.24 1 0 0 12 17 21 20 11 0 1 0 0 0 1 19 14 15 14 18 21 21 11 19 15 9 10 10 5 0 0 0 0.857 0.944 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_18500Pp3c6_18500transcript PAC:32976367protein_codingNA c.-4705_-4704insATNA NA NA NA 3208
Chr06 11886632 A AAT Chr06_11886632_A_AATA_AAT INDEL 2797.24 1 0 0 12 17 21 20 11 0 1 0 0 0 1 19 14 15 14 18 21 21 11 19 15 9 10 10 5 0 0 0 0.857 0.944 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_18500Pp3c6_18500transcript PAC:32976368protein_codingNA c.-4705_-4704insATNA NA NA NA 3208
Chr06 11886632 A AAT Chr06_11886632_A_AATA_AAT INDEL 2797.24 1 0 0 12 17 21 20 11 0 1 0 0 0 1 19 14 15 14 18 21 21 11 19 15 9 10 10 5 0 0 0 0.857 0.944 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_18500Pp3c6_18500transcript PAC:32976369protein_codingNA c.-4705_-4704insATNA NA NA NA 3208
Chr06 11886632 A AAT Chr06_11886632_A_AATA_AAT INDEL 2797.24 1 0 0 12 17 21 20 11 0 1 0 0 0 1 19 14 15 14 18 21 21 11 19 15 9 10 10 5 0 0 0 0.857 0.944 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_18500Pp3c6_18500transcript PAC:32976371protein_codingNA c.-4705_-4704insATNA NA NA NA 3172
Chr06 11886632 A AAT Chr06_11886632_A_AATA_AAT INDEL 2797.24 1 0 0 12 17 21 20 11 0 1 0 0 0 1 19 14 15 14 18 21 21 11 19 15 9 10 10 5 0 0 0 0.857 0.944 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_18500Pp3c6_18500transcript PAC:32976372protein_codingNA c.-4705_-4704insATNA NA NA NA 3172
Chr06 11886632 A AAT Chr06_11886632_A_AATA_AAT INDEL 2797.24 1 0 0 12 17 21 20 11 0 1 0 0 0 1 19 14 15 14 18 21 21 11 19 15 9 10 10 5 0 0 0 0.857 0.944 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_18500Pp3c6_18500transcript PAC:32976373protein_codingNA c.-4705_-4704insATNA NA NA NA 3172
Chr06 11886632 A AAT Chr06_11886632_A_AATA_AAT INDEL 2797.24 1 0 0 12 17 21 20 11 0 1 0 0 0 1 19 14 15 14 18 21 21 11 19 15 9 10 10 5 0 0 0 0.857 0.944 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_18500Pp3c6_18500transcript PAC:32976374protein_codingNA c.-4697_-4696insATNA NA NA NA 3172
Chr06 11886632 A AAT Chr06_11886632_A_AATA_AAT INDEL 2797.24 1 0 0 12 17 21 20 11 0 1 0 0 0 1 19 14 15 14 18 21 21 11 19 15 9 10 10 5 0 0 0 0.857 0.944 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_18500Pp3c6_18500transcript PAC:32976375protein_codingNA c.-4697_-4696insATNA NA NA NA 3172
Chr06 11886632 A AAT Chr06_11886632_A_AATA_AAT INDEL 2797.24 1 0 0 12 17 21 20 11 0 1 0 0 0 1 19 14 15 14 18 21 21 11 19 15 9 10 10 5 0 0 0 0.857 0.944 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c6_18500Pp3c6_18500transcript PAC:32976370protein_codingNA c.-4705_-4704insATNA NA NA NA 2974
Chr06 11886632 A AAT Chr06_11886632_A_AATA_AAT INDEL 2797.24 1 0 0 12 17 21 20 11 0 1 0 0 0 1 19 14 15 14 18 21 21 11 19 15 9 10 10 5 0 0 0 0.857 0.944 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_18500-Pp3c6_18530Pp3c6_18500-Pp3c6_18530intergenic_regionPp3c6_18500-Pp3c6_18530NA NA n.11886632_11886633insATNA NA NA NA NA
Chr06 12005450 C T Chr06_12005450_C_TC_T SNP 17337.63 23 20 16 30 21 17 30 21 27 24 16 15 10 14 23 20 16 30 21 17 30 21 27 24 16 15 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_18611-Pp3c6_18680Pp3c6_18611-Pp3c6_18680intergenic_regionPp3c6_18611-Pp3c6_18680NA NA n.12005450C>TNA NA NA NA NA
Chr06 12200177 C A Chr06_12200177_C_AC_A SNP 10390.29 18 15 17 0 0 0 0 0 17 24 11 7 12 9 18 15 17 21 12 20 26 23 17 24 11 7 12 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c6_18950-Pp3c6_19000Pp3c6_18950-Pp3c6_19000intergenic_regionPp3c6_18950-Pp3c6_19000NA NA n.12200177C>ANA NA NA NA NA
Chr06 12335161 AC A Chr06_12335161_AC_AAC_A INDEL 11976.59 18 14 14 14 12 17 24 15 20 21 8 7 7 8 18 14 14 14 12 17 24 15 20 21 8 7 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_19270Pp3c6_19270transcript PAC:32975570protein_codingNA c.-1932delG NA NA NA NA 1331
Chr06 12335161 AC A Chr06_12335161_AC_AAC_A INDEL 11976.59 18 14 14 14 12 17 24 15 20 21 8 7 7 8 18 14 14 14 12 17 24 15 20 21 8 7 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_19290Pp3c6_19290transcript PAC:32978965protein_codingNA c.-216delC NA NA NA NA 112
Chr06 12335161 AC A Chr06_12335161_AC_AAC_A INDEL 11976.59 18 14 14 14 12 17 24 15 20 21 8 7 7 8 18 14 14 14 12 17 24 15 20 21 8 7 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_19270Pp3c6_19270transcript PAC:32975571protein_codingNA c.-1932delG NA NA NA NA 1932
Chr06 12335161 AC A Chr06_12335161_AC_AAC_A INDEL 11976.59 18 14 14 14 12 17 24 15 20 21 8 7 7 8 18 14 14 14 12 17 24 15 20 21 8 7 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_19290Pp3c6_19290transcript PAC:32978966protein_codingNA c.-216delC NA NA NA NA 111
Chr06 12335161 AC A Chr06_12335161_AC_AAC_A INDEL 11976.59 18 14 14 14 12 17 24 15 20 21 8 7 7 8 18 14 14 14 12 17 24 15 20 21 8 7 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_19300Pp3c6_19300transcript PAC:32976335protein_codingNA c.*3571delG NA NA NA NA 3571
Chr06 12335161 AC A Chr06_12335161_AC_AAC_A INDEL 11976.59 18 14 14 14 12 17 24 15 20 21 8 7 7 8 18 14 14 14 12 17 24 15 20 21 8 7 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_19270-Pp3c6_19290Pp3c6_19270-Pp3c6_19290intergenic_regionPp3c6_19270-Pp3c6_19290NA NA n.12335162delCNA NA NA NA NA
Chr06 12558056 G T Chr06_12558056_G_TG_T SNP 5569.29 0 0 0 30 20 24 19 28 0 0 0 0 0 0 28 14 15 30 20 24 19 28 21 32 12 25 12 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_19640-Pp3c6_19679Pp3c6_19640-Pp3c6_19679intergenic_regionPp3c6_19640-Pp3c6_19679NA NA n.12558056G>TNA NA NA NA NA
Chr06 12582805 A AT Chr06_12582805_A_ATA_AT INDEL 15210.59 33 13 21 21 26 30 29 23 20 36 24 18 16 15 33 13 21 21 26 30 29 23 20 36 24 18 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_19640-Pp3c6_19679Pp3c6_19640-Pp3c6_19679intergenic_regionPp3c6_19640-Pp3c6_19679NA NA n.12582805_12582806insTNA NA NA NA NA
Chr06 12707228 A AT Chr06_12707228_A_ATA_AT INDEL 16058.59 26 16 13 34 15 14 34 27 18 22 14 15 11 6 26 16 13 34 15 14 34 27 18 22 14 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c6_19960Pp3c6_19960transcript PAC:32978680protein_coding août-15 c.1462dupT p.Ser488fs 1463/2583 1463/2583 488/860 NA
Chr06 12707228 A AT Chr06_12707228_A_ATA_AT INDEL 16058.59 26 16 13 34 15 14 34 27 18 22 14 15 11 6 26 16 13 34 15 14 34 27 18 22 14 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c6_19960Pp3c6_19960transcript PAC:32978681protein_coding août-15 c.1462dupT p.Ser488fs 1602/4084 1463/2583 488/860 NA
Chr06 12707228 A AT Chr06_12707228_A_ATA_AT INDEL 16058.59 26 16 13 34 15 14 34 27 18 22 14 15 11 6 26 16 13 34 15 14 34 27 18 22 14 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_19950Pp3c6_19950transcript PAC:32975353protein_codingNA c.-3292dupA NA NA NA NA 3283
Chr06 12707228 A AT Chr06_12707228_A_ATA_AT INDEL 16058.59 26 16 13 34 15 14 34 27 18 22 14 15 11 6 26 16 13 34 15 14 34 27 18 22 14 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_19970Pp3c6_19970transcript PAC:32977327protein_codingNA c.-3878_-3877insTNA NA NA NA 3094
Chr06 12707228 A AT Chr06_12707228_A_ATA_AT INDEL 16058.59 26 16 13 34 15 14 34 27 18 22 14 15 11 6 26 16 13 34 15 14 34 27 18 22 14 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_19970Pp3c6_19970transcript PAC:32977328protein_codingNA c.-3878_-3877insTNA NA NA NA 3675
Chr06 12757191 G A Chr06_12757191_G_AG_A SNP 14516.63 18 10 9 15 13 15 18 15 19 15 20 24 8 20 18 10 9 15 13 15 18 15 19 15 20 24 8 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_20080Pp3c6_20080transcript PAC:32976320protein_codingNA c.-3865C>T NA NA NA NA 2399
Chr06 12757191 G A Chr06_12757191_G_AG_A SNP 14516.63 18 10 9 15 13 15 18 15 19 15 20 24 8 20 18 10 9 15 13 15 18 15 19 15 20 24 8 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_20080Pp3c6_20080transcript PAC:32976321protein_codingNA c.-3865C>T NA NA NA NA 2526
Chr06 12757191 G A Chr06_12757191_G_AG_A SNP 14516.63 18 10 9 15 13 15 18 15 19 15 20 24 8 20 18 10 9 15 13 15 18 15 19 15 20 24 8 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_20080Pp3c6_20080transcript PAC:32976322protein_codingNA c.-1401C>T NA NA NA NA 1401
Chr06 12757191 G A Chr06_12757191_G_AG_A SNP 14516.63 18 10 9 15 13 15 18 15 19 15 20 24 8 20 18 10 9 15 13 15 18 15 19 15 20 24 8 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_20100Pp3c6_20100transcript PAC:32977688protein_coding 01-janv c.52-91G>A NA NA NA NA NA
Chr06 12823010 G GAT Chr06_12823010_G_GATG_GAT INDEL 1341.35 22 13 4 1 0 0 0 0 0 1 0 2 0 0 22 13 4 16 13 17 24 11 9 11 11 10 8 10 1 1 1 0 0 0 0 0 0 0 0 0.2 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c6_20180Pp3c6_20180transcript PAC:32975856protein_codingNA c.*2975_*2976insATNA NA NA NA 2250
Chr06 12823010 G GAT Chr06_12823010_G_GATG_GAT INDEL 1341.35 22 13 4 1 0 0 0 0 0 1 0 2 0 0 22 13 4 16 13 17 24 11 9 11 11 10 8 10 1 1 1 0 0 0 0 0 0 0 0 0.2 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c6_20190Pp3c6_20190transcript PAC:32975929protein_codingNA c.*1623_*1624insATNA NA NA NA 1443
Chr06 12823010 G GAT Chr06_12823010_G_GATG_GAT INDEL 1341.35 22 13 4 1 0 0 0 0 0 1 0 2 0 0 22 13 4 16 13 17 24 11 9 11 11 10 8 10 1 1 1 0 0 0 0 0 0 0 0 0.2 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c6_20180Pp3c6_20180transcript PAC:32975857protein_codingNA c.*2975_*2976insATNA NA NA NA 2145
Chr06 12823010 G GAT Chr06_12823010_G_GATG_GAT INDEL 1341.35 22 13 4 1 0 0 0 0 0 1 0 2 0 0 22 13 4 16 13 17 24 11 9 11 11 10 8 10 1 1 1 0 0 0 0 0 0 0 0 0.2 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c6_20190Pp3c6_20190transcript PAC:32975930protein_codingNA c.*1623_*1624insATNA NA NA NA 1472
Chr06 12823010 G GAT Chr06_12823010_G_GATG_GAT INDEL 1341.35 22 13 4 1 0 0 0 0 0 1 0 2 0 0 22 13 4 16 13 17 24 11 9 11 11 10 8 10 1 1 1 0 0 0 0 0 0 0 0 0.2 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c6_20190Pp3c6_20190transcript PAC:32975931protein_codingNA c.*1623_*1624insATNA NA NA NA 1472
Chr06 12823010 G GAT Chr06_12823010_G_GATG_GAT INDEL 1341.35 22 13 4 1 0 0 0 0 0 1 0 2 0 0 22 13 4 16 13 17 24 11 9 11 11 10 8 10 1 1 1 0 0 0 0 0 0 0 0 0.2 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c6_20190Pp3c6_20190transcript PAC:32975932protein_codingNA c.*2229_*2230insATNA NA NA NA 1472
Chr06 12823010 G GAT Chr06_12823010_G_GATG_GAT INDEL 1341.35 22 13 4 1 0 0 0 0 0 1 0 2 0 0 22 13 4 16 13 17 24 11 9 11 11 10 8 10 1 1 1 0 0 0 0 0 0 0 0 0.2 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c6_20180-Pp3c6_20190Pp3c6_20180-Pp3c6_20190intergenic_regionPp3c6_20180-Pp3c6_20190NA NA n.12823010_12823011insATNA NA NA NA NA
Chr06 12867252 A T Chr06_12867252_A_TA_T SNP 17363.63 26 15 17 18 19 26 26 23 19 13 9 16 6 11 26 15 17 18 19 26 26 23 19 13 9 16 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_20190-Pp3c6_20220Pp3c6_20190-Pp3c6_20220intergenic_regionPp3c6_20190-Pp3c6_20220NA NA n.12867252A>TNA NA NA NA NA
Chr06 12879842 GT G Chr06_12879842_GT_GGT_G INDEL 18812.59 25 18 20 24 21 28 18 17 26 18 12 9 15 13 25 18 20 24 21 28 18 17 26 18 12 9 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_20190-Pp3c6_20220Pp3c6_20190-Pp3c6_20220intergenic_regionPp3c6_20190-Pp3c6_20220NA NA n.12879843delTNA NA NA NA NA
Chr06 12879846 CT C Chr06_12879846_CT_CCT_C INDEL 18894.59 25 19 20 24 21 30 19 16 26 18 12 11 16 13 25 19 20 24 21 30 19 16 26 18 12 11 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_20190-Pp3c6_20220Pp3c6_20190-Pp3c6_20220intergenic_regionPp3c6_20190-Pp3c6_20220NA NA n.12879847delTNA NA NA NA NA
Chr06 12938718 AT A Chr06_12938718_AT_AAT_A INDEL 19183.59 30 16 20 25 28 28 27 18 27 40 17 16 13 10 30 16 20 25 28 28 27 18 27 40 17 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976443protein_codingNA c.*4917delT NA NA NA NA 4463
Chr06 12938718 AT A Chr06_12938718_AT_AAT_A INDEL 19183.59 30 16 20 25 28 28 27 18 27 40 17 16 13 10 30 16 20 25 28 28 27 18 27 40 17 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976448protein_codingNA c.*4917delT NA NA NA NA 4518
Chr06 12938718 AT A Chr06_12938718_AT_AAT_A INDEL 19183.59 30 16 20 25 28 28 27 18 27 40 17 16 13 10 30 16 20 25 28 28 27 18 27 40 17 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976447protein_codingNA c.*4917delT NA NA NA NA 4518
Chr06 12938718 AT A Chr06_12938718_AT_AAT_A INDEL 19183.59 30 16 20 25 28 28 27 18 27 40 17 16 13 10 30 16 20 25 28 28 27 18 27 40 17 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976444protein_codingNA c.*4917delT NA NA NA NA 4514
Chr06 12938718 AT A Chr06_12938718_AT_AAT_A INDEL 19183.59 30 16 20 25 28 28 27 18 27 40 17 16 13 10 30 16 20 25 28 28 27 18 27 40 17 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976449protein_codingNA c.*4917delT NA NA NA NA 4462
Chr06 12938718 AT A Chr06_12938718_AT_AAT_A INDEL 19183.59 30 16 20 25 28 28 27 18 27 40 17 16 13 10 30 16 20 25 28 28 27 18 27 40 17 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976445protein_codingNA c.*4917delT NA NA NA NA 4518
Chr06 12938718 AT A Chr06_12938718_AT_AAT_A INDEL 19183.59 30 16 20 25 28 28 27 18 27 40 17 16 13 10 30 16 20 25 28 28 27 18 27 40 17 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976446protein_codingNA c.*4917delT NA NA NA NA 4518
Chr06 12938718 AT A Chr06_12938718_AT_AAT_A INDEL 19183.59 30 16 20 25 28 28 27 18 27 40 17 16 13 10 30 16 20 25 28 28 27 18 27 40 17 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_20290-Pp3c6_20300Pp3c6_20290-Pp3c6_20300intergenic_regionPp3c6_20290-Pp3c6_20300NA NA n.12938719delTNA NA NA NA NA
Chr06 12938854 T A Chr06_12938854_T_AT_A SNP 19853.63 28 21 20 28 25 28 30 21 23 30 18 15 18 4 28 21 20 28 25 28 30 21 23 30 18 15 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976443protein_codingNA c.*5052T>A NA NA NA NA 4598
Chr06 12938854 T A Chr06_12938854_T_AT_A SNP 19853.63 28 21 20 28 25 28 30 21 23 30 18 15 18 4 28 21 20 28 25 28 30 21 23 30 18 15 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976448protein_codingNA c.*5052T>A NA NA NA NA 4653
Chr06 12938854 T A Chr06_12938854_T_AT_A SNP 19853.63 28 21 20 28 25 28 30 21 23 30 18 15 18 4 28 21 20 28 25 28 30 21 23 30 18 15 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976447protein_codingNA c.*5052T>A NA NA NA NA 4653
Chr06 12938854 T A Chr06_12938854_T_AT_A SNP 19853.63 28 21 20 28 25 28 30 21 23 30 18 15 18 4 28 21 20 28 25 28 30 21 23 30 18 15 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976444protein_codingNA c.*5052T>A NA NA NA NA 4649
Chr06 12938854 T A Chr06_12938854_T_AT_A SNP 19853.63 28 21 20 28 25 28 30 21 23 30 18 15 18 4 28 21 20 28 25 28 30 21 23 30 18 15 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976449protein_codingNA c.*5052T>A NA NA NA NA 4597
Chr06 12938854 T A Chr06_12938854_T_AT_A SNP 19853.63 28 21 20 28 25 28 30 21 23 30 18 15 18 4 28 21 20 28 25 28 30 21 23 30 18 15 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976445protein_codingNA c.*5052T>A NA NA NA NA 4653
Chr06 12938854 T A Chr06_12938854_T_AT_A SNP 19853.63 28 21 20 28 25 28 30 21 23 30 18 15 18 4 28 21 20 28 25 28 30 21 23 30 18 15 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_20290Pp3c6_20290transcript PAC:32976446protein_codingNA c.*5052T>A NA NA NA NA 4653
Chr06 12938854 T A Chr06_12938854_T_AT_A SNP 19853.63 28 21 20 28 25 28 30 21 23 30 18 15 18 4 28 21 20 28 25 28 30 21 23 30 18 15 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_20290-Pp3c6_20300Pp3c6_20290-Pp3c6_20300intergenic_regionPp3c6_20290-Pp3c6_20300NA NA n.12938854T>ANA NA NA NA NA
Chr06 13056533 T C Chr06_13056533_T_CT_C SNP 18100.63 31 20 26 27 14 26 29 17 17 31 20 22 10 6 31 20 26 27 14 26 29 17 17 31 20 22 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_20570Pp3c6_20570transcript PAC:32976846protein_codingNA c.-4509A>G NA NA NA NA 4509
Chr06 13056533 T C Chr06_13056533_T_CT_C SNP 18100.63 31 20 26 27 14 26 29 17 17 31 20 22 10 6 31 20 26 27 14 26 29 17 17 31 20 22 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_20590Pp3c6_20590transcript PAC:32976678protein_codingNA c.-711T>C NA NA NA NA 711
Chr06 13056533 T C Chr06_13056533_T_CT_C SNP 18100.63 31 20 26 27 14 26 29 17 17 31 20 22 10 6 31 20 26 27 14 26 29 17 17 31 20 22 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_20570-Pp3c6_20590Pp3c6_20570-Pp3c6_20590intergenic_regionPp3c6_20570-Pp3c6_20590NA NA n.13056533T>CNA NA NA NA NA
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977445protein_codingNA c.-3938_-3937insATNA NA NA NA 1590
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977447protein_codingNA c.-3938_-3937insATNA NA NA NA 1590
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977448protein_codingNA c.-3938_-3937insATNA NA NA NA 1590
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977446protein_codingNA c.-3938_-3937insATNA NA NA NA 1590
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977449protein_codingNA c.-3938_-3937insATNA NA NA NA 1590
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977450protein_codingNA c.-3938_-3937insATNA NA NA NA 1590
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977451protein_codingNA c.-3938_-3937insATNA NA NA NA 1590
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977452protein_codingNA c.-3938_-3937insATNA NA NA NA 1590
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977453protein_codingNA c.-3938_-3937insATNA NA NA NA 1590
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977454protein_codingNA c.-3938_-3937insATNA NA NA NA 1590
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977455protein_codingNA c.-3938_-3937insATNA NA NA NA 1590
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c6_20660Pp3c6_20660transcript PAC:32977456protein_codingNA c.-3938_-3937insATNA NA NA NA 2514
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_20640Pp3c6_20640transcript PAC:32977940protein_codingNA c.*6084_*6085insATNA NA NA NA 4730
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_20680Pp3c6_20680transcript PAC:32975696protein_codingNA c.*4063_*4064insATNA NA NA NA 3326
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_20680Pp3c6_20680transcript PAC:32975698protein_codingNA c.*4063_*4064insATNA NA NA NA 3294
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c6_20680Pp3c6_20680transcript PAC:32975697protein_codingNA c.*4063_*4064insATNA NA NA NA 3294
Chr06 13085980 A AAT Chr06_13085980_A_AATA_AAT INDEL 1426.35 24 6 14 0 0 0 0 0 0 0 0 0 0 1 24 6 14 18 11 27 24 19 14 14 8 10 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c6_20660-Pp3c6_20680Pp3c6_20660-Pp3c6_20680intergenic_regionPp3c6_20660-Pp3c6_20680NA NA n.13085980_13085981insATNA NA NA NA NA
Chr06 13097965 G GA Chr06_13097965_G_GAG_GA INDEL 14971.59 20 14 9 25 18 19 21 18 18 19 9 19 14 10 20 14 9 25 18 19 21 18 18 19 9 19 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c6_20690Pp3c6_20690transcript PAC:32976711protein_coding 06-oct c.1267dupT p.Ser423fs 1267/2631 1267/2631 423/876 NA
Chr06 13097965 G GA Chr06_13097965_G_GAG_GA INDEL 14971.59 20 14 9 25 18 19 21 18 18 19 9 19 14 10 20 14 9 25 18 19 21 18 18 19 9 19 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c6_20690Pp3c6_20690transcript PAC:32976712protein_coding 06-oct c.1192dupT p.Ser398fs 1192/2556 1192/2556 398/851 NA
Chr06 13097965 G GA Chr06_13097965_G_GAG_GA INDEL 14971.59 20 14 9 25 18 19 21 18 18 19 9 19 14 10 20 14 9 25 18 19 21 18 18 19 9 19 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_20680Pp3c6_20680transcript PAC:32975696protein_codingNA c.-4248dupT NA NA NA NA 4066
Chr06 13097965 G GA Chr06_13097965_G_GAG_GA INDEL 14971.59 20 14 9 25 18 19 21 18 18 19 9 19 14 10 20 14 9 25 18 19 21 18 18 19 9 19 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_20680Pp3c6_20680transcript PAC:32975698protein_codingNA c.-4701dupT NA NA NA NA 4413
Chr06 13097965 G GA Chr06_13097965_G_GAG_GA INDEL 14971.59 20 14 9 25 18 19 21 18 18 19 9 19 14 10 20 14 9 25 18 19 21 18 18 19 9 19 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_20680Pp3c6_20680transcript PAC:32975697protein_codingNA c.-4248dupT NA NA NA NA 4082
Chr06 13191055 G T Chr06_13191055_G_TG_T SNP 19146.63 39 18 10 33 28 18 28 23 13 17 15 13 15 10 39 18 10 33 28 18 28 23 13 17 15 13 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_20771-Pp3c6_20800Pp3c6_20771-Pp3c6_20800intergenic_regionPp3c6_20771-Pp3c6_20800NA NA n.13191055G>TNA NA NA NA NA
Chr06 13248293 AAT A Chr06_13248293_AAT_AAAT_A INDEL 13070.59 31 17 14 21 11 37 25 24 20 17 15 4 6 5 31 17 16 22 11 37 25 24 20 18 15 4 6 5 1 1 0.875 0.955 1 1 1 1 1 0.944 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_20930Pp3c6_20930transcript PAC:32975397protein_codingNA c.-3967_-3966delATNA NA NA NA 3922
Chr06 13248293 AAT A Chr06_13248293_AAT_AAAT_A INDEL 13070.59 31 17 14 21 11 37 25 24 20 17 15 4 6 5 31 17 16 22 11 37 25 24 20 18 15 4 6 5 1 1 0.875 0.955 1 1 1 1 1 0.944 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_20930Pp3c6_20930transcript PAC:32975398protein_codingNA c.-4347_-4346delATNA NA NA NA 4347
Chr06 13248293 AAT A Chr06_13248293_AAT_AAAT_A INDEL 13070.59 31 17 14 21 11 37 25 24 20 17 15 4 6 5 31 17 16 22 11 37 25 24 20 18 15 4 6 5 1 1 0.875 0.955 1 1 1 1 1 0.944 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_20830-Pp3c6_20930Pp3c6_20830-Pp3c6_20930intergenic_regionPp3c6_20830-Pp3c6_20930NA NA n.13248294_13248295delATNA NA NA NA NA
Chr06 13454630 TTA T Chr06_13454630_TTA_TTTA_T INDEL 1471.93 0 0 0 0 1 1 1 0 8 13 8 9 4 4 15 15 10 10 15 23 22 12 8 13 9 9 4 4 0 0 0 0 0 0 0 0 1 1 0.889 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_21270Pp3c6_21270transcript PAC:32976983protein_codingNA c.-171_-170delTANA NA NA NA 170
Chr06 13454630 TTA T Chr06_13454630_TTA_TTTA_T INDEL 1471.93 0 0 0 0 1 1 1 0 8 13 8 9 4 4 15 15 10 10 15 23 22 12 8 13 9 9 4 4 0 0 0 0 0 0 0 0 1 1 0.889 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_21270Pp3c6_21270transcript PAC:32976984protein_codingNA c.-171_-170delTANA NA NA NA 118
Chr06 13454630 TTA T Chr06_13454630_TTA_TTTA_T INDEL 1471.93 0 0 0 0 1 1 1 0 8 13 8 9 4 4 15 15 10 10 15 23 22 12 8 13 9 9 4 4 0 0 0 0 0 0 0 0 1 1 0.889 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_21270-Pp3c6_21290Pp3c6_21270-Pp3c6_21290intergenic_regionPp3c6_21270-Pp3c6_21290NA NA n.13454631_13454632delTANA NA NA NA NA
Chr06 13467772 C CT Chr06_13467772_C_CTC_CT INDEL 16404.59 21 16 11 32 19 41 23 22 19 33 14 22 13 9 21 16 11 32 19 41 23 22 19 33 14 22 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_21270-Pp3c6_21290Pp3c6_21270-Pp3c6_21290intergenic_regionPp3c6_21270-Pp3c6_21290NA NA n.13467772_13467773insTNA NA NA NA NA
Chr06 13482256 C CA Chr06_13482256_C_CAC_CA INDEL 8734.59 16 4 5 14 14 12 12 11 8 13 17 10 4 5 16 4 5 14 14 12 12 11 8 13 17 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_21290Pp3c6_21290transcript PAC:32977127protein_coding 01-mars c.-164dupA NA NA NA NA 558
Chr06 13482256 C CA Chr06_13482256_C_CAC_CA INDEL 8734.59 16 4 5 14 14 12 12 11 8 13 17 10 4 5 16 4 5 14 14 12 12 11 8 13 17 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_21290Pp3c6_21290transcript PAC:32977126protein_coding 01-janv c.123+149dupANA NA NA NA NA
Chr06 13787404 G A Chr06_13787404_G_AG_A SNP 3758.98 0 0 0 0 0 0 0 0 21 16 15 14 9 9 19 15 11 19 19 23 36 21 21 16 15 14 9 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_21550-Pp3c6_21628Pp3c6_21550-Pp3c6_21628intergenic_regionPp3c6_21550-Pp3c6_21628NA NA n.13787404G>ANA NA NA NA NA
Chr06 13787533 T C Chr06_13787533_T_CT_C SNP 10922.63 19 8 5 10 13 23 19 12 17 15 7 10 8 8 19 8 5 10 14 24 19 12 18 15 7 10 8 8 1 1 1 1 0.929 0.958 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_21550-Pp3c6_21628Pp3c6_21550-Pp3c6_21628intergenic_regionPp3c6_21550-Pp3c6_21628NA NA n.13787533T>CNA NA NA NA NA
Chr06 13787534 C G Chr06_13787534_C_GC_G SNP 10996.63 19 8 5 10 13 23 19 12 16 14 7 10 8 8 19 8 5 10 14 24 19 12 17 14 7 10 8 8 1 1 1 1 0.929 0.958 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_21550-Pp3c6_21628Pp3c6_21550-Pp3c6_21628intergenic_regionPp3c6_21550-Pp3c6_21628NA NA n.13787534C>GNA NA NA NA NA
Chr06 13787536 CCA C Chr06_13787536_CCA_CCCA_C INDEL 10982.59 19 8 5 10 13 23 19 12 16 14 7 10 8 7 19 8 6 10 14 24 20 12 17 14 7 10 8 7 1 1 0.833 1 0.929 0.958 0.95 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_21550-Pp3c6_21628Pp3c6_21550-Pp3c6_21628intergenic_regionPp3c6_21550-Pp3c6_21628NA NA n.13787537_13787538delCANA NA NA NA NA
Chr06 13787542 A ACGG Chr06_13787542_A_ACGGA_ACGG INDEL 10966.59 17 7 5 9 14 23 21 12 15 14 7 10 8 7 17 7 6 9 15 24 22 12 16 14 7 10 8 7 1 1 0.833 1 0.933 0.958 0.955 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_21550-Pp3c6_21628Pp3c6_21550-Pp3c6_21628intergenic_regionPp3c6_21550-Pp3c6_21628NA NA n.13787542_13787543insCGGNA NA NA NA NA
Chr06 13806875 C CAT Chr06_13806875_C_CATC_CAT INDEL 2356.24 3 1 1 17 7 14 31 12 2 1 1 1 0 0 22 5 9 17 7 14 31 12 18 9 8 12 8 5 0.136 0 0 1 1 1 1 1 0.111 0 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c6_21630Pp3c6_21630transcript PAC:32975320protein_codingNA c.*4243_*4244insATNA NA NA NA 4185
Chr06 13806875 C CAT Chr06_13806875_C_CATC_CAT INDEL 2356.24 3 1 1 17 7 14 31 12 2 1 1 1 0 0 22 5 9 17 7 14 31 12 18 9 8 12 8 5 0.136 0 0 1 1 1 1 1 0.111 0 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c6_21630Pp3c6_21630transcript PAC:32975321protein_codingNA c.*4243_*4244insATNA NA NA NA 4244
Chr06 13806875 C CAT Chr06_13806875_C_CATC_CAT INDEL 2356.24 3 1 1 17 7 14 31 12 2 1 1 1 0 0 22 5 9 17 7 14 31 12 18 9 8 12 8 5 0.136 0 0 1 1 1 1 1 0.111 0 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c6_21630-Pp3c6_21650Pp3c6_21630-Pp3c6_21650intergenic_regionPp3c6_21630-Pp3c6_21650NA NA n.13806875_13806876insATNA NA NA NA NA
Chr06 13871113 C A Chr06_13871113_C_AC_A SNP 9447.63 11 10 6 17 14 22 15 18 7 16 11 11 4 4 11 10 6 17 14 22 15 18 7 16 11 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_21650-Pp3c6_21750Pp3c6_21650-Pp3c6_21750intergenic_regionPp3c6_21650-Pp3c6_21750NA NA n.13871113C>ANA NA NA NA NA
Chr06 13969869 A AAT Chr06_13969869_A_AATA_AAT INDEL 740.35 10 9 11 1 0 0 0 1 0 0 0 1 0 0 12 9 11 13 7 14 8 15 8 11 7 6 7 7 0.833 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c6_21870-Pp3c6_21940Pp3c6_21870-Pp3c6_21940intergenic_regionPp3c6_21870-Pp3c6_21940NA NA n.13969869_13969870insATNA NA NA NA NA
Chr06 14108669 C T Chr06_14108669_C_TC_T SNP 15603.63 16 13 10 25 15 22 25 24 20 22 11 11 10 8 16 13 10 25 15 22 25 24 20 22 11 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_21970Pp3c6_21970transcript PAC:32978686protein_codingNA c.-3433C>T NA NA NA NA 3383
Chr06 14108669 C T Chr06_14108669_C_TC_T SNP 15603.63 16 13 10 25 15 22 25 24 20 22 11 11 10 8 16 13 10 25 15 22 25 24 20 22 11 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_21970Pp3c6_21970transcript PAC:32978687protein_codingNA c.-3649C>T NA NA NA NA 3649
Chr06 14108669 C T Chr06_14108669_C_TC_T SNP 15603.63 16 13 10 25 15 22 25 24 20 22 11 11 10 8 16 13 10 25 15 22 25 24 20 22 11 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_21940-Pp3c6_21970Pp3c6_21940-Pp3c6_21970intergenic_regionPp3c6_21940-Pp3c6_21970NA NA n.14108669C>TNA NA NA NA NA
Chr06 14137881 GTA G Chr06_14137881_GTA_GGTA_G INDEL 10793.59 33 14 11 18 28 17 32 34 11 12 12 10 4 4 34 14 11 18 28 18 32 35 11 12 12 10 4 4 0.971 1 1 1 1 0.944 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_22030Pp3c6_22030transcript PAC:32976968protein_codingNA c.-6938_-6937delTANA NA NA NA 3281
Chr06 14137881 GTA G Chr06_14137881_GTA_GGTA_G INDEL 10793.59 33 14 11 18 28 17 32 34 11 12 12 10 4 4 34 14 11 18 28 18 32 35 11 12 12 10 4 4 0.971 1 1 1 1 0.944 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_22030Pp3c6_22030transcript PAC:32976969protein_codingNA c.-6938_-6937delTANA NA NA NA 2776
Chr06 14137881 GTA G Chr06_14137881_GTA_GGTA_G INDEL 10793.59 33 14 11 18 28 17 32 34 11 12 12 10 4 4 34 14 11 18 28 18 32 35 11 12 12 10 4 4 0.971 1 1 1 1 0.944 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_22070Pp3c6_22070transcript PAC:32978969protein_codingNA c.*2892_*2893delTANA NA NA NA 2613
Chr06 14137881 GTA G Chr06_14137881_GTA_GGTA_G INDEL 10793.59 33 14 11 18 28 17 32 34 11 12 12 10 4 4 34 14 11 18 28 18 32 35 11 12 12 10 4 4 0.971 1 1 1 1 0.944 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_22070Pp3c6_22070transcript PAC:32978970protein_codingNA c.*2892_*2893delTANA NA NA NA 2893
Chr06 14137881 GTA G Chr06_14137881_GTA_GGTA_G INDEL 10793.59 33 14 11 18 28 17 32 34 11 12 12 10 4 4 34 14 11 18 28 18 32 35 11 12 12 10 4 4 0.971 1 1 1 1 0.944 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_22030-Pp3c6_22070Pp3c6_22030-Pp3c6_22070intergenic_regionPp3c6_22030-Pp3c6_22070NA NA n.14137882_14137883delTANA NA NA NA NA
Chr06 14222713 G A Chr06_14222713_G_AG_A SNP 5613.29 0 0 0 29 14 17 36 20 0 0 0 0 0 0 27 17 15 29 14 17 36 20 22 25 5 11 8 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_22140-Pp3c6_22180Pp3c6_22140-Pp3c6_22180intergenic_regionPp3c6_22140-Pp3c6_22180NA NA n.14222713G>ANA NA NA NA NA
Chr06 14339066 G GT Chr06_14339066_G_GTG_GT INDEL 16267.59 31 11 18 18 17 23 41 23 24 26 11 22 15 11 31 11 18 18 17 23 41 23 24 26 11 22 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_22340-Pp3c6_22390Pp3c6_22340-Pp3c6_22390intergenic_regionPp3c6_22340-Pp3c6_22390NA NA n.14339066_14339067insTNA NA NA NA NA
Chr06 14369755 G A Chr06_14369755_G_AG_A SNP 14379.63 20 13 13 16 11 24 35 16 21 17 11 12 10 12 20 14 13 17 11 26 36 16 22 17 12 12 10 12 1 0.929 1 0.941 1 0.923 0.972 1 0.955 1 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_22440Pp3c6_22440transcript PAC:32977304protein_codingNA c.-2907G>A NA NA NA NA 2907
Chr06 14369755 G A Chr06_14369755_G_AG_A SNP 14379.63 20 13 13 16 11 24 35 16 21 17 11 12 10 12 20 14 13 17 11 26 36 16 22 17 12 12 10 12 1 0.929 1 0.941 1 0.923 0.972 1 0.955 1 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_22440Pp3c6_22440transcript PAC:32977305protein_codingNA c.-2907G>A NA NA NA NA 2209
Chr06 14369755 G A Chr06_14369755_G_AG_A SNP 14379.63 20 13 13 16 11 24 35 16 21 17 11 12 10 12 20 14 13 17 11 26 36 16 22 17 12 12 10 12 1 0.929 1 0.941 1 0.923 0.972 1 0.955 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_22450Pp3c6_22450transcript PAC:32975562protein_codingNA c.*3980C>T NA NA NA NA 3655
Chr06 14369755 G A Chr06_14369755_G_AG_A SNP 14379.63 20 13 13 16 11 24 35 16 21 17 11 12 10 12 20 14 13 17 11 26 36 16 22 17 12 12 10 12 1 0.929 1 0.941 1 0.923 0.972 1 0.955 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_22450Pp3c6_22450transcript PAC:32975563protein_codingNA c.*3980C>T NA NA NA NA 3980
Chr06 14369755 G A Chr06_14369755_G_AG_A SNP 14379.63 20 13 13 16 11 24 35 16 21 17 11 12 10 12 20 14 13 17 11 26 36 16 22 17 12 12 10 12 1 0.929 1 0.941 1 0.923 0.972 1 0.955 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_22390-Pp3c6_22440Pp3c6_22390-Pp3c6_22440intergenic_regionPp3c6_22390-Pp3c6_22440NA NA n.14369755G>ANA NA NA NA NA
Chr06 14489857 A ATG Chr06_14489857_A_ATGA_ATG INDEL 30993.59 44 17 28 42 37 56 63 32 35 29 13 23 18 10 44 17 28 42 37 56 63 32 35 29 13 23 18 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_22600-Pp3c6_22670Pp3c6_22600-Pp3c6_22670intergenic_regionPp3c6_22600-Pp3c6_22670NA NA n.14489857_14489858insTGNA NA NA NA NA
Chr06 14489860 GAA G Chr06_14489860_GAA_GGAA_G INDEL 31096.59 45 17 29 44 38 57 63 30 35 29 13 23 18 10 45 17 29 44 38 57 63 30 35 29 13 23 18 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_22600-Pp3c6_22670Pp3c6_22600-Pp3c6_22670intergenic_regionPp3c6_22600-Pp3c6_22670NA NA n.14489861_14489862delAANA NA NA NA NA
Chr06 14762240 G GTA Chr06_14762240_G_GTAG_GTA INDEL 268.37 0 0 11 1 0 2 1 0 2 1 0 1 0 0 12 14 11 15 12 25 22 10 8 12 11 7 11 7 0 0 1 0 0 0.08 0 0 0.25 0 0 0 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c6_22940Pp3c6_22940transcript PAC:32978595protein_codingNA c.-3526_-3525insTANA NA NA NA 2851
Chr06 14762240 G GTA Chr06_14762240_G_GTAG_GTA INDEL 268.37 0 0 11 1 0 2 1 0 2 1 0 1 0 0 12 14 11 15 12 25 22 10 8 12 11 7 11 7 0 0 1 0 0 0.08 0 0 0.25 0 0 0 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c6_22940Pp3c6_22940transcript PAC:32978598protein_codingNA c.-3526_-3525insTANA NA NA NA 2867
Chr06 14762240 G GTA Chr06_14762240_G_GTAG_GTA INDEL 268.37 0 0 11 1 0 2 1 0 2 1 0 1 0 0 12 14 11 15 12 25 22 10 8 12 11 7 11 7 0 0 1 0 0 0.08 0 0 0.25 0 0 0 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c6_22940Pp3c6_22940transcript PAC:32978596protein_codingNA c.-3526_-3525insTANA NA NA NA 2880
Chr06 14762240 G GTA Chr06_14762240_G_GTAG_GTA INDEL 268.37 0 0 11 1 0 2 1 0 2 1 0 1 0 0 12 14 11 15 12 25 22 10 8 12 11 7 11 7 0 0 1 0 0 0.08 0 0 0.25 0 0 0 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c6_22940Pp3c6_22940transcript PAC:32978597protein_codingNA c.-3526_-3525insTANA NA NA NA 2880
Chr06 14762240 G GTA Chr06_14762240_G_GTAG_GTA INDEL 268.37 0 0 11 1 0 2 1 0 2 1 0 1 0 0 12 14 11 15 12 25 22 10 8 12 11 7 11 7 0 0 1 0 0 0.08 0 0 0.25 0 0 0 0 0 0 1 1 2 0 0 1 intergenic_regionMODIFIER Pp3c6_22940-Pp3c6_22980Pp3c6_22940-Pp3c6_22980intergenic_regionPp3c6_22940-Pp3c6_22980NA NA n.14762240_14762241insTANA NA NA NA NA
Chr06 14812001 A G Chr06_14812001_A_GA_G SNP 15658.63 31 8 10 23 18 26 22 23 16 12 14 18 6 5 31 8 10 23 18 26 22 23 16 12 14 18 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_22940-Pp3c6_22980Pp3c6_22940-Pp3c6_22980intergenic_regionPp3c6_22940-Pp3c6_22980NA NA n.14812001A>GNA NA NA NA NA
Chr06 14812029 T C Chr06_14812029_T_CT_C SNP 16469.63 32 9 9 20 15 24 33 23 12 10 16 18 8 5 32 9 9 20 15 24 33 23 12 10 16 18 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_22940-Pp3c6_22980Pp3c6_22940-Pp3c6_22980intergenic_regionPp3c6_22940-Pp3c6_22980NA NA n.14812029T>CNA NA NA NA NA
Chr06 14812052 C T Chr06_14812052_C_TC_T SNP 16427.63 30 10 11 14 14 28 37 21 10 7 16 19 9 5 30 10 11 14 14 28 37 21 10 7 16 19 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_22940-Pp3c6_22980Pp3c6_22940-Pp3c6_22980intergenic_regionPp3c6_22940-Pp3c6_22980NA NA n.14812052C>TNA NA NA NA NA
Chr06 14812087 T C Chr06_14812087_T_CT_C SNP 15329.63 25 12 12 18 12 30 30 22 10 8 16 15 10 6 25 12 12 18 12 30 30 22 10 8 16 15 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_22940-Pp3c6_22980Pp3c6_22940-Pp3c6_22980intergenic_regionPp3c6_22940-Pp3c6_22980NA NA n.14812087T>CNA NA NA NA NA
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978901protein_coding janv-14 c.-162T>G NA NA NA NA 162
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978903protein_coding janv-15 c.-162T>G NA NA NA NA 162
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978902protein_coding janv-14 c.-162T>G NA NA NA NA 162
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978905protein_coding janv-14 c.-162T>G NA NA NA NA 162
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978907protein_coding janv-14 c.-162T>G NA NA NA NA 162
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978911protein_coding janv-14 c.-908T>G NA NA NA NA 1757
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978904protein_coding janv-14 c.-162T>G NA NA NA NA 162
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978906protein_coding janv-14 c.-162T>G NA NA NA NA 162
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978908protein_coding janv-14 c.-923T>G NA NA NA NA 1192
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978909protein_coding janv-14 c.-923T>G NA NA NA NA 1192
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978910protein_coding janv-14 c.-923T>G NA NA NA NA 1192
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23038Pp3c6_23038transcript PAC:32975411protein_codingNA c.*1838T>G NA NA NA NA 1838
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976797protein_codingNA c.*4532T>G NA NA NA NA 3551
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976798protein_codingNA c.*4532T>G NA NA NA NA 3551
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976799protein_codingNA c.*4532T>G NA NA NA NA 3551
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976812protein_codingNA c.*4532T>G NA NA NA NA 3652
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976800protein_codingNA c.*4532T>G NA NA NA NA 3652
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976802protein_codingNA c.*4532T>G NA NA NA NA 3652
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976808protein_codingNA c.*4532T>G NA NA NA NA 3653
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976801protein_codingNA c.*4532T>G NA NA NA NA 3702
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976803protein_codingNA c.*4532T>G NA NA NA NA 3702
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976804protein_codingNA c.*4532T>G NA NA NA NA 3702
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976805protein_codingNA c.*4532T>G NA NA NA NA 3702
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976807protein_codingNA c.*4532T>G NA NA NA NA 3702
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976809protein_codingNA c.*4532T>G NA NA NA NA 3702
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976810protein_codingNA c.*4532T>G NA NA NA NA 3702
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976811protein_codingNA c.*4532T>G NA NA NA NA 3702
Chr06 14874311 A C Chr06_14874311_A_CA_C SNP 13456.63 21 10 15 20 15 13 26 18 14 9 5 13 13 8 21 10 15 20 15 13 26 18 14 9 5 13 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976806protein_codingNA c.*4532T>G NA NA NA NA 3702
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978901protein_codingNA c.-1054A>G NA NA NA NA 207
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978903protein_codingNA c.-1054A>G NA NA NA NA 198
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978902protein_codingNA c.-1054A>G NA NA NA NA 207
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978905protein_codingNA c.-1054A>G NA NA NA NA 207
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978907protein_codingNA c.-1054A>G NA NA NA NA 207
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978911protein_codingNA c.-2649A>G NA NA NA NA 207
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978904protein_codingNA c.-1054A>G NA NA NA NA 207
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978906protein_codingNA c.-1054A>G NA NA NA NA 207
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978908protein_codingNA c.-2084A>G NA NA NA NA 206
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978909protein_codingNA c.-2084A>G NA NA NA NA 206
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23030Pp3c6_23030transcript PAC:32978910protein_codingNA c.-2084A>G NA NA NA NA 206
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23038Pp3c6_23038transcript PAC:32975411protein_codingNA c.*946A>G NA NA NA NA 946
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976797protein_codingNA c.*3640A>G NA NA NA NA 2659
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976798protein_codingNA c.*3640A>G NA NA NA NA 2659
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976799protein_codingNA c.*3640A>G NA NA NA NA 2659
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976812protein_codingNA c.*3640A>G NA NA NA NA 2760
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976800protein_codingNA c.*3640A>G NA NA NA NA 2760
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976802protein_codingNA c.*3640A>G NA NA NA NA 2760
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976808protein_codingNA c.*3640A>G NA NA NA NA 2761
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976801protein_codingNA c.*3640A>G NA NA NA NA 2810
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976803protein_codingNA c.*3640A>G NA NA NA NA 2810
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976804protein_codingNA c.*3640A>G NA NA NA NA 2810
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976805protein_codingNA c.*3640A>G NA NA NA NA 2810
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976807protein_codingNA c.*3640A>G NA NA NA NA 2810
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976809protein_codingNA c.*3640A>G NA NA NA NA 2810
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976810protein_codingNA c.*3640A>G NA NA NA NA 2810
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976811protein_codingNA c.*3640A>G NA NA NA NA 2810
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23040Pp3c6_23040transcript PAC:32976806protein_codingNA c.*3640A>G NA NA NA NA 2810
Chr06 14875203 T C Chr06_14875203_T_CT_C SNP 9559.63 8 6 4 8 6 16 27 12 6 7 8 8 9 11 8 6 4 8 6 16 27 12 6 7 8 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_23030-Pp3c6_23038Pp3c6_23030-Pp3c6_23038intergenic_regionPp3c6_23030-Pp3c6_23038NA NA n.14875203T>CNA NA NA NA NA
Chr06 15101334 A AAT Chr06_15101334_A_AATA_AAT INDEL 1759.93 0 0 1 2 1 0 0 0 12 18 9 6 4 5 23 10 10 21 21 15 24 16 12 19 10 6 5 5 0 0 0 0.095 0 0 0 0 1 0.947 0.9 1 0.8 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c6_23250Pp3c6_23250transcript PAC:32976526protein_codingNA c.-4780_-4779insATNA NA NA NA 4780
Chr06 15101334 A AAT Chr06_15101334_A_AATA_AAT INDEL 1759.93 0 0 1 2 1 0 0 0 12 18 9 6 4 5 23 10 10 21 21 15 24 16 12 19 10 6 5 5 0 0 0 0.095 0 0 0 0 1 0.947 0.9 1 0.8 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c6_23270Pp3c6_23270transcript PAC:32975692protein_codingNA c.-3127_-3126insATNA NA NA NA 2930
Chr06 15101334 A AAT Chr06_15101334_A_AATA_AAT INDEL 1759.93 0 0 1 2 1 0 0 0 12 18 9 6 4 5 23 10 10 21 21 15 24 16 12 19 10 6 5 5 0 0 0 0.095 0 0 0 0 1 0.947 0.9 1 0.8 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c6_23280Pp3c6_23280transcript PAC:32977109protein_codingNA c.-4212_-4211insATNA NA NA NA 3545
Chr06 15101334 A AAT Chr06_15101334_A_AATA_AAT INDEL 1759.93 0 0 1 2 1 0 0 0 12 18 9 6 4 5 23 10 10 21 21 15 24 16 12 19 10 6 5 5 0 0 0 0.095 0 0 0 0 1 0.947 0.9 1 0.8 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c6_23270Pp3c6_23270transcript PAC:32975693protein_codingNA c.-3127_-3126insATNA NA NA NA 2886
Chr06 15101334 A AAT Chr06_15101334_A_AATA_AAT INDEL 1759.93 0 0 1 2 1 0 0 0 12 18 9 6 4 5 23 10 10 21 21 15 24 16 12 19 10 6 5 5 0 0 0 0.095 0 0 0 0 1 0.947 0.9 1 0.8 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c6_23280Pp3c6_23280transcript PAC:32977110protein_codingNA c.-4212_-4211insATNA NA NA NA 3915
Chr06 15101334 A AAT Chr06_15101334_A_AATA_AAT INDEL 1759.93 0 0 1 2 1 0 0 0 12 18 9 6 4 5 23 10 10 21 21 15 24 16 12 19 10 6 5 5 0 0 0 0.095 0 0 0 0 1 0.947 0.9 1 0.8 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c6_23270-Pp3c6_23280Pp3c6_23270-Pp3c6_23280intergenic_regionPp3c6_23270-Pp3c6_23280NA NA n.15101334_15101335insATNA NA NA NA NA
Chr06 15196371 A AAT Chr06_15196371_A_AATA_AAT INDEL 188.37 1 0 0 0 0 0 1 0 1 0 0 0 7 1 27 8 9 22 19 14 22 16 21 14 12 14 7 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c6_23420Pp3c6_23420transcript PAC:32975626protein_codingNA c.*1597_*1598insATNA NA NA NA 1026
Chr06 15196371 A AAT Chr06_15196371_A_AATA_AAT INDEL 188.37 1 0 0 0 0 0 1 0 1 0 0 0 7 1 27 8 9 22 19 14 22 16 21 14 12 14 7 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c6_23420Pp3c6_23420transcript PAC:32975628protein_codingNA c.*1597_*1598insATNA NA NA NA 1025
Chr06 15196371 A AAT Chr06_15196371_A_AATA_AAT INDEL 188.37 1 0 0 0 0 0 1 0 1 0 0 0 7 1 27 8 9 22 19 14 22 16 21 14 12 14 7 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c6_23420Pp3c6_23420transcript PAC:32975627protein_codingNA c.*1597_*1598insATNA NA NA NA 1026
Chr06 15196371 A AAT Chr06_15196371_A_AATA_AAT INDEL 188.37 1 0 0 0 0 0 1 0 1 0 0 0 7 1 27 8 9 22 19 14 22 16 21 14 12 14 7 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c6_23420Pp3c6_23420transcript PAC:32975629protein_codingNA c.*1597_*1598insATNA NA NA NA 1026
Chr06 15196371 A AAT Chr06_15196371_A_AATA_AAT INDEL 188.37 1 0 0 0 0 0 1 0 1 0 0 0 7 1 27 8 9 22 19 14 22 16 21 14 12 14 7 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c6_23420Pp3c6_23420transcript PAC:32975630protein_codingNA c.*1597_*1598insATNA NA NA NA 1026
Chr06 15196371 A AAT Chr06_15196371_A_AATA_AAT INDEL 188.37 1 0 0 0 0 0 1 0 1 0 0 0 7 1 27 8 9 22 19 14 22 16 21 14 12 14 7 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c6_23420Pp3c6_23420transcript PAC:32975631protein_codingNA c.*1597_*1598insATNA NA NA NA 1026
Chr06 15196371 A AAT Chr06_15196371_A_AATA_AAT INDEL 188.37 1 0 0 0 0 0 1 0 1 0 0 0 7 1 27 8 9 22 19 14 22 16 21 14 12 14 7 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c6_23420Pp3c6_23420transcript PAC:32975632protein_codingNA c.*1597_*1598insATNA NA NA NA 1026
Chr06 15196371 A AAT Chr06_15196371_A_AATA_AAT INDEL 188.37 1 0 0 0 0 0 1 0 1 0 0 0 7 1 27 8 9 22 19 14 22 16 21 14 12 14 7 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c6_23400-Pp3c6_23420Pp3c6_23400-Pp3c6_23420intergenic_regionPp3c6_23400-Pp3c6_23420NA NA n.15196371_15196372insATNA NA NA NA NA
Chr06 15341067 G GAT Chr06_15341067_G_GATG_GAT INDEL 6645.59 28 9 11 11 14 11 15 14 9 15 9 5 5 8 29 9 11 11 14 13 17 14 10 15 10 5 5 8 0.966 1 1 1 1 0.846 0.882 1 0.9 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_23570Pp3c6_23570transcript PAC:32977467protein_codingNA c.-1831_-1830insATNA NA NA NA 1830
Chr06 15341067 G GAT Chr06_15341067_G_GATG_GAT INDEL 6645.59 28 9 11 11 14 11 15 14 9 15 9 5 5 8 29 9 11 11 14 13 17 14 10 15 10 5 5 8 0.966 1 1 1 1 0.846 0.882 1 0.9 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_23571Pp3c6_23571transcript PAC:32978964protein_codingNA c.*2045_*2046insATNA NA NA NA 2045
Chr06 15341067 G GAT Chr06_15341067_G_GATG_GAT INDEL 6645.59 28 9 11 11 14 11 15 14 9 15 9 5 5 8 29 9 11 11 14 13 17 14 10 15 10 5 5 8 0.966 1 1 1 1 0.846 0.882 1 0.9 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_23550-Pp3c6_23570Pp3c6_23550-Pp3c6_23570intergenic_regionPp3c6_23550-Pp3c6_23570NA NA n.15341067_15341068insATNA NA NA NA NA
Chr06 15501475 C T Chr06_15501475_C_TC_T SNP 3832.98 0 0 0 0 0 0 0 0 27 27 13 15 5 9 35 16 19 24 23 24 26 19 27 28 13 15 5 9 0 0 0 0 0 0 0 0 1 0.964 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_23740-Pp3c6_23780Pp3c6_23740-Pp3c6_23780intergenic_regionPp3c6_23740-Pp3c6_23780NA NA n.15501475C>TNA NA NA NA NA



Chr06 15640121 T TC Chr06_15640121_T_TCT_TC INDEL 12968.59 24 13 13 20 20 22 32 20 10 21 8 9 6 8 24 13 13 20 20 22 32 20 10 21 8 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_23900-Pp3c6_23961Pp3c6_23900-Pp3c6_23961intergenic_regionPp3c6_23900-Pp3c6_23961NA NA n.15640121_15640122insCNA NA NA NA NA
Chr06 15688872 G A Chr06_15688872_G_AG_A SNP 1914.39 23 18 6 0 0 0 0 0 0 0 0 0 0 0 23 18 6 26 16 24 34 26 16 23 20 14 13 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c6_23975-Pp3c6_24071Pp3c6_23975-Pp3c6_24071intergenic_regionPp3c6_23975-Pp3c6_24071NA NA n.15688872G>ANA NA NA NA NA
Chr06 16332135 A AT Chr06_16332135_A_ATA_AT INDEL 11887.59 29 10 14 17 16 23 28 22 23 21 11 17 8 9 29 10 14 17 16 23 28 22 23 21 11 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_24810-Pp3c6_24870Pp3c6_24810-Pp3c6_24870intergenic_regionPp3c6_24810-Pp3c6_24870NA NA n.16332135_16332136insTNA NA NA NA NA
Chr06 16535016 G A Chr06_16535016_G_AG_A SNP 5620.29 0 0 0 21 16 21 30 21 0 0 0 0 0 0 38 14 13 21 16 21 30 21 10 20 12 22 13 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_25120-Pp3c6_25210Pp3c6_25120-Pp3c6_25210intergenic_regionPp3c6_25120-Pp3c6_25210NA NA n.16535016G>ANA NA NA NA NA
Chr06 16640762 C A Chr06_16640762_C_AC_A SNP 18021.63 26 14 19 23 16 17 29 21 25 19 17 20 11 10 27 14 19 23 16 17 29 21 25 19 17 20 11 10 0.963 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_25300-Pp3c6_25320Pp3c6_25300-Pp3c6_25320intergenic_regionPp3c6_25300-Pp3c6_25320NA NA n.16640762C>ANA NA NA NA NA
Chr06 16686573 A C Chr06_16686573_A_CA_C SNP 15097.63 19 14 14 18 21 28 30 23 14 17 8 11 7 8 19 14 14 18 21 28 30 23 14 17 8 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c6_25390Pp3c6_25390transcript PAC:32977792protein_coding 04-avr c.72T>G p.Ser24Ser 1170/3056 72/1218 24/405 NA
Chr06 16686573 A C Chr06_16686573_A_CA_C SNP 15097.63 19 14 14 18 21 28 30 23 14 17 8 11 7 8 19 14 14 18 21 28 30 23 14 17 8 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c6_25390Pp3c6_25390transcript PAC:32977799protein_coding 02-févr c.72T>G p.Ser24Ser 1403/3582 72/1218 24/405 NA
Chr06 16686573 A C Chr06_16686573_A_CA_C SNP 15097.63 19 14 14 18 21 28 30 23 14 17 8 11 7 8 19 14 14 18 21 28 30 23 14 17 8 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c6_25390Pp3c6_25390transcript PAC:32977795protein_coding 03-mars c.72T>G p.Ser24Ser 1275/3216 72/1218 24/405 NA
Chr06 16686573 A C Chr06_16686573_A_CA_C SNP 15097.63 19 14 14 18 21 28 30 23 14 17 8 11 7 8 19 14 14 18 21 28 30 23 14 17 8 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c6_25390Pp3c6_25390transcript PAC:32977796protein_coding 03-mars c.72T>G p.Ser24Ser 1280/3221 72/1218 24/405 NA
Chr06 16686573 A C Chr06_16686573_A_CA_C SNP 15097.63 19 14 14 18 21 28 30 23 14 17 8 11 7 8 19 14 14 18 21 28 30 23 14 17 8 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c6_25390Pp3c6_25390transcript PAC:32977797protein_coding 02-févr c.72T>G p.Ser24Ser 1381/3322 72/1218 24/405 NA
Chr06 16686573 A C Chr06_16686573_A_CA_C SNP 15097.63 19 14 14 18 21 28 30 23 14 17 8 11 7 8 19 14 14 18 21 28 30 23 14 17 8 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c6_25390Pp3c6_25390transcript PAC:32977798protein_coding 02-févr c.72T>G p.Ser24Ser 1386/3327 72/1218 24/405 NA
Chr06 16686573 A C Chr06_16686573_A_CA_C SNP 15097.63 19 14 14 18 21 28 30 23 14 17 8 11 7 8 19 14 14 18 21 28 30 23 14 17 8 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c6_25390Pp3c6_25390transcript PAC:32977793protein_coding 03-mars c.72T>G p.Ser24Ser 1271/3157 72/1218 24/405 NA
Chr06 16686573 A C Chr06_16686573_A_CA_C SNP 15097.63 19 14 14 18 21 28 30 23 14 17 8 11 7 8 19 14 14 18 21 28 30 23 14 17 8 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c6_25390Pp3c6_25390transcript PAC:32977794protein_coding 03-mars c.72T>G p.Ser24Ser 1276/3162 72/1218 24/405 NA
Chr06 16723052 G A Chr06_16723052_G_AG_A SNP 5045.29 0 0 0 17 19 22 25 22 0 0 0 0 0 0 36 13 20 18 19 22 25 22 18 20 16 11 4 10 0 0 0 0.944 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_25409-Pp3c6_25490Pp3c6_25409-Pp3c6_25490intergenic_regionPp3c6_25409-Pp3c6_25490NA NA n.16723052G>ANA NA NA NA NA
Chr06 17070152 TC T Chr06_17070152_TC_TTC_T INDEL 14682.59 20 14 10 26 17 19 21 14 22 22 28 20 15 5 20 14 10 26 17 19 21 14 22 22 28 20 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_25770-Pp3c6_25910Pp3c6_25770-Pp3c6_25910intergenic_regionPp3c6_25770-Pp3c6_25910NA NA n.17070153delCNA NA NA NA NA
Chr06 17213758 A AAT Chr06_17213758_A_AATA_AAT INDEL 279.37 2 13 1 1 1 2 0 1 2 1 0 1 0 0 13 13 6 18 15 14 18 12 9 14 8 6 5 5 0.154 1 0 0 0 0.143 0 0 0.222 0 0 0 0 0 0 1 1 3 0 0 1 downstream_gene_variantMODIFIER Pp3c6_25990Pp3c6_25990transcript PAC:32976871protein_codingNA c.*1614_*1615insATNA NA NA NA 1614
Chr06 17213758 A AAT Chr06_17213758_A_AATA_AAT INDEL 279.37 2 13 1 1 1 2 0 1 2 1 0 1 0 0 13 13 6 18 15 14 18 12 9 14 8 6 5 5 0.154 1 0 0 0 0.143 0 0 0.222 0 0 0 0 0 0 1 1 3 0 0 1 downstream_gene_variantMODIFIER Pp3c6_26010Pp3c6_26010transcript PAC:32978066protein_codingNA c.*4262_*4263insATNA NA NA NA 4262
Chr06 17213758 A AAT Chr06_17213758_A_AATA_AAT INDEL 279.37 2 13 1 1 1 2 0 1 2 1 0 1 0 0 13 13 6 18 15 14 18 12 9 14 8 6 5 5 0.154 1 0 0 0 0.143 0 0 0.222 0 0 0 0 0 0 1 1 3 0 0 1 downstream_gene_variantMODIFIER Pp3c6_26010Pp3c6_26010transcript PAC:32978067protein_codingNA c.*4262_*4263insATNA NA NA NA 4047
Chr06 17213758 A AAT Chr06_17213758_A_AATA_AAT INDEL 279.37 2 13 1 1 1 2 0 1 2 1 0 1 0 0 13 13 6 18 15 14 18 12 9 14 8 6 5 5 0.154 1 0 0 0 0.143 0 0 0.222 0 0 0 0 0 0 1 1 3 0 0 1 intergenic_regionMODIFIER Pp3c6_25980-Pp3c6_25990Pp3c6_25980-Pp3c6_25990intergenic_regionPp3c6_25980-Pp3c6_25990NA NA n.17213758_17213759insATNA NA NA NA NA
Chr06 17502580 A AAT Chr06_17502580_A_AATA_AAT INDEL 200.37 0 0 8 0 0 1 1 0 0 0 0 0 0 0 14 10 8 16 7 17 16 6 14 9 11 6 8 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c6_26500Pp3c6_26500transcript PAC:32977191protein_codingNA c.-3482_-3481insATNA NA NA NA 3481
Chr06 17502580 A AAT Chr06_17502580_A_AATA_AAT INDEL 200.37 0 0 8 0 0 1 1 0 0 0 0 0 0 0 14 10 8 16 7 17 16 6 14 9 11 6 8 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c6_26510Pp3c6_26510transcript PAC:32978479protein_codingNA c.*5533_*5534insATNA NA NA NA 4828
Chr06 17502580 A AAT Chr06_17502580_A_AATA_AAT INDEL 200.37 0 0 8 0 0 1 1 0 0 0 0 0 0 0 14 10 8 16 7 17 16 6 14 9 11 6 8 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c6_26510Pp3c6_26510transcript PAC:32978481protein_codingNA c.*5533_*5534insATNA NA NA NA 4868
Chr06 17502580 A AAT Chr06_17502580_A_AATA_AAT INDEL 200.37 0 0 8 0 0 1 1 0 0 0 0 0 0 0 14 10 8 16 7 17 16 6 14 9 11 6 8 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c6_26510Pp3c6_26510transcript PAC:32978483protein_codingNA c.*5533_*5534insATNA NA NA NA 4868
Chr06 17502580 A AAT Chr06_17502580_A_AATA_AAT INDEL 200.37 0 0 8 0 0 1 1 0 0 0 0 0 0 0 14 10 8 16 7 17 16 6 14 9 11 6 8 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c6_26510Pp3c6_26510transcript PAC:32978480protein_codingNA c.*5533_*5534insATNA NA NA NA 4870
Chr06 17502580 A AAT Chr06_17502580_A_AATA_AAT INDEL 200.37 0 0 8 0 0 1 1 0 0 0 0 0 0 0 14 10 8 16 7 17 16 6 14 9 11 6 8 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c6_26510Pp3c6_26510transcript PAC:32978482protein_codingNA c.*5533_*5534insATNA NA NA NA 4870
Chr06 17502580 A AAT Chr06_17502580_A_AATA_AAT INDEL 200.37 0 0 8 0 0 1 1 0 0 0 0 0 0 0 14 10 8 16 7 17 16 6 14 9 11 6 8 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c6_26480-Pp3c6_26500Pp3c6_26480-Pp3c6_26500intergenic_regionPp3c6_26480-Pp3c6_26500NA NA n.17502580_17502581insATNA NA NA NA NA
Chr06 17606430 G T Chr06_17606430_G_TG_T SNP 7378.63 11 4 5 17 5 4 9 13 6 9 4 7 4 4 11 4 5 17 5 4 9 13 6 9 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_26730Pp3c6_26730transcript PAC:32978112protein_codingNA c.-3435G>T NA NA NA NA 2364
Chr06 17606430 G T Chr06_17606430_G_TG_T SNP 7378.63 11 4 5 17 5 4 9 13 6 9 4 7 4 4 11 4 5 17 5 4 9 13 6 9 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_26730Pp3c6_26730transcript PAC:32978113protein_codingNA c.-3435G>T NA NA NA NA 3435
Chr06 17606430 G T Chr06_17606430_G_TG_T SNP 7378.63 11 4 5 17 5 4 9 13 6 9 4 7 4 4 11 4 5 17 5 4 9 13 6 9 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_26670-Pp3c6_26730Pp3c6_26670-Pp3c6_26730intergenic_regionPp3c6_26670-Pp3c6_26730NA NA n.17606430G>TNA NA NA NA NA
Chr06 17655233 C T Chr06_17655233_C_TC_T SNP 20467.63 27 14 17 23 15 27 21 17 28 29 10 16 16 14 27 14 17 23 15 27 21 17 28 29 10 16 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_26810Pp3c6_26810transcript PAC:32976405protein_codingNA c.*4821G>A NA NA NA NA 4821
Chr06 17655233 C T Chr06_17655233_C_TC_T SNP 20467.63 27 14 17 23 15 27 21 17 28 29 10 16 16 14 27 14 17 23 15 27 21 17 28 29 10 16 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_26790-Pp3c6_26810Pp3c6_26790-Pp3c6_26810intergenic_regionPp3c6_26790-Pp3c6_26810NA NA n.17655233C>TNA NA NA NA NA
Chr06 17655329 TG T Chr06_17655329_TG_TTG_T INDEL 18413.59 31 17 8 22 12 25 17 20 29 24 23 12 18 15 31 17 8 22 12 25 17 20 29 24 23 12 18 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_26810Pp3c6_26810transcript PAC:32976405protein_codingNA c.*4724delC NA NA NA NA 4724
Chr06 17655329 TG T Chr06_17655329_TG_TTG_T INDEL 18413.59 31 17 8 22 12 25 17 20 29 24 23 12 18 15 31 17 8 22 12 25 17 20 29 24 23 12 18 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_26790-Pp3c6_26810Pp3c6_26790-Pp3c6_26810intergenic_regionPp3c6_26790-Pp3c6_26810NA NA n.17655330delGNA NA NA NA NA
Chr06 17655361 T TA Chr06_17655361_T_TAT_TA INDEL 16385.59 31 16 9 20 16 27 19 21 33 26 28 13 14 12 31 16 9 20 16 27 19 21 33 26 28 13 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_26810Pp3c6_26810transcript PAC:32976405protein_codingNA c.*4692_*4693insTNA NA NA NA 4692
Chr06 17655361 T TA Chr06_17655361_T_TAT_TA INDEL 16385.59 31 16 9 20 16 27 19 21 33 26 28 13 14 12 31 16 9 20 16 27 19 21 33 26 28 13 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_26790-Pp3c6_26810Pp3c6_26790-Pp3c6_26810intergenic_regionPp3c6_26790-Pp3c6_26810NA NA n.17655361_17655362insANA NA NA NA NA
Chr06 17666037 TA T Chr06_17666037_TA_TTA_T INDEL 17830.59 35 15 18 18 23 42 18 20 27 24 19 11 15 11 35 15 18 18 23 42 18 20 27 24 19 11 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_26810-Pp3c6_26830Pp3c6_26810-Pp3c6_26830intergenic_regionPp3c6_26810-Pp3c6_26830NA NA n.17666038delANA NA NA NA NA
Chr06 17666142 C CTT Chr06_17666142_C_CTTC_CTT INDEL 20579.59 35 13 10 24 21 34 20 17 21 24 17 26 9 12 35 13 10 24 21 34 20 17 21 24 17 26 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_26810-Pp3c6_26830Pp3c6_26810-Pp3c6_26830intergenic_regionPp3c6_26810-Pp3c6_26830NA NA n.17666142_17666143insTTNA NA NA NA NA
Chr06 17666144 TGG T Chr06_17666144_TGG_TTGG_T INDEL 20579.59 33 14 10 25 22 34 20 17 21 21 17 26 11 12 33 14 10 25 22 34 20 17 21 21 17 26 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_26810-Pp3c6_26830Pp3c6_26810-Pp3c6_26830intergenic_regionPp3c6_26810-Pp3c6_26830NA NA n.17666145_17666146delGGNA NA NA NA NA
Chr06 17666147 G A Chr06_17666147_G_AG_A SNP 20045.63 33 14 10 25 21 33 20 17 20 21 16 26 11 12 33 14 10 25 21 33 20 17 20 21 16 26 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_26810-Pp3c6_26830Pp3c6_26810-Pp3c6_26830intergenic_regionPp3c6_26810-Pp3c6_26830NA NA n.17666147G>ANA NA NA NA NA
Chr06 17666394 AAT A Chr06_17666394_AAT_AAAT_A INDEL 12389.59 31 11 10 30 17 17 18 19 26 22 10 7 15 6 31 11 10 32 18 17 20 20 26 22 10 7 15 6 1 1 1 0.938 0.944 1 0.9 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_26810-Pp3c6_26830Pp3c6_26810-Pp3c6_26830intergenic_regionPp3c6_26810-Pp3c6_26830NA NA n.17666395_17666396delATNA NA NA NA NA
Chr06 17868797 G GA Chr06_17868797_G_GAG_GA INDEL 14089.59 25 10 14 15 24 31 26 20 18 22 14 15 9 17 25 10 14 15 24 31 26 20 18 22 14 15 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_27220-Pp3c6_27268Pp3c6_27220-Pp3c6_27268intergenic_regionPp3c6_27220-Pp3c6_27268NA NA n.17868797_17868798insANA NA NA NA NA
Chr06 17871841 G T Chr06_17871841_G_TG_T SNP 20290.63 32 16 23 33 25 24 25 18 19 28 20 21 7 12 32 16 23 33 25 24 25 18 19 28 20 21 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_27220-Pp3c6_27268Pp3c6_27220-Pp3c6_27268intergenic_regionPp3c6_27220-Pp3c6_27268NA NA n.17871841G>TNA NA NA NA NA
Chr06 17909880 T C Chr06_17909880_T_CT_C SNP 11057.63 12 11 14 17 16 18 28 9 13 13 10 13 4 5 13 11 14 17 16 18 28 9 13 13 10 13 4 5 0.923 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_27300-Pp3c6_27380Pp3c6_27300-Pp3c6_27380intergenic_regionPp3c6_27300-Pp3c6_27380NA NA n.17909880T>CNA NA NA NA NA
Chr06 17927810 G T Chr06_17927810_G_TG_T SNP 7964.63 10 6 7 6 9 12 10 17 7 13 4 9 8 4 10 6 7 6 9 12 10 17 7 13 4 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_27300-Pp3c6_27380Pp3c6_27300-Pp3c6_27380intergenic_regionPp3c6_27300-Pp3c6_27380NA NA n.17927810G>TNA NA NA NA NA
Chr06 17951220 G T Chr06_17951220_G_TG_T SNP 19282.63 19 10 15 24 15 24 18 20 26 20 14 15 11 22 19 10 15 24 15 24 18 20 26 20 14 15 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_27300-Pp3c6_27380Pp3c6_27300-Pp3c6_27380intergenic_regionPp3c6_27300-Pp3c6_27380NA NA n.17951220G>TNA NA NA NA NA
Chr06 17951230 G T Chr06_17951230_G_TG_T SNP 19387.63 21 10 15 26 16 24 19 18 26 23 13 17 10 24 21 10 15 26 16 24 19 18 26 23 13 17 10 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_27300-Pp3c6_27380Pp3c6_27300-Pp3c6_27380intergenic_regionPp3c6_27300-Pp3c6_27380NA NA n.17951230G>TNA NA NA NA NA
Chr06 18005175 TG T Chr06_18005175_TG_TTG_T INDEL 16913.59 26 16 17 25 20 30 24 39 26 30 10 20 14 12 26 16 17 25 20 30 24 39 26 30 10 20 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_27420-Pp3c6_27560Pp3c6_27420-Pp3c6_27560intergenic_regionPp3c6_27420-Pp3c6_27560NA NA n.18005176delGNA NA NA NA NA
Chr06 18099265 T TTA Chr06_18099265_T_TTAT_TTA INDEL 2161.93 0 1 1 1 0 0 0 1 13 15 10 8 10 11 21 18 14 18 14 6 17 16 13 15 10 8 10 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_27580Pp3c6_27580transcript PAC:32976110protein_codingNA c.-4936_-4935insTANA NA NA NA 4014
Chr06 18099265 T TTA Chr06_18099265_T_TTAT_TTA INDEL 2161.93 0 1 1 1 0 0 0 1 13 15 10 8 10 11 21 18 14 18 14 6 17 16 13 15 10 8 10 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_27580Pp3c6_27580transcript PAC:32976114protein_codingNA c.-4936_-4935insTANA NA NA NA 4501
Chr06 18099265 T TTA Chr06_18099265_T_TTAT_TTA INDEL 2161.93 0 1 1 1 0 0 0 1 13 15 10 8 10 11 21 18 14 18 14 6 17 16 13 15 10 8 10 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_27580Pp3c6_27580transcript PAC:32976113protein_codingNA c.-4936_-4935insTANA NA NA NA 4014
Chr06 18099265 T TTA Chr06_18099265_T_TTAT_TTA INDEL 2161.93 0 1 1 1 0 0 0 1 13 15 10 8 10 11 21 18 14 18 14 6 17 16 13 15 10 8 10 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_27580Pp3c6_27580transcript PAC:32976111protein_codingNA c.-4936_-4935insTANA NA NA NA 4014
Chr06 18099265 T TTA Chr06_18099265_T_TTAT_TTA INDEL 2161.93 0 1 1 1 0 0 0 1 13 15 10 8 10 11 21 18 14 18 14 6 17 16 13 15 10 8 10 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_27580Pp3c6_27580transcript PAC:32976112protein_codingNA c.-4936_-4935insTANA NA NA NA 4014
Chr06 18099265 T TTA Chr06_18099265_T_TTAT_TTA INDEL 2161.93 0 1 1 1 0 0 0 1 13 15 10 8 10 11 21 18 14 18 14 6 17 16 13 15 10 8 10 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c6_27580Pp3c6_27580transcript PAC:32976115protein_codingNA c.-4936_-4935insTANA NA NA NA 4014
Chr06 18099265 T TTA Chr06_18099265_T_TTAT_TTA INDEL 2161.93 0 1 1 1 0 0 0 1 13 15 10 8 10 11 21 18 14 18 14 6 17 16 13 15 10 8 10 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c6_27580-Pp3c6_27590Pp3c6_27580-Pp3c6_27590intergenic_regionPp3c6_27580-Pp3c6_27590NA NA n.18099265_18099266insTANA NA NA NA NA
Chr06 18179420 T C Chr06_18179420_T_CT_C SNP 16196.63 24 14 14 23 20 27 25 23 13 19 14 22 10 8 24 16 14 25 22 29 25 26 13 21 14 22 10 9 1 0.875 1 0.92 0.909 0.931 1 0.885 1 0.905 1 1 1 0.889 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_27721Pp3c6_27721transcript PAC:32978627protein_coding 01-févr c.*527T>C NA NA NA NA 527
Chr06 18179420 T C Chr06_18179420_T_CT_C SNP 16196.63 24 14 14 23 20 27 25 23 13 19 14 22 10 8 24 16 14 25 22 29 25 26 13 21 14 22 10 9 1 0.875 1 0.92 0.909 0.931 1 0.885 1 0.905 1 1 1 0.889 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_27721Pp3c6_27721transcript PAC:32978626protein_coding 01-févr c.*527T>C NA NA NA NA 527
Chr06 18179420 T C Chr06_18179420_T_CT_C SNP 16196.63 24 14 14 23 20 27 25 23 13 19 14 22 10 8 24 16 14 25 22 29 25 26 13 21 14 22 10 9 1 0.875 1 0.92 0.909 0.931 1 0.885 1 0.905 1 1 1 0.889 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_27721Pp3c6_27721transcript PAC:32978623protein_coding 01-janv c.*423+104T>CNA NA NA NA NA
Chr06 18179420 T C Chr06_18179420_T_CT_C SNP 16196.63 24 14 14 23 20 27 25 23 13 19 14 22 10 8 24 16 14 25 22 29 25 26 13 21 14 22 10 9 1 0.875 1 0.92 0.909 0.931 1 0.885 1 0.905 1 1 1 0.889 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_27721Pp3c6_27721transcript PAC:32978625protein_coding 01-févr c.*424-65T>CNA NA NA NA NA
Chr06 18179420 T C Chr06_18179420_T_CT_C SNP 16196.63 24 14 14 23 20 27 25 23 13 19 14 22 10 8 24 16 14 25 22 29 25 26 13 21 14 22 10 9 1 0.875 1 0.92 0.909 0.931 1 0.885 1 0.905 1 1 1 0.889 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_27721Pp3c6_27721transcript PAC:32978628protein_coding 01-janv c.*424-65T>CNA NA NA NA NA
Chr06 18179420 T C Chr06_18179420_T_CT_C SNP 16196.63 24 14 14 23 20 27 25 23 13 19 14 22 10 8 24 16 14 25 22 29 25 26 13 21 14 22 10 9 1 0.875 1 0.92 0.909 0.931 1 0.885 1 0.905 1 1 1 0.889 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c6_27721Pp3c6_27721transcript PAC:32978624protein_coding 01-févr c.*424-65T>CNA NA NA NA NA
Chr06 18199606 G A Chr06_18199606_G_AG_A SNP 33768.63 54 38 36 54 35 42 52 64 44 34 21 22 26 14 54 38 36 55 35 43 52 65 45 36 22 22 27 14 1 1 1 0.982 1 0.977 1 0.985 0.978 0.944 0.955 1 0.963 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_27740-Pp3c6_27783Pp3c6_27740-Pp3c6_27783intergenic_regionPp3c6_27740-Pp3c6_27783NA NA n.18199606G>ANA NA NA NA NA
Chr06 18211868 G GA Chr06_18211868_G_GAG_GA INDEL 49553.59 82 51 57 69 62 76 84 74 65 63 41 53 28 30 82 51 57 69 62 76 84 74 65 63 41 53 28 30 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_27740-Pp3c6_27783Pp3c6_27740-Pp3c6_27783intergenic_regionPp3c6_27740-Pp3c6_27783NA NA n.18211868_18211869insANA NA NA NA NA
Chr06 18222202 A G Chr06_18222202_A_GA_G SNP 24820.63 40 12 24 58 35 40 37 35 34 38 21 27 14 7 40 12 24 58 35 40 37 35 34 38 21 27 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_27783Pp3c6_27783transcript PAC:32977659protein_codingNA c.-2646A>G NA NA NA NA 2297
Chr06 18222202 A G Chr06_18222202_A_GA_G SNP 24820.63 40 12 24 58 35 40 37 35 34 38 21 27 14 7 40 12 24 58 35 40 37 35 34 38 21 27 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_27770Pp3c6_27770transcript PAC:32975318protein_codingNA c.*2517T>C NA NA NA NA 2517
Chr06 18222202 A G Chr06_18222202_A_GA_G SNP 24820.63 40 12 24 58 35 40 37 35 34 38 21 27 14 7 40 12 24 58 35 40 37 35 34 38 21 27 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_27740-Pp3c6_27783Pp3c6_27740-Pp3c6_27783intergenic_regionPp3c6_27740-Pp3c6_27783NA NA n.18222202A>GNA NA NA NA NA
Chr06 18225821 C T Chr06_18225821_C_TC_T SNP 17033.63 29 18 21 36 33 30 45 30 21 19 13 12 7 9 29 18 21 37 33 30 46 30 22 19 13 12 7 9 1 1 1 0.973 1 1 0.978 1 0.955 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c6_27770Pp3c6_27770transcript PAC:32975318protein_coding 01-janv c.122G>A p.Arg41His 2148/3250 122/1224 41/407 NA
Chr06 18225821 C T Chr06_18225821_C_TC_T SNP 17033.63 29 18 21 36 33 30 45 30 21 19 13 12 7 9 29 18 21 37 33 30 46 30 22 19 13 12 7 9 1 1 1 0.973 1 1 0.978 1 0.955 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c6_27783Pp3c6_27783transcript PAC:32977659protein_coding 02-mars c.*494C>T NA NA NA NA 662
Chr06 18411058 G GT Chr06_18411058_G_GTG_GT INDEL 15173.59 23 14 15 21 24 23 29 27 28 18 18 8 4 11 23 14 15 21 24 23 29 27 28 18 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_28110-Pp3c6_28210Pp3c6_28110-Pp3c6_28210intergenic_regionPp3c6_28110-Pp3c6_28210NA NA n.18411058_18411059insTNA NA NA NA NA
Chr06 18411084 T G Chr06_18411084_T_GT_G SNP 19470.63 20 14 18 24 24 22 32 27 30 22 16 9 6 11 20 14 18 24 24 22 32 27 30 22 16 9 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_28110-Pp3c6_28210Pp3c6_28110-Pp3c6_28210intergenic_regionPp3c6_28110-Pp3c6_28210NA NA n.18411084T>GNA NA NA NA NA
Chr06 18411087 T A Chr06_18411087_T_AT_A SNP 19373.63 20 15 18 23 25 24 31 27 32 22 18 10 6 12 20 15 18 23 25 24 31 27 32 22 18 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_28110-Pp3c6_28210Pp3c6_28110-Pp3c6_28210intergenic_regionPp3c6_28110-Pp3c6_28210NA NA n.18411087T>ANA NA NA NA NA
Chr06 18434915 A G Chr06_18434915_A_GA_G SNP 18002.63 17 18 19 30 16 18 26 24 21 28 10 18 7 9 17 18 19 30 16 18 26 24 21 28 10 18 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_28110-Pp3c6_28210Pp3c6_28110-Pp3c6_28210intergenic_regionPp3c6_28110-Pp3c6_28210NA NA n.18434915A>GNA NA NA NA NA
Chr06 18466582 T A Chr06_18466582_T_AT_A SNP 19963.63 33 19 19 28 18 29 32 19 18 22 13 17 7 11 33 19 19 28 18 29 32 19 18 22 13 17 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_28230-Pp3c6_28260Pp3c6_28230-Pp3c6_28260intergenic_regionPp3c6_28230-Pp3c6_28260NA NA n.18466582T>ANA NA NA NA NA
Chr06 18688449 T TTATATA Chr06_18688449_T_TTATATAT_TTATATA INDEL 14349.59 19 13 6 19 15 19 25 14 15 12 12 5 7 9 20 13 6 20 15 19 25 14 16 12 12 5 7 9 0.95 1 1 0.95 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_28490Pp3c6_28490transcript PAC:32978460protein_codingNA c.-3185_-3184insTATATANA NA NA NA 2252
Chr06 18688449 T TTATATA Chr06_18688449_T_TTATATAT_TTATATA INDEL 14349.59 19 13 6 19 15 19 25 14 15 12 12 5 7 9 20 13 6 20 15 19 25 14 16 12 12 5 7 9 0.95 1 1 0.95 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_28490Pp3c6_28490transcript PAC:32978461protein_codingNA c.-3185_-3184insTATATANA NA NA NA 2182
Chr06 18688449 T TTATATA Chr06_18688449_T_TTATATAT_TTATATA INDEL 14349.59 19 13 6 19 15 19 25 14 15 12 12 5 7 9 20 13 6 20 15 19 25 14 16 12 12 5 7 9 0.95 1 1 0.95 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_28490Pp3c6_28490transcript PAC:32978462protein_codingNA c.-3185_-3184insTATATANA NA NA NA 2182
Chr06 18688449 T TTATATA Chr06_18688449_T_TTATATAT_TTATATA INDEL 14349.59 19 13 6 19 15 19 25 14 15 12 12 5 7 9 20 13 6 20 15 19 25 14 16 12 12 5 7 9 0.95 1 1 0.95 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_28490Pp3c6_28490transcript PAC:32978463protein_codingNA c.-3185_-3184insTATATANA NA NA NA 2182
Chr06 18688449 T TTATATA Chr06_18688449_T_TTATATAT_TTATATA INDEL 14349.59 19 13 6 19 15 19 25 14 15 12 12 5 7 9 20 13 6 20 15 19 25 14 16 12 12 5 7 9 0.95 1 1 0.95 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_28490Pp3c6_28490transcript PAC:32978464protein_codingNA c.-3185_-3184insTATATANA NA NA NA 2182
Chr06 18688449 T TTATATA Chr06_18688449_T_TTATATAT_TTATATA INDEL 14349.59 19 13 6 19 15 19 25 14 15 12 12 5 7 9 20 13 6 20 15 19 25 14 16 12 12 5 7 9 0.95 1 1 0.95 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_28490Pp3c6_28490transcript PAC:32978465protein_codingNA c.-3185_-3184insTATATANA NA NA NA 2182
Chr06 18688449 T TTATATA Chr06_18688449_T_TTATATAT_TTATATA INDEL 14349.59 19 13 6 19 15 19 25 14 15 12 12 5 7 9 20 13 6 20 15 19 25 14 16 12 12 5 7 9 0.95 1 1 0.95 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_28410-Pp3c6_28490Pp3c6_28410-Pp3c6_28490intergenic_regionPp3c6_28410-Pp3c6_28490NA NA n.18688449_18688450insTATATANA NA NA NA NA
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977611protein_codingNA c.-3530_-3529insATNA NA NA NA 2302
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28550Pp3c6_28550transcript PAC:32978011protein_codingNA c.-737_-736insATNA NA NA NA 736
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977621protein_codingNA c.-4923_-4922insATNA NA NA NA 4783
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977622protein_codingNA c.-4923_-4922insATNA NA NA NA 4783
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977615protein_codingNA c.-2342_-2341insATNA NA NA NA 2319
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977616protein_codingNA c.-2342_-2341insATNA NA NA NA 2319
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977617protein_codingNA c.-2342_-2341insATNA NA NA NA 2319
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977620protein_codingNA c.-2342_-2341insATNA NA NA NA 2319
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977613protein_codingNA c.-3530_-3529insATNA NA NA NA 2253
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977614protein_codingNA c.-3530_-3529insATNA NA NA NA 2253
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977618protein_codingNA c.-3530_-3529insATNA NA NA NA 2253
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977619protein_codingNA c.-3530_-3529insATNA NA NA NA 2253
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977612protein_codingNA c.-3530_-3529insATNA NA NA NA 3530
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c6_28546Pp3c6_28546transcript PAC:32978213protein_codingNA c.*2591_*2592insATNA NA NA NA 2472
Chr06 18710749 C CAT Chr06_18710749_C_CATC_CAT INDEL 295.37 0 0 0 0 2 0 0 13 0 0 0 0 0 0 35 7 17 9 14 8 20 15 12 11 9 10 13 8 0 0 0 0 0.143 0 0 0.867 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c6_28540-Pp3c6_28550Pp3c6_28540-Pp3c6_28550intergenic_regionPp3c6_28540-Pp3c6_28550NA NA n.18710749_18710750insATNA NA NA NA NA
Chr06 18712435 G GAT Chr06_18712435_G_GATG_GAT INDEL 1838.24 1 0 0 8 8 9 15 16 2 0 0 0 1 0 19 11 12 8 8 9 16 18 12 15 9 9 4 4 0 0 0 1 1 1 0.938 0.889 0.167 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977611protein_codingNA c.-5216_-5215insATNA NA NA NA 3988
Chr06 18712435 G GAT Chr06_18712435_G_GATG_GAT INDEL 1838.24 1 0 0 8 8 9 15 16 2 0 0 0 1 0 19 11 12 8 8 9 16 18 12 15 9 9 4 4 0 0 0 1 1 1 0.938 0.889 0.167 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977615protein_codingNA c.-4028_-4027insATNA NA NA NA 4005
Chr06 18712435 G GAT Chr06_18712435_G_GATG_GAT INDEL 1838.24 1 0 0 8 8 9 15 16 2 0 0 0 1 0 19 11 12 8 8 9 16 18 12 15 9 9 4 4 0 0 0 1 1 1 0.938 0.889 0.167 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977616protein_codingNA c.-4028_-4027insATNA NA NA NA 4005
Chr06 18712435 G GAT Chr06_18712435_G_GATG_GAT INDEL 1838.24 1 0 0 8 8 9 15 16 2 0 0 0 1 0 19 11 12 8 8 9 16 18 12 15 9 9 4 4 0 0 0 1 1 1 0.938 0.889 0.167 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977617protein_codingNA c.-4028_-4027insATNA NA NA NA 4005
Chr06 18712435 G GAT Chr06_18712435_G_GATG_GAT INDEL 1838.24 1 0 0 8 8 9 15 16 2 0 0 0 1 0 19 11 12 8 8 9 16 18 12 15 9 9 4 4 0 0 0 1 1 1 0.938 0.889 0.167 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977620protein_codingNA c.-4028_-4027insATNA NA NA NA 4005
Chr06 18712435 G GAT Chr06_18712435_G_GATG_GAT INDEL 1838.24 1 0 0 8 8 9 15 16 2 0 0 0 1 0 19 11 12 8 8 9 16 18 12 15 9 9 4 4 0 0 0 1 1 1 0.938 0.889 0.167 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977613protein_codingNA c.-5216_-5215insATNA NA NA NA 3939
Chr06 18712435 G GAT Chr06_18712435_G_GATG_GAT INDEL 1838.24 1 0 0 8 8 9 15 16 2 0 0 0 1 0 19 11 12 8 8 9 16 18 12 15 9 9 4 4 0 0 0 1 1 1 0.938 0.889 0.167 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977614protein_codingNA c.-5216_-5215insATNA NA NA NA 3939
Chr06 18712435 G GAT Chr06_18712435_G_GATG_GAT INDEL 1838.24 1 0 0 8 8 9 15 16 2 0 0 0 1 0 19 11 12 8 8 9 16 18 12 15 9 9 4 4 0 0 0 1 1 1 0.938 0.889 0.167 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977618protein_codingNA c.-5216_-5215insATNA NA NA NA 3939
Chr06 18712435 G GAT Chr06_18712435_G_GATG_GAT INDEL 1838.24 1 0 0 8 8 9 15 16 2 0 0 0 1 0 19 11 12 8 8 9 16 18 12 15 9 9 4 4 0 0 0 1 1 1 0.938 0.889 0.167 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c6_28540Pp3c6_28540transcript PAC:32977619protein_codingNA c.-5216_-5215insATNA NA NA NA 3939
Chr06 18712435 G GAT Chr06_18712435_G_GATG_GAT INDEL 1838.24 1 0 0 8 8 9 15 16 2 0 0 0 1 0 19 11 12 8 8 9 16 18 12 15 9 9 4 4 0 0 0 1 1 1 0.938 0.889 0.167 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c6_28546Pp3c6_28546transcript PAC:32978213protein_codingNA c.*4277_*4278insATNA NA NA NA 4158
Chr06 18712435 G GAT Chr06_18712435_G_GATG_GAT INDEL 1838.24 1 0 0 8 8 9 15 16 2 0 0 0 1 0 19 11 12 8 8 9 16 18 12 15 9 9 4 4 0 0 0 1 1 1 0.938 0.889 0.167 0 0 0 0 0 0 5 5 1 0 5 0 intron_variantMODIFIER Pp3c6_28550Pp3c6_28550transcript PAC:32978011protein_coding févr-46 c.345-129_345-128insATNA NA NA NA NA
Chr06 18887533 A AAT Chr06_18887533_A_AATA_AAT INDEL 1998.5 0 0 0 9 14 9 17 7 1 0 0 0 0 0 9 7 12 9 14 9 17 7 9 9 6 5 4 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c6_28770Pp3c6_28770transcript PAC:32978742protein_codingNA c.*1157_*1158insATNA NA NA NA 708
Chr06 18887533 A AAT Chr06_18887533_A_AATA_AAT INDEL 1998.5 0 0 0 9 14 9 17 7 1 0 0 0 0 0 9 7 12 9 14 9 17 7 9 9 6 5 4 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c6_28770Pp3c6_28770transcript PAC:32978743protein_codingNA c.*1157_*1158insATNA NA NA NA 754
Chr06 18887533 A AAT Chr06_18887533_A_AATA_AAT INDEL 1998.5 0 0 0 9 14 9 17 7 1 0 0 0 0 0 9 7 12 9 14 9 17 7 9 9 6 5 4 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c6_28770Pp3c6_28770transcript PAC:32978744protein_codingNA c.*1157_*1158insATNA NA NA NA 754
Chr06 18887533 A AAT Chr06_18887533_A_AATA_AAT INDEL 1998.5 0 0 0 9 14 9 17 7 1 0 0 0 0 0 9 7 12 9 14 9 17 7 9 9 6 5 4 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_28760-Pp3c6_28770Pp3c6_28760-Pp3c6_28770intergenic_regionPp3c6_28760-Pp3c6_28770NA NA n.18887533_18887534insATNA NA NA NA NA
Chr06 18920918 A AAT Chr06_18920918_A_AATA_AAT INDEL 2486.12 18 9 5 1 1 0 0 1 9 10 6 9 6 9 19 9 5 19 10 11 24 17 10 10 6 9 6 9 0.947 1 1 0 0 0 0 0 0.9 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_28790Pp3c6_28790transcript PAC:32977590protein_codingNA c.*1715_*1716insATNA NA NA NA 1635
Chr06 18920918 A AAT Chr06_18920918_A_AATA_AAT INDEL 2486.12 18 9 5 1 1 0 0 1 9 10 6 9 6 9 19 9 5 19 10 11 24 17 10 10 6 9 6 9 0.947 1 1 0 0 0 0 0 0.9 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_28790Pp3c6_28790transcript PAC:32977591protein_codingNA c.*1715_*1716insATNA NA NA NA 1619
Chr06 18920918 A AAT Chr06_18920918_A_AATA_AAT INDEL 2486.12 18 9 5 1 1 0 0 1 9 10 6 9 6 9 19 9 5 19 10 11 24 17 10 10 6 9 6 9 0.947 1 1 0 0 0 0 0 0.9 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_28790Pp3c6_28790transcript PAC:32977592protein_codingNA c.*1715_*1716insATNA NA NA NA 1619
Chr06 18920918 A AAT Chr06_18920918_A_AATA_AAT INDEL 2486.12 18 9 5 1 1 0 0 1 9 10 6 9 6 9 19 9 5 19 10 11 24 17 10 10 6 9 6 9 0.947 1 1 0 0 0 0 0 0.9 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_28790Pp3c6_28790transcript PAC:32977593protein_codingNA c.*1715_*1716insATNA NA NA NA 1619
Chr06 18920918 A AAT Chr06_18920918_A_AATA_AAT INDEL 2486.12 18 9 5 1 1 0 0 1 9 10 6 9 6 9 19 9 5 19 10 11 24 17 10 10 6 9 6 9 0.947 1 1 0 0 0 0 0 0.9 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c6_28790Pp3c6_28790transcript PAC:32977594protein_codingNA c.*1715_*1716insATNA NA NA NA 1619
Chr06 18920918 A AAT Chr06_18920918_A_AATA_AAT INDEL 2486.12 18 9 5 1 1 0 0 1 9 10 6 9 6 9 19 9 5 19 10 11 24 17 10 10 6 9 6 9 0.947 1 1 0 0 0 0 0 0.9 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c6_28790-Pp3c6_28830Pp3c6_28790-Pp3c6_28830intergenic_regionPp3c6_28790-Pp3c6_28830NA NA n.18920918_18920919insATNA NA NA NA NA
Chr06 19071302 A AG Chr06_19071302_A_AGA_AG INDEL 16967.59 28 18 15 31 18 28 36 22 30 27 20 19 9 9 28 18 15 31 18 28 36 22 30 27 20 19 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_29060Pp3c6_29060transcript PAC:32977508protein_codingNA c.-4916_-4915insGNA NA NA NA 4797
Chr06 19071302 A AG Chr06_19071302_A_AGA_AG INDEL 16967.59 28 18 15 31 18 28 36 22 30 27 20 19 9 9 28 18 15 31 18 28 36 22 30 27 20 19 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_29060Pp3c6_29060transcript PAC:32977509protein_codingNA c.-4916_-4915insGNA NA NA NA 4882
Chr06 19071302 A AG Chr06_19071302_A_AGA_AG INDEL 16967.59 28 18 15 31 18 28 36 22 30 27 20 19 9 9 28 18 15 31 18 28 36 22 30 27 20 19 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_29050Pp3c6_29050transcript PAC:32977609protein_codingNA c.*3443_*3444insCNA NA NA NA 3443
Chr06 19071302 A AG Chr06_19071302_A_AGA_AG INDEL 16967.59 28 18 15 31 18 28 36 22 30 27 20 19 9 9 28 18 15 31 18 28 36 22 30 27 20 19 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_29040-Pp3c6_29050Pp3c6_29040-Pp3c6_29050intergenic_regionPp3c6_29040-Pp3c6_29050NA NA n.19071302_19071303insGNA NA NA NA NA
Chr06 19092606 AT A Chr06_19092606_AT_AAT_A INDEL 15040.59 29 15 9 17 27 20 18 26 19 10 14 9 17 11 29 15 9 17 27 20 18 26 19 10 14 9 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_29110Pp3c6_29110transcript PAC:32978263protein_codingNA c.*3269delA NA NA NA NA 2690
Chr06 19092606 AT A Chr06_19092606_AT_AAT_A INDEL 15040.59 29 15 9 17 27 20 18 26 19 10 14 9 17 11 29 15 9 17 27 20 18 26 19 10 14 9 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_29110Pp3c6_29110transcript PAC:32978268protein_codingNA c.*3269delA NA NA NA NA 2542
Chr06 19092606 AT A Chr06_19092606_AT_AAT_A INDEL 15040.59 29 15 9 17 27 20 18 26 19 10 14 9 17 11 29 15 9 17 27 20 18 26 19 10 14 9 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_29110Pp3c6_29110transcript PAC:32978264protein_codingNA c.*3269delA NA NA NA NA 2690
Chr06 19092606 AT A Chr06_19092606_AT_AAT_A INDEL 15040.59 29 15 9 17 27 20 18 26 19 10 14 9 17 11 29 15 9 17 27 20 18 26 19 10 14 9 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_29110Pp3c6_29110transcript PAC:32978265protein_codingNA c.*3269delA NA NA NA NA 2690
Chr06 19092606 AT A Chr06_19092606_AT_AAT_A INDEL 15040.59 29 15 9 17 27 20 18 26 19 10 14 9 17 11 29 15 9 17 27 20 18 26 19 10 14 9 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_29110Pp3c6_29110transcript PAC:32978266protein_codingNA c.*3269delA NA NA NA NA 2690
Chr06 19092606 AT A Chr06_19092606_AT_AAT_A INDEL 15040.59 29 15 9 17 27 20 18 26 19 10 14 9 17 11 29 15 9 17 27 20 18 26 19 10 14 9 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c6_29110Pp3c6_29110transcript PAC:32978267protein_codingNA c.*3269delA NA NA NA NA 2690
Chr06 19092606 AT A Chr06_19092606_AT_AAT_A INDEL 15040.59 29 15 9 17 27 20 18 26 19 10 14 9 17 11 29 15 9 17 27 20 18 26 19 10 14 9 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c6_29090-Pp3c6_29110Pp3c6_29090-Pp3c6_29110intergenic_regionPp3c6_29090-Pp3c6_29110NA NA n.19092607delTNA NA NA NA NA
Chr06 19156902 G A Chr06_19156902_G_AG_A SNP 5220.29 0 0 0 27 8 18 37 16 0 0 0 0 0 0 26 13 18 28 8 18 37 16 21 19 15 13 15 9 0 0 0 0.964 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c6_29260-Pp3c6_29290Pp3c6_29260-Pp3c6_29290intergenic_regionPp3c6_29260-Pp3c6_29290NA NA n.19156902G>ANA NA NA NA NA
Chr06 19388990 G T Chr06_19388990_G_TG_T SNP 11964.63 20 7 14 17 13 15 25 13 12 11 12 13 4 5 20 7 14 17 13 15 25 13 12 11 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c6_29720Pp3c6_29720transcript PAC:32976930protein_coding janv-21 c.-569G>T NA NA NA NA NA
Chr06 19388990 G T Chr06_19388990_G_TG_T SNP 11964.63 20 7 14 17 13 15 25 13 12 11 12 13 4 5 20 7 14 17 13 15 25 13 12 11 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c6_29720Pp3c6_29720transcript PAC:32976931protein_coding janv-20 c.-569G>T NA NA NA NA NA
Chr06 19388990 G T Chr06_19388990_G_TG_T SNP 11964.63 20 7 14 17 13 15 25 13 12 11 12 13 4 5 20 7 14 17 13 15 25 13 12 11 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_29720Pp3c6_29720transcript PAC:32976930protein_coding janv-21 c.-569G>T NA NA NA NA 1657
Chr06 19388990 G T Chr06_19388990_G_TG_T SNP 11964.63 20 7 14 17 13 15 25 13 12 11 12 13 4 5 20 7 14 17 13 15 25 13 12 11 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_29720Pp3c6_29720transcript PAC:32976931protein_coding janv-20 c.-569G>T NA NA NA NA 1657
Chr06 19388990 G T Chr06_19388990_G_TG_T SNP 11964.63 20 7 14 17 13 15 25 13 12 11 12 13 4 5 20 7 14 17 13 15 25 13 12 11 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_29720Pp3c6_29720transcript PAC:32976929protein_codingNA c.-1657G>T NA NA NA NA 149
Chr06 19388994 G T Chr06_19388994_G_TG_T SNP 12246.63 19 7 14 17 12 15 24 13 14 12 12 13 4 5 19 7 14 17 12 15 24 13 14 12 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c6_29720Pp3c6_29720transcript PAC:32976930protein_coding janv-21 c.-565G>T NA NA NA NA NA
Chr06 19388994 G T Chr06_19388994_G_TG_T SNP 12246.63 19 7 14 17 12 15 24 13 14 12 12 13 4 5 19 7 14 17 12 15 24 13 14 12 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c6_29720Pp3c6_29720transcript PAC:32976931protein_coding janv-20 c.-565G>T NA NA NA NA NA
Chr06 19388994 G T Chr06_19388994_G_TG_T SNP 12246.63 19 7 14 17 12 15 24 13 14 12 12 13 4 5 19 7 14 17 12 15 24 13 14 12 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_29720Pp3c6_29720transcript PAC:32976930protein_coding janv-21 c.-565G>T NA NA NA NA 1653
Chr06 19388994 G T Chr06_19388994_G_TG_T SNP 12246.63 19 7 14 17 12 15 24 13 14 12 12 13 4 5 19 7 14 17 12 15 24 13 14 12 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_29720Pp3c6_29720transcript PAC:32976931protein_coding janv-20 c.-565G>T NA NA NA NA 1653
Chr06 19388994 G T Chr06_19388994_G_TG_T SNP 12246.63 19 7 14 17 12 15 24 13 14 12 12 13 4 5 19 7 14 17 12 15 24 13 14 12 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_29720Pp3c6_29720transcript PAC:32976929protein_codingNA c.-1653G>T NA NA NA NA 145
Chr06 19388996 G T Chr06_19388996_G_TG_T SNP 12080.63 19 7 15 18 12 17 24 12 15 11 12 13 4 5 19 7 15 18 12 17 24 12 15 11 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_29720Pp3c6_29720transcript PAC:32976930protein_coding janv-21 c.-563G>T NA NA NA NA 1651
Chr06 19388996 G T Chr06_19388996_G_TG_T SNP 12080.63 19 7 15 18 12 17 24 12 15 11 12 13 4 5 19 7 15 18 12 17 24 12 15 11 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c6_29720Pp3c6_29720transcript PAC:32976931protein_coding janv-20 c.-563G>T NA NA NA NA 1651
Chr06 19388996 G T Chr06_19388996_G_TG_T SNP 12080.63 19 7 15 18 12 17 24 12 15 11 12 13 4 5 19 7 15 18 12 17 24 12 15 11 12 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c6_29720Pp3c6_29720transcript PAC:32976929protein_codingNA c.-1651G>T NA NA NA NA 143
Chr07 304692 A ATAAT Chr07_304692_A_ATAATA_ATAAT INDEL 21566.59 23 15 17 29 14 33 31 20 11 17 19 15 9 11 23 15 17 29 14 33 31 20 11 17 19 15 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_500 Pp3c7_500 transcript PAC:32925987protein_codingNA c.*1553_*1554insATTANA NA NA NA 1553
Chr07 304692 A ATAAT Chr07_304692_A_ATAATA_ATAAT INDEL 21566.59 23 15 17 29 14 33 31 20 11 17 19 15 9 11 23 15 17 29 14 33 31 20 11 17 19 15 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_480-Pp3c7_500Pp3c7_480-Pp3c7_500intergenic_regionPp3c7_480-Pp3c7_500NA NA n.304692_304693insTAATNA NA NA NA NA
Chr07 304693 C A Chr07_304693_C_AC_A SNP 21611.63 24 15 16 30 15 32 30 25 15 18 20 15 9 11 24 15 16 30 15 32 30 25 15 18 20 15 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_500 Pp3c7_500 transcript PAC:32925987protein_codingNA c.*1553G>T NA NA NA NA 1553
Chr07 304693 C A Chr07_304693_C_AC_A SNP 21611.63 24 15 16 30 15 32 30 25 15 18 20 15 9 11 24 15 16 30 15 32 30 25 15 18 20 15 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_480-Pp3c7_500Pp3c7_480-Pp3c7_500intergenic_regionPp3c7_480-Pp3c7_500NA NA n.304693C>ANA NA NA NA NA
Chr07 304696 TCCAG T Chr07_304696_TCCAG_TTCCAG_T INDEL 21112.59 25 14 17 29 16 31 29 25 15 18 19 15 9 12 25 14 17 29 16 31 29 25 15 18 19 15 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_500 Pp3c7_500 transcript PAC:32925987protein_codingNA c.*1546_*1549delCTGGNA NA NA NA 1549
Chr07 304696 TCCAG T Chr07_304696_TCCAG_TTCCAG_T INDEL 21112.59 25 14 17 29 16 31 29 25 15 18 19 15 9 12 25 14 17 29 16 31 29 25 15 18 19 15 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_480-Pp3c7_500Pp3c7_480-Pp3c7_500intergenic_regionPp3c7_480-Pp3c7_500NA NA n.304697_304700delCCAGNA NA NA NA NA
Chr07 486857 A C Chr07_486857_A_CA_C SNP 13385.63 20 18 5 22 11 16 29 18 14 17 13 11 6 8 20 18 5 22 11 16 29 18 14 17 13 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_900 Pp3c7_900 transcript PAC:32923060protein_codingNA c.-5251A>C NA NA NA NA 3533
Chr07 486857 A C Chr07_486857_A_CA_C SNP 13385.63 20 18 5 22 11 16 29 18 14 17 13 11 6 8 20 18 5 22 11 16 29 18 14 17 13 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_900 Pp3c7_900 transcript PAC:32923061protein_codingNA c.-3746A>C NA NA NA NA 3461
Chr07 486857 A C Chr07_486857_A_CA_C SNP 13385.63 20 18 5 22 11 16 29 18 14 17 13 11 6 8 20 18 5 22 11 16 29 18 14 17 13 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_870 Pp3c7_870 transcript PAC:32925245protein_codingNA c.*2480T>G NA NA NA NA 2022
Chr07 486857 A C Chr07_486857_A_CA_C SNP 13385.63 20 18 5 22 11 16 29 18 14 17 13 11 6 8 20 18 5 22 11 16 29 18 14 17 13 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_870 Pp3c7_870 transcript PAC:32925246protein_codingNA c.*2480T>G NA NA NA NA 1544
Chr07 486857 A C Chr07_486857_A_CA_C SNP 13385.63 20 18 5 22 11 16 29 18 14 17 13 11 6 8 20 18 5 22 11 16 29 18 14 17 13 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_800-Pp3c7_870Pp3c7_800-Pp3c7_870intergenic_regionPp3c7_800-Pp3c7_870NA NA n.486857A>CNA NA NA NA NA
Chr07 576695 C A Chr07_576695_C_AC_A SNP 21877.63 29 16 10 32 31 27 34 35 22 32 15 10 12 19 29 16 10 32 31 27 34 35 22 32 15 10 12 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_1030 Pp3c7_1030 transcript PAC:32925370protein_codingNA c.-3021G>T NA NA NA NA 3021
Chr07 576695 C A Chr07_576695_C_AC_A SNP 21877.63 29 16 10 32 31 27 34 35 22 32 15 10 12 19 29 16 10 32 31 27 34 35 22 32 15 10 12 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_1030-Pp3c7_1040Pp3c7_1030-Pp3c7_1040intergenic_regionPp3c7_1030-Pp3c7_1040NA NA n.576695C>ANA NA NA NA NA
Chr07 1163612 G GAT Chr07_1163612_G_GATG_GAT INDEL 809.35 15 5 5 0 0 0 0 0 0 0 0 0 0 0 15 5 5 7 14 23 27 24 17 15 17 8 6 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_1880 Pp3c7_1880 transcript PAC:32925293protein_codingNA c.-5456_-5455insATNA NA NA NA 4606
Chr07 1163612 G GAT Chr07_1163612_G_GATG_GAT INDEL 809.35 15 5 5 0 0 0 0 0 0 0 0 0 0 0 15 5 5 7 14 23 27 24 17 15 17 8 6 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_1880 Pp3c7_1880 transcript PAC:32925299protein_codingNA c.-5456_-5455insATNA NA NA NA 4481
Chr07 1163612 G GAT Chr07_1163612_G_GATG_GAT INDEL 809.35 15 5 5 0 0 0 0 0 0 0 0 0 0 0 15 5 5 7 14 23 27 24 17 15 17 8 6 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_1880 Pp3c7_1880 transcript PAC:32925295protein_codingNA c.-5456_-5455insATNA NA NA NA 4606
Chr07 1163612 G GAT Chr07_1163612_G_GATG_GAT INDEL 809.35 15 5 5 0 0 0 0 0 0 0 0 0 0 0 15 5 5 7 14 23 27 24 17 15 17 8 6 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_1880 Pp3c7_1880 transcript PAC:32925297protein_codingNA c.-5456_-5455insATNA NA NA NA 4585
Chr07 1163612 G GAT Chr07_1163612_G_GATG_GAT INDEL 809.35 15 5 5 0 0 0 0 0 0 0 0 0 0 0 15 5 5 7 14 23 27 24 17 15 17 8 6 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_1880 Pp3c7_1880 transcript PAC:32925298protein_codingNA c.-5456_-5455insATNA NA NA NA 4585
Chr07 1163612 G GAT Chr07_1163612_G_GATG_GAT INDEL 809.35 15 5 5 0 0 0 0 0 0 0 0 0 0 0 15 5 5 7 14 23 27 24 17 15 17 8 6 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_1880 Pp3c7_1880 transcript PAC:32925294protein_codingNA c.-5456_-5455insATNA NA NA NA 4606
Chr07 1163612 G GAT Chr07_1163612_G_GATG_GAT INDEL 809.35 15 5 5 0 0 0 0 0 0 0 0 0 0 0 15 5 5 7 14 23 27 24 17 15 17 8 6 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_1880 Pp3c7_1880 transcript PAC:32925296protein_codingNA c.-5456_-5455insATNA NA NA NA 4606
Chr07 1163612 G GAT Chr07_1163612_G_GATG_GAT INDEL 809.35 15 5 5 0 0 0 0 0 0 0 0 0 0 0 15 5 5 7 14 23 27 24 17 15 17 8 6 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c7_1880-Pp3c7_1930Pp3c7_1880-Pp3c7_1930intergenic_regionPp3c7_1880-Pp3c7_1930NA NA n.1163612_1163613insATNA NA NA NA NA
Chr07 1165231 T A Chr07_1165231_T_AT_A SNP 19251.63 36 24 17 36 22 25 32 25 38 32 9 11 7 13 36 24 17 36 22 25 32 25 38 32 9 11 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_1880-Pp3c7_1930Pp3c7_1880-Pp3c7_1930intergenic_regionPp3c7_1880-Pp3c7_1930NA NA n.1165231T>ANA NA NA NA NA
Chr07 1165327 C A Chr07_1165327_C_AC_A SNP 18315.63 29 18 19 28 20 26 26 24 24 25 9 25 8 9 29 18 19 28 20 26 26 24 24 25 9 25 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_1880-Pp3c7_1930Pp3c7_1880-Pp3c7_1930intergenic_regionPp3c7_1880-Pp3c7_1930NA NA n.1165327C>ANA NA NA NA NA
Chr07 1207639 C T Chr07_1207639_C_TC_T SNP 32559.63 44 35 35 41 35 43 57 39 45 28 27 29 16 17 44 35 35 41 35 43 57 39 45 28 27 29 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_1930 Pp3c7_1930 transcript PAC:32923357protein_codingNA c.*3617G>A NA NA NA NA 3617
Chr07 1207639 C T Chr07_1207639_C_TC_T SNP 32559.63 44 35 35 41 35 43 57 39 45 28 27 29 16 17 44 35 35 41 35 43 57 39 45 28 27 29 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_1880-Pp3c7_1930Pp3c7_1880-Pp3c7_1930intergenic_regionPp3c7_1880-Pp3c7_1930NA NA n.1207639C>TNA NA NA NA NA
Chr07 1221417 A AAT Chr07_1221417_A_AATA_AAT INDEL 9872.59 22 4 15 22 11 19 23 17 13 12 11 26 10 5 22 4 15 22 11 20 23 17 13 12 13 26 10 5 1 1 1 1 1 0.95 1 1 1 1 0.846 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_1950 Pp3c7_1950 transcript PAC:32925314protein_codingNA c.-1833_-1832insATNA NA NA NA 1641
Chr07 1221417 A AAT Chr07_1221417_A_AATA_AAT INDEL 9872.59 22 4 15 22 11 19 23 17 13 12 11 26 10 5 22 4 15 22 11 20 23 17 13 12 13 26 10 5 1 1 1 1 1 0.95 1 1 1 1 0.846 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_1950 Pp3c7_1950 transcript PAC:32925317protein_codingNA c.-3242_-3241insATNA NA NA NA 1641
Chr07 1221417 A AAT Chr07_1221417_A_AATA_AAT INDEL 9872.59 22 4 15 22 11 19 23 17 13 12 11 26 10 5 22 4 15 22 11 20 23 17 13 12 13 26 10 5 1 1 1 1 1 0.95 1 1 1 1 0.846 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_1950 Pp3c7_1950 transcript PAC:32925315protein_codingNA c.-1833_-1832insATNA NA NA NA 1667
Chr07 1221417 A AAT Chr07_1221417_A_AATA_AAT INDEL 9872.59 22 4 15 22 11 19 23 17 13 12 11 26 10 5 22 4 15 22 11 20 23 17 13 12 13 26 10 5 1 1 1 1 1 0.95 1 1 1 1 0.846 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_1950 Pp3c7_1950 transcript PAC:32925316protein_codingNA c.-2218_-2217insATNA NA NA NA 1941
Chr07 1221417 A AAT Chr07_1221417_A_AATA_AAT INDEL 9872.59 22 4 15 22 11 19 23 17 13 12 11 26 10 5 22 4 15 22 11 20 23 17 13 12 13 26 10 5 1 1 1 1 1 0.95 1 1 1 1 0.846 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_1930-Pp3c7_1950Pp3c7_1930-Pp3c7_1950intergenic_regionPp3c7_1930-Pp3c7_1950NA NA n.1221417_1221418insATNA NA NA NA NA
Chr07 1302102 A T Chr07_1302102_A_TA_T SNP 18162.63 36 12 16 13 28 23 32 22 27 20 20 16 13 8 36 12 16 13 28 23 32 22 27 20 20 16 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2020-Pp3c7_2070Pp3c7_2020-Pp3c7_2070intergenic_regionPp3c7_2020-Pp3c7_2070NA NA n.1302102A>TNA NA NA NA NA
Chr07 1302188 GC G Chr07_1302188_GC_GGC_G INDEL 13999.59 27 9 11 18 26 30 35 18 22 22 12 12 8 8 27 9 11 18 26 30 35 18 22 22 12 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2020-Pp3c7_2070Pp3c7_2020-Pp3c7_2070intergenic_regionPp3c7_2020-Pp3c7_2070NA NA n.1302189delCNA NA NA NA NA
Chr07 1304132 A G Chr07_1304132_A_GA_G SNP 13262.63 16 13 9 21 16 22 29 12 14 14 13 8 6 7 16 13 9 21 16 22 29 12 14 14 13 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2020-Pp3c7_2070Pp3c7_2020-Pp3c7_2070intergenic_regionPp3c7_2020-Pp3c7_2070NA NA n.1304132A>GNA NA NA NA NA
Chr07 1354375 T TA Chr07_1354375_T_TAT_TA INDEL 12638.59 22 9 10 23 18 20 20 17 11 20 13 16 5 4 22 9 10 23 18 20 20 17 11 20 13 16 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2100-Pp3c7_2110Pp3c7_2100-Pp3c7_2110intergenic_regionPp3c7_2100-Pp3c7_2110NA NA n.1354375_1354376insANA NA NA NA NA
Chr07 1701037 C T Chr07_1701037_C_TC_T SNP 1975.29 0 0 0 12 10 4 7 7 0 0 0 0 0 0 30 17 11 12 10 4 7 7 25 23 17 10 13 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_2700-Pp3c7_2780Pp3c7_2700-Pp3c7_2780intergenic_regionPp3c7_2700-Pp3c7_2780NA NA n.1701037C>TNA NA NA NA NA
Chr07 1701444 C T Chr07_1701444_C_TC_T SNP 2137.29 0 0 0 11 9 8 5 13 0 1 0 0 0 0 30 10 20 11 9 8 5 13 23 23 4 23 12 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_2700-Pp3c7_2780Pp3c7_2700-Pp3c7_2780intergenic_regionPp3c7_2700-Pp3c7_2780NA NA n.1701444C>TNA NA NA NA NA
Chr07 1732321 G GAT Chr07_1732321_G_GATG_GAT INDEL 2858.24 0 2 0 14 10 18 32 15 3 0 0 0 0 0 23 8 17 14 10 19 34 16 12 17 12 8 8 9 0 0.25 0 1 1 0.947 0.941 0.938 0.25 0 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c7_2790 Pp3c7_2790 transcript PAC:32925469protein_codingNA c.-1801_-1800insATNA NA NA NA 708
Chr07 1732321 G GAT Chr07_1732321_G_GATG_GAT INDEL 2858.24 0 2 0 14 10 18 32 15 3 0 0 0 0 0 23 8 17 14 10 19 34 16 12 17 12 8 8 9 0 0.25 0 1 1 0.947 0.941 0.938 0.25 0 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c7_2790 Pp3c7_2790 transcript PAC:32925470protein_codingNA c.-1801_-1800insATNA NA NA NA 726
Chr07 1732321 G GAT Chr07_1732321_G_GATG_GAT INDEL 2858.24 0 2 0 14 10 18 32 15 3 0 0 0 0 0 23 8 17 14 10 19 34 16 12 17 12 8 8 9 0 0.25 0 1 1 0.947 0.941 0.938 0.25 0 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c7_2780 Pp3c7_2780 transcript PAC:32925893protein_codingNA c.*4969_*4970insATNA NA NA NA 4548
Chr07 1732321 G GAT Chr07_1732321_G_GATG_GAT INDEL 2858.24 0 2 0 14 10 18 32 15 3 0 0 0 0 0 23 8 17 14 10 19 34 16 12 17 12 8 8 9 0 0.25 0 1 1 0.947 0.941 0.938 0.25 0 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c7_2800 Pp3c7_2800 transcript PAC:32922867protein_codingNA c.*2057_*2058insATNA NA NA NA 946
Chr07 1732321 G GAT Chr07_1732321_G_GATG_GAT INDEL 2858.24 0 2 0 14 10 18 32 15 3 0 0 0 0 0 23 8 17 14 10 19 34 16 12 17 12 8 8 9 0 0.25 0 1 1 0.947 0.941 0.938 0.25 0 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c7_2780 Pp3c7_2780 transcript PAC:32925896protein_codingNA c.*4969_*4970insATNA NA NA NA 4589
Chr07 1732321 G GAT Chr07_1732321_G_GATG_GAT INDEL 2858.24 0 2 0 14 10 18 32 15 3 0 0 0 0 0 23 8 17 14 10 19 34 16 12 17 12 8 8 9 0 0.25 0 1 1 0.947 0.941 0.938 0.25 0 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c7_2780 Pp3c7_2780 transcript PAC:32925894protein_codingNA c.*4969_*4970insATNA NA NA NA 4589
Chr07 1732321 G GAT Chr07_1732321_G_GATG_GAT INDEL 2858.24 0 2 0 14 10 18 32 15 3 0 0 0 0 0 23 8 17 14 10 19 34 16 12 17 12 8 8 9 0 0.25 0 1 1 0.947 0.941 0.938 0.25 0 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c7_2780 Pp3c7_2780 transcript PAC:32925895protein_codingNA c.*4969_*4970insATNA NA NA NA 4589
Chr07 1732321 G GAT Chr07_1732321_G_GATG_GAT INDEL 2858.24 0 2 0 14 10 18 32 15 3 0 0 0 0 0 23 8 17 14 10 19 34 16 12 17 12 8 8 9 0 0.25 0 1 1 0.947 0.941 0.938 0.25 0 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c7_2800 Pp3c7_2800 transcript PAC:32922868protein_codingNA c.*2057_*2058insATNA NA NA NA 928
Chr07 1732321 G GAT Chr07_1732321_G_GATG_GAT INDEL 2858.24 0 2 0 14 10 18 32 15 3 0 0 0 0 0 23 8 17 14 10 19 34 16 12 17 12 8 8 9 0 0.25 0 1 1 0.947 0.941 0.938 0.25 0 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c7_2790-Pp3c7_2800Pp3c7_2790-Pp3c7_2800intergenic_regionPp3c7_2790-Pp3c7_2800NA NA n.1732321_1732322insATNA NA NA NA NA
Chr07 1748764 T TTA Chr07_1748764_T_TTAT_TTA INDEL 6217.24 25 10 6 0 0 0 1 0 17 18 6 9 7 8 26 10 7 18 10 14 19 17 17 18 7 9 7 8 0.962 1 0.857 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c7_2830 Pp3c7_2830 transcript PAC:32926257protein_codingNA c.*1284_*1285insTANA NA NA NA 716
Chr07 1748764 T TTA Chr07_1748764_T_TTAT_TTA INDEL 6217.24 25 10 6 0 0 0 1 0 17 18 6 9 7 8 26 10 7 18 10 14 19 17 17 18 7 9 7 8 0.962 1 0.857 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c7_2830 Pp3c7_2830 transcript PAC:32926264protein_codingNA c.*1284_*1285insTANA NA NA NA 752
Chr07 1748764 T TTA Chr07_1748764_T_TTAT_TTA INDEL 6217.24 25 10 6 0 0 0 1 0 17 18 6 9 7 8 26 10 7 18 10 14 19 17 17 18 7 9 7 8 0.962 1 0.857 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c7_2830 Pp3c7_2830 transcript PAC:32926258protein_codingNA c.*1284_*1285insTANA NA NA NA 752
Chr07 1748764 T TTA Chr07_1748764_T_TTAT_TTA INDEL 6217.24 25 10 6 0 0 0 1 0 17 18 6 9 7 8 26 10 7 18 10 14 19 17 17 18 7 9 7 8 0.962 1 0.857 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c7_2830 Pp3c7_2830 transcript PAC:32926259protein_codingNA c.*1284_*1285insTANA NA NA NA 752
Chr07 1748764 T TTA Chr07_1748764_T_TTAT_TTA INDEL 6217.24 25 10 6 0 0 0 1 0 17 18 6 9 7 8 26 10 7 18 10 14 19 17 17 18 7 9 7 8 0.962 1 0.857 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c7_2830 Pp3c7_2830 transcript PAC:32926260protein_codingNA c.*1284_*1285insTANA NA NA NA 752
Chr07 1748764 T TTA Chr07_1748764_T_TTAT_TTA INDEL 6217.24 25 10 6 0 0 0 1 0 17 18 6 9 7 8 26 10 7 18 10 14 19 17 17 18 7 9 7 8 0.962 1 0.857 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c7_2830 Pp3c7_2830 transcript PAC:32926262protein_codingNA c.*1284_*1285insTANA NA NA NA 752
Chr07 1748764 T TTA Chr07_1748764_T_TTAT_TTA INDEL 6217.24 25 10 6 0 0 0 1 0 17 18 6 9 7 8 26 10 7 18 10 14 19 17 17 18 7 9 7 8 0.962 1 0.857 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c7_2830 Pp3c7_2830 transcript PAC:32926263protein_codingNA c.*1284_*1285insTANA NA NA NA 752
Chr07 1748764 T TTA Chr07_1748764_T_TTAT_TTA INDEL 6217.24 25 10 6 0 0 0 1 0 17 18 6 9 7 8 26 10 7 18 10 14 19 17 17 18 7 9 7 8 0.962 1 0.857 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c7_2830 Pp3c7_2830 transcript PAC:32926265protein_codingNA c.*1284_*1285insTANA NA NA NA 752
Chr07 1748764 T TTA Chr07_1748764_T_TTAT_TTA INDEL 6217.24 25 10 6 0 0 0 1 0 17 18 6 9 7 8 26 10 7 18 10 14 19 17 17 18 7 9 7 8 0.962 1 0.857 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c7_2830 Pp3c7_2830 transcript PAC:32926266protein_codingNA c.*1284_*1285insTANA NA NA NA 752
Chr07 1748764 T TTA Chr07_1748764_T_TTAT_TTA INDEL 6217.24 25 10 6 0 0 0 1 0 17 18 6 9 7 8 26 10 7 18 10 14 19 17 17 18 7 9 7 8 0.962 1 0.857 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c7_2830 Pp3c7_2830 transcript PAC:32926261protein_codingNA c.*1284_*1285insTANA NA NA NA 752
Chr07 1748764 T TTA Chr07_1748764_T_TTAT_TTA INDEL 6217.24 25 10 6 0 0 0 1 0 17 18 6 9 7 8 26 10 7 18 10 14 19 17 17 18 7 9 7 8 0.962 1 0.857 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c7_2800-Pp3c7_2830Pp3c7_2800-Pp3c7_2830intergenic_regionPp3c7_2800-Pp3c7_2830NA NA n.1748764_1748765insTANA NA NA NA NA
Chr07 1790822 AAT A Chr07_1790822_AAT_AAAT_A INDEL 10028.59 34 12 13 15 14 19 31 18 17 16 8 5 6 12 34 12 13 15 15 20 33 19 17 17 8 5 6 12 1 1 1 1 0.933 0.95 0.939 0.947 1 0.941 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2920 Pp3c7_2920 transcript PAC:32926146protein_codingNA c.-1354_-1353delATNA NA NA NA 1216
Chr07 1790822 AAT A Chr07_1790822_AAT_AAAT_A INDEL 10028.59 34 12 13 15 14 19 31 18 17 16 8 5 6 12 34 12 13 15 15 20 33 19 17 17 8 5 6 12 1 1 1 1 0.933 0.95 0.939 0.947 1 0.941 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2920 Pp3c7_2920 transcript PAC:32926147protein_codingNA c.-1354_-1353delATNA NA NA NA 1172
Chr07 1790822 AAT A Chr07_1790822_AAT_AAAT_A INDEL 10028.59 34 12 13 15 14 19 31 18 17 16 8 5 6 12 34 12 13 15 15 20 33 19 17 17 8 5 6 12 1 1 1 1 0.933 0.95 0.939 0.947 1 0.941 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925979protein_codingNA c.*1447_*1448delATNA NA NA NA 955
Chr07 1790822 AAT A Chr07_1790822_AAT_AAAT_A INDEL 10028.59 34 12 13 15 14 19 31 18 17 16 8 5 6 12 34 12 13 15 15 20 33 19 17 17 8 5 6 12 1 1 1 1 0.933 0.95 0.939 0.947 1 0.941 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925980protein_codingNA c.*1447_*1448delATNA NA NA NA 950
Chr07 1790822 AAT A Chr07_1790822_AAT_AAAT_A INDEL 10028.59 34 12 13 15 14 19 31 18 17 16 8 5 6 12 34 12 13 15 15 20 33 19 17 17 8 5 6 12 1 1 1 1 0.933 0.95 0.939 0.947 1 0.941 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925981protein_codingNA c.*1447_*1448delATNA NA NA NA 950
Chr07 1790822 AAT A Chr07_1790822_AAT_AAAT_A INDEL 10028.59 34 12 13 15 14 19 31 18 17 16 8 5 6 12 34 12 13 15 15 20 33 19 17 17 8 5 6 12 1 1 1 1 0.933 0.95 0.939 0.947 1 0.941 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925982protein_codingNA c.*1447_*1448delATNA NA NA NA 950



Chr07 1790822 AAT A Chr07_1790822_AAT_AAAT_A INDEL 10028.59 34 12 13 15 14 19 31 18 17 16 8 5 6 12 34 12 13 15 15 20 33 19 17 17 8 5 6 12 1 1 1 1 0.933 0.95 0.939 0.947 1 0.941 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925983protein_codingNA c.*1447_*1448delATNA NA NA NA 950
Chr07 1790822 AAT A Chr07_1790822_AAT_AAAT_A INDEL 10028.59 34 12 13 15 14 19 31 18 17 16 8 5 6 12 34 12 13 15 15 20 33 19 17 17 8 5 6 12 1 1 1 1 0.933 0.95 0.939 0.947 1 0.941 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925984protein_codingNA c.*1447_*1448delATNA NA NA NA 950
Chr07 1790822 AAT A Chr07_1790822_AAT_AAAT_A INDEL 10028.59 34 12 13 15 14 19 31 18 17 16 8 5 6 12 34 12 13 15 15 20 33 19 17 17 8 5 6 12 1 1 1 1 0.933 0.95 0.939 0.947 1 0.941 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925985protein_codingNA c.*1447_*1448delATNA NA NA NA 950
Chr07 1790822 AAT A Chr07_1790822_AAT_AAAT_A INDEL 10028.59 34 12 13 15 14 19 31 18 17 16 8 5 6 12 34 12 13 15 15 20 33 19 17 17 8 5 6 12 1 1 1 1 0.933 0.95 0.939 0.947 1 0.941 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2920-Pp3c7_2940Pp3c7_2920-Pp3c7_2940intergenic_regionPp3c7_2920-Pp3c7_2940NA NA n.1790823_1790824delATNA NA NA NA NA
Chr07 1798700 T TA Chr07_1798700_T_TAT_TA INDEL 25005.59 32 12 24 27 29 29 45 34 32 33 17 14 9 11 32 12 24 27 29 29 45 34 32 33 17 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925979protein_codingNA c.-2714_-2713insTNA NA NA NA 2561
Chr07 1798700 T TA Chr07_1798700_T_TAT_TA INDEL 25005.59 32 12 24 27 29 29 45 34 32 33 17 14 9 11 32 12 24 27 29 29 45 34 32 33 17 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925980protein_codingNA c.-2714_-2713insTNA NA NA NA 2583
Chr07 1798700 T TA Chr07_1798700_T_TAT_TA INDEL 25005.59 32 12 24 27 29 29 45 34 32 33 17 14 9 11 32 12 24 27 29 29 45 34 32 33 17 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925981protein_codingNA c.-2714_-2713insTNA NA NA NA 2583
Chr07 1798700 T TA Chr07_1798700_T_TAT_TA INDEL 25005.59 32 12 24 27 29 29 45 34 32 33 17 14 9 11 32 12 24 27 29 29 45 34 32 33 17 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925982protein_codingNA c.-2714_-2713insTNA NA NA NA 2583
Chr07 1798700 T TA Chr07_1798700_T_TAT_TA INDEL 25005.59 32 12 24 27 29 29 45 34 32 33 17 14 9 11 32 12 24 27 29 29 45 34 32 33 17 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925983protein_codingNA c.-2898_-2897insTNA NA NA NA 2583
Chr07 1798700 T TA Chr07_1798700_T_TAT_TA INDEL 25005.59 32 12 24 27 29 29 45 34 32 33 17 14 9 11 32 12 24 27 29 29 45 34 32 33 17 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925984protein_codingNA c.-3728_-3727insTNA NA NA NA 2583
Chr07 1798700 T TA Chr07_1798700_T_TAT_TA INDEL 25005.59 32 12 24 27 29 29 45 34 32 33 17 14 9 11 32 12 24 27 29 29 45 34 32 33 17 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925985protein_codingNA c.-3728_-3727insTNA NA NA NA 2583
Chr07 1798700 T TA Chr07_1798700_T_TAT_TA INDEL 25005.59 32 12 24 27 29 29 45 34 32 33 17 14 9 11 32 12 24 27 29 29 45 34 32 33 17 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2940-Pp3c7_2960Pp3c7_2940-Pp3c7_2960intergenic_regionPp3c7_2940-Pp3c7_2960NA NA n.1798700_1798701insANA NA NA NA NA
Chr07 1798702 T A Chr07_1798702_T_AT_A SNP 25014.63 30 12 24 28 30 30 46 35 33 35 17 14 11 11 30 12 24 28 30 30 46 35 33 35 17 14 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925979protein_codingNA c.-2715A>T NA NA NA NA 2562
Chr07 1798702 T A Chr07_1798702_T_AT_A SNP 25014.63 30 12 24 28 30 30 46 35 33 35 17 14 11 11 30 12 24 28 30 30 46 35 33 35 17 14 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925980protein_codingNA c.-2715A>T NA NA NA NA 2584
Chr07 1798702 T A Chr07_1798702_T_AT_A SNP 25014.63 30 12 24 28 30 30 46 35 33 35 17 14 11 11 30 12 24 28 30 30 46 35 33 35 17 14 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925981protein_codingNA c.-2715A>T NA NA NA NA 2584
Chr07 1798702 T A Chr07_1798702_T_AT_A SNP 25014.63 30 12 24 28 30 30 46 35 33 35 17 14 11 11 30 12 24 28 30 30 46 35 33 35 17 14 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925982protein_codingNA c.-2715A>T NA NA NA NA 2584
Chr07 1798702 T A Chr07_1798702_T_AT_A SNP 25014.63 30 12 24 28 30 30 46 35 33 35 17 14 11 11 30 12 24 28 30 30 46 35 33 35 17 14 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925983protein_codingNA c.-2899A>T NA NA NA NA 2584
Chr07 1798702 T A Chr07_1798702_T_AT_A SNP 25014.63 30 12 24 28 30 30 46 35 33 35 17 14 11 11 30 12 24 28 30 30 46 35 33 35 17 14 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925984protein_codingNA c.-3729A>T NA NA NA NA 2584
Chr07 1798702 T A Chr07_1798702_T_AT_A SNP 25014.63 30 12 24 28 30 30 46 35 33 35 17 14 11 11 30 12 24 28 30 30 46 35 33 35 17 14 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_2940 Pp3c7_2940 transcript PAC:32925985protein_codingNA c.-3729A>T NA NA NA NA 2584
Chr07 1798702 T A Chr07_1798702_T_AT_A SNP 25014.63 30 12 24 28 30 30 46 35 33 35 17 14 11 11 30 12 24 28 30 30 46 35 33 35 17 14 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2940-Pp3c7_2960Pp3c7_2940-Pp3c7_2960intergenic_regionPp3c7_2940-Pp3c7_2960NA NA n.1798702T>ANA NA NA NA NA
Chr07 1822692 AT A Chr07_1822692_AT_AAT_A INDEL 15279.59 28 13 17 30 13 22 19 21 21 27 18 12 13 5 28 13 17 30 13 22 19 21 21 27 18 12 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2970-Pp3c7_2980Pp3c7_2970-Pp3c7_2980intergenic_regionPp3c7_2970-Pp3c7_2980NA NA n.1822693delTNA NA NA NA NA
Chr07 1822809 C A Chr07_1822809_C_AC_A SNP 17357.63 29 18 24 25 13 30 24 25 14 26 18 11 10 4 29 18 24 25 13 30 24 25 14 26 18 11 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2970-Pp3c7_2980Pp3c7_2970-Pp3c7_2980intergenic_regionPp3c7_2970-Pp3c7_2980NA NA n.1822809C>ANA NA NA NA NA
Chr07 1822847 A AT Chr07_1822847_A_ATA_AT INDEL 18303.59 25 15 20 21 13 26 29 25 13 19 16 8 10 6 25 15 20 21 13 26 29 25 13 19 16 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2970-Pp3c7_2980Pp3c7_2970-Pp3c7_2980intergenic_regionPp3c7_2970-Pp3c7_2980NA NA n.1822847_1822848insTNA NA NA NA NA
Chr07 1822855 A T Chr07_1822855_A_TA_T SNP 19379.63 27 16 18 21 13 25 31 24 14 22 18 8 11 6 27 16 18 21 13 25 31 24 14 22 18 8 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2970-Pp3c7_2980Pp3c7_2970-Pp3c7_2980intergenic_regionPp3c7_2970-Pp3c7_2980NA NA n.1822855A>TNA NA NA NA NA
Chr07 1822859 AT A Chr07_1822859_AT_AAT_A INDEL 19002.59 26 16 18 22 13 25 31 24 14 21 20 9 11 6 26 16 18 22 13 25 31 24 14 21 20 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2970-Pp3c7_2980Pp3c7_2970-Pp3c7_2980intergenic_regionPp3c7_2970-Pp3c7_2980NA NA n.1822860delTNA NA NA NA NA
Chr07 1843215 T A Chr07_1843215_T_AT_A SNP 10356.63 19 15 5 13 6 17 23 14 18 10 9 10 11 9 19 15 5 13 6 17 23 14 18 10 9 10 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3000 Pp3c7_3000 transcript PAC:32926189protein_codingNA c.*751A>T NA NA NA NA 563
Chr07 1843215 T A Chr07_1843215_T_AT_A SNP 10356.63 19 15 5 13 6 17 23 14 18 10 9 10 11 9 19 15 5 13 6 17 23 14 18 10 9 10 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3010 Pp3c7_3010 transcript PAC:32925362protein_codingNA c.*3511A>T NA NA NA NA 3511
Chr07 1843215 T A Chr07_1843215_T_AT_A SNP 10356.63 19 15 5 13 6 17 23 14 18 10 9 10 11 9 19 15 5 13 6 17 23 14 18 10 9 10 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3000 Pp3c7_3000 transcript PAC:32926190protein_codingNA c.*751A>T NA NA NA NA 472
Chr07 1843215 T A Chr07_1843215_T_AT_A SNP 10356.63 19 15 5 13 6 17 23 14 18 10 9 10 11 9 19 15 5 13 6 17 23 14 18 10 9 10 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3010 Pp3c7_3010 transcript PAC:32925363protein_codingNA c.*3511A>T NA NA NA NA 3282
Chr07 1843215 T A Chr07_1843215_T_AT_A SNP 10356.63 19 15 5 13 6 17 23 14 18 10 9 10 11 9 19 15 5 13 6 17 23 14 18 10 9 10 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_2980-Pp3c7_3000Pp3c7_2980-Pp3c7_3000intergenic_regionPp3c7_2980-Pp3c7_3000NA NA n.1843215T>ANA NA NA NA NA
Chr07 1904363 G GGTTTAGGGTTTAGTTAGGATTTGGTTTAGAChr07_1904363_G_GGTTTAGGGTTTAGTTAGGATTTGGTTTAGAG_GGTTTAGGGTTTAGTTAGGATTTGGTTTAGAINDEL 17920.59 21 11 13 23 10 20 20 18 17 21 8 17 7 5 21 11 13 23 10 20 20 18 17 21 8 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3040-Pp3c7_3100Pp3c7_3040-Pp3c7_3100intergenic_regionPp3c7_3040-Pp3c7_3100NA NA n.1904363_1904364insGTTTAGGGTTTAGTTAGGATTTGGTTTAGANA NA NA NA NA
Chr07 1916765 G GTA Chr07_1916765_G_GTAG_GTA INDEL 3249.24 1 0 0 17 13 19 20 21 0 0 0 1 1 0 26 18 9 17 13 20 20 21 20 15 13 15 13 9 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_3100 Pp3c7_3100 transcript PAC:32924122protein_codingNA c.*2409_*2410insTANA NA NA NA 1815
Chr07 1916765 G GTA Chr07_1916765_G_GTAG_GTA INDEL 3249.24 1 0 0 17 13 19 20 21 0 0 0 1 1 0 26 18 9 17 13 20 20 21 20 15 13 15 13 9 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_3120 Pp3c7_3120 transcript PAC:32925923protein_codingNA c.*2577_*2578insTANA NA NA NA 2577
Chr07 1916765 G GTA Chr07_1916765_G_GTAG_GTA INDEL 3249.24 1 0 0 17 13 19 20 21 0 0 0 1 1 0 26 18 9 17 13 20 20 21 20 15 13 15 13 9 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_3100 Pp3c7_3100 transcript PAC:32924123protein_codingNA c.*2409_*2410insTANA NA NA NA 1867
Chr07 1916765 G GTA Chr07_1916765_G_GTAG_GTA INDEL 3249.24 1 0 0 17 13 19 20 21 0 0 0 1 1 0 26 18 9 17 13 20 20 21 20 15 13 15 13 9 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_3100-Pp3c7_3120Pp3c7_3100-Pp3c7_3120intergenic_regionPp3c7_3100-Pp3c7_3120NA NA n.1916765_1916766insTANA NA NA NA NA
Chr07 1929022 T TA Chr07_1929022_T_TAT_TA INDEL 11293.59 17 12 13 26 17 19 14 23 9 28 8 8 9 10 17 12 13 26 17 19 14 23 9 28 8 8 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3120-Pp3c7_3140Pp3c7_3120-Pp3c7_3140intergenic_regionPp3c7_3120-Pp3c7_3140NA NA n.1929022_1929023insANA NA NA NA NA
Chr07 1929066 T A Chr07_1929066_T_AT_A SNP 15030.63 18 10 9 28 20 20 15 18 13 27 13 11 8 7 18 10 9 28 20 20 15 18 13 27 13 11 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3120-Pp3c7_3140Pp3c7_3120-Pp3c7_3140intergenic_regionPp3c7_3120-Pp3c7_3140NA NA n.1929066T>ANA NA NA NA NA
Chr07 1929068 T A Chr07_1929068_T_AT_A SNP 15030.63 18 10 9 28 20 20 14 18 13 27 13 10 8 7 18 10 9 28 20 20 14 18 13 27 13 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3120-Pp3c7_3140Pp3c7_3120-Pp3c7_3140intergenic_regionPp3c7_3120-Pp3c7_3140NA NA n.1929068T>ANA NA NA NA NA
Chr07 2052122 G GTATATATATATATAChr07_2052122_G_GTATATATATATATAG_GTATATATATATATAINDEL 2904.24 0 0 0 7 9 9 15 9 0 1 0 0 0 0 22 8 9 7 9 9 15 9 9 14 6 8 4 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_3330 Pp3c7_3330 transcript PAC:32924398protein_codingNA c.*3265_*3266insTATATATATATATANA NA NA NA 2555
Chr07 2052122 G GTATATATATATATAChr07_2052122_G_GTATATATATATATAG_GTATATATATATATAINDEL 2904.24 0 0 0 7 9 9 15 9 0 1 0 0 0 0 22 8 9 7 9 9 15 9 9 14 6 8 4 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_3340 Pp3c7_3340 transcript PAC:32923123protein_codingNA c.*5654_*5655insTATATATATATATANA NA NA NA 4626
Chr07 2052122 G GTATATATATATATAChr07_2052122_G_GTATATATATATATAG_GTATATATATATATAINDEL 2904.24 0 0 0 7 9 9 15 9 0 1 0 0 0 0 22 8 9 7 9 9 15 9 9 14 6 8 4 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_3330 Pp3c7_3330 transcript PAC:32924399protein_codingNA c.*3265_*3266insTATATATATATATANA NA NA NA 2522
Chr07 2052122 G GTATATATATATATAChr07_2052122_G_GTATATATATATATAG_GTATATATATATATAINDEL 2904.24 0 0 0 7 9 9 15 9 0 1 0 0 0 0 22 8 9 7 9 9 15 9 9 14 6 8 4 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_3340 Pp3c7_3340 transcript PAC:32923124protein_codingNA c.*5654_*5655insTATATATATATATANA NA NA NA 4599
Chr07 2052122 G GTATATATATATATAChr07_2052122_G_GTATATATATATATAG_GTATATATATATATAINDEL 2904.24 0 0 0 7 9 9 15 9 0 1 0 0 0 0 22 8 9 7 9 9 15 9 9 14 6 8 4 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_3330-Pp3c7_3340Pp3c7_3330-Pp3c7_3340intergenic_regionPp3c7_3330-Pp3c7_3340NA NA n.2052122_2052123insTATATATATATATANA NA NA NA NA
Chr07 2075280 A AT Chr07_2075280_A_ATA_AT INDEL 20889.59 24 22 18 22 31 27 25 18 20 34 12 17 7 12 24 22 18 22 31 27 25 18 20 34 12 17 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3340-Pp3c7_3350Pp3c7_3340-Pp3c7_3350intergenic_regionPp3c7_3340-Pp3c7_3350NA NA n.2075280_2075281insTNA NA NA NA NA
Chr07 2075283 G A Chr07_2075283_G_AG_A SNP 21439.63 25 22 19 21 30 26 27 20 20 35 11 17 7 10 25 22 19 21 30 26 27 20 20 35 11 17 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3340-Pp3c7_3350Pp3c7_3340-Pp3c7_3350intergenic_regionPp3c7_3340-Pp3c7_3350NA NA n.2075283G>ANA NA NA NA NA
Chr07 2075289 G A Chr07_2075289_G_AG_A SNP 21858.63 26 24 21 22 33 28 29 21 20 36 11 17 6 11 26 24 21 22 33 28 29 21 20 36 11 17 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3340-Pp3c7_3350Pp3c7_3340-Pp3c7_3350intergenic_regionPp3c7_3340-Pp3c7_3350NA NA n.2075289G>ANA NA NA NA NA
Chr07 2075290 T A Chr07_2075290_T_AT_A SNP 21678.63 27 24 21 23 33 28 30 21 20 36 11 16 6 11 27 24 21 23 33 28 30 21 20 36 11 16 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3340-Pp3c7_3350Pp3c7_3340-Pp3c7_3350intergenic_regionPp3c7_3340-Pp3c7_3350NA NA n.2075290T>ANA NA NA NA NA
Chr07 2083474 G T Chr07_2083474_G_TG_T SNP 14772.63 31 11 15 16 17 28 29 23 17 18 12 15 7 5 31 11 15 16 17 28 29 23 17 18 12 15 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3350 Pp3c7_3350 transcript PAC:32926059protein_codingNA c.-1233G>T NA NA NA NA 290
Chr07 2083474 G T Chr07_2083474_G_TG_T SNP 14772.63 31 11 15 16 17 28 29 23 17 18 12 15 7 5 31 11 15 16 17 28 29 23 17 18 12 15 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3350 Pp3c7_3350 transcript PAC:32926060protein_codingNA c.-1233G>T NA NA NA NA 928
Chr07 2083474 G T Chr07_2083474_G_TG_T SNP 14772.63 31 11 15 16 17 28 29 23 17 18 12 15 7 5 31 11 15 16 17 28 29 23 17 18 12 15 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3340-Pp3c7_3350Pp3c7_3340-Pp3c7_3350intergenic_regionPp3c7_3340-Pp3c7_3350NA NA n.2083474G>TNA NA NA NA NA
Chr07 2273658 G GT Chr07_2273658_G_GTG_GT INDEL 14477.59 27 12 13 21 25 15 35 19 17 20 9 9 10 6 27 12 13 21 25 15 35 19 17 20 9 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c7_3710 Pp3c7_3710 transcript PAC:32924504protein_coding 05-juin c.896dupT p.Asn300fs 1012/1580 897/1248 299/415 NA
Chr07 2273658 G GT Chr07_2273658_G_GTG_GT INDEL 14477.59 27 12 13 21 25 15 35 19 17 20 9 9 10 6 27 12 13 21 25 15 35 19 17 20 9 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c7_3710 Pp3c7_3710 transcript PAC:32924505protein_coding 04-mai c.961dupT p.Ser321fs 1144/2051 962/1050 321/349 NA
Chr07 2273658 G GT Chr07_2273658_G_GTG_GT INDEL 14477.59 27 12 13 21 25 15 35 19 17 20 9 9 10 6 27 12 13 21 25 15 35 19 17 20 9 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3690 Pp3c7_3690 transcript PAC:32923008protein_codingNA c.-3321dupA NA NA NA NA 1779
Chr07 2273658 G GT Chr07_2273658_G_GTG_GT INDEL 14477.59 27 12 13 21 25 15 35 19 17 20 9 9 10 6 27 12 13 21 25 15 35 19 17 20 9 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3690 Pp3c7_3690 transcript PAC:32923010protein_codingNA c.-3321dupA NA NA NA NA 1779
Chr07 2273658 G GT Chr07_2273658_G_GTG_GT INDEL 14477.59 27 12 13 21 25 15 35 19 17 20 9 9 10 6 27 12 13 21 25 15 35 19 17 20 9 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3690 Pp3c7_3690 transcript PAC:32923011protein_codingNA c.-3960dupA NA NA NA NA 1779
Chr07 2273658 G GT Chr07_2273658_G_GTG_GT INDEL 14477.59 27 12 13 21 25 15 35 19 17 20 9 9 10 6 27 12 13 21 25 15 35 19 17 20 9 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3690 Pp3c7_3690 transcript PAC:32923009protein_codingNA c.-3321dupA NA NA NA NA 1751
Chr07 2363277 A T Chr07_2363277_A_TA_T SNP 19777.63 27 21 13 31 15 32 17 25 27 22 16 23 19 15 27 21 13 31 15 32 17 25 27 22 16 23 19 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923437protein_codingNA c.-1673T>A NA NA NA NA 1673
Chr07 2363277 A T Chr07_2363277_A_TA_T SNP 19777.63 27 21 13 31 15 32 17 25 27 22 16 23 19 15 27 21 13 31 15 32 17 25 27 22 16 23 19 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3850 Pp3c7_3850 transcript PAC:32923599protein_codingNA c.-124T>A NA NA NA NA 124
Chr07 2363277 A T Chr07_2363277_A_TA_T SNP 19777.63 27 21 13 31 15 32 17 25 27 22 16 23 19 15 27 21 13 31 15 32 17 25 27 22 16 23 19 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923438protein_codingNA c.-1673T>A NA NA NA NA 1630
Chr07 2363277 A T Chr07_2363277_A_TA_T SNP 19777.63 27 21 13 31 15 32 17 25 27 22 16 23 19 15 27 21 13 31 15 32 17 25 27 22 16 23 19 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3850-Pp3c7_3869Pp3c7_3850-Pp3c7_3869intergenic_regionPp3c7_3850-Pp3c7_3869NA NA n.2363277A>TNA NA NA NA NA
Chr07 2364545 A AT Chr07_2364545_A_ATA_AT INDEL 20246.59 30 17 13 20 14 22 22 34 33 31 12 17 12 8 30 17 13 20 14 22 22 34 33 31 12 17 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923437protein_codingNA c.-2942_-2941insANA NA NA NA 2942
Chr07 2364545 A AT Chr07_2364545_A_ATA_AT INDEL 20246.59 30 17 13 20 14 22 22 34 33 31 12 17 12 8 30 17 13 20 14 22 22 34 33 31 12 17 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3850 Pp3c7_3850 transcript PAC:32923599protein_codingNA c.-1393_-1392insANA NA NA NA 1393
Chr07 2364545 A AT Chr07_2364545_A_ATA_AT INDEL 20246.59 30 17 13 20 14 22 22 34 33 31 12 17 12 8 30 17 13 20 14 22 22 34 33 31 12 17 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923438protein_codingNA c.-2942_-2941insANA NA NA NA 2899
Chr07 2364545 A AT Chr07_2364545_A_ATA_AT INDEL 20246.59 30 17 13 20 14 22 22 34 33 31 12 17 12 8 30 17 13 20 14 22 22 34 33 31 12 17 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3850-Pp3c7_3869Pp3c7_3850-Pp3c7_3869intergenic_regionPp3c7_3850-Pp3c7_3869NA NA n.2364545_2364546insTNA NA NA NA NA
Chr07 2364548 C A Chr07_2364548_C_AC_A SNP 20795.63 32 17 13 21 16 22 22 34 33 32 12 17 11 7 32 17 13 21 16 22 22 34 33 32 12 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923437protein_codingNA c.-2944G>T NA NA NA NA 2944
Chr07 2364548 C A Chr07_2364548_C_AC_A SNP 20795.63 32 17 13 21 16 22 22 34 33 32 12 17 11 7 32 17 13 21 16 22 22 34 33 32 12 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3850 Pp3c7_3850 transcript PAC:32923599protein_codingNA c.-1395G>T NA NA NA NA 1395
Chr07 2364548 C A Chr07_2364548_C_AC_A SNP 20795.63 32 17 13 21 16 22 22 34 33 32 12 17 11 7 32 17 13 21 16 22 22 34 33 32 12 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923438protein_codingNA c.-2944G>T NA NA NA NA 2901
Chr07 2364548 C A Chr07_2364548_C_AC_A SNP 20795.63 32 17 13 21 16 22 22 34 33 32 12 17 11 7 32 17 13 21 16 22 22 34 33 32 12 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3850-Pp3c7_3869Pp3c7_3850-Pp3c7_3869intergenic_regionPp3c7_3850-Pp3c7_3869NA NA n.2364548C>ANA NA NA NA NA
Chr07 2364567 T TA Chr07_2364567_T_TAT_TA INDEL 20936.59 35 17 16 23 16 19 21 35 33 31 14 14 11 10 35 17 16 23 16 19 21 35 33 31 14 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923437protein_codingNA c.-2964_-2963insTNA NA NA NA 2964
Chr07 2364567 T TA Chr07_2364567_T_TAT_TA INDEL 20936.59 35 17 16 23 16 19 21 35 33 31 14 14 11 10 35 17 16 23 16 19 21 35 33 31 14 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3850 Pp3c7_3850 transcript PAC:32923599protein_codingNA c.-1415_-1414insTNA NA NA NA 1415
Chr07 2364567 T TA Chr07_2364567_T_TAT_TA INDEL 20936.59 35 17 16 23 16 19 21 35 33 31 14 14 11 10 35 17 16 23 16 19 21 35 33 31 14 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923438protein_codingNA c.-2964_-2963insTNA NA NA NA 2921
Chr07 2364567 T TA Chr07_2364567_T_TAT_TA INDEL 20936.59 35 17 16 23 16 19 21 35 33 31 14 14 11 10 35 17 16 23 16 19 21 35 33 31 14 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3850-Pp3c7_3869Pp3c7_3850-Pp3c7_3869intergenic_regionPp3c7_3850-Pp3c7_3869NA NA n.2364567_2364568insANA NA NA NA NA
Chr07 2364570 A AT Chr07_2364570_A_ATA_AT INDEL 20926.59 35 15 16 23 16 19 21 36 34 32 12 15 11 8 35 15 16 23 16 19 21 36 34 32 12 15 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923437protein_codingNA c.-2967_-2966insANA NA NA NA 2967
Chr07 2364570 A AT Chr07_2364570_A_ATA_AT INDEL 20926.59 35 15 16 23 16 19 21 36 34 32 12 15 11 8 35 15 16 23 16 19 21 36 34 32 12 15 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3850 Pp3c7_3850 transcript PAC:32923599protein_codingNA c.-1418_-1417insANA NA NA NA 1418
Chr07 2364570 A AT Chr07_2364570_A_ATA_AT INDEL 20926.59 35 15 16 23 16 19 21 36 34 32 12 15 11 8 35 15 16 23 16 19 21 36 34 32 12 15 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923438protein_codingNA c.-2967_-2966insANA NA NA NA 2924
Chr07 2364570 A AT Chr07_2364570_A_ATA_AT INDEL 20926.59 35 15 16 23 16 19 21 36 34 32 12 15 11 8 35 15 16 23 16 19 21 36 34 32 12 15 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3850-Pp3c7_3869Pp3c7_3850-Pp3c7_3869intergenic_regionPp3c7_3850-Pp3c7_3869NA NA n.2364570_2364571insTNA NA NA NA NA
Chr07 2364575 AT A Chr07_2364575_AT_AAT_A INDEL 20527.59 35 16 18 23 16 20 19 34 35 32 12 15 11 9 35 16 18 23 16 20 19 34 35 32 12 15 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923437protein_codingNA c.-2972delA NA NA NA NA 2972
Chr07 2364575 AT A Chr07_2364575_AT_AAT_A INDEL 20527.59 35 16 18 23 16 20 19 34 35 32 12 15 11 9 35 16 18 23 16 20 19 34 35 32 12 15 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3850 Pp3c7_3850 transcript PAC:32923599protein_codingNA c.-1423delA NA NA NA NA 1423
Chr07 2364575 AT A Chr07_2364575_AT_AAT_A INDEL 20527.59 35 16 18 23 16 20 19 34 35 32 12 15 11 9 35 16 18 23 16 20 19 34 35 32 12 15 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_3840 Pp3c7_3840 transcript PAC:32923438protein_codingNA c.-2972delA NA NA NA NA 2929
Chr07 2364575 AT A Chr07_2364575_AT_AAT_A INDEL 20527.59 35 16 18 23 16 20 19 34 35 32 12 15 11 9 35 16 18 23 16 20 19 34 35 32 12 15 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3850-Pp3c7_3869Pp3c7_3850-Pp3c7_3869intergenic_regionPp3c7_3850-Pp3c7_3869NA NA n.2364576delTNA NA NA NA NA
Chr07 2417085 CTA C Chr07_2417085_CTA_CCTA_C INDEL 8287.59 19 10 12 13 13 12 21 20 17 12 7 7 4 4 19 10 12 14 13 12 21 21 17 12 8 7 4 4 1 1 1 0.929 1 1 1 0.952 1 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3910 Pp3c7_3910 transcript PAC:32924826protein_codingNA c.*5261_*5262delTANA NA NA NA 4478
Chr07 2417085 CTA C Chr07_2417085_CTA_CCTA_C INDEL 8287.59 19 10 12 13 13 12 21 20 17 12 7 7 4 4 19 10 12 14 13 12 21 21 17 12 8 7 4 4 1 1 1 0.929 1 1 1 0.952 1 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3920 Pp3c7_3920 transcript PAC:32924231protein_codingNA c.*1746_*1747delTANA NA NA NA 1479
Chr07 2417085 CTA C Chr07_2417085_CTA_CCTA_C INDEL 8287.59 19 10 12 13 13 12 21 20 17 12 7 7 4 4 19 10 12 14 13 12 21 21 17 12 8 7 4 4 1 1 1 0.929 1 1 1 0.952 1 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3910 Pp3c7_3910 transcript PAC:32924827protein_codingNA c.*5261_*5262delTANA NA NA NA 4501
Chr07 2417085 CTA C Chr07_2417085_CTA_CCTA_C INDEL 8287.59 19 10 12 13 13 12 21 20 17 12 7 7 4 4 19 10 12 14 13 12 21 21 17 12 8 7 4 4 1 1 1 0.929 1 1 1 0.952 1 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3910 Pp3c7_3910 transcript PAC:32924828protein_codingNA c.*5261_*5262delTANA NA NA NA 4501
Chr07 2417085 CTA C Chr07_2417085_CTA_CCTA_C INDEL 8287.59 19 10 12 13 13 12 21 20 17 12 7 7 4 4 19 10 12 14 13 12 21 21 17 12 8 7 4 4 1 1 1 0.929 1 1 1 0.952 1 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3920 Pp3c7_3920 transcript PAC:32924232protein_codingNA c.*1746_*1747delTANA NA NA NA 1562
Chr07 2417085 CTA C Chr07_2417085_CTA_CCTA_C INDEL 8287.59 19 10 12 13 13 12 21 20 17 12 7 7 4 4 19 10 12 14 13 12 21 21 17 12 8 7 4 4 1 1 1 0.929 1 1 1 0.952 1 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3920 Pp3c7_3920 transcript PAC:32924233protein_codingNA c.*1746_*1747delTANA NA NA NA 1562
Chr07 2417085 CTA C Chr07_2417085_CTA_CCTA_C INDEL 8287.59 19 10 12 13 13 12 21 20 17 12 7 7 4 4 19 10 12 14 13 12 21 21 17 12 8 7 4 4 1 1 1 0.929 1 1 1 0.952 1 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3920 Pp3c7_3920 transcript PAC:32924234protein_codingNA c.*1746_*1747delTANA NA NA NA 1562
Chr07 2417085 CTA C Chr07_2417085_CTA_CCTA_C INDEL 8287.59 19 10 12 13 13 12 21 20 17 12 7 7 4 4 19 10 12 14 13 12 21 21 17 12 8 7 4 4 1 1 1 0.929 1 1 1 0.952 1 1 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_3920 Pp3c7_3920 transcript PAC:32924235protein_codingNA c.*1746_*1747delTANA NA NA NA 1562
Chr07 2417085 CTA C Chr07_2417085_CTA_CCTA_C INDEL 8287.59 19 10 12 13 13 12 21 20 17 12 7 7 4 4 19 10 12 14 13 12 21 21 17 12 8 7 4 4 1 1 1 0.929 1 1 1 0.952 1 1 0.875 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_3910-Pp3c7_3920Pp3c7_3910-Pp3c7_3920intergenic_regionPp3c7_3910-Pp3c7_3920NA NA n.2417086_2417087delTANA NA NA NA NA
Chr07 2471919 C CAT Chr07_2471919_C_CATC_CAT INDEL 1256.35 21 12 14 1 1 2 0 2 0 0 0 0 0 0 21 12 14 10 19 18 27 22 9 11 6 13 4 5 1 1 1 0 0 0.111 0 0.091 0 0 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c7_3980 Pp3c7_3980 transcript PAC:32923930protein_codingNA c.-3672_-3671insATNA NA NA NA 1903
Chr07 2471919 C CAT Chr07_2471919_C_CATC_CAT INDEL 1256.35 21 12 14 1 1 2 0 2 0 0 0 0 0 0 21 12 14 10 19 18 27 22 9 11 6 13 4 5 1 1 1 0 0 0.111 0 0.091 0 0 0 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c7_3970 Pp3c7_3970 transcript PAC:32925307protein_codingNA c.*2627_*2628insATNA NA NA NA 2598
Chr07 2471919 C CAT Chr07_2471919_C_CATC_CAT INDEL 1256.35 21 12 14 1 1 2 0 2 0 0 0 0 0 0 21 12 14 10 19 18 27 22 9 11 6 13 4 5 1 1 1 0 0 0.111 0 0.091 0 0 0 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c7_3990 Pp3c7_3990 transcript PAC:32924821protein_codingNA c.*5688_*5689insATNA NA NA NA 4913
Chr07 2471919 C CAT Chr07_2471919_C_CATC_CAT INDEL 1256.35 21 12 14 1 1 2 0 2 0 0 0 0 0 0 21 12 14 10 19 18 27 22 9 11 6 13 4 5 1 1 1 0 0 0.111 0 0.091 0 0 0 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c7_3990 Pp3c7_3990 transcript PAC:32924825protein_codingNA c.*5397_*5398insATNA NA NA NA 4991
Chr07 2471919 C CAT Chr07_2471919_C_CATC_CAT INDEL 1256.35 21 12 14 1 1 2 0 2 0 0 0 0 0 0 21 12 14 10 19 18 27 22 9 11 6 13 4 5 1 1 1 0 0 0.111 0 0.091 0 0 0 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c7_3960-Pp3c7_3980Pp3c7_3960-Pp3c7_3980intergenic_regionPp3c7_3960-Pp3c7_3980NA NA n.2471919_2471920insATNA NA NA NA NA
Chr07 2564281 G C Chr07_2564281_G_CG_C SNP 11377.63 14 8 10 13 15 10 13 14 16 16 12 8 8 10 14 8 10 13 15 10 13 14 16 16 12 8 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4040-Pp3c7_4060Pp3c7_4040-Pp3c7_4060intergenic_regionPp3c7_4040-Pp3c7_4060NA NA n.2564281G>CNA NA NA NA NA
Chr07 2564292 T A Chr07_2564292_T_AT_A SNP 10440.63 11 8 9 10 14 10 10 13 15 14 10 8 8 9 11 8 9 10 14 10 10 13 15 14 10 8 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4040-Pp3c7_4060Pp3c7_4040-Pp3c7_4060intergenic_regionPp3c7_4040-Pp3c7_4060NA NA n.2564292T>ANA NA NA NA NA
Chr07 2564310 T A Chr07_2564310_T_AT_A SNP 8785.63 9 5 5 10 9 9 7 14 15 14 7 6 8 7 9 5 5 10 9 9 7 14 15 14 7 6 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4040-Pp3c7_4060Pp3c7_4040-Pp3c7_4060intergenic_regionPp3c7_4040-Pp3c7_4060NA NA n.2564310T>ANA NA NA NA NA
Chr07 2564443 C A Chr07_2564443_C_AC_A SNP 18064.63 31 19 11 22 23 24 27 25 20 17 17 19 16 7 31 19 11 22 23 24 27 25 20 17 17 19 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4040-Pp3c7_4060Pp3c7_4040-Pp3c7_4060intergenic_regionPp3c7_4040-Pp3c7_4060NA NA n.2564443C>ANA NA NA NA NA
Chr07 2568467 G T Chr07_2568467_G_TG_T SNP 19442.63 26 15 17 19 17 30 32 15 21 21 18 22 17 9 26 15 17 19 17 30 32 15 21 21 18 22 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4040-Pp3c7_4060Pp3c7_4040-Pp3c7_4060intergenic_regionPp3c7_4040-Pp3c7_4060NA NA n.2568467G>TNA NA NA NA NA
Chr07 2675818 G T Chr07_2675818_G_TG_T SNP 18201.63 33 18 11 19 24 28 26 20 20 24 15 15 11 14 33 18 11 19 24 28 26 20 20 24 15 15 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4140-Pp3c7_4165Pp3c7_4140-Pp3c7_4165intergenic_regionPp3c7_4140-Pp3c7_4165NA NA n.2675818G>TNA NA NA NA NA
Chr07 2725096 AAT A Chr07_2725096_AAT_AAAT_A INDEL 3449.24 0 1 0 21 13 20 28 16 0 1 0 1 0 0 23 9 12 21 13 20 28 17 15 15 10 12 7 9 0 0 0 1 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_4270 Pp3c7_4270 transcript PAC:32926195protein_codingNA c.*1642_*1643delATNA NA NA NA 1541
Chr07 2725096 AAT A Chr07_2725096_AAT_AAAT_A INDEL 3449.24 0 1 0 21 13 20 28 16 0 1 0 1 0 0 23 9 12 21 13 20 28 17 15 15 10 12 7 9 0 0 0 1 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_4270 Pp3c7_4270 transcript PAC:32926196protein_codingNA c.*1642_*1643delATNA NA NA NA 1549
Chr07 2725096 AAT A Chr07_2725096_AAT_AAAT_A INDEL 3449.24 0 1 0 21 13 20 28 16 0 1 0 1 0 0 23 9 12 21 13 20 28 17 15 15 10 12 7 9 0 0 0 1 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_4270-Pp3c7_4280Pp3c7_4270-Pp3c7_4280intergenic_regionPp3c7_4270-Pp3c7_4280NA NA n.2725097_2725098delATNA NA NA NA NA
Chr07 2752690 G T Chr07_2752690_G_TG_T SNP 19791.63 25 9 15 32 26 25 22 14 15 19 14 19 14 7 25 9 15 32 26 25 22 14 15 19 14 19 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c7_4340 Pp3c7_4340 transcript PAC:32923468protein_coding14/15 c.1255C>A p.Arg419Ser 1703/2627 1255/1659 419/552 NA
Chr07 2752690 G T Chr07_2752690_G_TG_T SNP 19791.63 25 9 15 32 26 25 22 14 15 19 14 19 14 7 25 9 15 32 26 25 22 14 15 19 14 19 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c7_4340 Pp3c7_4340 transcript PAC:32923471protein_coding14/15 c.1255C>A p.Arg419Ser 1750/2739 1255/1659 419/552 NA
Chr07 2752690 G T Chr07_2752690_G_TG_T SNP 19791.63 25 9 15 32 26 25 22 14 15 19 14 19 14 7 25 9 15 32 26 25 22 14 15 19 14 19 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c7_4340 Pp3c7_4340 transcript PAC:32923469protein_coding15/16 c.1255C>A p.Arg419Ser 1770/2694 1255/1659 419/552 NA
Chr07 2752690 G T Chr07_2752690_G_TG_T SNP 19791.63 25 9 15 32 26 25 22 14 15 19 14 19 14 7 25 9 15 32 26 25 22 14 15 19 14 19 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c7_4340 Pp3c7_4340 transcript PAC:32923470protein_coding14/15 c.1255C>A p.Arg419Ser 2210/3134 1255/1659 419/552 NA
Chr07 2752691 A T Chr07_2752691_A_TA_T SNP 19791.63 25 9 14 32 26 25 22 14 14 19 14 19 14 7 25 9 14 32 26 25 22 14 14 19 14 19 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c7_4340 Pp3c7_4340 transcript PAC:32923468protein_coding14/15 c.1254T>A p.Asn418Lys 1702/2627 1254/1659 418/552 NA
Chr07 2752691 A T Chr07_2752691_A_TA_T SNP 19791.63 25 9 14 32 26 25 22 14 14 19 14 19 14 7 25 9 14 32 26 25 22 14 14 19 14 19 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c7_4340 Pp3c7_4340 transcript PAC:32923471protein_coding14/15 c.1254T>A p.Asn418Lys 1749/2739 1254/1659 418/552 NA
Chr07 2752691 A T Chr07_2752691_A_TA_T SNP 19791.63 25 9 14 32 26 25 22 14 14 19 14 19 14 7 25 9 14 32 26 25 22 14 14 19 14 19 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c7_4340 Pp3c7_4340 transcript PAC:32923469protein_coding15/16 c.1254T>A p.Asn418Lys 1769/2694 1254/1659 418/552 NA
Chr07 2752691 A T Chr07_2752691_A_TA_T SNP 19791.63 25 9 14 32 26 25 22 14 14 19 14 19 14 7 25 9 14 32 26 25 22 14 14 19 14 19 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c7_4340 Pp3c7_4340 transcript PAC:32923470protein_coding14/15 c.1254T>A p.Asn418Lys 2209/3134 1254/1659 418/552 NA
Chr07 2766361 A G Chr07_2766361_A_GA_G SNP 14021.63 12 10 10 13 11 19 25 13 28 15 17 14 11 10 12 10 10 13 11 19 25 13 28 15 17 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4358-Pp3c7_4380Pp3c7_4358-Pp3c7_4380intergenic_regionPp3c7_4358-Pp3c7_4380NA NA n.2766361A>GNA NA NA NA NA
Chr07 2766446 A G Chr07_2766446_A_GA_G SNP 16922.63 27 13 16 19 17 23 28 18 32 18 11 17 13 14 27 13 16 19 17 23 28 18 32 18 11 17 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4358-Pp3c7_4380Pp3c7_4358-Pp3c7_4380intergenic_regionPp3c7_4358-Pp3c7_4380NA NA n.2766446A>GNA NA NA NA NA
Chr07 2766487 T A Chr07_2766487_T_AT_A SNP 17799.63 24 13 15 21 19 27 26 19 30 24 14 15 20 12 24 13 15 21 19 27 26 19 30 24 14 15 20 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4358-Pp3c7_4380Pp3c7_4358-Pp3c7_4380intergenic_regionPp3c7_4358-Pp3c7_4380NA NA n.2766487T>ANA NA NA NA NA
Chr07 2811279 G A Chr07_2811279_G_AG_A SNP 14507.63 24 10 13 15 20 24 32 16 18 14 10 16 6 5 24 10 13 15 20 24 32 16 18 14 10 16 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_4440 Pp3c7_4440 transcript PAC:32923573protein_codingNA c.-5812C>T NA NA NA NA 2540
Chr07 2811279 G A Chr07_2811279_G_AG_A SNP 14507.63 24 10 13 15 20 24 32 16 18 14 10 16 6 5 24 10 13 15 20 24 32 16 18 14 10 16 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_4420 Pp3c7_4420 transcript PAC:32926288protein_codingNA c.-7824C>T NA NA NA NA 2540
Chr07 2811279 G A Chr07_2811279_G_AG_A SNP 14507.63 24 10 13 15 20 24 32 16 18 14 10 16 6 5 24 10 13 15 20 24 32 16 18 14 10 16 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_4430 Pp3c7_4430 transcript PAC:32923718protein_codingNA c.-3687C>T NA NA NA NA 2587
Chr07 2811279 G A Chr07_2811279_G_AG_A SNP 14507.63 24 10 13 15 20 24 32 16 18 14 10 16 6 5 24 10 13 15 20 24 32 16 18 14 10 16 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_4430 Pp3c7_4430 transcript PAC:32923719protein_codingNA c.-3687C>T NA NA NA NA 2540
Chr07 2811279 G A Chr07_2811279_G_AG_A SNP 14507.63 24 10 13 15 20 24 32 16 18 14 10 16 6 5 24 10 13 15 20 24 32 16 18 14 10 16 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4420-Pp3c7_4470Pp3c7_4420-Pp3c7_4470intergenic_regionPp3c7_4420-Pp3c7_4470NA NA n.2811279G>ANA NA NA NA NA
Chr07 2891196 A AAT Chr07_2891196_A_AATA_AAT INDEL 7502.59 20 11 8 14 10 12 26 17 6 6 4 10 5 5 21 11 9 14 10 13 27 17 7 7 4 10 5 5 0.952 1 0.889 1 1 0.923 0.963 1 0.857 0.857 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_4510 Pp3c7_4510 transcript PAC:32925179protein_codingNA c.-5217_-5216insATNA NA NA NA 3970
Chr07 2891196 A AAT Chr07_2891196_A_AATA_AAT INDEL 7502.59 20 11 8 14 10 12 26 17 6 6 4 10 5 5 21 11 9 14 10 13 27 17 7 7 4 10 5 5 0.952 1 0.889 1 1 0.923 0.963 1 0.857 0.857 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_4510 Pp3c7_4510 transcript PAC:32925180protein_codingNA c.-5217_-5216insATNA NA NA NA 3970
Chr07 2891196 A AAT Chr07_2891196_A_AATA_AAT INDEL 7502.59 20 11 8 14 10 12 26 17 6 6 4 10 5 5 21 11 9 14 10 13 27 17 7 7 4 10 5 5 0.952 1 0.889 1 1 0.923 0.963 1 0.857 0.857 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_4540 Pp3c7_4540 transcript PAC:32925679protein_codingNA c.*1002_*1003insATNA NA NA NA 568
Chr07 2891196 A AAT Chr07_2891196_A_AATA_AAT INDEL 7502.59 20 11 8 14 10 12 26 17 6 6 4 10 5 5 21 11 9 14 10 13 27 17 7 7 4 10 5 5 0.952 1 0.889 1 1 0.923 0.963 1 0.857 0.857 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_4550 Pp3c7_4550 transcript PAC:32925050protein_codingNA c.*3087_*3088insATNA NA NA NA 3087
Chr07 2891196 A AAT Chr07_2891196_A_AATA_AAT INDEL 7502.59 20 11 8 14 10 12 26 17 6 6 4 10 5 5 21 11 9 14 10 13 27 17 7 7 4 10 5 5 0.952 1 0.889 1 1 0.923 0.963 1 0.857 0.857 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_4540 Pp3c7_4540 transcript PAC:32925680protein_codingNA c.*1002_*1003insATNA NA NA NA 546
Chr07 2891196 A AAT Chr07_2891196_A_AATA_AAT INDEL 7502.59 20 11 8 14 10 12 26 17 6 6 4 10 5 5 21 11 9 14 10 13 27 17 7 7 4 10 5 5 0.952 1 0.889 1 1 0.923 0.963 1 0.857 0.857 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4510-Pp3c7_4540Pp3c7_4510-Pp3c7_4540intergenic_regionPp3c7_4510-Pp3c7_4540NA NA n.2891196_2891197insATNA NA NA NA NA
Chr07 2917923 A AAT Chr07_2917923_A_AATA_AAT INDEL 4382.24 14 11 11 0 0 0 1 1 4 8 6 7 5 7 14 11 11 19 15 14 13 16 4 8 6 7 5 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c7_4561-Pp3c7_4577Pp3c7_4561-Pp3c7_4577intergenic_regionPp3c7_4561-Pp3c7_4577NA NA n.2917923_2917924insATNA NA NA NA NA
Chr07 2928503 A AT Chr07_2928503_A_ATA_AT INDEL 15013.59 22 15 11 39 18 27 28 15 16 14 11 11 11 11 22 15 11 39 18 27 28 15 16 14 11 11 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_4577 Pp3c7_4577 transcript PAC:32925109protein_codingNA c.-968_-967insANA NA NA NA 700
Chr07 2928503 A AT Chr07_2928503_A_ATA_AT INDEL 15013.59 22 15 11 39 18 27 28 15 16 14 11 11 11 11 22 15 11 39 18 27 28 15 16 14 11 11 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4577-Pp3c7_4610Pp3c7_4577-Pp3c7_4610intergenic_regionPp3c7_4577-Pp3c7_4610NA NA n.2928503_2928504insTNA NA NA NA NA
Chr07 3045419 C CT Chr07_3045419_C_CTC_CT INDEL 19045.59 29 17 14 29 22 26 24 23 13 21 11 23 7 15 29 17 14 29 22 26 24 23 13 21 11 23 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4790-Pp3c7_4800Pp3c7_4790-Pp3c7_4800intergenic_regionPp3c7_4790-Pp3c7_4800NA NA n.3045419_3045420insTNA NA NA NA NA
Chr07 3045435 G GA Chr07_3045435_G_GAG_GA INDEL 19488.59 33 15 13 30 22 29 22 24 16 21 10 22 6 14 33 15 13 30 22 29 22 24 16 21 10 22 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4790-Pp3c7_4800Pp3c7_4790-Pp3c7_4800intergenic_regionPp3c7_4790-Pp3c7_4800NA NA n.3045435_3045436insANA NA NA NA NA
Chr07 3045513 G T Chr07_3045513_G_TG_T SNP 20239.63 39 18 14 28 20 35 34 26 20 24 13 22 9 13 39 18 14 28 20 35 34 26 20 24 13 22 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4790-Pp3c7_4800Pp3c7_4790-Pp3c7_4800intergenic_regionPp3c7_4790-Pp3c7_4800NA NA n.3045513G>TNA NA NA NA NA
Chr07 3048011 C A Chr07_3048011_C_AC_A SNP 21035.63 30 14 19 25 26 29 31 25 23 20 14 14 5 16 30 14 19 25 26 29 31 25 23 20 14 14 5 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4790-Pp3c7_4800Pp3c7_4790-Pp3c7_4800intergenic_regionPp3c7_4790-Pp3c7_4800NA NA n.3048011C>ANA NA NA NA NA
Chr07 3048026 C A Chr07_3048026_C_AC_A SNP 22876.63 35 15 23 30 32 34 37 31 25 26 21 19 12 20 35 15 23 30 32 34 37 31 25 26 21 19 12 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4790-Pp3c7_4800Pp3c7_4790-Pp3c7_4800intergenic_regionPp3c7_4790-Pp3c7_4800NA NA n.3048026C>ANA NA NA NA NA
Chr07 3170068 T TTA Chr07_3170068_T_TTAT_TTA INDEL 13604.59 27 21 14 14 18 19 24 18 13 13 9 15 4 7 27 21 14 14 18 19 24 18 13 13 9 15 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_4960 Pp3c7_4960 transcript PAC:32925228protein_codingNA c.-1616_-1615insTANA NA NA NA 1615
Chr07 3170068 T TTA Chr07_3170068_T_TTAT_TTA INDEL 13604.59 27 21 14 14 18 19 24 18 13 13 9 15 4 7 27 21 14 14 18 19 24 18 13 13 9 15 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_4940-Pp3c7_4960Pp3c7_4940-Pp3c7_4960intergenic_regionPp3c7_4940-Pp3c7_4960NA NA n.3170068_3170069insTANA NA NA NA NA
Chr07 3190132 T G Chr07_3190132_T_GT_G SNP 212610.63 265 426 273 259 229 408 328 269 560 471 591 738 325 364 297 441 292 281 251 433 360 291 588 493 622 757 341 376 0.892 0.966 0.935 0.922 0.912 0.942 0.911 0.924 0.952 0.955 0.95 0.975 0.953 0.968 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c7_4970 Pp3c7_4970 transcript PAC:32925750protein_coding 01-janv c.303T>G p.Leu101Leu 1158/1589 303/711 101/236 NA
Chr07 3190132 T G Chr07_3190132_T_GT_G SNP 212610.63 265 426 273 259 229 408 328 269 560 471 591 738 325 364 297 441 292 281 251 433 360 291 588 493 622 757 341 376 0.892 0.966 0.935 0.922 0.912 0.942 0.911 0.924 0.952 0.955 0.95 0.975 0.953 0.968 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c7_4970 Pp3c7_4970 transcript PAC:32925751protein_coding 01-janv c.303T>G p.Leu101Leu 343/844 303/711 101/236 NA
Chr07 3190132 T G Chr07_3190132_T_GT_G SNP 212610.63 265 426 273 259 229 408 328 269 560 471 591 738 325 364 297 441 292 281 251 433 360 291 588 493 622 757 341 376 0.892 0.966 0.935 0.922 0.912 0.942 0.911 0.924 0.952 0.955 0.95 0.975 0.953 0.968 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c7_4980 Pp3c7_4980 transcript PAC:32925892protein_coding 01-janv c.*1729A>C NA NA NA NA 1729
Chr07 3190132 T G Chr07_3190132_T_GT_G SNP 212610.63 265 426 273 259 229 408 328 269 560 471 591 738 325 364 297 441 292 281 251 433 360 291 588 493 622 757 341 376 0.892 0.966 0.935 0.922 0.912 0.942 0.911 0.924 0.952 0.955 0.95 0.975 0.953 0.968 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5010 Pp3c7_5010 transcript PAC:32925607protein_codingNA c.-1829T>G NA NA NA NA 1829
Chr07 3190132 T G Chr07_3190132_T_GT_G SNP 212610.63 265 426 273 259 229 408 328 269 560 471 591 738 325 364 297 441 292 281 251 433 360 291 588 493 622 757 341 376 0.892 0.966 0.935 0.922 0.912 0.942 0.911 0.924 0.952 0.955 0.95 0.975 0.953 0.968 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_4990 Pp3c7_4990 transcript PAC:32926006protein_codingNA c.*382T>G NA NA NA NA 382
Chr07 3190132 T G Chr07_3190132_T_GT_G SNP 212610.63 265 426 273 259 229 408 328 269 560 471 591 738 325 364 297 441 292 281 251 433 360 291 588 493 622 757 341 376 0.892 0.966 0.935 0.922 0.912 0.942 0.911 0.924 0.952 0.955 0.95 0.975 0.953 0.968 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5000 Pp3c7_5000 transcript PAC:32926287protein_codingNA c.*595A>C NA NA NA NA 595
Chr07 3190132 T G Chr07_3190132_T_GT_G SNP 212610.63 265 426 273 259 229 408 328 269 560 471 591 738 325 364 297 441 292 281 251 433 360 291 588 493 622 757 341 376 0.892 0.966 0.935 0.922 0.912 0.942 0.911 0.924 0.952 0.955 0.95 0.975 0.953 0.968 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5020 Pp3c7_5020 transcript PAC:32923995protein_codingNA c.*5384A>C NA NA NA NA 4934
Chr07 3190132 T G Chr07_3190132_T_GT_G SNP 212610.63 265 426 273 259 229 408 328 269 560 471 591 738 325 364 297 441 292 281 251 433 360 291 588 493 622 757 341 376 0.892 0.966 0.935 0.922 0.912 0.942 0.911 0.924 0.952 0.955 0.95 0.975 0.953 0.968 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5020 Pp3c7_5020 transcript PAC:32923996protein_codingNA c.*5384A>C NA NA NA NA 4983
Chr07 3239673 A T Chr07_3239673_A_TA_T SNP 15755.63 19 16 12 21 13 24 22 18 25 19 14 28 6 8 19 16 12 21 13 24 22 18 25 19 14 29 6 8 1 1 1 1 1 1 1 1 1 1 1 0.966 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5111 Pp3c7_5111 transcript PAC:32924522protein_codingNA c.*673T>A NA NA NA NA 673
Chr07 3239673 A T Chr07_3239673_A_TA_T SNP 15755.63 19 16 12 21 13 24 22 18 25 19 14 28 6 8 19 16 12 21 13 24 22 18 25 19 14 29 6 8 1 1 1 1 1 1 1 1 1 1 1 0.966 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5100-Pp3c7_5111Pp3c7_5100-Pp3c7_5111intergenic_regionPp3c7_5100-Pp3c7_5111NA NA n.3239673A>TNA NA NA NA NA
Chr07 3262944 G A Chr07_3262944_G_AG_A SNP 13262.63 11 18 16 18 14 26 15 17 17 15 11 17 7 5 11 18 16 18 14 26 15 17 17 15 11 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5160 Pp3c7_5160 transcript PAC:32922921protein_codingNA c.-1484G>A NA NA NA NA 570
Chr07 3262944 G A Chr07_3262944_G_AG_A SNP 13262.63 11 18 16 18 14 26 15 17 17 15 11 17 7 5 11 18 16 18 14 26 15 17 17 15 11 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5160 Pp3c7_5160 transcript PAC:32922925protein_codingNA c.-1484G>A NA NA NA NA 530
Chr07 3262944 G A Chr07_3262944_G_AG_A SNP 13262.63 11 18 16 18 14 26 15 17 17 15 11 17 7 5 11 18 16 18 14 26 15 17 17 15 11 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5160 Pp3c7_5160 transcript PAC:32922922protein_codingNA c.-1484G>A NA NA NA NA 547
Chr07 3262944 G A Chr07_3262944_G_AG_A SNP 13262.63 11 18 16 18 14 26 15 17 17 15 11 17 7 5 11 18 16 18 14 26 15 17 17 15 11 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5160 Pp3c7_5160 transcript PAC:32922924protein_codingNA c.-1484G>A NA NA NA NA 555
Chr07 3262944 G A Chr07_3262944_G_AG_A SNP 13262.63 11 18 16 18 14 26 15 17 17 15 11 17 7 5 11 18 16 18 14 26 15 17 17 15 11 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5160 Pp3c7_5160 transcript PAC:32922923protein_codingNA c.-1484G>A NA NA NA NA 725
Chr07 3262944 G A Chr07_3262944_G_AG_A SNP 13262.63 11 18 16 18 14 26 15 17 17 15 11 17 7 5 11 18 16 18 14 26 15 17 17 15 11 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5120-Pp3c7_5160Pp3c7_5120-Pp3c7_5160intergenic_regionPp3c7_5120-Pp3c7_5160NA NA n.3262944G>ANA NA NA NA NA
Chr07 3312701 G GA Chr07_3312701_G_GAG_GA INDEL 17234.59 31 20 14 25 22 27 28 30 29 27 13 15 9 8 31 20 14 25 22 27 28 30 29 27 13 15 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5250 Pp3c7_5250 transcript PAC:32923540protein_codingNA c.*3605_*3606insANA NA NA NA 3342
Chr07 3312701 G GA Chr07_3312701_G_GAG_GA INDEL 17234.59 31 20 14 25 22 27 28 30 29 27 13 15 9 8 31 20 14 25 22 27 28 30 29 27 13 15 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5250 Pp3c7_5250 transcript PAC:32923542protein_codingNA c.*3605_*3606insANA NA NA NA 3342
Chr07 3312701 G GA Chr07_3312701_G_GAG_GA INDEL 17234.59 31 20 14 25 22 27 28 30 29 27 13 15 9 8 31 20 14 25 22 27 28 30 29 27 13 15 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5250 Pp3c7_5250 transcript PAC:32923541protein_codingNA c.*3605_*3606insANA NA NA NA 3464
Chr07 3312701 G GA Chr07_3312701_G_GAG_GA INDEL 17234.59 31 20 14 25 22 27 28 30 29 27 13 15 9 8 31 20 14 25 22 27 28 30 29 27 13 15 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_5251 Pp3c7_5251 transcript PAC:32924894protein_coding juil-22 c.1227+38_1227+39insANA NA NA NA NA
Chr07 3312701 G GA Chr07_3312701_G_GAG_GA INDEL 17234.59 31 20 14 25 22 27 28 30 29 27 13 15 9 8 31 20 14 25 22 27 28 30 29 27 13 15 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_5251 Pp3c7_5251 transcript PAC:32924895protein_coding juil-23 c.1227+38_1227+39insANA NA NA NA NA
Chr07 3351468 C A Chr07_3351468_C_AC_A SNP 14140.63 16 19 13 17 17 21 33 21 14 14 13 20 6 5 16 19 13 17 17 21 33 21 14 14 13 20 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5280 Pp3c7_5280 transcript PAC:32926291protein_codingNA c.-1476C>A NA NA NA NA 348
Chr07 3351468 C A Chr07_3351468_C_AC_A SNP 14140.63 16 19 13 17 17 21 33 21 14 14 13 20 6 5 16 19 13 17 17 21 33 21 14 14 13 20 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5280 Pp3c7_5280 transcript PAC:32926293protein_codingNA c.-1476C>A NA NA NA NA 345
Chr07 3351468 C A Chr07_3351468_C_AC_A SNP 14140.63 16 19 13 17 17 21 33 21 14 14 13 20 6 5 16 19 13 17 17 21 33 21 14 14 13 20 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5280 Pp3c7_5280 transcript PAC:32926292protein_codingNA c.-1476C>A NA NA NA NA 348
Chr07 3351468 C A Chr07_3351468_C_AC_A SNP 14140.63 16 19 13 17 17 21 33 21 14 14 13 20 6 5 16 19 13 17 17 21 33 21 14 14 13 20 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5270-Pp3c7_5280Pp3c7_5270-Pp3c7_5280intergenic_regionPp3c7_5270-Pp3c7_5280NA NA n.3351468C>ANA NA NA NA NA
Chr07 3472369 T TTA Chr07_3472369_T_TTAT_TTA INDEL 317.37 0 0 11 0 0 1 2 0 0 0 0 0 0 0 25 15 11 25 18 14 22 17 22 10 12 9 10 5 0 0 1 0 0 0 0.091 0 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c7_5450 Pp3c7_5450 transcript PAC:32926282protein_codingNA c.-2049_-2048insTANA NA NA NA 1635
Chr07 3472369 T TTA Chr07_3472369_T_TTAT_TTA INDEL 317.37 0 0 11 0 0 1 2 0 0 0 0 0 0 0 25 15 11 25 18 14 22 17 22 10 12 9 10 5 0 0 1 0 0 0 0.091 0 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c7_5450 Pp3c7_5450 transcript PAC:32926284protein_codingNA c.-2049_-2048insTANA NA NA NA 1702
Chr07 3472369 T TTA Chr07_3472369_T_TTAT_TTA INDEL 317.37 0 0 11 0 0 1 2 0 0 0 0 0 0 0 25 15 11 25 18 14 22 17 22 10 12 9 10 5 0 0 1 0 0 0 0.091 0 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c7_5450 Pp3c7_5450 transcript PAC:32926283protein_codingNA c.-2049_-2048insTANA NA NA NA 1744
Chr07 3472369 T TTA Chr07_3472369_T_TTAT_TTA INDEL 317.37 0 0 11 0 0 1 2 0 0 0 0 0 0 0 25 15 11 25 18 14 22 17 22 10 12 9 10 5 0 0 1 0 0 0 0.091 0 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c7_5450 Pp3c7_5450 transcript PAC:32926286protein_codingNA c.-3041_-3040insTANA NA NA NA 1962
Chr07 3472369 T TTA Chr07_3472369_T_TTAT_TTA INDEL 317.37 0 0 11 0 0 1 2 0 0 0 0 0 0 0 25 15 11 25 18 14 22 17 22 10 12 9 10 5 0 0 1 0 0 0 0.091 0 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c7_5450 Pp3c7_5450 transcript PAC:32926285protein_codingNA c.-3041_-3040insTANA NA NA NA 1665
Chr07 3472369 T TTA Chr07_3472369_T_TTAT_TTA INDEL 317.37 0 0 11 0 0 1 2 0 0 0 0 0 0 0 25 15 11 25 18 14 22 17 22 10 12 9 10 5 0 0 1 0 0 0 0.091 0 0 0 0 0 0 0 0 1 1 1 0 0 1 intergenic_regionMODIFIER Pp3c7_5450-Pp3c7_5470Pp3c7_5450-Pp3c7_5470intergenic_regionPp3c7_5450-Pp3c7_5470NA NA n.3472369_3472370insTANA NA NA NA NA
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5650 Pp3c7_5650 transcript PAC:32924086protein_codingNA c.-941_-940delATNA NA NA NA 191
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5650 Pp3c7_5650 transcript PAC:32924089protein_codingNA c.-1203_-1202delATNA NA NA NA 191
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5650 Pp3c7_5650 transcript PAC:32924090protein_codingNA c.-941_-940delATNA NA NA NA 191
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5650 Pp3c7_5650 transcript PAC:32924095protein_codingNA c.-1429_-1428delATNA NA NA NA 191
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5650 Pp3c7_5650 transcript PAC:32924087protein_codingNA c.-941_-940delATNA NA NA NA 181
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5650 Pp3c7_5650 transcript PAC:32924091protein_codingNA c.-941_-940delATNA NA NA NA 181
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5650 Pp3c7_5650 transcript PAC:32924092protein_codingNA c.-941_-940delATNA NA NA NA 181
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5650 Pp3c7_5650 transcript PAC:32924094protein_codingNA c.-941_-940delATNA NA NA NA 181
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5650 Pp3c7_5650 transcript PAC:32924096protein_codingNA c.-1203_-1202delATNA NA NA NA 181
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5650 Pp3c7_5650 transcript PAC:32924093protein_codingNA c.-1203_-1202delATNA NA NA NA 147
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_5650 Pp3c7_5650 transcript PAC:32924088protein_codingNA c.-565_-564delATNA NA NA NA 225
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5640 Pp3c7_5640 transcript PAC:32926024protein_codingNA c.*2960_*2961delATNA NA NA NA 2825
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5640 Pp3c7_5640 transcript PAC:32926026protein_codingNA c.*3040_*3041delATNA NA NA NA 2720
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5640 Pp3c7_5640 transcript PAC:32926025protein_codingNA c.*3040_*3041delATNA NA NA NA 2833
Chr07 3573325 AAT A Chr07_3573325_AAT_AAAT_A INDEL 9972.59 21 8 6 18 11 15 20 23 8 12 14 11 11 9 21 8 6 19 11 16 20 23 8 12 14 11 11 9 1 1 1 0.947 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5650-Pp3c7_5660Pp3c7_5650-Pp3c7_5660intergenic_regionPp3c7_5650-Pp3c7_5660NA NA n.3573326_3573327delATNA NA NA NA NA
Chr07 3601460 A T Chr07_3601460_A_TA_T SNP 18258.63 23 11 15 21 11 27 27 23 19 22 26 12 7 12 23 11 15 21 11 27 27 23 19 22 26 12 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5660-Pp3c7_5690Pp3c7_5660-Pp3c7_5690intergenic_regionPp3c7_5660-Pp3c7_5690NA NA n.3601460A>TNA NA NA NA NA
Chr07 3637114 TA T Chr07_3637114_TA_TTA_T INDEL 11933.59 14 13 12 16 9 10 16 17 11 10 14 6 4 8 14 13 12 16 9 10 16 17 11 10 14 6 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5750 Pp3c7_5750 transcript PAC:32926020protein_codingNA c.*5202delA NA NA NA NA 4854
Chr07 3637114 TA T Chr07_3637114_TA_TTA_T INDEL 11933.59 14 13 12 16 9 10 16 17 11 10 14 6 4 8 14 13 12 16 9 10 16 17 11 10 14 6 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5750 Pp3c7_5750 transcript PAC:32926021protein_codingNA c.*5202delA NA NA NA NA 4832
Chr07 3637114 TA T Chr07_3637114_TA_TTA_T INDEL 11933.59 14 13 12 16 9 10 16 17 11 10 14 6 4 8 14 13 12 16 9 10 16 17 11 10 14 6 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5750-Pp3c7_5770Pp3c7_5750-Pp3c7_5770intergenic_regionPp3c7_5750-Pp3c7_5770NA NA n.3637115delANA NA NA NA NA
Chr07 3637122 A T Chr07_3637122_A_TA_T SNP 12337.63 15 13 15 16 10 10 19 18 11 10 15 6 4 8 15 13 15 16 10 10 19 18 11 10 15 6 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5750 Pp3c7_5750 transcript PAC:32926020protein_codingNA c.*5209A>T NA NA NA NA 4861
Chr07 3637122 A T Chr07_3637122_A_TA_T SNP 12337.63 15 13 15 16 10 10 19 18 11 10 15 6 4 8 15 13 15 16 10 10 19 18 11 10 15 6 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_5750 Pp3c7_5750 transcript PAC:32926021protein_codingNA c.*5209A>T NA NA NA NA 4839
Chr07 3637122 A T Chr07_3637122_A_TA_T SNP 12337.63 15 13 15 16 10 10 19 18 11 10 15 6 4 8 15 13 15 16 10 10 19 18 11 10 15 6 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5750-Pp3c7_5770Pp3c7_5750-Pp3c7_5770intergenic_regionPp3c7_5750-Pp3c7_5770NA NA n.3637122A>TNA NA NA NA NA
Chr07 3638089 G T Chr07_3638089_G_TG_T SNP 25122.63 44 13 18 24 23 24 36 30 35 31 17 12 16 16 44 13 18 24 23 24 36 30 35 31 17 12 16 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5750-Pp3c7_5770Pp3c7_5750-Pp3c7_5770intergenic_regionPp3c7_5750-Pp3c7_5770NA NA n.3638089G>TNA NA NA NA NA
Chr07 3638109 G A Chr07_3638109_G_AG_A SNP 24351.63 43 12 18 24 20 26 33 30 28 33 18 10 13 15 43 12 18 24 20 26 33 30 28 33 18 10 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5750-Pp3c7_5770Pp3c7_5750-Pp3c7_5770intergenic_regionPp3c7_5750-Pp3c7_5770NA NA n.3638109G>ANA NA NA NA NA
Chr07 3639728 C A Chr07_3639728_C_AC_A SNP 21367.63 27 22 11 25 21 31 35 30 23 17 12 19 14 10 27 22 11 25 22 31 35 30 23 17 12 19 14 10 1 1 1 1 0.955 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5750-Pp3c7_5770Pp3c7_5750-Pp3c7_5770intergenic_regionPp3c7_5750-Pp3c7_5770NA NA n.3639728C>ANA NA NA NA NA
Chr07 3752388 G A Chr07_3752388_G_AG_A SNP 19553.63 35 21 9 29 19 27 25 27 19 22 25 17 6 10 35 21 9 29 19 27 25 27 19 22 25 17 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5929-Pp3c7_5960Pp3c7_5929-Pp3c7_5960intergenic_regionPp3c7_5929-Pp3c7_5960NA NA n.3752388G>ANA NA NA NA NA
Chr07 3757082 A AAT Chr07_3757082_A_AATA_AAT INDEL 11902.59 22 11 6 20 15 31 23 23 18 18 15 7 10 9 22 11 6 20 15 31 23 23 18 18 15 8 10 9 1 1 1 1 1 1 1 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_5929-Pp3c7_5960Pp3c7_5929-Pp3c7_5960intergenic_regionPp3c7_5929-Pp3c7_5960NA NA n.3757082_3757083insATNA NA NA NA NA
Chr07 3841961 G A Chr07_3841961_G_AG_A SNP 3804.98 0 0 0 0 0 0 0 0 16 21 12 12 10 16 25 13 24 21 14 26 31 35 16 21 12 12 10 16 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c7_6070 Pp3c7_6070 transcript PAC:32922977protein_codingNA c.-1971C>T NA NA NA NA 1971
Chr07 3841961 G A Chr07_3841961_G_AG_A SNP 3804.98 0 0 0 0 0 0 0 0 16 21 12 12 10 16 25 13 24 21 14 26 31 35 16 21 12 12 10 16 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c7_6079 Pp3c7_6079 transcript PAC:32923159protein_codingNA c.*1755C>T NA NA NA NA 1701
Chr07 3841961 G A Chr07_3841961_G_AG_A SNP 3804.98 0 0 0 0 0 0 0 0 16 21 12 12 10 16 25 13 24 21 14 26 31 35 16 21 12 12 10 16 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c7_6070-Pp3c7_6079Pp3c7_6070-Pp3c7_6079intergenic_regionPp3c7_6070-Pp3c7_6079NA NA n.3841961G>ANA NA NA NA NA
Chr07 3884352 C CAT Chr07_3884352_C_CATC_CAT INDEL 917.35 20 9 4 0 0 0 0 0 1 0 0 0 0 0 21 9 4 10 11 20 18 14 9 7 8 10 4 5 0.952 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c7_6200-Pp3c7_6220Pp3c7_6200-Pp3c7_6220intergenic_regionPp3c7_6200-Pp3c7_6220NA NA n.3884352_3884353insATNA NA NA NA NA
Chr07 4012387 C CA Chr07_4012387_C_CAC_CA INDEL 19929.59 40 22 18 33 24 21 33 28 21 37 20 15 15 10 40 22 18 33 24 21 33 28 21 37 20 15 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_6480 Pp3c7_6480 transcript PAC:32925192protein_codingNA c.-744_-743insANA NA NA NA 743
Chr07 4012387 C CA Chr07_4012387_C_CAC_CA INDEL 19929.59 40 22 18 33 24 21 33 28 21 37 20 15 15 10 40 22 18 33 24 21 33 28 21 37 20 15 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_6480 Pp3c7_6480 transcript PAC:32925193protein_codingNA c.-1147_-1146insANA NA NA NA 776
Chr07 4012387 C CA Chr07_4012387_C_CAC_CA INDEL 19929.59 40 22 18 33 24 21 33 28 21 37 20 15 15 10 40 22 18 33 24 21 33 28 21 37 20 15 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_6470 Pp3c7_6470 transcript PAC:32923687protein_codingNA c.*3144_*3145insANA NA NA NA 2783
Chr07 4012387 C CA Chr07_4012387_C_CAC_CA INDEL 19929.59 40 22 18 33 24 21 33 28 21 37 20 15 15 10 40 22 18 33 24 21 33 28 21 37 20 15 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_6470 Pp3c7_6470 transcript PAC:32923688protein_codingNA c.*3144_*3145insANA NA NA NA 2537
Chr07 4012387 C CA Chr07_4012387_C_CAC_CA INDEL 19929.59 40 22 18 33 24 21 33 28 21 37 20 15 15 10 40 22 18 33 24 21 33 28 21 37 20 15 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_6470 Pp3c7_6470 transcript PAC:32923689protein_codingNA c.*3144_*3145insANA NA NA NA 2537



Chr07 4012387 C CA Chr07_4012387_C_CAC_CA INDEL 19929.59 40 22 18 33 24 21 33 28 21 37 20 15 15 10 40 22 18 33 24 21 33 28 21 37 20 15 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_6470 Pp3c7_6470 transcript PAC:32923690protein_codingNA c.*3144_*3145insANA NA NA NA 2537
Chr07 4012387 C CA Chr07_4012387_C_CAC_CA INDEL 19929.59 40 22 18 33 24 21 33 28 21 37 20 15 15 10 40 22 18 33 24 21 33 28 21 37 20 15 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_6470 Pp3c7_6470 transcript PAC:32923691protein_codingNA c.*3144_*3145insANA NA NA NA 2537
Chr07 4012387 C CA Chr07_4012387_C_CAC_CA INDEL 19929.59 40 22 18 33 24 21 33 28 21 37 20 15 15 10 40 22 18 33 24 21 33 28 21 37 20 15 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_6470-Pp3c7_6480Pp3c7_6470-Pp3c7_6480intergenic_regionPp3c7_6470-Pp3c7_6480NA NA n.4012387_4012388insANA NA NA NA NA
Chr07 4172282 GTATAAATCAAACTCAAATGCTTCG Chr07_4172282_GTATAAATCAAACTCAAATGCTTC_GGTATAAATCAAACTCAAATGCTTC_GINDEL 16127.59 19 14 16 23 16 22 23 18 15 26 13 10 4 9 19 14 16 23 16 22 23 18 15 26 13 10 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_6761-Pp3c7_6780Pp3c7_6761-Pp3c7_6780intergenic_regionPp3c7_6761-Pp3c7_6780NA NA n.4172283_4172305delTATAAATCAAACTCAAATGCTTCNA NA NA NA NA
Chr07 4174238 C A Chr07_4174238_C_AC_A SNP 18756.63 24 7 9 19 23 22 28 31 18 22 15 20 8 10 24 7 9 19 23 22 28 31 18 22 15 20 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_6780 Pp3c7_6780 transcript PAC:32923160protein_codingNA c.*4845G>T NA NA NA NA 4845
Chr07 4174238 C A Chr07_4174238_C_AC_A SNP 18756.63 24 7 9 19 23 22 28 31 18 22 15 20 8 10 24 7 9 19 23 22 28 31 18 22 15 20 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_6781 Pp3c7_6781 transcript PAC:32924284protein_codingNA c.*4962G>T NA NA NA NA 4962
Chr07 4174238 C A Chr07_4174238_C_AC_A SNP 18756.63 24 7 9 19 23 22 28 31 18 22 15 20 8 10 24 7 9 19 23 22 28 31 18 22 15 20 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_6761-Pp3c7_6780Pp3c7_6761-Pp3c7_6780intergenic_regionPp3c7_6761-Pp3c7_6780NA NA n.4174238C>ANA NA NA NA NA
Chr07 4217886 C A Chr07_4217886_C_AC_A SNP 16728.63 23 13 13 29 18 24 28 31 7 18 17 14 10 10 23 13 13 29 18 24 28 31 7 18 17 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_6850-Pp3c7_6890Pp3c7_6850-Pp3c7_6890intergenic_regionPp3c7_6850-Pp3c7_6890NA NA n.4217886C>ANA NA NA NA NA
Chr07 4309820 G A Chr07_4309820_G_AG_A SNP 18363.63 20 17 12 25 14 36 17 22 26 25 15 16 9 15 20 17 12 25 14 36 17 22 26 25 15 16 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_6940-Pp3c7_6970Pp3c7_6940-Pp3c7_6970intergenic_regionPp3c7_6940-Pp3c7_6970NA NA n.4309820G>ANA NA NA NA NA
Chr07 4312186 T TTATA Chr07_4312186_T_TTATAT_TTATA INDEL 137.37 0 0 1 0 0 0 1 0 0 0 0 0 0 4 20 4 10 14 22 13 16 18 12 21 7 10 12 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c7_6940-Pp3c7_6970Pp3c7_6940-Pp3c7_6970intergenic_regionPp3c7_6940-Pp3c7_6970NA NA n.4312186_4312187insTATANA NA NA NA NA
Chr07 4410261 A AAT Chr07_4410261_A_AATA_AAT INDEL 2524.24 1 0 0 15 9 14 16 20 0 0 0 0 0 0 25 9 10 16 9 14 17 20 10 13 11 8 10 7 0 0 0 0.938 1 1 0.941 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_7090 Pp3c7_7090 transcript PAC:32925087protein_codingNA c.*2619_*2620insATNA NA NA NA 2365
Chr07 4410261 A AAT Chr07_4410261_A_AATA_AAT INDEL 2524.24 1 0 0 15 9 14 16 20 0 0 0 0 0 0 25 9 10 16 9 14 17 20 10 13 11 8 10 7 0 0 0 0.938 1 1 0.941 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_7090 Pp3c7_7090 transcript PAC:32925088protein_codingNA c.*2619_*2620insATNA NA NA NA 2290
Chr07 4410261 A AAT Chr07_4410261_A_AATA_AAT INDEL 2524.24 1 0 0 15 9 14 16 20 0 0 0 0 0 0 25 9 10 16 9 14 17 20 10 13 11 8 10 7 0 0 0 0.938 1 1 0.941 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_7040-Pp3c7_7090Pp3c7_7040-Pp3c7_7090intergenic_regionPp3c7_7040-Pp3c7_7090NA NA n.4410261_4410262insATNA NA NA NA NA
Chr07 4743302 G T Chr07_4743302_G_TG_T SNP 13862.63 20 5 10 16 13 13 11 11 20 18 18 7 10 7 20 5 10 16 13 13 11 11 20 18 18 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924245protein_codingNA c.*1639C>A NA NA NA NA 970
Chr07 4743302 G T Chr07_4743302_G_TG_T SNP 13862.63 20 5 10 16 13 13 11 11 20 18 18 7 10 7 20 5 10 16 13 13 11 11 20 18 18 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924247protein_codingNA c.*1639C>A NA NA NA NA 710
Chr07 4743302 G T Chr07_4743302_G_TG_T SNP 13862.63 20 5 10 16 13 13 11 11 20 18 18 7 10 7 20 5 10 16 13 13 11 11 20 18 18 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924246protein_codingNA c.*1639C>A NA NA NA NA 891
Chr07 4743302 G T Chr07_4743302_G_TG_T SNP 13862.63 20 5 10 16 13 13 11 11 20 18 18 7 10 7 20 5 10 16 13 13 11 11 20 18 18 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924248protein_codingNA c.*1919C>A NA NA NA NA 970
Chr07 4743302 G T Chr07_4743302_G_TG_T SNP 13862.63 20 5 10 16 13 13 11 11 20 18 18 7 10 7 20 5 10 16 13 13 11 11 20 18 18 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_7490-Pp3c7_7530Pp3c7_7490-Pp3c7_7530intergenic_regionPp3c7_7490-Pp3c7_7530NA NA n.4743302G>TNA NA NA NA NA
Chr07 4743312 G T Chr07_4743312_G_TG_T SNP 15263.63 24 5 11 18 14 13 12 12 20 17 18 10 11 7 24 5 11 18 14 13 12 12 20 17 18 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924245protein_codingNA c.*1629C>A NA NA NA NA 960
Chr07 4743312 G T Chr07_4743312_G_TG_T SNP 15263.63 24 5 11 18 14 13 12 12 20 17 18 10 11 7 24 5 11 18 14 13 12 12 20 17 18 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924247protein_codingNA c.*1629C>A NA NA NA NA 700
Chr07 4743312 G T Chr07_4743312_G_TG_T SNP 15263.63 24 5 11 18 14 13 12 12 20 17 18 10 11 7 24 5 11 18 14 13 12 12 20 17 18 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924246protein_codingNA c.*1629C>A NA NA NA NA 881
Chr07 4743312 G T Chr07_4743312_G_TG_T SNP 15263.63 24 5 11 18 14 13 12 12 20 17 18 10 11 7 24 5 11 18 14 13 12 12 20 17 18 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924248protein_codingNA c.*1909C>A NA NA NA NA 960
Chr07 4743312 G T Chr07_4743312_G_TG_T SNP 15263.63 24 5 11 18 14 13 12 12 20 17 18 10 11 7 24 5 11 18 14 13 12 12 20 17 18 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_7490-Pp3c7_7530Pp3c7_7490-Pp3c7_7530intergenic_regionPp3c7_7490-Pp3c7_7530NA NA n.4743312G>TNA NA NA NA NA
Chr07 4743337 G T Chr07_4743337_G_TG_T SNP 17599.63 30 6 12 18 13 18 15 10 23 18 19 14 12 9 30 6 12 18 13 18 15 10 23 18 19 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924245protein_codingNA c.*1604C>A NA NA NA NA 935
Chr07 4743337 G T Chr07_4743337_G_TG_T SNP 17599.63 30 6 12 18 13 18 15 10 23 18 19 14 12 9 30 6 12 18 13 18 15 10 23 18 19 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924247protein_codingNA c.*1604C>A NA NA NA NA 675
Chr07 4743337 G T Chr07_4743337_G_TG_T SNP 17599.63 30 6 12 18 13 18 15 10 23 18 19 14 12 9 30 6 12 18 13 18 15 10 23 18 19 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924246protein_codingNA c.*1604C>A NA NA NA NA 856
Chr07 4743337 G T Chr07_4743337_G_TG_T SNP 17599.63 30 6 12 18 13 18 15 10 23 18 19 14 12 9 30 6 12 18 13 18 15 10 23 18 19 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924248protein_codingNA c.*1884C>A NA NA NA NA 935
Chr07 4743337 G T Chr07_4743337_G_TG_T SNP 17599.63 30 6 12 18 13 18 15 10 23 18 19 14 12 9 30 6 12 18 13 18 15 10 23 18 19 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_7490-Pp3c7_7530Pp3c7_7490-Pp3c7_7530intergenic_regionPp3c7_7490-Pp3c7_7530NA NA n.4743337G>TNA NA NA NA NA
Chr07 4743353 G T Chr07_4743353_G_TG_T SNP 16714.63 34 5 12 17 15 18 15 13 23 13 19 13 12 9 34 5 12 17 15 18 15 13 23 13 19 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924245protein_codingNA c.*1588C>A NA NA NA NA 919
Chr07 4743353 G T Chr07_4743353_G_TG_T SNP 16714.63 34 5 12 17 15 18 15 13 23 13 19 13 12 9 34 5 12 17 15 18 15 13 23 13 19 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924247protein_codingNA c.*1588C>A NA NA NA NA 659
Chr07 4743353 G T Chr07_4743353_G_TG_T SNP 16714.63 34 5 12 17 15 18 15 13 23 13 19 13 12 9 34 5 12 17 15 18 15 13 23 13 19 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924246protein_codingNA c.*1588C>A NA NA NA NA 840
Chr07 4743353 G T Chr07_4743353_G_TG_T SNP 16714.63 34 5 12 17 15 18 15 13 23 13 19 13 12 9 34 5 12 17 15 18 15 13 23 13 19 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_7530 Pp3c7_7530 transcript PAC:32924248protein_codingNA c.*1868C>A NA NA NA NA 919
Chr07 4743353 G T Chr07_4743353_G_TG_T SNP 16714.63 34 5 12 17 15 18 15 13 23 13 19 13 12 9 34 5 12 17 15 18 15 13 23 13 19 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_7490-Pp3c7_7530Pp3c7_7490-Pp3c7_7530intergenic_regionPp3c7_7490-Pp3c7_7530NA NA n.4743353G>TNA NA NA NA NA
Chr07 4819620 T TTA Chr07_4819620_T_TTAT_TTA INDEL 1016.35 6 10 16 0 0 0 0 0 2 1 0 0 0 0 6 10 16 10 8 9 25 11 10 11 6 10 12 10 1 1 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_7760 Pp3c7_7760 transcript PAC:32923419protein_codingNA c.-2160_-2159insTANA NA NA NA 2160
Chr07 4819620 T TTA Chr07_4819620_T_TTAT_TTA INDEL 1016.35 6 10 16 0 0 0 0 0 2 1 0 0 0 0 6 10 16 10 8 9 25 11 10 11 6 10 12 10 1 1 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c7_7774 Pp3c7_7774 transcript PAC:32926237protein_codingNA c.*1663_*1664insTANA NA NA NA 620
Chr07 4819620 T TTA Chr07_4819620_T_TTAT_TTA INDEL 1016.35 6 10 16 0 0 0 0 0 2 1 0 0 0 0 6 10 16 10 8 9 25 11 10 11 6 10 12 10 1 1 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c7_7770 Pp3c7_7770 transcript PAC:32925826protein_codingNA c.*1663_*1664insTANA NA NA NA 766
Chr07 4819620 T TTA Chr07_4819620_T_TTAT_TTA INDEL 1016.35 6 10 16 0 0 0 0 0 2 1 0 0 0 0 6 10 16 10 8 9 25 11 10 11 6 10 12 10 1 1 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c7_7774 Pp3c7_7774 transcript PAC:32926238protein_codingNA c.*1663_*1664insTANA NA NA NA 620
Chr07 4819620 T TTA Chr07_4819620_T_TTAT_TTA INDEL 1016.35 6 10 16 0 0 0 0 0 2 1 0 0 0 0 6 10 16 10 8 9 25 11 10 11 6 10 12 10 1 1 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c7_7774 Pp3c7_7774 transcript PAC:32926239protein_codingNA c.*2058_*2059insTANA NA NA NA 1850
Chr07 4819620 T TTA Chr07_4819620_T_TTAT_TTA INDEL 1016.35 6 10 16 0 0 0 0 0 2 1 0 0 0 0 6 10 16 10 8 9 25 11 10 11 6 10 12 10 1 1 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c7_7760-Pp3c7_7774Pp3c7_7760-Pp3c7_7774intergenic_regionPp3c7_7760-Pp3c7_7774NA NA n.4819620_4819621insTANA NA NA NA NA
Chr07 4911675 AAT A Chr07_4911675_AAT_AAAT_A INDEL 979.35 21 7 9 0 0 1 0 0 0 1 0 0 0 0 21 8 9 17 14 15 21 22 10 13 7 11 4 5 1 0.875 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_7820 Pp3c7_7820 transcript PAC:32925189protein_codingNA c.*4506_*4507delATNA NA NA NA 4224
Chr07 4911675 AAT A Chr07_4911675_AAT_AAAT_A INDEL 979.35 21 7 9 0 0 1 0 0 0 1 0 0 0 0 21 8 9 17 14 15 21 22 10 13 7 11 4 5 1 0.875 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_7820 Pp3c7_7820 transcript PAC:32925190protein_codingNA c.*4506_*4507delATNA NA NA NA 4188
Chr07 4911675 AAT A Chr07_4911675_AAT_AAAT_A INDEL 979.35 21 7 9 0 0 1 0 0 0 1 0 0 0 0 21 8 9 17 14 15 21 22 10 13 7 11 4 5 1 0.875 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c7_7820-Pp3c7_7830Pp3c7_7820-Pp3c7_7830intergenic_regionPp3c7_7820-Pp3c7_7830NA NA n.4911676_4911677delATNA NA NA NA NA
Chr07 4973879 A AAT Chr07_4973879_A_AATA_AAT INDEL 1519.35 32 8 11 0 0 0 1 1 0 0 0 0 0 0 32 8 11 15 12 16 14 18 18 9 12 11 6 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c7_7930-Pp3c7_7950Pp3c7_7930-Pp3c7_7950intergenic_regionPp3c7_7930-Pp3c7_7950NA NA n.4973879_4973880insATNA NA NA NA NA
Chr07 5085642 AG A Chr07_5085642_AG_AAG_A INDEL 20088.59 24 14 22 18 20 28 39 31 27 20 16 25 14 16 24 14 22 18 20 28 39 31 27 20 16 25 14 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_8070-Pp3c7_8270Pp3c7_8070-Pp3c7_8270intergenic_regionPp3c7_8070-Pp3c7_8270NA NA n.5085643delGNA NA NA NA NA
Chr07 5112639 C T Chr07_5112639_C_TC_T SNP 4999.98 0 0 0 0 0 0 0 0 32 24 16 13 12 19 25 13 15 19 18 25 26 21 32 24 16 13 12 19 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c7_8070-Pp3c7_8270Pp3c7_8070-Pp3c7_8270intergenic_regionPp3c7_8070-Pp3c7_8270NA NA n.5112639C>TNA NA NA NA NA
Chr07 5785854 T TA Chr07_5785854_T_TAT_TA INDEL 12926.59 29 17 9 15 28 28 32 20 20 20 6 12 11 8 29 17 9 15 28 28 32 20 20 20 6 12 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_8870 Pp3c7_8870 transcript PAC:32925630protein_codingNA c.-1408_-1407insANA NA NA NA 915
Chr07 5785854 T TA Chr07_5785854_T_TAT_TA INDEL 12926.59 29 17 9 15 28 28 32 20 20 20 6 12 11 8 29 17 9 15 28 28 32 20 20 20 6 12 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_8870 Pp3c7_8870 transcript PAC:32925631protein_codingNA c.-1408_-1407insANA NA NA NA 933
Chr07 5785854 T TA Chr07_5785854_T_TAT_TA INDEL 12926.59 29 17 9 15 28 28 32 20 20 20 6 12 11 8 29 17 9 15 28 28 32 20 20 20 6 12 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_8860 Pp3c7_8860 transcript PAC:32925944protein_codingNA c.*1334_*1335insANA NA NA NA 746
Chr07 5785854 T TA Chr07_5785854_T_TAT_TA INDEL 12926.59 29 17 9 15 28 28 32 20 20 20 6 12 11 8 29 17 9 15 28 28 32 20 20 20 6 12 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_8860 Pp3c7_8860 transcript PAC:32925945protein_codingNA c.*1334_*1335insANA NA NA NA 772
Chr07 5785854 T TA Chr07_5785854_T_TAT_TA INDEL 12926.59 29 17 9 15 28 28 32 20 20 20 6 12 11 8 29 17 9 15 28 28 32 20 20 20 6 12 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_8860-Pp3c7_8870Pp3c7_8860-Pp3c7_8870intergenic_regionPp3c7_8860-Pp3c7_8870NA NA n.5785854_5785855insANA NA NA NA NA
Chr07 5860949 G A Chr07_5860949_G_AG_A SNP 17057.63 29 11 14 25 20 22 29 21 28 19 19 12 11 10 29 11 14 25 20 22 29 21 28 20 19 12 11 10 1 1 1 1 1 1 1 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9010-Pp3c7_9030Pp3c7_9010-Pp3c7_9030intergenic_regionPp3c7_9010-Pp3c7_9030NA NA n.5860949G>ANA NA NA NA NA
Chr07 5989857 TTTC T Chr07_5989857_TTTC_TTTTC_T INDEL 20112.59 29 19 9 25 16 24 38 20 16 24 14 28 7 15 29 19 9 25 16 24 38 20 16 24 14 28 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_deletionMODERATE Pp3c7_9190 Pp3c7_9190 transcript PAC:32926155protein_coding 07-oct c.1295_1297delGAAp.Gly432_Lys433delinsGlu1297/1830 1295/1830 432/609 NA
Chr07 5989857 TTTC T Chr07_5989857_TTTC_TTTTC_T INDEL 20112.59 29 19 9 25 16 24 38 20 16 24 14 28 7 15 29 19 9 25 16 24 38 20 16 24 14 28 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_deletionMODERATE Pp3c7_9190 Pp3c7_9190 transcript PAC:32926156protein_coding 05-août c.854_856delGAAp.Gly285_Lys286delinsGlu856/1329 854/1329 285/442 NA
Chr07 5989857 TTTC T Chr07_5989857_TTTC_TTTTC_T INDEL 20112.59 29 19 9 25 16 24 38 20 16 24 14 28 7 15 29 19 9 25 16 24 38 20 16 24 14 28 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9180 Pp3c7_9180 transcript PAC:32923091protein_codingNA c.*4412_*4414delTTCNA NA NA NA 4246
Chr07 5989857 TTTC T Chr07_5989857_TTTC_TTTTC_T INDEL 20112.59 29 19 9 25 16 24 38 20 16 24 14 28 7 15 29 19 9 25 16 24 38 20 16 24 14 28 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9180 Pp3c7_9180 transcript PAC:32923092protein_codingNA c.*4412_*4414delTTCNA NA NA NA 4032
Chr07 5989860 C CGGAA Chr07_5989860_C_CGGAAC_CGGAA INDEL 20112.59 29 19 9 25 16 24 38 20 16 24 14 28 7 15 29 19 9 25 16 24 38 20 16 24 14 28 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c7_9190 Pp3c7_9190 transcript PAC:32926155protein_coding 07-oct c.1294_1295insTTCCp.Gly432fs 1294/1830 1294/1830 432/609 NA
Chr07 5989860 C CGGAA Chr07_5989860_C_CGGAAC_CGGAA INDEL 20112.59 29 19 9 25 16 24 38 20 16 24 14 28 7 15 29 19 9 25 16 24 38 20 16 24 14 28 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c7_9190 Pp3c7_9190 transcript PAC:32926156protein_coding 05-août c.853_854insTTCCp.Gly285fs 853/1329 853/1329 285/442 NA
Chr07 5989860 C CGGAA Chr07_5989860_C_CGGAAC_CGGAA INDEL 20112.59 29 19 9 25 16 24 38 20 16 24 14 28 7 15 29 19 9 25 16 24 38 20 16 24 14 28 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9180 Pp3c7_9180 transcript PAC:32923091protein_codingNA c.*4414_*4415insGGAANA NA NA NA 4249
Chr07 5989860 C CGGAA Chr07_5989860_C_CGGAAC_CGGAA INDEL 20112.59 29 19 9 25 16 24 38 20 16 24 14 28 7 15 29 19 9 25 16 24 38 20 16 24 14 28 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9180 Pp3c7_9180 transcript PAC:32923092protein_codingNA c.*4414_*4415insGGAANA NA NA NA 4035
Chr07 5992887 AAT A Chr07_5992887_AAT_AAAT_A INDEL 11407.59 34 6 11 16 15 20 26 19 22 14 7 17 4 6 35 6 11 16 15 20 28 19 23 15 7 17 5 6 0.971 1 1 1 1 1 0.929 1 0.957 0.933 1 1 0.8 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_9190 Pp3c7_9190 transcript PAC:32926155protein_codingNA c.-830_-829delATNA NA NA NA 829
Chr07 5992887 AAT A Chr07_5992887_AAT_AAAT_A INDEL 11407.59 34 6 11 16 15 20 26 19 22 14 7 17 4 6 35 6 11 16 15 20 28 19 23 15 7 17 5 6 0.971 1 1 1 1 1 0.929 1 0.957 0.933 1 1 0.8 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_9190 Pp3c7_9190 transcript PAC:32926156protein_codingNA c.-1400_-1399delATNA NA NA NA 1399
Chr07 5992887 AAT A Chr07_5992887_AAT_AAAT_A INDEL 11407.59 34 6 11 16 15 20 26 19 22 14 7 17 4 6 35 6 11 16 15 20 28 19 23 15 7 17 5 6 0.971 1 1 1 1 1 0.929 1 0.957 0.933 1 1 0.8 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9190-Pp3c7_9250Pp3c7_9190-Pp3c7_9250intergenic_regionPp3c7_9190-Pp3c7_9250NA NA n.5992888_5992889delATNA NA NA NA NA
Chr07 6133225 G A Chr07_6133225_G_AG_A SNP 16472.63 21 12 18 21 13 19 26 23 29 18 12 14 7 7 21 12 18 21 13 19 26 23 29 18 12 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9360-Pp3c7_9400Pp3c7_9360-Pp3c7_9400intergenic_regionPp3c7_9360-Pp3c7_9400NA NA n.6133225G>ANA NA NA NA NA
Chr07 6157955 G A Chr07_6157955_G_AG_A SNP 15278.63 21 5 11 15 13 20 34 21 24 20 15 18 8 6 21 5 11 15 13 20 34 22 24 20 15 18 8 6 1 1 1 1 1 1 1 0.955 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9400-Pp3c7_9420Pp3c7_9400-Pp3c7_9420intergenic_regionPp3c7_9400-Pp3c7_9420NA NA n.6157955G>ANA NA NA NA NA
Chr07 6157997 G T Chr07_6157997_G_TG_T SNP 10245.63 13 6 8 8 9 17 20 16 17 18 14 10 6 5 14 6 8 8 9 17 20 16 17 20 14 10 7 5 0.929 1 1 1 1 1 1 1 1 0.9 1 1 0.857 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9400-Pp3c7_9420Pp3c7_9400-Pp3c7_9420intergenic_regionPp3c7_9400-Pp3c7_9420NA NA n.6157997G>TNA NA NA NA NA
Chr07 6173939 G A Chr07_6173939_G_AG_A SNP 10491.63 20 9 10 16 10 17 22 11 7 8 11 5 5 4 20 9 10 16 10 17 22 11 7 8 11 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9420-Pp3c7_9490Pp3c7_9420-Pp3c7_9490intergenic_regionPp3c7_9420-Pp3c7_9490NA NA n.6173939G>ANA NA NA NA NA
Chr07 6179599 T C Chr07_6179599_T_CT_C SNP 17232.63 22 9 14 25 16 14 36 14 25 29 12 19 14 10 22 9 14 25 16 14 36 14 25 29 12 19 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9420-Pp3c7_9490Pp3c7_9420-Pp3c7_9490intergenic_regionPp3c7_9420-Pp3c7_9490NA NA n.6179599T>CNA NA NA NA NA
Chr07 6187876 G A Chr07_6187876_G_AG_A SNP 19610.63 25 17 12 15 21 33 41 33 22 22 20 25 10 9 25 17 12 15 21 33 41 33 22 22 20 25 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9420-Pp3c7_9490Pp3c7_9420-Pp3c7_9490intergenic_regionPp3c7_9420-Pp3c7_9490NA NA n.6187876G>ANA NA NA NA NA
Chr07 6187916 G A Chr07_6187916_G_AG_A SNP 18741.63 28 16 15 16 18 33 36 26 29 12 18 26 7 12 28 16 15 16 18 33 36 26 29 12 18 26 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9420-Pp3c7_9490Pp3c7_9420-Pp3c7_9490intergenic_regionPp3c7_9420-Pp3c7_9490NA NA n.6187916G>ANA NA NA NA NA
Chr07 6190689 C G Chr07_6190689_C_GC_G SNP 19220.63 30 18 18 21 16 23 34 28 16 30 17 11 11 7 30 18 18 21 16 23 34 28 16 30 17 11 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9420-Pp3c7_9490Pp3c7_9420-Pp3c7_9490intergenic_regionPp3c7_9420-Pp3c7_9490NA NA n.6190689C>GNA NA NA NA NA
Chr07 6262348 A AT Chr07_6262348_A_ATA_AT INDEL 20916.59 29 20 12 27 16 25 28 26 19 29 22 15 13 12 29 20 12 27 16 25 28 26 19 29 22 15 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9520-Pp3c7_9540Pp3c7_9520-Pp3c7_9540intergenic_regionPp3c7_9520-Pp3c7_9540NA NA n.6262348_6262349insTNA NA NA NA NA
Chr07 6262351 A T Chr07_6262351_A_TA_T SNP 20995.63 30 20 13 27 16 25 29 26 19 28 22 15 13 12 30 20 13 27 16 25 29 26 19 28 22 15 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9520-Pp3c7_9540Pp3c7_9520-Pp3c7_9540intergenic_regionPp3c7_9520-Pp3c7_9540NA NA n.6262351A>TNA NA NA NA NA
Chr07 6280671 G A Chr07_6280671_G_AG_A SNP 1973.39 27 11 11 0 0 0 0 0 0 0 0 0 0 0 27 11 11 18 14 21 25 17 22 18 11 11 5 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c7_9520-Pp3c7_9540Pp3c7_9520-Pp3c7_9540intergenic_regionPp3c7_9520-Pp3c7_9540NA NA n.6280671G>ANA NA NA NA NA
Chr07 6324041 G GAT Chr07_6324041_G_GATG_GAT INDEL 1560.93 0 1 0 1 0 0 0 1 6 13 7 14 8 10 15 7 11 8 6 13 9 17 6 14 7 15 8 10 0 0 0 0 0 0 0 0 1 0.929 1 0.933 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c7_9540-Pp3c7_9610Pp3c7_9540-Pp3c7_9610intergenic_regionPp3c7_9540-Pp3c7_9610NA NA n.6324041_6324042insATNA NA NA NA NA
Chr07 6398733 G A Chr07_6398733_G_AG_A SNP 8124.63 13 12 11 12 5 13 19 9 17 11 19 15 13 10 15 12 11 14 5 13 20 9 17 11 20 15 15 11 0.867 1 1 0.857 1 1 0.95 1 1 1 0.95 1 0.867 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_9610 Pp3c7_9610 transcript PAC:32925628protein_codingNA c.-2436C>T NA NA NA NA 2426
Chr07 6398733 G A Chr07_6398733_G_AG_A SNP 8124.63 13 12 11 12 5 13 19 9 17 11 19 15 13 10 15 12 11 14 5 13 20 9 17 11 20 15 15 11 0.867 1 1 0.857 1 1 0.95 1 1 1 0.95 1 0.867 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_9620 Pp3c7_9620 transcript PAC:32925726protein_codingNA c.-801G>A NA NA NA NA 655
Chr07 6398733 G A Chr07_6398733_G_AG_A SNP 8124.63 13 12 11 12 5 13 19 9 17 11 19 15 13 10 15 12 11 14 5 13 20 9 17 11 20 15 15 11 0.867 1 1 0.857 1 1 0.95 1 1 1 0.95 1 0.867 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_9610 Pp3c7_9610 transcript PAC:32925629protein_codingNA c.-2592C>T NA NA NA NA 2451
Chr07 6398733 G A Chr07_6398733_G_AG_A SNP 8124.63 13 12 11 12 5 13 19 9 17 11 19 15 13 10 15 12 11 14 5 13 20 9 17 11 20 15 15 11 0.867 1 1 0.857 1 1 0.95 1 1 1 0.95 1 0.867 0.909 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9610-Pp3c7_9620Pp3c7_9610-Pp3c7_9620intergenic_regionPp3c7_9610-Pp3c7_9620NA NA n.6398733G>ANA NA NA NA NA
Chr07 6427790 T TA Chr07_6427790_T_TAT_TA INDEL 16167.59 25 15 10 22 25 32 38 18 18 28 7 25 4 10 25 15 10 22 25 32 38 18 18 28 7 25 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9630-Pp3c7_9780Pp3c7_9630-Pp3c7_9780intergenic_regionPp3c7_9630-Pp3c7_9780NA NA n.6427790_6427791insANA NA NA NA NA
Chr07 6497598 T C Chr07_6497598_T_CT_C SNP 19057.63 34 21 24 32 10 17 25 16 22 27 19 12 14 10 34 21 24 32 10 17 25 16 22 27 19 12 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9630-Pp3c7_9780Pp3c7_9630-Pp3c7_9780intergenic_regionPp3c7_9630-Pp3c7_9780NA NA n.6497598T>CNA NA NA NA NA
Chr07 6518987 G GT Chr07_6518987_G_GTG_GT INDEL 9999.59 25 8 4 18 13 13 21 11 9 17 8 12 4 6 25 8 4 19 13 13 21 11 9 17 8 12 4 6 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9630-Pp3c7_9780Pp3c7_9630-Pp3c7_9780intergenic_regionPp3c7_9630-Pp3c7_9780NA NA n.6518987_6518988insTNA NA NA NA NA
Chr07 6519052 T TA Chr07_6519052_T_TAT_TA INDEL 9499.59 16 8 6 12 13 19 15 12 13 18 8 10 6 7 16 8 6 12 13 19 15 12 13 18 8 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9630-Pp3c7_9780Pp3c7_9630-Pp3c7_9780intergenic_regionPp3c7_9630-Pp3c7_9780NA NA n.6519052_6519053insANA NA NA NA NA
Chr07 6584971 G C Chr07_6584971_G_CG_C SNP 18943.63 30 12 12 22 24 12 33 21 26 28 11 21 12 11 30 12 12 22 24 12 33 21 26 28 11 21 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9630-Pp3c7_9780Pp3c7_9630-Pp3c7_9780intergenic_regionPp3c7_9630-Pp3c7_9780NA NA n.6584971G>CNA NA NA NA NA
Chr07 6586891 G GT Chr07_6586891_G_GTG_GT INDEL 11418.59 16 5 4 13 13 20 17 12 13 17 14 12 4 11 16 5 4 13 13 20 17 12 13 17 14 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9780 Pp3c7_9780 transcript PAC:32926149protein_codingNA c.*4403_*4404insANA NA NA NA 3849
Chr07 6586891 G GT Chr07_6586891_G_GTG_GT INDEL 11418.59 16 5 4 13 13 20 17 12 13 17 14 12 4 11 16 5 4 13 13 20 17 12 13 17 14 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9780 Pp3c7_9780 transcript PAC:32926150protein_codingNA c.*4403_*4404insANA NA NA NA 3844
Chr07 6586891 G GT Chr07_6586891_G_GTG_GT INDEL 11418.59 16 5 4 13 13 20 17 12 13 17 14 12 4 11 16 5 4 13 13 20 17 12 13 17 14 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9780 Pp3c7_9780 transcript PAC:32926151protein_codingNA c.*4403_*4404insANA NA NA NA 3844
Chr07 6586891 G GT Chr07_6586891_G_GTG_GT INDEL 11418.59 16 5 4 13 13 20 17 12 13 17 14 12 4 11 16 5 4 13 13 20 17 12 13 17 14 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9630-Pp3c7_9780Pp3c7_9630-Pp3c7_9780intergenic_regionPp3c7_9630-Pp3c7_9780NA NA n.6586891_6586892insTNA NA NA NA NA
Chr07 6586907 C A Chr07_6586907_C_AC_A SNP 9915.63 11 4 4 7 10 15 15 10 12 14 13 11 4 9 11 4 4 7 10 15 15 10 12 14 13 11 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9780 Pp3c7_9780 transcript PAC:32926149protein_codingNA c.*4388G>T NA NA NA NA 3834
Chr07 6586907 C A Chr07_6586907_C_AC_A SNP 9915.63 11 4 4 7 10 15 15 10 12 14 13 11 4 9 11 4 4 7 10 15 15 10 12 14 13 11 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9780 Pp3c7_9780 transcript PAC:32926150protein_codingNA c.*4388G>T NA NA NA NA 3829
Chr07 6586907 C A Chr07_6586907_C_AC_A SNP 9915.63 11 4 4 7 10 15 15 10 12 14 13 11 4 9 11 4 4 7 10 15 15 10 12 14 13 11 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9780 Pp3c7_9780 transcript PAC:32926151protein_codingNA c.*4388G>T NA NA NA NA 3829
Chr07 6586907 C A Chr07_6586907_C_AC_A SNP 9915.63 11 4 4 7 10 15 15 10 12 14 13 11 4 9 11 4 4 7 10 15 15 10 12 14 13 11 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9630-Pp3c7_9780Pp3c7_9630-Pp3c7_9780intergenic_regionPp3c7_9630-Pp3c7_9780NA NA n.6586907C>ANA NA NA NA NA
Chr07 6587027 GT G Chr07_6587027_GT_GGT_G INDEL 12528.59 24 7 14 19 12 16 22 17 14 14 13 14 10 8 24 7 14 19 12 16 22 17 14 14 13 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9780 Pp3c7_9780 transcript PAC:32926149protein_codingNA c.*4267delA NA NA NA NA 3713
Chr07 6587027 GT G Chr07_6587027_GT_GGT_G INDEL 12528.59 24 7 14 19 12 16 22 17 14 14 13 14 10 8 24 7 14 19 12 16 22 17 14 14 13 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9780 Pp3c7_9780 transcript PAC:32926150protein_codingNA c.*4267delA NA NA NA NA 3708
Chr07 6587027 GT G Chr07_6587027_GT_GGT_G INDEL 12528.59 24 7 14 19 12 16 22 17 14 14 13 14 10 8 24 7 14 19 12 16 22 17 14 14 13 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_9780 Pp3c7_9780 transcript PAC:32926151protein_codingNA c.*4267delA NA NA NA NA 3708
Chr07 6587027 GT G Chr07_6587027_GT_GGT_G INDEL 12528.59 24 7 14 19 12 16 22 17 14 14 13 14 10 8 24 7 14 19 12 16 22 17 14 14 13 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_9630-Pp3c7_9780Pp3c7_9630-Pp3c7_9780intergenic_regionPp3c7_9630-Pp3c7_9780NA NA n.6587028delTNA NA NA NA NA
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c7_10090Pp3c7_10090transcript PAC:32926115protein_coding 04-avr c.917_918delTTp.Phe306fs 1718/2435 917/957 306/318 NA
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c7_10090Pp3c7_10090transcript PAC:32926116protein_coding 04-avr c.917_918delTTp.Phe306fs 2040/2747 917/957 306/318 NA
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923247protein_codingNA c.-2461_-2460delTTNA NA NA NA 2147
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923250protein_codingNA c.-2461_-2460delTTNA NA NA NA 2144
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923253protein_codingNA c.-3602_-3601delTTNA NA NA NA 2144
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923248protein_codingNA c.-2461_-2460delTTNA NA NA NA 1825
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923249protein_codingNA c.-2461_-2460delTTNA NA NA NA 1825
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923251protein_codingNA c.-3602_-3601delTTNA NA NA NA 1825
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923252protein_codingNA c.-3602_-3601delTTNA NA NA NA 1825
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923254protein_codingNA c.-2461_-2460delTTNA NA NA NA 1825
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923255protein_codingNA c.-3602_-3601delTTNA NA NA NA 1825
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_10100Pp3c7_10100transcript PAC:32923695protein_codingNA c.*3025_*3026delTTNA NA NA NA 2558
Chr07 6759975 CAA C Chr07_6759975_CAA_CCAA_C INDEL 19829.59 17 16 11 27 25 23 31 19 23 22 14 13 14 5 17 16 11 27 25 23 31 19 23 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_10100Pp3c7_10100transcript PAC:32923696protein_codingNA c.*3025_*3026delTTNA NA NA NA 2226
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 conservative_inframe_insertionMODERATE Pp3c7_10090Pp3c7_10090transcript PAC:32926115protein_coding 04-avr c.915_916insCGCp.Ser305_Phe306insArg1715/2435 915/957 305/318 NA
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 conservative_inframe_insertionMODERATE Pp3c7_10090Pp3c7_10090transcript PAC:32926116protein_coding 04-avr c.915_916insCGCp.Ser305_Phe306insArg2037/2747 915/957 305/318 NA
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923247protein_codingNA c.-2463_-2462insCGCNA NA NA NA 2150
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923250protein_codingNA c.-2463_-2462insCGCNA NA NA NA 2147
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923253protein_codingNA c.-3604_-3603insCGCNA NA NA NA 2147
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923248protein_codingNA c.-2463_-2462insCGCNA NA NA NA 1828
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923249protein_codingNA c.-2463_-2462insCGCNA NA NA NA 1828
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923251protein_codingNA c.-3604_-3603insCGCNA NA NA NA 1828
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923252protein_codingNA c.-3604_-3603insCGCNA NA NA NA 1828
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923254protein_codingNA c.-2463_-2462insCGCNA NA NA NA 1828
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10070Pp3c7_10070transcript PAC:32923255protein_codingNA c.-3604_-3603insCGCNA NA NA NA 1828
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_10100Pp3c7_10100transcript PAC:32923695protein_codingNA c.*3023_*3024insCGCNA NA NA NA 2555
Chr07 6759978 A AGCG Chr07_6759978_A_AGCGA_AGCG INDEL 19829.59 18 16 11 28 25 23 31 19 24 22 14 13 14 5 18 16 11 28 25 23 31 19 24 22 14 13 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_10100Pp3c7_10100transcript PAC:32923696protein_codingNA c.*3023_*3024insCGCNA NA NA NA 2223
Chr07 6834040 T A Chr07_6834040_T_AT_A SNP 18689.63 29 20 19 30 21 27 33 16 23 21 13 22 13 15 29 20 19 30 21 27 33 16 23 21 13 22 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10265Pp3c7_10265transcript PAC:32923994protein_codingNA c.-4812A>T NA NA NA NA 4812
Chr07 6834040 T A Chr07_6834040_T_AT_A SNP 18689.63 29 20 19 30 21 27 33 16 23 21 13 22 13 15 29 20 19 30 21 27 33 16 23 21 13 22 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_10265-Pp3c7_10280Pp3c7_10265-Pp3c7_10280intergenic_regionPp3c7_10265-Pp3c7_10280NA NA n.6834040T>ANA NA NA NA NA
Chr07 6839468 T A Chr07_6839468_T_AT_A SNP 14912.63 26 11 11 20 17 17 14 18 18 19 4 5 13 10 26 11 11 20 17 17 14 18 18 19 4 5 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_10265-Pp3c7_10280Pp3c7_10265-Pp3c7_10280intergenic_regionPp3c7_10265-Pp3c7_10280NA NA n.6839468T>ANA NA NA NA NA
Chr07 6896594 AC A Chr07_6896594_AC_AAC_A INDEL 17609.59 36 15 13 30 24 22 33 34 20 25 13 21 12 15 36 15 13 30 24 22 33 34 20 25 13 21 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_10340-Pp3c7_10350Pp3c7_10340-Pp3c7_10350intergenic_regionPp3c7_10340-Pp3c7_10350NA NA n.6896595delCNA NA NA NA NA
Chr07 6896645 TC T Chr07_6896645_TC_TTC_T INDEL 17777.59 36 16 18 28 25 28 26 26 21 22 16 20 13 11 36 16 18 28 25 28 26 26 21 22 16 20 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_10340-Pp3c7_10350Pp3c7_10340-Pp3c7_10350intergenic_regionPp3c7_10340-Pp3c7_10350NA NA n.6896646delCNA NA NA NA NA
Chr07 6941177 G A Chr07_6941177_G_AG_A SNP 6211.29 0 0 0 23 20 27 28 26 0 0 0 0 0 0 29 11 17 23 20 27 28 26 17 18 14 11 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_10390-Pp3c7_10490Pp3c7_10390-Pp3c7_10490intergenic_regionPp3c7_10390-Pp3c7_10490NA NA n.6941177G>ANA NA NA NA NA
Chr07 6951709 G T Chr07_6951709_G_TG_T SNP 16831.63 29 14 21 20 18 26 28 16 15 25 24 18 10 12 29 14 21 20 18 26 28 16 15 25 24 18 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_10390-Pp3c7_10490Pp3c7_10390-Pp3c7_10490intergenic_regionPp3c7_10390-Pp3c7_10490NA NA n.6951709G>TNA NA NA NA NA
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926030protein_codingNA c.-2233_-2232insTANA NA NA NA 961
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926035protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926041protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926042protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926037protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926043protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926044protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926045protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926038protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926031protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926032protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926033protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926034protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926036protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926039protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926040protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926046protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_10890Pp3c7_10890transcript PAC:32926047protein_codingNA c.-2233_-2232insTANA NA NA NA 964
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_10910Pp3c7_10910transcript PAC:32923660protein_codingNA c.*2966_*2967insTANA NA NA NA 2674
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_10910Pp3c7_10910transcript PAC:32923665protein_codingNA c.*2966_*2967insTANA NA NA NA 2674
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_10910Pp3c7_10910transcript PAC:32923666protein_codingNA c.*2966_*2967insTANA NA NA NA 2702
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_10910Pp3c7_10910transcript PAC:32923662protein_codingNA c.*2966_*2967insTANA NA NA NA 2740
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_10910Pp3c7_10910transcript PAC:32923661protein_codingNA c.*2966_*2967insTANA NA NA NA 2740
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_10910Pp3c7_10910transcript PAC:32923663protein_codingNA c.*2966_*2967insTANA NA NA NA 2740
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_10910Pp3c7_10910transcript PAC:32923664protein_codingNA c.*2966_*2967insTANA NA NA NA 2740
Chr07 7168854 T TTA Chr07_7168854_T_TTAT_TTA INDEL 8486.59 13 6 10 17 15 20 22 12 15 21 7 16 6 5 14 7 10 17 15 20 22 12 15 22 7 16 7 5 0.929 0.857 1 1 1 1 1 1 1 0.955 1 1 0.857 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_10890-Pp3c7_10910Pp3c7_10890-Pp3c7_10910intergenic_regionPp3c7_10890-Pp3c7_10910NA NA n.7168854_7168855insTANA NA NA NA NA
Chr07 7299553 T TTA Chr07_7299553_T_TTAT_TTA INDEL 2582.24 1 0 1 11 8 14 23 16 0 0 0 1 0 0 25 12 8 12 9 14 23 16 10 12 9 8 6 5 0 0 0 0.917 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_11060Pp3c7_11060transcript PAC:32924314protein_codingNA c.-3935_-3934insTANA NA NA NA 3409
Chr07 7299553 T TTA Chr07_7299553_T_TTAT_TTA INDEL 2582.24 1 0 1 11 8 14 23 16 0 0 0 1 0 0 25 12 8 12 9 14 23 16 10 12 9 8 6 5 0 0 0 0.917 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_11070Pp3c7_11070transcript PAC:32923050protein_codingNA c.-2266_-2265insTANA NA NA NA 1377
Chr07 7299553 T TTA Chr07_7299553_T_TTAT_TTA INDEL 2582.24 1 0 1 11 8 14 23 16 0 0 0 1 0 0 25 12 8 12 9 14 23 16 10 12 9 8 6 5 0 0 0 0.917 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_11060Pp3c7_11060transcript PAC:32924315protein_codingNA c.-3935_-3934insTANA NA NA NA 3408
Chr07 7299553 T TTA Chr07_7299553_T_TTAT_TTA INDEL 2582.24 1 0 1 11 8 14 23 16 0 0 0 1 0 0 25 12 8 12 9 14 23 16 10 12 9 8 6 5 0 0 0 0.917 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_11060Pp3c7_11060transcript PAC:32924316protein_codingNA c.-5964_-5963insTANA NA NA NA 3409
Chr07 7299553 T TTA Chr07_7299553_T_TTAT_TTA INDEL 2582.24 1 0 1 11 8 14 23 16 0 0 0 1 0 0 25 12 8 12 9 14 23 16 10 12 9 8 6 5 0 0 0 0.917 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_11070Pp3c7_11070transcript PAC:32923051protein_codingNA c.-2266_-2265insTANA NA NA NA 1373
Chr07 7299553 T TTA Chr07_7299553_T_TTAT_TTA INDEL 2582.24 1 0 1 11 8 14 23 16 0 0 0 1 0 0 25 12 8 12 9 14 23 16 10 12 9 8 6 5 0 0 0 0.917 0.889 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_11060-Pp3c7_11070Pp3c7_11060-Pp3c7_11070intergenic_regionPp3c7_11060-Pp3c7_11070NA NA n.7299553_7299554insTANA NA NA NA NA
Chr07 7473055 AAT A Chr07_7473055_AAT_AAAT_A INDEL 6537.37 19 13 5 16 15 19 16 12 16 10 8 10 9 5 20 14 5 16 15 19 17 12 16 11 10 10 9 5 0.95 0.929 1 1 1 1 0.941 1 1 0.909 0.8 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11300Pp3c7_11300transcript PAC:32924534protein_coding 02-mai c.121+689_121+690delATNA NA NA NA NA
Chr07 7473055 AAT A Chr07_7473055_AAT_AAAT_A INDEL 6537.37 19 13 5 16 15 19 16 12 16 10 8 10 9 5 20 14 5 16 15 19 17 12 16 11 10 10 9 5 0.95 0.929 1 1 1 1 0.941 1 1 0.909 0.8 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11300Pp3c7_11300transcript PAC:32924535protein_coding 02-mai c.121+689_121+690delATNA NA NA NA NA
Chr07 7477056 TTA T Chr07_7477056_TTA_TTTA_T INDEL 1943.35 35 11 15 0 0 0 0 0 1 0 0 0 0 0 35 11 16 15 14 32 24 14 13 16 12 14 7 6 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_11300Pp3c7_11300transcript PAC:32924534protein_codingNA c.-2403_-2402delTANA NA NA NA 2402
Chr07 7477056 TTA T Chr07_7477056_TTA_TTTA_T INDEL 1943.35 35 11 15 0 0 0 0 0 1 0 0 0 0 0 35 11 16 15 14 32 24 14 13 16 12 14 7 6 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_11320Pp3c7_11320transcript PAC:32926048protein_codingNA c.-1745_-1744delTANA NA NA NA 1385
Chr07 7477056 TTA T Chr07_7477056_TTA_TTTA_T INDEL 1943.35 35 11 15 0 0 0 0 0 1 0 0 0 0 0 35 11 16 15 14 32 24 14 13 16 12 14 7 6 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_11300Pp3c7_11300transcript PAC:32924535protein_codingNA c.-2403_-2402delTANA NA NA NA 2349
Chr07 7477056 TTA T Chr07_7477056_TTA_TTTA_T INDEL 1943.35 35 11 15 0 0 0 0 0 1 0 0 0 0 0 35 11 16 15 14 32 24 14 13 16 12 14 7 6 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_11320Pp3c7_11320transcript PAC:32926049protein_codingNA c.-1745_-1744delTANA NA NA NA 1044
Chr07 7477056 TTA T Chr07_7477056_TTA_TTTA_T INDEL 1943.35 35 11 15 0 0 0 0 0 1 0 0 0 0 0 35 11 16 15 14 32 24 14 13 16 12 14 7 6 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_11320Pp3c7_11320transcript PAC:32926050protein_codingNA c.-1745_-1744delTANA NA NA NA 1401
Chr07 7477056 TTA T Chr07_7477056_TTA_TTTA_T INDEL 1943.35 35 11 15 0 0 0 0 0 1 0 0 0 0 0 35 11 16 15 14 32 24 14 13 16 12 14 7 6 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_11320Pp3c7_11320transcript PAC:32926051protein_codingNA c.-4196_-4195delTANA NA NA NA 3207
Chr07 7477056 TTA T Chr07_7477056_TTA_TTTA_T INDEL 1943.35 35 11 15 0 0 0 0 0 1 0 0 0 0 0 35 11 16 15 14 32 24 14 13 16 12 14 7 6 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c7_11300-Pp3c7_11320Pp3c7_11300-Pp3c7_11320intergenic_regionPp3c7_11300-Pp3c7_11320NA NA n.7477057_7477058delTANA NA NA NA NA
Chr07 7533033 T TG Chr07_7533033_T_TGT_TG INDEL 9927.59 21 14 11 17 15 15 23 14 18 14 17 7 6 6 21 14 11 17 15 15 23 14 18 14 17 7 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c7_11410Pp3c7_11410transcript PAC:32924812protein_coding 09-sept c.*1059dupC NA NA NA NA 3048
Chr07 7533033 T TG Chr07_7533033_T_TGT_TG INDEL 9927.59 21 14 11 17 15 15 23 14 18 14 17 7 6 6 21 14 11 17 15 15 23 14 18 14 17 7 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c7_11410Pp3c7_11410transcript PAC:32924816protein_coding 09-sept c.*1059dupC NA NA NA NA 3048
Chr07 7533033 T TG Chr07_7533033_T_TGT_TG INDEL 9927.59 21 14 11 17 15 15 23 14 18 14 17 7 6 6 21 14 11 17 15 15 23 14 18 14 17 7 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_11410Pp3c7_11410transcript PAC:32924815protein_codingNA c.*3048dupC NA NA NA NA 2215
Chr07 7533033 T TG Chr07_7533033_T_TGT_TG INDEL 9927.59 21 14 11 17 15 15 23 14 18 14 17 7 6 6 21 14 11 17 15 15 23 14 18 14 17 7 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_11410Pp3c7_11410transcript PAC:32924813protein_codingNA c.*3048dupC NA NA NA NA 2480
Chr07 7533033 T TG Chr07_7533033_T_TGT_TG INDEL 9927.59 21 14 11 17 15 15 23 14 18 14 17 7 6 6 21 14 11 17 15 15 23 14 18 14 17 7 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_11410Pp3c7_11410transcript PAC:32924817protein_codingNA c.*3048dupC NA NA NA NA 2480
Chr07 7533033 T TG Chr07_7533033_T_TGT_TG INDEL 9927.59 21 14 11 17 15 15 23 14 18 14 17 7 6 6 21 14 11 17 15 15 23 14 18 14 17 7 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_11410Pp3c7_11410transcript PAC:32924814protein_codingNA c.*3048dupC NA NA NA NA 2480
Chr07 7533033 T TG Chr07_7533033_T_TGT_TG INDEL 9927.59 21 14 11 17 15 15 23 14 18 14 17 7 6 6 21 14 11 17 15 15 23 14 18 14 17 7 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_11410Pp3c7_11410transcript PAC:32924818protein_codingNA c.*3048dupC NA NA NA NA 2480
Chr07 7589646 C A Chr07_7589646_C_AC_A SNP 18126.63 32 13 14 32 18 33 22 19 25 29 15 14 10 6 32 13 14 32 18 33 22 19 25 29 15 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11410-Pp3c7_11470Pp3c7_11410-Pp3c7_11470intergenic_regionPp3c7_11410-Pp3c7_11470NA NA n.7589646C>ANA NA NA NA NA
Chr07 7596670 C A Chr07_7596670_C_AC_A SNP 19403.63 32 21 20 24 17 22 21 23 29 26 13 27 11 8 32 21 20 24 17 22 21 23 29 26 13 27 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11410-Pp3c7_11470Pp3c7_11410-Pp3c7_11470intergenic_regionPp3c7_11410-Pp3c7_11470NA NA n.7596670C>ANA NA NA NA NA
Chr07 7678157 T G Chr07_7678157_T_GT_G SNP 19130.63 27 14 19 23 20 31 36 24 21 18 7 11 15 7 27 14 19 23 20 31 36 24 21 18 7 11 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11540-Pp3c7_11570Pp3c7_11540-Pp3c7_11570intergenic_regionPp3c7_11540-Pp3c7_11570NA NA n.7678157T>GNA NA NA NA NA
Chr07 7681737 T C Chr07_7681737_T_CT_C SNP 19442.63 15 15 25 20 38 26 25 25 31 21 6 19 18 14 15 15 25 20 38 26 25 25 31 21 6 19 18 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11540-Pp3c7_11570Pp3c7_11540-Pp3c7_11570intergenic_regionPp3c7_11540-Pp3c7_11570NA NA n.7681737T>CNA NA NA NA NA
Chr07 7707602 T TA Chr07_7707602_T_TAT_TA INDEL 11649.59 13 11 10 22 20 24 11 19 21 18 14 20 8 7 13 11 10 22 20 24 11 19 21 18 14 20 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_11570Pp3c7_11570transcript PAC:32924324protein_codingNA c.*5528_*5529insANA NA NA NA 4937
Chr07 7707602 T TA Chr07_7707602_T_TAT_TA INDEL 11649.59 13 11 10 22 20 24 11 19 21 18 14 20 8 7 13 11 10 22 20 24 11 19 21 18 14 20 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_11570Pp3c7_11570transcript PAC:32924325protein_codingNA c.*5528_*5529insANA NA NA NA 4937
Chr07 7707602 T TA Chr07_7707602_T_TAT_TA INDEL 11649.59 13 11 10 22 20 24 11 19 21 18 14 20 8 7 13 11 10 22 20 24 11 19 21 18 14 20 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_11570Pp3c7_11570transcript PAC:32924326protein_codingNA c.*5528_*5529insANA NA NA NA 4982
Chr07 7707602 T TA Chr07_7707602_T_TAT_TA INDEL 11649.59 13 11 10 22 20 24 11 19 21 18 14 20 8 7 13 11 10 22 20 24 11 19 21 18 14 20 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11570-Pp3c7_11609Pp3c7_11570-Pp3c7_11609intergenic_regionPp3c7_11570-Pp3c7_11609NA NA n.7707602_7707603insANA NA NA NA NA
Chr07 7841710 T C Chr07_7841710_T_CT_C SNP 18450.63 37 17 10 24 21 31 24 18 17 24 19 21 9 16 37 17 10 24 21 31 24 18 17 24 19 21 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11638-Pp3c7_11740Pp3c7_11638-Pp3c7_11740intergenic_regionPp3c7_11638-Pp3c7_11740NA NA n.7841710T>CNA NA NA NA NA
Chr07 7891708 A AT Chr07_7891708_A_ATA_AT INDEL 21865.59 28 26 14 31 24 42 23 13 33 24 22 25 15 10 28 26 14 31 24 42 23 13 33 24 22 25 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11770-Pp3c7_11840Pp3c7_11770-Pp3c7_11840intergenic_regionPp3c7_11770-Pp3c7_11840NA NA n.7891708_7891709insTNA NA NA NA NA
Chr07 7891727 A AT Chr07_7891727_A_ATA_AT INDEL 22057.59 29 24 11 31 23 38 26 16 31 20 22 24 14 9 29 24 11 31 23 38 26 16 31 20 22 24 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11770-Pp3c7_11840Pp3c7_11770-Pp3c7_11840intergenic_regionPp3c7_11770-Pp3c7_11840NA NA n.7891727_7891728insTNA NA NA NA NA
Chr07 7891731 CT C Chr07_7891731_CT_CCT_C INDEL 21851.59 29 23 11 32 23 35 25 19 30 23 21 22 14 10 29 23 11 32 23 35 25 19 30 23 21 22 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11770-Pp3c7_11840Pp3c7_11770-Pp3c7_11840intergenic_regionPp3c7_11770-Pp3c7_11840NA NA n.7891732delTNA NA NA NA NA
Chr07 7897879 A C Chr07_7897879_A_CA_C SNP 16126.63 28 20 13 15 8 28 32 22 12 10 12 23 11 8 28 20 13 15 8 29 32 22 12 10 12 23 11 8 1 1 1 1 1 0.966 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11770-Pp3c7_11840Pp3c7_11770-Pp3c7_11840intergenic_regionPp3c7_11770-Pp3c7_11840NA NA n.7897879A>CNA NA NA NA NA
Chr07 7992844 C A Chr07_7992844_C_AC_A SNP 11776.63 16 9 9 11 20 15 23 13 19 11 6 11 8 9 16 9 9 11 20 15 23 13 19 11 6 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923647protein_codingNA c.-5011C>A NA NA NA NA 3792
Chr07 7992844 C A Chr07_7992844_C_AC_A SNP 11776.63 16 9 9 11 20 15 23 13 19 11 6 11 8 9 16 9 9 11 20 15 23 13 19 11 6 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923648protein_codingNA c.-5011C>A NA NA NA NA 3590
Chr07 7992844 C A Chr07_7992844_C_AC_A SNP 11776.63 16 9 9 11 20 15 23 13 19 11 6 11 8 9 16 9 9 11 20 15 23 13 19 11 6 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923650protein_codingNA c.-5011C>A NA NA NA NA 3590
Chr07 7992844 C A Chr07_7992844_C_AC_A SNP 11776.63 16 9 9 11 20 15 23 13 19 11 6 11 8 9 16 9 9 11 20 15 23 13 19 11 6 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923652protein_codingNA c.-5011C>A NA NA NA NA 3590
Chr07 7992844 C A Chr07_7992844_C_AC_A SNP 11776.63 16 9 9 11 20 15 23 13 19 11 6 11 8 9 16 9 9 11 20 15 23 13 19 11 6 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923649protein_codingNA c.-5011C>A NA NA NA NA 3590
Chr07 7992844 C A Chr07_7992844_C_AC_A SNP 11776.63 16 9 9 11 20 15 23 13 19 11 6 11 8 9 16 9 9 11 20 15 23 13 19 11 6 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923651protein_codingNA c.-5011C>A NA NA NA NA 3590
Chr07 7992844 C A Chr07_7992844_C_AC_A SNP 11776.63 16 9 9 11 20 15 23 13 19 11 6 11 8 9 16 9 9 11 20 15 23 13 19 11 6 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923653protein_codingNA c.-5011C>A NA NA NA NA 4654
Chr07 7992844 C A Chr07_7992844_C_AC_A SNP 11776.63 16 9 9 11 20 15 23 13 19 11 6 11 8 9 16 9 9 11 20 15 23 13 19 11 6 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924963protein_coding 04-sept c.648+124C>ANA NA NA NA NA
Chr07 7992844 C A Chr07_7992844_C_AC_A SNP 11776.63 16 9 9 11 20 15 23 13 19 11 6 11 8 9 16 9 9 11 20 15 23 13 19 11 6 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924964protein_coding 04-sept c.648+124C>ANA NA NA NA NA
Chr07 7992844 C A Chr07_7992844_C_AC_A SNP 11776.63 16 9 9 11 20 15 23 13 19 11 6 11 8 9 16 9 9 11 20 15 23 13 19 11 6 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924965protein_coding 03-août c.381+124C>ANA NA NA NA NA
Chr07 7992881 T C Chr07_7992881_T_CT_C SNP 11461.63 20 8 8 7 22 11 23 12 14 13 11 14 7 6 20 8 8 7 22 11 23 12 14 13 11 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923647protein_codingNA c.-4974T>C NA NA NA NA 3755
Chr07 7992881 T C Chr07_7992881_T_CT_C SNP 11461.63 20 8 8 7 22 11 23 12 14 13 11 14 7 6 20 8 8 7 22 11 23 12 14 13 11 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923648protein_codingNA c.-4974T>C NA NA NA NA 3553
Chr07 7992881 T C Chr07_7992881_T_CT_C SNP 11461.63 20 8 8 7 22 11 23 12 14 13 11 14 7 6 20 8 8 7 22 11 23 12 14 13 11 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923650protein_codingNA c.-4974T>C NA NA NA NA 3553



Chr07 7992881 T C Chr07_7992881_T_CT_C SNP 11461.63 20 8 8 7 22 11 23 12 14 13 11 14 7 6 20 8 8 7 22 11 23 12 14 13 11 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923652protein_codingNA c.-4974T>C NA NA NA NA 3553
Chr07 7992881 T C Chr07_7992881_T_CT_C SNP 11461.63 20 8 8 7 22 11 23 12 14 13 11 14 7 6 20 8 8 7 22 11 23 12 14 13 11 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923649protein_codingNA c.-4974T>C NA NA NA NA 3553
Chr07 7992881 T C Chr07_7992881_T_CT_C SNP 11461.63 20 8 8 7 22 11 23 12 14 13 11 14 7 6 20 8 8 7 22 11 23 12 14 13 11 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923651protein_codingNA c.-4974T>C NA NA NA NA 3553
Chr07 7992881 T C Chr07_7992881_T_CT_C SNP 11461.63 20 8 8 7 22 11 23 12 14 13 11 14 7 6 20 8 8 7 22 11 23 12 14 13 11 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923653protein_codingNA c.-4974T>C NA NA NA NA 4617
Chr07 7992881 T C Chr07_7992881_T_CT_C SNP 11461.63 20 8 8 7 22 11 23 12 14 13 11 14 7 6 20 8 8 7 22 11 23 12 14 13 11 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924963protein_coding 04-sept c.649-135T>CNA NA NA NA NA
Chr07 7992881 T C Chr07_7992881_T_CT_C SNP 11461.63 20 8 8 7 22 11 23 12 14 13 11 14 7 6 20 8 8 7 22 11 23 12 14 13 11 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924964protein_coding 04-sept c.649-135T>CNA NA NA NA NA
Chr07 7992881 T C Chr07_7992881_T_CT_C SNP 11461.63 20 8 8 7 22 11 23 12 14 13 11 14 7 6 20 8 8 7 22 11 23 12 14 13 11 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924965protein_coding 03-août c.382-135T>CNA NA NA NA NA
Chr07 7992905 C A Chr07_7992905_C_AC_A SNP 12064.63 18 4 7 11 16 13 25 12 11 13 12 14 8 6 18 4 7 11 16 13 25 12 11 13 12 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923647protein_codingNA c.-4950C>A NA NA NA NA 3731
Chr07 7992905 C A Chr07_7992905_C_AC_A SNP 12064.63 18 4 7 11 16 13 25 12 11 13 12 14 8 6 18 4 7 11 16 13 25 12 11 13 12 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923648protein_codingNA c.-4950C>A NA NA NA NA 3529
Chr07 7992905 C A Chr07_7992905_C_AC_A SNP 12064.63 18 4 7 11 16 13 25 12 11 13 12 14 8 6 18 4 7 11 16 13 25 12 11 13 12 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923650protein_codingNA c.-4950C>A NA NA NA NA 3529
Chr07 7992905 C A Chr07_7992905_C_AC_A SNP 12064.63 18 4 7 11 16 13 25 12 11 13 12 14 8 6 18 4 7 11 16 13 25 12 11 13 12 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923652protein_codingNA c.-4950C>A NA NA NA NA 3529
Chr07 7992905 C A Chr07_7992905_C_AC_A SNP 12064.63 18 4 7 11 16 13 25 12 11 13 12 14 8 6 18 4 7 11 16 13 25 12 11 13 12 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923649protein_codingNA c.-4950C>A NA NA NA NA 3529
Chr07 7992905 C A Chr07_7992905_C_AC_A SNP 12064.63 18 4 7 11 16 13 25 12 11 13 12 14 8 6 18 4 7 11 16 13 25 12 11 13 12 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923651protein_codingNA c.-4950C>A NA NA NA NA 3529
Chr07 7992905 C A Chr07_7992905_C_AC_A SNP 12064.63 18 4 7 11 16 13 25 12 11 13 12 14 8 6 18 4 7 11 16 13 25 12 11 13 12 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923653protein_codingNA c.-4950C>A NA NA NA NA 4593
Chr07 7992905 C A Chr07_7992905_C_AC_A SNP 12064.63 18 4 7 11 16 13 25 12 11 13 12 14 8 6 18 4 7 11 16 13 25 12 11 13 12 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924963protein_coding 04-sept c.649-111C>ANA NA NA NA NA
Chr07 7992905 C A Chr07_7992905_C_AC_A SNP 12064.63 18 4 7 11 16 13 25 12 11 13 12 14 8 6 18 4 7 11 16 13 25 12 11 13 12 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924964protein_coding 04-sept c.649-111C>ANA NA NA NA NA
Chr07 7992905 C A Chr07_7992905_C_AC_A SNP 12064.63 18 4 7 11 16 13 25 12 11 13 12 14 8 6 18 4 7 11 16 13 25 12 11 13 12 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924965protein_coding 03-août c.382-111C>ANA NA NA NA NA
Chr07 7992906 C G Chr07_7992906_C_GC_G SNP 12064.63 18 4 7 12 16 13 25 12 11 13 12 13 8 6 18 4 7 12 16 13 25 12 11 13 12 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923647protein_codingNA c.-4949C>G NA NA NA NA 3730
Chr07 7992906 C G Chr07_7992906_C_GC_G SNP 12064.63 18 4 7 12 16 13 25 12 11 13 12 13 8 6 18 4 7 12 16 13 25 12 11 13 12 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923648protein_codingNA c.-4949C>G NA NA NA NA 3528
Chr07 7992906 C G Chr07_7992906_C_GC_G SNP 12064.63 18 4 7 12 16 13 25 12 11 13 12 13 8 6 18 4 7 12 16 13 25 12 11 13 12 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923650protein_codingNA c.-4949C>G NA NA NA NA 3528
Chr07 7992906 C G Chr07_7992906_C_GC_G SNP 12064.63 18 4 7 12 16 13 25 12 11 13 12 13 8 6 18 4 7 12 16 13 25 12 11 13 12 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923652protein_codingNA c.-4949C>G NA NA NA NA 3528
Chr07 7992906 C G Chr07_7992906_C_GC_G SNP 12064.63 18 4 7 12 16 13 25 12 11 13 12 13 8 6 18 4 7 12 16 13 25 12 11 13 12 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923649protein_codingNA c.-4949C>G NA NA NA NA 3528
Chr07 7992906 C G Chr07_7992906_C_GC_G SNP 12064.63 18 4 7 12 16 13 25 12 11 13 12 13 8 6 18 4 7 12 16 13 25 12 11 13 12 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923651protein_codingNA c.-4949C>G NA NA NA NA 3528
Chr07 7992906 C G Chr07_7992906_C_GC_G SNP 12064.63 18 4 7 12 16 13 25 12 11 13 12 13 8 6 18 4 7 12 16 13 25 12 11 13 12 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923653protein_codingNA c.-4949C>G NA NA NA NA 4592
Chr07 7992906 C G Chr07_7992906_C_GC_G SNP 12064.63 18 4 7 12 16 13 25 12 11 13 12 13 8 6 18 4 7 12 16 13 25 12 11 13 12 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924963protein_coding 04-sept c.649-110C>GNA NA NA NA NA
Chr07 7992906 C G Chr07_7992906_C_GC_G SNP 12064.63 18 4 7 12 16 13 25 12 11 13 12 13 8 6 18 4 7 12 16 13 25 12 11 13 12 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924964protein_coding 04-sept c.649-110C>GNA NA NA NA NA
Chr07 7992906 C G Chr07_7992906_C_GC_G SNP 12064.63 18 4 7 12 16 13 25 12 11 13 12 13 8 6 18 4 7 12 16 13 25 12 11 13 12 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924965protein_coding 03-août c.382-110C>GNA NA NA NA NA
Chr07 7992933 C G Chr07_7992933_C_GC_G SNP 11448.63 16 8 8 16 14 18 20 13 8 7 12 10 6 5 16 8 8 16 14 18 20 13 8 7 12 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923647protein_codingNA c.-4922C>G NA NA NA NA 3703
Chr07 7992933 C G Chr07_7992933_C_GC_G SNP 11448.63 16 8 8 16 14 18 20 13 8 7 12 10 6 5 16 8 8 16 14 18 20 13 8 7 12 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923648protein_codingNA c.-4922C>G NA NA NA NA 3501
Chr07 7992933 C G Chr07_7992933_C_GC_G SNP 11448.63 16 8 8 16 14 18 20 13 8 7 12 10 6 5 16 8 8 16 14 18 20 13 8 7 12 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923650protein_codingNA c.-4922C>G NA NA NA NA 3501
Chr07 7992933 C G Chr07_7992933_C_GC_G SNP 11448.63 16 8 8 16 14 18 20 13 8 7 12 10 6 5 16 8 8 16 14 18 20 13 8 7 12 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923652protein_codingNA c.-4922C>G NA NA NA NA 3501
Chr07 7992933 C G Chr07_7992933_C_GC_G SNP 11448.63 16 8 8 16 14 18 20 13 8 7 12 10 6 5 16 8 8 16 14 18 20 13 8 7 12 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923649protein_codingNA c.-4922C>G NA NA NA NA 3501
Chr07 7992933 C G Chr07_7992933_C_GC_G SNP 11448.63 16 8 8 16 14 18 20 13 8 7 12 10 6 5 16 8 8 16 14 18 20 13 8 7 12 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923651protein_codingNA c.-4922C>G NA NA NA NA 3501
Chr07 7992933 C G Chr07_7992933_C_GC_G SNP 11448.63 16 8 8 16 14 18 20 13 8 7 12 10 6 5 16 8 8 16 14 18 20 13 8 7 12 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_11870Pp3c7_11870transcript PAC:32923653protein_codingNA c.-4922C>G NA NA NA NA 4565
Chr07 7992933 C G Chr07_7992933_C_GC_G SNP 11448.63 16 8 8 16 14 18 20 13 8 7 12 10 6 5 16 8 8 16 14 18 20 13 8 7 12 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924963protein_coding 04-sept c.649-83C>G NA NA NA NA NA
Chr07 7992933 C G Chr07_7992933_C_GC_G SNP 11448.63 16 8 8 16 14 18 20 13 8 7 12 10 6 5 16 8 8 16 14 18 20 13 8 7 12 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924964protein_coding 04-sept c.649-83C>G NA NA NA NA NA
Chr07 7992933 C G Chr07_7992933_C_GC_G SNP 11448.63 16 8 8 16 14 18 20 13 8 7 12 10 6 5 16 8 8 16 14 18 20 13 8 7 12 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_11860Pp3c7_11860transcript PAC:32924965protein_coding 03-août c.382-83C>G NA NA NA NA NA
Chr07 8037355 C A Chr07_8037355_C_AC_A SNP 17318.63 26 21 11 22 22 28 35 19 15 23 16 13 7 9 26 21 11 22 22 28 35 19 15 23 16 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11900-Pp3c7_12120Pp3c7_11900-Pp3c7_12120intergenic_regionPp3c7_11900-Pp3c7_12120NA NA n.8037355C>ANA NA NA NA NA
Chr07 8037406 C T Chr07_8037406_C_TC_T SNP 16231.63 25 20 12 23 22 28 35 18 14 21 11 20 6 10 25 20 12 23 22 28 35 18 14 21 12 20 6 10 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11900-Pp3c7_12120Pp3c7_11900-Pp3c7_12120intergenic_regionPp3c7_11900-Pp3c7_12120NA NA n.8037406C>TNA NA NA NA NA
Chr07 8044835 T TG Chr07_8044835_T_TGT_TG INDEL 16162.59 25 13 14 25 16 21 38 17 19 24 16 22 19 10 25 13 14 25 16 21 38 17 19 24 16 22 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11900-Pp3c7_12120Pp3c7_11900-Pp3c7_12120intergenic_regionPp3c7_11900-Pp3c7_12120NA NA n.8044835_8044836insGNA NA NA NA NA
Chr07 8045060 G C Chr07_8045060_G_CG_C SNP 18705.63 32 23 12 29 16 26 29 26 22 30 14 13 11 10 32 23 12 29 16 26 29 26 22 30 14 13 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11900-Pp3c7_12120Pp3c7_11900-Pp3c7_12120intergenic_regionPp3c7_11900-Pp3c7_12120NA NA n.8045060G>CNA NA NA NA NA
Chr07 8051306 A G Chr07_8051306_A_GA_G SNP 9757.63 11 15 8 5 10 7 13 14 6 11 12 10 14 6 11 15 8 5 10 7 13 14 6 11 12 10 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11900-Pp3c7_12120Pp3c7_11900-Pp3c7_12120intergenic_regionPp3c7_11900-Pp3c7_12120NA NA n.8051306A>GNA NA NA NA NA
Chr07 8051313 G C Chr07_8051313_G_CG_C SNP 9569.63 11 14 6 4 10 7 13 13 6 10 11 9 11 6 11 14 6 4 10 7 13 13 6 10 11 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_11900-Pp3c7_12120Pp3c7_11900-Pp3c7_12120intergenic_regionPp3c7_11900-Pp3c7_12120NA NA n.8051313G>CNA NA NA NA NA
Chr07 8053208 T G Chr07_8053208_T_GT_G SNP 3303.98 0 0 0 0 0 0 0 0 15 15 13 17 5 9 14 9 15 16 9 11 21 14 15 15 13 17 5 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c7_11900-Pp3c7_12120Pp3c7_11900-Pp3c7_12120intergenic_regionPp3c7_11900-Pp3c7_12120NA NA n.8053208T>GNA NA NA NA NA
Chr07 8221139 A AT Chr07_8221139_A_ATA_AT INDEL 19400.59 28 10 16 27 17 29 19 28 12 22 9 24 7 8 28 10 16 27 17 29 19 28 12 22 9 24 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12150-Pp3c7_12170Pp3c7_12150-Pp3c7_12170intergenic_regionPp3c7_12150-Pp3c7_12170NA NA n.8221139_8221140insTNA NA NA NA NA
Chr07 8221151 T A Chr07_8221151_T_AT_A SNP 20467.63 29 12 16 30 18 29 19 29 13 21 9 21 8 8 29 12 16 30 18 29 19 29 13 21 9 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12150-Pp3c7_12170Pp3c7_12150-Pp3c7_12170intergenic_regionPp3c7_12150-Pp3c7_12170NA NA n.8221151T>ANA NA NA NA NA
Chr07 8221154 A AT Chr07_8221154_A_ATA_AT INDEL 20666.59 30 12 16 28 18 30 19 30 13 20 9 19 8 8 30 12 16 28 18 30 19 30 13 20 9 19 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12150-Pp3c7_12170Pp3c7_12150-Pp3c7_12170intergenic_regionPp3c7_12150-Pp3c7_12170NA NA n.8221154_8221155insTNA NA NA NA NA
Chr07 8221160 T C Chr07_8221160_T_CT_C SNP 19796.63 31 10 16 28 16 28 19 29 13 21 8 18 7 7 31 10 16 28 16 28 19 29 13 21 8 18 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12150-Pp3c7_12170Pp3c7_12150-Pp3c7_12170intergenic_regionPp3c7_12150-Pp3c7_12170NA NA n.8221160T>CNA NA NA NA NA
Chr07 8221161 C A Chr07_8221161_C_AC_A SNP 19706.63 31 10 16 27 16 28 19 29 13 20 8 18 7 7 31 10 16 27 16 28 19 29 13 20 8 18 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12150-Pp3c7_12170Pp3c7_12150-Pp3c7_12170intergenic_regionPp3c7_12150-Pp3c7_12170NA NA n.8221161C>ANA NA NA NA NA
Chr07 8401231 A G Chr07_8401231_A_GA_G SNP 13319.63 23 5 10 13 17 20 16 15 17 16 11 17 5 6 23 5 10 13 17 20 16 15 17 16 11 17 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12280-Pp3c7_12410Pp3c7_12280-Pp3c7_12410intergenic_regionPp3c7_12280-Pp3c7_12410NA NA n.8401231A>GNA NA NA NA NA
Chr07 8553459 T C Chr07_8553459_T_CT_C SNP 19071.63 25 15 15 23 19 22 29 19 21 20 19 14 15 8 25 15 15 23 19 22 30 19 21 20 19 14 15 8 1 1 1 1 1 1 0.967 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12530-Pp3c7_12670Pp3c7_12530-Pp3c7_12670intergenic_regionPp3c7_12530-Pp3c7_12670NA NA n.8553459T>CNA NA NA NA NA
Chr07 8608885 C A Chr07_8608885_C_AC_A SNP 16552.63 27 16 20 25 14 25 26 20 15 18 10 15 9 12 27 16 20 25 14 25 26 20 15 18 10 15 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12700-Pp3c7_12740Pp3c7_12700-Pp3c7_12740intergenic_regionPp3c7_12700-Pp3c7_12740NA NA n.8608885C>ANA NA NA NA NA
Chr07 8626984 A T Chr07_8626984_A_TA_T SNP 20996.63 34 10 12 27 5 28 34 27 21 16 12 14 17 8 34 10 12 27 5 28 34 27 21 16 12 14 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12740-Pp3c7_12750Pp3c7_12740-Pp3c7_12750intergenic_regionPp3c7_12740-Pp3c7_12750NA NA n.8626984A>TNA NA NA NA NA
Chr07 8626985 T A Chr07_8626985_T_AT_A SNP 20996.63 36 10 13 27 5 29 34 27 22 15 12 15 17 8 36 10 13 27 5 29 34 27 22 15 12 15 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12740-Pp3c7_12750Pp3c7_12740-Pp3c7_12750intergenic_regionPp3c7_12740-Pp3c7_12750NA NA n.8626985T>ANA NA NA NA NA
Chr07 8634163 C A Chr07_8634163_C_AC_A SNP 17408.63 18 12 14 13 24 24 28 14 12 25 16 14 10 6 18 12 14 13 24 24 28 14 12 25 16 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12740-Pp3c7_12750Pp3c7_12740-Pp3c7_12750intergenic_regionPp3c7_12740-Pp3c7_12750NA NA n.8634163C>ANA NA NA NA NA
Chr07 8634168 T A Chr07_8634168_T_AT_A SNP 17858.63 19 12 14 11 23 26 28 14 14 27 15 15 11 5 19 12 14 11 23 26 28 14 14 27 15 15 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12740-Pp3c7_12750Pp3c7_12740-Pp3c7_12750intergenic_regionPp3c7_12740-Pp3c7_12750NA NA n.8634168T>ANA NA NA NA NA
Chr07 8634170 T A Chr07_8634170_T_AT_A SNP 17788.63 19 13 14 11 22 25 29 14 15 27 15 15 11 5 19 13 14 11 22 25 29 14 15 27 15 15 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12740-Pp3c7_12750Pp3c7_12740-Pp3c7_12750intergenic_regionPp3c7_12740-Pp3c7_12750NA NA n.8634170T>ANA NA NA NA NA
Chr07 8660491 G GTA Chr07_8660491_G_GTAG_GTA INDEL 5635.24 12 9 7 0 0 0 2 0 13 14 12 15 8 8 12 9 7 19 17 25 38 14 13 15 13 16 8 8 1 1 1 0 0 0 0.053 0 1 0.933 0.923 0.938 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c7_12780Pp3c7_12780transcript PAC:32923983protein_codingNA c.-3716_-3715insTANA NA NA NA 3028
Chr07 8660491 G GTA Chr07_8660491_G_GTAG_GTA INDEL 5635.24 12 9 7 0 0 0 2 0 13 14 12 15 8 8 12 9 7 19 17 25 38 14 13 15 13 16 8 8 1 1 1 0 0 0 0.053 0 1 0.933 0.923 0.938 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c7_12790Pp3c7_12790transcript PAC:32925608protein_codingNA c.*346_*347insTANA NA NA NA 278
Chr07 8660491 G GTA Chr07_8660491_G_GTAG_GTA INDEL 5635.24 12 9 7 0 0 0 2 0 13 14 12 15 8 8 12 9 7 19 17 25 38 14 13 15 13 16 8 8 1 1 1 0 0 0 0.053 0 1 0.933 0.923 0.938 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c7_12790Pp3c7_12790transcript PAC:32925609protein_codingNA c.*346_*347insTANA NA NA NA 278
Chr07 8660491 G GTA Chr07_8660491_G_GTAG_GTA INDEL 5635.24 12 9 7 0 0 0 2 0 13 14 12 15 8 8 12 9 7 19 17 25 38 14 13 15 13 16 8 8 1 1 1 0 0 0 0.053 0 1 0.933 0.923 0.938 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c7_12790Pp3c7_12790transcript PAC:32925610protein_codingNA c.*346_*347insTANA NA NA NA 278
Chr07 8660491 G GTA Chr07_8660491_G_GTAG_GTA INDEL 5635.24 12 9 7 0 0 0 2 0 13 14 12 15 8 8 12 9 7 19 17 25 38 14 13 15 13 16 8 8 1 1 1 0 0 0 0.053 0 1 0.933 0.923 0.938 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c7_12780-Pp3c7_12790Pp3c7_12780-Pp3c7_12790intergenic_regionPp3c7_12780-Pp3c7_12790NA NA n.8660491_8660492insTANA NA NA NA NA
Chr07 8677819 CTA C Chr07_8677819_CTA_CCTA_C INDEL 7798.24 21 17 12 2 0 1 0 0 22 28 8 14 10 17 21 17 13 15 13 17 16 19 22 28 8 14 10 17 1 1 0.923 0.133 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c7_12810Pp3c7_12810transcript PAC:32925104protein_codingNA c.-1924_-1923delTANA NA NA NA 1683
Chr07 8677819 CTA C Chr07_8677819_CTA_CCTA_C INDEL 7798.24 21 17 12 2 0 1 0 0 22 28 8 14 10 17 21 17 13 15 13 17 16 19 22 28 8 14 10 17 1 1 0.923 0.133 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c7_12810Pp3c7_12810transcript PAC:32925106protein_codingNA c.-2258_-2257delTANA NA NA NA 1683
Chr07 8677819 CTA C Chr07_8677819_CTA_CCTA_C INDEL 7798.24 21 17 12 2 0 1 0 0 22 28 8 14 10 17 21 17 13 15 13 17 16 19 22 28 8 14 10 17 1 1 0.923 0.133 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c7_12810Pp3c7_12810transcript PAC:32925105protein_codingNA c.-1924_-1923delTANA NA NA NA 1764
Chr07 8677819 CTA C Chr07_8677819_CTA_CCTA_C INDEL 7798.24 21 17 12 2 0 1 0 0 22 28 8 14 10 17 21 17 13 15 13 17 16 19 22 28 8 14 10 17 1 1 0.923 0.133 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c7_12820Pp3c7_12820transcript PAC:32923171protein_codingNA c.*912_*913delTANA NA NA NA 913
Chr07 8677819 CTA C Chr07_8677819_CTA_CCTA_C INDEL 7798.24 21 17 12 2 0 1 0 0 22 28 8 14 10 17 21 17 13 15 13 17 16 19 22 28 8 14 10 17 1 1 0.923 0.133 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c7_12836Pp3c7_12836transcript PAC:32924201protein_codingNA c.*2578_*2579delTANA NA NA NA 2360
Chr07 8677819 CTA C Chr07_8677819_CTA_CCTA_C INDEL 7798.24 21 17 12 2 0 1 0 0 22 28 8 14 10 17 21 17 13 15 13 17 16 19 22 28 8 14 10 17 1 1 0.923 0.133 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c7_12810-Pp3c7_12820Pp3c7_12810-Pp3c7_12820intergenic_regionPp3c7_12810-Pp3c7_12820NA NA n.8677820_8677821delTANA NA NA NA NA
Chr07 8692978 C A Chr07_8692978_C_AC_A SNP 17923.63 23 13 18 29 19 22 17 21 17 18 22 19 13 7 23 13 18 29 19 22 17 21 17 18 22 19 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12836-Pp3c7_12850Pp3c7_12836-Pp3c7_12850intergenic_regionPp3c7_12836-Pp3c7_12850NA NA n.8692978C>ANA NA NA NA NA
Chr07 8718795 C A Chr07_8718795_C_AC_A SNP 19798.63 27 23 11 41 20 16 32 28 37 21 7 20 9 13 27 23 11 41 20 16 32 28 37 21 7 20 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12850Pp3c7_12850transcript PAC:32925880protein_codingNA c.*4705C>A NA NA NA NA 3647
Chr07 8718795 C A Chr07_8718795_C_AC_A SNP 19798.63 27 23 11 41 20 16 32 28 37 21 7 20 9 13 27 23 11 41 20 16 32 28 37 21 7 20 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12850Pp3c7_12850transcript PAC:32925881protein_codingNA c.*4705C>A NA NA NA NA 3910
Chr07 8718795 C A Chr07_8718795_C_AC_A SNP 19798.63 27 23 11 41 20 16 32 28 37 21 7 20 9 13 27 23 11 41 20 16 32 28 37 21 7 20 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12850-Pp3c7_12870Pp3c7_12850-Pp3c7_12870intergenic_regionPp3c7_12850-Pp3c7_12870NA NA n.8718795C>ANA NA NA NA NA
Chr07 8718844 C A Chr07_8718844_C_AC_A SNP 20374.63 31 23 7 36 22 19 34 29 30 24 8 18 11 13 31 23 7 36 22 19 34 29 30 24 8 18 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12850Pp3c7_12850transcript PAC:32925880protein_codingNA c.*4754C>A NA NA NA NA 3696
Chr07 8718844 C A Chr07_8718844_C_AC_A SNP 20374.63 31 23 7 36 22 19 34 29 30 24 8 18 11 13 31 23 7 36 22 19 34 29 30 24 8 18 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12850Pp3c7_12850transcript PAC:32925881protein_codingNA c.*4754C>A NA NA NA NA 3959
Chr07 8718844 C A Chr07_8718844_C_AC_A SNP 20374.63 31 23 7 36 22 19 34 29 30 24 8 18 11 13 31 23 7 36 22 19 34 29 30 24 8 18 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12850-Pp3c7_12870Pp3c7_12850-Pp3c7_12870intergenic_regionPp3c7_12850-Pp3c7_12870NA NA n.8718844C>ANA NA NA NA NA
Chr07 8718910 T C Chr07_8718910_T_CT_C SNP 19378.63 35 14 8 32 23 25 37 31 21 21 7 16 12 12 35 14 8 32 23 25 37 31 21 21 7 16 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12850Pp3c7_12850transcript PAC:32925880protein_codingNA c.*4820T>C NA NA NA NA 3762
Chr07 8718910 T C Chr07_8718910_T_CT_C SNP 19378.63 35 14 8 32 23 25 37 31 21 21 7 16 12 12 35 14 8 32 23 25 37 31 21 21 7 16 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12850Pp3c7_12850transcript PAC:32925881protein_codingNA c.*4820T>C NA NA NA NA 4025
Chr07 8718910 T C Chr07_8718910_T_CT_C SNP 19378.63 35 14 8 32 23 25 37 31 21 21 7 16 12 12 35 14 8 32 23 25 37 31 21 21 7 16 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12850-Pp3c7_12870Pp3c7_12850-Pp3c7_12870intergenic_regionPp3c7_12850-Pp3c7_12870NA NA n.8718910T>CNA NA NA NA NA
Chr07 8747933 G GA Chr07_8747933_G_GAG_GA INDEL 15501.59 29 22 16 22 17 24 30 29 16 15 11 29 9 6 29 22 16 22 17 24 30 29 16 15 11 29 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_12870-Pp3c7_12940Pp3c7_12870-Pp3c7_12940intergenic_regionPp3c7_12870-Pp3c7_12940NA NA n.8747933_8747934insANA NA NA NA NA
Chr07 8862788 C G Chr07_8862788_C_GC_G SNP 10118.63 21 5 5 17 8 12 18 17 4 14 7 10 8 7 21 5 5 17 8 12 18 17 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13000Pp3c7_13000transcript PAC:32925305protein_codingNA c.-1510G>C NA NA NA NA 571
Chr07 8862788 C G Chr07_8862788_C_GC_G SNP 10118.63 21 5 5 17 8 12 18 17 4 14 7 10 8 7 21 5 5 17 8 12 18 17 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923420protein_codingNA c.-2525C>G NA NA NA NA 1844
Chr07 8862788 C G Chr07_8862788_C_GC_G SNP 10118.63 21 5 5 17 8 12 18 17 4 14 7 10 8 7 21 5 5 17 8 12 18 17 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13000Pp3c7_13000transcript PAC:32925306protein_codingNA c.-1510G>C NA NA NA NA 556
Chr07 8862788 C G Chr07_8862788_C_GC_G SNP 10118.63 21 5 5 17 8 12 18 17 4 14 7 10 8 7 21 5 5 17 8 12 18 17 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923421protein_codingNA c.-2525C>G NA NA NA NA 1599
Chr07 8862788 C G Chr07_8862788_C_GC_G SNP 10118.63 21 5 5 17 8 12 18 17 4 14 7 10 8 7 21 5 5 17 8 12 18 17 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923422protein_codingNA c.-3714C>G NA NA NA NA 1843
Chr07 8862788 C G Chr07_8862788_C_GC_G SNP 10118.63 21 5 5 17 8 12 18 17 4 14 7 10 8 7 21 5 5 17 8 12 18 17 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12990Pp3c7_12990transcript PAC:32923153protein_codingNA c.*4954C>G NA NA NA NA 4315
Chr07 8862788 C G Chr07_8862788_C_GC_G SNP 10118.63 21 5 5 17 8 12 18 17 4 14 7 10 8 7 21 5 5 17 8 12 18 17 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12990Pp3c7_12990transcript PAC:32923154protein_codingNA c.*4954C>G NA NA NA NA 4257
Chr07 8862788 C G Chr07_8862788_C_GC_G SNP 10118.63 21 5 5 17 8 12 18 17 4 14 7 10 8 7 21 5 5 17 8 12 18 17 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_13000-Pp3c7_13020Pp3c7_13000-Pp3c7_13020intergenic_regionPp3c7_13000-Pp3c7_13020NA NA n.8862788C>GNA NA NA NA NA
Chr07 8862789 AGCTT A Chr07_8862789_AGCTT_AAGCTT_A INDEL 10109.59 21 5 5 16 8 11 17 16 4 14 7 10 8 7 21 5 5 16 8 11 17 16 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13000Pp3c7_13000transcript PAC:32925305protein_codingNA c.-1515_-1512delAAGCNA NA NA NA 573
Chr07 8862789 AGCTT A Chr07_8862789_AGCTT_AAGCTT_A INDEL 10109.59 21 5 5 16 8 11 17 16 4 14 7 10 8 7 21 5 5 16 8 11 17 16 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923420protein_codingNA c.-2523_-2520delGCTTNA NA NA NA 1842
Chr07 8862789 AGCTT A Chr07_8862789_AGCTT_AAGCTT_A INDEL 10109.59 21 5 5 16 8 11 17 16 4 14 7 10 8 7 21 5 5 16 8 11 17 16 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13000Pp3c7_13000transcript PAC:32925306protein_codingNA c.-1515_-1512delAAGCNA NA NA NA 558
Chr07 8862789 AGCTT A Chr07_8862789_AGCTT_AAGCTT_A INDEL 10109.59 21 5 5 16 8 11 17 16 4 14 7 10 8 7 21 5 5 16 8 11 17 16 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923421protein_codingNA c.-2523_-2520delGCTTNA NA NA NA 1597
Chr07 8862789 AGCTT A Chr07_8862789_AGCTT_AAGCTT_A INDEL 10109.59 21 5 5 16 8 11 17 16 4 14 7 10 8 7 21 5 5 16 8 11 17 16 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923422protein_codingNA c.-3712_-3709delGCTTNA NA NA NA 1841
Chr07 8862789 AGCTT A Chr07_8862789_AGCTT_AAGCTT_A INDEL 10109.59 21 5 5 16 8 11 17 16 4 14 7 10 8 7 21 5 5 16 8 11 17 16 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12990Pp3c7_12990transcript PAC:32923153protein_codingNA c.*4956_*4959delGCTTNA NA NA NA 4317
Chr07 8862789 AGCTT A Chr07_8862789_AGCTT_AAGCTT_A INDEL 10109.59 21 5 5 16 8 11 17 16 4 14 7 10 8 7 21 5 5 16 8 11 17 16 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12990Pp3c7_12990transcript PAC:32923154protein_codingNA c.*4956_*4959delGCTTNA NA NA NA 4259
Chr07 8862789 AGCTT A Chr07_8862789_AGCTT_AAGCTT_A INDEL 10109.59 21 5 5 16 8 11 17 16 4 14 7 10 8 7 21 5 5 16 8 11 17 16 4 14 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_13000-Pp3c7_13020Pp3c7_13000-Pp3c7_13020intergenic_regionPp3c7_13000-Pp3c7_13020NA NA n.8862790_8862793delGCTTNA NA NA NA NA
Chr07 8862796 C T Chr07_8862796_C_TC_T SNP 9740.63 20 4 5 15 8 11 17 15 4 14 7 8 7 7 20 4 5 15 8 11 17 15 4 14 7 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13000Pp3c7_13000transcript PAC:32925305protein_codingNA c.-1518G>A NA NA NA NA 579
Chr07 8862796 C T Chr07_8862796_C_TC_T SNP 9740.63 20 4 5 15 8 11 17 15 4 14 7 8 7 7 20 4 5 15 8 11 17 15 4 14 7 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923420protein_codingNA c.-2517C>T NA NA NA NA 1836
Chr07 8862796 C T Chr07_8862796_C_TC_T SNP 9740.63 20 4 5 15 8 11 17 15 4 14 7 8 7 7 20 4 5 15 8 11 17 15 4 14 7 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13000Pp3c7_13000transcript PAC:32925306protein_codingNA c.-1518G>A NA NA NA NA 564
Chr07 8862796 C T Chr07_8862796_C_TC_T SNP 9740.63 20 4 5 15 8 11 17 15 4 14 7 8 7 7 20 4 5 15 8 11 17 15 4 14 7 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923421protein_codingNA c.-2517C>T NA NA NA NA 1591
Chr07 8862796 C T Chr07_8862796_C_TC_T SNP 9740.63 20 4 5 15 8 11 17 15 4 14 7 8 7 7 20 4 5 15 8 11 17 15 4 14 7 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923422protein_codingNA c.-3706C>T NA NA NA NA 1835
Chr07 8862796 C T Chr07_8862796_C_TC_T SNP 9740.63 20 4 5 15 8 11 17 15 4 14 7 8 7 7 20 4 5 15 8 11 17 15 4 14 7 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12990Pp3c7_12990transcript PAC:32923153protein_codingNA c.*4962C>T NA NA NA NA 4323
Chr07 8862796 C T Chr07_8862796_C_TC_T SNP 9740.63 20 4 5 15 8 11 17 15 4 14 7 8 7 7 20 4 5 15 8 11 17 15 4 14 7 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12990Pp3c7_12990transcript PAC:32923154protein_codingNA c.*4962C>T NA NA NA NA 4265
Chr07 8862796 C T Chr07_8862796_C_TC_T SNP 9740.63 20 4 5 15 8 11 17 15 4 14 7 8 7 7 20 4 5 15 8 11 17 15 4 14 7 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_13000-Pp3c7_13020Pp3c7_13000-Pp3c7_13020intergenic_regionPp3c7_13000-Pp3c7_13020NA NA n.8862796C>TNA NA NA NA NA
Chr07 8862799 A ACACTG Chr07_8862799_A_ACACTGA_ACACTG INDEL 9281.59 19 4 5 14 8 11 17 15 4 13 7 8 6 6 19 4 5 14 8 11 17 15 4 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13000Pp3c7_13000transcript PAC:32925305protein_codingNA c.-1522_-1521insCAGTGNA NA NA NA 583
Chr07 8862799 A ACACTG Chr07_8862799_A_ACACTGA_ACACTG INDEL 9281.59 19 4 5 14 8 11 17 15 4 13 7 8 6 6 19 4 5 14 8 11 17 15 4 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923420protein_codingNA c.-2514_-2513insCACTGNA NA NA NA 1832
Chr07 8862799 A ACACTG Chr07_8862799_A_ACACTGA_ACACTG INDEL 9281.59 19 4 5 14 8 11 17 15 4 13 7 8 6 6 19 4 5 14 8 11 17 15 4 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13000Pp3c7_13000transcript PAC:32925306protein_codingNA c.-1522_-1521insCAGTGNA NA NA NA 568
Chr07 8862799 A ACACTG Chr07_8862799_A_ACACTGA_ACACTG INDEL 9281.59 19 4 5 14 8 11 17 15 4 13 7 8 6 6 19 4 5 14 8 11 17 15 4 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923421protein_codingNA c.-2514_-2513insCACTGNA NA NA NA 1587
Chr07 8862799 A ACACTG Chr07_8862799_A_ACACTGA_ACACTG INDEL 9281.59 19 4 5 14 8 11 17 15 4 13 7 8 6 6 19 4 5 14 8 11 17 15 4 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13020Pp3c7_13020transcript PAC:32923422protein_codingNA c.-3703_-3702insCACTGNA NA NA NA 1831
Chr07 8862799 A ACACTG Chr07_8862799_A_ACACTGA_ACACTG INDEL 9281.59 19 4 5 14 8 11 17 15 4 13 7 8 6 6 19 4 5 14 8 11 17 15 4 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12990Pp3c7_12990transcript PAC:32923153protein_codingNA c.*4965_*4966insCACTGNA NA NA NA 4327
Chr07 8862799 A ACACTG Chr07_8862799_A_ACACTGA_ACACTG INDEL 9281.59 19 4 5 14 8 11 17 15 4 13 7 8 6 6 19 4 5 14 8 11 17 15 4 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_12990Pp3c7_12990transcript PAC:32923154protein_codingNA c.*4965_*4966insCACTGNA NA NA NA 4269
Chr07 8862799 A ACACTG Chr07_8862799_A_ACACTGA_ACACTG INDEL 9281.59 19 4 5 14 8 11 17 15 4 13 7 8 6 6 19 4 5 14 8 11 17 15 4 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_13000-Pp3c7_13020Pp3c7_13000-Pp3c7_13020intergenic_regionPp3c7_13000-Pp3c7_13020NA NA n.8862799_8862800insCACTGNA NA NA NA NA
Chr07 8910811 AAT A Chr07_8910811_AAT_AAAT_A INDEL 10122.59 23 16 9 10 8 14 28 17 15 13 6 15 10 12 23 16 10 10 8 14 28 17 16 13 6 15 10 12 1 1 0.9 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13080Pp3c7_13080transcript PAC:32924913protein_codingNA c.-2508_-2507delATNA NA NA NA 2111
Chr07 8910811 AAT A Chr07_8910811_AAT_AAAT_A INDEL 10122.59 23 16 9 10 8 14 28 17 15 13 6 15 10 12 23 16 10 10 8 14 28 17 16 13 6 15 10 12 1 1 0.9 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13080Pp3c7_13080transcript PAC:32924914protein_codingNA c.-2508_-2507delATNA NA NA NA 2284
Chr07 8910811 AAT A Chr07_8910811_AAT_AAAT_A INDEL 10122.59 23 16 9 10 8 14 28 17 15 13 6 15 10 12 23 16 10 10 8 14 28 17 16 13 6 15 10 12 1 1 0.9 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_13080Pp3c7_13080transcript PAC:32924915protein_codingNA c.-2508_-2507delATNA NA NA NA 2002
Chr07 8910811 AAT A Chr07_8910811_AAT_AAAT_A INDEL 10122.59 23 16 9 10 8 14 28 17 15 13 6 15 10 12 23 16 10 10 8 14 28 17 16 13 6 15 10 12 1 1 0.9 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_13080-Pp3c7_13090Pp3c7_13080-Pp3c7_13090intergenic_regionPp3c7_13080-Pp3c7_13090NA NA n.8910812_8910813delATNA NA NA NA NA
Chr07 9213676 G T Chr07_9213676_G_TG_T SNP 18888.63 28 19 16 19 19 25 33 14 21 21 20 9 10 10 28 19 16 19 19 25 33 14 21 21 20 9 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_13420-Pp3c7_13570Pp3c7_13420-Pp3c7_13570intergenic_regionPp3c7_13420-Pp3c7_13570NA NA n.9213676G>TNA NA NA NA NA
Chr07 9213685 G T Chr07_9213685_G_TG_T SNP 19079.63 28 19 16 20 20 27 32 14 22 20 19 8 10 8 28 19 16 20 20 27 32 14 22 20 19 8 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_13420-Pp3c7_13570Pp3c7_13420-Pp3c7_13570intergenic_regionPp3c7_13420-Pp3c7_13570NA NA n.9213685G>TNA NA NA NA NA
Chr07 9213700 G T Chr07_9213700_G_TG_T SNP 18260.63 30 17 12 23 18 26 34 12 20 20 17 8 11 9 30 17 12 23 18 26 34 12 20 20 17 8 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_13420-Pp3c7_13570Pp3c7_13420-Pp3c7_13570intergenic_regionPp3c7_13420-Pp3c7_13570NA NA n.9213700G>TNA NA NA NA NA
Chr07 9343020 G C Chr07_9343020_G_CG_C SNP 16412.63 37 14 18 22 16 25 29 17 15 20 14 13 9 9 37 14 18 22 16 25 29 17 15 20 14 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_13750Pp3c7_13750transcript PAC:32923287protein_codingNA c.*2629G>C NA NA NA NA 2013
Chr07 9343020 G C Chr07_9343020_G_CG_C SNP 16412.63 37 14 18 22 16 25 29 17 15 20 14 13 9 9 37 14 18 22 16 25 29 17 15 20 14 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_13780Pp3c7_13780transcript PAC:32925946protein_codingNA c.*2109C>G NA NA NA NA 1807
Chr07 9343020 G C Chr07_9343020_G_CG_C SNP 16412.63 37 14 18 22 16 25 29 17 15 20 14 13 9 9 37 14 18 22 16 25 29 17 15 20 14 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_13750Pp3c7_13750transcript PAC:32923288protein_codingNA c.*2629G>C NA NA NA NA 2077
Chr07 9343020 G C Chr07_9343020_G_CG_C SNP 16412.63 37 14 18 22 16 25 29 17 15 20 14 13 9 9 37 14 18 22 16 25 29 17 15 20 14 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_13750Pp3c7_13750transcript PAC:32923289protein_codingNA c.*2629G>C NA NA NA NA 2077
Chr07 9343020 G C Chr07_9343020_G_CG_C SNP 16412.63 37 14 18 22 16 25 29 17 15 20 14 13 9 9 37 14 18 22 16 25 29 17 15 20 14 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_13780Pp3c7_13780transcript PAC:32925947protein_codingNA c.*2562C>G NA NA NA NA 1808
Chr07 9343020 G C Chr07_9343020_G_CG_C SNP 16412.63 37 14 18 22 16 25 29 17 15 20 14 13 9 9 37 14 18 22 16 25 29 17 15 20 14 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_13780Pp3c7_13780transcript PAC:32925948protein_codingNA c.*2562C>G NA NA NA NA 1808
Chr07 9343020 G C Chr07_9343020_G_CG_C SNP 16412.63 37 14 18 22 16 25 29 17 15 20 14 13 9 9 37 14 18 22 16 25 29 17 15 20 14 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_13780Pp3c7_13780transcript PAC:32925950protein_codingNA c.*2562C>G NA NA NA NA 1808
Chr07 9343020 G C Chr07_9343020_G_CG_C SNP 16412.63 37 14 18 22 16 25 29 17 15 20 14 13 9 9 37 14 18 22 16 25 29 17 15 20 14 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_13780Pp3c7_13780transcript PAC:32925949protein_codingNA c.*2562C>G NA NA NA NA 1808
Chr07 9343020 G C Chr07_9343020_G_CG_C SNP 16412.63 37 14 18 22 16 25 29 17 15 20 14 13 9 9 37 14 18 22 16 25 29 17 15 20 14 13 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_13750-Pp3c7_13780Pp3c7_13750-Pp3c7_13780intergenic_regionPp3c7_13750-Pp3c7_13780NA NA n.9343020G>CNA NA NA NA NA
Chr07 9399488 G GAT Chr07_9399488_G_GATG_GAT INDEL 120.37 0 0 5 0 0 0 0 0 0 0 0 2 1 0 28 8 5 25 19 25 14 25 18 16 13 19 6 7 0 0 1 0 0 0 0 0 0 0 0 0.105 0 0 0 1 1 1 0 0 1 intergenic_regionMODIFIER Pp3c7_13960-Pp3c7_14010Pp3c7_13960-Pp3c7_14010intergenic_regionPp3c7_13960-Pp3c7_14010NA NA n.9399488_9399489insATNA NA NA NA NA
Chr07 9516941 C T Chr07_9516941_C_TC_T SNP 11342.29 30 8 18 0 0 1 0 0 16 18 15 13 8 19 30 8 18 22 27 32 18 25 16 18 15 13 8 19 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 missense_variantMODERATE Pp3c7_14100Pp3c7_14100transcript PAC:32925308protein_coding 01-mai c.2056G>A p.Val686Ile 2477/6005 2056/5352 686/1783 NA
Chr07 9516941 C T Chr07_9516941_C_TC_T SNP 11342.29 30 8 18 0 0 1 0 0 16 18 15 13 8 19 30 8 18 22 27 32 18 25 16 18 15 13 8 19 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 missense_variantMODERATE Pp3c7_14100Pp3c7_14100transcript PAC:32925311protein_coding 01-mai c.2056G>A p.Val686Ile 2918/6627 2056/5352 686/1783 NA
Chr07 9516941 C T Chr07_9516941_C_TC_T SNP 11342.29 30 8 18 0 0 1 0 0 16 18 15 13 8 19 30 8 18 22 27 32 18 25 16 18 15 13 8 19 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 missense_variantMODERATE Pp3c7_14100Pp3c7_14100transcript PAC:32925310protein_coding 02-juin c.2056G>A p.Val686Ile 2723/6316 2056/5352 686/1783 NA
Chr07 9516941 C T Chr07_9516941_C_TC_T SNP 11342.29 30 8 18 0 0 1 0 0 16 18 15 13 8 19 30 8 18 22 27 32 18 25 16 18 15 13 8 19 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 missense_variantMODERATE Pp3c7_14100Pp3c7_14100transcript PAC:32925309protein_coding 02-juin c.2056G>A p.Val686Ile 2552/6080 2056/5352 686/1783 NA
Chr07 9516941 C T Chr07_9516941_C_TC_T SNP 11342.29 30 8 18 0 0 1 0 0 16 18 15 13 8 19 30 8 18 22 27 32 18 25 16 18 15 13 8 19 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c7_14100Pp3c7_14100transcript PAC:32925313protein_coding 02-mai c.1320+736G>ANA NA NA NA NA
Chr07 9516941 C T Chr07_9516941_C_TC_T SNP 11342.29 30 8 18 0 0 1 0 0 16 18 15 13 8 19 30 8 18 22 27 32 18 25 16 18 15 13 8 19 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c7_14100Pp3c7_14100transcript PAC:32925312protein_coding 02-juin c.1321-390G>ANA NA NA NA NA
Chr07 9536130 A AAT Chr07_9536130_A_AATA_AAT INDEL 8237.24 20 15 10 1 0 1 1 0 9 21 13 14 9 7 20 15 11 27 15 28 38 20 9 21 13 14 10 8 1 1 0.909 0 0 0 0 0 1 1 1 1 0.9 0.875 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c7_14130Pp3c7_14130transcript PAC:32925172protein_codingNA c.-2052_-2051insATNA NA NA NA 1496
Chr07 9536130 A AAT Chr07_9536130_A_AATA_AAT INDEL 8237.24 20 15 10 1 0 1 1 0 9 21 13 14 9 7 20 15 11 27 15 28 38 20 9 21 13 14 10 8 1 1 0.909 0 0 0 0 0 1 1 1 1 0.9 0.875 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c7_14130Pp3c7_14130transcript PAC:32925175protein_codingNA c.-3239_-3238insATNA NA NA NA 2750
Chr07 9536130 A AAT Chr07_9536130_A_AATA_AAT INDEL 8237.24 20 15 10 1 0 1 1 0 9 21 13 14 9 7 20 15 11 27 15 28 38 20 9 21 13 14 10 8 1 1 0.909 0 0 0 0 0 1 1 1 1 0.9 0.875 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c7_14130Pp3c7_14130transcript PAC:32925173protein_codingNA c.-2052_-2051insATNA NA NA NA 1513
Chr07 9536130 A AAT Chr07_9536130_A_AATA_AAT INDEL 8237.24 20 15 10 1 0 1 1 0 9 21 13 14 9 7 20 15 11 27 15 28 38 20 9 21 13 14 10 8 1 1 0.909 0 0 0 0 0 1 1 1 1 0.9 0.875 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c7_14130Pp3c7_14130transcript PAC:32925174protein_codingNA c.-2052_-2051insATNA NA NA NA 1513
Chr07 9536130 A AAT Chr07_9536130_A_AATA_AAT INDEL 8237.24 20 15 10 1 0 1 1 0 9 21 13 14 9 7 20 15 11 27 15 28 38 20 9 21 13 14 10 8 1 1 0.909 0 0 0 0 0 1 1 1 1 0.9 0.875 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c7_14130-Pp3c7_14170Pp3c7_14130-Pp3c7_14170intergenic_regionPp3c7_14130-Pp3c7_14170NA NA n.9536130_9536131insATNA NA NA NA NA
Chr07 9558859 G GA Chr07_9558859_G_GAG_GA INDEL 14059.59 18 12 16 26 16 13 21 15 22 23 23 30 16 8 18 12 16 26 16 13 21 15 22 23 23 30 16 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14130-Pp3c7_14170Pp3c7_14130-Pp3c7_14170intergenic_regionPp3c7_14130-Pp3c7_14170NA NA n.9558859_9558860insANA NA NA NA NA
Chr07 9561614 C A Chr07_9561614_C_AC_A SNP 12221.63 16 7 4 15 11 6 11 23 9 19 7 11 5 8 16 7 4 15 11 6 11 23 9 19 7 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14130-Pp3c7_14170Pp3c7_14130-Pp3c7_14170intergenic_regionPp3c7_14130-Pp3c7_14170NA NA n.9561614C>ANA NA NA NA NA
Chr07 9561615 C A Chr07_9561615_C_AC_A SNP 12221.63 16 7 4 15 11 6 11 22 9 19 6 10 5 8 16 7 4 15 11 6 11 22 9 19 6 10 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14130-Pp3c7_14170Pp3c7_14130-Pp3c7_14170intergenic_regionPp3c7_14130-Pp3c7_14170NA NA n.9561615C>ANA NA NA NA NA
Chr07 9736575 C A Chr07_9736575_C_AC_A SNP 9897.63 11 10 6 13 7 13 17 12 7 7 5 10 6 4 11 10 6 13 7 13 17 12 7 7 5 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_14440Pp3c7_14440transcript PAC:32924294protein_codingNA c.*1883G>T NA NA NA NA 1883
Chr07 9736575 C A Chr07_9736575_C_AC_A SNP 9897.63 11 10 6 13 7 13 17 12 7 7 5 10 6 4 11 10 6 13 7 13 17 12 7 7 5 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_14450Pp3c7_14450transcript PAC:32923946protein_codingNA c.*4387G>T NA NA NA NA 3170
Chr07 9736575 C A Chr07_9736575_C_AC_A SNP 9897.63 11 10 6 13 7 13 17 12 7 7 5 10 6 4 11 10 6 13 7 13 17 12 7 7 5 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_14450Pp3c7_14450transcript PAC:32923947protein_codingNA c.*3484G>T NA NA NA NA 3250
Chr07 9736575 C A Chr07_9736575_C_AC_A SNP 9897.63 11 10 6 13 7 13 17 12 7 7 5 10 6 4 11 10 6 13 7 13 17 12 7 7 5 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_14450Pp3c7_14450transcript PAC:32923948protein_codingNA c.*4387G>T NA NA NA NA 3777
Chr07 9736575 C A Chr07_9736575_C_AC_A SNP 9897.63 11 10 6 13 7 13 17 12 7 7 5 10 6 4 11 10 6 13 7 13 17 12 7 7 5 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_14450Pp3c7_14450transcript PAC:32923949protein_codingNA c.*4758G>T NA NA NA NA 3930
Chr07 9736575 C A Chr07_9736575_C_AC_A SNP 9897.63 11 10 6 13 7 13 17 12 7 7 5 10 6 4 11 10 6 13 7 13 17 12 7 7 5 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14360-Pp3c7_14440Pp3c7_14360-Pp3c7_14440intergenic_regionPp3c7_14360-Pp3c7_14440NA NA n.9736575C>ANA NA NA NA NA
Chr07 9751840 C T Chr07_9751840_C_TC_T SNP 11631.63 18 8 5 23 12 19 21 15 10 15 14 5 4 6 18 8 5 23 12 19 21 15 10 15 14 5 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_14470Pp3c7_14470transcript PAC:32924599protein_codingNA c.*5858C>T NA NA NA NA 4974
Chr07 9751840 C T Chr07_9751840_C_TC_T SNP 11631.63 18 8 5 23 12 19 21 15 10 15 14 5 4 6 18 8 5 23 12 19 21 15 10 15 14 5 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14470-Pp3c7_14500Pp3c7_14470-Pp3c7_14500intergenic_regionPp3c7_14470-Pp3c7_14500NA NA n.9751840C>TNA NA NA NA NA
Chr07 9751931 T C Chr07_9751931_T_CT_C SNP 10091.63 16 10 8 22 13 24 25 16 8 12 7 9 5 6 16 10 8 22 13 24 25 16 8 12 7 9 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14470-Pp3c7_14500Pp3c7_14470-Pp3c7_14500intergenic_regionPp3c7_14470-Pp3c7_14500NA NA n.9751931T>CNA NA NA NA NA
Chr07 9845940 C CA Chr07_9845940_C_CAC_CA INDEL 17249.59 28 13 14 31 13 28 30 20 30 31 9 18 14 13 28 13 14 31 13 28 30 20 30 31 9 18 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14540-Pp3c7_14560Pp3c7_14540-Pp3c7_14560intergenic_regionPp3c7_14540-Pp3c7_14560NA NA n.9845940_9845941insANA NA NA NA NA
Chr07 9875190 G GT Chr07_9875190_G_GTG_GT INDEL 16706.59 23 10 16 19 18 24 22 12 10 11 16 7 8 4 23 10 16 19 18 24 22 12 10 11 16 7 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5415_-5414insTNA NA NA NA 4459
Chr07 9875190 G GT Chr07_9875190_G_GTG_GT INDEL 16706.59 23 10 16 19 18 24 22 12 10 11 16 7 8 4 23 10 16 19 18 24 22 12 10 11 16 7 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5415_-5414insTNA NA NA NA 4291
Chr07 9875190 G GT Chr07_9875190_G_GTG_GT INDEL 16706.59 23 10 16 19 18 24 22 12 10 11 16 7 8 4 23 10 16 19 18 24 22 12 10 11 16 7 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875190_9875191insTNA NA NA NA NA
Chr07 9875193 A T Chr07_9875193_A_TA_T SNP 15140.63 22 10 15 20 18 26 20 13 10 13 16 7 9 4 22 10 15 20 18 26 20 13 10 13 16 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5412A>T NA NA NA NA 4457
Chr07 9875193 A T Chr07_9875193_A_TA_T SNP 15140.63 22 10 15 20 18 26 20 13 10 13 16 7 9 4 22 10 15 20 18 26 20 13 10 13 16 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5412A>T NA NA NA NA 4289
Chr07 9875193 A T Chr07_9875193_A_TA_T SNP 15140.63 22 10 15 20 18 26 20 13 10 13 16 7 9 4 22 10 15 20 18 26 20 13 10 13 16 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875193A>TNA NA NA NA NA
Chr07 9875195 C T Chr07_9875195_C_TC_T SNP 15185.63 22 11 15 21 18 26 19 13 11 14 17 7 9 4 22 11 15 21 18 26 19 13 11 14 17 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5410C>T NA NA NA NA 4455
Chr07 9875195 C T Chr07_9875195_C_TC_T SNP 15185.63 22 11 15 21 18 26 19 13 11 14 17 7 9 4 22 11 15 21 18 26 19 13 11 14 17 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5410C>T NA NA NA NA 4287
Chr07 9875195 C T Chr07_9875195_C_TC_T SNP 15185.63 22 11 15 21 18 26 19 13 11 14 17 7 9 4 22 11 15 21 18 26 19 13 11 14 17 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875195C>TNA NA NA NA NA
Chr07 9875197 C T Chr07_9875197_C_TC_T SNP 15320.63 23 11 14 21 18 25 19 13 10 14 16 6 9 4 23 11 14 21 18 25 19 13 10 14 16 6 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5408C>T NA NA NA NA 4453
Chr07 9875197 C T Chr07_9875197_C_TC_T SNP 15320.63 23 11 14 21 18 25 19 13 10 14 16 6 9 4 23 11 14 21 18 25 19 13 10 14 16 6 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5408C>T NA NA NA NA 4285
Chr07 9875197 C T Chr07_9875197_C_TC_T SNP 15320.63 23 11 14 21 18 25 19 13 10 14 16 6 9 4 23 11 14 21 18 25 19 13 10 14 16 6 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875197C>TNA NA NA NA NA
Chr07 9875198 C T Chr07_9875198_C_TC_T SNP 15455.63 24 10 14 21 18 25 18 14 10 14 16 6 9 4 24 10 14 21 18 25 18 14 10 14 16 6 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5407C>T NA NA NA NA 4452
Chr07 9875198 C T Chr07_9875198_C_TC_T SNP 15455.63 24 10 14 21 18 25 18 14 10 14 16 6 9 4 24 10 14 21 18 25 18 14 10 14 16 6 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5407C>T NA NA NA NA 4284
Chr07 9875198 C T Chr07_9875198_C_TC_T SNP 15455.63 24 10 14 21 18 25 18 14 10 14 16 6 9 4 24 10 14 21 18 25 18 14 10 14 16 6 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875198C>TNA NA NA NA NA
Chr07 9875199 G GT Chr07_9875199_G_GTG_GT INDEL 15446.59 24 10 14 21 19 25 18 14 10 13 15 6 9 4 24 10 14 21 19 25 18 14 10 13 15 6 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5406_-5405insTNA NA NA NA 4450
Chr07 9875199 G GT Chr07_9875199_G_GTG_GT INDEL 15446.59 24 10 14 21 19 25 18 14 10 13 15 6 9 4 24 10 14 21 19 25 18 14 10 13 15 6 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5406_-5405insTNA NA NA NA 4282
Chr07 9875199 G GT Chr07_9875199_G_GTG_GT INDEL 15446.59 24 10 14 21 19 25 18 14 10 13 15 6 9 4 24 10 14 21 19 25 18 14 10 13 15 6 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875199_9875200insTNA NA NA NA NA
Chr07 9875207 C T Chr07_9875207_C_TC_T SNP 15635.63 25 10 13 23 19 25 18 19 10 13 18 5 9 5 25 10 13 23 19 25 18 19 10 13 18 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5398C>T NA NA NA NA 4443
Chr07 9875207 C T Chr07_9875207_C_TC_T SNP 15635.63 25 10 13 23 19 25 18 19 10 13 18 5 9 5 25 10 13 23 19 25 18 19 10 13 18 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5398C>T NA NA NA NA 4275
Chr07 9875207 C T Chr07_9875207_C_TC_T SNP 15635.63 25 10 13 23 19 25 18 19 10 13 18 5 9 5 25 10 13 23 19 25 18 19 10 13 18 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875207C>TNA NA NA NA NA
Chr07 9875208 G C Chr07_9875208_G_CG_C SNP 15680.63 25 10 13 22 19 26 18 19 10 13 18 5 9 5 25 10 13 22 19 26 18 19 10 13 18 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5397G>C NA NA NA NA 4442
Chr07 9875208 G C Chr07_9875208_G_CG_C SNP 15680.63 25 10 13 22 19 26 18 19 10 13 18 5 9 5 25 10 13 22 19 26 18 19 10 13 18 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5397G>C NA NA NA NA 4274
Chr07 9875208 G C Chr07_9875208_G_CG_C SNP 15680.63 25 10 13 22 19 26 18 19 10 13 18 5 9 5 25 10 13 22 19 26 18 19 10 13 18 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875208G>CNA NA NA NA NA
Chr07 9875209 C T Chr07_9875209_C_TC_T SNP 15770.63 25 10 13 22 21 26 18 19 10 13 18 5 9 5 25 10 13 22 21 26 18 19 10 13 18 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5396C>T NA NA NA NA 4441
Chr07 9875209 C T Chr07_9875209_C_TC_T SNP 15770.63 25 10 13 22 21 26 18 19 10 13 18 5 9 5 25 10 13 22 21 26 18 19 10 13 18 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5396C>T NA NA NA NA 4273
Chr07 9875209 C T Chr07_9875209_C_TC_T SNP 15770.63 25 10 13 22 21 26 18 19 10 13 18 5 9 5 25 10 13 22 21 26 18 19 10 13 18 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875209C>TNA NA NA NA NA
Chr07 9875211 A T Chr07_9875211_A_TA_T SNP 16265.63 25 10 14 22 21 26 17 20 10 13 20 5 9 5 25 10 14 22 21 26 17 20 10 13 20 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5394A>T NA NA NA NA 4439
Chr07 9875211 A T Chr07_9875211_A_TA_T SNP 16265.63 25 10 14 22 21 26 17 20 10 13 20 5 9 5 25 10 14 22 21 26 17 20 10 13 20 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5394A>T NA NA NA NA 4271
Chr07 9875211 A T Chr07_9875211_A_TA_T SNP 16265.63 25 10 14 22 21 26 17 20 10 13 20 5 9 5 25 10 14 22 21 26 17 20 10 13 20 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875211A>TNA NA NA NA NA
Chr07 9875214 AC A Chr07_9875214_AC_AAC_A INDEL 16301.59 25 10 13 23 22 28 16 23 10 13 21 5 9 5 25 10 13 23 22 28 16 23 10 13 21 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5390delC NA NA NA NA 4435
Chr07 9875214 AC A Chr07_9875214_AC_AAC_A INDEL 16301.59 25 10 13 23 22 28 16 23 10 13 21 5 9 5 25 10 13 23 22 28 16 23 10 13 21 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5390delC NA NA NA NA 4267
Chr07 9875214 AC A Chr07_9875214_AC_AAC_A INDEL 16301.59 25 10 13 23 22 28 16 23 10 13 21 5 9 5 25 10 13 23 22 28 16 23 10 13 21 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875215delCNA NA NA NA NA
Chr07 9875216 TCAC T Chr07_9875216_TCAC_TTCAC_T INDEL 16436.59 26 10 13 23 23 28 16 23 10 13 21 5 8 5 26 10 13 23 23 28 16 23 10 13 21 5 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5388_-5386delCACNA NA NA NA 4433
Chr07 9875216 TCAC T Chr07_9875216_TCAC_TTCAC_T INDEL 16436.59 26 10 13 23 23 28 16 23 10 13 21 5 8 5 26 10 13 23 23 28 16 23 10 13 21 5 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5388_-5386delCACNA NA NA NA 4265
Chr07 9875216 TCAC T Chr07_9875216_TCAC_TTCAC_T INDEL 16436.59 26 10 13 23 23 28 16 23 10 13 21 5 8 5 26 10 13 23 23 28 16 23 10 13 21 5 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875217_9875219delCACNA NA NA NA NA
Chr07 9875222 AAC A Chr07_9875222_AAC_AAAC_A INDEL 16661.59 27 10 13 24 23 28 16 23 10 14 22 5 8 5 27 10 13 24 23 28 16 23 10 14 22 5 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5382_-5381delACNA NA NA NA 4427
Chr07 9875222 AAC A Chr07_9875222_AAC_AAAC_A INDEL 16661.59 27 10 13 24 23 28 16 23 10 14 22 5 8 5 27 10 13 24 23 28 16 23 10 14 22 5 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5382_-5381delACNA NA NA NA 4259
Chr07 9875222 AAC A Chr07_9875222_AAC_AAAC_A INDEL 16661.59 27 10 13 24 23 28 16 23 10 14 22 5 8 5 27 10 13 24 23 28 16 23 10 14 22 5 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875223_9875224delACNA NA NA NA NA
Chr07 9875226 T TCTGC Chr07_9875226_T_TCTGCT_TCTGC INDEL 16976.59 28 9 13 25 23 29 17 23 11 14 22 5 9 5 28 9 13 25 23 29 17 23 11 14 22 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5379_-5378insCTGCNA NA NA NA 4423
Chr07 9875226 T TCTGC Chr07_9875226_T_TCTGCT_TCTGC INDEL 16976.59 28 9 13 25 23 29 17 23 11 14 22 5 9 5 28 9 13 25 23 29 17 23 11 14 22 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5379_-5378insCTGCNA NA NA NA 4255
Chr07 9875226 T TCTGC Chr07_9875226_T_TCTGCT_TCTGC INDEL 16976.59 28 9 13 25 23 29 17 23 11 14 22 5 9 5 28 9 13 25 23 29 17 23 11 14 22 5 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875226_9875227insCTGCNA NA NA NA NA
Chr07 9875228 GAAAAC G Chr07_9875228_GAAAAC_GGAAAAC_G INDEL 16931.59 27 10 13 26 23 26 19 22 10 12 23 6 6 5 27 10 13 26 23 26 19 22 10 12 23 6 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5376_-5372delAAAACNA NA NA NA 4421
Chr07 9875228 GAAAAC G Chr07_9875228_GAAAAC_GGAAAAC_G INDEL 16931.59 27 10 13 26 23 26 19 22 10 12 23 6 6 5 27 10 13 26 23 26 19 22 10 12 23 6 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5376_-5372delAAAACNA NA NA NA 4253
Chr07 9875228 GAAAAC G Chr07_9875228_GAAAAC_GGAAAAC_G INDEL 16931.59 27 10 13 26 23 26 19 22 10 12 23 6 6 5 27 10 13 26 23 26 19 22 10 12 23 6 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875229_9875233delAAAACNA NA NA NA NA
Chr07 9875235 AT A Chr07_9875235_AT_AAT_A INDEL 16346.59 26 10 13 25 23 25 19 22 10 12 23 6 5 5 26 10 13 25 23 25 19 22 10 12 23 6 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5369delT NA NA NA NA 4414
Chr07 9875235 AT A Chr07_9875235_AT_AAT_A INDEL 16346.59 26 10 13 25 23 25 19 22 10 12 23 6 5 5 26 10 13 25 23 25 19 22 10 12 23 6 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5369delT NA NA NA NA 4246
Chr07 9875235 AT A Chr07_9875235_AT_AAT_A INDEL 16346.59 26 10 13 25 23 25 19 22 10 12 23 6 5 5 26 10 13 25 23 25 19 22 10 12 23 6 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875236delTNA NA NA NA NA
Chr07 9875240 A G Chr07_9875240_A_GA_G SNP 16400.63 26 10 13 24 24 23 23 22 10 12 22 6 6 5 26 10 13 24 24 23 23 22 10 12 22 6 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5365A>G NA NA NA NA 4410
Chr07 9875240 A G Chr07_9875240_A_GA_G SNP 16400.63 26 10 13 24 24 23 23 22 10 12 22 6 6 5 26 10 13 24 24 23 23 22 10 12 22 6 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5365A>G NA NA NA NA 4242



Chr07 9875240 A G Chr07_9875240_A_GA_G SNP 16400.63 26 10 13 24 24 23 23 22 10 12 22 6 6 5 26 10 13 24 24 23 23 22 10 12 22 6 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875240A>GNA NA NA NA NA
Chr07 9875243 AAC A Chr07_9875243_AAC_AAAC_A INDEL 16391.59 26 10 12 25 24 23 25 23 11 11 22 7 6 4 26 10 12 25 24 23 25 23 11 11 22 7 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5361_-5360delACNA NA NA NA 4406
Chr07 9875243 AAC A Chr07_9875243_AAC_AAAC_A INDEL 16391.59 26 10 12 25 24 23 25 23 11 11 22 7 6 4 26 10 12 25 24 23 25 23 11 11 22 7 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5361_-5360delACNA NA NA NA 4238
Chr07 9875243 AAC A Chr07_9875243_AAC_AAAC_A INDEL 16391.59 26 10 12 25 24 23 25 23 11 11 22 7 6 4 26 10 12 25 24 23 25 23 11 11 22 7 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875244_9875245delACNA NA NA NA NA
Chr07 9875246 T TGG Chr07_9875246_T_TGGT_TGG INDEL 16391.59 27 10 12 25 24 23 26 23 11 11 22 7 6 4 27 10 12 25 24 23 26 23 11 11 22 7 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5359_-5358insGGNA NA NA NA 4403
Chr07 9875246 T TGG Chr07_9875246_T_TGGT_TGG INDEL 16391.59 27 10 12 25 24 23 26 23 11 11 22 7 6 4 27 10 12 25 24 23 26 23 11 11 22 7 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5359_-5358insGGNA NA NA NA 4235
Chr07 9875246 T TGG Chr07_9875246_T_TGGT_TGG INDEL 16391.59 27 10 12 25 24 23 26 23 11 11 22 7 6 4 27 10 12 25 24 23 26 23 11 11 22 7 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875246_9875247insGGNA NA NA NA NA
Chr07 9875250 G A Chr07_9875250_G_AG_A SNP 16625.63 24 9 13 25 24 23 25 23 10 11 21 7 6 5 24 9 13 25 24 23 25 23 10 11 21 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5355G>A NA NA NA NA 4400
Chr07 9875250 G A Chr07_9875250_G_AG_A SNP 16625.63 24 9 13 25 24 23 25 23 10 11 21 7 6 5 24 9 13 25 24 23 25 23 10 11 21 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5355G>A NA NA NA NA 4232
Chr07 9875250 G A Chr07_9875250_G_AG_A SNP 16625.63 24 9 13 25 24 23 25 23 10 11 21 7 6 5 24 9 13 25 24 23 25 23 10 11 21 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875250G>ANA NA NA NA NA
Chr07 9875251 A G Chr07_9875251_A_GA_G SNP 16670.63 25 9 13 24 24 23 25 23 10 11 21 7 6 5 25 9 13 24 24 23 25 23 10 11 21 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5354A>G NA NA NA NA 4399
Chr07 9875251 A G Chr07_9875251_A_GA_G SNP 16670.63 25 9 13 24 24 23 25 23 10 11 21 7 6 5 25 9 13 24 24 23 25 23 10 11 21 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5354A>G NA NA NA NA 4231
Chr07 9875251 A G Chr07_9875251_A_GA_G SNP 16670.63 25 9 13 24 24 23 25 23 10 11 21 7 6 5 25 9 13 24 24 23 25 23 10 11 21 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875251A>GNA NA NA NA NA
Chr07 9875254 ACTTTT A Chr07_9875254_ACTTTT_AACTTTT_A INDEL 16375.59 26 8 13 24 24 23 24 23 10 11 21 8 6 7 26 8 13 24 24 23 24 23 10 11 21 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5350_-5346delCTTTTNA NA NA NA 4395
Chr07 9875254 ACTTTT A Chr07_9875254_ACTTTT_AACTTTT_A INDEL 16375.59 26 8 13 24 24 23 24 23 10 11 21 8 6 7 26 8 13 24 24 23 24 23 10 11 21 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5350_-5346delCTTTTNA NA NA NA 4227
Chr07 9875254 ACTTTT A Chr07_9875254_ACTTTT_AACTTTT_A INDEL 16375.59 26 8 13 24 24 23 24 23 10 11 21 8 6 7 26 8 13 24 24 23 24 23 10 11 21 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875255_9875259delCTTTTNA NA NA NA NA
Chr07 9875260 GCA G Chr07_9875260_GCA_GGCA_G INDEL 16015.59 26 8 13 24 24 23 24 23 9 11 20 8 6 7 26 8 13 24 24 23 24 23 9 11 20 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-5344_-5343delCANA NA NA NA 4389
Chr07 9875260 GCA G Chr07_9875260_GCA_GGCA_G INDEL 16015.59 26 8 13 24 24 23 24 23 9 11 20 8 6 7 26 8 13 24 24 23 24 23 9 11 20 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-5344_-5343delCANA NA NA NA 4221
Chr07 9875260 GCA G Chr07_9875260_GCA_GGCA_G INDEL 16015.59 26 8 13 24 24 23 24 23 9 11 20 8 6 7 26 8 13 24 24 23 24 23 9 11 20 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9875261_9875262delCANA NA NA NA NA
Chr07 9877871 C CAT Chr07_9877871_C_CATC_CAT INDEL 254.37 0 0 0 0 0 0 0 0 0 0 0 0 0 9 16 10 13 21 10 18 23 17 16 13 12 11 5 9 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924938protein_codingNA c.-2734_-2733insATNA NA NA NA 1778
Chr07 9877871 C CAT Chr07_9877871_C_CATC_CAT INDEL 254.37 0 0 0 0 0 0 0 0 0 0 0 0 0 9 16 10 13 21 10 18 23 17 16 13 12 11 5 9 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c7_14650Pp3c7_14650transcript PAC:32924939protein_codingNA c.-2734_-2733insATNA NA NA NA 1610
Chr07 9877871 C CAT Chr07_9877871_C_CATC_CAT INDEL 254.37 0 0 0 0 0 0 0 0 0 0 0 0 0 9 16 10 13 21 10 18 23 17 16 13 12 11 5 9 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c7_14590-Pp3c7_14650Pp3c7_14590-Pp3c7_14650intergenic_regionPp3c7_14590-Pp3c7_14650NA NA n.9877871_9877872insATNA NA NA NA NA
Chr07 10085900 AT A Chr07_10085900_AT_AAT_A INDEL 16113.59 22 13 10 32 18 33 19 26 29 18 16 19 10 7 22 13 10 32 18 33 19 26 29 18 16 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_14860-Pp3c7_14900Pp3c7_14860-Pp3c7_14900intergenic_regionPp3c7_14860-Pp3c7_14900NA NA n.10085901delTNA NA NA NA NA
Chr07 10102507 G T Chr07_10102507_G_TG_T SNP 3596.98 0 0 0 0 0 0 0 0 17 23 11 12 13 5 29 9 19 23 10 26 35 29 17 23 11 12 13 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c7_14860-Pp3c7_14900Pp3c7_14860-Pp3c7_14900intergenic_regionPp3c7_14860-Pp3c7_14900NA NA n.10102507G>TNA NA NA NA NA
Chr07 10290693 T C Chr07_10290693_T_CT_C SNP 18051.63 29 14 14 31 14 25 31 27 15 21 14 24 6 5 29 14 14 31 14 25 31 27 15 21 14 24 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_15000-Pp3c7_15020Pp3c7_15000-Pp3c7_15020intergenic_regionPp3c7_15000-Pp3c7_15020NA NA n.10290693T>CNA NA NA NA NA
Chr07 10317532 C A Chr07_10317532_C_AC_A SNP 7759.63 13 6 9 17 10 8 12 15 8 4 9 6 4 4 13 6 9 17 10 8 12 15 8 4 9 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_15070Pp3c7_15070transcript PAC:32923268protein_codingNA c.-3518C>A NA NA NA NA 1806
Chr07 10317532 C A Chr07_10317532_C_AC_A SNP 7759.63 13 6 9 17 10 8 12 15 8 4 9 6 4 4 13 6 9 17 10 8 12 15 8 4 9 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_15070Pp3c7_15070transcript PAC:32923267protein_codingNA c.-3518C>A NA NA NA NA 3023
Chr07 10317532 C A Chr07_10317532_C_AC_A SNP 7759.63 13 6 9 17 10 8 12 15 8 4 9 6 4 4 13 6 9 17 10 8 12 15 8 4 9 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_15070Pp3c7_15070transcript PAC:32923266protein_coding 01-mars c.76+202C>ANA NA NA NA NA
Chr07 10476855 A AAT Chr07_10476855_A_AATA_AAT INDEL 3394.24 0 0 0 18 16 20 24 15 0 0 0 0 0 0 27 13 11 19 16 20 25 15 18 17 18 12 5 7 0 0 0 0.947 1 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_15269Pp3c7_15269transcript PAC:32924451protein_codingNA c.*6510_*6511insATNA NA NA NA 4015
Chr07 10476855 A AAT Chr07_10476855_A_AATA_AAT INDEL 3394.24 0 0 0 18 16 20 24 15 0 0 0 0 0 0 27 13 11 19 16 20 25 15 18 17 18 12 5 7 0 0 0 0.947 1 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_15290Pp3c7_15290transcript PAC:32925740protein_codingNA c.*2681_*2682insATNA NA NA NA 1890
Chr07 10476855 A AAT Chr07_10476855_A_AATA_AAT INDEL 3394.24 0 0 0 18 16 20 24 15 0 0 0 0 0 0 27 13 11 19 16 20 25 15 18 17 18 12 5 7 0 0 0 0.947 1 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_15290Pp3c7_15290transcript PAC:32925741protein_codingNA c.*2681_*2682insATNA NA NA NA 2014
Chr07 10476855 A AAT Chr07_10476855_A_AATA_AAT INDEL 3394.24 0 0 0 18 16 20 24 15 0 0 0 0 0 0 27 13 11 19 16 20 25 15 18 17 18 12 5 7 0 0 0 0.947 1 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_15269-Pp3c7_15290Pp3c7_15269-Pp3c7_15290intergenic_regionPp3c7_15269-Pp3c7_15290NA NA n.10476855_10476856insATNA NA NA NA NA
Chr07 10478078 G GTA Chr07_10478078_G_GTAG_GTA INDEL 12276.59 27 13 19 24 23 14 28 14 12 21 14 14 12 7 27 13 19 24 23 14 28 15 12 22 14 14 12 7 1 1 1 1 1 1 1 0.933 1 0.955 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_15290Pp3c7_15290transcript PAC:32925740protein_codingNA c.*1458_*1459insTANA NA NA NA 667
Chr07 10478078 G GTA Chr07_10478078_G_GTAG_GTA INDEL 12276.59 27 13 19 24 23 14 28 14 12 21 14 14 12 7 27 13 19 24 23 14 28 15 12 22 14 14 12 7 1 1 1 1 1 1 1 0.933 1 0.955 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_15290Pp3c7_15290transcript PAC:32925741protein_codingNA c.*1458_*1459insTANA NA NA NA 791
Chr07 10478078 G GTA Chr07_10478078_G_GTAG_GTA INDEL 12276.59 27 13 19 24 23 14 28 14 12 21 14 14 12 7 27 13 19 24 23 14 28 15 12 22 14 14 12 7 1 1 1 1 1 1 1 0.933 1 0.955 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_15269-Pp3c7_15290Pp3c7_15269-Pp3c7_15290intergenic_regionPp3c7_15269-Pp3c7_15290NA NA n.10478078_10478079insTANA NA NA NA NA
Chr07 10545627 A AAT Chr07_10545627_A_AATA_AAT INDEL 2178.24 0 0 1 12 7 14 20 13 0 0 0 1 0 0 22 8 11 12 7 14 20 13 12 11 9 10 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_15380Pp3c7_15380transcript PAC:32924357protein_codingNA c.-2394_-2393insATNA NA NA NA 2214
Chr07 10545627 A AAT Chr07_10545627_A_AATA_AAT INDEL 2178.24 0 0 1 12 7 14 20 13 0 0 0 1 0 0 22 8 11 12 7 14 20 13 12 11 9 10 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_15380Pp3c7_15380transcript PAC:32924358protein_codingNA c.-2394_-2393insATNA NA NA NA 2094
Chr07 10545627 A AAT Chr07_10545627_A_AATA_AAT INDEL 2178.24 0 0 1 12 7 14 20 13 0 0 0 1 0 0 22 8 11 12 7 14 20 13 12 11 9 10 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_15380Pp3c7_15380transcript PAC:32924364protein_codingNA c.-2394_-2393insATNA NA NA NA 2124
Chr07 10545627 A AAT Chr07_10545627_A_AATA_AAT INDEL 2178.24 0 0 1 12 7 14 20 13 0 0 0 1 0 0 22 8 11 12 7 14 20 13 12 11 9 10 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_15380Pp3c7_15380transcript PAC:32924362protein_codingNA c.-2394_-2393insATNA NA NA NA 2124
Chr07 10545627 A AAT Chr07_10545627_A_AATA_AAT INDEL 2178.24 0 0 1 12 7 14 20 13 0 0 0 1 0 0 22 8 11 12 7 14 20 13 12 11 9 10 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_15380Pp3c7_15380transcript PAC:32924361protein_codingNA c.-2394_-2393insATNA NA NA NA 2188
Chr07 10545627 A AAT Chr07_10545627_A_AATA_AAT INDEL 2178.24 0 0 1 12 7 14 20 13 0 0 0 1 0 0 22 8 11 12 7 14 20 13 12 11 9 10 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_15380Pp3c7_15380transcript PAC:32924359protein_codingNA c.-2394_-2393insATNA NA NA NA 2189
Chr07 10545627 A AAT Chr07_10545627_A_AATA_AAT INDEL 2178.24 0 0 1 12 7 14 20 13 0 0 0 1 0 0 22 8 11 12 7 14 20 13 12 11 9 10 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_15380Pp3c7_15380transcript PAC:32924360protein_codingNA c.-2394_-2393insATNA NA NA NA 2189
Chr07 10545627 A AAT Chr07_10545627_A_AATA_AAT INDEL 2178.24 0 0 1 12 7 14 20 13 0 0 0 1 0 0 22 8 11 12 7 14 20 13 12 11 9 10 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c7_15380Pp3c7_15380transcript PAC:32924363protein_codingNA c.-2394_-2393insATNA NA NA NA 2214
Chr07 10545627 A AAT Chr07_10545627_A_AATA_AAT INDEL 2178.24 0 0 1 12 7 14 20 13 0 0 0 1 0 0 22 8 11 12 7 14 20 13 12 11 9 10 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_15370Pp3c7_15370transcript PAC:32924108protein_codingNA c.*1341_*1342insATNA NA NA NA 932
Chr07 10545627 A AAT Chr07_10545627_A_AATA_AAT INDEL 2178.24 0 0 1 12 7 14 20 13 0 0 0 1 0 0 22 8 11 12 7 14 20 13 12 11 9 10 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_15370-Pp3c7_15380Pp3c7_15370-Pp3c7_15380intergenic_regionPp3c7_15370-Pp3c7_15380NA NA n.10545627_10545628insATNA NA NA NA NA
Chr07 10605081 T TA Chr07_10605081_T_TAT_TA INDEL 419.37 0 0 0 0 0 0 0 0 0 0 2 0 17 0 32 14 17 25 19 40 36 24 22 27 21 19 18 11 0 0 0 0 0 0 0 0 0 0 0.095 0 0.944 0 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c7_15450Pp3c7_15450transcript PAC:32923034protein_codingNA c.-1424_-1423insTNA NA NA NA 1094
Chr07 10605081 T TA Chr07_10605081_T_TAT_TA INDEL 419.37 0 0 0 0 0 0 0 0 0 0 2 0 17 0 32 14 17 25 19 40 36 24 22 27 21 19 18 11 0 0 0 0 0 0 0 0 0 0 0.095 0 0.944 0 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c7_15456Pp3c7_15456transcript PAC:32923974protein_codingNA c.-1424_-1423insTNA NA NA NA 1373
Chr07 10605081 T TA Chr07_10605081_T_TAT_TA INDEL 419.37 0 0 0 0 0 0 0 0 0 0 2 0 17 0 32 14 17 25 19 40 36 24 22 27 21 19 18 11 0 0 0 0 0 0 0 0 0 0 0.095 0 0.944 0 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c7_15456Pp3c7_15456transcript PAC:32923982protein_codingNA c.-3093_-3092insTNA NA NA NA 2320
Chr07 10605081 T TA Chr07_10605081_T_TAT_TA INDEL 419.37 0 0 0 0 0 0 0 0 0 0 2 0 17 0 32 14 17 25 19 40 36 24 22 27 21 19 18 11 0 0 0 0 0 0 0 0 0 0 0.095 0 0.944 0 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c7_15456Pp3c7_15456transcript PAC:32923976protein_codingNA c.-1424_-1423insTNA NA NA NA 1373
Chr07 10605081 T TA Chr07_10605081_T_TAT_TA INDEL 419.37 0 0 0 0 0 0 0 0 0 0 2 0 17 0 32 14 17 25 19 40 36 24 22 27 21 19 18 11 0 0 0 0 0 0 0 0 0 0 0.095 0 0.944 0 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c7_15456Pp3c7_15456transcript PAC:32923977protein_codingNA c.-1424_-1423insTNA NA NA NA 1363
Chr07 10605081 T TA Chr07_10605081_T_TAT_TA INDEL 419.37 0 0 0 0 0 0 0 0 0 0 2 0 17 0 32 14 17 25 19 40 36 24 22 27 21 19 18 11 0 0 0 0 0 0 0 0 0 0 0.095 0 0.944 0 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c7_15456Pp3c7_15456transcript PAC:32923978protein_codingNA c.-1424_-1423insTNA NA NA NA 1362
Chr07 10605081 T TA Chr07_10605081_T_TAT_TA INDEL 419.37 0 0 0 0 0 0 0 0 0 0 2 0 17 0 32 14 17 25 19 40 36 24 22 27 21 19 18 11 0 0 0 0 0 0 0 0 0 0 0.095 0 0.944 0 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c7_15456Pp3c7_15456transcript PAC:32923981protein_codingNA c.-3093_-3092insTNA NA NA NA 1362
Chr07 10605081 T TA Chr07_10605081_T_TAT_TA INDEL 419.37 0 0 0 0 0 0 0 0 0 0 2 0 17 0 32 14 17 25 19 40 36 24 22 27 21 19 18 11 0 0 0 0 0 0 0 0 0 0 0.095 0 0.944 0 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c7_15456Pp3c7_15456transcript PAC:32923975protein_codingNA c.-1424_-1423insTNA NA NA NA 1376
Chr07 10605081 T TA Chr07_10605081_T_TAT_TA INDEL 419.37 0 0 0 0 0 0 0 0 0 0 2 0 17 0 32 14 17 25 19 40 36 24 22 27 21 19 18 11 0 0 0 0 0 0 0 0 0 0 0.095 0 0.944 0 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c7_15456Pp3c7_15456transcript PAC:32923979protein_codingNA c.-1424_-1423insTNA NA NA NA 1376
Chr07 10605081 T TA Chr07_10605081_T_TAT_TA INDEL 419.37 0 0 0 0 0 0 0 0 0 0 2 0 17 0 32 14 17 25 19 40 36 24 22 27 21 19 18 11 0 0 0 0 0 0 0 0 0 0 0.095 0 0.944 0 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c7_15456Pp3c7_15456transcript PAC:32923980protein_codingNA c.-1424_-1423insTNA NA NA NA 1376
Chr07 10605081 T TA Chr07_10605081_T_TAT_TA INDEL 419.37 0 0 0 0 0 0 0 0 0 0 2 0 17 0 32 14 17 25 19 40 36 24 22 27 21 19 18 11 0 0 0 0 0 0 0 0 0 0 0.095 0 0.944 0 0 1 1 2 1 0 0 intergenic_regionMODIFIER Pp3c7_15450-Pp3c7_15470Pp3c7_15450-Pp3c7_15470intergenic_regionPp3c7_15450-Pp3c7_15470NA NA n.10605081_10605082insANA NA NA NA NA
Chr07 10716486 CTGG C Chr07_10716486_CTGG_CCTGG_C INDEL 17144.59 19 14 16 25 11 18 22 20 20 17 10 5 16 13 19 14 16 25 11 18 22 20 20 17 10 5 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923828protein_coding 01-juil c.-392_-390delTGGNA NA NA NA 904
Chr07 10716486 CTGG C Chr07_10716486_CTGG_CCTGG_C INDEL 17144.59 19 14 16 25 11 18 22 20 20 17 10 5 16 13 19 14 16 25 11 18 22 20 20 17 10 5 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923829protein_coding 01-juil c.-462_-460delTGGNA NA NA NA 904
Chr07 10716486 CTGG C Chr07_10716486_CTGG_CCTGG_C INDEL 17144.59 19 14 16 25 11 18 22 20 20 17 10 5 16 13 19 14 16 25 11 18 22 20 20 17 10 5 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923830protein_coding 01-juin c.-490_-488delTGGNA NA NA NA 904
Chr07 10716486 CTGG C Chr07_10716486_CTGG_CCTGG_C INDEL 17144.59 19 14 16 25 11 18 22 20 20 17 10 5 16 13 19 14 16 25 11 18 22 20 20 17 10 5 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923831protein_coding 01-juin c.-560_-558delTGGNA NA NA NA 904
Chr07 10716486 CTGG C Chr07_10716486_CTGG_CCTGG_C INDEL 17144.59 19 14 16 25 11 18 22 20 20 17 10 5 16 13 19 14 16 25 11 18 22 20 20 17 10 5 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923832protein_coding 01-juin c.-799_-797delTGGNA NA NA NA 904
Chr07 10716486 CTGG C Chr07_10716486_CTGG_CCTGG_C INDEL 17144.59 19 14 16 25 11 18 22 20 20 17 10 5 16 13 19 14 16 25 11 18 22 20 20 17 10 5 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923833protein_coding 01-juin c.-802_-800delTGGNA NA NA NA 904
Chr07 10716486 CTGG C Chr07_10716486_CTGG_CCTGG_C INDEL 17144.59 19 14 16 25 11 18 22 20 20 17 10 5 16 13 19 14 16 25 11 18 22 20 20 17 10 5 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923834protein_coding 01-mai c.-906_-904delTGGNA NA NA NA 904
Chr07 10716486 CTGG C Chr07_10716486_CTGG_CCTGG_C INDEL 17144.59 19 14 16 25 11 18 22 20 20 17 10 5 16 13 19 14 16 25 11 18 22 20 20 17 10 5 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923835protein_coding 01-mai c.-906_-904delTGGNA NA NA NA 904
Chr07 10716486 CTGG C Chr07_10716486_CTGG_CCTGG_C INDEL 17144.59 19 14 16 25 11 18 22 20 20 17 10 5 16 13 19 14 16 25 11 18 22 20 20 17 10 5 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923827protein_codingNA c.-906_-904delTGGNA NA NA NA 168
Chr07 10716491 A ACTG Chr07_10716491_A_ACTGA_ACTG INDEL 17696.59 19 14 16 24 11 18 22 20 20 19 10 5 17 12 19 14 16 24 11 18 22 20 20 19 10 5 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923828protein_coding 01-juil c.-388_-387insCTGNA NA NA NA 901
Chr07 10716491 A ACTG Chr07_10716491_A_ACTGA_ACTG INDEL 17696.59 19 14 16 24 11 18 22 20 20 19 10 5 17 12 19 14 16 24 11 18 22 20 20 19 10 5 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923829protein_coding 01-juil c.-458_-457insCTGNA NA NA NA 901
Chr07 10716491 A ACTG Chr07_10716491_A_ACTGA_ACTG INDEL 17696.59 19 14 16 24 11 18 22 20 20 19 10 5 17 12 19 14 16 24 11 18 22 20 20 19 10 5 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923830protein_coding 01-juin c.-486_-485insCTGNA NA NA NA 901
Chr07 10716491 A ACTG Chr07_10716491_A_ACTGA_ACTG INDEL 17696.59 19 14 16 24 11 18 22 20 20 19 10 5 17 12 19 14 16 24 11 18 22 20 20 19 10 5 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923831protein_coding 01-juin c.-556_-555insCTGNA NA NA NA 901
Chr07 10716491 A ACTG Chr07_10716491_A_ACTGA_ACTG INDEL 17696.59 19 14 16 24 11 18 22 20 20 19 10 5 17 12 19 14 16 24 11 18 22 20 20 19 10 5 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923832protein_coding 01-juin c.-795_-794insCTGNA NA NA NA 901
Chr07 10716491 A ACTG Chr07_10716491_A_ACTGA_ACTG INDEL 17696.59 19 14 16 24 11 18 22 20 20 19 10 5 17 12 19 14 16 24 11 18 22 20 20 19 10 5 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923833protein_coding 01-juin c.-798_-797insCTGNA NA NA NA 901
Chr07 10716491 A ACTG Chr07_10716491_A_ACTGA_ACTG INDEL 17696.59 19 14 16 24 11 18 22 20 20 19 10 5 17 12 19 14 16 24 11 18 22 20 20 19 10 5 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923834protein_coding 01-mai c.-902_-901insCTGNA NA NA NA 901
Chr07 10716491 A ACTG Chr07_10716491_A_ACTGA_ACTG INDEL 17696.59 19 14 16 24 11 18 22 20 20 19 10 5 17 12 19 14 16 24 11 18 22 20 20 19 10 5 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923835protein_coding 01-mai c.-902_-901insCTGNA NA NA NA 901
Chr07 10716491 A ACTG Chr07_10716491_A_ACTGA_ACTG INDEL 17696.59 19 14 16 24 11 18 22 20 20 19 10 5 17 12 19 14 16 24 11 18 22 20 20 19 10 5 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923827protein_codingNA c.-902_-901insCTGNA NA NA NA 163
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c7_15700Pp3c7_15700transcript PAC:32923828protein_coding 01-juil c.-386G>T NA NA NA NA NA
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c7_15700Pp3c7_15700transcript PAC:32923829protein_coding 01-juil c.-456G>T NA NA NA NA NA
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c7_15700Pp3c7_15700transcript PAC:32923830protein_coding 01-juin c.-484G>T NA NA NA NA NA
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c7_15700Pp3c7_15700transcript PAC:32923831protein_coding 01-juin c.-554G>T NA NA NA NA NA
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c7_15700Pp3c7_15700transcript PAC:32923832protein_coding 01-juin c.-793G>T NA NA NA NA NA
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c7_15700Pp3c7_15700transcript PAC:32923833protein_coding 01-juin c.-796G>T NA NA NA NA NA
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c7_15700Pp3c7_15700transcript PAC:32923834protein_coding 01-mai c.-900G>T NA NA NA NA NA
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c7_15700Pp3c7_15700transcript PAC:32923835protein_coding 01-mai c.-900G>T NA NA NA NA NA
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923828protein_coding 01-juil c.-386G>T NA NA NA NA 900
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923829protein_coding 01-juil c.-456G>T NA NA NA NA 900
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923830protein_coding 01-juin c.-484G>T NA NA NA NA 900
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923831protein_coding 01-juin c.-554G>T NA NA NA NA 900
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923832protein_coding 01-juin c.-793G>T NA NA NA NA 900
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923833protein_coding 01-juin c.-796G>T NA NA NA NA 900
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923834protein_coding 01-mai c.-900G>T NA NA NA NA 900
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923835protein_coding 01-mai c.-900G>T NA NA NA NA 900
Chr07 10716493 G T Chr07_10716493_G_TG_T SNP 17627.63 21 13 16 25 12 17 22 19 21 19 11 5 16 11 21 13 16 25 12 17 22 19 21 19 11 5 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_15700Pp3c7_15700transcript PAC:32923827protein_codingNA c.-900G>T NA NA NA NA 162
Chr07 10755375 G GT Chr07_10755375_G_GTG_GT INDEL 14903.59 31 7 15 24 18 25 27 21 20 32 21 13 7 11 31 7 15 24 18 25 27 21 20 32 21 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c7_15840Pp3c7_15840transcript PAC:32923016protein_coding 01-janv c.*55dupA NA NA NA NA 55
Chr07 10755375 G GT Chr07_10755375_G_GTG_GT INDEL 14903.59 31 7 15 24 18 25 27 21 20 32 21 13 7 11 31 7 15 24 18 25 27 21 20 32 21 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_15800Pp3c7_15800transcript PAC:32925644protein_codingNA c.*6324_*6325insTNA NA NA NA 4651
Chr07 10755375 G GT Chr07_10755375_G_GTG_GT INDEL 14903.59 31 7 15 24 18 25 27 21 20 32 21 13 7 11 31 7 15 24 18 25 27 21 20 32 21 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_15830Pp3c7_15830transcript PAC:32924602protein_codingNA c.*1542_*1543insTNA NA NA NA 1080
Chr07 10755375 G GT Chr07_10755375_G_GTG_GT INDEL 14903.59 31 7 15 24 18 25 27 21 20 32 21 13 7 11 31 7 15 24 18 25 27 21 20 32 21 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_15800Pp3c7_15800transcript PAC:32925645protein_codingNA c.*6324_*6325insTNA NA NA NA 4495
Chr07 10755375 G GT Chr07_10755375_G_GTG_GT INDEL 14903.59 31 7 15 24 18 25 27 21 20 32 21 13 7 11 31 7 15 24 18 25 27 21 20 32 21 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_15830Pp3c7_15830transcript PAC:32924603protein_codingNA c.*1542_*1543insTNA NA NA NA 1543
Chr07 10755375 G GT Chr07_10755375_G_GTG_GT INDEL 14903.59 31 7 15 24 18 25 27 21 20 32 21 13 7 11 31 7 15 24 18 25 27 21 20 32 21 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_15840Pp3c7_15840transcript PAC:32923017protein_codingNA c.*55dupA NA NA NA NA 55
Chr07 10804474 G A Chr07_10804474_G_AG_A SNP 6115.29 0 0 1 35 16 25 30 23 0 0 0 0 0 0 23 11 18 35 16 25 30 23 16 19 11 12 9 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_15890-Pp3c7_15920Pp3c7_15890-Pp3c7_15920intergenic_regionPp3c7_15890-Pp3c7_15920NA NA n.10804474G>ANA NA NA NA NA
Chr07 10806066 A G Chr07_10806066_A_GA_G SNP 18811.63 30 16 9 25 26 21 42 22 25 22 9 13 13 12 30 16 9 25 26 21 42 22 25 22 9 13 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_15890-Pp3c7_15920Pp3c7_15890-Pp3c7_15920intergenic_regionPp3c7_15890-Pp3c7_15920NA NA n.10806066A>GNA NA NA NA NA
Chr07 10816445 G T Chr07_10816445_G_TG_T SNP 15057.63 25 13 16 19 17 32 41 21 19 34 10 10 11 14 25 13 16 19 17 32 41 21 19 34 10 10 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_15890-Pp3c7_15920Pp3c7_15890-Pp3c7_15920intergenic_regionPp3c7_15890-Pp3c7_15920NA NA n.10816445G>TNA NA NA NA NA
Chr07 11009115 G A Chr07_11009115_G_AG_A SNP 13176.63 16 18 13 20 23 21 27 23 12 22 9 16 10 12 16 18 13 20 23 21 27 23 12 22 9 16 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_16070Pp3c7_16070transcript PAC:32924810protein_codingNA c.-1337C>T NA NA NA NA 1337
Chr07 11009115 G A Chr07_11009115_G_AG_A SNP 13176.63 16 18 13 20 23 21 27 23 12 22 9 16 10 12 16 18 13 20 23 21 27 23 12 22 9 16 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_16070Pp3c7_16070transcript PAC:32924811protein_codingNA c.-1337C>T NA NA NA NA 520
Chr07 11009115 G A Chr07_11009115_G_AG_A SNP 13176.63 16 18 13 20 23 21 27 23 12 22 9 16 10 12 16 18 13 20 23 21 27 23 12 22 9 16 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11009115G>ANA NA NA NA NA
Chr07 11013771 A G Chr07_11013771_A_GA_G SNP 9649.63 14 12 7 16 11 14 23 17 7 12 4 11 6 4 14 12 7 16 11 14 23 17 7 12 4 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11013771A>GNA NA NA NA NA
Chr07 11016049 G T Chr07_11016049_G_TG_T SNP 19361.63 31 12 9 39 25 36 37 35 26 30 11 12 10 11 31 12 9 39 25 36 37 35 26 30 11 12 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*4264C>A NA NA NA NA 4264
Chr07 11016049 G T Chr07_11016049_G_TG_T SNP 19361.63 31 12 9 39 25 36 37 35 26 30 11 12 10 11 31 12 9 39 25 36 37 35 26 30 11 12 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*4264C>A NA NA NA NA 4028
Chr07 11016049 G T Chr07_11016049_G_TG_T SNP 19361.63 31 12 9 39 25 36 37 35 26 30 11 12 10 11 31 12 9 39 25 36 37 35 26 30 11 12 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11016049G>TNA NA NA NA NA
Chr07 11020012 GAATA G Chr07_11020012_GAATA_GGAATA_G INDEL 14845.59 19 10 8 23 14 28 21 14 11 15 12 9 7 9 19 10 8 23 14 28 21 14 11 15 12 9 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*297_*300delTATTNA NA NA NA 300
Chr07 11020012 GAATA G Chr07_11020012_GAATA_GGAATA_G INDEL 14845.59 19 10 8 23 14 28 21 14 11 15 12 9 7 9 19 10 8 23 14 28 21 14 11 15 12 9 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*297_*300delTATTNA NA NA NA 64
Chr07 11020012 GAATA G Chr07_11020012_GAATA_GGAATA_G INDEL 14845.59 19 10 8 23 14 28 21 14 11 15 12 9 7 9 19 10 8 23 14 28 21 14 11 15 12 9 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020013_11020016delAATANA NA NA NA NA
Chr07 11020017 CGT C Chr07_11020017_CGT_CCGT_C INDEL 15026.59 19 10 8 23 14 28 21 14 11 15 12 9 7 9 19 10 8 23 14 28 21 14 11 15 13 9 7 9 1 1 1 1 1 1 1 1 1 1 0.923 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*294_*295delACNA NA NA NA 295
Chr07 11020017 CGT C Chr07_11020017_CGT_CCGT_C INDEL 15026.59 19 10 8 23 14 28 21 14 11 15 12 9 7 9 19 10 8 23 14 28 21 14 11 15 13 9 7 9 1 1 1 1 1 1 1 1 1 1 0.923 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*294_*295delACNA NA NA NA 59
Chr07 11020017 CGT C Chr07_11020017_CGT_CCGT_C INDEL 15026.59 19 10 8 23 14 28 21 14 11 15 12 9 7 9 19 10 8 23 14 28 21 14 11 15 13 9 7 9 1 1 1 1 1 1 1 1 1 1 0.923 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020018_11020019delGTNA NA NA NA NA
Chr07 11020022 G GGTGCAGCCChr07_11020022_G_GGTGCAGCCG_GGTGCAGCCINDEL 17514.59 16 9 8 23 11 27 19 15 11 15 10 9 7 9 16 9 8 23 11 27 19 15 11 15 11 9 7 9 1 1 1 1 1 1 1 1 1 1 0.909 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*290_*291insGGCTGCACNA NA NA NA 290
Chr07 11020022 G GGTGCAGCCChr07_11020022_G_GGTGCAGCCG_GGTGCAGCCINDEL 17514.59 16 9 8 23 11 27 19 15 11 15 10 9 7 9 16 9 8 23 11 27 19 15 11 15 11 9 7 9 1 1 1 1 1 1 1 1 1 1 0.909 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*290_*291insGGCTGCACNA NA NA NA 54
Chr07 11020022 G GGTGCAGCCChr07_11020022_G_GGTGCAGCCG_GGTGCAGCCINDEL 17514.59 16 9 8 23 11 27 19 15 11 15 10 9 7 9 16 9 8 23 11 27 19 15 11 15 11 9 7 9 1 1 1 1 1 1 1 1 1 1 0.909 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020022_11020023insGTGCAGCCNA NA NA NA NA
Chr07 11020024 T G Chr07_11020024_T_GT_G SNP 17750.63 16 10 8 18 13 27 18 12 10 9 9 12 4 7 16 10 8 18 13 27 18 12 10 9 10 12 4 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*289A>C NA NA NA NA 289
Chr07 11020024 T G Chr07_11020024_T_GT_G SNP 17750.63 16 10 8 18 13 27 18 12 10 9 9 12 4 7 16 10 8 18 13 27 18 12 10 9 10 12 4 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*289A>C NA NA NA NA 53
Chr07 11020024 T G Chr07_11020024_T_GT_G SNP 17750.63 16 10 8 18 13 27 18 12 10 9 9 12 4 7 16 10 8 18 13 27 18 12 10 9 10 12 4 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020024T>GNA NA NA NA NA
Chr07 11020027 CAATAT C Chr07_11020027_CAATAT_CCAATAT_C INDEL 15041.59 17 10 11 16 13 28 20 11 11 8 9 14 4 6 17 10 11 16 13 28 20 11 11 8 10 14 4 6 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*281_*285delATATTNA NA NA NA 285
Chr07 11020027 CAATAT C Chr07_11020027_CAATAT_CCAATAT_C INDEL 15041.59 17 10 11 16 13 28 20 11 11 8 9 14 4 6 17 10 11 16 13 28 20 11 11 8 10 14 4 6 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*281_*285delATATTNA NA NA NA 49
Chr07 11020027 CAATAT C Chr07_11020027_CAATAT_CCAATAT_C INDEL 15041.59 17 10 11 16 13 28 20 11 11 8 9 14 4 6 17 10 11 16 13 28 20 11 11 8 10 14 4 6 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020028_11020032delAATATNA NA NA NA NA
Chr07 11020033 A AGGGC Chr07_11020033_A_AGGGCA_AGGGC INDEL 14726.59 18 10 12 17 14 29 20 10 12 7 9 15 4 6 18 10 12 17 14 29 20 10 12 7 10 15 4 6 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*279_*280insGCCCNA NA NA NA 279
Chr07 11020033 A AGGGC Chr07_11020033_A_AGGGCA_AGGGC INDEL 14726.59 18 10 12 17 14 29 20 10 12 7 9 15 4 6 18 10 12 17 14 29 20 10 12 7 10 15 4 6 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*279_*280insGCCCNA NA NA NA 43
Chr07 11020033 A AGGGC Chr07_11020033_A_AGGGCA_AGGGC INDEL 14726.59 18 10 12 17 14 29 20 10 12 7 9 15 4 6 18 10 12 17 14 29 20 10 12 7 10 15 4 6 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020033_11020034insGGGCNA NA NA NA NA
Chr07 11020036 A G Chr07_11020036_A_GA_G SNP 14375.63 18 13 11 18 16 27 20 8 11 6 9 14 4 7 18 13 11 18 16 27 20 8 11 6 10 14 4 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*277T>C NA NA NA NA 277
Chr07 11020036 A G Chr07_11020036_A_GA_G SNP 14375.63 18 13 11 18 16 27 20 8 11 6 9 14 4 7 18 13 11 18 16 27 20 8 11 6 10 14 4 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*277T>C NA NA NA NA 41
Chr07 11020036 A G Chr07_11020036_A_GA_G SNP 14375.63 18 13 11 18 16 27 20 8 11 6 9 14 4 7 18 13 11 18 16 27 20 8 11 6 10 14 4 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020036A>GNA NA NA NA NA
Chr07 11020039 G T Chr07_11020039_G_TG_T SNP 14285.63 18 13 11 18 15 26 21 7 10 6 9 12 4 7 18 13 11 18 15 26 21 7 10 6 10 12 4 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*274C>A NA NA NA NA 274
Chr07 11020039 G T Chr07_11020039_G_TG_T SNP 14285.63 18 13 11 18 15 26 21 7 10 6 9 12 4 7 18 13 11 18 15 26 21 7 10 6 10 12 4 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*274C>A NA NA NA NA 38
Chr07 11020039 G T Chr07_11020039_G_TG_T SNP 14285.63 18 13 11 18 15 26 21 7 10 6 9 12 4 7 18 13 11 18 15 26 21 7 10 6 10 12 4 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020039G>TNA NA NA NA NA
Chr07 11020043 T C Chr07_11020043_T_CT_C SNP 14375.63 16 12 10 17 17 27 23 10 10 8 11 12 4 6 16 12 10 17 17 27 23 10 10 8 12 12 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*270A>G NA NA NA NA 270
Chr07 11020043 T C Chr07_11020043_T_CT_C SNP 14375.63 16 12 10 17 17 27 23 10 10 8 11 12 4 6 16 12 10 17 17 27 23 10 10 8 12 12 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*270A>G NA NA NA NA 34
Chr07 11020043 T C Chr07_11020043_T_CT_C SNP 14375.63 16 12 10 17 17 27 23 10 10 8 11 12 4 6 16 12 10 17 17 27 23 10 10 8 12 12 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020043T>CNA NA NA NA NA
Chr07 11020044 A C Chr07_11020044_A_CA_C SNP 13970.63 17 12 10 16 17 26 23 10 10 8 11 12 4 6 17 12 10 16 17 26 23 10 10 8 12 12 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*269T>G NA NA NA NA 269
Chr07 11020044 A C Chr07_11020044_A_CA_C SNP 13970.63 17 12 10 16 17 26 23 10 10 8 11 12 4 6 17 12 10 16 17 26 23 10 10 8 12 12 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*269T>G NA NA NA NA 33
Chr07 11020044 A C Chr07_11020044_A_CA_C SNP 13970.63 17 12 10 16 17 26 23 10 10 8 11 12 4 6 17 12 10 16 17 26 23 10 10 8 12 12 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020044A>CNA NA NA NA NA
Chr07 11020045 GT G Chr07_11020045_GT_GGT_G INDEL 14051.59 17 11 10 17 17 25 24 10 10 8 11 12 4 6 17 11 10 17 17 25 24 10 10 8 12 12 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*267delA NA NA NA NA 267
Chr07 11020045 GT G Chr07_11020045_GT_GGT_G INDEL 14051.59 17 11 10 17 17 25 24 10 10 8 11 12 4 6 17 11 10 17 17 25 24 10 10 8 12 12 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*267delA NA NA NA NA 31
Chr07 11020045 GT G Chr07_11020045_GT_GGT_G INDEL 14051.59 17 11 10 17 17 25 24 10 10 8 11 12 4 6 17 11 10 17 17 25 24 10 10 8 12 12 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020046delTNA NA NA NA NA
Chr07 11020048 G GCGACCT Chr07_11020048_G_GCGACCTG_GCGACCT INDEL 15356.59 16 11 10 17 16 26 23 10 10 8 11 13 4 6 16 11 10 17 16 26 23 10 10 8 12 13 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*264_*265insAGGTCGNA NA NA NA 264
Chr07 11020048 G GCGACCT Chr07_11020048_G_GCGACCTG_GCGACCT INDEL 15356.59 16 11 10 17 16 26 23 10 10 8 11 13 4 6 16 11 10 17 16 26 23 10 10 8 12 13 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*264_*265insAGGTCGNA NA NA NA 28
Chr07 11020048 G GCGACCT Chr07_11020048_G_GCGACCTG_GCGACCT INDEL 15356.59 16 11 10 17 16 26 23 10 10 8 11 13 4 6 16 11 10 17 16 26 23 10 10 8 12 13 4 6 1 1 1 1 1 1 1 1 1 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020048_11020049insCGACCTNA NA NA NA NA
Chr07 11020071 A ACG Chr07_11020071_A_ACGA_ACG INDEL 19406.59 25 12 13 27 18 25 30 17 18 22 17 17 7 4 25 12 13 27 18 25 30 17 18 22 18 17 7 4 1 1 1 1 1 1 1 1 1 1 0.944 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*241_*242insCGNA NA NA NA 241
Chr07 11020071 A ACG Chr07_11020071_A_ACGA_ACG INDEL 19406.59 25 12 13 27 18 25 30 17 18 22 17 17 7 4 25 12 13 27 18 25 30 17 18 22 18 17 7 4 1 1 1 1 1 1 1 1 1 1 0.944 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*241_*242insCGNA NA NA NA 5
Chr07 11020071 A ACG Chr07_11020071_A_ACGA_ACG INDEL 19406.59 25 12 13 27 18 25 30 17 18 22 17 17 7 4 25 12 13 27 18 25 30 17 18 22 18 17 7 4 1 1 1 1 1 1 1 1 1 1 0.944 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020071_11020072insCGNA NA NA NA NA
Chr07 11020072 TA T Chr07_11020072_TA_TTA_T INDEL 20111.59 27 12 12 27 20 26 33 20 19 24 18 20 7 4 27 12 12 27 20 26 33 20 19 24 19 20 7 4 1 1 1 1 1 1 1 1 1 1 0.947 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*240delT NA NA NA NA 240
Chr07 11020072 TA T Chr07_11020072_TA_TTA_T INDEL 20111.59 27 12 12 27 20 26 33 20 19 24 18 20 7 4 27 12 12 27 20 26 33 20 19 24 19 20 7 4 1 1 1 1 1 1 1 1 1 1 0.947 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.*240delT NA NA NA NA 4
Chr07 11020072 TA T Chr07_11020072_TA_TTA_T INDEL 20111.59 27 12 12 27 20 26 33 20 19 24 18 20 7 4 27 12 12 27 20 26 33 20 19 24 19 20 7 4 1 1 1 1 1 1 1 1 1 1 0.947 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16070-Pp3c7_16100Pp3c7_16070-Pp3c7_16100intergenic_regionPp3c7_16070-Pp3c7_16100NA NA n.11020073delANA NA NA NA NA
Chr07 11020078 A C Chr07_11020078_A_CA_C SNP 20869.63 29 13 12 29 23 28 34 21 22 26 19 20 8 7 29 13 12 29 23 28 34 21 22 26 19 20 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variantLOW Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_coding 02-févr c.*235T>G NA NA NA NA NA
Chr07 11020078 A C Chr07_11020078_A_CA_C SNP 20869.63 29 13 12 29 23 28 34 21 22 26 19 20 8 7 29 13 12 29 23 28 34 21 22 26 19 20 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_coding 02-févr c.*235T>G NA NA NA NA 235
Chr07 11020078 A C Chr07_11020078_A_CA_C SNP 20869.63 29 13 12 29 23 28 34 21 22 26 19 20 8 7 29 13 12 29 23 28 34 21 22 26 19 20 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.*235T>G NA NA NA NA 235
Chr07 11024929 T C Chr07_11024929_T_CT_C SNP 13511.63 16 14 6 15 16 15 24 13 11 24 8 10 16 5 17 14 6 15 16 15 24 13 11 24 8 10 16 5 0.941 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.-2324A>G NA NA NA NA 2324
Chr07 11024929 T C Chr07_11024929_T_CT_C SNP 13511.63 16 14 6 15 16 15 24 13 11 24 8 10 16 5 17 14 6 15 16 15 24 13 11 24 8 10 16 5 0.941 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.-2610A>G NA NA NA NA 1552
Chr07 11024929 T C Chr07_11024929_T_CT_C SNP 13511.63 16 14 6 15 16 15 24 13 11 24 8 10 16 5 17 14 6 15 16 15 24 13 11 24 8 10 16 5 0.941 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16100-Pp3c7_16169Pp3c7_16100-Pp3c7_16169intergenic_regionPp3c7_16100-Pp3c7_16169NA NA n.11024929T>CNA NA NA NA NA
Chr07 11024938 C T Chr07_11024938_C_TC_T SNP 13064.63 17 12 6 17 15 13 22 11 10 22 8 9 15 5 18 12 6 17 15 13 22 11 10 22 8 9 15 5 0.944 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925291protein_codingNA c.-2333G>A NA NA NA NA 2333
Chr07 11024938 C T Chr07_11024938_C_TC_T SNP 13064.63 17 12 6 17 15 13 22 11 10 22 8 9 15 5 18 12 6 17 15 13 22 11 10 22 8 9 15 5 0.944 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_16100Pp3c7_16100transcript PAC:32925292protein_codingNA c.-2619G>A NA NA NA NA 1561
Chr07 11024938 C T Chr07_11024938_C_TC_T SNP 13064.63 17 12 6 17 15 13 22 11 10 22 8 9 15 5 18 12 6 17 15 13 22 11 10 22 8 9 15 5 0.944 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16100-Pp3c7_16169Pp3c7_16100-Pp3c7_16169intergenic_regionPp3c7_16100-Pp3c7_16169NA NA n.11024938C>TNA NA NA NA NA
Chr07 11056786 T C Chr07_11056786_T_CT_C SNP 18106.63 36 14 13 21 17 30 36 21 27 24 18 19 8 11 36 14 14 22 17 31 37 21 28 24 22 21 8 12 1 1 0.929 0.955 1 0.968 0.973 1 0.964 1 0.818 0.905 1 0.917 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16100-Pp3c7_16169Pp3c7_16100-Pp3c7_16169intergenic_regionPp3c7_16100-Pp3c7_16169NA NA n.11056786T>CNA NA NA NA NA
Chr07 11187809 G A Chr07_11187809_G_AG_A SNP 10582.63 13 8 10 10 15 22 18 10 18 14 5 10 6 10 14 8 10 12 15 27 19 11 22 16 6 10 7 10 0.929 1 1 0.833 1 0.815 0.947 0.909 0.818 0.875 0.833 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16360Pp3c7_16360transcript PAC:32925212protein_codingNA c.*1153C>T NA NA NA NA 1153
Chr07 11187809 G A Chr07_11187809_G_AG_A SNP 10582.63 13 8 10 10 15 22 18 10 18 14 5 10 6 10 14 8 10 12 15 27 19 11 22 16 6 10 7 10 0.929 1 1 0.833 1 0.815 0.947 0.909 0.818 0.875 0.833 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16360Pp3c7_16360transcript PAC:32925213protein_codingNA c.*1153C>T NA NA NA NA 1153
Chr07 11187809 G A Chr07_11187809_G_AG_A SNP 10582.63 13 8 10 10 15 22 18 10 18 14 5 10 6 10 14 8 10 12 15 27 19 11 22 16 6 10 7 10 0.929 1 1 0.833 1 0.815 0.947 0.909 0.818 0.875 0.833 1 0.857 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16170-Pp3c7_16360Pp3c7_16170-Pp3c7_16360intergenic_regionPp3c7_16170-Pp3c7_16360NA NA n.11187809G>ANA NA NA NA NA
Chr07 11188305 G A Chr07_11188305_G_AG_A SNP 22967.63 37 26 25 31 34 30 43 34 24 38 21 24 9 13 40 28 25 34 34 32 46 35 25 40 22 24 9 13 0.925 0.929 1 0.912 1 0.938 0.935 0.971 0.96 0.95 0.955 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16360Pp3c7_16360transcript PAC:32925212protein_codingNA c.*657C>T NA NA NA NA 657
Chr07 11188305 G A Chr07_11188305_G_AG_A SNP 22967.63 37 26 25 31 34 30 43 34 24 38 21 24 9 13 40 28 25 34 34 32 46 35 25 40 22 24 9 13 0.925 0.929 1 0.912 1 0.938 0.935 0.971 0.96 0.95 0.955 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16360Pp3c7_16360transcript PAC:32925213protein_codingNA c.*657C>T NA NA NA NA 657
Chr07 11188305 G A Chr07_11188305_G_AG_A SNP 22967.63 37 26 25 31 34 30 43 34 24 38 21 24 9 13 40 28 25 34 34 32 46 35 25 40 22 24 9 13 0.925 0.929 1 0.912 1 0.938 0.935 0.971 0.96 0.95 0.955 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16170-Pp3c7_16360Pp3c7_16170-Pp3c7_16360intergenic_regionPp3c7_16170-Pp3c7_16360NA NA n.11188305G>ANA NA NA NA NA
Chr07 11250412 C A Chr07_11250412_C_AC_A SNP 20601.63 40 14 20 33 12 31 12 29 20 31 25 14 10 13 40 14 20 33 12 31 12 29 20 31 25 14 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16380-Pp3c7_16400Pp3c7_16380-Pp3c7_16400intergenic_regionPp3c7_16380-Pp3c7_16400NA NA n.11250412C>ANA NA NA NA NA
Chr07 11251541 G T Chr07_11251541_G_TG_T SNP 19137.63 25 15 19 26 19 31 24 23 21 16 13 23 11 15 25 15 19 26 19 31 24 23 21 16 13 23 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16380-Pp3c7_16400Pp3c7_16380-Pp3c7_16400intergenic_regionPp3c7_16380-Pp3c7_16400NA NA n.11251541G>TNA NA NA NA NA
Chr07 11278193 A AC Chr07_11278193_A_ACA_AC INDEL 10998.59 23 5 6 18 10 21 29 20 18 7 13 13 5 9 23 5 6 18 10 21 29 20 18 7 13 13 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16420Pp3c7_16420transcript PAC:32924111protein_codingNA c.*1710_*1711insGNA NA NA NA 1180
Chr07 11278193 A AC Chr07_11278193_A_ACA_AC INDEL 10998.59 23 5 6 18 10 21 29 20 18 7 13 13 5 9 23 5 6 18 10 21 29 20 18 7 13 13 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16420Pp3c7_16420transcript PAC:32924112protein_codingNA c.*1710_*1711insGNA NA NA NA 1196
Chr07 11278193 A AC Chr07_11278193_A_ACA_AC INDEL 10998.59 23 5 6 18 10 21 29 20 18 7 13 13 5 9 23 5 6 18 10 21 29 20 18 7 13 13 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16400-Pp3c7_16420Pp3c7_16400-Pp3c7_16420intergenic_regionPp3c7_16400-Pp3c7_16420NA NA n.11278193_11278194insCNA NA NA NA NA
Chr07 11292143 A AAT Chr07_11292143_A_AATA_AAT INDEL 8134.59 12 13 13 15 15 20 16 20 10 14 7 14 9 5 12 13 13 15 15 20 16 20 10 14 7 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_16440Pp3c7_16440transcript PAC:32925779protein_codingNA c.-3803_-3802insATNA NA NA NA 3802
Chr07 11292143 A AAT Chr07_11292143_A_AATA_AAT INDEL 8134.59 12 13 13 15 15 20 16 20 10 14 7 14 9 5 12 13 13 15 15 20 16 20 10 14 7 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_16440Pp3c7_16440transcript PAC:32925780protein_codingNA c.-3803_-3802insATNA NA NA NA 3673
Chr07 11292143 A AAT Chr07_11292143_A_AATA_AAT INDEL 8134.59 12 13 13 15 15 20 16 20 10 14 7 14 9 5 12 13 13 15 15 20 16 20 10 14 7 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16420-Pp3c7_16440Pp3c7_16420-Pp3c7_16440intergenic_regionPp3c7_16420-Pp3c7_16440NA NA n.11292143_11292144insATNA NA NA NA NA
Chr07 11352162 GA G Chr07_11352162_GA_GGA_G INDEL 13995.59 18 10 9 14 16 11 25 20 17 21 12 8 5 5 18 10 9 14 16 11 25 20 17 21 12 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16480-Pp3c7_16600Pp3c7_16480-Pp3c7_16600intergenic_regionPp3c7_16480-Pp3c7_16600NA NA n.11352163delANA NA NA NA NA
Chr07 11352177 GA G Chr07_11352177_GA_GGA_G INDEL 13867.59 19 9 10 14 17 11 23 17 18 25 12 8 6 4 19 9 10 14 17 11 23 17 18 25 13 8 6 4 1 1 1 1 1 1 1 1 1 1 0.923 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16480-Pp3c7_16600Pp3c7_16480-Pp3c7_16600intergenic_regionPp3c7_16480-Pp3c7_16600NA NA n.11352178delANA NA NA NA NA
Chr07 11438915 G GTA Chr07_11438915_G_GTAG_GTA INDEL 1265.35 19 7 16 0 2 0 0 1 0 0 1 0 0 0 19 7 16 16 16 18 31 16 13 14 10 11 5 7 1 1 1 0 0.125 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_16700Pp3c7_16700transcript PAC:32924502protein_codingNA c.-850_-849insTANA NA NA NA 508
Chr07 11438915 G GTA Chr07_11438915_G_GTAG_GTA INDEL 1265.35 19 7 16 0 2 0 0 1 0 0 1 0 0 0 19 7 16 16 16 18 31 16 13 14 10 11 5 7 1 1 1 0 0.125 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_16710Pp3c7_16710transcript PAC:32923401protein_codingNA c.-1405_-1404insTANA NA NA NA 1404
Chr07 11438915 G GTA Chr07_11438915_G_GTAG_GTA INDEL 1265.35 19 7 16 0 2 0 0 1 0 0 1 0 0 0 19 7 16 16 16 18 31 16 13 14 10 11 5 7 1 1 1 0 0.125 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_16720Pp3c7_16720transcript PAC:32923360protein_codingNA c.-3121_-3120insTANA NA NA NA 3112
Chr07 11438915 G GTA Chr07_11438915_G_GTAG_GTA INDEL 1265.35 19 7 16 0 2 0 0 1 0 0 1 0 0 0 19 7 16 16 16 18 31 16 13 14 10 11 5 7 1 1 1 0 0.125 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_16700Pp3c7_16700transcript PAC:32924503protein_codingNA c.-850_-849insTANA NA NA NA 461
Chr07 11438915 G GTA Chr07_11438915_G_GTAG_GTA INDEL 1265.35 19 7 16 0 2 0 0 1 0 0 1 0 0 0 19 7 16 16 16 18 31 16 13 14 10 11 5 7 1 1 1 0 0.125 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_16720Pp3c7_16720transcript PAC:32923361protein_codingNA c.-3121_-3120insTANA NA NA NA 3112
Chr07 11438915 G GTA Chr07_11438915_G_GTAG_GTA INDEL 1265.35 19 7 16 0 2 0 0 1 0 0 1 0 0 0 19 7 16 16 16 18 31 16 13 14 10 11 5 7 1 1 1 0 0.125 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c7_16700-Pp3c7_16710Pp3c7_16700-Pp3c7_16710intergenic_regionPp3c7_16700-Pp3c7_16710NA NA n.11438915_11438916insTANA NA NA NA NA
Chr07 11550623 C CAT Chr07_11550623_C_CATC_CAT INDEL 11535.59 15 11 10 18 10 14 16 13 11 15 8 4 6 5 15 11 10 18 10 14 16 13 11 15 8 4 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16880-Pp3c7_16950Pp3c7_16880-Pp3c7_16950intergenic_regionPp3c7_16880-Pp3c7_16950NA NA n.11550623_11550624insATNA NA NA NA NA
Chr07 11550638 G A Chr07_11550638_G_AG_A SNP 10940.63 15 11 9 23 11 17 18 14 12 14 10 5 7 6 15 11 9 23 11 17 18 14 12 14 10 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16880-Pp3c7_16950Pp3c7_16880-Pp3c7_16950intergenic_regionPp3c7_16880-Pp3c7_16950NA NA n.11550638G>ANA NA NA NA NA
Chr07 11550657 A T Chr07_11550657_A_TA_T SNP 12189.63 20 10 15 26 12 17 19 17 17 17 10 6 8 5 20 10 15 26 12 17 19 17 17 17 10 6 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16880-Pp3c7_16950Pp3c7_16880-Pp3c7_16950intergenic_regionPp3c7_16880-Pp3c7_16950NA NA n.11550657A>TNA NA NA NA NA
Chr07 11571718 C CT Chr07_11571718_C_CTC_CT INDEL 16753.59 35 19 16 32 16 35 34 18 24 26 12 18 8 12 35 19 16 32 16 35 34 18 24 26 12 18 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_16950Pp3c7_16950transcript PAC:32923674protein_codingNA c.-4019_-4018insTNA NA NA NA 2785
Chr07 11571718 C CT Chr07_11571718_C_CTC_CT INDEL 16753.59 35 19 16 32 16 35 34 18 24 26 12 18 8 12 35 19 16 32 16 35 34 18 24 26 12 18 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_16960Pp3c7_16960transcript PAC:32923269protein_codingNA c.-2968_-2967insTNA NA NA NA 2890
Chr07 11571718 C CT Chr07_11571718_C_CTC_CT INDEL 16753.59 35 19 16 32 16 35 34 18 24 26 12 18 8 12 35 19 16 32 16 35 34 18 24 26 12 18 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_16963Pp3c7_16963transcript PAC:32923122protein_codingNA c.*3453_*3454insANA NA NA NA 3453
Chr07 11571718 C CT Chr07_11571718_C_CTC_CT INDEL 16753.59 35 19 16 32 16 35 34 18 24 26 12 18 8 12 35 19 16 32 16 35 34 18 24 26 12 18 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_16880-Pp3c7_16950Pp3c7_16880-Pp3c7_16950intergenic_regionPp3c7_16880-Pp3c7_16950NA NA n.11571718_11571719insTNA NA NA NA NA
Chr07 11613267 C T Chr07_11613267_C_TC_T SNP 2579.98 0 0 0 0 0 0 0 0 18 17 8 10 4 9 31 10 15 21 13 21 20 15 18 17 9 10 4 9 0 0 0 0 0 0 0 0 1 1 0.889 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c7_17000-Pp3c7_17060Pp3c7_17000-Pp3c7_17060intergenic_regionPp3c7_17000-Pp3c7_17060NA NA n.11613267C>TNA NA NA NA NA
Chr07 11631402 G T Chr07_11631402_G_TG_T SNP 5942.29 0 0 0 26 21 19 37 19 0 0 0 0 0 0 27 13 20 26 21 19 37 19 17 22 23 24 15 16 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_17000-Pp3c7_17060Pp3c7_17000-Pp3c7_17060intergenic_regionPp3c7_17000-Pp3c7_17060NA NA n.11631402G>TNA NA NA NA NA
Chr07 11635434 G T Chr07_11635434_G_TG_T SNP 16764.63 23 17 7 22 15 26 26 19 24 32 25 23 10 7 23 17 7 22 15 26 26 19 24 32 25 23 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_17000-Pp3c7_17060Pp3c7_17000-Pp3c7_17060intergenic_regionPp3c7_17000-Pp3c7_17060NA NA n.11635434G>TNA NA NA NA NA
Chr07 11642836 A AC Chr07_11642836_A_ACA_AC INDEL 14623.59 24 7 16 26 15 20 31 21 18 17 16 18 7 7 25 7 16 26 15 20 31 21 18 17 18 18 7 7 0.96 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c7_17060Pp3c7_17060transcript PAC:32924650protein_coding 01-janv c.74dupG p.Cys25fs 74/1216 74/210 25/69 NA
Chr07 11642836 A AC Chr07_11642836_A_ACA_AC INDEL 14623.59 24 7 16 26 15 20 31 21 18 17 16 18 7 7 25 7 16 26 15 20 31 21 18 17 18 18 7 7 0.96 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_17070Pp3c7_17070transcript PAC:32925913protein_codingNA c.-1403_-1402insCNA NA NA NA 1402
Chr07 11642836 A AC Chr07_11642836_A_ACA_AC INDEL 14623.59 24 7 16 26 15 20 31 21 18 17 16 18 7 7 25 7 16 26 15 20 31 21 18 17 18 18 7 7 0.96 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_17080Pp3c7_17080transcript PAC:32923842protein_codingNA c.-2007_-2006insCNA NA NA NA 2004
Chr07 11642836 A AC Chr07_11642836_A_ACA_AC INDEL 14623.59 24 7 16 26 15 20 31 21 18 17 16 18 7 7 25 7 16 26 15 20 31 21 18 17 18 18 7 7 0.96 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_17070Pp3c7_17070transcript PAC:32925914protein_codingNA c.-1403_-1402insCNA NA NA NA 1219
Chr07 11642845 G GT Chr07_11642845_G_GTG_GT INDEL 14406.59 21 9 16 28 13 16 29 23 18 18 17 16 9 6 21 9 16 28 13 16 29 23 18 18 17 16 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c7_17060Pp3c7_17060transcript PAC:32924650protein_coding 01-janv c.65dupA p.Asn22fs 65/1216 65/210 22/69 NA
Chr07 11642845 G GT Chr07_11642845_G_GTG_GT INDEL 14406.59 21 9 16 28 13 16 29 23 18 18 17 16 9 6 21 9 16 28 13 16 29 23 18 18 17 16 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_17070Pp3c7_17070transcript PAC:32925913protein_codingNA c.-1394_-1393insTNA NA NA NA 1393
Chr07 11642845 G GT Chr07_11642845_G_GTG_GT INDEL 14406.59 21 9 16 28 13 16 29 23 18 18 17 16 9 6 21 9 16 28 13 16 29 23 18 18 17 16 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_17080Pp3c7_17080transcript PAC:32923842protein_codingNA c.-1998_-1997insTNA NA NA NA 1995
Chr07 11642845 G GT Chr07_11642845_G_GTG_GT INDEL 14406.59 21 9 16 28 13 16 29 23 18 18 17 16 9 6 21 9 16 28 13 16 29 23 18 18 17 16 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_17070Pp3c7_17070transcript PAC:32925914protein_codingNA c.-1394_-1393insTNA NA NA NA 1210
Chr07 11651309 T A Chr07_11651309_T_AT_A SNP 13597.63 24 17 9 15 17 25 18 19 13 11 6 19 8 12 24 17 9 15 17 25 18 19 13 11 6 19 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_17080-Pp3c7_17090Pp3c7_17080-Pp3c7_17090intergenic_regionPp3c7_17080-Pp3c7_17090NA NA n.11651309T>ANA NA NA NA NA
Chr07 11676790 T TA Chr07_11676790_T_TAT_TA INDEL 15315.59 32 13 20 18 18 26 31 28 21 15 9 34 11 5 32 13 20 18 18 26 31 28 21 15 9 34 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_17080-Pp3c7_17090Pp3c7_17080-Pp3c7_17090intergenic_regionPp3c7_17080-Pp3c7_17090NA NA n.11676790_11676791insANA NA NA NA NA
Chr07 11680021 GTA G Chr07_11680021_GTA_GGTA_G INDEL 9393.59 25 6 8 14 14 19 18 16 9 9 12 9 8 6 26 6 8 14 14 19 18 16 9 9 12 9 8 7 0.962 1 1 1 1 1 1 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_17090Pp3c7_17090transcript PAC:32924268protein_codingNA c.-2517_-2516delTANA NA NA NA 2309



Chr07 11680021 GTA G Chr07_11680021_GTA_GGTA_G INDEL 9393.59 25 6 8 14 14 19 18 16 9 9 12 9 8 6 26 6 8 14 14 19 18 16 9 9 12 9 8 7 0.962 1 1 1 1 1 1 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_17090Pp3c7_17090transcript PAC:32924269protein_codingNA c.-2517_-2516delTANA NA NA NA 2517
Chr07 11680021 GTA G Chr07_11680021_GTA_GGTA_G INDEL 9393.59 25 6 8 14 14 19 18 16 9 9 12 9 8 6 26 6 8 14 14 19 18 16 9 9 12 9 8 7 0.962 1 1 1 1 1 1 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_17080-Pp3c7_17090Pp3c7_17080-Pp3c7_17090intergenic_regionPp3c7_17080-Pp3c7_17090NA NA n.11680022_11680023delTANA NA NA NA NA
Chr07 11711102 G GAT Chr07_11711102_G_GATG_GAT INDEL 1257.35 23 7 14 0 0 0 2 0 0 1 0 0 0 1 23 7 14 7 7 18 29 13 13 12 8 13 4 5 1 1 1 0 0 0 0.069 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_17180Pp3c7_17180transcript PAC:32923545protein_codingNA c.-1744_-1743insATNA NA NA NA 555
Chr07 11711102 G GAT Chr07_11711102_G_GATG_GAT INDEL 1257.35 23 7 14 0 0 0 2 0 0 1 0 0 0 1 23 7 14 7 7 18 29 13 13 12 8 13 4 5 1 1 1 0 0 0 0.069 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_17180Pp3c7_17180transcript PAC:32923551protein_codingNA c.-1744_-1743insATNA NA NA NA 925
Chr07 11711102 G GAT Chr07_11711102_G_GATG_GAT INDEL 1257.35 23 7 14 0 0 0 2 0 0 1 0 0 0 1 23 7 14 7 7 18 29 13 13 12 8 13 4 5 1 1 1 0 0 0 0.069 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_17180Pp3c7_17180transcript PAC:32923550protein_codingNA c.-1744_-1743insATNA NA NA NA 933
Chr07 11711102 G GAT Chr07_11711102_G_GATG_GAT INDEL 1257.35 23 7 14 0 0 0 2 0 0 1 0 0 0 1 23 7 14 7 7 18 29 13 13 12 8 13 4 5 1 1 1 0 0 0 0.069 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_17180Pp3c7_17180transcript PAC:32923546protein_codingNA c.-1744_-1743insATNA NA NA NA 955
Chr07 11711102 G GAT Chr07_11711102_G_GATG_GAT INDEL 1257.35 23 7 14 0 0 0 2 0 0 1 0 0 0 1 23 7 14 7 7 18 29 13 13 12 8 13 4 5 1 1 1 0 0 0 0.069 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_17180Pp3c7_17180transcript PAC:32923547protein_codingNA c.-1744_-1743insATNA NA NA NA 955
Chr07 11711102 G GAT Chr07_11711102_G_GATG_GAT INDEL 1257.35 23 7 14 0 0 0 2 0 0 1 0 0 0 1 23 7 14 7 7 18 29 13 13 12 8 13 4 5 1 1 1 0 0 0 0.069 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_17180Pp3c7_17180transcript PAC:32923548protein_codingNA c.-1744_-1743insATNA NA NA NA 955
Chr07 11711102 G GAT Chr07_11711102_G_GATG_GAT INDEL 1257.35 23 7 14 0 0 0 2 0 0 1 0 0 0 1 23 7 14 7 7 18 29 13 13 12 8 13 4 5 1 1 1 0 0 0 0.069 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_17180Pp3c7_17180transcript PAC:32923549protein_codingNA c.-1744_-1743insATNA NA NA NA 955
Chr07 11711102 G GAT Chr07_11711102_G_GATG_GAT INDEL 1257.35 23 7 14 0 0 0 2 0 0 1 0 0 0 1 23 7 14 7 7 18 29 13 13 12 8 13 4 5 1 1 1 0 0 0 0.069 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_17180Pp3c7_17180transcript PAC:32923552protein_codingNA c.-1744_-1743insATNA NA NA NA 955
Chr07 11711102 G GAT Chr07_11711102_G_GATG_GAT INDEL 1257.35 23 7 14 0 0 0 2 0 0 1 0 0 0 1 23 7 14 7 7 18 29 13 13 12 8 13 4 5 1 1 1 0 0 0 0.069 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_17180Pp3c7_17180transcript PAC:32923553protein_codingNA c.-1744_-1743insATNA NA NA NA 955
Chr07 11711102 G GAT Chr07_11711102_G_GATG_GAT INDEL 1257.35 23 7 14 0 0 0 2 0 0 1 0 0 0 1 23 7 14 7 7 18 29 13 13 12 8 13 4 5 1 1 1 0 0 0 0.069 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c7_17180Pp3c7_17180transcript PAC:32923554protein_codingNA c.-1744_-1743insATNA NA NA NA 1008
Chr07 11711102 G GAT Chr07_11711102_G_GATG_GAT INDEL 1257.35 23 7 14 0 0 0 2 0 0 1 0 0 0 1 23 7 14 7 7 18 29 13 13 12 8 13 4 5 1 1 1 0 0 0 0.069 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c7_17130-Pp3c7_17180Pp3c7_17130-Pp3c7_17180intergenic_regionPp3c7_17130-Pp3c7_17180NA NA n.11711102_11711103insATNA NA NA NA NA
Chr07 12078683 C T Chr07_12078683_C_TC_T SNP 2598.39 35 14 15 0 0 0 0 0 0 0 0 0 0 0 35 14 15 23 17 23 28 16 23 20 20 21 7 17 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c7_17770-Pp3c7_17790Pp3c7_17770-Pp3c7_17790intergenic_regionPp3c7_17770-Pp3c7_17790NA NA n.12078683C>TNA NA NA NA NA
Chr07 12168352 G GTA Chr07_12168352_G_GTAG_GTA INDEL 2957.24 0 0 0 11 16 13 25 16 0 0 1 0 0 0 31 16 12 11 17 13 25 16 11 16 16 12 9 7 0 0 0 1 0.941 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c7_17910-Pp3c7_17943Pp3c7_17910-Pp3c7_17943intergenic_regionPp3c7_17910-Pp3c7_17943NA NA n.12168352_12168353insTANA NA NA NA NA
Chr07 12365728 G T Chr07_12365728_G_TG_T SNP 19936.63 37 17 16 29 26 32 24 22 26 18 26 30 8 5 37 17 16 29 26 32 24 22 26 18 26 30 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18140-Pp3c7_18190Pp3c7_18140-Pp3c7_18190intergenic_regionPp3c7_18140-Pp3c7_18190NA NA n.12365728G>TNA NA NA NA NA
Chr07 12399905 C CT Chr07_12399905_C_CTC_CT INDEL 10403.59 16 7 5 19 11 22 17 17 17 11 12 12 5 7 16 7 5 19 11 22 17 17 17 11 12 12 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18140-Pp3c7_18190Pp3c7_18140-Pp3c7_18190intergenic_regionPp3c7_18140-Pp3c7_18190NA NA n.12399905_12399906insTNA NA NA NA NA
Chr07 12399960 G T Chr07_12399960_G_TG_T SNP 16901.63 24 7 8 24 10 27 19 15 22 24 19 18 7 8 24 7 8 24 10 27 19 15 22 24 19 18 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18140-Pp3c7_18190Pp3c7_18140-Pp3c7_18190intergenic_regionPp3c7_18140-Pp3c7_18190NA NA n.12399960G>TNA NA NA NA NA
Chr07 12399963 C T Chr07_12399963_C_TC_T SNP 17047.63 22 7 7 23 9 26 18 16 22 25 19 18 7 8 22 7 7 23 9 26 18 16 22 25 19 18 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18140-Pp3c7_18190Pp3c7_18140-Pp3c7_18190intergenic_regionPp3c7_18140-Pp3c7_18190NA NA n.12399963C>TNA NA NA NA NA
Chr07 12399985 T A Chr07_12399985_T_AT_A SNP 16420.63 22 8 5 25 13 23 17 12 21 28 18 18 7 8 22 8 5 25 13 23 17 12 21 28 18 18 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18140-Pp3c7_18190Pp3c7_18140-Pp3c7_18190intergenic_regionPp3c7_18140-Pp3c7_18190NA NA n.12399985T>ANA NA NA NA NA
Chr07 12400125 C A Chr07_12400125_C_AC_A SNP 19386.63 26 18 13 26 21 28 17 25 31 32 17 12 10 10 26 18 13 26 21 28 17 25 31 32 17 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18140-Pp3c7_18190Pp3c7_18140-Pp3c7_18190intergenic_regionPp3c7_18140-Pp3c7_18190NA NA n.12400125C>ANA NA NA NA NA
Chr07 12974565 T G Chr07_12974565_T_GT_G SNP 18112.63 19 18 8 22 11 18 32 28 21 20 11 19 12 12 19 18 8 22 11 18 32 28 21 20 11 19 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18840-Pp3c7_18860Pp3c7_18840-Pp3c7_18860intergenic_regionPp3c7_18840-Pp3c7_18860NA NA n.12974565T>GNA NA NA NA NA
Chr07 12974568 G A Chr07_12974568_G_AG_A SNP 18067.63 19 18 8 22 11 19 31 27 21 20 12 18 12 14 19 18 8 22 11 19 31 27 21 20 12 18 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18840-Pp3c7_18860Pp3c7_18840-Pp3c7_18860intergenic_regionPp3c7_18840-Pp3c7_18860NA NA n.12974568G>ANA NA NA NA NA
Chr07 13008637 C A Chr07_13008637_C_AC_A SNP 12266.63 23 6 7 21 15 25 14 12 10 21 12 13 8 6 23 6 7 21 15 25 14 12 10 21 12 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18880-Pp3c7_18900Pp3c7_18880-Pp3c7_18900intergenic_regionPp3c7_18880-Pp3c7_18900NA NA n.13008637C>ANA NA NA NA NA
Chr07 13009569 C A Chr07_13009569_C_AC_A SNP 13105.63 20 19 7 11 12 16 11 13 12 22 10 9 5 8 20 19 7 11 12 16 11 13 12 22 10 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18880-Pp3c7_18900Pp3c7_18880-Pp3c7_18900intergenic_regionPp3c7_18880-Pp3c7_18900NA NA n.13009569C>ANA NA NA NA NA
Chr07 13009805 G T Chr07_13009805_G_TG_T SNP 8019.63 10 7 5 10 10 9 5 9 8 14 7 4 8 8 10 7 5 10 10 9 5 9 8 14 7 4 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18880-Pp3c7_18900Pp3c7_18880-Pp3c7_18900intergenic_regionPp3c7_18880-Pp3c7_18900NA NA n.13009805G>TNA NA NA NA NA
Chr07 13009829 A T Chr07_13009829_A_TA_T SNP 11644.63 16 9 10 14 13 14 11 15 16 19 10 8 10 11 16 9 10 14 13 14 11 15 16 19 10 8 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18880-Pp3c7_18900Pp3c7_18880-Pp3c7_18900intergenic_regionPp3c7_18880-Pp3c7_18900NA NA n.13009829A>TNA NA NA NA NA
Chr07 13009851 G T Chr07_13009851_G_TG_T SNP 15321.63 24 13 13 18 15 14 14 22 20 22 14 11 16 13 24 13 13 18 15 14 14 22 20 22 14 11 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_18880-Pp3c7_18900Pp3c7_18880-Pp3c7_18900intergenic_regionPp3c7_18880-Pp3c7_18900NA NA n.13009851G>TNA NA NA NA NA
Chr07 13189677 G T Chr07_13189677_G_TG_T SNP 20876.63 35 13 15 33 24 26 30 20 24 28 10 26 14 8 35 13 15 33 24 26 30 20 24 28 10 26 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19130-Pp3c7_19140Pp3c7_19130-Pp3c7_19140intergenic_regionPp3c7_19130-Pp3c7_19140NA NA n.13189677G>TNA NA NA NA NA
Chr07 13192766 A AT Chr07_13192766_A_ATA_AT INDEL 13799.59 25 8 16 23 14 19 21 14 20 17 18 12 15 10 25 8 16 23 14 19 21 14 20 17 18 12 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_19140Pp3c7_19140transcript PAC:32924241protein_codingNA c.*5167_*5168insANA NA NA NA 4575
Chr07 13192766 A AT Chr07_13192766_A_ATA_AT INDEL 13799.59 25 8 16 23 14 19 21 14 20 17 18 12 15 10 25 8 16 23 14 19 21 14 20 17 18 12 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_19140Pp3c7_19140transcript PAC:32924242protein_codingNA c.*5167_*5168insANA NA NA NA 4667
Chr07 13192766 A AT Chr07_13192766_A_ATA_AT INDEL 13799.59 25 8 16 23 14 19 21 14 20 17 18 12 15 10 25 8 16 23 14 19 21 14 20 17 18 12 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19130-Pp3c7_19140Pp3c7_19130-Pp3c7_19140intergenic_regionPp3c7_19130-Pp3c7_19140NA NA n.13192766_13192767insTNA NA NA NA NA
Chr07 13289016 C G Chr07_13289016_C_GC_G SNP 10505.63 14 4 5 11 8 13 14 15 15 11 7 7 6 7 14 4 5 11 8 13 14 15 15 11 7 7 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19190-Pp3c7_19250Pp3c7_19190-Pp3c7_19250intergenic_regionPp3c7_19190-Pp3c7_19250NA NA n.13289016C>GNA NA NA NA NA
Chr07 13289018 TTG T Chr07_13289018_TTG_TTTG_T INDEL 11036.59 14 4 6 12 8 14 14 16 15 11 7 7 6 7 14 4 6 12 8 14 14 16 15 11 7 7 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19190-Pp3c7_19250Pp3c7_19190-Pp3c7_19250intergenic_regionPp3c7_19190-Pp3c7_19250NA NA n.13289019_13289020delTGNA NA NA NA NA
Chr07 13289026 C T Chr07_13289026_C_TC_T SNP 11561.63 16 6 7 13 8 14 14 17 16 12 9 8 7 7 16 6 7 13 8 14 14 17 16 12 9 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19190-Pp3c7_19250Pp3c7_19190-Pp3c7_19250intergenic_regionPp3c7_19190-Pp3c7_19250NA NA n.13289026C>TNA NA NA NA NA
Chr07 13289033 A AT Chr07_13289033_A_ATA_AT INDEL 12092.59 18 7 7 17 8 14 14 18 18 12 10 8 7 7 18 7 7 17 8 14 14 18 18 12 10 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19190-Pp3c7_19250Pp3c7_19190-Pp3c7_19250intergenic_regionPp3c7_19190-Pp3c7_19250NA NA n.13289033_13289034insTNA NA NA NA NA
Chr07 13412507 T A Chr07_13412507_T_AT_A SNP 16862.63 23 14 15 25 15 25 36 19 17 24 18 16 17 12 23 14 15 25 15 27 36 19 17 24 18 16 17 12 1 1 1 1 1 0.926 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_19440Pp3c7_19440transcript PAC:32925938protein_codingNA c.-4606T>A NA NA NA NA 3676
Chr07 13412507 T A Chr07_13412507_T_AT_A SNP 16862.63 23 14 15 25 15 25 36 19 17 24 18 16 17 12 23 14 15 25 15 27 36 19 17 24 18 16 17 12 1 1 1 1 1 0.926 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_19440Pp3c7_19440transcript PAC:32925939protein_codingNA c.-4606T>A NA NA NA NA 3549
Chr07 13412507 T A Chr07_13412507_T_AT_A SNP 16862.63 23 14 15 25 15 25 36 19 17 24 18 16 17 12 23 14 15 25 15 27 36 19 17 24 18 16 17 12 1 1 1 1 1 0.926 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_19430Pp3c7_19430transcript PAC:32925283protein_codingNA c.*1774A>T NA NA NA NA 1774
Chr07 13412507 T A Chr07_13412507_T_AT_A SNP 16862.63 23 14 15 25 15 25 36 19 17 24 18 16 17 12 23 14 15 25 15 27 36 19 17 24 18 16 17 12 1 1 1 1 1 0.926 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19410-Pp3c7_19430Pp3c7_19410-Pp3c7_19430intergenic_regionPp3c7_19410-Pp3c7_19430NA NA n.13412507T>ANA NA NA NA NA
Chr07 13412509 G T Chr07_13412509_G_TG_T SNP 16862.63 24 14 15 25 15 25 38 20 18 24 18 16 17 12 24 14 15 25 15 27 38 20 18 24 18 16 17 12 1 1 1 1 1 0.926 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_19440Pp3c7_19440transcript PAC:32925938protein_codingNA c.-4604G>T NA NA NA NA 3674
Chr07 13412509 G T Chr07_13412509_G_TG_T SNP 16862.63 24 14 15 25 15 25 38 20 18 24 18 16 17 12 24 14 15 25 15 27 38 20 18 24 18 16 17 12 1 1 1 1 1 0.926 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_19440Pp3c7_19440transcript PAC:32925939protein_codingNA c.-4604G>T NA NA NA NA 3547
Chr07 13412509 G T Chr07_13412509_G_TG_T SNP 16862.63 24 14 15 25 15 25 38 20 18 24 18 16 17 12 24 14 15 25 15 27 38 20 18 24 18 16 17 12 1 1 1 1 1 0.926 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_19430Pp3c7_19430transcript PAC:32925283protein_codingNA c.*1772C>A NA NA NA NA 1772
Chr07 13412509 G T Chr07_13412509_G_TG_T SNP 16862.63 24 14 15 25 15 25 38 20 18 24 18 16 17 12 24 14 15 25 15 27 38 20 18 24 18 16 17 12 1 1 1 1 1 0.926 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19410-Pp3c7_19430Pp3c7_19410-Pp3c7_19430intergenic_regionPp3c7_19410-Pp3c7_19430NA NA n.13412509G>TNA NA NA NA NA
Chr07 13464306 C T Chr07_13464306_C_TC_T SNP 10902.63 16 6 9 11 10 8 12 11 10 13 7 12 6 7 16 6 9 11 10 8 12 11 10 13 7 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c7_19570Pp3c7_19570transcript PAC:32923997protein_coding déc-18 c.1254G>A p.Glu418Glu 1348/5454 1254/3567 418/1188 NA
Chr07 13464306 C T Chr07_13464306_C_TC_T SNP 10902.63 16 6 9 11 10 8 12 11 10 13 7 12 6 7 16 6 9 11 10 8 12 11 10 13 7 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c7_19581Pp3c7_19581transcript PAC:32923432protein_coding déc-18 c.1254G>A p.Glu418Glu 1348/5105 1254/3567 418/1188 NA
Chr07 13464309 A G Chr07_13464309_A_GA_G SNP 10702.63 14 4 9 10 9 8 12 11 8 11 6 11 6 7 14 4 9 10 9 8 12 11 8 11 6 11 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c7_19570Pp3c7_19570transcript PAC:32923997protein_coding déc-18 c.1251T>C p.Gly417Gly 1345/5454 1251/3567 417/1188 NA
Chr07 13464309 A G Chr07_13464309_A_GA_G SNP 10702.63 14 4 9 10 9 8 12 11 8 11 6 11 6 7 14 4 9 10 9 8 12 11 8 11 6 11 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c7_19581Pp3c7_19581transcript PAC:32923432protein_coding déc-18 c.1251T>C p.Gly417Gly 1345/5105 1251/3567 417/1188 NA
Chr07 13562743 A G Chr07_13562743_A_GA_G SNP 9665.63 14 11 13 23 13 20 17 14 14 14 10 11 9 11 14 11 13 23 13 20 17 14 14 14 10 11 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19570-Pp3c7_19620Pp3c7_19570-Pp3c7_19620intergenic_regionPp3c7_19570-Pp3c7_19620NA NA n.13562743A>GNA NA NA NA NA
Chr07 13563007 T C Chr07_13563007_T_CT_C SNP 8532.63 20 17 8 11 14 26 19 19 13 8 8 7 8 10 20 17 8 11 14 26 19 19 13 8 8 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19570-Pp3c7_19620Pp3c7_19570-Pp3c7_19620intergenic_regionPp3c7_19570-Pp3c7_19620NA NA n.13563007T>CNA NA NA NA NA
Chr07 13633018 A AT Chr07_13633018_A_ATA_AT INDEL 13607.59 25 19 16 25 16 28 20 24 21 22 16 17 14 11 25 19 16 25 16 28 20 24 21 22 16 17 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19660-Pp3c7_19740Pp3c7_19660-Pp3c7_19740intergenic_regionPp3c7_19660-Pp3c7_19740NA NA n.13633018_13633019insTNA NA NA NA NA
Chr07 13810490 G C Chr07_13810490_G_CG_C SNP 19677.63 24 14 17 23 21 22 34 18 25 24 24 26 13 6 24 14 17 23 21 22 34 18 25 24 24 26 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19790-Pp3c7_19830Pp3c7_19790-Pp3c7_19830intergenic_regionPp3c7_19790-Pp3c7_19830NA NA n.13810490G>CNA NA NA NA NA
Chr07 13810496 G C Chr07_13810496_G_CG_C SNP 19862.63 24 15 16 24 21 24 34 18 25 25 25 26 13 6 24 15 16 24 21 24 34 18 25 25 25 26 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19790-Pp3c7_19830Pp3c7_19790-Pp3c7_19830intergenic_regionPp3c7_19790-Pp3c7_19830NA NA n.13810496G>CNA NA NA NA NA
Chr07 13816555 GT G Chr07_13816555_GT_GGT_G INDEL 12565.59 27 9 8 18 14 17 25 15 12 6 8 17 5 10 27 9 8 18 14 17 25 15 12 6 8 17 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19790-Pp3c7_19830Pp3c7_19790-Pp3c7_19830intergenic_regionPp3c7_19790-Pp3c7_19830NA NA n.13816556delTNA NA NA NA NA
Chr07 13817183 C A Chr07_13817183_C_AC_A SNP 13258.59 28 7 13 17 15 14 19 20 15 10 7 9 9 6 28 7 13 17 15 14 19 20 15 10 7 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_19790-Pp3c7_19830Pp3c7_19790-Pp3c7_19830intergenic_regionPp3c7_19790-Pp3c7_19830NA NA n.13817183C>ANA NA NA NA NA
Chr07 13987139 A ATAT Chr07_13987139_A_ATATA_ATAT INDEL 13694.59 2 9 0 0 0 1 0 1 0 0 0 0 1 3 18 9 14 15 6 18 22 19 18 18 8 15 8 12 0.111 1 0 0 0 0 0 0 0 0 0 0 0 0.25 0 1 1 2 0 0 1 intergenic_regionMODIFIER Pp3c7_19930-Pp3c7_19980Pp3c7_19930-Pp3c7_19980intergenic_regionPp3c7_19930-Pp3c7_19980NA NA n.13987139_13987140insTATNA NA NA NA NA
Chr07 14045564 TC T Chr07_14045564_TC_TTC_T INDEL 17920.59 31 13 11 27 14 25 29 27 16 33 17 24 16 10 31 13 11 27 14 25 29 27 16 33 17 24 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_20010-Pp3c7_20020Pp3c7_20010-Pp3c7_20020intergenic_regionPp3c7_20010-Pp3c7_20020NA NA n.14045565delCNA NA NA NA NA
Chr07 14045808 C T Chr07_14045808_C_TC_T SNP 2308.39 28 21 8 0 0 0 0 0 0 0 0 0 0 0 28 21 8 25 20 36 25 25 29 21 13 22 13 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c7_20010-Pp3c7_20020Pp3c7_20010-Pp3c7_20020intergenic_regionPp3c7_20010-Pp3c7_20020NA NA n.14045808C>TNA NA NA NA NA
Chr07 14098483 G GT Chr07_14098483_G_GTG_GT INDEL 13210.59 19 14 8 23 19 19 25 10 12 16 18 11 13 13 19 14 8 23 19 19 25 10 12 16 18 11 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c7_20060Pp3c7_20060transcript PAC:32925732protein_coding 01-janv c.*308dupT NA NA NA NA 309
Chr07 14098483 G GT Chr07_14098483_G_GTG_GT INDEL 13210.59 19 14 8 23 19 19 25 10 12 16 18 11 13 13 19 14 8 23 19 19 25 10 12 16 18 11 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_20070Pp3c7_20070transcript PAC:32925154protein_codingNA c.-4771_-4770insTNA NA NA NA 4770
Chr07 14098483 G GT Chr07_14098483_G_GTG_GT INDEL 13210.59 19 14 8 23 19 19 25 10 12 16 18 11 13 13 19 14 8 23 19 19 25 10 12 16 18 11 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_20050Pp3c7_20050transcript PAC:32923786protein_codingNA c.*960_*961insTNA NA NA NA 961
Chr07 14098483 G GT Chr07_14098483_G_GTG_GT INDEL 13210.59 19 14 8 23 19 19 25 10 12 16 18 11 13 13 19 14 8 23 19 19 25 10 12 16 18 11 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_20069Pp3c7_20069transcript PAC:32925799protein_codingNA c.*4124dupANA NA NA NA 4124
Chr07 14098483 G GT Chr07_14098483_G_GTG_GT INDEL 13210.59 19 14 8 23 19 19 25 10 12 16 18 11 13 13 19 14 8 23 19 19 25 10 12 16 18 11 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_20050Pp3c7_20050transcript PAC:32923787protein_codingNA c.*960_*961insTNA NA NA NA 961
Chr07 14098483 G GT Chr07_14098483_G_GTG_GT INDEL 13210.59 19 14 8 23 19 19 25 10 12 16 18 11 13 13 19 14 8 23 19 19 25 10 12 16 18 11 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_20060Pp3c7_20060transcript PAC:32925733protein_codingNA c.*306_*307insTNA NA NA NA 307
Chr07 14172844 C CA Chr07_14172844_C_CAC_CA INDEL 15909.59 19 17 12 26 20 23 31 21 21 17 14 26 10 8 19 17 12 26 20 23 31 21 21 17 14 26 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_20170-Pp3c7_20200Pp3c7_20170-Pp3c7_20200intergenic_regionPp3c7_20170-Pp3c7_20200NA NA n.14172844_14172845insANA NA NA NA NA
Chr07 14540402 G A Chr07_14540402_G_AG_A SNP 11329.29 21 10 18 1 0 0 0 0 22 30 15 19 13 9 21 10 18 19 20 30 33 23 22 30 16 19 13 9 1 1 1 0 0 0 0 0 1 1 0.938 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c7_20620-Pp3c7_20660Pp3c7_20620-Pp3c7_20660intergenic_regionPp3c7_20620-Pp3c7_20660NA NA n.14540402G>ANA NA NA NA NA
Chr07 14575564 AAT A Chr07_14575564_AAT_AAAT_A INDEL 1281.35 22 14 6 0 0 0 0 0 0 0 0 0 1 0 22 14 6 28 17 15 17 15 15 11 4 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_20720Pp3c7_20720transcript PAC:32922929protein_codingNA c.-2845_-2844delATNA NA NA NA 2685
Chr07 14575564 AAT A Chr07_14575564_AAT_AAAT_A INDEL 1281.35 22 14 6 0 0 0 0 0 0 0 0 0 1 0 22 14 6 28 17 15 17 15 15 11 4 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_20750Pp3c7_20750transcript PAC:32926083protein_codingNA c.-2776_-2775delATNA NA NA NA 2461
Chr07 14575564 AAT A Chr07_14575564_AAT_AAAT_A INDEL 1281.35 22 14 6 0 0 0 0 0 0 0 0 0 1 0 22 14 6 28 17 15 17 15 15 11 4 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_20720Pp3c7_20720transcript PAC:32922931protein_codingNA c.-3412_-3411delATNA NA NA NA 3264
Chr07 14575564 AAT A Chr07_14575564_AAT_AAAT_A INDEL 1281.35 22 14 6 0 0 0 0 0 0 0 0 0 1 0 22 14 6 28 17 15 17 15 15 11 4 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_20720Pp3c7_20720transcript PAC:32922930protein_codingNA c.-2845_-2844delATNA NA NA NA 2760
Chr07 14575564 AAT A Chr07_14575564_AAT_AAAT_A INDEL 1281.35 22 14 6 0 0 0 0 0 0 0 0 0 1 0 22 14 6 28 17 15 17 15 15 11 4 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_20750Pp3c7_20750transcript PAC:32926084protein_codingNA c.-2776_-2775delATNA NA NA NA 2371
Chr07 14575564 AAT A Chr07_14575564_AAT_AAAT_A INDEL 1281.35 22 14 6 0 0 0 0 0 0 0 0 0 1 0 22 14 6 28 17 15 17 15 15 11 4 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_20750Pp3c7_20750transcript PAC:32926085protein_codingNA c.-2776_-2775delATNA NA NA NA 2776
Chr07 14575564 AAT A Chr07_14575564_AAT_AAAT_A INDEL 1281.35 22 14 6 0 0 0 0 0 0 0 0 0 1 0 22 14 6 28 17 15 17 15 15 11 4 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_20740Pp3c7_20740transcript PAC:32923352protein_codingNA c.*2161_*2162delATNA NA NA NA 2162
Chr07 14575564 AAT A Chr07_14575564_AAT_AAAT_A INDEL 1281.35 22 14 6 0 0 0 0 0 0 0 0 0 1 0 22 14 6 28 17 15 17 15 15 11 4 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_20760Pp3c7_20760transcript PAC:32924512protein_codingNA c.*4345_*4346delATNA NA NA NA 4025
Chr07 14575564 AAT A Chr07_14575564_AAT_AAAT_A INDEL 1281.35 22 14 6 0 0 0 0 0 0 0 0 0 1 0 22 14 6 28 17 15 17 15 15 11 4 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_20760Pp3c7_20760transcript PAC:32924513protein_codingNA c.*4345_*4346delATNA NA NA NA 4049
Chr07 14575564 AAT A Chr07_14575564_AAT_AAAT_A INDEL 1281.35 22 14 6 0 0 0 0 0 0 0 0 0 1 0 22 14 6 28 17 15 17 15 15 11 4 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_20760Pp3c7_20760transcript PAC:32924514protein_codingNA c.*4345_*4346delATNA NA NA NA 4049
Chr07 14575564 AAT A Chr07_14575564_AAT_AAAT_A INDEL 1281.35 22 14 6 0 0 0 0 0 0 0 0 0 1 0 22 14 6 28 17 15 17 15 15 11 4 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c7_20720-Pp3c7_20740Pp3c7_20720-Pp3c7_20740intergenic_regionPp3c7_20720-Pp3c7_20740NA NA n.14575565_14575566delATNA NA NA NA NA
Chr07 14642697 A T Chr07_14642697_A_TA_T SNP 19474.63 15 16 17 18 18 40 29 27 34 23 20 19 9 12 15 16 17 18 18 40 29 27 34 23 20 19 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_20820Pp3c7_20820transcript PAC:32924238protein_codingNA c.*3248T>A NA NA NA NA 2714
Chr07 14642697 A T Chr07_14642697_A_TA_T SNP 19474.63 15 16 17 18 18 40 29 27 34 23 20 19 9 12 15 16 17 18 18 40 29 27 34 23 20 19 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_20820Pp3c7_20820transcript PAC:32924240protein_codingNA c.*3248T>A NA NA NA NA 2783
Chr07 14642697 A T Chr07_14642697_A_TA_T SNP 19474.63 15 16 17 18 18 40 29 27 34 23 20 19 9 12 15 16 17 18 18 40 29 27 34 23 20 19 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_20820Pp3c7_20820transcript PAC:32924239protein_codingNA c.*3248T>A NA NA NA NA 2783
Chr07 14642697 A T Chr07_14642697_A_TA_T SNP 19474.63 15 16 17 18 18 40 29 27 34 23 20 19 9 12 15 16 17 18 18 40 29 27 34 23 20 19 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_20810-Pp3c7_20820Pp3c7_20810-Pp3c7_20820intergenic_regionPp3c7_20810-Pp3c7_20820NA NA n.14642697A>TNA NA NA NA NA
Chr07 14646057 C T Chr07_14646057_C_TC_T SNP 17715.63 17 17 16 15 25 28 29 22 21 28 24 24 12 16 17 17 16 15 25 28 29 22 21 28 24 24 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 0.941 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_20820Pp3c7_20820transcript PAC:32924238protein_coding 07-juil c.1668-40G>ANA NA NA NA NA
Chr07 14646057 C T Chr07_14646057_C_TC_T SNP 17715.63 17 17 16 15 25 28 29 22 21 28 24 24 12 16 17 17 16 15 25 28 29 22 21 28 24 24 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 0.941 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_20820Pp3c7_20820transcript PAC:32924240protein_coding 06-juin c.1668-40G>ANA NA NA NA NA
Chr07 14646057 C T Chr07_14646057_C_TC_T SNP 17715.63 17 17 16 15 25 28 29 22 21 28 24 24 12 16 17 17 16 15 25 28 29 22 21 28 24 24 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 0.941 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c7_20820Pp3c7_20820transcript PAC:32924239protein_coding 07-juil c.1668-40G>ANA NA NA NA NA
Chr07 14660913 C CAT Chr07_14660913_C_CATC_CAT INDEL 3568.24 1 1 2 14 15 20 23 21 0 0 0 0 0 0 24 13 9 14 16 20 23 21 14 23 13 7 6 12 0 0 0.222 1 0.938 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c7_20860Pp3c7_20860transcript PAC:32924500protein_codingNA c.-3457_-3456insATNA NA NA NA 2957
Chr07 14660913 C CAT Chr07_14660913_C_CATC_CAT INDEL 3568.24 1 1 2 14 15 20 23 21 0 0 0 0 0 0 24 13 9 14 16 20 23 21 14 23 13 7 6 12 0 0 0.222 1 0.938 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c7_20860Pp3c7_20860transcript PAC:32924501protein_codingNA c.-3457_-3456insATNA NA NA NA 2909
Chr07 14660913 C CAT Chr07_14660913_C_CATC_CAT INDEL 3568.24 1 1 2 14 15 20 23 21 0 0 0 0 0 0 24 13 9 14 16 20 23 21 14 23 13 7 6 12 0 0 0.222 1 0.938 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c7_20851Pp3c7_20851transcript PAC:32924511protein_codingNA c.*5388_*5389insATNA NA NA NA 4994
Chr07 14660913 C CAT Chr07_14660913_C_CATC_CAT INDEL 3568.24 1 1 2 14 15 20 23 21 0 0 0 0 0 0 24 13 9 14 16 20 23 21 14 23 13 7 6 12 0 0 0.222 1 0.938 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c7_20851-Pp3c7_20860Pp3c7_20851-Pp3c7_20860intergenic_regionPp3c7_20851-Pp3c7_20860NA NA n.14660913_14660914insATNA NA NA NA NA
Chr07 14750486 T TA Chr07_14750486_T_TAT_TA INDEL 15583.59 20 13 21 22 17 23 20 25 17 31 22 17 6 14 20 13 21 22 17 23 20 25 17 31 22 17 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_20960Pp3c7_20960transcript PAC:32925839protein_codingNA c.-4972_-4971insANA NA NA NA 4971
Chr07 14750486 T TA Chr07_14750486_T_TAT_TA INDEL 15583.59 20 13 21 22 17 23 20 25 17 31 22 17 6 14 20 13 21 22 17 23 20 25 17 31 22 17 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_20960Pp3c7_20960transcript PAC:32925840protein_codingNA c.-4942_-4941insANA NA NA NA 4575
Chr07 14750486 T TA Chr07_14750486_T_TAT_TA INDEL 15583.59 20 13 21 22 17 23 20 25 17 31 22 17 6 14 20 13 21 22 17 23 20 25 17 31 22 17 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_20950Pp3c7_20950transcript PAC:32924413protein_codingNA c.*5825_*5826insTNA NA NA NA 4891
Chr07 14750486 T TA Chr07_14750486_T_TAT_TA INDEL 15583.59 20 13 21 22 17 23 20 25 17 31 22 17 6 14 20 13 21 22 17 23 20 25 17 31 22 17 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_20921-Pp3c7_20960Pp3c7_20921-Pp3c7_20960intergenic_regionPp3c7_20921-Pp3c7_20960NA NA n.14750486_14750487insANA NA NA NA NA
Chr07 14805072 G A Chr07_14805072_G_AG_A SNP 2176.39 27 10 15 0 0 0 0 0 0 0 0 0 0 0 27 10 15 28 18 35 30 29 21 28 19 16 6 16 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_21110Pp3c7_21110transcript PAC:32926339protein_codingNA c.-1718G>A NA NA NA NA 1718
Chr07 14805072 G A Chr07_14805072_G_AG_A SNP 2176.39 27 10 15 0 0 0 0 0 0 0 0 0 0 0 27 10 15 28 18 35 30 29 21 28 19 16 6 16 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_21100Pp3c7_21100transcript PAC:32925853protein_codingNA c.-1733G>A NA NA NA NA 1733
Chr07 14805072 G A Chr07_14805072_G_AG_A SNP 2176.39 27 10 15 0 0 0 0 0 0 0 0 0 0 0 27 10 15 28 18 35 30 29 21 28 19 16 6 16 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_21110Pp3c7_21110transcript PAC:32926340protein_codingNA c.-1820G>A NA NA NA NA 1820
Chr07 14805072 G A Chr07_14805072_G_AG_A SNP 2176.39 27 10 15 0 0 0 0 0 0 0 0 0 0 0 27 10 15 28 18 35 30 29 21 28 19 16 6 16 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_21070Pp3c7_21070transcript PAC:32924256protein_codingNA c.*3347G>A NA NA NA NA 1888
Chr07 14805072 G A Chr07_14805072_G_AG_A SNP 2176.39 27 10 15 0 0 0 0 0 0 0 0 0 0 0 27 10 15 28 18 35 30 29 21 28 19 16 6 16 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_21070Pp3c7_21070transcript PAC:32924257protein_codingNA c.*3347G>A NA NA NA NA 3038
Chr07 14805072 G A Chr07_14805072_G_AG_A SNP 2176.39 27 10 15 0 0 0 0 0 0 0 0 0 0 0 27 10 15 28 18 35 30 29 21 28 19 16 6 16 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intron_variantMODIFIER Pp3c7_21090Pp3c7_21090transcript PAC:32924456protein_coding 01-janv c.-81-762G>ANA NA NA NA NA
Chr07 14915778 C T Chr07_14915778_C_TC_T SNP 20617.63 36 13 21 11 23 33 45 18 26 32 21 16 11 15 37 13 21 11 23 33 45 18 26 32 21 16 11 15 0.973 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_21380Pp3c7_21380transcript PAC:32925819protein_codingNA c.-3810G>A NA NA NA NA 3725
Chr07 14915778 C T Chr07_14915778_C_TC_T SNP 20617.63 36 13 21 11 23 33 45 18 26 32 21 16 11 15 37 13 21 11 23 33 45 18 26 32 21 16 11 15 0.973 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_21380Pp3c7_21380transcript PAC:32925820protein_codingNA c.-3810G>A NA NA NA NA 3725
Chr07 14915778 C T Chr07_14915778_C_TC_T SNP 20617.63 36 13 21 11 23 33 45 18 26 32 21 16 11 15 37 13 21 11 23 33 45 18 26 32 21 16 11 15 0.973 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_21388Pp3c7_21388transcript PAC:32925352protein_codingNA c.*286G>A NA NA NA NA 286
Chr07 14915778 C T Chr07_14915778_C_TC_T SNP 20617.63 36 13 21 11 23 33 45 18 26 32 21 16 11 15 37 13 21 11 23 33 45 18 26 32 21 16 11 15 0.973 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_21380-Pp3c7_21388Pp3c7_21380-Pp3c7_21388intergenic_regionPp3c7_21380-Pp3c7_21388NA NA n.14915778C>TNA NA NA NA NA
Chr07 14927274 C T Chr07_14927274_C_TC_T SNP 12390.63 21 18 15 21 12 25 21 22 13 16 18 13 7 15 21 18 15 23 12 25 21 24 15 16 21 13 7 16 1 1 1 0.913 1 1 1 0.917 0.867 1 0.857 1 1 0.938 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_21388-Pp3c7_21870Pp3c7_21388-Pp3c7_21870intergenic_regionPp3c7_21388-Pp3c7_21870NA NA n.14927274C>TNA NA NA NA NA
Chr07 14930281 C A Chr07_14930281_C_AC_A SNP 9650.63 19 13 15 11 13 25 18 11 11 9 6 5 4 10 19 13 15 11 13 25 18 11 11 9 6 5 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_21388-Pp3c7_21870Pp3c7_21388-Pp3c7_21870intergenic_regionPp3c7_21388-Pp3c7_21870NA NA n.14930281C>ANA NA NA NA NA
Chr07 14933976 GC G Chr07_14933976_GC_GGC_G INDEL 17178.59 38 19 15 16 21 34 15 27 17 21 15 17 12 10 38 19 15 16 21 34 15 27 17 21 15 17 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_21388-Pp3c7_21870Pp3c7_21388-Pp3c7_21870intergenic_regionPp3c7_21388-Pp3c7_21870NA NA n.14933977delCNA NA NA NA NA
Chr07 14963376 C T Chr07_14963376_C_TC_T SNP 11938.63 21 4 8 12 10 31 20 6 18 22 6 7 8 6 21 4 8 12 10 31 20 6 18 23 6 7 8 6 1 1 1 1 1 1 1 1 1 0.957 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_21388-Pp3c7_21870Pp3c7_21388-Pp3c7_21870intergenic_regionPp3c7_21388-Pp3c7_21870NA NA n.14963376C>TNA NA NA NA NA
Chr07 14965988 A C Chr07_14965988_A_CA_C SNP 16965.63 28 31 24 22 18 40 28 17 29 20 14 13 11 13 29 31 25 24 18 40 28 17 31 23 14 14 12 13 0.966 1 0.96 0.917 1 1 1 1 0.935 0.87 1 0.929 0.917 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_21388-Pp3c7_21870Pp3c7_21388-Pp3c7_21870intergenic_regionPp3c7_21388-Pp3c7_21870NA NA n.14965988A>CNA NA NA NA NA
Chr07 14966096 T G Chr07_14966096_T_GT_G SNP 30875.63 52 38 43 25 31 61 42 41 49 44 24 20 32 27 52 38 43 27 31 63 42 42 50 46 24 21 32 27 1 1 1 0.926 1 0.968 1 0.976 0.98 0.957 1 0.952 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_21388-Pp3c7_21870Pp3c7_21388-Pp3c7_21870intergenic_regionPp3c7_21388-Pp3c7_21870NA NA n.14966096T>GNA NA NA NA NA
Chr07 14984154 G T Chr07_14984154_G_TG_T SNP 13208.63 25 17 22 18 23 32 27 31 18 18 14 26 19 21 26 18 22 20 24 36 27 36 19 20 14 26 19 21 0.962 0.944 1 0.9 0.958 0.889 1 0.861 0.947 0.9 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_21388-Pp3c7_21870Pp3c7_21388-Pp3c7_21870intergenic_regionPp3c7_21388-Pp3c7_21870NA NA n.14984154G>TNA NA NA NA NA
Chr07 14991702 C T Chr07_14991702_C_TC_T SNP 18923.63 33 40 34 19 23 47 29 28 29 39 13 22 23 22 40 40 39 22 27 54 31 35 35 45 13 26 26 23 0.825 1 0.872 0.864 0.852 0.87 0.935 0.8 0.829 0.867 1 0.846 0.885 0.957 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_21388-Pp3c7_21870Pp3c7_21388-Pp3c7_21870intergenic_regionPp3c7_21388-Pp3c7_21870NA NA n.14991702C>TNA NA NA NA NA
Chr07 15128820 C CA Chr07_15128820_C_CAC_CA INDEL 13163.59 18 19 14 20 16 16 21 13 22 27 7 10 9 9 18 19 14 20 16 16 21 13 22 27 7 10 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c7_22100Pp3c7_22100transcript PAC:32924426protein_coding 02-août c.66-7_66-6insTNA NA NA NA NA
Chr07 15128820 C CA Chr07_15128820_C_CAC_CA INDEL 13163.59 18 19 14 20 16 16 21 13 22 27 7 10 9 9 18 19 14 20 16 16 21 13 22 27 7 10 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_22100Pp3c7_22100transcript PAC:32924427protein_codingNA c.-8_-7insT NA NA NA NA 8
Chr07 15256863 T TTA Chr07_15256863_T_TTAT_TTA INDEL 329.37 1 0 1 0 0 0 1 2 0 0 0 14 0 0 14 16 8 18 8 12 17 12 11 11 13 14 4 7 0 0 0 0 0 0 0 0.167 0 0 0 1 0 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c7_22320-Pp3c7_22400Pp3c7_22320-Pp3c7_22400intergenic_regionPp3c7_22320-Pp3c7_22400NA NA n.15256863_15256864insTANA NA NA NA NA
Chr07 15267404 G GA Chr07_15267404_G_GAG_GA INDEL 15044.59 32 14 14 31 14 31 35 30 22 19 9 24 13 5 32 14 14 31 14 31 35 30 22 19 9 24 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_22320-Pp3c7_22400Pp3c7_22320-Pp3c7_22400intergenic_regionPp3c7_22320-Pp3c7_22400NA NA n.15267404_15267405insANA NA NA NA NA
Chr07 15316216 AAT A Chr07_15316216_AAT_AAAT_A INDEL 7093.59 12 11 12 16 12 14 7 14 10 4 6 5 9 7 13 11 13 16 12 14 8 14 10 4 6 5 9 7 0.923 1 0.923 1 1 1 0.875 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_22420-Pp3c7_22430Pp3c7_22420-Pp3c7_22430intergenic_regionPp3c7_22420-Pp3c7_22430NA NA n.15316217_15316218delATNA NA NA NA NA
Chr07 15477742 G T Chr07_15477742_G_TG_T SNP 12787.63 16 14 12 18 15 18 17 23 16 15 13 12 6 7 16 14 12 19 15 18 17 23 16 15 13 12 6 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_22640Pp3c7_22640transcript PAC:32923845protein_codingNA c.-1787G>T NA NA NA NA 1527
Chr07 15477742 G T Chr07_15477742_G_TG_T SNP 12787.63 16 14 12 18 15 18 17 23 16 15 13 12 6 7 16 14 12 19 15 18 17 23 16 15 13 12 6 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_22640Pp3c7_22640transcript PAC:32923846protein_codingNA c.-1787G>T NA NA NA NA 1544
Chr07 15477742 G T Chr07_15477742_G_TG_T SNP 12787.63 16 14 12 18 15 18 17 23 16 15 13 12 6 7 16 14 12 19 15 18 17 23 16 15 13 12 6 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_22620Pp3c7_22620transcript PAC:32925358protein_codingNA c.*1219C>A NA NA NA NA 1219
Chr07 15477742 G T Chr07_15477742_G_TG_T SNP 12787.63 16 14 12 18 15 18 17 23 16 15 13 12 6 7 16 14 12 19 15 18 17 23 16 15 13 12 6 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_22620Pp3c7_22620transcript PAC:32925359protein_codingNA c.*1219C>A NA NA NA NA 953
Chr07 15477742 G T Chr07_15477742_G_TG_T SNP 12787.63 16 14 12 18 15 18 17 23 16 15 13 12 6 7 16 14 12 19 15 18 17 23 16 15 13 12 6 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_22600-Pp3c7_22620Pp3c7_22600-Pp3c7_22620intergenic_regionPp3c7_22600-Pp3c7_22620NA NA n.15477742G>TNA NA NA NA NA
Chr07 15500579 A G Chr07_15500579_A_GA_G SNP 9802.63 14 7 10 11 14 6 11 12 11 15 4 7 7 10 14 7 10 11 15 6 11 12 11 16 4 7 7 10 1 1 1 1 0.933 1 1 1 1 0.938 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_22640-Pp3c7_22710Pp3c7_22640-Pp3c7_22710intergenic_regionPp3c7_22640-Pp3c7_22710NA NA n.15500579A>GNA NA NA NA NA
Chr07 15502460 C T Chr07_15502460_C_TC_T SNP 11049.63 13 11 10 18 12 13 24 8 7 18 10 11 7 7 13 11 10 18 12 13 24 8 7 18 10 11 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_22640-Pp3c7_22710Pp3c7_22640-Pp3c7_22710intergenic_regionPp3c7_22640-Pp3c7_22710NA NA n.15502460C>TNA NA NA NA NA
Chr07 15502461 C A Chr07_15502461_C_AC_A SNP 11094.63 13 11 10 18 12 13 24 8 7 19 10 11 7 8 13 11 10 18 12 13 24 8 7 19 10 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_22640-Pp3c7_22710Pp3c7_22640-Pp3c7_22710intergenic_regionPp3c7_22640-Pp3c7_22710NA NA n.15502461C>ANA NA NA NA NA
Chr07 15502617 A G Chr07_15502617_A_GA_G SNP 14668.63 20 20 10 15 15 14 35 17 20 27 9 9 14 5 20 20 10 15 15 14 35 17 20 27 9 9 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_22640-Pp3c7_22710Pp3c7_22640-Pp3c7_22710intergenic_regionPp3c7_22640-Pp3c7_22710NA NA n.15502617A>GNA NA NA NA NA
Chr07 15552328 G T Chr07_15552328_G_TG_T SNP 16693.63 30 14 8 18 24 28 28 30 13 18 5 12 15 15 30 14 8 18 24 28 28 30 13 18 5 12 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c7_22710Pp3c7_22710transcript PAC:32925774protein_coding 02-févr c.*402C>A NA NA NA NA 402
Chr07 15552328 G T Chr07_15552328_G_TG_T SNP 16693.63 30 14 8 18 24 28 28 30 13 18 5 12 15 15 30 14 8 18 24 28 28 30 13 18 5 12 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c7_22710Pp3c7_22710transcript PAC:32925775protein_coding 01-janv c.*402C>A NA NA NA NA 402
Chr07 15708640 G A Chr07_15708640_G_AG_A SNP 6217.29 0 0 0 24 19 22 37 27 0 0 0 0 0 0 29 17 21 25 19 22 38 27 24 16 15 22 11 9 0 0 0 0.96 1 1 0.974 1 0 0 0 0 0 0 0 5 5 0 0 5 0 missense_variantMODERATE Pp3c7_23020Pp3c7_23020transcript PAC:32924767protein_coding 03-juin c.1300C>T p.Arg434Cys 1874/5027 1300/3987 434/1328 NA
Chr07 15708640 G A Chr07_15708640_G_AG_A SNP 6217.29 0 0 0 24 19 22 37 27 0 0 0 0 0 0 29 17 21 25 19 22 38 27 24 16 15 22 11 9 0 0 0 0.96 1 1 0.974 1 0 0 0 0 0 0 0 5 5 0 0 5 0 missense_variantMODERATE Pp3c7_23020Pp3c7_23020transcript PAC:32924770protein_coding 02-mai c.1300C>T p.Arg434Cys 2333/5475 1300/3987 434/1328 NA
Chr07 15708640 G A Chr07_15708640_G_AG_A SNP 6217.29 0 0 0 24 19 22 37 27 0 0 0 0 0 0 29 17 21 25 19 22 38 27 24 16 15 22 11 9 0 0 0 0.96 1 1 0.974 1 0 0 0 0 0 0 0 5 5 0 0 5 0 missense_variantMODERATE Pp3c7_23020Pp3c7_23020transcript PAC:32924769protein_coding 03-juin c.1300C>T p.Arg434Cys 2155/5278 1300/3987 434/1328 NA
Chr07 15708640 G A Chr07_15708640_G_AG_A SNP 6217.29 0 0 0 24 19 22 37 27 0 0 0 0 0 0 29 17 21 25 19 22 38 27 24 16 15 22 11 9 0 0 0 0.96 1 1 0.974 1 0 0 0 0 0 0 0 5 5 0 0 5 0 missense_variantMODERATE Pp3c7_23020Pp3c7_23020transcript PAC:32924768protein_coding 03-juin c.1300C>T p.Arg434Cys 2010/5113 1300/3987 434/1328 NA
Chr07 15708640 G A Chr07_15708640_G_AG_A SNP 6217.29 0 0 0 24 19 22 37 27 0 0 0 0 0 0 29 17 21 25 19 22 38 27 24 16 15 22 11 9 0 0 0 0.96 1 1 0.974 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_23040Pp3c7_23040transcript PAC:32923390protein_codingNA c.*4094C>T NA NA NA NA 3730
Chr07 15708640 G A Chr07_15708640_G_AG_A SNP 6217.29 0 0 0 24 19 22 37 27 0 0 0 0 0 0 29 17 21 25 19 22 38 27 24 16 15 22 11 9 0 0 0 0.96 1 1 0.974 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c7_23040Pp3c7_23040transcript PAC:32923391protein_codingNA c.*4094C>T NA NA NA NA 3839
Chr07 15819893 C T Chr07_15819893_C_TC_T SNP 20900.63 31 17 24 27 16 28 37 25 32 43 20 21 8 8 31 17 24 27 16 28 37 25 32 43 20 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_23280-Pp3c7_23289Pp3c7_23280-Pp3c7_23289intergenic_regionPp3c7_23280-Pp3c7_23289NA NA n.15819893C>TNA NA NA NA NA
Chr07 16016256 C T Chr07_16016256_C_TC_T SNP 11520.63 20 7 10 17 12 8 14 10 13 17 9 11 5 8 20 7 10 17 12 8 14 10 13 17 9 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_23710Pp3c7_23710transcript PAC:32926106protein_codingNA c.-1927C>T NA NA NA NA 920
Chr07 16016256 C T Chr07_16016256_C_TC_T SNP 11520.63 20 7 10 17 12 8 14 10 13 17 9 11 5 8 20 7 10 17 12 8 14 10 13 17 9 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_23710Pp3c7_23710transcript PAC:32926107protein_codingNA c.-1927C>T NA NA NA NA 858
Chr07 16016256 C T Chr07_16016256_C_TC_T SNP 11520.63 20 7 10 17 12 8 14 10 13 17 9 11 5 8 20 7 10 17 12 8 14 10 13 17 9 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_23710Pp3c7_23710transcript PAC:32926108protein_codingNA c.-1927C>T NA NA NA NA 1590
Chr07 16016256 C T Chr07_16016256_C_TC_T SNP 11520.63 20 7 10 17 12 8 14 10 13 17 9 11 5 8 20 7 10 17 12 8 14 10 13 17 9 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_23699Pp3c7_23699transcript PAC:32922974protein_codingNA c.*2708C>T NA NA NA NA 2588
Chr07 16016256 C T Chr07_16016256_C_TC_T SNP 11520.63 20 7 10 17 12 8 14 10 13 17 9 11 5 8 20 7 10 17 12 8 14 10 13 17 9 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_23690Pp3c7_23690transcript PAC:32925503protein_codingNA c.*5295C>T NA NA NA NA 4966
Chr07 16016256 C T Chr07_16016256_C_TC_T SNP 11520.63 20 7 10 17 12 8 14 10 13 17 9 11 5 8 20 7 10 17 12 8 14 10 13 17 9 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_23699-Pp3c7_23710Pp3c7_23699-Pp3c7_23710intergenic_regionPp3c7_23699-Pp3c7_23710NA NA n.16016256C>TNA NA NA NA NA
Chr07 16081422 C G Chr07_16081422_C_GC_G SNP 15358.63 20 14 6 20 11 14 19 16 19 23 4 23 14 7 20 14 6 20 11 14 19 16 19 23 4 23 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_23790Pp3c7_23790transcript PAC:32925111protein_codingNA c.-1883C>G NA NA NA NA 595
Chr07 16081422 C G Chr07_16081422_C_GC_G SNP 15358.63 20 14 6 20 11 14 19 16 19 23 4 23 14 7 20 14 6 20 11 14 19 16 19 23 4 23 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_23790Pp3c7_23790transcript PAC:32925116protein_codingNA c.-1883C>G NA NA NA NA 567
Chr07 16081422 C G Chr07_16081422_C_GC_G SNP 15358.63 20 14 6 20 11 14 19 16 19 23 4 23 14 7 20 14 6 20 11 14 19 16 19 23 4 23 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_23790Pp3c7_23790transcript PAC:32925114protein_codingNA c.-1883C>G NA NA NA NA 598
Chr07 16081422 C G Chr07_16081422_C_GC_G SNP 15358.63 20 14 6 20 11 14 19 16 19 23 4 23 14 7 20 14 6 20 11 14 19 16 19 23 4 23 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_23790Pp3c7_23790transcript PAC:32925112protein_codingNA c.-1883C>G NA NA NA NA 908
Chr07 16081422 C G Chr07_16081422_C_GC_G SNP 15358.63 20 14 6 20 11 14 19 16 19 23 4 23 14 7 20 14 6 20 11 14 19 16 19 23 4 23 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_23790Pp3c7_23790transcript PAC:32925115protein_codingNA c.-1883C>G NA NA NA NA 927
Chr07 16081422 C G Chr07_16081422_C_GC_G SNP 15358.63 20 14 6 20 11 14 19 16 19 23 4 23 14 7 20 14 6 20 11 14 19 16 19 23 4 23 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_23790Pp3c7_23790transcript PAC:32925113protein_codingNA c.-1883C>G NA NA NA NA 1026
Chr07 16081422 C G Chr07_16081422_C_GC_G SNP 15358.63 20 14 6 20 11 14 19 16 19 23 4 23 14 7 20 14 6 20 11 14 19 16 19 23 4 23 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_23760-Pp3c7_23790Pp3c7_23760-Pp3c7_23790intergenic_regionPp3c7_23760-Pp3c7_23790NA NA n.16081422C>GNA NA NA NA NA
Chr07 16109547 TTA T Chr07_16109547_TTA_TTTA_T INDEL 8648.24 26 14 15 0 0 1 0 1 24 22 8 10 5 9 27 15 15 17 13 20 28 23 24 22 8 10 5 9 0.963 0.933 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c7_23820Pp3c7_23820transcript PAC:32926169protein_codingNA c.-4200_-4199delTANA NA NA NA 2885
Chr07 16109547 TTA T Chr07_16109547_TTA_TTTA_T INDEL 8648.24 26 14 15 0 0 1 0 1 24 22 8 10 5 9 27 15 15 17 13 20 28 23 24 22 8 10 5 9 0.963 0.933 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c7_23840Pp3c7_23840transcript PAC:32924355protein_codingNA c.-2533_-2532delTANA NA NA NA 962
Chr07 16109547 TTA T Chr07_16109547_TTA_TTTA_T INDEL 8648.24 26 14 15 0 0 1 0 1 24 22 8 10 5 9 27 15 15 17 13 20 28 23 24 22 8 10 5 9 0.963 0.933 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c7_23820Pp3c7_23820transcript PAC:32926171protein_codingNA c.-4200_-4199delTANA NA NA NA 2876
Chr07 16109547 TTA T Chr07_16109547_TTA_TTTA_T INDEL 8648.24 26 14 15 0 0 1 0 1 24 22 8 10 5 9 27 15 15 17 13 20 28 23 24 22 8 10 5 9 0.963 0.933 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c7_23820Pp3c7_23820transcript PAC:32926172protein_codingNA c.-4200_-4199delTANA NA NA NA 2876
Chr07 16109547 TTA T Chr07_16109547_TTA_TTTA_T INDEL 8648.24 26 14 15 0 0 1 0 1 24 22 8 10 5 9 27 15 15 17 13 20 28 23 24 22 8 10 5 9 0.963 0.933 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c7_23820Pp3c7_23820transcript PAC:32926170protein_codingNA c.-4200_-4199delTANA NA NA NA 2861
Chr07 16109547 TTA T Chr07_16109547_TTA_TTTA_T INDEL 8648.24 26 14 15 0 0 1 0 1 24 22 8 10 5 9 27 15 15 17 13 20 28 23 24 22 8 10 5 9 0.963 0.933 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c7_23840Pp3c7_23840transcript PAC:32924356protein_codingNA c.-2533_-2532delTANA NA NA NA 2533
Chr07 16109547 TTA T Chr07_16109547_TTA_TTTA_T INDEL 8648.24 26 14 15 0 0 1 0 1 24 22 8 10 5 9 27 15 15 17 13 20 28 23 24 22 8 10 5 9 0.963 0.933 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c7_23820-Pp3c7_23840Pp3c7_23820-Pp3c7_23840intergenic_regionPp3c7_23820-Pp3c7_23840NA NA n.16109548_16109549delTANA NA NA NA NA
Chr07 16162363 C T Chr07_16162363_C_TC_T SNP 21300.63 27 21 20 29 27 30 29 25 25 29 10 19 15 17 27 21 20 29 27 30 29 25 25 29 10 19 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_23900-Pp3c7_23970Pp3c7_23900-Pp3c7_23970intergenic_regionPp3c7_23900-Pp3c7_23970NA NA n.16162363C>TNA NA NA NA NA
Chr07 16162404 G T Chr07_16162404_G_TG_T SNP 22567.63 29 20 20 32 29 31 31 33 19 27 13 23 15 16 29 20 20 32 29 31 31 33 19 27 13 23 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_23900-Pp3c7_23970Pp3c7_23900-Pp3c7_23970intergenic_regionPp3c7_23900-Pp3c7_23970NA NA n.16162404G>TNA NA NA NA NA
Chr07 16469229 G GAT Chr07_16469229_G_GATG_GAT INDEL 3443.24 2 0 2 17 18 27 20 15 0 0 0 0 0 0 20 13 17 17 18 27 20 16 5 14 12 6 8 7 0.1 0 0.118 1 1 1 1 0.938 0 0 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c7_24510Pp3c7_24510transcript PAC:32924991protein_codingNA c.-4152_-4151insATNA NA NA NA 4151
Chr07 16469229 G GAT Chr07_16469229_G_GATG_GAT INDEL 3443.24 2 0 2 17 18 27 20 15 0 0 0 0 0 0 20 13 17 17 18 27 20 16 5 14 12 6 8 7 0.1 0 0.118 1 1 1 1 0.938 0 0 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c7_24520Pp3c7_24520transcript PAC:32925449protein_codingNA c.-4553_-4552insATNA NA NA NA 4552
Chr07 16469229 G GAT Chr07_16469229_G_GATG_GAT INDEL 3443.24 2 0 2 17 18 27 20 15 0 0 0 0 0 0 20 13 17 17 18 27 20 16 5 14 12 6 8 7 0.1 0 0.118 1 1 1 1 0.938 0 0 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c7_24490-Pp3c7_24510Pp3c7_24490-Pp3c7_24510intergenic_regionPp3c7_24490-Pp3c7_24510NA NA n.16469229_16469230insATNA NA NA NA NA
Chr07 16662538 T TA Chr07_16662538_T_TAT_TA INDEL 14429.59 28 20 8 29 18 33 33 25 29 17 8 13 12 12 28 20 8 29 18 33 33 25 29 17 8 13 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_24754-Pp3c7_24769Pp3c7_24754-Pp3c7_24769intergenic_regionPp3c7_24754-Pp3c7_24769NA NA n.16662538_16662539insANA NA NA NA NA
Chr07 16905976 C CTA Chr07_16905976_C_CTAC_CTA INDEL 1541.93 1 0 0 0 0 1 1 0 11 13 6 8 4 7 25 14 12 30 10 22 25 17 11 14 6 8 4 7 0 0 0 0 0 0 0 0 1 0.929 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c7_25080Pp3c7_25080transcript PAC:32924782protein_codingNA c.*1379_*1380insTANA NA NA NA 492
Chr07 16905976 C CTA Chr07_16905976_C_CTAC_CTA INDEL 1541.93 1 0 0 0 0 1 1 0 11 13 6 8 4 7 25 14 12 30 10 22 25 17 11 14 6 8 4 7 0 0 0 0 0 0 0 0 1 0.929 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c7_25080Pp3c7_25080transcript PAC:32924783protein_codingNA c.*1379_*1380insTANA NA NA NA 1293
Chr07 16905976 C CTA Chr07_16905976_C_CTAC_CTA INDEL 1541.93 1 0 0 0 0 1 1 0 11 13 6 8 4 7 25 14 12 30 10 22 25 17 11 14 6 8 4 7 0 0 0 0 0 0 0 0 1 0.929 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c7_25080-Pp3c7_25100Pp3c7_25080-Pp3c7_25100intergenic_regionPp3c7_25080-Pp3c7_25100NA NA n.16905976_16905977insTANA NA NA NA NA
Chr07 17019110 C G Chr07_17019110_C_GC_G SNP 18855.63 17 8 14 19 27 26 26 18 23 19 17 12 8 12 17 8 14 19 27 26 26 18 23 19 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c7_25200Pp3c7_25200transcript PAC:32925013protein_coding 01-janv c.103-4C>G NA NA NA NA NA
Chr07 17019110 C G Chr07_17019110_C_GC_G SNP 18855.63 17 8 14 19 27 26 26 18 23 19 17 12 8 12 17 8 14 19 27 26 26 18 23 19 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_25180Pp3c7_25180transcript PAC:32925156protein_codingNA c.*5124C>G NA NA NA NA 3672
Chr07 17019110 C G Chr07_17019110_C_GC_G SNP 18855.63 17 8 14 19 27 26 26 18 23 19 17 12 8 12 17 8 14 19 27 26 26 18 23 19 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_25220Pp3c7_25220transcript PAC:32923129protein_codingNA c.*1526G>C NA NA NA NA 1013
Chr07 17019110 C G Chr07_17019110_C_GC_G SNP 18855.63 17 8 14 19 27 26 26 18 23 19 17 12 8 12 17 8 14 19 27 26 26 18 23 19 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_25180Pp3c7_25180transcript PAC:32925157protein_codingNA c.*5124C>G NA NA NA NA 3284
Chr07 17019110 C G Chr07_17019110_C_GC_G SNP 18855.63 17 8 14 19 27 26 26 18 23 19 17 12 8 12 17 8 14 19 27 26 26 18 23 19 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_25180Pp3c7_25180transcript PAC:32925158protein_codingNA c.*5124C>G NA NA NA NA 3284
Chr07 17019110 C G Chr07_17019110_C_GC_G SNP 18855.63 17 8 14 19 27 26 26 18 23 19 17 12 8 12 17 8 14 19 27 26 26 18 23 19 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_25220Pp3c7_25220transcript PAC:32923130protein_codingNA c.*1526G>C NA NA NA NA 1077
Chr07 17019111 T G Chr07_17019111_T_GT_G SNP 18855.63 18 8 14 18 26 26 26 20 23 20 17 12 8 12 18 8 14 18 26 26 26 20 23 20 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c7_25200Pp3c7_25200transcript PAC:32925013protein_coding 01-janv c.103-3T>G NA NA NA NA NA
Chr07 17019111 T G Chr07_17019111_T_GT_G SNP 18855.63 18 8 14 18 26 26 26 20 23 20 17 12 8 12 18 8 14 18 26 26 26 20 23 20 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_25180Pp3c7_25180transcript PAC:32925156protein_codingNA c.*5125T>G NA NA NA NA 3673
Chr07 17019111 T G Chr07_17019111_T_GT_G SNP 18855.63 18 8 14 18 26 26 26 20 23 20 17 12 8 12 18 8 14 18 26 26 26 20 23 20 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_25220Pp3c7_25220transcript PAC:32923129protein_codingNA c.*1525A>C NA NA NA NA 1012
Chr07 17019111 T G Chr07_17019111_T_GT_G SNP 18855.63 18 8 14 18 26 26 26 20 23 20 17 12 8 12 18 8 14 18 26 26 26 20 23 20 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_25180Pp3c7_25180transcript PAC:32925157protein_codingNA c.*5125T>G NA NA NA NA 3285
Chr07 17019111 T G Chr07_17019111_T_GT_G SNP 18855.63 18 8 14 18 26 26 26 20 23 20 17 12 8 12 18 8 14 18 26 26 26 20 23 20 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_25180Pp3c7_25180transcript PAC:32925158protein_codingNA c.*5125T>G NA NA NA NA 3285
Chr07 17019111 T G Chr07_17019111_T_GT_G SNP 18855.63 18 8 14 18 26 26 26 20 23 20 17 12 8 12 18 8 14 18 26 26 26 20 23 20 17 12 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_25220Pp3c7_25220transcript PAC:32923130protein_codingNA c.*1525A>C NA NA NA NA 1076
Chr07 17139320 G GT Chr07_17139320_G_GTG_GT INDEL 18454.59 29 15 11 19 17 16 28 25 16 22 12 20 5 11 29 15 11 19 17 16 28 25 16 22 12 20 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925035protein_codingNA c.-34_-33insANA NA NA NA 34
Chr07 17139320 G GT Chr07_17139320_G_GTG_GT INDEL 18454.59 29 15 11 19 17 16 28 25 16 22 12 20 5 11 29 15 11 19 17 16 28 25 16 22 12 20 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925036protein_codingNA c.-34_-33insANA NA NA NA 34
Chr07 17139320 G GT Chr07_17139320_G_GTG_GT INDEL 18454.59 29 15 11 19 17 16 28 25 16 22 12 20 5 11 29 15 11 19 17 16 28 25 16 22 12 20 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_25470-Pp3c7_25530Pp3c7_25470-Pp3c7_25530intergenic_regionPp3c7_25470-Pp3c7_25530NA NA n.17139320_17139321insTNA NA NA NA NA
Chr07 17139324 TG T Chr07_17139324_TG_TTG_T INDEL 18570.59 29 15 11 19 17 17 28 25 18 23 12 21 5 11 29 15 11 19 17 17 28 25 18 23 12 21 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925035protein_codingNA c.-38delC NA NA NA NA 38
Chr07 17139324 TG T Chr07_17139324_TG_TTG_T INDEL 18570.59 29 15 11 19 17 17 28 25 18 23 12 21 5 11 29 15 11 19 17 17 28 25 18 23 12 21 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925036protein_codingNA c.-38delC NA NA NA NA 38
Chr07 17139324 TG T Chr07_17139324_TG_TTG_T INDEL 18570.59 29 15 11 19 17 17 28 25 18 23 12 21 5 11 29 15 11 19 17 17 28 25 18 23 12 21 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_25470-Pp3c7_25530Pp3c7_25470-Pp3c7_25530intergenic_regionPp3c7_25470-Pp3c7_25530NA NA n.17139325delGNA NA NA NA NA
Chr07 17139336 C T Chr07_17139336_C_TC_T SNP 17359.63 30 14 15 17 17 19 29 25 19 22 12 24 5 11 30 14 15 17 17 19 29 25 19 22 12 24 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925035protein_codingNA c.-49G>A NA NA NA NA 49
Chr07 17139336 C T Chr07_17139336_C_TC_T SNP 17359.63 30 14 15 17 17 19 29 25 19 22 12 24 5 11 30 14 15 17 17 19 29 25 19 22 12 24 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925036protein_codingNA c.-49G>A NA NA NA NA 49
Chr07 17139336 C T Chr07_17139336_C_TC_T SNP 17359.63 30 14 15 17 17 19 29 25 19 22 12 24 5 11 30 14 15 17 17 19 29 25 19 22 12 24 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_25470-Pp3c7_25530Pp3c7_25470-Pp3c7_25530intergenic_regionPp3c7_25470-Pp3c7_25530NA NA n.17139336C>TNA NA NA NA NA
Chr07 17139355 GA G Chr07_17139355_GA_GGA_G INDEL 14742.59 27 17 13 18 17 19 26 26 23 18 11 22 9 8 27 17 13 18 17 19 26 26 23 18 11 22 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925035protein_codingNA c.-69delT NA NA NA NA 69
Chr07 17139355 GA G Chr07_17139355_GA_GGA_G INDEL 14742.59 27 17 13 18 17 19 26 26 23 18 11 22 9 8 27 17 13 18 17 19 26 26 23 18 11 22 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925036protein_codingNA c.-69delT NA NA NA NA 69
Chr07 17139355 GA G Chr07_17139355_GA_GGA_G INDEL 14742.59 27 17 13 18 17 19 26 26 23 18 11 22 9 8 27 17 13 18 17 19 26 26 23 18 11 22 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_25470-Pp3c7_25530Pp3c7_25470-Pp3c7_25530intergenic_regionPp3c7_25470-Pp3c7_25530NA NA n.17139356delANA NA NA NA NA
Chr07 17142664 G GT Chr07_17142664_G_GTG_GT INDEL 15626.59 20 16 23 18 11 11 28 10 19 15 15 20 13 8 20 16 23 18 11 11 28 10 19 15 15 20 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925035protein_codingNA c.-3378_-3377insANA NA NA NA 3378
Chr07 17142664 G GT Chr07_17142664_G_GTG_GT INDEL 15626.59 20 16 23 18 11 11 28 10 19 15 15 20 13 8 20 16 23 18 11 11 28 10 19 15 15 20 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925036protein_codingNA c.-3378_-3377insANA NA NA NA 3378
Chr07 17142664 G GT Chr07_17142664_G_GTG_GT INDEL 15626.59 20 16 23 18 11 11 28 10 19 15 15 20 13 8 20 16 23 18 11 11 28 10 19 15 15 20 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_25470-Pp3c7_25530Pp3c7_25470-Pp3c7_25530intergenic_regionPp3c7_25470-Pp3c7_25530NA NA n.17142664_17142665insTNA NA NA NA NA
Chr07 17142672 G GA Chr07_17142672_G_GAG_GA INDEL 15736.59 20 16 21 19 11 12 30 10 19 14 14 20 13 7 20 16 21 19 11 12 30 10 19 14 14 20 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925035protein_codingNA c.-3386_-3385insTNA NA NA NA 3386
Chr07 17142672 G GA Chr07_17142672_G_GAG_GA INDEL 15736.59 20 16 21 19 11 12 30 10 19 14 14 20 13 7 20 16 21 19 11 12 30 10 19 14 14 20 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_25470Pp3c7_25470transcript PAC:32925036protein_codingNA c.-3386_-3385insTNA NA NA NA 3386
Chr07 17142672 G GA Chr07_17142672_G_GAG_GA INDEL 15736.59 20 16 21 19 11 12 30 10 19 14 14 20 13 7 20 16 21 19 11 12 30 10 19 14 14 20 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_25470-Pp3c7_25530Pp3c7_25470-Pp3c7_25530intergenic_regionPp3c7_25470-Pp3c7_25530NA NA n.17142672_17142673insANA NA NA NA NA
Chr07 17271690 C A Chr07_17271690_C_AC_A SNP 19908.63 22 12 18 17 16 31 18 31 23 28 17 22 22 9 22 12 18 17 16 31 18 31 23 28 17 22 22 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_25750-Pp3c7_25770Pp3c7_25750-Pp3c7_25770intergenic_regionPp3c7_25750-Pp3c7_25770NA NA n.17271690C>ANA NA NA NA NA
Chr07 17271698 TA T Chr07_17271698_TA_TTA_T INDEL 19925.59 22 13 18 19 16 31 20 31 25 31 16 20 21 8 22 13 18 19 16 31 20 31 25 31 16 20 21 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_25750-Pp3c7_25770Pp3c7_25750-Pp3c7_25770intergenic_regionPp3c7_25750-Pp3c7_25770NA NA n.17271699delANA NA NA NA NA
Chr07 17384449 GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAATG Chr07_17384449_GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GGGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GINDEL 1831.35 16 15 11 0 0 0 0 0 0 0 0 0 0 0 16 15 11 28 32 32 28 26 18 31 6 17 13 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 5_prime_UTR_variantMODIFIER Pp3c7_26040Pp3c7_26040transcript PAC:32922993protein_coding 01-juil c.-544_-490delTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAATGTGATGGCGGNA NA NA NA 490
Chr07 17384449 GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAATG Chr07_17384449_GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GGGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GINDEL 1831.35 16 15 11 0 0 0 0 0 0 0 0 0 0 0 16 15 11 28 32 32 28 26 18 31 6 17 13 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 5_prime_UTR_variantMODIFIER Pp3c7_26040Pp3c7_26040transcript PAC:32922995protein_coding 01-juil c.-544_-490delTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAATGTGATGGCGGNA NA NA NA 490
Chr07 17384449 GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAATG Chr07_17384449_GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GGGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GINDEL 1831.35 16 15 11 0 0 0 0 0 0 0 0 0 0 0 16 15 11 28 32 32 28 26 18 31 6 17 13 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 5_prime_UTR_variantMODIFIER Pp3c7_26040Pp3c7_26040transcript PAC:32922994protein_coding 01-août c.-431_-377delTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAATGTGATGGCGGNA NA NA NA 490
Chr07 17384449 GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAATG Chr07_17384449_GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GGGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GINDEL 1831.35 16 15 11 0 0 0 0 0 0 0 0 0 0 0 16 15 11 28 32 32 28 26 18 31 6 17 13 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_26020Pp3c7_26020transcript PAC:32925795protein_codingNA c.-4776_-4722delATTGTCTTGGACTAAAACCCACACCGTCACGAACCATAAAACAAACCGCCATCACNA NA NA NA 4155
Chr07 17384449 GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAATG Chr07_17384449_GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GGGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GINDEL 1831.35 16 15 11 0 0 0 0 0 0 0 0 0 0 0 16 15 11 28 32 32 28 26 18 31 6 17 13 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_26020Pp3c7_26020transcript PAC:32925796protein_codingNA c.-4776_-4722delATTGTCTTGGACTAAAACCCACACCGTCACGAACCATAAAACAAACCGCCATCACNA NA NA NA 4108
Chr07 17384449 GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAATG Chr07_17384449_GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GGGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GINDEL 1831.35 16 15 11 0 0 0 0 0 0 0 0 0 0 0 16 15 11 28 32 32 28 26 18 31 6 17 13 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_26020Pp3c7_26020transcript PAC:32925797protein_codingNA c.-4776_-4722delATTGTCTTGGACTAAAACCCACACCGTCACGAACCATAAAACAAACCGCCATCACNA NA NA NA 4155
Chr07 17384449 GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAATG Chr07_17384449_GGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GGGTGATGGCGGTTTGTTTTATGGTTCGTGACGGTGTGGGTTTTAGTCCAAGACAAT_GINDEL 1831.35 16 15 11 0 0 0 0 0 0 0 0 0 0 0 16 15 11 28 32 32 28 26 18 31 6 17 13 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c7_26020Pp3c7_26020transcript PAC:32925798protein_codingNA c.-4776_-4722delATTGTCTTGGACTAAAACCCACACCGTCACGAACCATAAAACAAACCGCCATCACNA NA NA NA 4155
Chr07 17493947 C A Chr07_17493947_C_AC_A SNP 18378.63 22 15 20 20 20 25 30 20 17 23 7 12 18 9 22 15 20 20 20 25 30 20 17 23 7 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_26250Pp3c7_26250transcript PAC:32923956protein_coding 01-janv c.-222G>T NA NA NA NA 222



Chr07 17493947 C A Chr07_17493947_C_AC_A SNP 18378.63 22 15 20 20 20 25 30 20 17 23 7 12 18 9 22 15 20 20 20 25 30 20 17 23 7 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_26250Pp3c7_26250transcript PAC:32923957protein_coding 01-févr c.-222G>T NA NA NA NA 222
Chr07 17493947 C A Chr07_17493947_C_AC_A SNP 18378.63 22 15 20 20 20 25 30 20 17 23 7 12 18 9 22 15 20 20 20 25 30 20 17 23 7 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925827protein_codingNA c.-4253C>A NA NA NA NA 3946
Chr07 17493947 C A Chr07_17493947_C_AC_A SNP 18378.63 22 15 20 20 20 25 30 20 17 23 7 12 18 9 22 15 20 20 20 25 30 20 17 23 7 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925828protein_codingNA c.-4253C>A NA NA NA NA 3946
Chr07 17493947 C A Chr07_17493947_C_AC_A SNP 18378.63 22 15 20 20 20 25 30 20 17 23 7 12 18 9 22 15 20 20 20 25 30 20 17 23 7 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925829protein_codingNA c.-4253C>A NA NA NA NA 3946
Chr07 17493947 C A Chr07_17493947_C_AC_A SNP 18378.63 22 15 20 20 20 25 30 20 17 23 7 12 18 9 22 15 20 20 20 25 30 20 17 23 7 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925831protein_codingNA c.-4253C>A NA NA NA NA 3946
Chr07 17493947 C A Chr07_17493947_C_AC_A SNP 18378.63 22 15 20 20 20 25 30 20 17 23 7 12 18 9 22 15 20 20 20 25 30 20 17 23 7 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925830protein_codingNA c.-4253C>A NA NA NA NA 3946
Chr07 17493947 C A Chr07_17493947_C_AC_A SNP 18378.63 22 15 20 20 20 25 30 20 17 23 7 12 18 9 22 15 20 20 20 25 30 20 17 23 7 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_26260Pp3c7_26260transcript PAC:32925823protein_codingNA c.*361G>T NA NA NA NA 120
Chr07 17493947 C A Chr07_17493947_C_AC_A SNP 18378.63 22 15 20 20 20 25 30 20 17 23 7 12 18 9 22 15 20 20 20 25 30 20 17 23 7 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_26260Pp3c7_26260transcript PAC:32925824protein_codingNA c.*694G>T NA NA NA NA 694
Chr07 17493949 C A Chr07_17493949_C_AC_A SNP 18378.63 23 15 19 20 20 25 30 20 18 23 7 14 15 9 23 15 19 20 21 25 30 20 18 23 7 14 15 9 1 1 1 1 0.952 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_26250Pp3c7_26250transcript PAC:32923956protein_coding 01-janv c.-224G>T NA NA NA NA 224
Chr07 17493949 C A Chr07_17493949_C_AC_A SNP 18378.63 23 15 19 20 20 25 30 20 18 23 7 14 15 9 23 15 19 20 21 25 30 20 18 23 7 14 15 9 1 1 1 1 0.952 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_26250Pp3c7_26250transcript PAC:32923957protein_coding 01-févr c.-224G>T NA NA NA NA 224
Chr07 17493949 C A Chr07_17493949_C_AC_A SNP 18378.63 23 15 19 20 20 25 30 20 18 23 7 14 15 9 23 15 19 20 21 25 30 20 18 23 7 14 15 9 1 1 1 1 0.952 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925827protein_codingNA c.-4251C>A NA NA NA NA 3944
Chr07 17493949 C A Chr07_17493949_C_AC_A SNP 18378.63 23 15 19 20 20 25 30 20 18 23 7 14 15 9 23 15 19 20 21 25 30 20 18 23 7 14 15 9 1 1 1 1 0.952 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925828protein_codingNA c.-4251C>A NA NA NA NA 3944
Chr07 17493949 C A Chr07_17493949_C_AC_A SNP 18378.63 23 15 19 20 20 25 30 20 18 23 7 14 15 9 23 15 19 20 21 25 30 20 18 23 7 14 15 9 1 1 1 1 0.952 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925829protein_codingNA c.-4251C>A NA NA NA NA 3944
Chr07 17493949 C A Chr07_17493949_C_AC_A SNP 18378.63 23 15 19 20 20 25 30 20 18 23 7 14 15 9 23 15 19 20 21 25 30 20 18 23 7 14 15 9 1 1 1 1 0.952 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925831protein_codingNA c.-4251C>A NA NA NA NA 3944
Chr07 17493949 C A Chr07_17493949_C_AC_A SNP 18378.63 23 15 19 20 20 25 30 20 18 23 7 14 15 9 23 15 19 20 21 25 30 20 18 23 7 14 15 9 1 1 1 1 0.952 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925830protein_codingNA c.-4251C>A NA NA NA NA 3944
Chr07 17493949 C A Chr07_17493949_C_AC_A SNP 18378.63 23 15 19 20 20 25 30 20 18 23 7 14 15 9 23 15 19 20 21 25 30 20 18 23 7 14 15 9 1 1 1 1 0.952 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_26260Pp3c7_26260transcript PAC:32925823protein_codingNA c.*359G>T NA NA NA NA 118
Chr07 17493949 C A Chr07_17493949_C_AC_A SNP 18378.63 23 15 19 20 20 25 30 20 18 23 7 14 15 9 23 15 19 20 21 25 30 20 18 23 7 14 15 9 1 1 1 1 0.952 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_26260Pp3c7_26260transcript PAC:32925824protein_codingNA c.*692G>T NA NA NA NA 692
Chr07 17493961 T A Chr07_17493961_T_AT_A SNP 17435.63 25 14 21 23 20 26 31 21 18 25 6 14 16 9 25 14 21 23 20 26 31 21 18 25 6 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_26250Pp3c7_26250transcript PAC:32923956protein_coding 01-janv c.-236A>T NA NA NA NA 236
Chr07 17493961 T A Chr07_17493961_T_AT_A SNP 17435.63 25 14 21 23 20 26 31 21 18 25 6 14 16 9 25 14 21 23 20 26 31 21 18 25 6 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c7_26250Pp3c7_26250transcript PAC:32923957protein_coding 01-févr c.-236A>T NA NA NA NA 236
Chr07 17493961 T A Chr07_17493961_T_AT_A SNP 17435.63 25 14 21 23 20 26 31 21 18 25 6 14 16 9 25 14 21 23 20 26 31 21 18 25 6 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925827protein_codingNA c.-4239T>A NA NA NA NA 3932
Chr07 17493961 T A Chr07_17493961_T_AT_A SNP 17435.63 25 14 21 23 20 26 31 21 18 25 6 14 16 9 25 14 21 23 20 26 31 21 18 25 6 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925828protein_codingNA c.-4239T>A NA NA NA NA 3932
Chr07 17493961 T A Chr07_17493961_T_AT_A SNP 17435.63 25 14 21 23 20 26 31 21 18 25 6 14 16 9 25 14 21 23 20 26 31 21 18 25 6 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925829protein_codingNA c.-4239T>A NA NA NA NA 3932
Chr07 17493961 T A Chr07_17493961_T_AT_A SNP 17435.63 25 14 21 23 20 26 31 21 18 25 6 14 16 9 25 14 21 23 20 26 31 21 18 25 6 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925831protein_codingNA c.-4239T>A NA NA NA NA 3932
Chr07 17493961 T A Chr07_17493961_T_AT_A SNP 17435.63 25 14 21 23 20 26 31 21 18 25 6 14 16 9 25 14 21 23 20 26 31 21 18 25 6 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26290Pp3c7_26290transcript PAC:32925830protein_codingNA c.-4239T>A NA NA NA NA 3932
Chr07 17493961 T A Chr07_17493961_T_AT_A SNP 17435.63 25 14 21 23 20 26 31 21 18 25 6 14 16 9 25 14 21 23 20 26 31 21 18 25 6 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_26260Pp3c7_26260transcript PAC:32925823protein_codingNA c.*347A>T NA NA NA NA 106
Chr07 17493961 T A Chr07_17493961_T_AT_A SNP 17435.63 25 14 21 23 20 26 31 21 18 25 6 14 16 9 25 14 21 23 20 26 31 21 18 25 6 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_26260Pp3c7_26260transcript PAC:32925824protein_codingNA c.*680A>T NA NA NA NA 680
Chr07 17515507 C CA Chr07_17515507_C_CAC_CA INDEL 16782.59 24 17 25 26 15 39 28 20 20 24 24 24 9 9 24 17 25 26 15 39 28 20 20 24 24 24 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c7_26310Pp3c7_26310transcript PAC:32926353protein_codingNA c.*5328_*5329insANA NA NA NA 4845
Chr07 17515507 C CA Chr07_17515507_C_CAC_CA INDEL 16782.59 24 17 25 26 15 39 28 20 20 24 24 24 9 9 24 17 25 26 15 39 28 20 20 24 24 24 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_26310-Pp3c7_26350Pp3c7_26310-Pp3c7_26350intergenic_regionPp3c7_26310-Pp3c7_26350NA NA n.17515507_17515508insANA NA NA NA NA
Chr07 17559007 T TA Chr07_17559007_T_TAT_TA INDEL 15134.59 29 18 11 28 18 29 26 22 19 25 13 11 7 8 29 18 11 28 18 29 26 22 19 25 13 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26360Pp3c7_26360transcript PAC:32925915protein_codingNA c.-461_-460insANA NA NA NA 145
Chr07 17559007 T TA Chr07_17559007_T_TAT_TA INDEL 15134.59 29 18 11 28 18 29 26 22 19 25 13 11 7 8 29 18 11 28 18 29 26 22 19 25 13 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26360Pp3c7_26360transcript PAC:32925916protein_codingNA c.-461_-460insANA NA NA NA 145
Chr07 17559007 T TA Chr07_17559007_T_TAT_TA INDEL 15134.59 29 18 11 28 18 29 26 22 19 25 13 11 7 8 29 18 11 28 18 29 26 22 19 25 13 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_26390Pp3c7_26390transcript PAC:32925057protein_codingNA c.-5850_-5849insANA NA NA NA 4123
Chr07 17559007 T TA Chr07_17559007_T_TAT_TA INDEL 15134.59 29 18 11 28 18 29 26 22 19 25 13 11 7 8 29 18 11 28 18 29 26 22 19 25 13 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_26350-Pp3c7_26360Pp3c7_26350-Pp3c7_26360intergenic_regionPp3c7_26350-Pp3c7_26360NA NA n.17559007_17559008insANA NA NA NA NA
Chr07 17693726 A AT Chr07_17693726_A_ATA_AT INDEL 13348.59 18 8 8 33 19 41 10 24 21 13 14 15 7 14 18 8 8 33 19 41 10 24 21 13 14 15 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_26610-Pp3c7_26620Pp3c7_26610-Pp3c7_26620intergenic_regionPp3c7_26610-Pp3c7_26620NA NA n.17693726_17693727insTNA NA NA NA NA
Chr07 17955004 C T Chr07_17955004_C_TC_T SNP 2726.39 29 18 18 0 0 0 0 0 0 0 0 0 0 0 29 18 18 20 22 21 36 22 22 26 20 19 6 20 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_27030Pp3c7_27030transcript PAC:32923300protein_codingNA c.*3915C>T NA NA NA NA 2862
Chr07 17955004 C T Chr07_17955004_C_TC_T SNP 2726.39 29 18 18 0 0 0 0 0 0 0 0 0 0 0 29 18 18 20 22 21 36 22 22 26 20 19 6 20 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_27030Pp3c7_27030transcript PAC:32923302protein_codingNA c.*3915C>T NA NA NA NA 2826
Chr07 17955004 C T Chr07_17955004_C_TC_T SNP 2726.39 29 18 18 0 0 0 0 0 0 0 0 0 0 0 29 18 18 20 22 21 36 22 22 26 20 19 6 20 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_27030Pp3c7_27030transcript PAC:32923303protein_codingNA c.*3915C>T NA NA NA NA 3060
Chr07 17955004 C T Chr07_17955004_C_TC_T SNP 2726.39 29 18 18 0 0 0 0 0 0 0 0 0 0 0 29 18 18 20 22 21 36 22 22 26 20 19 6 20 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c7_27030Pp3c7_27030transcript PAC:32923301protein_codingNA c.*3915C>T NA NA NA NA 2803
Chr07 17955004 C T Chr07_17955004_C_TC_T SNP 2726.39 29 18 18 0 0 0 0 0 0 0 0 0 0 0 29 18 18 20 22 21 36 22 22 26 20 19 6 20 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c7_27030-Pp3c7_27057Pp3c7_27030-Pp3c7_27057intergenic_regionPp3c7_27030-Pp3c7_27057NA NA n.17955004C>TNA NA NA NA NA
Chr07 17992908 G A Chr07_17992908_G_AG_A SNP 18358.63 18 16 14 29 20 32 35 17 14 25 8 16 17 4 18 17 14 29 20 32 35 17 14 25 8 16 17 4 1 0.941 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_27080-Pp3c7_27100Pp3c7_27080-Pp3c7_27100intergenic_regionPp3c7_27080-Pp3c7_27100NA NA n.17992908G>ANA NA NA NA NA
Chr07 17992987 A T Chr07_17992987_A_TA_T SNP 18331.63 21 19 16 26 27 34 33 19 21 22 12 18 19 6 21 19 16 26 27 34 33 19 21 22 12 18 19 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c7_27100Pp3c7_27100transcript PAC:32923344protein_codingNA c.-5292A>T NA NA NA NA 4946
Chr07 17992987 A T Chr07_17992987_A_TA_T SNP 18331.63 21 19 16 26 27 34 33 19 21 22 12 18 19 6 21 19 16 26 27 34 33 19 21 22 12 18 19 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c7_27080-Pp3c7_27100Pp3c7_27080-Pp3c7_27100intergenic_regionPp3c7_27080-Pp3c7_27100NA NA n.17992987A>TNA NA NA NA NA
Chr08 98537 A AG Chr08_98537_A_AGA_AG INDEL 8266.59 16 6 9 12 8 7 9 5 15 16 9 7 9 5 16 6 9 12 8 7 9 5 15 16 9 7 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_300 Pp3c8_300 transcript PAC:32964919protein_coding 03-mars c.-283dupG NA NA NA NA 282
Chr08 98537 A AG Chr08_98537_A_AGA_AG INDEL 8266.59 16 6 9 12 8 7 9 5 15 16 9 7 9 5 16 6 9 12 8 7 9 5 15 16 9 7 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_300 Pp3c8_300 transcript PAC:32964920protein_coding 03-mars c.-283dupG NA NA NA NA 282
Chr08 98537 A AG Chr08_98537_A_AGA_AG INDEL 8266.59 16 6 9 12 8 7 9 5 15 16 9 7 9 5 16 6 9 12 8 7 9 5 15 16 9 7 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_300 Pp3c8_300 transcript PAC:32964922protein_coding 02-févr c.-283dupG NA NA NA NA 282
Chr08 98537 A AG Chr08_98537_A_AGA_AG INDEL 8266.59 16 6 9 12 8 7 9 5 15 16 9 7 9 5 16 6 9 12 8 7 9 5 15 16 9 7 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_300 Pp3c8_300 transcript PAC:32964921protein_coding 02-févr c.-283dupG NA NA NA NA 282
Chr08 98537 A AG Chr08_98537_A_AGA_AG INDEL 8266.59 16 6 9 12 8 7 9 5 15 16 9 7 9 5 16 6 9 12 8 7 9 5 15 16 9 7 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_300 Pp3c8_300 transcript PAC:32964923protein_coding 02-mars c.-283dupG NA NA NA NA 282
Chr08 118530 C A Chr08_118530_C_AC_A SNP 17897.63 29 11 11 19 16 22 44 23 26 29 22 8 7 14 29 11 11 19 16 22 44 23 26 29 22 8 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_300-Pp3c8_370Pp3c8_300-Pp3c8_370intergenic_regionPp3c8_300-Pp3c8_370NA NA n.118530C>ANA NA NA NA NA
Chr08 223984 G T Chr08_223984_G_TG_T SNP 10414.63 9 13 11 15 16 13 20 16 14 5 6 8 4 4 9 13 11 15 16 13 20 16 14 5 6 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_430 Pp3c8_430 transcript PAC:32964261protein_coding 01-janv c.*88C>A NA NA NA NA 88
Chr08 223984 G T Chr08_223984_G_TG_T SNP 10414.63 9 13 11 15 16 13 20 16 14 5 6 8 4 4 9 13 11 15 16 13 20 16 14 5 6 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_440 Pp3c8_440 transcript PAC:32965768protein_codingNA c.-2651G>T NA NA NA NA 1565
Chr08 223984 G T Chr08_223984_G_TG_T SNP 10414.63 9 13 11 15 16 13 20 16 14 5 6 8 4 4 9 13 11 15 16 13 20 16 14 5 6 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_440 Pp3c8_440 transcript PAC:32965769protein_codingNA c.-2651G>T NA NA NA NA 1565
Chr08 223984 G T Chr08_223984_G_TG_T SNP 10414.63 9 13 11 15 16 13 20 16 14 5 6 8 4 4 9 13 11 15 16 13 20 16 14 5 6 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_440 Pp3c8_440 transcript PAC:32965770protein_codingNA c.-2651G>T NA NA NA NA 1565
Chr08 223984 G T Chr08_223984_G_TG_T SNP 10414.63 9 13 11 15 16 13 20 16 14 5 6 8 4 4 9 13 11 15 16 13 20 16 14 5 6 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_440 Pp3c8_440 transcript PAC:32965771protein_codingNA c.-2651G>T NA NA NA NA 1565
Chr08 223984 G T Chr08_223984_G_TG_T SNP 10414.63 9 13 11 15 16 13 20 16 14 5 6 8 4 4 9 13 11 15 16 13 20 16 14 5 6 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_440 Pp3c8_440 transcript PAC:32965772protein_codingNA c.-2651G>T NA NA NA NA 1812
Chr08 223984 G T Chr08_223984_G_TG_T SNP 10414.63 9 13 11 15 16 13 20 16 14 5 6 8 4 4 9 13 11 15 16 13 20 16 14 5 6 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_430 Pp3c8_430 transcript PAC:32964260protein_codingNA c.*88C>A NA NA NA NA 88
Chr08 223998 G T Chr08_223998_G_TG_T SNP 11390.63 13 12 13 17 20 18 20 16 14 9 7 9 4 5 13 12 13 17 20 18 20 16 14 9 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_430 Pp3c8_430 transcript PAC:32964261protein_coding 01-janv c.*74C>A NA NA NA NA 74
Chr08 223998 G T Chr08_223998_G_TG_T SNP 11390.63 13 12 13 17 20 18 20 16 14 9 7 9 4 5 13 12 13 17 20 18 20 16 14 9 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_440 Pp3c8_440 transcript PAC:32965768protein_codingNA c.-2637G>T NA NA NA NA 1551
Chr08 223998 G T Chr08_223998_G_TG_T SNP 11390.63 13 12 13 17 20 18 20 16 14 9 7 9 4 5 13 12 13 17 20 18 20 16 14 9 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_440 Pp3c8_440 transcript PAC:32965769protein_codingNA c.-2637G>T NA NA NA NA 1551
Chr08 223998 G T Chr08_223998_G_TG_T SNP 11390.63 13 12 13 17 20 18 20 16 14 9 7 9 4 5 13 12 13 17 20 18 20 16 14 9 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_440 Pp3c8_440 transcript PAC:32965770protein_codingNA c.-2637G>T NA NA NA NA 1551
Chr08 223998 G T Chr08_223998_G_TG_T SNP 11390.63 13 12 13 17 20 18 20 16 14 9 7 9 4 5 13 12 13 17 20 18 20 16 14 9 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_440 Pp3c8_440 transcript PAC:32965771protein_codingNA c.-2637G>T NA NA NA NA 1551
Chr08 223998 G T Chr08_223998_G_TG_T SNP 11390.63 13 12 13 17 20 18 20 16 14 9 7 9 4 5 13 12 13 17 20 18 20 16 14 9 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_440 Pp3c8_440 transcript PAC:32965772protein_codingNA c.-2637G>T NA NA NA NA 1798
Chr08 223998 G T Chr08_223998_G_TG_T SNP 11390.63 13 12 13 17 20 18 20 16 14 9 7 9 4 5 13 12 13 17 20 18 20 16 14 9 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_430 Pp3c8_430 transcript PAC:32964260protein_codingNA c.*74C>A NA NA NA NA 74
Chr08 324053 A AAT Chr08_324053_A_AATA_AAT INDEL 11444.59 24 10 18 12 21 20 24 24 22 19 10 6 10 4 24 10 18 13 21 20 25 24 22 19 10 6 10 4 1 1 1 0.923 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_710 Pp3c8_710 transcript PAC:32963453protein_codingNA c.-2367_-2366insATNA NA NA NA 1026
Chr08 324053 A AAT Chr08_324053_A_AATA_AAT INDEL 11444.59 24 10 18 12 21 20 24 24 22 19 10 6 10 4 24 10 18 13 21 20 25 24 22 19 10 6 10 4 1 1 1 0.923 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_710 Pp3c8_710 transcript PAC:32963454protein_codingNA c.-2367_-2366insATNA NA NA NA 1026
Chr08 324053 A AAT Chr08_324053_A_AATA_AAT INDEL 11444.59 24 10 18 12 21 20 24 24 22 19 10 6 10 4 24 10 18 13 21 20 25 24 22 19 10 6 10 4 1 1 1 0.923 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_710 Pp3c8_710 transcript PAC:32963455protein_codingNA c.-2367_-2366insATNA NA NA NA 1091
Chr08 324053 A AAT Chr08_324053_A_AATA_AAT INDEL 11444.59 24 10 18 12 21 20 24 24 22 19 10 6 10 4 24 10 18 13 21 20 25 24 22 19 10 6 10 4 1 1 1 0.923 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_710-Pp3c8_730Pp3c8_710-Pp3c8_730intergenic_regionPp3c8_710-Pp3c8_730NA NA n.324053_324054insATNA NA NA NA NA
Chr08 409590 G GA Chr08_409590_G_GAG_GA INDEL 17167.59 24 12 17 24 20 21 40 26 21 20 19 21 10 14 24 12 17 24 21 21 40 26 21 20 19 21 10 14 1 1 1 1 0.952 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_820-Pp3c8_870Pp3c8_820-Pp3c8_870intergenic_regionPp3c8_820-Pp3c8_870NA NA n.409590_409591insANA NA NA NA NA
Chr08 425744 T A Chr08_425744_T_AT_A SNP 19047.63 23 14 19 20 18 23 29 29 27 16 10 23 12 11 23 14 19 20 18 23 29 29 27 16 10 23 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_870-Pp3c8_890Pp3c8_870-Pp3c8_890intergenic_regionPp3c8_870-Pp3c8_890NA NA n.425744T>ANA NA NA NA NA
Chr08 455292 G T Chr08_455292_G_TG_T SNP 15458.63 21 10 15 17 11 20 26 17 19 14 11 15 6 9 21 10 15 17 11 20 26 17 19 14 11 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_940 Pp3c8_940 transcript PAC:32964398protein_codingNA c.-3233C>A NA NA NA NA 2820
Chr08 455292 G T Chr08_455292_G_TG_T SNP 15458.63 21 10 15 17 11 20 26 17 19 14 11 15 6 9 21 10 15 17 11 20 26 17 19 14 11 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_940 Pp3c8_940 transcript PAC:32964399protein_codingNA c.-3233C>A NA NA NA NA 2222
Chr08 455292 G T Chr08_455292_G_TG_T SNP 15458.63 21 10 15 17 11 20 26 17 19 14 11 15 6 9 21 10 15 17 11 20 26 17 19 14 11 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_940-Pp3c8_950Pp3c8_940-Pp3c8_950intergenic_regionPp3c8_940-Pp3c8_950NA NA n.455292G>TNA NA NA NA NA
Chr08 455304 C A Chr08_455304_C_AC_A SNP 15457.63 20 11 14 19 11 17 24 16 21 13 12 17 7 9 20 11 14 19 11 17 24 16 21 13 12 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_940 Pp3c8_940 transcript PAC:32964398protein_codingNA c.-3245G>T NA NA NA NA 2832
Chr08 455304 C A Chr08_455304_C_AC_A SNP 15457.63 20 11 14 19 11 17 24 16 21 13 12 17 7 9 20 11 14 19 11 17 24 16 21 13 12 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_940 Pp3c8_940 transcript PAC:32964399protein_codingNA c.-3245G>T NA NA NA NA 2234
Chr08 455304 C A Chr08_455304_C_AC_A SNP 15457.63 20 11 14 19 11 17 24 16 21 13 12 17 7 9 20 11 14 19 11 17 24 16 21 13 12 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_940-Pp3c8_950Pp3c8_940-Pp3c8_950intergenic_regionPp3c8_940-Pp3c8_950NA NA n.455304C>ANA NA NA NA NA
Chr08 461630 AAT A Chr08_461630_AAT_AAAT_A INDEL 20929.59 32 16 10 35 19 37 21 18 24 33 19 6 10 9 32 16 10 35 19 37 21 18 24 33 19 6 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_940-Pp3c8_950Pp3c8_940-Pp3c8_950intergenic_regionPp3c8_940-Pp3c8_950NA NA n.461631_461632delATNA NA NA NA NA
Chr08 461705 C CA Chr08_461705_C_CAC_CA INDEL 15585.59 30 13 12 28 23 32 17 17 25 25 20 11 12 8 30 13 12 28 23 32 17 17 25 25 20 11 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_940-Pp3c8_950Pp3c8_940-Pp3c8_950intergenic_regionPp3c8_940-Pp3c8_950NA NA n.461705_461706insANA NA NA NA NA
Chr08 473955 C A Chr08_473955_C_AC_A SNP 11669.63 18 15 5 26 14 14 10 8 19 7 14 5 6 7 18 15 5 26 14 14 10 8 19 7 14 5 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_940-Pp3c8_950Pp3c8_940-Pp3c8_950intergenic_regionPp3c8_940-Pp3c8_950NA NA n.473955C>ANA NA NA NA NA
Chr08 473960 C A Chr08_473960_C_AC_A SNP 11610.63 16 16 6 26 14 14 10 7 19 8 12 5 5 7 16 16 6 26 14 14 10 7 19 8 12 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_940-Pp3c8_950Pp3c8_940-Pp3c8_950intergenic_regionPp3c8_940-Pp3c8_950NA NA n.473960C>ANA NA NA NA NA
Chr08 474085 C A Chr08_474085_C_AC_A SNP 12935.63 17 14 5 22 13 15 14 12 14 7 11 7 6 5 17 14 5 22 13 15 14 12 14 7 11 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_940-Pp3c8_950Pp3c8_940-Pp3c8_950intergenic_regionPp3c8_940-Pp3c8_950NA NA n.474085C>ANA NA NA NA NA
Chr08 474091 C A Chr08_474091_C_AC_A SNP 13790.63 18 14 6 23 15 15 14 14 16 7 10 6 5 5 18 14 6 23 15 15 14 14 16 7 10 6 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_940-Pp3c8_950Pp3c8_940-Pp3c8_950intergenic_regionPp3c8_940-Pp3c8_950NA NA n.474091C>ANA NA NA NA NA
Chr08 474093 T TA Chr08_474093_T_TAT_TA INDEL 14198.59 18 16 6 24 15 15 14 15 16 7 11 6 5 5 18 16 6 24 15 15 14 15 16 7 11 6 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_940-Pp3c8_950Pp3c8_940-Pp3c8_950intergenic_regionPp3c8_940-Pp3c8_950NA NA n.474093_474094insANA NA NA NA NA
Chr08 474102 A AT Chr08_474102_A_ATA_AT INDEL 14879.59 19 16 8 26 16 18 17 16 19 10 12 5 6 5 19 16 8 26 16 18 17 16 19 10 12 5 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_940-Pp3c8_950Pp3c8_940-Pp3c8_950intergenic_regionPp3c8_940-Pp3c8_950NA NA n.474102_474103insTNA NA NA NA NA
Chr08 565595 A AT Chr08_565595_A_ATA_AT INDEL 21315.59 28 10 16 27 22 22 32 17 21 33 28 16 11 14 28 10 16 27 22 22 32 17 21 33 28 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966126protein_codingNA c.*1844_*1845insANA NA NA NA 1614
Chr08 565595 A AT Chr08_565595_A_ATA_AT INDEL 21315.59 28 10 16 27 22 22 32 17 21 33 28 16 11 14 28 10 16 27 22 22 32 17 21 33 28 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966128protein_codingNA c.*1844_*1845insANA NA NA NA 1432
Chr08 565595 A AT Chr08_565595_A_ATA_AT INDEL 21315.59 28 10 16 27 22 22 32 17 21 33 28 16 11 14 28 10 16 27 22 22 32 17 21 33 28 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966127protein_codingNA c.*1844_*1845insANA NA NA NA 1570
Chr08 565595 A AT Chr08_565595_A_ATA_AT INDEL 21315.59 28 10 16 27 22 22 32 17 21 33 28 16 11 14 28 10 16 27 22 22 32 17 21 33 28 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966129protein_codingNA c.*1844_*1845insANA NA NA NA 1614
Chr08 565595 A AT Chr08_565595_A_ATA_AT INDEL 21315.59 28 10 16 27 22 22 32 17 21 33 28 16 11 14 28 10 16 27 22 22 32 17 21 33 28 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_1130-Pp3c8_1150Pp3c8_1130-Pp3c8_1150intergenic_regionPp3c8_1130-Pp3c8_1150NA NA n.565595_565596insTNA NA NA NA NA
Chr08 565599 C A Chr08_565599_C_AC_A SNP 21770.63 29 10 16 27 24 23 33 18 22 33 29 16 11 14 29 10 16 27 24 23 33 18 22 33 29 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966126protein_codingNA c.*1841G>T NA NA NA NA 1611
Chr08 565599 C A Chr08_565599_C_AC_A SNP 21770.63 29 10 16 27 24 23 33 18 22 33 29 16 11 14 29 10 16 27 24 23 33 18 22 33 29 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966128protein_codingNA c.*1841G>T NA NA NA NA 1429
Chr08 565599 C A Chr08_565599_C_AC_A SNP 21770.63 29 10 16 27 24 23 33 18 22 33 29 16 11 14 29 10 16 27 24 23 33 18 22 33 29 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966127protein_codingNA c.*1841G>T NA NA NA NA 1567
Chr08 565599 C A Chr08_565599_C_AC_A SNP 21770.63 29 10 16 27 24 23 33 18 22 33 29 16 11 14 29 10 16 27 24 23 33 18 22 33 29 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966129protein_codingNA c.*1841G>T NA NA NA NA 1611
Chr08 565599 C A Chr08_565599_C_AC_A SNP 21770.63 29 10 16 27 24 23 33 18 22 33 29 16 11 14 29 10 16 27 24 23 33 18 22 33 29 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_1130-Pp3c8_1150Pp3c8_1130-Pp3c8_1150intergenic_regionPp3c8_1130-Pp3c8_1150NA NA n.565599C>ANA NA NA NA NA
Chr08 565600 C A Chr08_565600_C_AC_A SNP 21719.63 28 10 17 27 24 23 33 18 22 33 30 16 11 14 28 10 17 27 24 23 33 18 22 33 30 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966126protein_codingNA c.*1840G>T NA NA NA NA 1610
Chr08 565600 C A Chr08_565600_C_AC_A SNP 21719.63 28 10 17 27 24 23 33 18 22 33 30 16 11 14 28 10 17 27 24 23 33 18 22 33 30 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966128protein_codingNA c.*1840G>T NA NA NA NA 1428
Chr08 565600 C A Chr08_565600_C_AC_A SNP 21719.63 28 10 17 27 24 23 33 18 22 33 30 16 11 14 28 10 17 27 24 23 33 18 22 33 30 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966127protein_codingNA c.*1840G>T NA NA NA NA 1566
Chr08 565600 C A Chr08_565600_C_AC_A SNP 21719.63 28 10 17 27 24 23 33 18 22 33 30 16 11 14 28 10 17 27 24 23 33 18 22 33 30 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1150 Pp3c8_1150 transcript PAC:32966129protein_codingNA c.*1840G>T NA NA NA NA 1610
Chr08 565600 C A Chr08_565600_C_AC_A SNP 21719.63 28 10 17 27 24 23 33 18 22 33 30 16 11 14 28 10 17 27 24 23 33 18 22 33 30 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_1130-Pp3c8_1150Pp3c8_1130-Pp3c8_1150intergenic_regionPp3c8_1130-Pp3c8_1150NA NA n.565600C>ANA NA NA NA NA
Chr08 706457 AAT A Chr08_706457_AAT_AAAT_A INDEL 8318.59 20 7 10 13 13 19 22 15 6 16 5 5 4 13 20 7 11 13 14 19 22 15 6 16 5 5 4 13 1 1 0.909 1 0.929 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_1430 Pp3c8_1430 transcript PAC:32966465protein_codingNA c.-4138_-4137delATNA NA NA NA 3503
Chr08 706457 AAT A Chr08_706457_AAT_AAAT_A INDEL 8318.59 20 7 10 13 13 19 22 15 6 16 5 5 4 13 20 7 11 13 14 19 22 15 6 16 5 5 4 13 1 1 0.909 1 0.929 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_1430 Pp3c8_1430 transcript PAC:32966466protein_codingNA c.-4138_-4137delATNA NA NA NA 3924
Chr08 706457 AAT A Chr08_706457_AAT_AAAT_A INDEL 8318.59 20 7 10 13 13 19 22 15 6 16 5 5 4 13 20 7 11 13 14 19 22 15 6 16 5 5 4 13 1 1 0.909 1 0.929 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1440 Pp3c8_1440 transcript PAC:32965451protein_codingNA c.*1191_*1192delATNA NA NA NA 699
Chr08 706457 AAT A Chr08_706457_AAT_AAAT_A INDEL 8318.59 20 7 10 13 13 19 22 15 6 16 5 5 4 13 20 7 11 13 14 19 22 15 6 16 5 5 4 13 1 1 0.909 1 0.929 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1460 Pp3c8_1460 transcript PAC:32964262protein_codingNA c.*2042_*2043delATNA NA NA NA 1807
Chr08 706457 AAT A Chr08_706457_AAT_AAAT_A INDEL 8318.59 20 7 10 13 13 19 22 15 6 16 5 5 4 13 20 7 11 13 14 19 22 15 6 16 5 5 4 13 1 1 0.909 1 0.929 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1440 Pp3c8_1440 transcript PAC:32965452protein_codingNA c.*1191_*1192delATNA NA NA NA 1191
Chr08 706457 AAT A Chr08_706457_AAT_AAAT_A INDEL 8318.59 20 7 10 13 13 19 22 15 6 16 5 5 4 13 20 7 11 13 14 19 22 15 6 16 5 5 4 13 1 1 0.909 1 0.929 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1460 Pp3c8_1460 transcript PAC:32964263protein_codingNA c.*2042_*2043delATNA NA NA NA 1604
Chr08 706457 AAT A Chr08_706457_AAT_AAAT_A INDEL 8318.59 20 7 10 13 13 19 22 15 6 16 5 5 4 13 20 7 11 13 14 19 22 15 6 16 5 5 4 13 1 1 0.909 1 0.929 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1460 Pp3c8_1460 transcript PAC:32964265protein_codingNA c.*2042_*2043delATNA NA NA NA 1611
Chr08 706457 AAT A Chr08_706457_AAT_AAAT_A INDEL 8318.59 20 7 10 13 13 19 22 15 6 16 5 5 4 13 20 7 11 13 14 19 22 15 6 16 5 5 4 13 1 1 0.909 1 0.929 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_1460 Pp3c8_1460 transcript PAC:32964264protein_codingNA c.*2042_*2043delATNA NA NA NA 1611
Chr08 706457 AAT A Chr08_706457_AAT_AAAT_A INDEL 8318.59 20 7 10 13 13 19 22 15 6 16 5 5 4 13 20 7 11 13 14 19 22 15 6 16 5 5 4 13 1 1 0.909 1 0.929 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_1440-Pp3c8_1460Pp3c8_1440-Pp3c8_1460intergenic_regionPp3c8_1440-Pp3c8_1460NA NA n.706458_706459delATNA NA NA NA NA
Chr08 861298 G GAT Chr08_861298_G_GATG_GAT INDEL 2191.93 0 0 0 0 0 1 0 0 15 15 7 8 7 6 27 13 11 14 14 23 27 22 15 15 7 8 7 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c8_1800 Pp3c8_1800 transcript PAC:32963929protein_codingNA c.*1255_*1256insATNA NA NA NA 448
Chr08 861298 G GAT Chr08_861298_G_GATG_GAT INDEL 2191.93 0 0 0 0 0 1 0 0 15 15 7 8 7 6 27 13 11 14 14 23 27 22 15 15 7 8 7 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c8_1800 Pp3c8_1800 transcript PAC:32963930protein_codingNA c.*1255_*1256insATNA NA NA NA 470
Chr08 861298 G GAT Chr08_861298_G_GATG_GAT INDEL 2191.93 0 0 0 0 0 1 0 0 15 15 7 8 7 6 27 13 11 14 14 23 27 22 15 15 7 8 7 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c8_1800 Pp3c8_1800 transcript PAC:32963931protein_codingNA c.*1255_*1256insATNA NA NA NA 459
Chr08 861298 G GAT Chr08_861298_G_GATG_GAT INDEL 2191.93 0 0 0 0 0 1 0 0 15 15 7 8 7 6 27 13 11 14 14 23 27 22 15 15 7 8 7 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c8_1800-Pp3c8_1820Pp3c8_1800-Pp3c8_1820intergenic_regionPp3c8_1800-Pp3c8_1820NA NA n.861298_861299insATNA NA NA NA NA
Chr08 898218 C CAT Chr08_898218_C_CATC_CAT INDEL 1062.35 16 10 13 3 0 0 2 1 1 2 0 3 1 0 17 10 13 23 15 17 18 10 9 12 4 13 5 5 0.941 1 1 0.13 0 0 0.111 0 0 0.167 0 0.231 0 0 0 3 3 5 0 0 3 upstream_gene_variantMODIFIER Pp3c8_1860 Pp3c8_1860 transcript PAC:32965632protein_codingNA c.-986_-985insATNA NA NA NA 703
Chr08 898218 C CAT Chr08_898218_C_CATC_CAT INDEL 1062.35 16 10 13 3 0 0 2 1 1 2 0 3 1 0 17 10 13 23 15 17 18 10 9 12 4 13 5 5 0.941 1 1 0.13 0 0 0.111 0 0 0.167 0 0.231 0 0 0 3 3 5 0 0 3 upstream_gene_variantMODIFIER Pp3c8_1860 Pp3c8_1860 transcript PAC:32965633protein_codingNA c.-986_-985insATNA NA NA NA 711
Chr08 898218 C CAT Chr08_898218_C_CATC_CAT INDEL 1062.35 16 10 13 3 0 0 2 1 1 2 0 3 1 0 17 10 13 23 15 17 18 10 9 12 4 13 5 5 0.941 1 1 0.13 0 0 0.111 0 0 0.167 0 0.231 0 0 0 3 3 5 0 0 3 downstream_gene_variantMODIFIER Pp3c8_1870 Pp3c8_1870 transcript PAC:32964433protein_codingNA c.*5025_*5026insATNA NA NA NA 4166
Chr08 898218 C CAT Chr08_898218_C_CATC_CAT INDEL 1062.35 16 10 13 3 0 0 2 1 1 2 0 3 1 0 17 10 13 23 15 17 18 10 9 12 4 13 5 5 0.941 1 1 0.13 0 0 0.111 0 0 0.167 0 0.231 0 0 0 3 3 5 0 0 3 downstream_gene_variantMODIFIER Pp3c8_1870 Pp3c8_1870 transcript PAC:32964434protein_codingNA c.*5025_*5026insATNA NA NA NA 4168
Chr08 898218 C CAT Chr08_898218_C_CATC_CAT INDEL 1062.35 16 10 13 3 0 0 2 1 1 2 0 3 1 0 17 10 13 23 15 17 18 10 9 12 4 13 5 5 0.941 1 1 0.13 0 0 0.111 0 0 0.167 0 0.231 0 0 0 3 3 5 0 0 3 downstream_gene_variantMODIFIER Pp3c8_1870 Pp3c8_1870 transcript PAC:32964435protein_codingNA c.*5025_*5026insATNA NA NA NA 4168
Chr08 898218 C CAT Chr08_898218_C_CATC_CAT INDEL 1062.35 16 10 13 3 0 0 2 1 1 2 0 3 1 0 17 10 13 23 15 17 18 10 9 12 4 13 5 5 0.941 1 1 0.13 0 0 0.111 0 0 0.167 0 0.231 0 0 0 3 3 5 0 0 3 intergenic_regionMODIFIER Pp3c8_1850-Pp3c8_1860Pp3c8_1850-Pp3c8_1860intergenic_regionPp3c8_1850-Pp3c8_1860NA NA n.898218_898219insATNA NA NA NA NA
Chr08 981114 A AAT Chr08_981114_A_AATA_AAT INDEL 18320.59 19 14 14 24 18 27 24 20 16 24 7 13 8 7 19 14 14 24 18 27 24 20 16 24 7 13 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_2010-Pp3c8_2020Pp3c8_2010-Pp3c8_2020intergenic_regionPp3c8_2010-Pp3c8_2020NA NA n.981114_981115insATNA NA NA NA NA
Chr08 981118 TTTC T Chr08_981118_TTTC_TTTTC_T INDEL 18705.59 18 14 15 24 19 27 24 20 16 23 7 15 8 8 18 14 15 24 19 27 24 20 16 23 7 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_2010-Pp3c8_2020Pp3c8_2010-Pp3c8_2020intergenic_regionPp3c8_2010-Pp3c8_2020NA NA n.981119_981121delTTCNA NA NA NA NA
Chr08 981122 C A Chr08_981122_C_AC_A SNP 18616.63 18 14 15 23 19 26 24 20 16 22 7 15 8 8 18 14 15 23 19 26 24 20 16 22 7 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_2010-Pp3c8_2020Pp3c8_2010-Pp3c8_2020intergenic_regionPp3c8_2010-Pp3c8_2020NA NA n.981122C>ANA NA NA NA NA
Chr08 981124 GC G Chr08_981124_GC_GGC_G INDEL 18607.59 18 14 16 24 19 26 24 20 16 24 7 16 9 8 18 14 16 24 19 26 24 20 16 24 7 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_2010-Pp3c8_2020Pp3c8_2010-Pp3c8_2020intergenic_regionPp3c8_2010-Pp3c8_2020NA NA n.981125delCNA NA NA NA NA
Chr08 1054856 G A Chr08_1054856_G_AG_A SNP 22601.63 30 12 9 29 32 29 30 24 28 25 19 24 11 16 30 12 9 29 32 29 30 24 28 25 19 24 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_2140 Pp3c8_2140 transcript PAC:32965734protein_codingNA c.*2804C>T NA NA NA NA 2804
Chr08 1054856 G A Chr08_1054856_G_AG_A SNP 22601.63 30 12 9 29 32 29 30 24 28 25 19 24 11 16 30 12 9 29 32 29 30 24 28 25 19 24 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_2150 Pp3c8_2150 transcript PAC:32965793protein_codingNA c.*2804C>T NA NA NA NA 2804
Chr08 1054856 G A Chr08_1054856_G_AG_A SNP 22601.63 30 12 9 29 32 29 30 24 28 25 19 24 11 16 30 12 9 29 32 29 30 24 28 25 19 24 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_2130-Pp3c8_2140Pp3c8_2130-Pp3c8_2140intergenic_regionPp3c8_2130-Pp3c8_2140NA NA n.1054856G>ANA NA NA NA NA
Chr08 1054876 G T Chr08_1054876_G_TG_T SNP 22795.63 35 13 11 32 32 30 25 20 31 22 21 30 10 18 35 13 11 32 32 30 25 20 31 22 21 30 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_2140 Pp3c8_2140 transcript PAC:32965734protein_codingNA c.*2784C>A NA NA NA NA 2784
Chr08 1054876 G T Chr08_1054876_G_TG_T SNP 22795.63 35 13 11 32 32 30 25 20 31 22 21 30 10 18 35 13 11 32 32 30 25 20 31 22 21 30 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_2150 Pp3c8_2150 transcript PAC:32965793protein_codingNA c.*2784C>A NA NA NA NA 2784
Chr08 1054876 G T Chr08_1054876_G_TG_T SNP 22795.63 35 13 11 32 32 30 25 20 31 22 21 30 10 18 35 13 11 32 32 30 25 20 31 22 21 30 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_2130-Pp3c8_2140Pp3c8_2130-Pp3c8_2140intergenic_regionPp3c8_2130-Pp3c8_2140NA NA n.1054876G>TNA NA NA NA NA
Chr08 1057578 A AT Chr08_1057578_A_ATA_AT INDEL 16109.59 23 10 17 26 27 20 28 27 19 30 18 11 8 15 23 10 17 26 27 20 28 27 19 30 18 11 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_2140 Pp3c8_2140 transcript PAC:32965734protein_codingNA c.*81_*82insANA NA NA NA 81
Chr08 1057578 A AT Chr08_1057578_A_ATA_AT INDEL 16109.59 23 10 17 26 27 20 28 27 19 30 18 11 8 15 23 10 17 26 27 20 28 27 19 30 18 11 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_2150 Pp3c8_2150 transcript PAC:32965793protein_codingNA c.*81_*82insANA NA NA NA 81
Chr08 1057578 A AT Chr08_1057578_A_ATA_AT INDEL 16109.59 23 10 17 26 27 20 28 27 19 30 18 11 8 15 23 10 17 26 27 20 28 27 19 30 18 11 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_2160 Pp3c8_2160 transcript PAC:32963804protein_codingNA c.*4136_*4137insANA NA NA NA 4136
Chr08 1057578 A AT Chr08_1057578_A_ATA_AT INDEL 16109.59 23 10 17 26 27 20 28 27 19 30 18 11 8 15 23 10 17 26 27 20 28 27 19 30 18 11 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_2150 Pp3c8_2150 transcript PAC:32965794protein_codingNA c.*3689_*3690insANA NA NA NA 3689
Chr08 1057578 A AT Chr08_1057578_A_ATA_AT INDEL 16109.59 23 10 17 26 27 20 28 27 19 30 18 11 8 15 23 10 17 26 27 20 28 27 19 30 18 11 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_2130-Pp3c8_2140Pp3c8_2130-Pp3c8_2140intergenic_regionPp3c8_2130-Pp3c8_2140NA NA n.1057578_1057579insTNA NA NA NA NA
Chr08 1386989 G GTA Chr08_1386989_G_GTAG_GTA INDEL 4018.25 18 10 12 0 0 0 1 3 17 7 6 5 5 5 18 10 13 10 14 12 16 18 17 7 6 6 6 5 1 1 0.923 0 0 0 0 0.167 1 1 1 0.833 0.833 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c8_2750 Pp3c8_2750 transcript PAC:32964563protein_codingNA c.-4301_-4300insTANA NA NA NA 2497
Chr08 1386989 G GTA Chr08_1386989_G_GTAG_GTA INDEL 4018.25 18 10 12 0 0 0 1 3 17 7 6 5 5 5 18 10 13 10 14 12 16 18 17 7 6 6 6 5 1 1 0.923 0 0 0 0 0.167 1 1 1 0.833 0.833 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c8_2770 Pp3c8_2770 transcript PAC:32964542protein_codingNA c.-2428_-2427insTANA NA NA NA 2427
Chr08 1386989 G GTA Chr08_1386989_G_GTAG_GTA INDEL 4018.25 18 10 12 0 0 0 1 3 17 7 6 5 5 5 18 10 13 10 14 12 16 18 17 7 6 6 6 5 1 1 0.923 0 0 0 0 0.167 1 1 1 0.833 0.833 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c8_2750 Pp3c8_2750 transcript PAC:32964564protein_codingNA c.-4301_-4300insTANA NA NA NA 2510
Chr08 1386989 G GTA Chr08_1386989_G_GTAG_GTA INDEL 4018.25 18 10 12 0 0 0 1 3 17 7 6 5 5 5 18 10 13 10 14 12 16 18 17 7 6 6 6 5 1 1 0.923 0 0 0 0 0.167 1 1 1 0.833 0.833 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c8_2750 Pp3c8_2750 transcript PAC:32964566protein_codingNA c.-4301_-4300insTANA NA NA NA 2510
Chr08 1386989 G GTA Chr08_1386989_G_GTAG_GTA INDEL 4018.25 18 10 12 0 0 0 1 3 17 7 6 5 5 5 18 10 13 10 14 12 16 18 17 7 6 6 6 5 1 1 0.923 0 0 0 0 0.167 1 1 1 0.833 0.833 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c8_2750 Pp3c8_2750 transcript PAC:32964567protein_codingNA c.-4301_-4300insTANA NA NA NA 3121
Chr08 1386989 G GTA Chr08_1386989_G_GTAG_GTA INDEL 4018.25 18 10 12 0 0 0 1 3 17 7 6 5 5 5 18 10 13 10 14 12 16 18 17 7 6 6 6 5 1 1 0.923 0 0 0 0 0.167 1 1 1 0.833 0.833 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c8_2750 Pp3c8_2750 transcript PAC:32964565protein_codingNA c.-4301_-4300insTANA NA NA NA 2510
Chr08 1386989 G GTA Chr08_1386989_G_GTAG_GTA INDEL 4018.25 18 10 12 0 0 0 1 3 17 7 6 5 5 5 18 10 13 10 14 12 16 18 17 7 6 6 6 5 1 1 0.923 0 0 0 0 0.167 1 1 1 0.833 0.833 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c8_2770 Pp3c8_2770 transcript PAC:32964543protein_codingNA c.-4575_-4574insTANA NA NA NA 375
Chr08 1386989 G GTA Chr08_1386989_G_GTAG_GTA INDEL 4018.25 18 10 12 0 0 0 1 3 17 7 6 5 5 5 18 10 13 10 14 12 16 18 17 7 6 6 6 5 1 1 0.923 0 0 0 0 0.167 1 1 1 0.833 0.833 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c8_2750-Pp3c8_2770Pp3c8_2750-Pp3c8_2770intergenic_regionPp3c8_2750-Pp3c8_2770NA NA n.1386989_1386990insTANA NA NA NA NA
Chr08 1527017 T C Chr08_1527017_T_CT_C SNP 19439.63 30 12 21 23 21 17 35 35 24 17 18 26 11 12 30 12 21 23 21 17 35 35 24 17 18 26 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_2970-Pp3c8_3020Pp3c8_2970-Pp3c8_3020intergenic_regionPp3c8_2970-Pp3c8_3020NA NA n.1527017T>CNA NA NA NA NA
Chr08 1562067 C A Chr08_1562067_C_AC_A SNP 21010.63 23 11 21 18 25 28 30 18 26 38 21 12 14 11 23 11 21 18 25 28 30 18 26 38 21 12 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_3050-Pp3c8_3110Pp3c8_3050-Pp3c8_3110intergenic_regionPp3c8_3050-Pp3c8_3110NA NA n.1562067C>ANA NA NA NA NA
Chr08 1562085 G A Chr08_1562085_G_AG_A SNP 21031.63 23 10 19 20 25 29 34 18 28 35 17 11 13 13 23 10 19 20 25 29 34 18 28 35 17 11 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_3050-Pp3c8_3110Pp3c8_3050-Pp3c8_3110intergenic_regionPp3c8_3050-Pp3c8_3110NA NA n.1562085G>ANA NA NA NA NA
Chr08 1562197 T TA Chr08_1562197_T_TAT_TA INDEL 14509.59 23 11 17 26 21 29 30 27 25 21 7 10 8 12 23 11 17 26 21 29 30 27 25 21 7 10 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_3050-Pp3c8_3110Pp3c8_3050-Pp3c8_3110intergenic_regionPp3c8_3050-Pp3c8_3110NA NA n.1562197_1562198insANA NA NA NA NA
Chr08 1828195 CTA C Chr08_1828195_CTA_CCTA_C INDEL 133.37 0 0 0 0 1 0 2 0 0 0 0 8 0 0 19 10 5 10 10 14 30 15 13 15 5 10 8 7 0 0 0 0 0 0 0.067 0 0 0 0 0.8 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c8_3500 Pp3c8_3500 transcript PAC:32965754protein_codingNA c.*3905_*3906delTANA NA NA NA 3104
Chr08 1828195 CTA C Chr08_1828195_CTA_CCTA_C INDEL 133.37 0 0 0 0 1 0 2 0 0 0 0 8 0 0 19 10 5 10 10 14 30 15 13 15 5 10 8 7 0 0 0 0 0 0 0.067 0 0 0 0 0.8 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c8_3520 Pp3c8_3520 transcript PAC:32965713protein_codingNA c.*3619_*3620delTANA NA NA NA 3002
Chr08 1828195 CTA C Chr08_1828195_CTA_CCTA_C INDEL 133.37 0 0 0 0 1 0 2 0 0 0 0 8 0 0 19 10 5 10 10 14 30 15 13 15 5 10 8 7 0 0 0 0 0 0 0.067 0 0 0 0 0.8 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c8_3500 Pp3c8_3500 transcript PAC:32965756protein_codingNA c.*3905_*3906delTANA NA NA NA 3105
Chr08 1828195 CTA C Chr08_1828195_CTA_CCTA_C INDEL 133.37 0 0 0 0 1 0 2 0 0 0 0 8 0 0 19 10 5 10 10 14 30 15 13 15 5 10 8 7 0 0 0 0 0 0 0.067 0 0 0 0 0.8 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c8_3500 Pp3c8_3500 transcript PAC:32965757protein_codingNA c.*3905_*3906delTANA NA NA NA 3158
Chr08 1828195 CTA C Chr08_1828195_CTA_CCTA_C INDEL 133.37 0 0 0 0 1 0 2 0 0 0 0 8 0 0 19 10 5 10 10 14 30 15 13 15 5 10 8 7 0 0 0 0 0 0 0.067 0 0 0 0 0.8 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c8_3500 Pp3c8_3500 transcript PAC:32965755protein_codingNA c.*3905_*3906delTANA NA NA NA 3176
Chr08 1828195 CTA C Chr08_1828195_CTA_CCTA_C INDEL 133.37 0 0 0 0 1 0 2 0 0 0 0 8 0 0 19 10 5 10 10 14 30 15 13 15 5 10 8 7 0 0 0 0 0 0 0.067 0 0 0 0 0.8 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c8_3500 Pp3c8_3500 transcript PAC:32965758protein_codingNA c.*3905_*3906delTANA NA NA NA 3131
Chr08 1828195 CTA C Chr08_1828195_CTA_CCTA_C INDEL 133.37 0 0 0 0 1 0 2 0 0 0 0 8 0 0 19 10 5 10 10 14 30 15 13 15 5 10 8 7 0 0 0 0 0 0 0.067 0 0 0 0 0.8 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c8_3520 Pp3c8_3520 transcript PAC:32965714protein_codingNA c.*3619_*3620delTANA NA NA NA 3153
Chr08 1828195 CTA C Chr08_1828195_CTA_CCTA_C INDEL 133.37 0 0 0 0 1 0 2 0 0 0 0 8 0 0 19 10 5 10 10 14 30 15 13 15 5 10 8 7 0 0 0 0 0 0 0.067 0 0 0 0 0.8 0 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c8_3500-Pp3c8_3520Pp3c8_3500-Pp3c8_3520intergenic_regionPp3c8_3500-Pp3c8_3520NA NA n.1828196_1828197delTANA NA NA NA NA
Chr08 1847808 T TC Chr08_1847808_T_TCT_TC INDEL 20820.59 30 11 16 34 15 24 19 25 23 32 24 16 10 11 30 11 16 34 15 24 19 25 23 32 24 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_3520-Pp3c8_3540Pp3c8_3520-Pp3c8_3540intergenic_regionPp3c8_3520-Pp3c8_3540NA NA n.1847808_1847809insCNA NA NA NA NA
Chr08 1847811 CT C Chr08_1847811_CT_CCT_C INDEL 20988.59 31 11 16 36 15 25 19 24 23 33 23 15 10 11 31 11 16 36 15 25 19 24 23 33 23 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_3520-Pp3c8_3540Pp3c8_3520-Pp3c8_3540intergenic_regionPp3c8_3520-Pp3c8_3540NA NA n.1847812delTNA NA NA NA NA
Chr08 1847813 C A Chr08_1847813_C_AC_A SNP 20817.63 32 11 16 36 15 25 19 23 23 33 23 15 8 11 32 11 16 36 15 25 19 23 23 33 23 15 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_3520-Pp3c8_3540Pp3c8_3520-Pp3c8_3540intergenic_regionPp3c8_3520-Pp3c8_3540NA NA n.1847813C>ANA NA NA NA NA
Chr08 1852753 C CT Chr08_1852753_C_CTC_CT INDEL 17451.59 27 16 6 25 17 18 19 24 16 35 13 11 12 7 27 16 6 25 17 18 19 24 16 35 13 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_3520-Pp3c8_3540Pp3c8_3520-Pp3c8_3540intergenic_regionPp3c8_3520-Pp3c8_3540NA NA n.1852753_1852754insTNA NA NA NA NA
Chr08 1852763 A AT Chr08_1852763_A_ATA_AT INDEL 17656.59 29 13 8 26 17 18 18 25 18 37 11 11 14 6 29 13 8 26 17 18 18 25 18 37 11 11 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_3520-Pp3c8_3540Pp3c8_3520-Pp3c8_3540intergenic_regionPp3c8_3520-Pp3c8_3540NA NA n.1852763_1852764insTNA NA NA NA NA
Chr08 2025569 G T Chr08_2025569_G_TG_T SNP 16906.63 13 11 14 23 19 24 23 18 26 18 14 12 13 17 13 11 14 23 19 24 23 18 26 18 14 12 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_3880 Pp3c8_3880 transcript PAC:32966175protein_codingNA c.*3427G>T NA NA NA NA 3393
Chr08 2025569 G T Chr08_2025569_G_TG_T SNP 16906.63 13 11 14 23 19 24 23 18 26 18 14 12 13 17 13 11 14 23 19 24 23 18 26 18 14 12 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_3880 Pp3c8_3880 transcript PAC:32966176protein_codingNA c.*3427G>T NA NA NA NA 2277
Chr08 2025569 G T Chr08_2025569_G_TG_T SNP 16906.63 13 11 14 23 19 24 23 18 26 18 14 12 13 17 13 11 14 23 19 24 23 18 26 18 14 12 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_3890 Pp3c8_3890 transcript PAC:32966391protein_coding 06-juil c.3587+101C>ANA NA NA NA NA
Chr08 2025569 G T Chr08_2025569_G_TG_T SNP 16906.63 13 11 14 23 19 24 23 18 26 18 14 12 13 17 13 11 14 23 19 24 23 18 26 18 14 12 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_3890 Pp3c8_3890 transcript PAC:32966393protein_coding 06-juil c.3161+101C>ANA NA NA NA NA
Chr08 2025569 G T Chr08_2025569_G_TG_T SNP 16906.63 13 11 14 23 19 24 23 18 26 18 14 12 13 17 13 11 14 23 19 24 23 18 26 18 14 12 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_3890 Pp3c8_3890 transcript PAC:32966392protein_coding 06-juil c.3587+101C>ANA NA NA NA NA
Chr08 2299599 C T Chr08_2299599_C_TC_T SNP 17802.63 26 8 12 26 16 32 22 15 20 20 20 12 15 7 26 8 12 26 16 32 22 15 20 20 20 12 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_4130-Pp3c8_4270Pp3c8_4130-Pp3c8_4270intergenic_regionPp3c8_4130-Pp3c8_4270NA NA n.2299599C>TNA NA NA NA NA
Chr08 2299806 G T Chr08_2299806_G_TG_T SNP 18831.63 20 15 10 23 28 33 19 38 21 26 8 7 9 19 20 15 10 23 28 33 19 38 21 26 8 7 9 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_4130-Pp3c8_4270Pp3c8_4130-Pp3c8_4270intergenic_regionPp3c8_4130-Pp3c8_4270NA NA n.2299806G>TNA NA NA NA NA
Chr08 2325315 A AAT Chr08_2325315_A_AATA_AAT INDEL 3543.24 0 0 0 13 25 27 22 12 0 0 0 0 0 0 28 13 11 14 25 29 22 12 19 18 5 13 12 13 0 0 0 0.929 1 0.931 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_4270 Pp3c8_4270 transcript PAC:32963629protein_codingNA c.-1968_-1967insATNA NA NA NA 1217
Chr08 2325315 A AAT Chr08_2325315_A_AATA_AAT INDEL 3543.24 0 0 0 13 25 27 22 12 0 0 0 0 0 0 28 13 11 14 25 29 22 12 19 18 5 13 12 13 0 0 0 0.929 1 0.931 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_4270 Pp3c8_4270 transcript PAC:32963631protein_codingNA c.-1968_-1967insATNA NA NA NA 1254
Chr08 2325315 A AAT Chr08_2325315_A_AATA_AAT INDEL 3543.24 0 0 0 13 25 27 22 12 0 0 0 0 0 0 28 13 11 14 25 29 22 12 19 18 5 13 12 13 0 0 0 0.929 1 0.931 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_4270 Pp3c8_4270 transcript PAC:32963632protein_codingNA c.-1968_-1967insATNA NA NA NA 1254
Chr08 2325315 A AAT Chr08_2325315_A_AATA_AAT INDEL 3543.24 0 0 0 13 25 27 22 12 0 0 0 0 0 0 28 13 11 14 25 29 22 12 19 18 5 13 12 13 0 0 0 0.929 1 0.931 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_4270 Pp3c8_4270 transcript PAC:32963633protein_codingNA c.-1968_-1967insATNA NA NA NA 1254
Chr08 2325315 A AAT Chr08_2325315_A_AATA_AAT INDEL 3543.24 0 0 0 13 25 27 22 12 0 0 0 0 0 0 28 13 11 14 25 29 22 12 19 18 5 13 12 13 0 0 0 0.929 1 0.931 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_4270 Pp3c8_4270 transcript PAC:32963630protein_codingNA c.-1968_-1967insATNA NA NA NA 1619
Chr08 2325315 A AAT Chr08_2325315_A_AATA_AAT INDEL 3543.24 0 0 0 13 25 27 22 12 0 0 0 0 0 0 28 13 11 14 25 29 22 12 19 18 5 13 12 13 0 0 0 0.929 1 0.931 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_4280 Pp3c8_4280 transcript PAC:32964470protein_codingNA c.*4621_*4622insATNA NA NA NA 3899
Chr08 2325315 A AAT Chr08_2325315_A_AATA_AAT INDEL 3543.24 0 0 0 13 25 27 22 12 0 0 0 0 0 0 28 13 11 14 25 29 22 12 19 18 5 13 12 13 0 0 0 0.929 1 0.931 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_4280 Pp3c8_4280 transcript PAC:32964472protein_codingNA c.*4621_*4622insATNA NA NA NA 3899
Chr08 2325315 A AAT Chr08_2325315_A_AATA_AAT INDEL 3543.24 0 0 0 13 25 27 22 12 0 0 0 0 0 0 28 13 11 14 25 29 22 12 19 18 5 13 12 13 0 0 0 0.929 1 0.931 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_4280 Pp3c8_4280 transcript PAC:32964473protein_codingNA c.*5637_*5638insATNA NA NA NA 3899
Chr08 2325315 A AAT Chr08_2325315_A_AATA_AAT INDEL 3543.24 0 0 0 13 25 27 22 12 0 0 0 0 0 0 28 13 11 14 25 29 22 12 19 18 5 13 12 13 0 0 0 0.929 1 0.931 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_4280 Pp3c8_4280 transcript PAC:32964471protein_codingNA c.*4621_*4622insATNA NA NA NA 4367
Chr08 2325315 A AAT Chr08_2325315_A_AATA_AAT INDEL 3543.24 0 0 0 13 25 27 22 12 0 0 0 0 0 0 28 13 11 14 25 29 22 12 19 18 5 13 12 13 0 0 0 0.929 1 0.931 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_4130-Pp3c8_4270Pp3c8_4130-Pp3c8_4270intergenic_regionPp3c8_4130-Pp3c8_4270NA NA n.2325315_2325316insATNA NA NA NA NA
Chr08 2428809 C A Chr08_2428809_C_AC_A SNP 21365.63 32 13 17 20 30 32 39 26 25 36 11 17 22 14 32 13 17 20 30 32 39 26 25 36 11 19 22 14 1 1 1 1 1 1 1 1 1 1 1 0.895 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_4392 Pp3c8_4392 transcript PAC:32964040protein_codingNA c.-4307G>T NA NA NA NA 4307
Chr08 2428809 C A Chr08_2428809_C_AC_A SNP 21365.63 32 13 17 20 30 32 39 26 25 36 11 17 22 14 32 13 17 20 30 32 39 26 25 36 11 19 22 14 1 1 1 1 1 1 1 1 1 1 1 0.895 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_4390 Pp3c8_4390 transcript PAC:32965975protein_codingNA c.*6747C>A NA NA NA NA 4600
Chr08 2428809 C A Chr08_2428809_C_AC_A SNP 21365.63 32 13 17 20 30 32 39 26 25 36 11 17 22 14 32 13 17 20 30 32 39 26 25 36 11 19 22 14 1 1 1 1 1 1 1 1 1 1 1 0.895 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_4390 Pp3c8_4390 transcript PAC:32965976protein_codingNA c.*6747C>A NA NA NA NA 4600
Chr08 2428809 C A Chr08_2428809_C_AC_A SNP 21365.63 32 13 17 20 30 32 39 26 25 36 11 17 22 14 32 13 17 20 30 32 39 26 25 36 11 19 22 14 1 1 1 1 1 1 1 1 1 1 1 0.895 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_4390 Pp3c8_4390 transcript PAC:32965977protein_codingNA c.*6747C>A NA NA NA NA 4606
Chr08 2428809 C A Chr08_2428809_C_AC_A SNP 21365.63 32 13 17 20 30 32 39 26 25 36 11 17 22 14 32 13 17 20 30 32 39 26 25 36 11 19 22 14 1 1 1 1 1 1 1 1 1 1 1 0.895 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_4392-Pp3c8_4400Pp3c8_4392-Pp3c8_4400intergenic_regionPp3c8_4392-Pp3c8_4400NA NA n.2428809C>ANA NA NA NA NA
Chr08 2428810 T A Chr08_2428810_T_AT_A SNP 21365.63 32 13 17 20 30 32 39 25 25 36 11 17 22 14 32 13 17 20 30 32 39 25 25 36 11 19 22 14 1 1 1 1 1 1 1 1 1 1 1 0.895 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_4392 Pp3c8_4392 transcript PAC:32964040protein_codingNA c.-4308A>T NA NA NA NA 4308
Chr08 2428810 T A Chr08_2428810_T_AT_A SNP 21365.63 32 13 17 20 30 32 39 25 25 36 11 17 22 14 32 13 17 20 30 32 39 25 25 36 11 19 22 14 1 1 1 1 1 1 1 1 1 1 1 0.895 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_4390 Pp3c8_4390 transcript PAC:32965975protein_codingNA c.*6748T>A NA NA NA NA 4601
Chr08 2428810 T A Chr08_2428810_T_AT_A SNP 21365.63 32 13 17 20 30 32 39 25 25 36 11 17 22 14 32 13 17 20 30 32 39 25 25 36 11 19 22 14 1 1 1 1 1 1 1 1 1 1 1 0.895 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_4390 Pp3c8_4390 transcript PAC:32965976protein_codingNA c.*6748T>A NA NA NA NA 4601
Chr08 2428810 T A Chr08_2428810_T_AT_A SNP 21365.63 32 13 17 20 30 32 39 25 25 36 11 17 22 14 32 13 17 20 30 32 39 25 25 36 11 19 22 14 1 1 1 1 1 1 1 1 1 1 1 0.895 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_4390 Pp3c8_4390 transcript PAC:32965977protein_codingNA c.*6748T>A NA NA NA NA 4607
Chr08 2428810 T A Chr08_2428810_T_AT_A SNP 21365.63 32 13 17 20 30 32 39 25 25 36 11 17 22 14 32 13 17 20 30 32 39 25 25 36 11 19 22 14 1 1 1 1 1 1 1 1 1 1 1 0.895 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_4392-Pp3c8_4400Pp3c8_4392-Pp3c8_4400intergenic_regionPp3c8_4392-Pp3c8_4400NA NA n.2428810T>ANA NA NA NA NA
Chr08 2449346 A AAT Chr08_2449346_A_AATA_AAT INDEL 62.37 0 0 1 0 0 0 2 0 2 0 0 0 0 4 12 5 6 12 9 23 17 5 8 4 5 7 5 4 0 0 0 0 0 0 0.118 0 0.25 0 0 0 0 1 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c8_4450 Pp3c8_4450 transcript PAC:32964934protein_codingNA c.-4107_-4106insATNA NA NA NA 4106
Chr08 2449346 A AAT Chr08_2449346_A_AATA_AAT INDEL 62.37 0 0 1 0 0 0 2 0 2 0 0 0 0 4 12 5 6 12 9 23 17 5 8 4 5 7 5 4 0 0 0 0 0 0 0.118 0 0.25 0 0 0 0 1 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c8_4410 Pp3c8_4410 transcript PAC:32966271protein_codingNA c.*3886_*3887insATNA NA NA NA 3610
Chr08 2449346 A AAT Chr08_2449346_A_AATA_AAT INDEL 62.37 0 0 1 0 0 0 2 0 2 0 0 0 0 4 12 5 6 12 9 23 17 5 8 4 5 7 5 4 0 0 0 0 0 0 0.118 0 0.25 0 0 0 0 1 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c8_4410 Pp3c8_4410 transcript PAC:32966272protein_codingNA c.*3886_*3887insATNA NA NA NA 3877
Chr08 2449346 A AAT Chr08_2449346_A_AATA_AAT INDEL 62.37 0 0 1 0 0 0 2 0 2 0 0 0 0 4 12 5 6 12 9 23 17 5 8 4 5 7 5 4 0 0 0 0 0 0 0.118 0 0.25 0 0 0 0 1 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c8_4410 Pp3c8_4410 transcript PAC:32966273protein_codingNA c.*3886_*3887insATNA NA NA NA 3610
Chr08 2449346 A AAT Chr08_2449346_A_AATA_AAT INDEL 62.37 0 0 1 0 0 0 2 0 2 0 0 0 0 4 12 5 6 12 9 23 17 5 8 4 5 7 5 4 0 0 0 0 0 0 0.118 0 0.25 0 0 0 0 1 0 1 1 2 1 0 0 intron_variantMODIFIER Pp3c8_4430 Pp3c8_4430 transcript PAC:32965760protein_coding 01-janv c.369+1051_369+1052insATNA NA NA NA NA
Chr08 2449346 A AAT Chr08_2449346_A_AATA_AAT INDEL 62.37 0 0 1 0 0 0 2 0 2 0 0 0 0 4 12 5 6 12 9 23 17 5 8 4 5 7 5 4 0 0 0 0 0 0 0.118 0 0.25 0 0 0 0 1 0 1 1 2 1 0 0 intron_variantMODIFIER Pp3c8_4430 Pp3c8_4430 transcript PAC:32965761protein_coding 01-janv c.369+1051_369+1052insATNA NA NA NA NA
Chr08 2630122 C CA Chr08_2630122_C_CAC_CA INDEL 9247.59 15 8 13 18 14 14 24 14 12 15 6 15 7 7 15 8 13 18 14 14 24 14 12 15 6 15 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_4660 Pp3c8_4660 transcript PAC:32965012protein_coding 01-juin c.-197dupT NA NA NA NA 694
Chr08 2630122 C CA Chr08_2630122_C_CAC_CA INDEL 9247.59 15 8 13 18 14 14 24 14 12 15 6 15 7 7 15 8 13 18 14 14 24 14 12 15 6 15 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_4660 Pp3c8_4660 transcript PAC:32965015protein_coding 01-avr c.-694dupT NA NA NA NA 694
Chr08 2630122 C CA Chr08_2630122_C_CAC_CA INDEL 9247.59 15 8 13 18 14 14 24 14 12 15 6 15 7 7 15 8 13 18 14 14 24 14 12 15 6 15 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_4660 Pp3c8_4660 transcript PAC:32965013protein_coding 01-mai c.-197dupT NA NA NA NA 694
Chr08 2630122 C CA Chr08_2630122_C_CAC_CA INDEL 9247.59 15 8 13 18 14 14 24 14 12 15 6 15 7 7 15 8 13 18 14 14 24 14 12 15 6 15 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_4660 Pp3c8_4660 transcript PAC:32965014protein_coding 01-mai c.-286dupT NA NA NA NA 694
Chr08 2630122 C CA Chr08_2630122_C_CAC_CA INDEL 9247.59 15 8 13 18 14 14 24 14 12 15 6 15 7 7 15 8 13 18 14 14 24 14 12 15 6 15 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_4660 Pp3c8_4660 transcript PAC:32965016protein_coding 01-avr c.-694dupT NA NA NA NA 694
Chr08 2942736 A G Chr08_2942736_A_GA_G SNP 165899.63 287 163 176 188 175 284 307 196 157 147 166 181 77 71 294 165 180 191 181 293 312 200 158 152 171 184 79 74 0.976 0.988 0.978 0.984 0.967 0.969 0.984 0.98 0.994 0.967 0.971 0.984 0.975 0.959 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_5120-Pp3c8_5360Pp3c8_5120-Pp3c8_5360intergenic_regionPp3c8_5120-Pp3c8_5360NA NA n.2942736A>GNA NA NA NA NA
Chr08 3052717 C T Chr08_3052717_C_TC_T SNP 4939.29 0 0 0 16 8 35 27 24 0 0 0 0 0 0 28 20 17 16 8 35 27 24 31 23 22 15 11 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_5480 Pp3c8_5480 transcript PAC:32965241protein_codingNA c.*2655G>A NA NA NA NA 1759
Chr08 3052717 C T Chr08_3052717_C_TC_T SNP 4939.29 0 0 0 16 8 35 27 24 0 0 0 0 0 0 28 20 17 16 8 35 27 24 31 23 22 15 11 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_5480 Pp3c8_5480 transcript PAC:32965242protein_codingNA c.*2655G>A NA NA NA NA 1698
Chr08 3052717 C T Chr08_3052717_C_TC_T SNP 4939.29 0 0 0 16 8 35 27 24 0 0 0 0 0 0 28 20 17 16 8 35 27 24 31 23 22 15 11 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_5480 Pp3c8_5480 transcript PAC:32965243protein_codingNA c.*2655G>A NA NA NA NA 1698
Chr08 3052717 C T Chr08_3052717_C_TC_T SNP 4939.29 0 0 0 16 8 35 27 24 0 0 0 0 0 0 28 20 17 16 8 35 27 24 31 23 22 15 11 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_5480 Pp3c8_5480 transcript PAC:32965244protein_codingNA c.*2655G>A NA NA NA NA 1698
Chr08 3052717 C T Chr08_3052717_C_TC_T SNP 4939.29 0 0 0 16 8 35 27 24 0 0 0 0 0 0 28 20 17 16 8 35 27 24 31 23 22 15 11 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_5480 Pp3c8_5480 transcript PAC:32965245protein_codingNA c.*2655G>A NA NA NA NA 1698
Chr08 3052717 C T Chr08_3052717_C_TC_T SNP 4939.29 0 0 0 16 8 35 27 24 0 0 0 0 0 0 28 20 17 16 8 35 27 24 31 23 22 15 11 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_5428-Pp3c8_5480Pp3c8_5428-Pp3c8_5480intergenic_regionPp3c8_5428-Pp3c8_5480NA NA n.3052717C>TNA NA NA NA NA
Chr08 3076831 T TA Chr08_3076831_T_TAT_TA INDEL 10919.59 26 10 8 29 12 13 21 18 16 17 11 9 10 11 26 10 8 29 12 13 21 18 16 17 11 9 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5510 Pp3c8_5510 transcript PAC:32964183protein_codingNA c.*3390_*3391insANA NA NA NA 2685
Chr08 3076831 T TA Chr08_3076831_T_TAT_TA INDEL 10919.59 26 10 8 29 12 13 21 18 16 17 11 9 10 11 26 10 8 29 12 13 21 18 16 17 11 9 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5510 Pp3c8_5510 transcript PAC:32964184protein_codingNA c.*3390_*3391insANA NA NA NA 2661



Chr08 3076831 T TA Chr08_3076831_T_TAT_TA INDEL 10919.59 26 10 8 29 12 13 21 18 16 17 11 9 10 11 26 10 8 29 12 13 21 18 16 17 11 9 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_5510-Pp3c8_5520Pp3c8_5510-Pp3c8_5520intergenic_regionPp3c8_5510-Pp3c8_5520NA NA n.3076831_3076832insANA NA NA NA NA
Chr08 3089955 T G Chr08_3089955_T_GT_G SNP 22245.63 32 11 19 33 21 21 41 32 28 28 19 23 7 14 32 11 19 33 21 21 41 32 28 28 19 23 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5520 Pp3c8_5520 transcript PAC:32964940protein_codingNA c.*2587A>C NA NA NA NA 2355
Chr08 3089955 T G Chr08_3089955_T_GT_G SNP 22245.63 32 11 19 33 21 21 41 32 28 28 19 23 7 14 32 11 19 33 21 21 41 32 28 28 19 23 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5520 Pp3c8_5520 transcript PAC:32964941protein_codingNA c.*2587A>C NA NA NA NA 2337
Chr08 3089955 T G Chr08_3089955_T_GT_G SNP 22245.63 32 11 19 33 21 21 41 32 28 28 19 23 7 14 32 11 19 33 21 21 41 32 28 28 19 23 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_5510-Pp3c8_5520Pp3c8_5510-Pp3c8_5520intergenic_regionPp3c8_5510-Pp3c8_5520NA NA n.3089955T>GNA NA NA NA NA
Chr08 3090046 G GT Chr08_3090046_G_GTG_GT INDEL 18475.59 32 14 13 33 20 18 47 40 21 23 13 18 10 17 32 14 13 33 20 18 47 40 21 23 13 18 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5520 Pp3c8_5520 transcript PAC:32964940protein_codingNA c.*2495_*2496insANA NA NA NA 2263
Chr08 3090046 G GT Chr08_3090046_G_GTG_GT INDEL 18475.59 32 14 13 33 20 18 47 40 21 23 13 18 10 17 32 14 13 33 20 18 47 40 21 23 13 18 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5520 Pp3c8_5520 transcript PAC:32964941protein_codingNA c.*2495_*2496insANA NA NA NA 2245
Chr08 3090046 G GT Chr08_3090046_G_GTG_GT INDEL 18475.59 32 14 13 33 20 18 47 40 21 23 13 18 10 17 32 14 13 33 20 18 47 40 21 23 13 18 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_5510-Pp3c8_5520Pp3c8_5510-Pp3c8_5520intergenic_regionPp3c8_5510-Pp3c8_5520NA NA n.3090046_3090047insTNA NA NA NA NA
Chr08 3091356 T TA Chr08_3091356_T_TAT_TA INDEL 11359.59 34 14 13 20 15 20 25 18 13 28 7 12 4 4 34 14 13 20 15 22 25 18 13 29 7 12 4 4 1 1 1 1 1 0.909 1 1 1 0.966 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5520 Pp3c8_5520 transcript PAC:32964940protein_codingNA c.*1185_*1186insTNA NA NA NA 953
Chr08 3091356 T TA Chr08_3091356_T_TAT_TA INDEL 11359.59 34 14 13 20 15 20 25 18 13 28 7 12 4 4 34 14 13 20 15 22 25 18 13 29 7 12 4 4 1 1 1 1 1 0.909 1 1 1 0.966 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5520 Pp3c8_5520 transcript PAC:32964941protein_codingNA c.*1185_*1186insTNA NA NA NA 935
Chr08 3091356 T TA Chr08_3091356_T_TAT_TA INDEL 11359.59 34 14 13 20 15 20 25 18 13 28 7 12 4 4 34 14 13 20 15 22 25 18 13 29 7 12 4 4 1 1 1 1 1 0.909 1 1 1 0.966 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_5510-Pp3c8_5520Pp3c8_5510-Pp3c8_5520intergenic_regionPp3c8_5510-Pp3c8_5520NA NA n.3091356_3091357insANA NA NA NA NA
Chr08 3313412 CTTATTAAAAAC Chr08_3313412_CTTATTAAAAA_CCTTATTAAAAA_CINDEL 15819.59 21 13 9 26 17 15 14 22 13 18 17 6 7 7 21 13 9 26 17 15 14 22 13 18 17 6 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5880 Pp3c8_5880 transcript PAC:32966170protein_codingNA c.*3662_*3671delTTTTTAATAANA NA NA NA 3116
Chr08 3313412 CTTATTAAAAAC Chr08_3313412_CTTATTAAAAA_CCTTATTAAAAA_CINDEL 15819.59 21 13 9 26 17 15 14 22 13 18 17 6 7 7 21 13 9 26 17 15 14 22 13 18 17 6 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5880 Pp3c8_5880 transcript PAC:32966171protein_codingNA c.*3662_*3671delTTTTTAATAANA NA NA NA 3671
Chr08 3313412 CTTATTAAAAAC Chr08_3313412_CTTATTAAAAA_CCTTATTAAAAA_CINDEL 15819.59 21 13 9 26 17 15 14 22 13 18 17 6 7 7 21 13 9 26 17 15 14 22 13 18 17 6 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_5860-Pp3c8_5880Pp3c8_5860-Pp3c8_5880intergenic_regionPp3c8_5860-Pp3c8_5880NA NA n.3313413_3313422delTTATTAAAAANA NA NA NA NA
Chr08 3313455 C CTATATATATAChr08_3313455_C_CTATATATATAC_CTATATATATAINDEL 15289.59 16 11 7 24 16 18 10 19 15 17 15 9 10 6 16 11 7 24 16 18 10 19 15 17 15 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5880 Pp3c8_5880 transcript PAC:32966170protein_codingNA c.*3628_*3629insTATATATATANA NA NA NA 3073
Chr08 3313455 C CTATATATATAChr08_3313455_C_CTATATATATAC_CTATATATATAINDEL 15289.59 16 11 7 24 16 18 10 19 15 17 15 9 10 6 16 11 7 24 16 18 10 19 15 17 15 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5880 Pp3c8_5880 transcript PAC:32966171protein_codingNA c.*3628_*3629insTATATATATANA NA NA NA 3628
Chr08 3313455 C CTATATATATAChr08_3313455_C_CTATATATATAC_CTATATATATAINDEL 15289.59 16 11 7 24 16 18 10 19 15 17 15 9 10 6 16 11 7 24 16 18 10 19 15 17 15 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_5860-Pp3c8_5880Pp3c8_5860-Pp3c8_5880intergenic_regionPp3c8_5860-Pp3c8_5880NA NA n.3313455_3313456insTATATATATANA NA NA NA NA
Chr08 3313473 C CTA Chr08_3313473_C_CTAC_CTA INDEL 10848.59 11 6 5 24 12 16 12 13 10 13 10 8 7 5 11 6 5 24 12 16 12 13 10 13 10 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5880 Pp3c8_5880 transcript PAC:32966170protein_codingNA c.*3610_*3611insTANA NA NA NA 3055
Chr08 3313473 C CTA Chr08_3313473_C_CTAC_CTA INDEL 10848.59 11 6 5 24 12 16 12 13 10 13 10 8 7 5 11 6 5 24 12 16 12 13 10 13 10 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5880 Pp3c8_5880 transcript PAC:32966171protein_codingNA c.*3610_*3611insTANA NA NA NA 3610
Chr08 3313473 C CTA Chr08_3313473_C_CTAC_CTA INDEL 10848.59 11 6 5 24 12 16 12 13 10 13 10 8 7 5 11 6 5 24 12 16 12 13 10 13 10 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_5860-Pp3c8_5880Pp3c8_5860-Pp3c8_5880intergenic_regionPp3c8_5860-Pp3c8_5880NA NA n.3313473_3313474insTANA NA NA NA NA
Chr08 3313502 A T Chr08_3313502_A_TA_T SNP 12315.63 12 6 6 28 9 21 14 17 11 12 12 8 8 8 12 6 6 28 9 21 14 17 11 12 12 8 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5880 Pp3c8_5880 transcript PAC:32966170protein_codingNA c.*3582T>A NA NA NA NA 3027
Chr08 3313502 A T Chr08_3313502_A_TA_T SNP 12315.63 12 6 6 28 9 21 14 17 11 12 12 8 8 8 12 6 6 28 9 21 14 17 11 12 12 8 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_5880 Pp3c8_5880 transcript PAC:32966171protein_codingNA c.*3582T>A NA NA NA NA 3582
Chr08 3313502 A T Chr08_3313502_A_TA_T SNP 12315.63 12 6 6 28 9 21 14 17 11 12 12 8 8 8 12 6 6 28 9 21 14 17 11 12 12 8 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_5860-Pp3c8_5880Pp3c8_5860-Pp3c8_5880intergenic_regionPp3c8_5860-Pp3c8_5880NA NA n.3313502A>TNA NA NA NA NA
Chr08 3526281 AAT A Chr08_3526281_AAT_AAAT_A INDEL 8159.59 14 6 12 9 10 21 24 20 14 17 11 8 5 4 14 7 12 9 10 22 24 20 14 18 11 8 5 4 1 0.857 1 1 1 0.955 1 1 1 0.944 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6120-Pp3c8_6180Pp3c8_6120-Pp3c8_6180intergenic_regionPp3c8_6120-Pp3c8_6180NA NA n.3526282_3526283delATNA NA NA NA NA
Chr08 3563350 C CCGCCT Chr08_3563350_C_CCGCCTC_CCGCCT INDEL 19145.59 16 19 8 31 23 21 33 16 16 20 21 17 8 9 16 19 8 31 23 21 33 16 16 20 21 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965992protein_codingNA c.-1137_-1136insCGCCTNA NA NA NA 41
Chr08 3563350 C CCGCCT Chr08_3563350_C_CCGCCTC_CCGCCT INDEL 19145.59 16 19 8 31 23 21 33 16 16 20 21 17 8 9 16 19 8 31 23 21 33 16 16 20 21 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965993protein_codingNA c.-1137_-1136insCGCCTNA NA NA NA 31
Chr08 3563350 C CCGCCT Chr08_3563350_C_CCGCCTC_CCGCCT INDEL 19145.59 16 19 8 31 23 21 33 16 16 20 21 17 8 9 16 19 8 31 23 21 33 16 16 20 21 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965996protein_codingNA c.-1137_-1136insCGCCTNA NA NA NA 43
Chr08 3563350 C CCGCCT Chr08_3563350_C_CCGCCTC_CCGCCT INDEL 19145.59 16 19 8 31 23 21 33 16 16 20 21 17 8 9 16 19 8 31 23 21 33 16 16 20 21 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965994protein_codingNA c.-1137_-1136insCGCCTNA NA NA NA 43
Chr08 3563350 C CCGCCT Chr08_3563350_C_CCGCCTC_CCGCCT INDEL 19145.59 16 19 8 31 23 21 33 16 16 20 21 17 8 9 16 19 8 31 23 21 33 16 16 20 21 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965997protein_codingNA c.-1137_-1136insCGCCTNA NA NA NA 631
Chr08 3563350 C CCGCCT Chr08_3563350_C_CCGCCTC_CCGCCT INDEL 19145.59 16 19 8 31 23 21 33 16 16 20 21 17 8 9 16 19 8 31 23 21 33 16 16 20 21 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965995protein_codingNA c.-1137_-1136insCGCCTNA NA NA NA 631
Chr08 3563350 C CCGCCT Chr08_3563350_C_CCGCCTC_CCGCCT INDEL 19145.59 16 19 8 31 23 21 33 16 16 20 21 17 8 9 16 19 8 31 23 21 33 16 16 20 21 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6180-Pp3c8_6230Pp3c8_6180-Pp3c8_6230intergenic_regionPp3c8_6180-Pp3c8_6230NA NA n.3563350_3563351insCGCCTNA NA NA NA NA
Chr08 3563351 TATATGG T Chr08_3563351_TATATGG_TTATATGG_T INDEL 19370.59 19 19 9 31 21 21 30 16 16 19 20 17 8 10 19 19 9 31 21 21 30 16 16 19 20 17 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965992protein_codingNA c.-1135_-1130delATATGGNA NA NA NA 40
Chr08 3563351 TATATGG T Chr08_3563351_TATATGG_TTATATGG_T INDEL 19370.59 19 19 9 31 21 21 30 16 16 19 20 17 8 10 19 19 9 31 21 21 30 16 16 19 20 17 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965993protein_codingNA c.-1135_-1130delATATGGNA NA NA NA 30
Chr08 3563351 TATATGG T Chr08_3563351_TATATGG_TTATATGG_T INDEL 19370.59 19 19 9 31 21 21 30 16 16 19 20 17 8 10 19 19 9 31 21 21 30 16 16 19 20 17 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965996protein_codingNA c.-1135_-1130delATATGGNA NA NA NA 42
Chr08 3563351 TATATGG T Chr08_3563351_TATATGG_TTATATGG_T INDEL 19370.59 19 19 9 31 21 21 30 16 16 19 20 17 8 10 19 19 9 31 21 21 30 16 16 19 20 17 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965994protein_codingNA c.-1135_-1130delATATGGNA NA NA NA 42
Chr08 3563351 TATATGG T Chr08_3563351_TATATGG_TTATATGG_T INDEL 19370.59 19 19 9 31 21 21 30 16 16 19 20 17 8 10 19 19 9 31 21 21 30 16 16 19 20 17 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965997protein_codingNA c.-1135_-1130delATATGGNA NA NA NA 630
Chr08 3563351 TATATGG T Chr08_3563351_TATATGG_TTATATGG_T INDEL 19370.59 19 19 9 31 21 21 30 16 16 19 20 17 8 10 19 19 9 31 21 21 30 16 16 19 20 17 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965995protein_codingNA c.-1135_-1130delATATGGNA NA NA NA 630
Chr08 3563351 TATATGG T Chr08_3563351_TATATGG_TTATATGG_T INDEL 19370.59 19 19 9 31 21 21 30 16 16 19 20 17 8 10 19 19 9 31 21 21 30 16 16 19 20 17 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6180-Pp3c8_6230Pp3c8_6180-Pp3c8_6230intergenic_regionPp3c8_6180-Pp3c8_6230NA NA n.3563352_3563357delATATGGNA NA NA NA NA
Chr08 3563361 T G Chr08_3563361_T_GT_G SNP 19069.63 20 19 9 32 21 21 33 16 17 19 19 17 8 11 20 19 9 32 21 21 33 16 17 19 19 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965992protein_codingNA c.-1126T>G NA NA NA NA 31
Chr08 3563361 T G Chr08_3563361_T_GT_G SNP 19069.63 20 19 9 32 21 21 33 16 17 19 19 17 8 11 20 19 9 32 21 21 33 16 17 19 19 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965993protein_codingNA c.-1126T>G NA NA NA NA 21
Chr08 3563361 T G Chr08_3563361_T_GT_G SNP 19069.63 20 19 9 32 21 21 33 16 17 19 19 17 8 11 20 19 9 32 21 21 33 16 17 19 19 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965996protein_codingNA c.-1126T>G NA NA NA NA 33
Chr08 3563361 T G Chr08_3563361_T_GT_G SNP 19069.63 20 19 9 32 21 21 33 16 17 19 19 17 8 11 20 19 9 32 21 21 33 16 17 19 19 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965994protein_codingNA c.-1126T>G NA NA NA NA 33
Chr08 3563361 T G Chr08_3563361_T_GT_G SNP 19069.63 20 19 9 32 21 21 33 16 17 19 19 17 8 11 20 19 9 32 21 21 33 16 17 19 19 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965997protein_codingNA c.-1126T>G NA NA NA NA 621
Chr08 3563361 T G Chr08_3563361_T_GT_G SNP 19069.63 20 19 9 32 21 21 33 16 17 19 19 17 8 11 20 19 9 32 21 21 33 16 17 19 19 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965995protein_codingNA c.-1126T>G NA NA NA NA 621
Chr08 3563361 T G Chr08_3563361_T_GT_G SNP 19069.63 20 19 9 32 21 21 33 16 17 19 19 17 8 11 20 19 9 32 21 21 33 16 17 19 19 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6180-Pp3c8_6230Pp3c8_6180-Pp3c8_6230intergenic_regionPp3c8_6180-Pp3c8_6230NA NA n.3563361T>GNA NA NA NA NA
Chr08 3563366 G C Chr08_3563366_G_CG_C SNP 19011.63 20 19 9 32 20 21 34 15 18 18 19 18 8 9 20 19 9 32 20 21 34 15 18 18 19 18 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965992protein_codingNA c.-1121G>C NA NA NA NA 26
Chr08 3563366 G C Chr08_3563366_G_CG_C SNP 19011.63 20 19 9 32 20 21 34 15 18 18 19 18 8 9 20 19 9 32 20 21 34 15 18 18 19 18 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965993protein_codingNA c.-1121G>C NA NA NA NA 16
Chr08 3563366 G C Chr08_3563366_G_CG_C SNP 19011.63 20 19 9 32 20 21 34 15 18 18 19 18 8 9 20 19 9 32 20 21 34 15 18 18 19 18 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965996protein_codingNA c.-1121G>C NA NA NA NA 28
Chr08 3563366 G C Chr08_3563366_G_CG_C SNP 19011.63 20 19 9 32 20 21 34 15 18 18 19 18 8 9 20 19 9 32 20 21 34 15 18 18 19 18 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965994protein_codingNA c.-1121G>C NA NA NA NA 28
Chr08 3563366 G C Chr08_3563366_G_CG_C SNP 19011.63 20 19 9 32 20 21 34 15 18 18 19 18 8 9 20 19 9 32 20 21 34 15 18 18 19 18 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965997protein_codingNA c.-1121G>C NA NA NA NA 616
Chr08 3563366 G C Chr08_3563366_G_CG_C SNP 19011.63 20 19 9 32 20 21 34 15 18 18 19 18 8 9 20 19 9 32 20 21 34 15 18 18 19 18 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6230 Pp3c8_6230 transcript PAC:32965995protein_codingNA c.-1121G>C NA NA NA NA 616
Chr08 3563366 G C Chr08_3563366_G_CG_C SNP 19011.63 20 19 9 32 20 21 34 15 18 18 19 18 8 9 20 19 9 32 20 21 34 15 18 18 19 18 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6180-Pp3c8_6230Pp3c8_6180-Pp3c8_6230intergenic_regionPp3c8_6180-Pp3c8_6230NA NA n.3563366G>CNA NA NA NA NA
Chr08 3671972 C A Chr08_3671972_C_AC_A SNP 15742.63 26 10 11 25 22 21 38 11 14 21 9 13 8 16 26 10 11 25 22 21 38 11 14 21 9 13 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6360-Pp3c8_6461Pp3c8_6360-Pp3c8_6461intergenic_regionPp3c8_6360-Pp3c8_6461NA NA n.3671972C>ANA NA NA NA NA
Chr08 3672045 AT A Chr08_3672045_AT_AAT_A INDEL 17173.59 21 7 11 31 27 20 33 22 14 19 8 14 12 13 21 7 11 31 27 20 33 22 14 19 8 14 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6360-Pp3c8_6461Pp3c8_6360-Pp3c8_6461intergenic_regionPp3c8_6360-Pp3c8_6461NA NA n.3672046delTNA NA NA NA NA
Chr08 3672050 C CA Chr08_3672050_C_CAC_CA INDEL 17346.59 21 7 11 31 27 23 33 22 14 19 8 14 11 12 21 7 11 31 27 23 33 22 14 19 8 14 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6360-Pp3c8_6461Pp3c8_6360-Pp3c8_6461intergenic_regionPp3c8_6360-Pp3c8_6461NA NA n.3672050_3672051insANA NA NA NA NA
Chr08 3676681 C CT Chr08_3676681_C_CTC_CT INDEL 17834.59 34 14 11 24 16 21 34 19 21 18 13 12 8 8 34 14 11 24 16 21 34 19 21 18 13 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6360-Pp3c8_6461Pp3c8_6360-Pp3c8_6461intergenic_regionPp3c8_6360-Pp3c8_6461NA NA n.3676681_3676682insTNA NA NA NA NA
Chr08 3676686 TA T Chr08_3676686_TA_TTA_T INDEL 17813.59 35 15 13 23 16 18 34 18 21 21 11 10 9 8 35 15 13 23 16 18 34 18 21 21 11 10 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6360-Pp3c8_6461Pp3c8_6360-Pp3c8_6461intergenic_regionPp3c8_6360-Pp3c8_6461NA NA n.3676687delANA NA NA NA NA
Chr08 3679972 C T Chr08_3679972_C_TC_T SNP 15176.63 27 8 6 24 14 18 26 16 14 13 13 7 13 6 27 8 6 24 14 18 26 16 14 13 13 7 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6360-Pp3c8_6461Pp3c8_6360-Pp3c8_6461intergenic_regionPp3c8_6360-Pp3c8_6461NA NA n.3679972C>TNA NA NA NA NA
Chr08 3679976 C T Chr08_3679976_C_TC_T SNP 15399.63 27 8 7 24 15 18 26 15 14 14 12 7 13 6 27 8 7 24 15 18 26 15 14 14 12 7 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6360-Pp3c8_6461Pp3c8_6360-Pp3c8_6461intergenic_regionPp3c8_6360-Pp3c8_6461NA NA n.3679976C>TNA NA NA NA NA
Chr08 3679977 C G Chr08_3679977_C_GC_G SNP 15275.63 26 8 6 25 15 18 26 15 15 13 12 7 13 6 26 8 6 25 15 18 26 15 15 13 12 7 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6360-Pp3c8_6461Pp3c8_6360-Pp3c8_6461intergenic_regionPp3c8_6360-Pp3c8_6461NA NA n.3679977C>GNA NA NA NA NA
Chr08 3827932 C CT Chr08_3827932_C_CTC_CT INDEL 17265.59 26 8 20 20 15 20 25 25 26 32 21 16 8 13 26 8 20 20 15 20 25 25 26 32 21 16 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6600-Pp3c8_6630Pp3c8_6600-Pp3c8_6630intergenic_regionPp3c8_6600-Pp3c8_6630NA NA n.3827932_3827933insTNA NA NA NA NA
Chr08 3861889 C G Chr08_3861889_C_GC_G SNP 17665.63 27 19 14 24 24 25 28 15 28 28 12 15 5 14 27 19 14 24 24 25 28 15 28 28 12 15 5 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6640 Pp3c8_6640 transcript PAC:32963713protein_codingNA c.-5207G>C NA NA NA NA 4853
Chr08 3861889 C G Chr08_3861889_C_GC_G SNP 17665.63 27 19 14 24 24 25 28 15 28 28 12 15 5 14 27 19 14 24 24 25 28 15 28 28 12 15 5 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_6640 Pp3c8_6640 transcript PAC:32963714protein_codingNA c.-5207G>C NA NA NA NA 4870
Chr08 3861889 C G Chr08_3861889_C_GC_G SNP 17665.63 27 19 14 24 24 25 28 15 28 28 12 15 5 14 27 19 14 24 24 25 28 15 28 28 12 15 5 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_6640-Pp3c8_6680Pp3c8_6640-Pp3c8_6680intergenic_regionPp3c8_6640-Pp3c8_6680NA NA n.3861889C>GNA NA NA NA NA
Chr08 3896793 C CA Chr08_3896793_C_CAC_CA INDEL 14415.59 29 15 15 18 14 19 29 18 24 14 10 9 7 14 29 15 15 18 14 19 29 18 24 14 10 9 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_6680 Pp3c8_6680 transcript PAC:32965495protein_coding 07-nov c.914-68_914-67insANA NA NA NA NA
Chr08 3896793 C CA Chr08_3896793_C_CAC_CA INDEL 14415.59 29 15 15 18 14 19 29 18 24 14 10 9 7 14 29 15 15 18 14 19 29 18 24 14 10 9 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_6680 Pp3c8_6680 transcript PAC:32965496protein_coding 06-sept c.914-68_914-67insANA NA NA NA NA
Chr08 3896837 G GT Chr08_3896837_G_GTG_GT INDEL 14867.59 32 15 15 21 15 23 29 15 24 19 15 14 6 12 32 15 15 21 15 23 29 15 24 20 15 14 6 12 1 1 1 1 1 1 1 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_6680 Pp3c8_6680 transcript PAC:32965495protein_coding 07-nov c.914-24_914-23insTNA NA NA NA NA
Chr08 3896837 G GT Chr08_3896837_G_GTG_GT INDEL 14867.59 32 15 15 21 15 23 29 15 24 19 15 14 6 12 32 15 15 21 15 23 29 15 24 20 15 14 6 12 1 1 1 1 1 1 1 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_6680 Pp3c8_6680 transcript PAC:32965496protein_coding 06-sept c.914-24_914-23insTNA NA NA NA NA
Chr08 3924411 AT A Chr08_3924411_AT_AAT_A INDEL 12339.59 23 12 14 23 10 15 26 21 28 28 11 11 10 4 23 12 14 23 10 15 26 21 28 28 11 11 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_6710 Pp3c8_6710 transcript PAC:32964760protein_coding 01-janv c.*238delT NA NA NA NA 238
Chr08 3924411 AT A Chr08_3924411_AT_AAT_A INDEL 12339.59 23 12 14 23 10 15 26 21 28 28 11 11 10 4 23 12 14 23 10 15 26 21 28 28 11 11 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_6710 Pp3c8_6710 transcript PAC:32964759protein_codingNA c.*232delT NA NA NA NA 232
Chr08 4175583 C CTA Chr08_4175583_C_CTAC_CTA INDEL 1346.93 1 0 0 0 0 0 0 0 6 9 12 5 7 4 7 12 4 11 13 7 14 13 6 9 12 5 8 4 0 0 0 0 0 0 0 0 1 1 1 1 0.875 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c8_7070 Pp3c8_7070 transcript PAC:32963476protein_codingNA c.*461_*462insTANA NA NA NA 461
Chr08 4175583 C CTA Chr08_4175583_C_CTAC_CTA INDEL 1346.93 1 0 0 0 0 0 0 0 6 9 12 5 7 4 7 12 4 11 13 7 14 13 6 9 12 5 8 4 0 0 0 0 0 0 0 0 1 1 1 1 0.875 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c8_7050-Pp3c8_7070Pp3c8_7050-Pp3c8_7070intergenic_regionPp3c8_7050-Pp3c8_7070NA NA n.4175583_4175584insTANA NA NA NA NA
Chr08 4376329 A AT Chr08_4376329_A_ATA_AT INDEL 14113.59 36 8 9 25 15 25 39 25 17 16 4 15 10 4 36 8 9 25 15 25 39 25 17 16 4 15 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_7470 Pp3c8_7470 transcript PAC:32965186protein_codingNA c.-652_-651insANA NA NA NA 387
Chr08 4376329 A AT Chr08_4376329_A_ATA_AT INDEL 14113.59 36 8 9 25 15 25 39 25 17 16 4 15 10 4 36 8 9 25 15 25 39 25 17 16 4 15 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_7470 Pp3c8_7470 transcript PAC:32965187protein_codingNA c.-652_-651insANA NA NA NA 360
Chr08 4376329 A AT Chr08_4376329_A_ATA_AT INDEL 14113.59 36 8 9 25 15 25 39 25 17 16 4 15 10 4 36 8 9 25 15 25 39 25 17 16 4 15 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_7470 Pp3c8_7470 transcript PAC:32965188protein_codingNA c.-652_-651insANA NA NA NA 387
Chr08 4376329 A AT Chr08_4376329_A_ATA_AT INDEL 14113.59 36 8 9 25 15 25 39 25 17 16 4 15 10 4 36 8 9 25 15 25 39 25 17 16 4 15 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_7470-Pp3c8_7500Pp3c8_7470-Pp3c8_7500intergenic_regionPp3c8_7470-Pp3c8_7500NA NA n.4376329_4376330insTNA NA NA NA NA
Chr08 4379135 A G Chr08_4379135_A_GA_G SNP 21510.63 32 19 27 26 16 21 28 28 28 38 27 36 15 9 32 19 27 26 16 21 28 28 28 38 27 36 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_7470 Pp3c8_7470 transcript PAC:32965186protein_codingNA c.-3457T>C NA NA NA NA 3192
Chr08 4379135 A G Chr08_4379135_A_GA_G SNP 21510.63 32 19 27 26 16 21 28 28 28 38 27 36 15 9 32 19 27 26 16 21 28 28 28 38 27 36 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_7470 Pp3c8_7470 transcript PAC:32965187protein_codingNA c.-3457T>C NA NA NA NA 3165
Chr08 4379135 A G Chr08_4379135_A_GA_G SNP 21510.63 32 19 27 26 16 21 28 28 28 38 27 36 15 9 32 19 27 26 16 21 28 28 28 38 27 36 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_7470 Pp3c8_7470 transcript PAC:32965188protein_codingNA c.-3457T>C NA NA NA NA 3192
Chr08 4379135 A G Chr08_4379135_A_GA_G SNP 21510.63 32 19 27 26 16 21 28 28 28 38 27 36 15 9 32 19 27 26 16 21 28 28 28 38 27 36 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_7470-Pp3c8_7500Pp3c8_7470-Pp3c8_7500intergenic_regionPp3c8_7470-Pp3c8_7500NA NA n.4379135A>GNA NA NA NA NA
Chr08 4390658 C A Chr08_4390658_C_AC_A SNP 19285.63 27 24 15 23 14 24 30 15 21 29 15 21 12 8 27 24 15 23 14 24 30 15 21 29 15 21 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_7470-Pp3c8_7500Pp3c8_7470-Pp3c8_7500intergenic_regionPp3c8_7470-Pp3c8_7500NA NA n.4390658C>ANA NA NA NA NA
Chr08 4390686 C G Chr08_4390686_C_GC_G SNP 19386.63 24 26 12 22 16 23 24 16 16 33 14 23 12 6 24 26 12 22 16 23 24 16 16 33 14 23 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_7470-Pp3c8_7500Pp3c8_7470-Pp3c8_7500intergenic_regionPp3c8_7470-Pp3c8_7500NA NA n.4390686C>GNA NA NA NA NA
Chr08 4839068 G GAT Chr08_4839068_G_GATG_GAT INDEL 2586.5 1 0 0 5 10 20 28 18 1 2 1 0 0 0 23 8 10 18 10 23 30 19 12 19 8 5 11 10 0 0 0 0.278 1 0.87 0.933 0.947 0 0.105 0 0 0 0 0 4 4 2 0 4 0 downstream_gene_variantMODIFIER Pp3c8_7950 Pp3c8_7950 transcript PAC:32963925protein_codingNA c.*1959_*1960insATNA NA NA NA 1338
Chr08 4839068 G GAT Chr08_4839068_G_GATG_GAT INDEL 2586.5 1 0 0 5 10 20 28 18 1 2 1 0 0 0 23 8 10 18 10 23 30 19 12 19 8 5 11 10 0 0 0 0.278 1 0.87 0.933 0.947 0 0.105 0 0 0 0 0 4 4 2 0 4 0 downstream_gene_variantMODIFIER Pp3c8_7950 Pp3c8_7950 transcript PAC:32963926protein_codingNA c.*1959_*1960insATNA NA NA NA 1540
Chr08 4839068 G GAT Chr08_4839068_G_GATG_GAT INDEL 2586.5 1 0 0 5 10 20 28 18 1 2 1 0 0 0 23 8 10 18 10 23 30 19 12 19 8 5 11 10 0 0 0 0.278 1 0.87 0.933 0.947 0 0.105 0 0 0 0 0 4 4 2 0 4 0 intergenic_regionMODIFIER Pp3c8_7950-Pp3c8_8000Pp3c8_7950-Pp3c8_8000intergenic_regionPp3c8_7950-Pp3c8_8000NA NA n.4839068_4839069insATNA NA NA NA NA
Chr08 4867127 GGA G Chr08_4867127_GGA_GGGA_G INDEL 24429.59 34 12 17 28 25 37 47 26 28 31 20 20 10 15 34 12 17 28 25 37 47 26 28 31 20 20 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_7950-Pp3c8_8000Pp3c8_7950-Pp3c8_8000intergenic_regionPp3c8_7950-Pp3c8_8000NA NA n.4867128_4867129delGANA NA NA NA NA
Chr08 4867131 A ATTTT Chr08_4867131_A_ATTTTA_ATTTT INDEL 25428.59 32 12 17 28 27 35 46 26 28 31 20 20 10 15 32 12 17 28 27 35 46 26 28 31 20 20 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_7950-Pp3c8_8000Pp3c8_7950-Pp3c8_8000intergenic_regionPp3c8_7950-Pp3c8_8000NA NA n.4867131_4867132insTTTTNA NA NA NA NA
Chr08 4867132 G GT Chr08_4867132_G_GTG_GT INDEL 25427.59 31 15 17 28 28 36 50 26 29 32 20 20 11 15 31 15 17 28 28 36 50 26 29 32 20 20 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_7950-Pp3c8_8000Pp3c8_7950-Pp3c8_8000intergenic_regionPp3c8_7950-Pp3c8_8000NA NA n.4867132_4867133insTNA NA NA NA NA
Chr08 4874055 A G Chr08_4874055_A_GA_G SNP 13182.63 22 16 9 16 17 12 15 11 17 10 12 19 11 5 22 16 9 16 17 12 15 11 17 10 12 19 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966467protein_coding 01-juil c.-358A>G NA NA NA NA 1274
Chr08 4874055 A G Chr08_4874055_A_GA_G SNP 13182.63 22 16 9 16 17 12 15 11 17 10 12 19 11 5 22 16 9 16 17 12 15 11 17 10 12 19 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966469protein_coding 01-mai c.-477A>G NA NA NA NA 1261
Chr08 4874055 A G Chr08_4874055_A_GA_G SNP 13182.63 22 16 9 16 17 12 15 11 17 10 12 19 11 5 22 16 9 16 17 12 15 11 17 10 12 19 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966470protein_coding 01-mai c.-576A>G NA NA NA NA 1261
Chr08 4874055 A G Chr08_4874055_A_GA_G SNP 13182.63 22 16 9 16 17 12 15 11 17 10 12 19 11 5 22 16 9 16 17 12 15 11 17 10 12 19 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966471protein_coding 01-avr c.-752A>G NA NA NA NA 1261
Chr08 4874055 A G Chr08_4874055_A_GA_G SNP 13182.63 22 16 9 16 17 12 15 11 17 10 12 19 11 5 22 16 9 16 17 12 15 11 17 10 12 19 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966472protein_coding 01-avr c.-841A>G NA NA NA NA 1261
Chr08 4874055 A G Chr08_4874055_A_GA_G SNP 13182.63 22 16 9 16 17 12 15 11 17 10 12 19 11 5 22 16 9 16 17 12 15 11 17 10 12 19 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966473protein_coding 01-avr c.-851A>G NA NA NA NA 1261
Chr08 4874055 A G Chr08_4874055_A_GA_G SNP 13182.63 22 16 9 16 17 12 15 11 17 10 12 19 11 5 22 16 9 16 17 12 15 11 17 10 12 19 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966474protein_codingNA c.-1261A>G NA NA NA NA 448
Chr08 4874055 A G Chr08_4874055_A_GA_G SNP 13182.63 22 16 9 16 17 12 15 11 17 10 12 19 11 5 22 16 9 16 17 12 15 11 17 10 12 19 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966468protein_codingNA c.-1850A>G NA NA NA NA 1343
Chr08 4874059 C G Chr08_4874059_C_GC_G SNP 13353.63 21 16 9 16 18 12 14 11 17 10 12 18 11 5 21 16 9 16 18 12 14 11 17 10 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966467protein_coding 01-juil c.-354C>G NA NA NA NA 1270
Chr08 4874059 C G Chr08_4874059_C_GC_G SNP 13353.63 21 16 9 16 18 12 14 11 17 10 12 18 11 5 21 16 9 16 18 12 14 11 17 10 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966469protein_coding 01-mai c.-473C>G NA NA NA NA 1257
Chr08 4874059 C G Chr08_4874059_C_GC_G SNP 13353.63 21 16 9 16 18 12 14 11 17 10 12 18 11 5 21 16 9 16 18 12 14 11 17 10 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966470protein_coding 01-mai c.-572C>G NA NA NA NA 1257
Chr08 4874059 C G Chr08_4874059_C_GC_G SNP 13353.63 21 16 9 16 18 12 14 11 17 10 12 18 11 5 21 16 9 16 18 12 14 11 17 10 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966471protein_coding 01-avr c.-748C>G NA NA NA NA 1257
Chr08 4874059 C G Chr08_4874059_C_GC_G SNP 13353.63 21 16 9 16 18 12 14 11 17 10 12 18 11 5 21 16 9 16 18 12 14 11 17 10 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966472protein_coding 01-avr c.-837C>G NA NA NA NA 1257
Chr08 4874059 C G Chr08_4874059_C_GC_G SNP 13353.63 21 16 9 16 18 12 14 11 17 10 12 18 11 5 21 16 9 16 18 12 14 11 17 10 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966473protein_coding 01-avr c.-847C>G NA NA NA NA 1257
Chr08 4874059 C G Chr08_4874059_C_GC_G SNP 13353.63 21 16 9 16 18 12 14 11 17 10 12 18 11 5 21 16 9 16 18 12 14 11 17 10 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966474protein_codingNA c.-1257C>G NA NA NA NA 444
Chr08 4874059 C G Chr08_4874059_C_GC_G SNP 13353.63 21 16 9 16 18 12 14 11 17 10 12 18 11 5 21 16 9 16 18 12 14 11 17 10 12 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966468protein_codingNA c.-1846C>G NA NA NA NA 1339
Chr08 4874073 C G Chr08_4874073_C_GC_G SNP 13952.63 23 16 9 17 21 16 15 10 21 13 10 19 11 4 23 16 9 17 21 16 15 10 21 13 10 19 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variantLOW Pp3c8_8000 Pp3c8_8000 transcript PAC:32966467protein_coding 01-juil c.-340C>G NA NA NA NA NA
Chr08 4874073 C G Chr08_4874073_C_GC_G SNP 13952.63 23 16 9 17 21 16 15 10 21 13 10 19 11 4 23 16 9 17 21 16 15 10 21 13 10 19 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966467protein_coding 01-juil c.-340C>G NA NA NA NA 1256
Chr08 4874073 C G Chr08_4874073_C_GC_G SNP 13952.63 23 16 9 17 21 16 15 10 21 13 10 19 11 4 23 16 9 17 21 16 15 10 21 13 10 19 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966469protein_coding 01-mai c.-459C>G NA NA NA NA 1243
Chr08 4874073 C G Chr08_4874073_C_GC_G SNP 13952.63 23 16 9 17 21 16 15 10 21 13 10 19 11 4 23 16 9 17 21 16 15 10 21 13 10 19 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966470protein_coding 01-mai c.-558C>G NA NA NA NA 1243
Chr08 4874073 C G Chr08_4874073_C_GC_G SNP 13952.63 23 16 9 17 21 16 15 10 21 13 10 19 11 4 23 16 9 17 21 16 15 10 21 13 10 19 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966471protein_coding 01-avr c.-734C>G NA NA NA NA 1243
Chr08 4874073 C G Chr08_4874073_C_GC_G SNP 13952.63 23 16 9 17 21 16 15 10 21 13 10 19 11 4 23 16 9 17 21 16 15 10 21 13 10 19 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966472protein_coding 01-avr c.-823C>G NA NA NA NA 1243
Chr08 4874073 C G Chr08_4874073_C_GC_G SNP 13952.63 23 16 9 17 21 16 15 10 21 13 10 19 11 4 23 16 9 17 21 16 15 10 21 13 10 19 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966473protein_coding 01-avr c.-833C>G NA NA NA NA 1243
Chr08 4874073 C G Chr08_4874073_C_GC_G SNP 13952.63 23 16 9 17 21 16 15 10 21 13 10 19 11 4 23 16 9 17 21 16 15 10 21 13 10 19 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966474protein_codingNA c.-1243C>G NA NA NA NA 430
Chr08 4874073 C G Chr08_4874073_C_GC_G SNP 13952.63 23 16 9 17 21 16 15 10 21 13 10 19 11 4 23 16 9 17 21 16 15 10 21 13 10 19 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_8000 Pp3c8_8000 transcript PAC:32966468protein_codingNA c.-1832C>G NA NA NA NA 1325
Chr08 5665625 G A Chr08_5665625_G_AG_A SNP 8771.63 7 7 11 10 8 14 11 9 11 11 6 7 6 5 7 7 11 10 8 14 11 9 11 11 6 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_9220 Pp3c8_9220 transcript PAC:32963414protein_codingNA c.*3700C>T NA NA NA NA 3700
Chr08 5665625 G A Chr08_5665625_G_AG_A SNP 8771.63 7 7 11 10 8 14 11 9 11 11 6 7 6 5 7 7 11 10 8 14 11 9 11 11 6 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_9221 Pp3c8_9221 transcript PAC:32965807protein_codingNA c.*3926C>T NA NA NA NA 3926
Chr08 5665625 G A Chr08_5665625_G_AG_A SNP 8771.63 7 7 11 10 8 14 11 9 11 11 6 7 6 5 7 7 11 10 8 14 11 9 11 11 6 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_9180-Pp3c8_9220Pp3c8_9180-Pp3c8_9220intergenic_regionPp3c8_9180-Pp3c8_9220NA NA n.5665625G>ANA NA NA NA NA
Chr08 5771661 T TA Chr08_5771661_T_TAT_TA INDEL 16763.59 30 29 17 26 19 33 37 23 26 15 18 21 8 10 30 29 17 26 19 33 37 23 26 15 18 21 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_9390 Pp3c8_9390 transcript PAC:32964436protein_codingNA c.-4020_-4019insTNA NA NA NA 2980
Chr08 5771661 T TA Chr08_5771661_T_TAT_TA INDEL 16763.59 30 29 17 26 19 33 37 23 26 15 18 21 8 10 30 29 17 26 19 33 37 23 26 15 18 21 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_9410 Pp3c8_9410 transcript PAC:32966071protein_codingNA c.-284_-283insANA NA NA NA 283
Chr08 5771661 T TA Chr08_5771661_T_TAT_TA INDEL 16763.59 30 29 17 26 19 33 37 23 26 15 18 21 8 10 30 29 17 26 19 33 37 23 26 15 18 21 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_9420 Pp3c8_9420 transcript PAC:32965442protein_codingNA c.-1987_-1986insANA NA NA NA 1986
Chr08 5771661 T TA Chr08_5771661_T_TAT_TA INDEL 16763.59 30 29 17 26 19 33 37 23 26 15 18 21 8 10 30 29 17 26 19 33 37 23 26 15 18 21 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_9390 Pp3c8_9390 transcript PAC:32964437protein_codingNA c.-4020_-4019insTNA NA NA NA 2977
Chr08 5771661 T TA Chr08_5771661_T_TAT_TA INDEL 16763.59 30 29 17 26 19 33 37 23 26 15 18 21 8 10 30 29 17 26 19 33 37 23 26 15 18 21 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_9390-Pp3c8_9410Pp3c8_9390-Pp3c8_9410intergenic_regionPp3c8_9390-Pp3c8_9410NA NA n.5771661_5771662insANA NA NA NA NA
Chr08 5977834 T TA Chr08_5977834_T_TAT_TA INDEL 20524.59 30 8 13 33 18 25 30 21 34 34 15 11 8 10 30 8 13 33 18 25 30 21 34 34 15 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_9650-Pp3c8_9720Pp3c8_9650-Pp3c8_9720intergenic_regionPp3c8_9650-Pp3c8_9720NA NA n.5977834_5977835insANA NA NA NA NA
Chr08 5977849 T TA Chr08_5977849_T_TAT_TA INDEL 20117.59 26 8 13 31 19 22 34 22 36 32 13 12 9 13 26 8 13 31 19 22 34 22 36 32 13 12 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_9650-Pp3c8_9720Pp3c8_9650-Pp3c8_9720intergenic_regionPp3c8_9650-Pp3c8_9720NA NA n.5977849_5977850insANA NA NA NA NA
Chr08 6121896 T TTA Chr08_6121896_T_TTAT_TTA INDEL 2466.24 0 0 2 14 9 15 19 14 0 0 0 0 0 0 16 10 11 14 9 15 19 14 6 13 5 9 4 4 0 0 0.182 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c8_9850 Pp3c8_9850 transcript PAC:32966202protein_codingNA c.-1910_-1909insTANA NA NA NA 1910
Chr08 6121896 T TTA Chr08_6121896_T_TTAT_TTA INDEL 2466.24 0 0 2 14 9 15 19 14 0 0 0 0 0 0 16 10 11 14 9 15 19 14 6 13 5 9 4 4 0 0 0.182 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c8_9860 Pp3c8_9860 transcript PAC:32964267protein_codingNA c.*2871_*2872insTANA NA NA NA 2871
Chr08 6121896 T TTA Chr08_6121896_T_TTAT_TTA INDEL 2466.24 0 0 2 14 9 15 19 14 0 0 0 0 0 0 16 10 11 14 9 15 19 14 6 13 5 9 4 4 0 0 0.182 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c8_9870 Pp3c8_9870 transcript PAC:32965477protein_codingNA c.*3857_*3858insTANA NA NA NA 3461
Chr08 6121896 T TTA Chr08_6121896_T_TTAT_TTA INDEL 2466.24 0 0 2 14 9 15 19 14 0 0 0 0 0 0 16 10 11 14 9 15 19 14 6 13 5 9 4 4 0 0 0.182 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c8_9860 Pp3c8_9860 transcript PAC:32964268protein_codingNA c.*2871_*2872insTANA NA NA NA 2871
Chr08 6121896 T TTA Chr08_6121896_T_TTAT_TTA INDEL 2466.24 0 0 2 14 9 15 19 14 0 0 0 0 0 0 16 10 11 14 9 15 19 14 6 13 5 9 4 4 0 0 0.182 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c8_9870 Pp3c8_9870 transcript PAC:32965478protein_codingNA c.*3857_*3858insTANA NA NA NA 3444
Chr08 6121896 T TTA Chr08_6121896_T_TTAT_TTA INDEL 2466.24 0 0 2 14 9 15 19 14 0 0 0 0 0 0 16 10 11 14 9 15 19 14 6 13 5 9 4 4 0 0 0.182 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c8_9870 Pp3c8_9870 transcript PAC:32965480protein_codingNA c.*3857_*3858insTANA NA NA NA 3461
Chr08 6121896 T TTA Chr08_6121896_T_TTAT_TTA INDEL 2466.24 0 0 2 14 9 15 19 14 0 0 0 0 0 0 16 10 11 14 9 15 19 14 6 13 5 9 4 4 0 0 0.182 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c8_9870 Pp3c8_9870 transcript PAC:32965481protein_codingNA c.*3857_*3858insTANA NA NA NA 3461
Chr08 6121896 T TTA Chr08_6121896_T_TTAT_TTA INDEL 2466.24 0 0 2 14 9 15 19 14 0 0 0 0 0 0 16 10 11 14 9 15 19 14 6 13 5 9 4 4 0 0 0.182 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c8_9870 Pp3c8_9870 transcript PAC:32965482protein_codingNA c.*4291_*4292insTANA NA NA NA 3461
Chr08 6121896 T TTA Chr08_6121896_T_TTAT_TTA INDEL 2466.24 0 0 2 14 9 15 19 14 0 0 0 0 0 0 16 10 11 14 9 15 19 14 6 13 5 9 4 4 0 0 0.182 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c8_9870 Pp3c8_9870 transcript PAC:32965479protein_codingNA c.*3857_*3858insTANA NA NA NA 3461
Chr08 6121896 T TTA Chr08_6121896_T_TTAT_TTA INDEL 2466.24 0 0 2 14 9 15 19 14 0 0 0 0 0 0 16 10 11 14 9 15 19 14 6 13 5 9 4 4 0 0 0.182 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c8_9850-Pp3c8_9860Pp3c8_9850-Pp3c8_9860intergenic_regionPp3c8_9850-Pp3c8_9860NA NA n.6121896_6121897insTANA NA NA NA NA
Chr08 6142790 T TTA Chr08_6142790_T_TTAT_TTA INDEL 2006.93 0 1 0 14 9 12 22 11 0 1 0 2 4 0 22 9 13 14 9 12 22 11 11 10 7 11 4 7 0 0 0 1 1 1 1 1 0 0 0 0.182 1 0 0 6 6 1 1 5 0 upstream_gene_variantMODIFIER Pp3c8_9900 Pp3c8_9900 transcript PAC:32963644protein_codingNA c.-2996_-2995insTANA NA NA NA 2270
Chr08 6142790 T TTA Chr08_6142790_T_TTAT_TTA INDEL 2006.93 0 1 0 14 9 12 22 11 0 1 0 2 4 0 22 9 13 14 9 12 22 11 11 10 7 11 4 7 0 0 0 1 1 1 1 1 0 0 0 0.182 1 0 0 6 6 1 1 5 0 upstream_gene_variantMODIFIER Pp3c8_9900 Pp3c8_9900 transcript PAC:32963645protein_codingNA c.-2996_-2995insTANA NA NA NA 2250
Chr08 6142790 T TTA Chr08_6142790_T_TTAT_TTA INDEL 2006.93 0 1 0 14 9 12 22 11 0 1 0 2 4 0 22 9 13 14 9 12 22 11 11 10 7 11 4 7 0 0 0 1 1 1 1 1 0 0 0 0.182 1 0 0 6 6 1 1 5 0 intergenic_regionMODIFIER Pp3c8_9870-Pp3c8_9900Pp3c8_9870-Pp3c8_9900intergenic_regionPp3c8_9870-Pp3c8_9900NA NA n.6142790_6142791insTANA NA NA NA NA
Chr08 6182189 C T Chr08_6182189_C_TC_T SNP 11660.29 27 14 12 0 0 0 0 0 24 29 18 6 14 12 27 14 12 31 18 27 31 19 24 29 18 6 14 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c8_9959 Pp3c8_9959 transcript PAC:32963468protein_codingNA c.*3542G>A NA NA NA NA 2023
Chr08 6182189 C T Chr08_6182189_C_TC_T SNP 11660.29 27 14 12 0 0 0 0 0 24 29 18 6 14 12 27 14 12 31 18 27 31 19 24 29 18 6 14 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c8_9970 Pp3c8_9970 transcript PAC:32965258protein_codingNA c.*4598G>A NA NA NA NA 4195
Chr08 6182189 C T Chr08_6182189_C_TC_T SNP 11660.29 27 14 12 0 0 0 0 0 24 29 18 6 14 12 27 14 12 31 18 27 31 19 24 29 18 6 14 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c8_9970 Pp3c8_9970 transcript PAC:32965259protein_codingNA c.*4598G>A NA NA NA NA 4305
Chr08 6182189 C T Chr08_6182189_C_TC_T SNP 11660.29 27 14 12 0 0 0 0 0 24 29 18 6 14 12 27 14 12 31 18 27 31 19 24 29 18 6 14 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c8_9940-Pp3c8_9959Pp3c8_9940-Pp3c8_9959intergenic_regionPp3c8_9940-Pp3c8_9959NA NA n.6182189C>TNA NA NA NA NA
Chr08 6443337 C G Chr08_6443337_C_GC_G SNP 18467.63 27 16 19 25 17 22 31 28 33 18 12 15 8 12 27 16 19 25 17 22 31 28 33 18 12 15 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_10260-Pp3c8_10310Pp3c8_10260-Pp3c8_10310intergenic_regionPp3c8_10260-Pp3c8_10310NA NA n.6443337C>GNA NA NA NA NA
Chr08 6694587 C T Chr08_6694587_C_TC_T SNP 4723.98 0 0 0 0 0 0 0 0 27 22 10 15 15 10 30 13 14 26 20 20 28 23 27 22 10 15 15 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c8_10510-Pp3c8_10870Pp3c8_10510-Pp3c8_10870intergenic_regionPp3c8_10510-Pp3c8_10870NA NA n.6694587C>TNA NA NA NA NA
Chr08 6757872 A G Chr08_6757872_A_GA_G SNP 10103.63 23 7 17 9 9 16 13 12 16 16 4 18 9 6 23 7 17 9 9 16 13 12 16 16 4 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_10510-Pp3c8_10870Pp3c8_10510-Pp3c8_10870intergenic_regionPp3c8_10510-Pp3c8_10870NA NA n.6757872A>GNA NA NA NA NA
Chr08 6848616 A T Chr08_6848616_A_TA_T SNP 17180.63 32 22 8 23 12 25 32 16 20 26 14 7 7 12 32 22 8 23 12 25 32 16 20 26 14 7 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_10510-Pp3c8_10870Pp3c8_10510-Pp3c8_10870intergenic_regionPp3c8_10510-Pp3c8_10870NA NA n.6848616A>TNA NA NA NA NA
Chr08 6886687 C T Chr08_6886687_C_TC_T SNP 16810.63 17 11 14 20 14 21 26 24 16 16 15 35 10 7 17 11 14 20 14 21 26 24 16 16 15 35 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_10510-Pp3c8_10870Pp3c8_10510-Pp3c8_10870intergenic_regionPp3c8_10510-Pp3c8_10870NA NA n.6886687C>TNA NA NA NA NA
Chr08 6940228 A G Chr08_6940228_A_GA_G SNP 18991.63 26 11 16 20 13 37 29 24 25 27 19 21 12 12 26 11 16 20 13 37 29 24 25 27 19 21 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_10510-Pp3c8_10870Pp3c8_10510-Pp3c8_10870intergenic_regionPp3c8_10510-Pp3c8_10870NA NA n.6940228A>GNA NA NA NA NA
Chr08 7044355 C T Chr08_7044355_C_TC_T SNP 13556.63 20 15 14 24 12 15 21 11 14 17 12 15 7 16 20 15 14 24 12 15 21 11 14 17 12 15 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_10920-Pp3c8_11108Pp3c8_10920-Pp3c8_11108intergenic_regionPp3c8_10920-Pp3c8_11108NA NA n.7044355C>TNA NA NA NA NA
Chr08 7109666 T C Chr08_7109666_T_CT_C SNP 12981.63 25 14 13 12 16 24 25 14 20 18 9 7 7 8 25 14 13 12 16 24 25 14 20 18 9 7 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_10920-Pp3c8_11108Pp3c8_10920-Pp3c8_11108intergenic_regionPp3c8_10920-Pp3c8_11108NA NA n.7109666T>CNA NA NA NA NA
Chr08 7195738 G C Chr08_7195738_G_CG_C SNP 17381.63 27 14 12 25 12 28 33 23 22 11 20 14 12 10 27 14 12 25 12 28 33 23 22 11 20 14 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_10920-Pp3c8_11108Pp3c8_10920-Pp3c8_11108intergenic_regionPp3c8_10920-Pp3c8_11108NA NA n.7195738G>CNA NA NA NA NA
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_11180Pp3c8_11180transcript PAC:32966180protein_codingNA c.-2347_-2346insTANA NA NA NA 1858
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_11180Pp3c8_11180transcript PAC:32966184protein_codingNA c.-2347_-2346insTANA NA NA NA 1858
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_11180Pp3c8_11180transcript PAC:32966182protein_codingNA c.-2347_-2346insTANA NA NA NA 1858
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_11180Pp3c8_11180transcript PAC:32966183protein_codingNA c.-2347_-2346insTANA NA NA NA 1858
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_11180Pp3c8_11180transcript PAC:32966181protein_codingNA c.-2347_-2346insTANA NA NA NA 1858
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_11180Pp3c8_11180transcript PAC:32966188protein_codingNA c.-2347_-2346insTANA NA NA NA 1858
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_11180Pp3c8_11180transcript PAC:32966189protein_codingNA c.-2347_-2346insTANA NA NA NA 1858
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_11180Pp3c8_11180transcript PAC:32966190protein_codingNA c.-2347_-2346insTANA NA NA NA 1858
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_11180Pp3c8_11180transcript PAC:32966187protein_codingNA c.-2347_-2346insTANA NA NA NA 1869
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_11180Pp3c8_11180transcript PAC:32966185protein_codingNA c.-2347_-2346insTANA NA NA NA 1858
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_11180Pp3c8_11180transcript PAC:32966186protein_codingNA c.-2347_-2346insTANA NA NA NA 1816
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_11200Pp3c8_11200transcript PAC:32963683protein_codingNA c.*561_*562insTANA NA NA NA 523
Chr08 7262025 G GTA Chr08_7262025_G_GTAG_GTA INDEL 3348.24 0 0 0 27 14 20 15 11 1 1 0 0 0 0 26 7 16 29 15 21 15 11 19 19 11 5 7 14 0 0 0 0.931 0.933 0.952 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_11200-Pp3c8_11240Pp3c8_11200-Pp3c8_11240intergenic_regionPp3c8_11200-Pp3c8_11240NA NA n.7262025_7262026insTANA NA NA NA NA
Chr08 7335707 A T Chr08_7335707_A_TA_T SNP 17445.63 21 12 13 24 18 22 25 15 19 30 16 9 8 7 21 12 13 24 18 22 25 15 19 30 16 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11300Pp3c8_11300transcript PAC:32965543protein_codingNA c.*3137A>T NA NA NA NA 3137
Chr08 7335707 A T Chr08_7335707_A_TA_T SNP 17445.63 21 12 13 24 18 22 25 15 19 30 16 9 8 7 21 12 13 24 18 22 25 15 19 30 16 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11300Pp3c8_11300transcript PAC:32965544protein_codingNA c.*3137A>T NA NA NA NA 3137
Chr08 7335707 A T Chr08_7335707_A_TA_T SNP 17445.63 21 12 13 24 18 22 25 15 19 30 16 9 8 7 21 12 13 24 18 22 25 15 19 30 16 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_11300-Pp3c8_11360Pp3c8_11300-Pp3c8_11360intergenic_regionPp3c8_11300-Pp3c8_11360NA NA n.7335707A>TNA NA NA NA NA
Chr08 7335719 A T Chr08_7335719_A_TA_T SNP 17478.63 20 12 15 24 17 20 22 12 21 28 16 9 10 8 20 12 15 24 17 20 22 12 21 28 16 9 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11300Pp3c8_11300transcript PAC:32965543protein_codingNA c.*3149A>T NA NA NA NA 3149
Chr08 7335719 A T Chr08_7335719_A_TA_T SNP 17478.63 20 12 15 24 17 20 22 12 21 28 16 9 10 8 20 12 15 24 17 20 22 12 21 28 16 9 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11300Pp3c8_11300transcript PAC:32965544protein_codingNA c.*3149A>T NA NA NA NA 3149
Chr08 7335719 A T Chr08_7335719_A_TA_T SNP 17478.63 20 12 15 24 17 20 22 12 21 28 16 9 10 8 20 12 15 24 17 20 22 12 21 28 16 9 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_11300-Pp3c8_11360Pp3c8_11300-Pp3c8_11360intergenic_regionPp3c8_11300-Pp3c8_11360NA NA n.7335719A>TNA NA NA NA NA
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_11470Pp3c8_11470transcript PAC:32966505protein_codingNA c.-7605_-7604insATNA NA NA NA 4816
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_11496Pp3c8_11496transcript PAC:32964163protein_codingNA c.-2962_-2961insATNA NA NA NA 2962
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_11520Pp3c8_11520transcript PAC:32963467protein_codingNA c.-2324_-2323insATNA NA NA NA 2323
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_11530Pp3c8_11530transcript PAC:32964165protein_codingNA c.-2980_-2979insATNA NA NA NA 2979
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_11470Pp3c8_11470transcript PAC:32966506protein_codingNA c.-7605_-7604insATNA NA NA NA 4845
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_11470Pp3c8_11470transcript PAC:32966507protein_codingNA c.-7605_-7604insATNA NA NA NA 4866
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_11470Pp3c8_11470transcript PAC:32966509protein_codingNA c.-7605_-7604insATNA NA NA NA 4866
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_11470Pp3c8_11470transcript PAC:32966508protein_codingNA c.-7605_-7604insATNA NA NA NA 4845
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11540Pp3c8_11540transcript PAC:32965366protein_codingNA c.*4367_*4368insATNA NA NA NA 3455
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11540Pp3c8_11540transcript PAC:32965372protein_codingNA c.*4367_*4368insATNA NA NA NA 3493
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11540Pp3c8_11540transcript PAC:32965373protein_codingNA c.*4367_*4368insATNA NA NA NA 3493
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11540Pp3c8_11540transcript PAC:32965367protein_codingNA c.*4367_*4368insATNA NA NA NA 3493
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11540Pp3c8_11540transcript PAC:32965369protein_codingNA c.*4367_*4368insATNA NA NA NA 3493
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11540Pp3c8_11540transcript PAC:32965368protein_codingNA c.*4367_*4368insATNA NA NA NA 3493
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11540Pp3c8_11540transcript PAC:32965370protein_codingNA c.*4367_*4368insATNA NA NA NA 3493
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_11540Pp3c8_11540transcript PAC:32965371protein_codingNA c.*4367_*4368insATNA NA NA NA 3493
Chr08 7454605 A AAT Chr08_7454605_A_AATA_AAT INDEL 7532.59 18 9 8 19 14 16 24 19 18 7 8 7 5 4 19 9 9 21 14 16 25 19 18 7 8 8 5 4 0.947 1 0.889 0.905 1 1 0.96 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_11496-Pp3c8_11520Pp3c8_11496-Pp3c8_11520intergenic_regionPp3c8_11496-Pp3c8_11520NA NA n.7454605_7454606insATNA NA NA NA NA
Chr08 7589286 G GTA Chr08_7589286_G_GTAG_GTA INDEL 2072.93 1 0 0 0 0 0 0 1 16 10 4 11 5 8 21 16 17 10 10 17 33 21 16 10 4 11 5 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c8_11800-Pp3c8_11840Pp3c8_11800-Pp3c8_11840intergenic_regionPp3c8_11800-Pp3c8_11840NA NA n.7589286_7589287insTANA NA NA NA NA
Chr08 7591855 G A Chr08_7591855_G_AG_A SNP 21698.63 25 21 11 27 29 36 33 27 17 32 16 19 14 7 25 21 11 27 29 36 33 27 17 32 16 19 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_11800-Pp3c8_11840Pp3c8_11800-Pp3c8_11840intergenic_regionPp3c8_11800-Pp3c8_11840NA NA n.7591855G>ANA NA NA NA NA
Chr08 7593487 A T Chr08_7593487_A_TA_T SNP 11409.63 9 9 11 9 11 17 14 13 11 15 13 6 9 5 9 9 11 9 11 17 14 13 11 15 13 6 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_11800-Pp3c8_11840Pp3c8_11800-Pp3c8_11840intergenic_regionPp3c8_11800-Pp3c8_11840NA NA n.7593487A>TNA NA NA NA NA
Chr08 7593510 T A Chr08_7593510_T_AT_A SNP 8235.63 8 9 10 7 5 10 6 9 5 8 12 4 7 5 8 9 10 7 5 10 6 9 5 8 12 4 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_11800-Pp3c8_11840Pp3c8_11800-Pp3c8_11840intergenic_regionPp3c8_11800-Pp3c8_11840NA NA n.7593510T>ANA NA NA NA NA
Chr08 7639604 C CT Chr08_7639604_C_CTC_CT INDEL 15925.59 21 20 15 25 20 31 19 26 24 11 13 12 17 12 21 20 15 25 20 31 19 26 24 11 13 12 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_11900-Pp3c8_11940Pp3c8_11900-Pp3c8_11940intergenic_regionPp3c8_11900-Pp3c8_11940NA NA n.7639604_7639605insTNA NA NA NA NA
Chr08 7639668 G A Chr08_7639668_G_AG_A SNP 19534.63 26 29 17 33 20 26 24 27 16 16 14 18 17 7 26 29 17 33 20 26 24 27 16 16 14 18 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_11900-Pp3c8_11940Pp3c8_11900-Pp3c8_11940intergenic_regionPp3c8_11900-Pp3c8_11940NA NA n.7639668G>ANA NA NA NA NA
Chr08 7698080 A AAT Chr08_7698080_A_AATA_AAT INDEL 901.35 17 10 6 3 1 0 0 0 0 0 0 0 0 0 17 11 6 11 10 13 13 17 5 11 6 13 7 4 1 0.909 1 0.273 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 3_prime_UTR_variantMODIFIER Pp3c8_12014Pp3c8_12014transcript PAC:32964986protein_coding 04-avr c.*274_*275dupATNA NA NA NA 276
Chr08 7698080 A AAT Chr08_7698080_A_AATA_AAT INDEL 901.35 17 10 6 3 1 0 0 0 0 0 0 0 0 0 17 11 6 11 10 13 13 17 5 11 6 13 7 4 1 0.909 1 0.273 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 3_prime_UTR_variantMODIFIER Pp3c8_12014Pp3c8_12014transcript PAC:32964987protein_coding 03-mars c.*274_*275dupATNA NA NA NA 276
Chr08 7698080 A AAT Chr08_7698080_A_AATA_AAT INDEL 901.35 17 10 6 3 1 0 0 0 0 0 0 0 0 0 17 11 6 11 10 13 13 17 5 11 6 13 7 4 1 0.909 1 0.273 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 3_prime_UTR_variantMODIFIER Pp3c8_12014Pp3c8_12014transcript PAC:32964988protein_coding 03-mars c.*482_*483dupATNA NA NA NA 484
Chr08 7854577 A G Chr08_7854577_A_GA_G SNP 21549.63 30 15 18 28 25 20 25 16 17 23 21 21 14 18 30 15 18 28 25 20 25 16 17 23 21 21 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_12170-Pp3c8_12200Pp3c8_12170-Pp3c8_12200intergenic_regionPp3c8_12170-Pp3c8_12200NA NA n.7854577A>GNA NA NA NA NA
Chr08 7854578 G T Chr08_7854578_G_TG_T SNP 21684.63 29 15 18 27 25 20 25 16 16 23 21 21 13 18 29 15 18 27 25 20 25 16 16 23 21 21 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_12170-Pp3c8_12200Pp3c8_12170-Pp3c8_12200intergenic_regionPp3c8_12170-Pp3c8_12200NA NA n.7854578G>TNA NA NA NA NA
Chr08 7854588 C T Chr08_7854588_C_TC_T SNP 21919.63 30 15 17 26 24 18 25 17 16 22 20 22 13 17 30 15 17 26 24 18 25 17 16 22 20 22 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_12170-Pp3c8_12200Pp3c8_12170-Pp3c8_12200intergenic_regionPp3c8_12170-Pp3c8_12200NA NA n.7854588C>TNA NA NA NA NA
Chr08 7854597 T C Chr08_7854597_T_CT_C SNP 21208.63 34 15 18 23 23 18 24 19 16 24 21 20 13 17 34 15 18 23 23 18 24 19 16 24 21 20 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_12170-Pp3c8_12200Pp3c8_12170-Pp3c8_12200intergenic_regionPp3c8_12170-Pp3c8_12200NA NA n.7854597T>CNA NA NA NA NA
Chr08 8021423 AAT A Chr08_8021423_AAT_AAAT_A INDEL 2974.93 0 0 0 0 0 0 0 0 21 14 20 10 5 7 29 17 16 21 19 26 19 18 22 15 20 10 5 7 0 0 0 0 0 0 0 0 0.955 0.933 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c8_12300-Pp3c8_12310Pp3c8_12300-Pp3c8_12310intergenic_regionPp3c8_12300-Pp3c8_12310NA NA n.8021424_8021425delATNA NA NA NA NA
Chr08 8160352 A G Chr08_8160352_A_GA_G SNP 13719.63 30 16 7 17 16 26 17 15 8 16 10 18 9 9 30 16 7 17 16 26 17 15 8 16 10 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_12500-Pp3c8_12620Pp3c8_12500-Pp3c8_12620intergenic_regionPp3c8_12500-Pp3c8_12620NA NA n.8160352A>GNA NA NA NA NA
Chr08 8160815 T C Chr08_8160815_T_CT_C SNP 9632.63 20 10 10 14 11 12 14 11 10 8 5 13 5 6 20 10 10 14 11 12 14 11 10 8 5 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_12500-Pp3c8_12620Pp3c8_12500-Pp3c8_12620intergenic_regionPp3c8_12500-Pp3c8_12620NA NA n.8160815T>CNA NA NA NA NA
Chr08 8283329 T C Chr08_8283329_T_CT_C SNP 12383.29 31 11 15 0 0 0 0 1 18 33 17 17 10 6 31 11 15 33 22 29 29 30 18 33 17 17 10 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c8_12740-Pp3c8_12800Pp3c8_12740-Pp3c8_12800intergenic_regionPp3c8_12740-Pp3c8_12800NA NA n.8283329T>CNA NA NA NA NA
Chr08 8292811 C A Chr08_8292811_C_AC_A SNP 14581.63 20 8 12 16 12 30 20 13 18 21 10 17 8 7 20 8 12 16 12 30 20 13 18 21 10 17 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_12740-Pp3c8_12800Pp3c8_12740-Pp3c8_12800intergenic_regionPp3c8_12740-Pp3c8_12800NA NA n.8292811C>ANA NA NA NA NA



Chr08 8477675 C CA Chr08_8477675_C_CAC_CA INDEL 16409.59 30 13 17 24 23 26 29 27 25 30 19 13 11 17 30 13 17 24 23 26 29 27 25 30 19 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13190-Pp3c8_13210Pp3c8_13190-Pp3c8_13210intergenic_regionPp3c8_13190-Pp3c8_13210NA NA n.8477675_8477676insANA NA NA NA NA
Chr08 8477693 T TC Chr08_8477693_T_TCT_TC INDEL 23064.59 33 15 20 18 28 29 31 28 20 30 22 15 12 18 33 15 20 18 28 29 31 28 20 30 22 15 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13190-Pp3c8_13210Pp3c8_13190-Pp3c8_13210intergenic_regionPp3c8_13190-Pp3c8_13210NA NA n.8477693_8477694insCNA NA NA NA NA
Chr08 8477700 G C Chr08_8477700_G_CG_C SNP 23472.63 33 16 22 18 30 30 33 30 21 29 24 13 13 15 33 16 22 18 30 30 33 30 21 29 24 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13190-Pp3c8_13210Pp3c8_13190-Pp3c8_13210intergenic_regionPp3c8_13190-Pp3c8_13210NA NA n.8477700G>CNA NA NA NA NA
Chr08 8530812 G A Chr08_8530812_G_AG_A SNP 10131.63 13 8 7 11 12 14 17 8 9 16 7 10 9 5 13 8 7 11 12 14 17 8 10 16 7 12 9 5 1 1 1 1 1 1 1 1 0.9 1 1 0.833 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13230-Pp3c8_13270Pp3c8_13230-Pp3c8_13270intergenic_regionPp3c8_13230-Pp3c8_13270NA NA n.8530812G>ANA NA NA NA NA
Chr08 8530814 G C Chr08_8530814_G_CG_C SNP 10266.63 13 8 7 11 12 14 16 8 9 16 6 10 9 5 13 8 7 11 12 14 16 8 10 16 6 12 9 5 1 1 1 1 1 1 1 1 0.9 1 1 0.833 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13230-Pp3c8_13270Pp3c8_13230-Pp3c8_13270intergenic_regionPp3c8_13230-Pp3c8_13270NA NA n.8530814G>CNA NA NA NA NA
Chr08 8530815 AAAGC A Chr08_8530815_AAAGC_AAAAGC_A INDEL 10360.59 13 8 7 11 12 15 16 8 9 16 7 10 9 5 13 8 7 11 12 15 16 8 10 16 7 12 9 5 1 1 1 1 1 1 1 1 0.9 1 1 0.833 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13230-Pp3c8_13270Pp3c8_13230-Pp3c8_13270intergenic_regionPp3c8_13230-Pp3c8_13270NA NA n.8530816_8530819delAAGCNA NA NA NA NA
Chr08 8530822 GAGGTGGAAGGTATG Chr08_8530822_GAGGTGGAAGGTAT_GGAGGTGGAAGGTAT_GINDEL 10361.59 12 8 8 11 12 15 16 6 9 19 8 10 9 5 12 8 8 11 12 15 16 6 10 19 8 12 9 5 1 1 1 1 1 1 1 1 0.9 1 1 0.833 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13230-Pp3c8_13270Pp3c8_13230-Pp3c8_13270intergenic_regionPp3c8_13230-Pp3c8_13270NA NA n.8530823_8530835delAGGTGGAAGGTATNA NA NA NA NA
Chr08 8530842 T TACGA Chr08_8530842_T_TACGAT_TACGA INDEL 9956.59 12 7 8 11 12 14 13 5 9 17 7 8 10 5 12 7 8 11 12 14 13 5 10 17 7 10 10 5 1 1 1 1 1 1 1 1 0.9 1 1 0.8 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13230-Pp3c8_13270Pp3c8_13230-Pp3c8_13270intergenic_regionPp3c8_13230-Pp3c8_13270NA NA n.8530842_8530843insACGANA NA NA NA NA
Chr08 8557745 AG A Chr08_8557745_AG_AAG_A INDEL 13467.59 20 15 17 22 20 19 23 12 9 17 20 18 10 15 20 15 17 22 20 19 23 12 9 17 20 18 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_13280Pp3c8_13280transcript PAC:32964623protein_codingNA c.*3793delG NA NA NA NA 3200
Chr08 8557745 AG A Chr08_8557745_AG_AAG_A INDEL 13467.59 20 15 17 22 20 19 23 12 9 17 20 18 10 15 20 15 17 22 20 19 23 12 9 17 20 18 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_13280Pp3c8_13280transcript PAC:32964626protein_codingNA c.*3793delG NA NA NA NA 3204
Chr08 8557745 AG A Chr08_8557745_AG_AAG_A INDEL 13467.59 20 15 17 22 20 19 23 12 9 17 20 18 10 15 20 15 17 22 20 19 23 12 9 17 20 18 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_13280Pp3c8_13280transcript PAC:32964627protein_codingNA c.*3793delG NA NA NA NA 3204
Chr08 8557745 AG A Chr08_8557745_AG_AAG_A INDEL 13467.59 20 15 17 22 20 19 23 12 9 17 20 18 10 15 20 15 17 22 20 19 23 12 9 17 20 18 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_13280Pp3c8_13280transcript PAC:32964630protein_codingNA c.*4665delG NA NA NA NA 3204
Chr08 8557745 AG A Chr08_8557745_AG_AAG_A INDEL 13467.59 20 15 17 22 20 19 23 12 9 17 20 18 10 15 20 15 17 22 20 19 23 12 9 17 20 18 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_13280Pp3c8_13280transcript PAC:32964631protein_codingNA c.*4665delG NA NA NA NA 3204
Chr08 8557745 AG A Chr08_8557745_AG_AAG_A INDEL 13467.59 20 15 17 22 20 19 23 12 9 17 20 18 10 15 20 15 17 22 20 19 23 12 9 17 20 18 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_13280Pp3c8_13280transcript PAC:32964628protein_codingNA c.*3793delG NA NA NA NA 3204
Chr08 8557745 AG A Chr08_8557745_AG_AAG_A INDEL 13467.59 20 15 17 22 20 19 23 12 9 17 20 18 10 15 20 15 17 22 20 19 23 12 9 17 20 18 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_13280Pp3c8_13280transcript PAC:32964625protein_codingNA c.*3793delG NA NA NA NA 3204
Chr08 8557745 AG A Chr08_8557745_AG_AAG_A INDEL 13467.59 20 15 17 22 20 19 23 12 9 17 20 18 10 15 20 15 17 22 20 19 23 12 9 17 20 18 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_13280Pp3c8_13280transcript PAC:32964624protein_codingNA c.*3793delG NA NA NA NA 3204
Chr08 8557745 AG A Chr08_8557745_AG_AAG_A INDEL 13467.59 20 15 17 22 20 19 23 12 9 17 20 18 10 15 20 15 17 22 20 19 23 12 9 17 20 18 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_13280Pp3c8_13280transcript PAC:32964629protein_codingNA c.*3793delG NA NA NA NA 3204
Chr08 8557745 AG A Chr08_8557745_AG_AAG_A INDEL 13467.59 20 15 17 22 20 19 23 12 9 17 20 18 10 15 20 15 17 22 20 19 23 12 9 17 20 18 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13280-Pp3c8_13300Pp3c8_13280-Pp3c8_13300intergenic_regionPp3c8_13280-Pp3c8_13300NA NA n.8557746delGNA NA NA NA NA
Chr08 8593977 T C Chr08_8593977_T_CT_C SNP 14549.63 17 14 8 20 19 20 18 13 16 18 10 10 9 9 17 14 8 20 19 20 18 13 16 18 10 10 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13300-Pp3c8_13350Pp3c8_13300-Pp3c8_13350intergenic_regionPp3c8_13300-Pp3c8_13350NA NA n.8593977T>CNA NA NA NA NA
Chr08 8593978 C A Chr08_8593978_C_AC_A SNP 14549.63 16 15 8 20 19 20 20 14 16 18 9 10 9 9 16 15 8 20 19 20 20 14 16 18 9 10 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13300-Pp3c8_13350Pp3c8_13300-Pp3c8_13350intergenic_regionPp3c8_13300-Pp3c8_13350NA NA n.8593978C>ANA NA NA NA NA
Chr08 8594016 G T Chr08_8594016_G_TG_T SNP 9893.63 12 8 7 13 12 17 13 10 13 10 7 9 7 6 12 8 7 13 12 17 13 10 13 10 7 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13300-Pp3c8_13350Pp3c8_13300-Pp3c8_13350intergenic_regionPp3c8_13300-Pp3c8_13350NA NA n.8594016G>TNA NA NA NA NA
Chr08 8594017 A AT Chr08_8594017_A_ATA_AT INDEL 9884.59 12 8 5 13 12 17 13 10 13 10 7 9 7 5 12 8 5 13 12 17 13 10 13 10 7 9 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13300-Pp3c8_13350Pp3c8_13300-Pp3c8_13350intergenic_regionPp3c8_13300-Pp3c8_13350NA NA n.8594017_8594018insTNA NA NA NA NA
Chr08 8594113 C CT Chr08_8594113_C_CTC_CT INDEL 10316.59 11 8 8 14 8 14 10 14 10 8 7 13 7 8 11 8 8 14 8 14 10 14 10 8 7 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13300-Pp3c8_13350Pp3c8_13300-Pp3c8_13350intergenic_regionPp3c8_13300-Pp3c8_13350NA NA n.8594113_8594114insTNA NA NA NA NA
Chr08 8594119 CA C Chr08_8594119_CA_CCA_C INDEL 11112.59 11 8 7 14 9 14 10 14 10 10 8 14 7 8 11 8 7 14 9 14 10 14 10 10 8 14 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13300-Pp3c8_13350Pp3c8_13300-Pp3c8_13350intergenic_regionPp3c8_13300-Pp3c8_13350NA NA n.8594120delANA NA NA NA NA
Chr08 8594125 C A Chr08_8594125_C_AC_A SNP 11505.63 11 8 7 13 10 13 10 14 11 13 12 14 9 8 11 8 7 13 10 13 10 14 11 13 12 14 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13300-Pp3c8_13350Pp3c8_13300-Pp3c8_13350intergenic_regionPp3c8_13300-Pp3c8_13350NA NA n.8594125C>ANA NA NA NA NA
Chr08 8594126 A C Chr08_8594126_A_CA_C SNP 11505.63 11 8 7 13 10 13 11 15 11 13 12 14 9 7 11 8 7 13 10 13 11 15 11 13 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13300-Pp3c8_13350Pp3c8_13300-Pp3c8_13350intergenic_regionPp3c8_13300-Pp3c8_13350NA NA n.8594126A>CNA NA NA NA NA
Chr08 8758232 A AT Chr08_8758232_A_ATA_AT INDEL 17441.59 42 15 10 20 17 30 29 25 31 23 17 17 6 14 42 15 10 20 17 30 29 25 31 23 17 18 6 14 1 1 1 1 1 1 1 1 1 1 1 0.944 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_13540Pp3c8_13540transcript PAC:32965706protein_codingNA c.-4147_-4146insTNA NA NA NA 4091
Chr08 8758232 A AT Chr08_8758232_A_ATA_AT INDEL 17441.59 42 15 10 20 17 30 29 25 31 23 17 17 6 14 42 15 10 20 17 30 29 25 31 23 17 18 6 14 1 1 1 1 1 1 1 1 1 1 1 0.944 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_13540Pp3c8_13540transcript PAC:32965707protein_codingNA c.-4147_-4146insTNA NA NA NA 4079
Chr08 8758232 A AT Chr08_8758232_A_ATA_AT INDEL 17441.59 42 15 10 20 17 30 29 25 31 23 17 17 6 14 42 15 10 20 17 30 29 25 31 23 17 18 6 14 1 1 1 1 1 1 1 1 1 1 1 0.944 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13480-Pp3c8_13540Pp3c8_13480-Pp3c8_13540intergenic_regionPp3c8_13480-Pp3c8_13540NA NA n.8758232_8758233insTNA NA NA NA NA
Chr08 8896084 T A Chr08_8896084_T_AT_A SNP 12758.63 19 14 13 13 9 22 33 10 18 16 9 8 5 5 19 14 13 13 9 22 34 10 18 16 9 8 5 5 1 1 1 1 1 1 0.971 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_13620-Pp3c8_13700Pp3c8_13620-Pp3c8_13700intergenic_regionPp3c8_13620-Pp3c8_13700NA NA n.8896084T>ANA NA NA NA NA
Chr08 8976206 T TTA Chr08_8976206_T_TTAT_TTA INDEL 2735.93 0 0 0 0 1 0 2 1 20 16 9 18 8 11 26 19 21 12 15 25 18 25 20 17 9 18 8 11 0 0 0 0 0 0 0.111 0 1 0.941 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c8_13800Pp3c8_13800transcript PAC:32964468protein_codingNA c.*4385_*4386insTANA NA NA NA 4386
Chr08 8976206 T TTA Chr08_8976206_T_TTAT_TTA INDEL 2735.93 0 0 0 0 1 0 2 1 20 16 9 18 8 11 26 19 21 12 15 25 18 25 20 17 9 18 8 11 0 0 0 0 0 0 0.111 0 1 0.941 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c8_13800-Pp3c8_13810Pp3c8_13800-Pp3c8_13810intergenic_regionPp3c8_13800-Pp3c8_13810NA NA n.8976206_8976207insTANA NA NA NA NA
Chr08 9136757 G A Chr08_9136757_G_AG_A SNP 3866.98 0 0 0 0 0 0 0 0 15 25 20 19 7 11 25 8 13 19 22 22 28 19 15 25 20 19 7 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_13980Pp3c8_13980transcript PAC:32964096protein_codingNA c.-3595C>T NA NA NA NA 3438
Chr08 9136757 G A Chr08_9136757_G_AG_A SNP 3866.98 0 0 0 0 0 0 0 0 15 25 20 19 7 11 25 8 13 19 22 22 28 19 15 25 20 19 7 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_13989Pp3c8_13989transcript PAC:32966462protein_codingNA c.-1814C>T NA NA NA NA 11
Chr08 9136757 G A Chr08_9136757_G_AG_A SNP 3866.98 0 0 0 0 0 0 0 0 15 25 20 19 7 11 25 8 13 19 22 22 28 19 15 25 20 19 7 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_13980Pp3c8_13980transcript PAC:32964097protein_codingNA c.-3595C>T NA NA NA NA 3205
Chr08 9136757 G A Chr08_9136757_G_AG_A SNP 3866.98 0 0 0 0 0 0 0 0 15 25 20 19 7 11 25 8 13 19 22 22 28 19 15 25 20 19 7 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c8_14010Pp3c8_14010transcript PAC:32965823protein_codingNA c.*3674C>T NA NA NA NA 3674
Chr08 9136757 G A Chr08_9136757_G_AG_A SNP 3866.98 0 0 0 0 0 0 0 0 15 25 20 19 7 11 25 8 13 19 22 22 28 19 15 25 20 19 7 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c8_14010Pp3c8_14010transcript PAC:32965824protein_codingNA c.*3674C>T NA NA NA NA 3011
Chr08 9136757 G A Chr08_9136757_G_AG_A SNP 3866.98 0 0 0 0 0 0 0 0 15 25 20 19 7 11 25 8 13 19 22 22 28 19 15 25 20 19 7 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c8_13989-Pp3c8_14010Pp3c8_13989-Pp3c8_14010intergenic_regionPp3c8_13989-Pp3c8_14010NA NA n.9136757G>ANA NA NA NA NA
Chr08 9244440 T G Chr08_9244440_T_GT_G SNP 18024.63 24 10 15 20 17 22 33 19 20 22 24 17 6 7 24 10 15 20 17 22 33 19 20 22 24 17 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_14210-Pp3c8_14230Pp3c8_14210-Pp3c8_14230intergenic_regionPp3c8_14210-Pp3c8_14230NA NA n.9244440T>GNA NA NA NA NA
Chr08 9244496 A G Chr08_9244496_A_GA_G SNP 18823.63 29 12 11 27 19 31 27 22 21 21 26 14 7 15 29 12 11 27 19 31 27 22 21 21 26 14 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_14210-Pp3c8_14230Pp3c8_14210-Pp3c8_14230intergenic_regionPp3c8_14210-Pp3c8_14230NA NA n.9244496A>GNA NA NA NA NA
Chr08 9268890 T C Chr08_9268890_T_CT_C SNP 3557.98 0 0 0 1 0 0 0 0 17 22 13 12 11 7 34 7 14 24 17 13 29 17 17 22 13 12 11 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 5_prime_UTR_variantMODIFIER Pp3c8_14230Pp3c8_14230transcript PAC:32963743protein_coding 01-févr c.-61T>C NA NA NA NA 61
Chr08 9268890 T C Chr08_9268890_T_CT_C SNP 3557.98 0 0 0 1 0 0 0 0 17 22 13 12 11 7 34 7 14 24 17 13 29 17 17 22 13 12 11 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 5_prime_UTR_variantMODIFIER Pp3c8_14230Pp3c8_14230transcript PAC:32963744protein_coding 01-févr c.-61T>C NA NA NA NA 61
Chr08 9268890 T C Chr08_9268890_T_CT_C SNP 3557.98 0 0 0 1 0 0 0 0 17 22 13 12 11 7 34 7 14 24 17 13 29 17 17 22 13 12 11 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_14250Pp3c8_14250transcript PAC:32965864protein_codingNA c.-3907T>C NA NA NA NA 3580
Chr08 9268890 T C Chr08_9268890_T_CT_C SNP 3557.98 0 0 0 1 0 0 0 0 17 22 13 12 11 7 34 7 14 24 17 13 29 17 17 22 13 12 11 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_14250Pp3c8_14250transcript PAC:32965865protein_codingNA c.-3907T>C NA NA NA NA 3524
Chr08 9348740 A AAT Chr08_9348740_A_AATA_AAT INDEL 1448.35 23 11 13 1 0 0 0 0 0 0 0 0 0 0 23 12 13 24 12 19 22 19 16 12 7 12 7 8 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c8_14320-Pp3c8_14400Pp3c8_14320-Pp3c8_14400intergenic_regionPp3c8_14320-Pp3c8_14400NA NA n.9348740_9348741insATNA NA NA NA NA
Chr08 9375312 G T Chr08_9375312_G_TG_T SNP 10108.63 18 14 8 13 10 15 15 14 9 9 10 10 4 4 19 14 8 13 10 15 15 14 9 9 10 10 4 4 0.947 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_14400Pp3c8_14400transcript PAC:32966163protein_codingNA c.*1304C>A NA NA NA NA 1304
Chr08 9375312 G T Chr08_9375312_G_TG_T SNP 10108.63 18 14 8 13 10 15 15 14 9 9 10 10 4 4 19 14 8 13 10 15 15 14 9 9 10 10 4 4 0.947 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_14410Pp3c8_14410transcript PAC:32965540protein_codingNA c.*2587C>A NA NA NA NA 2587
Chr08 9375312 G T Chr08_9375312_G_TG_T SNP 10108.63 18 14 8 13 10 15 15 14 9 9 10 10 4 4 19 14 8 13 10 15 15 14 9 9 10 10 4 4 0.947 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_14413Pp3c8_14413transcript PAC:32963911protein_codingNA c.*3553C>A NA NA NA NA 3553
Chr08 9375312 G T Chr08_9375312_G_TG_T SNP 10108.63 18 14 8 13 10 15 15 14 9 9 10 10 4 4 19 14 8 13 10 15 15 14 9 9 10 10 4 4 0.947 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_14320-Pp3c8_14400Pp3c8_14320-Pp3c8_14400intergenic_regionPp3c8_14320-Pp3c8_14400NA NA n.9375312G>TNA NA NA NA NA
Chr08 9384408 C A Chr08_9384408_C_AC_A SNP 21188.63 33 24 17 30 19 31 39 20 26 16 14 21 10 18 33 24 17 30 19 31 39 20 26 16 14 21 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_14413-Pp3c8_14440Pp3c8_14413-Pp3c8_14440intergenic_regionPp3c8_14413-Pp3c8_14440NA NA n.9384408C>ANA NA NA NA NA
Chr08 9526935 A T Chr08_9526935_A_TA_T SNP 17610.63 31 14 19 17 20 24 31 21 21 28 15 18 9 7 31 14 19 17 20 24 31 21 21 28 15 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_14609-Pp3c8_14720Pp3c8_14609-Pp3c8_14720intergenic_regionPp3c8_14609-Pp3c8_14720NA NA n.9526935A>TNA NA NA NA NA
Chr08 9527613 C CAT Chr08_9527613_C_CATC_CAT INDEL 2950.24 1 1 1 24 12 22 19 13 2 1 0 0 0 0 20 10 15 24 12 24 19 13 16 14 7 11 7 6 0 0 0 1 1 0.917 1 1 0.125 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c8_14609-Pp3c8_14720Pp3c8_14609-Pp3c8_14720intergenic_regionPp3c8_14609-Pp3c8_14720NA NA n.9527613_9527614insATNA NA NA NA NA
Chr08 9811197 A T Chr08_9811197_A_TA_T SNP 16266.63 13 6 17 18 19 25 19 21 23 23 9 12 15 9 13 6 17 18 19 25 19 21 23 23 9 12 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_14989-Pp3c8_15010Pp3c8_14989-Pp3c8_15010intergenic_regionPp3c8_14989-Pp3c8_15010NA NA n.9811197A>TNA NA NA NA NA
Chr08 9811199 A T Chr08_9811199_A_TA_T SNP 16266.63 13 6 17 19 18 25 20 20 23 23 10 12 15 9 13 6 17 19 18 25 20 20 23 23 10 12 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_14989-Pp3c8_15010Pp3c8_14989-Pp3c8_15010intergenic_regionPp3c8_14989-Pp3c8_15010NA NA n.9811199A>TNA NA NA NA NA
Chr08 9869617 G C Chr08_9869617_G_CG_C SNP 16999.63 23 8 12 29 13 19 29 17 13 23 13 13 10 11 23 8 12 29 13 19 29 17 13 23 13 13 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_15110Pp3c8_15110transcript PAC:32965974protein_coding 05-mai c.*512C>G NA NA NA NA 512
Chr08 9869617 G C Chr08_9869617_G_CG_C SNP 16999.63 23 8 12 29 13 19 29 17 13 23 13 13 10 11 23 8 12 29 13 19 29 17 13 23 13 13 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_15130Pp3c8_15130transcript PAC:32966035protein_codingNA c.-654G>C NA NA NA NA 654
Chr08 9869617 G C Chr08_9869617_G_CG_C SNP 16999.63 23 8 12 29 13 19 29 17 13 23 13 13 10 11 23 8 12 29 13 19 29 17 13 23 13 13 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_15110Pp3c8_15110transcript PAC:32965973protein_coding 05-mai c.*487+25C>GNA NA NA NA NA
Chr08 9869627 T C Chr08_9869627_T_CT_C SNP 17502.63 27 8 10 28 14 19 27 15 12 25 10 14 8 9 27 8 10 28 14 19 27 15 12 25 10 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_15110Pp3c8_15110transcript PAC:32965974protein_coding 05-mai c.*502A>G NA NA NA NA 502
Chr08 9869627 T C Chr08_9869627_T_CT_C SNP 17502.63 27 8 10 28 14 19 27 15 12 25 10 14 8 9 27 8 10 28 14 19 27 15 12 25 10 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_15130Pp3c8_15130transcript PAC:32966035protein_codingNA c.-644T>C NA NA NA NA 644
Chr08 9869627 T C Chr08_9869627_T_CT_C SNP 17502.63 27 8 10 28 14 19 27 15 12 25 10 14 8 9 27 8 10 28 14 19 27 15 12 25 10 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_15110Pp3c8_15110transcript PAC:32965973protein_coding 05-mai c.*487+15A>GNA NA NA NA NA
Chr08 9869632 T TC Chr08_9869632_T_TCT_TC INDEL 17150.59 28 8 10 29 15 19 26 15 12 24 9 16 8 9 28 8 10 29 15 19 26 15 12 24 9 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_15110Pp3c8_15110transcript PAC:32965974protein_coding 05-mai c.*496dupG NA NA NA NA 496
Chr08 9869632 T TC Chr08_9869632_T_TCT_TC INDEL 17150.59 28 8 10 29 15 19 26 15 12 24 9 16 8 9 28 8 10 29 15 19 26 15 12 24 9 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_15130Pp3c8_15130transcript PAC:32966035protein_codingNA c.-639_-638insCNA NA NA NA 638
Chr08 9869632 T TC Chr08_9869632_T_TCT_TC INDEL 17150.59 28 8 10 29 15 19 26 15 12 24 9 16 8 9 28 8 10 29 15 19 26 15 12 24 9 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_15110Pp3c8_15110transcript PAC:32965973protein_coding 05-mai c.*487+9dupGNA NA NA NA NA
Chr08 9894780 C A Chr08_9894780_C_AC_A SNP 20230.63 36 19 13 32 14 30 25 30 30 19 14 16 13 18 36 19 13 32 14 30 25 30 30 19 14 16 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_15130-Pp3c8_15140Pp3c8_15130-Pp3c8_15140intergenic_regionPp3c8_15130-Pp3c8_15140NA NA n.9894780C>ANA NA NA NA NA
Chr08 9894861 G T Chr08_9894861_G_TG_T SNP 20538.63 36 15 15 33 16 33 29 28 25 29 11 13 8 18 36 15 15 33 16 33 29 28 25 29 11 13 8 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_15130-Pp3c8_15140Pp3c8_15130-Pp3c8_15140intergenic_regionPp3c8_15130-Pp3c8_15140NA NA n.9894861G>TNA NA NA NA NA
Chr08 10020213 G GAT Chr08_10020213_G_GATG_GAT INDEL 3114.93 0 0 0 0 0 0 0 0 18 19 14 11 12 10 26 8 17 17 17 18 24 17 18 19 14 11 13 10 0 0 0 0 0 0 0 0 1 1 1 1 0.923 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c8_15220-Pp3c8_15350Pp3c8_15220-Pp3c8_15350intergenic_regionPp3c8_15220-Pp3c8_15350NA NA n.10020213_10020214insATNA NA NA NA NA
Chr08 10038183 C T Chr08_10038183_C_TC_T SNP 3612.29 0 0 0 13 15 11 19 12 0 0 0 0 0 0 10 10 6 13 15 11 19 12 12 13 5 5 4 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_15220-Pp3c8_15350Pp3c8_15220-Pp3c8_15350intergenic_regionPp3c8_15220-Pp3c8_15350NA NA n.10038183C>TNA NA NA NA NA
Chr08 10231416 A G Chr08_10231416_A_GA_G SNP 21042.63 39 16 20 28 33 24 27 25 34 25 25 17 6 8 39 16 20 28 33 24 27 25 34 25 25 17 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_15500-Pp3c8_15530Pp3c8_15500-Pp3c8_15530intergenic_regionPp3c8_15500-Pp3c8_15530NA NA n.10231416A>GNA NA NA NA NA
Chr08 10251769 T C Chr08_10251769_T_CT_C SNP 18248.63 26 7 13 30 19 28 23 18 31 22 20 20 15 12 26 7 13 30 19 28 23 18 31 22 20 20 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_15500-Pp3c8_15530Pp3c8_15500-Pp3c8_15530intergenic_regionPp3c8_15500-Pp3c8_15530NA NA n.10251769T>CNA NA NA NA NA
Chr08 10652952 G A Chr08_10652952_G_AG_A SNP 3201.98 0 0 0 0 0 0 0 0 17 14 9 16 5 8 35 15 13 22 19 25 23 17 17 14 9 16 5 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c8_16300-Pp3c8_16340Pp3c8_16300-Pp3c8_16340intergenic_regionPp3c8_16300-Pp3c8_16340NA NA n.10652952G>ANA NA NA NA NA
Chr08 10812082 CATACTCTAGACTC Chr08_10812082_CATACTCTAGACT_CCATACTCTAGACT_CINDEL 1138.37 0 18 0 0 0 0 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 conservative_inframe_deletionMODERATE Pp3c8_16590Pp3c8_16590transcript PAC:32964744protein_coding 05-juil c.310_321delAGTCTAGAGTATp.Ser104_Tyr107del516/1275 310/555 104/184 NA
Chr08 10812082 CATACTCTAGACTC Chr08_10812082_CATACTCTAGACT_CCATACTCTAGACT_CINDEL 1138.37 0 18 0 0 0 0 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 conservative_inframe_deletionMODERATE Pp3c8_16590Pp3c8_16590transcript PAC:32964745protein_coding 05-juil c.310_321delAGTCTAGAGTATp.Ser104_Tyr107del409/1119 310/555 104/184 NA
Chr08 10812082 CATACTCTAGACTC Chr08_10812082_CATACTCTAGACT_CCATACTCTAGACT_CINDEL 1138.37 0 18 0 0 0 0 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 conservative_inframe_deletionMODERATE Pp3c8_16590Pp3c8_16590transcript PAC:32964746protein_coding 05-juil c.310_321delAGTCTAGAGTATp.Ser104_Tyr107del460/1170 310/555 104/184 NA
Chr08 10812082 CATACTCTAGACTC Chr08_10812082_CATACTCTAGACT_CCATACTCTAGACT_CINDEL 1138.37 0 18 0 0 0 0 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c8_16580Pp3c8_16580transcript PAC:32965727protein_codingNA c.-1808_-1797delAGTCTAGAGTATNA NA NA NA 1693
Chr08 10812082 CATACTCTAGACTC Chr08_10812082_CATACTCTAGACT_CCATACTCTAGACT_CINDEL 1138.37 0 18 0 0 0 0 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c8_16580Pp3c8_16580transcript PAC:32965728protein_codingNA c.-1808_-1797delAGTCTAGAGTATNA NA NA NA 1694
Chr08 10812082 CATACTCTAGACTC Chr08_10812082_CATACTCTAGACT_CCATACTCTAGACT_CINDEL 1138.37 0 18 0 0 0 0 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c8_16580Pp3c8_16580transcript PAC:32965729protein_codingNA c.-2500_-2489delAGTCTAGAGTATNA NA NA NA 1694
Chr08 10812082 CATACTCTAGACTCATATACTCTAGACTChr08_10812082_CATACTCTAGACT_CATATACTCTAGACTCATACTCTAGACT_CATATACTCTAGACTINDEL 1138.37 0 0 0 0 0 12 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 0 0 0 0 0.8 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 frameshift_variantHIGH Pp3c8_16590Pp3c8_16590transcript PAC:32964744protein_coding 05-juil c.318_319insTAp.Gly108fs 513/1275 318/555 106/184 NA
Chr08 10812082 CATACTCTAGACTCATATACTCTAGACTChr08_10812082_CATACTCTAGACT_CATATACTCTAGACTCATACTCTAGACT_CATATACTCTAGACTINDEL 1138.37 0 0 0 0 0 12 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 0 0 0 0 0.8 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 frameshift_variantHIGH Pp3c8_16590Pp3c8_16590transcript PAC:32964745protein_coding 05-juil c.318_319insTAp.Gly108fs 406/1119 318/555 106/184 NA
Chr08 10812082 CATACTCTAGACTCATATACTCTAGACTChr08_10812082_CATACTCTAGACT_CATATACTCTAGACTCATACTCTAGACT_CATATACTCTAGACTINDEL 1138.37 0 0 0 0 0 12 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 0 0 0 0 0.8 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 frameshift_variantHIGH Pp3c8_16590Pp3c8_16590transcript PAC:32964746protein_coding 05-juil c.318_319insTAp.Gly108fs 457/1170 318/555 106/184 NA
Chr08 10812082 CATACTCTAGACTCATATACTCTAGACTChr08_10812082_CATACTCTAGACT_CATATACTCTAGACTCATACTCTAGACT_CATATACTCTAGACTINDEL 1138.37 0 0 0 0 0 12 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 0 0 0 0 0.8 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c8_16580Pp3c8_16580transcript PAC:32965727protein_codingNA c.-1800_-1799insTANA NA NA NA 1696
Chr08 10812082 CATACTCTAGACTCATATACTCTAGACTChr08_10812082_CATACTCTAGACT_CATATACTCTAGACTCATACTCTAGACT_CATATACTCTAGACTINDEL 1138.37 0 0 0 0 0 12 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 0 0 0 0 0.8 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c8_16580Pp3c8_16580transcript PAC:32965728protein_codingNA c.-1800_-1799insTANA NA NA NA 1697
Chr08 10812082 CATACTCTAGACTCATATACTCTAGACTChr08_10812082_CATACTCTAGACT_CATATACTCTAGACTCATACTCTAGACT_CATATACTCTAGACTINDEL 1138.37 0 0 0 0 0 12 0 0 0 0 0 0 0 0 19 18 10 31 15 15 28 24 22 17 13 21 4 9 0 0 0 0 0 0.8 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c8_16580Pp3c8_16580transcript PAC:32965729protein_codingNA c.-2492_-2491insTANA NA NA NA 1697
Chr08 10812653 CGTCCACCTTCTGC Chr08_10812653_CGTCCACCTTCTG_CCGTCCACCTTCTG_CINDEL 1825.37 0 0 0 0 4 0 31 16 0 0 0 0 0 0 33 6 13 25 17 33 31 19 21 21 11 17 13 9 0 0 0 0 0.235 0 1 0.842 0 0 0 0 0 0 0 2 2 1 0 2 0 conservative_inframe_deletionMODERATE Pp3c8_16590Pp3c8_16590transcript PAC:32964744protein_coding 03-juil c.172_183delCAGAAGGTGGACp.Gln58_Asp61del378/1275 172/555 58/184 NA
Chr08 10812653 CGTCCACCTTCTGC Chr08_10812653_CGTCCACCTTCTG_CCGTCCACCTTCTG_CINDEL 1825.37 0 0 0 0 4 0 31 16 0 0 0 0 0 0 33 6 13 25 17 33 31 19 21 21 11 17 13 9 0 0 0 0 0.235 0 1 0.842 0 0 0 0 0 0 0 2 2 1 0 2 0 conservative_inframe_deletionMODERATE Pp3c8_16590Pp3c8_16590transcript PAC:32964745protein_coding 03-juil c.172_183delCAGAAGGTGGACp.Gln58_Asp61del271/1119 172/555 58/184 NA
Chr08 10812653 CGTCCACCTTCTGC Chr08_10812653_CGTCCACCTTCTG_CCGTCCACCTTCTG_CINDEL 1825.37 0 0 0 0 4 0 31 16 0 0 0 0 0 0 33 6 13 25 17 33 31 19 21 21 11 17 13 9 0 0 0 0 0.235 0 1 0.842 0 0 0 0 0 0 0 2 2 1 0 2 0 conservative_inframe_deletionMODERATE Pp3c8_16590Pp3c8_16590transcript PAC:32964746protein_coding 03-juil c.172_183delCAGAAGGTGGACp.Gln58_Asp61del322/1170 172/555 58/184 NA
Chr08 10812653 CGTCCACCTTCTGC Chr08_10812653_CGTCCACCTTCTG_CCGTCCACCTTCTG_CINDEL 1825.37 0 0 0 0 4 0 31 16 0 0 0 0 0 0 33 6 13 25 17 33 31 19 21 21 11 17 13 9 0 0 0 0 0.235 0 1 0.842 0 0 0 0 0 0 0 2 2 1 0 2 0 upstream_gene_variantMODIFIER Pp3c8_16580Pp3c8_16580transcript PAC:32965727protein_codingNA c.-2379_-2368delCAGAAGGTGGACNA NA NA NA 2264
Chr08 10812653 CGTCCACCTTCTGC Chr08_10812653_CGTCCACCTTCTG_CCGTCCACCTTCTG_CINDEL 1825.37 0 0 0 0 4 0 31 16 0 0 0 0 0 0 33 6 13 25 17 33 31 19 21 21 11 17 13 9 0 0 0 0 0.235 0 1 0.842 0 0 0 0 0 0 0 2 2 1 0 2 0 upstream_gene_variantMODIFIER Pp3c8_16580Pp3c8_16580transcript PAC:32965728protein_codingNA c.-2379_-2368delCAGAAGGTGGACNA NA NA NA 2265
Chr08 10812653 CGTCCACCTTCTGC Chr08_10812653_CGTCCACCTTCTG_CCGTCCACCTTCTG_CINDEL 1825.37 0 0 0 0 4 0 31 16 0 0 0 0 0 0 33 6 13 25 17 33 31 19 21 21 11 17 13 9 0 0 0 0 0.235 0 1 0.842 0 0 0 0 0 0 0 2 2 1 0 2 0 upstream_gene_variantMODIFIER Pp3c8_16580Pp3c8_16580transcript PAC:32965729protein_codingNA c.-3071_-3060delCAGAAGGTGGACNA NA NA NA 2265
Chr08 10836397 A AACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGChr08_10836397_A_AACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGA_AACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGINDEL 21783.59 22 7 7 13 16 21 27 12 13 16 10 10 7 7 22 7 7 13 16 21 27 12 13 16 10 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_16640Pp3c8_16640transcript PAC:32965212protein_codingNA c.*3143_*3144insACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGNA NA NA NA 2802
Chr08 10836397 A AACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGChr08_10836397_A_AACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGA_AACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGINDEL 21783.59 22 7 7 13 16 21 27 12 13 16 10 10 7 7 22 7 7 13 16 21 27 12 13 16 10 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_16640Pp3c8_16640transcript PAC:32965213protein_codingNA c.*3143_*3144insACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGNA NA NA NA 2748
Chr08 10836397 A AACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGChr08_10836397_A_AACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGA_AACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGINDEL 21783.59 22 7 7 13 16 21 27 12 13 16 10 10 7 7 22 7 7 13 16 21 27 12 13 16 10 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_16640-Pp3c8_16660Pp3c8_16640-Pp3c8_16660intergenic_regionPp3c8_16640-Pp3c8_16660NA NA n.10836397_10836398insACTTTCTAATCTTCTTATCTTTGATAATACTCATTGTAGTTCAATATATTACCATCTTTGAGTGNA NA NA NA NA
Chr08 10899101 GAT G Chr08_10899101_GAT_GGAT_G INDEL 1728.35 29 11 19 0 0 0 0 0 0 0 0 0 0 0 29 12 19 23 12 10 26 19 13 13 11 8 11 5 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c8_16740Pp3c8_16740transcript PAC:32965805protein_codingNA c.-3416_-3415delATNA NA NA NA 3229
Chr08 10899101 GAT G Chr08_10899101_GAT_GGAT_G INDEL 1728.35 29 11 19 0 0 0 0 0 0 0 0 0 0 0 29 12 19 23 12 10 26 19 13 13 11 8 11 5 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c8_16740Pp3c8_16740transcript PAC:32965806protein_codingNA c.-3416_-3415delATNA NA NA NA 3243
Chr08 10899101 GAT G Chr08_10899101_GAT_GGAT_G INDEL 1728.35 29 11 19 0 0 0 0 0 0 0 0 0 0 0 29 12 19 23 12 10 26 19 13 13 11 8 11 5 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c8_16740-Pp3c8_16760Pp3c8_16740-Pp3c8_16760intergenic_regionPp3c8_16740-Pp3c8_16760NA NA n.10899102_10899103delATNA NA NA NA NA
Chr08 10921449 A G Chr08_10921449_A_GA_G SNP 19955.63 29 20 12 43 19 29 29 23 27 29 12 14 14 10 29 20 12 43 19 29 29 24 27 29 12 14 14 10 1 1 1 1 1 1 1 0.958 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_16740-Pp3c8_16760Pp3c8_16740-Pp3c8_16760intergenic_regionPp3c8_16740-Pp3c8_16760NA NA n.10921449A>GNA NA NA NA NA
Chr08 10989430 G T Chr08_10989430_G_TG_T SNP 18453.63 26 20 13 16 21 26 38 23 23 22 21 12 10 7 26 20 13 16 21 26 38 23 23 22 21 12 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_16890Pp3c8_16890transcript PAC:32963738protein_codingNA c.*912G>T NA NA NA NA 349
Chr08 10989430 G T Chr08_10989430_G_TG_T SNP 18453.63 26 20 13 16 21 26 38 23 23 22 21 12 10 7 26 20 13 16 21 26 38 23 23 22 21 12 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_16890Pp3c8_16890transcript PAC:32963740protein_codingNA c.*912G>T NA NA NA NA 320
Chr08 10989430 G T Chr08_10989430_G_TG_T SNP 18453.63 26 20 13 16 21 26 38 23 23 22 21 12 10 7 26 20 13 16 21 26 38 23 23 22 21 12 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_16890Pp3c8_16890transcript PAC:32963739protein_codingNA c.*912G>T NA NA NA NA 320
Chr08 10989430 G T Chr08_10989430_G_TG_T SNP 18453.63 26 20 13 16 21 26 38 23 23 22 21 12 10 7 26 20 13 16 21 26 38 23 23 22 21 12 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_16890-Pp3c8_16910Pp3c8_16890-Pp3c8_16910intergenic_regionPp3c8_16890-Pp3c8_16910NA NA n.10989430G>TNA NA NA NA NA
Chr08 11074531 C T Chr08_11074531_C_TC_T SNP 18728.63 21 9 9 20 16 25 19 28 22 21 17 21 24 14 21 9 9 20 16 25 19 28 22 21 17 21 24 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_17050-Pp3c8_17060Pp3c8_17050-Pp3c8_17060intergenic_regionPp3c8_17050-Pp3c8_17060NA NA n.11074531C>TNA NA NA NA NA
Chr08 11074532 G T Chr08_11074532_G_TG_T SNP 18728.63 21 10 9 20 16 25 18 28 23 21 17 21 24 14 21 10 9 20 16 25 18 28 23 21 17 21 24 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_17050-Pp3c8_17060Pp3c8_17050-Pp3c8_17060intergenic_regionPp3c8_17050-Pp3c8_17060NA NA n.11074532G>TNA NA NA NA NA
Chr08 11755090 G A Chr08_11755090_G_AG_A SNP 16268.63 16 16 8 27 13 21 14 17 16 26 11 12 4 14 16 16 8 27 13 21 14 17 16 26 11 12 4 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_18070-Pp3c8_18090Pp3c8_18070-Pp3c8_18090intergenic_regionPp3c8_18070-Pp3c8_18090NA NA n.11755090G>ANA NA NA NA NA
Chr08 11755092 T A Chr08_11755092_T_AT_A SNP 16018.63 17 14 8 28 13 21 14 17 16 25 11 12 4 14 17 14 8 28 13 21 14 17 16 25 11 12 4 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_18070-Pp3c8_18090Pp3c8_18070-Pp3c8_18090intergenic_regionPp3c8_18070-Pp3c8_18090NA NA n.11755092T>ANA NA NA NA NA
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18180Pp3c8_18180transcript PAC:32964153protein_codingNA c.-1852_-1851insTANA NA NA NA 1207
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18179Pp3c8_18179transcript PAC:32965789protein_codingNA c.*2013_*2014insTANA NA NA NA 1199
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964369protein_codingNA c.*1725_*1726insTANA NA NA NA 1251
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964371protein_codingNA c.*1725_*1726insTANA NA NA NA 1251
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964376protein_codingNA c.*1725_*1726insTANA NA NA NA 1251
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964375protein_codingNA c.*1725_*1726insTANA NA NA NA 1319
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964377protein_codingNA c.*1725_*1726insTANA NA NA NA 1319
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964374protein_codingNA c.*1725_*1726insTANA NA NA NA 1319
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964373protein_codingNA c.*1725_*1726insTANA NA NA NA 1374
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964372protein_codingNA c.*1725_*1726insTANA NA NA NA 1418
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964370protein_codingNA c.*1725_*1726insTANA NA NA NA 1419
Chr08 11831427 T TTA Chr08_11831427_T_TTAT_TTA INDEL 12656.59 30 16 17 21 22 20 31 11 20 33 7 19 13 5 30 17 17 22 22 20 31 11 20 33 7 19 13 5 1 0.941 1 0.955 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_18179-Pp3c8_18190Pp3c8_18179-Pp3c8_18190intergenic_regionPp3c8_18179-Pp3c8_18190NA NA n.11831427_11831428insTANA NA NA NA NA
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964369protein_codingNA c.-4176_-4175insANA NA NA NA 2438
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18220Pp3c8_18220transcript PAC:32964301protein_codingNA c.-1184_-1183insTNA NA NA NA 1070
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964371protein_codingNA c.-4176_-4175insANA NA NA NA 2438
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964376protein_codingNA c.-4176_-4175insANA NA NA NA 2438
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964375protein_codingNA c.-4176_-4175insANA NA NA NA 2447
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964377protein_codingNA c.-4176_-4175insANA NA NA NA 2447
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964374protein_codingNA c.-4176_-4175insANA NA NA NA 2438
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964373protein_codingNA c.-4176_-4175insANA NA NA NA 2438
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964372protein_codingNA c.-4176_-4175insANA NA NA NA 2447
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18190Pp3c8_18190transcript PAC:32964370protein_codingNA c.-4176_-4175insANA NA NA NA 2447
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18220Pp3c8_18220transcript PAC:32964302protein_codingNA c.-1184_-1183insTNA NA NA NA 1121
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18230Pp3c8_18230transcript PAC:32965945protein_codingNA c.*3423_*3424insANA NA NA NA 2699
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18230Pp3c8_18230transcript PAC:32965946protein_codingNA c.*3423_*3424insANA NA NA NA 2699
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18230Pp3c8_18230transcript PAC:32965947protein_codingNA c.*3423_*3424insANA NA NA NA 2699
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18230Pp3c8_18230transcript PAC:32965949protein_codingNA c.*3423_*3424insANA NA NA NA 2699
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18230Pp3c8_18230transcript PAC:32965950protein_codingNA c.*3423_*3424insANA NA NA NA 2699
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18230Pp3c8_18230transcript PAC:32965951protein_codingNA c.*3423_*3424insANA NA NA NA 2699
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18230Pp3c8_18230transcript PAC:32965948protein_codingNA c.*3423_*3424insANA NA NA NA 2909
Chr08 11839451 A AT Chr08_11839451_A_ATA_AT INDEL 16731.59 22 21 12 18 22 32 27 30 28 33 10 22 9 9 22 21 12 18 22 32 27 30 28 33 10 22 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_18190-Pp3c8_18220Pp3c8_18190-Pp3c8_18220intergenic_regionPp3c8_18190-Pp3c8_18220NA NA n.11839451_11839452insTNA NA NA NA NA
Chr08 11868732 C CTA Chr08_11868732_C_CTAC_CTA INDEL 1887.93 2 0 0 0 0 2 1 0 11 15 12 8 6 4 21 8 21 17 18 18 18 17 11 15 12 8 6 4 0.095 0 0 0 0 0.111 0 0 1 1 1 1 1 1 0 7 7 2 7 0 0 intergenic_regionMODIFIER Pp3c8_18240-Pp3c8_18290Pp3c8_18240-Pp3c8_18290intergenic_regionPp3c8_18240-Pp3c8_18290NA NA n.11868732_11868733insTANA NA NA NA NA
Chr08 12114237 G GTA Chr08_12114237_G_GTAG_GTA INDEL 2138.93 1 0 0 1 1 1 0 0 11 12 16 8 10 5 30 13 12 23 19 20 15 15 11 12 16 8 10 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_18480Pp3c8_18480transcript PAC:32966493protein_codingNA c.-3934_-3933insTANA NA NA NA 3692
Chr08 12114237 G GTA Chr08_12114237_G_GTAG_GTA INDEL 2138.93 1 0 0 1 1 1 0 0 11 12 16 8 10 5 30 13 12 23 19 20 15 15 11 12 16 8 10 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_18480Pp3c8_18480transcript PAC:32966494protein_codingNA c.-3934_-3933insTANA NA NA NA 2659
Chr08 12114237 G GTA Chr08_12114237_G_GTAG_GTA INDEL 2138.93 1 0 0 1 1 1 0 0 11 12 16 8 10 5 30 13 12 23 19 20 15 15 11 12 16 8 10 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_18480Pp3c8_18480transcript PAC:32966495protein_codingNA c.-4231_-4230insTANA NA NA NA 2659
Chr08 12114237 G GTA Chr08_12114237_G_GTAG_GTA INDEL 2138.93 1 0 0 1 1 1 0 0 11 12 16 8 10 5 30 13 12 23 19 20 15 15 11 12 16 8 10 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_18480Pp3c8_18480transcript PAC:32966496protein_codingNA c.-5164_-5163insTANA NA NA NA 2659
Chr08 12114237 G GTA Chr08_12114237_G_GTAG_GTA INDEL 2138.93 1 0 0 1 1 1 0 0 11 12 16 8 10 5 30 13 12 23 19 20 15 15 11 12 16 8 10 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_18480Pp3c8_18480transcript PAC:32966497protein_codingNA c.-5164_-5163insTANA NA NA NA 2659
Chr08 12114237 G GTA Chr08_12114237_G_GTAG_GTA INDEL 2138.93 1 0 0 1 1 1 0 0 11 12 16 8 10 5 30 13 12 23 19 20 15 15 11 12 16 8 10 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c8_18500Pp3c8_18500transcript PAC:32965017protein_codingNA c.*2538_*2539insTANA NA NA NA 1997
Chr08 12114237 G GTA Chr08_12114237_G_GTAG_GTA INDEL 2138.93 1 0 0 1 1 1 0 0 11 12 16 8 10 5 30 13 12 23 19 20 15 15 11 12 16 8 10 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c8_18500Pp3c8_18500transcript PAC:32965019protein_codingNA c.*2491_*2492insTANA NA NA NA 1997
Chr08 12114237 G GTA Chr08_12114237_G_GTAG_GTA INDEL 2138.93 1 0 0 1 1 1 0 0 11 12 16 8 10 5 30 13 12 23 19 20 15 15 11 12 16 8 10 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c8_18500Pp3c8_18500transcript PAC:32965018protein_codingNA c.*2491_*2492insTANA NA NA NA 2033
Chr08 12114237 G GTA Chr08_12114237_G_GTAG_GTA INDEL 2138.93 1 0 0 1 1 1 0 0 11 12 16 8 10 5 30 13 12 23 19 20 15 15 11 12 16 8 10 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c8_18480-Pp3c8_18500Pp3c8_18480-Pp3c8_18500intergenic_regionPp3c8_18480-Pp3c8_18500NA NA n.12114237_12114238insTANA NA NA NA NA
Chr08 12183788 G C Chr08_12183788_G_CG_C SNP 19846.63 23 13 10 20 23 29 36 27 19 28 25 21 12 9 23 13 10 20 23 29 36 27 19 28 25 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_18540-Pp3c8_18580Pp3c8_18540-Pp3c8_18580intergenic_regionPp3c8_18540-Pp3c8_18580NA NA n.12183788G>CNA NA NA NA NA
Chr08 12215213 G A Chr08_12215213_G_AG_A SNP 8444.63 19 11 6 7 13 12 9 8 6 15 4 7 6 5 19 11 6 7 13 12 9 8 6 15 4 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18580Pp3c8_18580transcript PAC:32963523protein_codingNA c.*3873G>A NA NA NA NA 3090
Chr08 12215213 G A Chr08_12215213_G_AG_A SNP 8444.63 19 11 6 7 13 12 9 8 6 15 4 7 6 5 19 11 6 7 13 12 9 8 6 15 4 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18580Pp3c8_18580transcript PAC:32963524protein_codingNA c.*3873G>A NA NA NA NA 3090
Chr08 12215213 G A Chr08_12215213_G_AG_A SNP 8444.63 19 11 6 7 13 12 9 8 6 15 4 7 6 5 19 11 6 7 13 12 9 8 6 15 4 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18580Pp3c8_18580transcript PAC:32963526protein_codingNA c.*4278G>A NA NA NA NA 3090
Chr08 12215213 G A Chr08_12215213_G_AG_A SNP 8444.63 19 11 6 7 13 12 9 8 6 15 4 7 6 5 19 11 6 7 13 12 9 8 6 15 4 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18580Pp3c8_18580transcript PAC:32963525protein_codingNA c.*3873G>A NA NA NA NA 3537
Chr08 12215213 G A Chr08_12215213_G_AG_A SNP 8444.63 19 11 6 7 13 12 9 8 6 15 4 7 6 5 19 11 6 7 13 12 9 8 6 15 4 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_18580-Pp3c8_18650Pp3c8_18580-Pp3c8_18650intergenic_regionPp3c8_18580-Pp3c8_18650NA NA n.12215213G>ANA NA NA NA NA
Chr08 12230976 G A Chr08_12230976_G_AG_A SNP 15883.63 22 15 10 17 18 27 17 13 16 17 14 16 11 12 22 15 10 17 18 27 17 13 16 17 14 16 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_18580-Pp3c8_18650Pp3c8_18580-Pp3c8_18650intergenic_regionPp3c8_18580-Pp3c8_18650NA NA n.12230976G>ANA NA NA NA NA
Chr08 12234881 G A Chr08_12234881_G_AG_A SNP 9323.63 13 8 5 12 12 11 4 9 15 13 6 8 6 5 13 8 5 12 12 11 4 9 15 13 6 8 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_18580-Pp3c8_18650Pp3c8_18580-Pp3c8_18650intergenic_regionPp3c8_18580-Pp3c8_18650NA NA n.12234881G>ANA NA NA NA NA
Chr08 12234883 T TA Chr08_12234883_T_TAT_TA INDEL 9671.59 13 8 5 13 12 11 5 9 15 14 6 8 6 5 13 8 5 13 12 11 5 9 15 14 6 8 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_18580-Pp3c8_18650Pp3c8_18580-Pp3c8_18650intergenic_regionPp3c8_18580-Pp3c8_18650NA NA n.12234883_12234884insANA NA NA NA NA
Chr08 12234893 T A Chr08_12234893_T_AT_A SNP 10254.63 16 8 5 13 13 12 6 10 16 17 8 8 5 6 16 8 5 13 13 12 6 10 16 17 8 8 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_18580-Pp3c8_18650Pp3c8_18580-Pp3c8_18650intergenic_regionPp3c8_18580-Pp3c8_18650NA NA n.12234893T>ANA NA NA NA NA
Chr08 12402410 G A Chr08_12402410_G_AG_A SNP 1301.39 19 5 10 0 0 0 0 0 0 0 0 0 0 0 19 5 10 9 6 22 16 9 11 9 6 13 6 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c8_18670-Pp3c8_18800Pp3c8_18670-Pp3c8_18800intergenic_regionPp3c8_18670-Pp3c8_18800NA NA n.12402410G>ANA NA NA NA NA
Chr08 12462677 G GT Chr08_12462677_G_GTG_GT INDEL 5705.59 10 10 4 8 8 11 10 9 10 14 4 6 4 4 10 10 4 8 8 11 10 9 10 14 4 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c8_18830Pp3c8_18830transcript PAC:32963787protein_coding 02-févr c.2945dupA p.Asn982fs 2966/3016 2945/2973 982/990 NA
Chr08 12462677 G GT Chr08_12462677_G_GTG_GT INDEL 5705.59 10 10 4 8 8 11 10 9 10 14 4 6 4 4 10 10 4 8 8 11 10 9 10 14 4 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c8_18830Pp3c8_18830transcript PAC:32963788protein_coding 03-mars c.2945dupA p.Asn982fs 3748/3798 2945/2973 982/990 NA
Chr08 12462677 G GT Chr08_12462677_G_GTG_GT INDEL 5705.59 10 10 4 8 8 11 10 9 10 14 4 6 4 4 10 10 4 8 8 11 10 9 10 14 4 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18820Pp3c8_18820transcript PAC:32965663protein_codingNA c.-73dupA NA NA NA NA 52
Chr08 12462677 G GT Chr08_12462677_G_GTG_GT INDEL 5705.59 10 10 4 8 8 11 10 9 10 14 4 6 4 4 10 10 4 8 8 11 10 9 10 14 4 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18820Pp3c8_18820transcript PAC:32965664protein_codingNA c.-73dupA NA NA NA NA 51
Chr08 12462677 G GT Chr08_12462677_G_GTG_GT INDEL 5705.59 10 10 4 8 8 11 10 9 10 14 4 6 4 4 10 10 4 8 8 11 10 9 10 14 4 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18800Pp3c8_18800transcript PAC:32964989protein_codingNA c.*2557_*2558insTNA NA NA NA 2267
Chr08 12462677 G GT Chr08_12462677_G_GTG_GT INDEL 5705.59 10 10 4 8 8 11 10 9 10 14 4 6 4 4 10 10 4 8 8 11 10 9 10 14 4 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18800Pp3c8_18800transcript PAC:32964990protein_codingNA c.*2557_*2558insTNA NA NA NA 2293
Chr08 12462677 G GT Chr08_12462677_G_GTG_GT INDEL 5705.59 10 10 4 8 8 11 10 9 10 14 4 6 4 4 10 10 4 8 8 11 10 9 10 14 4 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18800Pp3c8_18800transcript PAC:32964991protein_codingNA c.*2557_*2558insTNA NA NA NA 2293
Chr08 12462781 A G Chr08_12462781_A_GA_G SNP 14219.63 24 19 10 17 13 17 22 21 22 19 9 17 7 11 24 19 10 17 13 17 22 21 22 19 9 17 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c8_18830Pp3c8_18830transcript PAC:32963787protein_coding 02-févr c.2842T>C p.Ser948Pro 2863/3016 2842/2973 948/990 NA
Chr08 12462781 A G Chr08_12462781_A_GA_G SNP 14219.63 24 19 10 17 13 17 22 21 22 19 9 17 7 11 24 19 10 17 13 17 22 21 22 19 9 17 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c8_18830Pp3c8_18830transcript PAC:32963788protein_coding 03-mars c.2842T>C p.Ser948Pro 3645/3798 2842/2973 948/990 NA
Chr08 12462781 A G Chr08_12462781_A_GA_G SNP 14219.63 24 19 10 17 13 17 22 21 22 19 9 17 7 11 24 19 10 17 13 17 22 21 22 19 9 17 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18820Pp3c8_18820transcript PAC:32965663protein_codingNA c.-176T>C NA NA NA NA 155
Chr08 12462781 A G Chr08_12462781_A_GA_G SNP 14219.63 24 19 10 17 13 17 22 21 22 19 9 17 7 11 24 19 10 17 13 17 22 21 22 19 9 17 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_18820Pp3c8_18820transcript PAC:32965664protein_codingNA c.-176T>C NA NA NA NA 154
Chr08 12462781 A G Chr08_12462781_A_GA_G SNP 14219.63 24 19 10 17 13 17 22 21 22 19 9 17 7 11 24 19 10 17 13 17 22 21 22 19 9 17 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18800Pp3c8_18800transcript PAC:32964989protein_codingNA c.*2661A>G NA NA NA NA 2370
Chr08 12462781 A G Chr08_12462781_A_GA_G SNP 14219.63 24 19 10 17 13 17 22 21 22 19 9 17 7 11 24 19 10 17 13 17 22 21 22 19 9 17 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18800Pp3c8_18800transcript PAC:32964990protein_codingNA c.*2661A>G NA NA NA NA 2396
Chr08 12462781 A G Chr08_12462781_A_GA_G SNP 14219.63 24 19 10 17 13 17 22 21 22 19 9 17 7 11 24 19 10 17 13 17 22 21 22 19 9 17 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_18800Pp3c8_18800transcript PAC:32964991protein_codingNA c.*2661A>G NA NA NA NA 2396
Chr08 12646736 TTA T Chr08_12646736_TTA_TTTA_T INDEL 11253.59 23 7 12 19 12 19 25 15 15 21 10 6 11 7 23 7 12 19 12 19 25 15 16 21 10 6 11 7 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_19090Pp3c8_19090transcript PAC:32966206protein_codingNA c.-2882_-2881delTANA NA NA NA 2082
Chr08 12646736 TTA T Chr08_12646736_TTA_TTTA_T INDEL 11253.59 23 7 12 19 12 19 25 15 15 21 10 6 11 7 23 7 12 19 12 19 25 15 16 21 10 6 11 7 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_19090Pp3c8_19090transcript PAC:32966209protein_codingNA c.-2882_-2881delTANA NA NA NA 2016
Chr08 12646736 TTA T Chr08_12646736_TTA_TTTA_T INDEL 11253.59 23 7 12 19 12 19 25 15 15 21 10 6 11 7 23 7 12 19 12 19 25 15 16 21 10 6 11 7 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_19090Pp3c8_19090transcript PAC:32966208protein_codingNA c.-2882_-2881delTANA NA NA NA 2350
Chr08 12646736 TTA T Chr08_12646736_TTA_TTTA_T INDEL 11253.59 23 7 12 19 12 19 25 15 15 21 10 6 11 7 23 7 12 19 12 19 25 15 16 21 10 6 11 7 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_19090Pp3c8_19090transcript PAC:32966210protein_codingNA c.-2882_-2881delTANA NA NA NA 2423
Chr08 12646736 TTA T Chr08_12646736_TTA_TTTA_T INDEL 11253.59 23 7 12 19 12 19 25 15 15 21 10 6 11 7 23 7 12 19 12 19 25 15 16 21 10 6 11 7 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_19090Pp3c8_19090transcript PAC:32966207protein_codingNA c.-2882_-2881delTANA NA NA NA 2242
Chr08 12646736 TTA T Chr08_12646736_TTA_TTTA_T INDEL 11253.59 23 7 12 19 12 19 25 15 15 21 10 6 11 7 23 7 12 19 12 19 25 15 16 21 10 6 11 7 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_19100Pp3c8_19100transcript PAC:32964190protein_codingNA c.*4476_*4477delTANA NA NA NA 4477
Chr08 12646736 TTA T Chr08_12646736_TTA_TTTA_T INDEL 11253.59 23 7 12 19 12 19 25 15 15 21 10 6 11 7 23 7 12 19 12 19 25 15 16 21 10 6 11 7 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_19100Pp3c8_19100transcript PAC:32964191protein_codingNA c.*4476_*4477delTANA NA NA NA 3957
Chr08 12646736 TTA T Chr08_12646736_TTA_TTTA_T INDEL 11253.59 23 7 12 19 12 19 25 15 15 21 10 6 11 7 23 7 12 19 12 19 25 15 16 21 10 6 11 7 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_19090-Pp3c8_19100Pp3c8_19090-Pp3c8_19100intergenic_regionPp3c8_19090-Pp3c8_19100NA NA n.12646737_12646738delTANA NA NA NA NA
Chr08 12753899 C A Chr08_12753899_C_AC_A SNP 19910.63 28 13 17 30 25 28 29 23 26 33 15 16 5 12 28 13 17 30 25 28 29 23 26 33 15 16 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_19220-Pp3c8_19270Pp3c8_19220-Pp3c8_19270intergenic_regionPp3c8_19220-Pp3c8_19270NA NA n.12753899C>ANA NA NA NA NA
Chr08 12756206 A C Chr08_12756206_A_CA_C SNP 16907.63 15 10 10 24 24 25 26 27 13 25 8 21 12 11 15 10 10 24 24 25 26 27 13 25 8 21 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_19220-Pp3c8_19270Pp3c8_19220-Pp3c8_19270intergenic_regionPp3c8_19220-Pp3c8_19270NA NA n.12756206A>CNA NA NA NA NA
Chr08 12759815 G GA Chr08_12759815_G_GAG_GA INDEL 14568.59 17 11 12 22 17 21 23 19 15 18 16 14 14 10 17 11 12 22 17 21 23 19 15 18 16 14 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_19220-Pp3c8_19270Pp3c8_19220-Pp3c8_19270intergenic_regionPp3c8_19220-Pp3c8_19270NA NA n.12759815_12759816insANA NA NA NA NA
Chr08 12805414 C T Chr08_12805414_C_TC_T SNP 6125.29 0 0 0 24 29 23 26 23 0 0 0 0 0 0 29 20 17 24 29 23 26 23 15 21 22 22 10 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_19270-Pp3c8_19350Pp3c8_19270-Pp3c8_19350intergenic_regionPp3c8_19270-Pp3c8_19350NA NA n.12805414C>TNA NA NA NA NA
Chr08 12861527 A G Chr08_12861527_A_GA_G SNP 19071.63 26 21 13 23 19 26 26 29 22 18 18 21 10 11 26 21 13 23 19 26 26 29 22 18 18 21 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_19270-Pp3c8_19350Pp3c8_19270-Pp3c8_19350intergenic_regionPp3c8_19270-Pp3c8_19350NA NA n.12861527A>GNA NA NA NA NA
Chr08 12904154 C G Chr08_12904154_C_GC_G SNP 16230.63 19 16 14 23 19 26 25 19 19 25 13 18 12 8 19 16 14 23 19 26 25 19 19 25 13 18 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_19370-Pp3c8_19400Pp3c8_19370-Pp3c8_19400intergenic_regionPp3c8_19370-Pp3c8_19400NA NA n.12904154C>GNA NA NA NA NA
Chr08 12959109 G C Chr08_12959109_G_CG_C SNP 3661.29 0 0 0 18 17 15 25 14 0 0 0 0 0 0 25 16 10 18 17 15 25 14 14 23 13 10 8 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_19420-Pp3c8_19540Pp3c8_19420-Pp3c8_19540intergenic_regionPp3c8_19420-Pp3c8_19540NA NA n.12959109G>CNA NA NA NA NA
Chr08 13095661 G C Chr08_13095661_G_CG_C SNP 15824.63 20 23 14 21 13 26 31 8 16 22 16 16 11 11 20 23 14 21 13 26 31 8 16 22 16 16 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_19750Pp3c8_19750transcript PAC:32965288protein_coding 01-oct c.-1223C>G NA NA NA NA 2592
Chr08 13095661 G C Chr08_13095661_G_CG_C SNP 15824.63 20 23 14 21 13 26 31 8 16 22 16 16 11 11 20 23 14 21 13 26 31 8 16 22 16 16 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_19750Pp3c8_19750transcript PAC:32965289protein_coding 01-oct c.-1227C>G NA NA NA NA 2592
Chr08 13095664 G C Chr08_13095664_G_CG_C SNP 15913.63 19 22 14 20 14 25 31 7 17 22 16 15 9 12 19 22 14 20 14 25 31 7 17 22 16 15 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c8_19750Pp3c8_19750transcript PAC:32965288protein_coding 01-oct c.-1226C>G NA NA NA NA 2595
Chr08 13095664 G C Chr08_13095664_G_CG_C SNP 15913.63 19 22 14 20 14 25 31 7 17 22 16 15 9 12 19 22 14 20 14 25 31 7 17 22 16 15 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_19750Pp3c8_19750transcript PAC:32965289protein_codingNA c.-2595C>G NA NA NA NA 3
Chr08 13095767 T C Chr08_13095767_T_CT_C SNP 11633.63 15 11 7 12 19 18 18 5 14 9 13 15 5 8 15 11 7 12 19 18 18 5 14 9 13 15 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_19750Pp3c8_19750transcript PAC:32965288protein_codingNA c.-2698A>G NA NA NA NA 95
Chr08 13095767 T C Chr08_13095767_T_CT_C SNP 11633.63 15 11 7 12 19 18 18 5 14 9 13 15 5 8 15 11 7 12 19 18 18 5 14 9 13 15 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_19750Pp3c8_19750transcript PAC:32965289protein_codingNA c.-2698A>G NA NA NA NA 106
Chr08 13095767 T C Chr08_13095767_T_CT_C SNP 11633.63 15 11 7 12 19 18 18 5 14 9 13 15 5 8 15 11 7 12 19 18 18 5 14 9 13 15 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_19750-Pp3c8_19790Pp3c8_19750-Pp3c8_19790intergenic_regionPp3c8_19750-Pp3c8_19790NA NA n.13095767T>CNA NA NA NA NA
Chr08 13095770 T C Chr08_13095770_T_CT_C SNP 11554.63 15 11 7 11 18 17 18 6 14 9 12 18 5 7 15 11 7 11 18 17 18 6 14 9 12 18 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_19750Pp3c8_19750transcript PAC:32965288protein_codingNA c.-2701A>G NA NA NA NA 98
Chr08 13095770 T C Chr08_13095770_T_CT_C SNP 11554.63 15 11 7 11 18 17 18 6 14 9 12 18 5 7 15 11 7 11 18 17 18 6 14 9 12 18 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_19750Pp3c8_19750transcript PAC:32965289protein_codingNA c.-2701A>G NA NA NA NA 109
Chr08 13095770 T C Chr08_13095770_T_CT_C SNP 11554.63 15 11 7 11 18 17 18 6 14 9 12 18 5 7 15 11 7 11 18 17 18 6 14 9 12 18 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_19750-Pp3c8_19790Pp3c8_19750-Pp3c8_19790intergenic_regionPp3c8_19750-Pp3c8_19790NA NA n.13095770T>CNA NA NA NA NA
Chr08 13102588 A AAT Chr08_13102588_A_AATA_AAT INDEL 149.37 0 0 0 0 1 0 0 1 0 1 0 0 6 0 18 13 8 14 12 11 25 17 12 16 11 4 6 6 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c8_19750-Pp3c8_19790Pp3c8_19750-Pp3c8_19790intergenic_regionPp3c8_19750-Pp3c8_19790NA NA n.13102588_13102589insATNA NA NA NA NA
Chr08 13115066 T TTATA Chr08_13115066_T_TTATAT_TTATA INDEL 4021.24 0 1 0 15 7 12 24 18 0 0 1 0 0 0 12 9 6 15 7 12 24 18 5 8 11 16 7 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_19790Pp3c8_19790transcript PAC:32963522protein_codingNA c.*1287_*1288insTATANA NA NA NA 1287
Chr08 13115066 T TTATA Chr08_13115066_T_TTATAT_TTATA INDEL 4021.24 0 1 0 15 7 12 24 18 0 0 1 0 0 0 12 9 6 15 7 12 24 18 5 8 11 16 7 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_19750-Pp3c8_19790Pp3c8_19750-Pp3c8_19790intergenic_regionPp3c8_19750-Pp3c8_19790NA NA n.13115066_13115067insTATANA NA NA NA NA
Chr08 13375423 G T Chr08_13375423_G_TG_T SNP 6992.29 0 0 0 29 24 27 38 24 0 0 0 0 0 0 30 20 13 29 24 27 38 24 22 19 24 10 13 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_20000-Pp3c8_20130Pp3c8_20000-Pp3c8_20130intergenic_regionPp3c8_20000-Pp3c8_20130NA NA n.13375423G>TNA NA NA NA NA
Chr08 13402983 T G Chr08_13402983_T_GT_G SNP 17775.63 21 19 16 30 16 25 25 27 28 21 11 13 8 8 21 19 16 30 16 25 25 27 28 21 11 13 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20000-Pp3c8_20130Pp3c8_20000-Pp3c8_20130intergenic_regionPp3c8_20000-Pp3c8_20130NA NA n.13402983T>GNA NA NA NA NA
Chr08 13553159 C T Chr08_13553159_C_TC_T SNP 11540.63 13 8 10 19 9 13 11 10 6 12 10 7 4 5 13 8 10 19 9 13 11 10 6 12 10 7 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20340-Pp3c8_20352Pp3c8_20340-Pp3c8_20352intergenic_regionPp3c8_20340-Pp3c8_20352NA NA n.13553159C>TNA NA NA NA NA
Chr08 13553167 C G Chr08_13553167_C_GC_G SNP 11405.63 12 9 9 17 9 11 12 11 7 10 11 6 4 5 12 9 9 17 9 11 12 11 7 10 11 6 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20340-Pp3c8_20352Pp3c8_20340-Pp3c8_20352intergenic_regionPp3c8_20340-Pp3c8_20352NA NA n.13553167C>GNA NA NA NA NA
Chr08 13553170 G A Chr08_13553170_G_AG_A SNP 11405.63 12 9 8 16 10 11 11 12 8 11 11 6 4 5 12 9 8 16 10 11 11 12 8 11 11 6 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20340-Pp3c8_20352Pp3c8_20340-Pp3c8_20352intergenic_regionPp3c8_20340-Pp3c8_20352NA NA n.13553170G>ANA NA NA NA NA



Chr08 13553179 T A Chr08_13553179_T_AT_A SNP 11090.63 12 9 9 14 10 10 12 11 4 11 10 6 4 5 12 9 9 14 10 10 12 11 4 11 10 6 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20340-Pp3c8_20352Pp3c8_20340-Pp3c8_20352intergenic_regionPp3c8_20340-Pp3c8_20352NA NA n.13553179T>ANA NA NA NA NA
Chr08 13553216 G A Chr08_13553216_G_AG_A SNP 11630.63 17 11 8 13 12 11 13 15 10 11 4 4 5 4 17 11 8 13 12 11 13 15 10 11 4 4 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20340-Pp3c8_20352Pp3c8_20340-Pp3c8_20352intergenic_regionPp3c8_20340-Pp3c8_20352NA NA n.13553216G>ANA NA NA NA NA
Chr08 13553217 ACGT A Chr08_13553217_ACGT_AACGT_A INDEL 12566.59 17 11 8 13 14 11 13 14 10 12 4 4 5 4 17 11 8 13 14 11 13 14 10 12 4 4 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20340-Pp3c8_20352Pp3c8_20340-Pp3c8_20352intergenic_regionPp3c8_20340-Pp3c8_20352NA NA n.13553218_13553220delCGTNA NA NA NA NA
Chr08 13553220 T TAAAAAAA Chr08_13553220_T_TAAAAAAAT_TAAAAAAAINDEL 12161.59 16 11 8 13 14 10 13 14 10 12 4 4 5 4 16 11 8 13 14 10 13 14 10 12 4 4 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20340-Pp3c8_20352Pp3c8_20340-Pp3c8_20352intergenic_regionPp3c8_20340-Pp3c8_20352NA NA n.13553220_13553221insAAAAAAANA NA NA NA NA
Chr08 13553222 TC T Chr08_13553222_TC_TTC_T INDEL 12791.59 17 10 9 12 14 10 13 13 12 14 4 5 4 5 17 10 9 12 14 10 13 13 12 14 4 5 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20340-Pp3c8_20352Pp3c8_20340-Pp3c8_20352intergenic_regionPp3c8_20340-Pp3c8_20352NA NA n.13553223delCNA NA NA NA NA
Chr08 13553240 C A Chr08_13553240_C_AC_A SNP 14139.63 24 11 8 17 15 15 16 15 16 19 6 7 7 4 24 11 8 17 15 15 16 15 16 19 6 7 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20340-Pp3c8_20352Pp3c8_20340-Pp3c8_20352intergenic_regionPp3c8_20340-Pp3c8_20352NA NA n.13553240C>ANA NA NA NA NA
Chr08 13553242 T A Chr08_13553242_T_AT_A SNP 14139.63 24 10 8 17 15 15 16 15 16 18 6 7 7 4 24 10 8 17 15 15 16 15 16 18 6 7 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20340-Pp3c8_20352Pp3c8_20340-Pp3c8_20352intergenic_regionPp3c8_20340-Pp3c8_20352NA NA n.13553242T>ANA NA NA NA NA
Chr08 13553358 T G Chr08_13553358_T_GT_G SNP 17580.63 23 10 11 20 21 25 20 21 20 26 12 17 13 14 23 10 11 20 21 25 20 21 20 26 12 17 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20340-Pp3c8_20352Pp3c8_20340-Pp3c8_20352intergenic_regionPp3c8_20340-Pp3c8_20352NA NA n.13553358T>GNA NA NA NA NA
Chr08 13592773 A AAT Chr08_13592773_A_AATA_AAT INDEL 880.35 12 7 14 0 0 0 0 0 0 0 0 0 0 1 13 7 14 18 9 14 23 22 12 11 9 4 5 7 0.923 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c8_20370Pp3c8_20370transcript PAC:32963996protein_codingNA c.-1575_-1574insATNA NA NA NA 1204
Chr08 13592773 A AAT Chr08_13592773_A_AATA_AAT INDEL 880.35 12 7 14 0 0 0 0 0 0 0 0 0 0 1 13 7 14 18 9 14 23 22 12 11 9 4 5 7 0.923 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c8_20370Pp3c8_20370transcript PAC:32963997protein_codingNA c.-1575_-1574insATNA NA NA NA 1195
Chr08 13592773 A AAT Chr08_13592773_A_AATA_AAT INDEL 880.35 12 7 14 0 0 0 0 0 0 0 0 0 0 1 13 7 14 18 9 14 23 22 12 11 9 4 5 7 0.923 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c8_20360Pp3c8_20360transcript PAC:32963917protein_codingNA c.*4730_*4731insATNA NA NA NA 4375
Chr08 13592773 A AAT Chr08_13592773_A_AATA_AAT INDEL 880.35 12 7 14 0 0 0 0 0 0 0 0 0 0 1 13 7 14 18 9 14 23 22 12 11 9 4 5 7 0.923 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c8_20380Pp3c8_20380transcript PAC:32965662protein_codingNA c.*265_*266insATNA NA NA NA 266
Chr08 13592773 A AAT Chr08_13592773_A_AATA_AAT INDEL 880.35 12 7 14 0 0 0 0 0 0 0 0 0 0 1 13 7 14 18 9 14 23 22 12 11 9 4 5 7 0.923 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c8_20390Pp3c8_20390transcript PAC:32964742protein_codingNA c.*5169_*5170insATNA NA NA NA 3911
Chr08 13592773 A AAT Chr08_13592773_A_AATA_AAT INDEL 880.35 12 7 14 0 0 0 0 0 0 0 0 0 0 1 13 7 14 18 9 14 23 22 12 11 9 4 5 7 0.923 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c8_20360Pp3c8_20360transcript PAC:32963919protein_codingNA c.*4730_*4731insATNA NA NA NA 4375
Chr08 13592773 A AAT Chr08_13592773_A_AATA_AAT INDEL 880.35 12 7 14 0 0 0 0 0 0 0 0 0 0 1 13 7 14 18 9 14 23 22 12 11 9 4 5 7 0.923 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c8_20360Pp3c8_20360transcript PAC:32963918protein_codingNA c.*5003_*5004insATNA NA NA NA 3257
Chr08 13592773 A AAT Chr08_13592773_A_AATA_AAT INDEL 880.35 12 7 14 0 0 0 0 0 0 0 0 0 0 1 13 7 14 18 9 14 23 22 12 11 9 4 5 7 0.923 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c8_20390Pp3c8_20390transcript PAC:32964743protein_codingNA c.*5169_*5170insATNA NA NA NA 3914
Chr08 13592773 A AAT Chr08_13592773_A_AATA_AAT INDEL 880.35 12 7 14 0 0 0 0 0 0 0 0 0 0 1 13 7 14 18 9 14 23 22 12 11 9 4 5 7 0.923 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c8_20380-Pp3c8_20390Pp3c8_20380-Pp3c8_20390intergenic_regionPp3c8_20380-Pp3c8_20390NA NA n.13592773_13592774insATNA NA NA NA NA
Chr08 13725855 A AAT Chr08_13725855_A_AATA_AAT INDEL 604.37 0 0 1 1 0 0 22 1 0 0 0 1 1 0 16 17 17 13 18 16 22 16 18 15 9 12 7 10 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c8_20500-Pp3c8_20530Pp3c8_20500-Pp3c8_20530intergenic_regionPp3c8_20500-Pp3c8_20530NA NA n.13725855_13725856insATNA NA NA NA NA
Chr08 13728718 A AAACTAAATCTATATATGTAGChr08_13728718_A_AAACTAAATCTATATATGTAGA_AAACTAAATCTATATATGTAGINDEL 17768.59 23 18 4 22 25 25 18 12 14 17 9 12 9 8 23 18 4 22 25 25 18 12 14 17 9 12 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20500-Pp3c8_20530Pp3c8_20500-Pp3c8_20530intergenic_regionPp3c8_20500-Pp3c8_20530NA NA n.13728718_13728719insAACTAAATCTATATATGTAGNA NA NA NA NA
Chr08 13806281 C A Chr08_13806281_C_AC_A SNP 20632.63 36 12 16 27 28 25 21 29 18 20 24 18 7 9 36 12 16 27 28 25 21 29 18 20 24 18 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20540-Pp3c8_20549Pp3c8_20540-Pp3c8_20549intergenic_regionPp3c8_20540-Pp3c8_20549NA NA n.13806281C>ANA NA NA NA NA
Chr08 13807066 A AT Chr08_13807066_A_ATA_AT INDEL 9074.59 24 8 10 16 7 21 26 26 13 18 8 6 10 9 24 8 10 16 7 21 26 26 13 18 8 6 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20540-Pp3c8_20549Pp3c8_20540-Pp3c8_20549intergenic_regionPp3c8_20540-Pp3c8_20549NA NA n.13807066_13807067insTNA NA NA NA NA
Chr08 13927564 T TA Chr08_13927564_T_TAT_TA INDEL 20564.59 35 15 14 25 18 28 32 23 22 25 21 19 11 9 35 15 14 25 18 28 32 23 22 25 21 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20600-Pp3c8_20630Pp3c8_20600-Pp3c8_20630intergenic_regionPp3c8_20600-Pp3c8_20630NA NA n.13927564_13927565insANA NA NA NA NA
Chr08 13927566 G GA Chr08_13927566_G_GAG_GA INDEL 20674.59 34 15 14 26 19 28 32 24 22 25 21 18 11 9 34 15 14 26 19 28 32 24 22 25 21 18 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20600-Pp3c8_20630Pp3c8_20600-Pp3c8_20630intergenic_regionPp3c8_20600-Pp3c8_20630NA NA n.13927566_13927567insANA NA NA NA NA
Chr08 13973975 A AT Chr08_13973975_A_ATA_AT INDEL 17860.59 35 15 11 21 14 26 17 18 27 18 23 18 12 13 35 15 11 21 14 26 17 18 27 18 23 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_20656Pp3c8_20656transcript PAC:32963727protein_codingNA c.-466_-465insTNA NA NA NA 228
Chr08 13973975 A AT Chr08_13973975_A_ATA_AT INDEL 17860.59 35 15 11 21 14 26 17 18 27 18 23 18 12 13 35 15 11 21 14 26 17 18 27 18 23 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_20660Pp3c8_20660transcript PAC:32964113protein_codingNA c.-3199_-3198insTNA NA NA NA 2157
Chr08 13973975 A AT Chr08_13973975_A_ATA_AT INDEL 17860.59 35 15 11 21 14 26 17 18 27 18 23 18 12 13 35 15 11 21 14 26 17 18 27 18 23 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_20660Pp3c8_20660transcript PAC:32964114protein_codingNA c.-3199_-3198insTNA NA NA NA 2211
Chr08 13973975 A AT Chr08_13973975_A_ATA_AT INDEL 17860.59 35 15 11 21 14 26 17 18 27 18 23 18 12 13 35 15 11 21 14 26 17 18 27 18 23 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_20660Pp3c8_20660transcript PAC:32964115protein_codingNA c.-3199_-3198insTNA NA NA NA 2211
Chr08 13973975 A AT Chr08_13973975_A_ATA_AT INDEL 17860.59 35 15 11 21 14 26 17 18 27 18 23 18 12 13 35 15 11 21 14 26 17 18 27 18 23 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20630-Pp3c8_20656Pp3c8_20630-Pp3c8_20656intergenic_regionPp3c8_20630-Pp3c8_20656NA NA n.13973975_13973976insTNA NA NA NA NA
Chr08 13973996 G T Chr08_13973996_G_TG_T SNP 18397.63 36 15 13 19 11 27 26 15 25 19 21 20 12 13 36 15 13 19 11 27 26 15 25 19 21 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_20656Pp3c8_20656transcript PAC:32963727protein_codingNA c.-445G>T NA NA NA NA 208
Chr08 13973996 G T Chr08_13973996_G_TG_T SNP 18397.63 36 15 13 19 11 27 26 15 25 19 21 20 12 13 36 15 13 19 11 27 26 15 25 19 21 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_20660Pp3c8_20660transcript PAC:32964113protein_codingNA c.-3178G>T NA NA NA NA 2137
Chr08 13973996 G T Chr08_13973996_G_TG_T SNP 18397.63 36 15 13 19 11 27 26 15 25 19 21 20 12 13 36 15 13 19 11 27 26 15 25 19 21 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_20660Pp3c8_20660transcript PAC:32964114protein_codingNA c.-3178G>T NA NA NA NA 2191
Chr08 13973996 G T Chr08_13973996_G_TG_T SNP 18397.63 36 15 13 19 11 27 26 15 25 19 21 20 12 13 36 15 13 19 11 27 26 15 25 19 21 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_20660Pp3c8_20660transcript PAC:32964115protein_codingNA c.-3178G>T NA NA NA NA 2191
Chr08 13973996 G T Chr08_13973996_G_TG_T SNP 18397.63 36 15 13 19 11 27 26 15 25 19 21 20 12 13 36 15 13 19 11 27 26 15 25 19 21 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20630-Pp3c8_20656Pp3c8_20630-Pp3c8_20656intergenic_regionPp3c8_20630-Pp3c8_20656NA NA n.13973996G>TNA NA NA NA NA
Chr08 14140344 T TC Chr08_14140344_T_TCT_TC INDEL 22256.59 29 17 18 29 19 33 31 27 17 21 12 18 16 9 29 17 18 29 19 33 31 27 17 21 12 18 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20981-Pp3c8_21000Pp3c8_20981-Pp3c8_21000intergenic_regionPp3c8_20981-Pp3c8_21000NA NA n.14140344_14140345insCNA NA NA NA NA
Chr08 14140350 C A Chr08_14140350_C_AC_A SNP 22439.63 31 18 19 28 19 34 30 28 18 21 12 16 15 8 31 18 19 28 19 34 30 28 18 21 12 16 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20981-Pp3c8_21000Pp3c8_20981-Pp3c8_21000intergenic_regionPp3c8_20981-Pp3c8_21000NA NA n.14140350C>ANA NA NA NA NA
Chr08 14140351 A T Chr08_14140351_A_TA_T SNP 22289.63 31 18 19 28 19 34 30 28 18 21 12 17 15 8 31 18 19 28 19 34 30 28 18 21 12 17 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_20981-Pp3c8_21000Pp3c8_20981-Pp3c8_21000intergenic_regionPp3c8_20981-Pp3c8_21000NA NA n.14140351A>TNA NA NA NA NA
Chr08 14248381 G GT Chr08_14248381_G_GTG_GT INDEL 16119.59 40 12 16 21 21 35 29 34 31 28 19 11 13 5 40 13 16 21 21 35 29 34 31 28 19 11 13 5 1 0.923 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21040-Pp3c8_21080Pp3c8_21040-Pp3c8_21080intergenic_regionPp3c8_21040-Pp3c8_21080NA NA n.14248381_14248382insTNA NA NA NA NA
Chr08 14260865 A ATTTGATTAGGATTTGGTTATGGTTTGATTTAGGATTAGGATChr08_14260865_A_ATTTGATTAGGATTTGGTTATGGTTTGATTTAGGATTAGGATA_ATTTGATTAGGATTTGGTTATGGTTTGATTTAGGATTAGGATINDEL 17741.59 19 9 6 17 20 9 18 19 17 14 14 4 7 7 19 9 6 17 20 9 18 19 17 14 14 4 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21040-Pp3c8_21080Pp3c8_21040-Pp3c8_21080intergenic_regionPp3c8_21040-Pp3c8_21080NA NA n.14260865_14260866insTTTGATTAGGATTTGGTTATGGTTTGATTTAGGATTAGGATNA NA NA NA NA
Chr08 14351306 G GT Chr08_14351306_G_GTG_GT INDEL 15678.59 18 18 15 22 20 28 21 20 23 21 15 17 10 12 18 18 15 22 20 28 21 20 23 21 15 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_21110Pp3c8_21110transcript PAC:32965225protein_codingNA c.-2894_-2893insANA NA NA NA 2894
Chr08 14351306 G GT Chr08_14351306_G_GTG_GT INDEL 15678.59 18 18 15 22 20 28 21 20 23 21 15 17 10 12 18 18 15 22 20 28 21 20 23 21 15 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21120Pp3c8_21120transcript PAC:32965192protein_codingNA c.*1033_*1034insTNA NA NA NA 990
Chr08 14351306 G GT Chr08_14351306_G_GTG_GT INDEL 15678.59 18 18 15 22 20 28 21 20 23 21 15 17 10 12 18 18 15 22 20 28 21 20 23 21 15 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21120Pp3c8_21120transcript PAC:32965193protein_codingNA c.*1033_*1034insTNA NA NA NA 990
Chr08 14351306 G GT Chr08_14351306_G_GTG_GT INDEL 15678.59 18 18 15 22 20 28 21 20 23 21 15 17 10 12 18 18 15 22 20 28 21 20 23 21 15 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21120-Pp3c8_21182Pp3c8_21120-Pp3c8_21182intergenic_regionPp3c8_21120-Pp3c8_21182NA NA n.14351306_14351307insTNA NA NA NA NA
Chr08 14404226 C A Chr08_14404226_C_AC_A SNP 20928.63 32 13 9 37 17 21 20 28 35 23 16 19 15 11 32 13 9 37 17 21 20 28 35 23 16 19 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21182-Pp3c8_21260Pp3c8_21182-Pp3c8_21260intergenic_regionPp3c8_21182-Pp3c8_21260NA NA n.14404226C>ANA NA NA NA NA
Chr08 14411638 C A Chr08_14411638_C_AC_A SNP 13634.63 18 10 7 15 15 17 15 11 23 19 6 18 7 9 18 10 7 15 15 17 15 11 23 19 6 18 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21182-Pp3c8_21260Pp3c8_21182-Pp3c8_21260intergenic_regionPp3c8_21182-Pp3c8_21260NA NA n.14411638C>ANA NA NA NA NA
Chr08 14414847 C CA Chr08_14414847_C_CAC_CA INDEL 21192.59 37 8 12 34 18 29 21 19 28 23 14 17 12 13 37 8 12 34 18 29 21 19 28 23 14 17 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21182-Pp3c8_21260Pp3c8_21182-Pp3c8_21260intergenic_regionPp3c8_21182-Pp3c8_21260NA NA n.14414847_14414848insANA NA NA NA NA
Chr08 14414848 C CA Chr08_14414848_C_CAC_CA INDEL 21192.59 37 8 11 34 20 30 22 19 28 23 14 18 13 14 37 8 11 34 20 30 22 19 28 23 14 18 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21182-Pp3c8_21260Pp3c8_21182-Pp3c8_21260intergenic_regionPp3c8_21182-Pp3c8_21260NA NA n.14414848_14414849insANA NA NA NA NA
Chr08 14657518 T C Chr08_14657518_T_CT_C SNP 20474.63 28 11 23 26 24 24 29 19 14 28 23 20 14 11 28 11 23 26 24 24 29 19 14 28 23 20 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_21370Pp3c8_21370transcript PAC:32963603protein_codingNA c.-2572T>C NA NA NA NA 2572
Chr08 14657518 T C Chr08_14657518_T_CT_C SNP 20474.63 28 11 23 26 24 24 29 19 14 28 23 20 14 11 28 11 23 26 24 24 29 19 14 28 23 20 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_21380Pp3c8_21380transcript PAC:32964203protein_codingNA c.-3362T>C NA NA NA NA 3362
Chr08 14657518 T C Chr08_14657518_T_CT_C SNP 20474.63 28 11 23 26 24 24 29 19 14 28 23 20 14 11 28 11 23 26 24 24 29 19 14 28 23 20 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21260-Pp3c8_21370Pp3c8_21260-Pp3c8_21370intergenic_regionPp3c8_21260-Pp3c8_21370NA NA n.14657518T>CNA NA NA NA NA
Chr08 14841051 T TTCATTCAAGGACGGCGATGAChr08_14841051_T_TTCATTCAAGGACGGCGATGAT_TTCATTCAAGGACGGCGATGAINDEL 40450.59 47 31 19 55 29 38 52 38 33 29 27 30 29 14 47 31 19 55 29 38 52 38 33 29 27 30 29 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&stop_gainedHIGH Pp3c8_21620Pp3c8_21620transcript PAC:32964243protein_coding déc-15 c.3484_3485insTCATTCAAGGACGGCGATGAp.Tyr1162fs 3485/4134 3485/4134 1162/1377 NA
Chr08 14841051 T TTCATTCAAGGACGGCGATGAChr08_14841051_T_TTCATTCAAGGACGGCGATGAT_TTCATTCAAGGACGGCGATGAINDEL 40450.59 47 31 19 55 29 38 52 38 33 29 27 30 29 14 47 31 19 55 29 38 52 38 33 29 27 30 29 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&stop_gainedHIGH Pp3c8_21620Pp3c8_21620transcript PAC:32964244protein_coding15/19 c.3484_3485insTCATTCAAGGACGGCGATGAp.Tyr1162fs 3845/5049 3485/4134 1162/1377 NA
Chr08 14848303 T C Chr08_14848303_T_CT_C SNP 13328.63 16 13 10 17 21 24 27 24 14 21 8 9 8 11 16 13 10 17 21 24 27 24 14 21 8 9 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21620Pp3c8_21620transcript PAC:32964244protein_codingNA c.*5867T>C NA NA NA NA 4967
Chr08 14848303 T C Chr08_14848303_T_CT_C SNP 13328.63 16 13 10 17 21 24 27 24 14 21 8 9 8 11 16 13 10 17 21 24 27 24 14 21 8 9 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21620-Pp3c8_21660Pp3c8_21620-Pp3c8_21660intergenic_regionPp3c8_21620-Pp3c8_21660NA NA n.14848303T>CNA NA NA NA NA
Chr08 14849823 G A Chr08_14849823_G_AG_A SNP 12405.63 13 11 13 15 18 22 21 18 18 16 9 10 8 5 13 11 13 15 18 22 21 18 18 16 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21620-Pp3c8_21660Pp3c8_21620-Pp3c8_21660intergenic_regionPp3c8_21620-Pp3c8_21660NA NA n.14849823G>ANA NA NA NA NA
Chr08 14849859 C T Chr08_14849859_C_TC_T SNP 13455.63 14 17 10 12 20 22 21 25 17 17 13 11 8 7 14 17 10 12 20 22 21 25 17 17 13 11 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21620-Pp3c8_21660Pp3c8_21620-Pp3c8_21660intergenic_regionPp3c8_21620-Pp3c8_21660NA NA n.14849859C>TNA NA NA NA NA
Chr08 14850004 A T Chr08_14850004_A_TA_T SNP 12754.63 22 15 17 15 7 23 22 18 17 22 13 15 4 13 22 15 17 15 7 23 22 18 17 22 13 15 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21620-Pp3c8_21660Pp3c8_21620-Pp3c8_21660intergenic_regionPp3c8_21620-Pp3c8_21660NA NA n.14850004A>TNA NA NA NA NA
Chr08 14850802 C T Chr08_14850802_C_TC_T SNP 8226.63 14 9 12 14 8 12 7 7 11 5 5 7 7 4 14 9 12 14 8 12 7 7 11 5 5 7 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_21620-Pp3c8_21660Pp3c8_21620-Pp3c8_21660intergenic_regionPp3c8_21620-Pp3c8_21660NA NA n.14850802C>TNA NA NA NA NA
Chr08 14923403 T TTATA Chr08_14923403_T_TTATAT_TTATA INDEL 3590.24 0 0 0 15 14 16 21 10 1 1 0 0 0 0 23 8 13 15 14 16 21 10 13 12 7 8 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_21770Pp3c8_21770transcript PAC:32963685protein_codingNA c.-4004_-4003insTATANA NA NA NA 3558
Chr08 14923403 T TTATA Chr08_14923403_T_TTATAT_TTATA INDEL 3590.24 0 0 0 15 14 16 21 10 1 1 0 0 0 0 23 8 13 15 14 16 21 10 13 12 7 8 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_21770Pp3c8_21770transcript PAC:32963686protein_codingNA c.-4004_-4003insTATANA NA NA NA 3449
Chr08 14923403 T TTATA Chr08_14923403_T_TTATAT_TTATA INDEL 3590.24 0 0 0 15 14 16 21 10 1 1 0 0 0 0 23 8 13 15 14 16 21 10 13 12 7 8 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_21760Pp3c8_21760transcript PAC:32965840protein_codingNA c.*1305_*1306insTATANA NA NA NA 558
Chr08 14923403 T TTATA Chr08_14923403_T_TTATAT_TTATA INDEL 3590.24 0 0 0 15 14 16 21 10 1 1 0 0 0 0 23 8 13 15 14 16 21 10 13 12 7 8 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_21760Pp3c8_21760transcript PAC:32965841protein_codingNA c.*1305_*1306insTATANA NA NA NA 558
Chr08 14923403 T TTATA Chr08_14923403_T_TTATAT_TTATA INDEL 3590.24 0 0 0 15 14 16 21 10 1 1 0 0 0 0 23 8 13 15 14 16 21 10 13 12 7 8 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_21760Pp3c8_21760transcript PAC:32965842protein_codingNA c.*1305_*1306insTATANA NA NA NA 558
Chr08 14923403 T TTATA Chr08_14923403_T_TTATAT_TTATA INDEL 3590.24 0 0 0 15 14 16 21 10 1 1 0 0 0 0 23 8 13 15 14 16 21 10 13 12 7 8 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_21760Pp3c8_21760transcript PAC:32965843protein_codingNA c.*1305_*1306insTATANA NA NA NA 596
Chr08 14923403 T TTATA Chr08_14923403_T_TTATAT_TTATA INDEL 3590.24 0 0 0 15 14 16 21 10 1 1 0 0 0 0 23 8 13 15 14 16 21 10 13 12 7 8 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_21760-Pp3c8_21770Pp3c8_21760-Pp3c8_21770intergenic_regionPp3c8_21760-Pp3c8_21770NA NA n.14923403_14923404insTATANA NA NA NA NA
Chr08 14929460 T TACAAATCCCChr08_14929460_T_TACAAATCCCT_TACAAATCCCINDEL 13318.59 9 10 11 13 10 19 12 15 7 23 4 10 13 9 9 10 11 13 10 19 12 15 7 23 4 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_21770Pp3c8_21770transcript PAC:32963685protein_coding 05-mai c.*262_*263insACAAATCCCNA NA NA NA 263
Chr08 14929460 T TACAAATCCCChr08_14929460_T_TACAAATCCCT_TACAAATCCCINDEL 13318.59 9 10 11 13 10 19 12 15 7 23 4 10 13 9 9 10 11 13 10 19 12 15 7 23 4 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_21790Pp3c8_21790transcript PAC:32965146protein_codingNA c.-3079_-3078insACAAATCCCNA NA NA NA 2904
Chr08 14929460 T TACAAATCCCChr08_14929460_T_TACAAATCCCT_TACAAATCCCINDEL 13318.59 9 10 11 13 10 19 12 15 7 23 4 10 13 9 9 10 11 13 10 19 12 15 7 23 4 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_21790Pp3c8_21790transcript PAC:32965147protein_codingNA c.-3079_-3078insACAAATCCCNA NA NA NA 2865
Chr08 14929460 T TACAAATCCCChr08_14929460_T_TACAAATCCCT_TACAAATCCCINDEL 13318.59 9 10 11 13 10 19 12 15 7 23 4 10 13 9 9 10 11 13 10 19 12 15 7 23 4 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21780Pp3c8_21780transcript PAC:32965039protein_codingNA c.*1372_*1373insGGGATTTGTNA NA NA NA 1029
Chr08 14929460 T TACAAATCCCChr08_14929460_T_TACAAATCCCT_TACAAATCCCINDEL 13318.59 9 10 11 13 10 19 12 15 7 23 4 10 13 9 9 10 11 13 10 19 12 15 7 23 4 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21800Pp3c8_21800transcript PAC:32966349protein_codingNA c.*5906_*5907insGGGATTTGTNA NA NA NA 4894
Chr08 14929460 T TACAAATCCCChr08_14929460_T_TACAAATCCCT_TACAAATCCCINDEL 13318.59 9 10 11 13 10 19 12 15 7 23 4 10 13 9 9 10 11 13 10 19 12 15 7 23 4 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21770Pp3c8_21770transcript PAC:32963686protein_codingNA c.*262_*263insACAAATCCCNA NA NA NA 1
Chr08 14929460 T TACAAATCCCChr08_14929460_T_TACAAATCCCT_TACAAATCCCINDEL 13318.59 9 10 11 13 10 19 12 15 7 23 4 10 13 9 9 10 11 13 10 19 12 15 7 23 4 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21780Pp3c8_21780transcript PAC:32965040protein_codingNA c.*1372_*1373insGGGATTTGTNA NA NA NA 826
Chr08 14929460 T TACAAATCCCChr08_14929460_T_TACAAATCCCT_TACAAATCCCINDEL 13318.59 9 10 11 13 10 19 12 15 7 23 4 10 13 9 9 10 11 13 10 19 12 15 7 23 4 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21800Pp3c8_21800transcript PAC:32966351protein_codingNA c.*5906_*5907insGGGATTTGTNA NA NA NA 4894
Chr08 14929476 GCAA G Chr08_14929476_GCAA_GGCAA_G INDEL 12116.59 11 10 11 16 8 16 13 12 6 26 4 11 9 5 11 10 11 16 8 16 13 12 6 26 4 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_21770Pp3c8_21770transcript PAC:32963685protein_coding 05-mai c.*280_*282delAACNA NA NA NA 280
Chr08 14929476 GCAA G Chr08_14929476_GCAA_GGCAA_G INDEL 12116.59 11 10 11 16 8 16 13 12 6 26 4 11 9 5 11 10 11 16 8 16 13 12 6 26 4 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_21790Pp3c8_21790transcript PAC:32965146protein_codingNA c.-3062_-3060delCAANA NA NA NA 2888
Chr08 14929476 GCAA G Chr08_14929476_GCAA_GGCAA_G INDEL 12116.59 11 10 11 16 8 16 13 12 6 26 4 11 9 5 11 10 11 16 8 16 13 12 6 26 4 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_21790Pp3c8_21790transcript PAC:32965147protein_codingNA c.-3062_-3060delCAANA NA NA NA 2849
Chr08 14929476 GCAA G Chr08_14929476_GCAA_GGCAA_G INDEL 12116.59 11 10 11 16 8 16 13 12 6 26 4 11 9 5 11 10 11 16 8 16 13 12 6 26 4 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21780Pp3c8_21780transcript PAC:32965039protein_codingNA c.*1354_*1356delTTGNA NA NA NA 1013
Chr08 14929476 GCAA G Chr08_14929476_GCAA_GGCAA_G INDEL 12116.59 11 10 11 16 8 16 13 12 6 26 4 11 9 5 11 10 11 16 8 16 13 12 6 26 4 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21800Pp3c8_21800transcript PAC:32966349protein_codingNA c.*5888_*5890delTTGNA NA NA NA 4878
Chr08 14929476 GCAA G Chr08_14929476_GCAA_GGCAA_G INDEL 12116.59 11 10 11 16 8 16 13 12 6 26 4 11 9 5 11 10 11 16 8 16 13 12 6 26 4 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21770Pp3c8_21770transcript PAC:32963686protein_codingNA c.*279_*281delCAANA NA NA NA 17
Chr08 14929476 GCAA G Chr08_14929476_GCAA_GGCAA_G INDEL 12116.59 11 10 11 16 8 16 13 12 6 26 4 11 9 5 11 10 11 16 8 16 13 12 6 26 4 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21780Pp3c8_21780transcript PAC:32965040protein_codingNA c.*1354_*1356delTTGNA NA NA NA 810
Chr08 14929476 GCAA G Chr08_14929476_GCAA_GGCAA_G INDEL 12116.59 11 10 11 16 8 16 13 12 6 26 4 11 9 5 11 10 11 16 8 16 13 12 6 26 4 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_21800Pp3c8_21800transcript PAC:32966351protein_codingNA c.*5888_*5890delTTGNA NA NA NA 4878
Chr08 15235411 C T Chr08_15235411_C_TC_T SNP 15211.63 24 8 4 27 17 19 13 20 26 25 17 12 6 10 24 8 4 27 17 19 13 20 26 25 17 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_22090Pp3c8_22090transcript PAC:32965601protein_coding 09-sept c.*306C>T NA NA NA NA 478
Chr08 15235411 C T Chr08_15235411_C_TC_T SNP 15211.63 24 8 4 27 17 19 13 20 26 25 17 12 6 10 24 8 4 27 17 19 13 20 26 25 17 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_22090Pp3c8_22090transcript PAC:32965602protein_coding 09-sept c.*306C>T NA NA NA NA 478
Chr08 15235411 C T Chr08_15235411_C_TC_T SNP 15211.63 24 8 4 27 17 19 13 20 26 25 17 12 6 10 24 8 4 27 17 19 13 20 26 25 17 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_22100Pp3c8_22100transcript PAC:32965437protein_codingNA c.*1974G>A NA NA NA NA 1685
Chr08 15235411 C T Chr08_15235411_C_TC_T SNP 15211.63 24 8 4 27 17 19 13 20 26 25 17 12 6 10 24 8 4 27 17 19 13 20 26 25 17 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_22100Pp3c8_22100transcript PAC:32965438protein_codingNA c.*1974G>A NA NA NA NA 1669
Chr08 15235411 C T Chr08_15235411_C_TC_T SNP 15211.63 24 8 4 27 17 19 13 20 26 25 17 12 6 10 24 8 4 27 17 19 13 20 26 25 17 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_22100Pp3c8_22100transcript PAC:32965439protein_codingNA c.*1974G>A NA NA NA NA 1670
Chr08 15235411 C T Chr08_15235411_C_TC_T SNP 15211.63 24 8 4 27 17 19 13 20 26 25 17 12 6 10 24 8 4 27 17 19 13 20 26 25 17 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_22100Pp3c8_22100transcript PAC:32965440protein_codingNA c.*1974G>A NA NA NA NA 1685
Chr08 15235411 C T Chr08_15235411_C_TC_T SNP 15211.63 24 8 4 27 17 19 13 20 26 25 17 12 6 10 24 8 4 27 17 19 13 20 26 25 17 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_22100Pp3c8_22100transcript PAC:32965441protein_codingNA c.*1974G>A NA NA NA NA 1685
Chr08 15235431 C A Chr08_15235431_C_AC_A SNP 15680.63 22 10 4 28 15 22 15 21 26 26 19 10 6 12 22 10 4 28 15 22 15 21 26 26 19 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_22090Pp3c8_22090transcript PAC:32965601protein_coding 09-sept c.*326C>A NA NA NA NA 498
Chr08 15235431 C A Chr08_15235431_C_AC_A SNP 15680.63 22 10 4 28 15 22 15 21 26 26 19 10 6 12 22 10 4 28 15 22 15 21 26 26 19 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c8_22090Pp3c8_22090transcript PAC:32965602protein_coding 09-sept c.*326C>A NA NA NA NA 498
Chr08 15235431 C A Chr08_15235431_C_AC_A SNP 15680.63 22 10 4 28 15 22 15 21 26 26 19 10 6 12 22 10 4 28 15 22 15 21 26 26 19 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_22100Pp3c8_22100transcript PAC:32965437protein_codingNA c.*1954G>T NA NA NA NA 1665
Chr08 15235431 C A Chr08_15235431_C_AC_A SNP 15680.63 22 10 4 28 15 22 15 21 26 26 19 10 6 12 22 10 4 28 15 22 15 21 26 26 19 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_22100Pp3c8_22100transcript PAC:32965438protein_codingNA c.*1954G>T NA NA NA NA 1649
Chr08 15235431 C A Chr08_15235431_C_AC_A SNP 15680.63 22 10 4 28 15 22 15 21 26 26 19 10 6 12 22 10 4 28 15 22 15 21 26 26 19 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_22100Pp3c8_22100transcript PAC:32965439protein_codingNA c.*1954G>T NA NA NA NA 1650
Chr08 15235431 C A Chr08_15235431_C_AC_A SNP 15680.63 22 10 4 28 15 22 15 21 26 26 19 10 6 12 22 10 4 28 15 22 15 21 26 26 19 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_22100Pp3c8_22100transcript PAC:32965440protein_codingNA c.*1954G>T NA NA NA NA 1665
Chr08 15235431 C A Chr08_15235431_C_AC_A SNP 15680.63 22 10 4 28 15 22 15 21 26 26 19 10 6 12 22 10 4 28 15 22 15 21 26 26 19 10 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c8_22100Pp3c8_22100transcript PAC:32965441protein_codingNA c.*1954G>T NA NA NA NA 1665
Chr08 15264105 CCTT C Chr08_15264105_CCTT_CCCTT_C INDEL 18399.59 13 11 11 24 11 30 28 16 22 17 14 18 9 9 13 11 11 24 11 30 28 16 22 17 14 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_22130Pp3c8_22130transcript PAC:32966498protein_coding oct-13 c.9916-53_9916-51delCTTNA NA NA NA NA
Chr08 15264105 CCTT C Chr08_15264105_CCTT_CCCTT_C INDEL 18399.59 13 11 11 24 11 30 28 16 22 17 14 18 9 9 13 11 11 24 11 30 28 16 22 17 14 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_22130Pp3c8_22130transcript PAC:32966499protein_coding oct-13 c.9916-53_9916-51delCTTNA NA NA NA NA
Chr08 15264108 T TAAGA Chr08_15264108_T_TAAGAT_TAAGA INDEL 18399.59 13 11 11 24 11 30 28 16 22 17 14 18 9 9 13 11 11 24 11 30 28 16 22 17 14 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_22130Pp3c8_22130transcript PAC:32966498protein_coding oct-13 c.9916-51_9916-50insAAGANA NA NA NA NA
Chr08 15264108 T TAAGA Chr08_15264108_T_TAAGAT_TAAGA INDEL 18399.59 13 11 11 24 11 30 28 16 22 17 14 18 9 9 13 11 11 24 11 30 28 16 22 17 14 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_22130Pp3c8_22130transcript PAC:32966499protein_coding oct-13 c.9916-51_9916-50insAAGANA NA NA NA NA
Chr08 15264110 C G Chr08_15264110_C_GC_G SNP 18408.63 18 11 10 23 12 29 30 16 20 17 15 19 10 9 18 11 10 23 12 29 30 16 20 17 15 19 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_22130Pp3c8_22130transcript PAC:32966498protein_coding oct-13 c.9916-49C>GNA NA NA NA NA
Chr08 15264110 C G Chr08_15264110_C_GC_G SNP 18408.63 18 11 10 23 12 29 30 16 20 17 15 19 10 9 18 11 10 23 12 29 30 16 20 17 15 19 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c8_22130Pp3c8_22130transcript PAC:32966499protein_coding oct-13 c.9916-49C>GNA NA NA NA NA
Chr08 15337449 C CAT Chr08_15337449_C_CATC_CAT INDEL 878.35 15 7 9 0 1 0 0 1 1 0 0 0 0 1 16 7 9 16 15 29 12 17 13 16 9 13 8 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c8_22280Pp3c8_22280transcript PAC:32966354protein_codingNA c.*243_*244insATNA NA NA NA 243
Chr08 15337449 C CAT Chr08_15337449_C_CATC_CAT INDEL 878.35 15 7 9 0 1 0 0 1 1 0 0 0 0 1 16 7 9 16 15 29 12 17 13 16 9 13 8 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c8_22320Pp3c8_22320transcript PAC:32964195protein_codingNA c.*4335_*4336insATNA NA NA NA 4335
Chr08 15337449 C CAT Chr08_15337449_C_CATC_CAT INDEL 878.35 15 7 9 0 1 0 0 1 1 0 0 0 0 1 16 7 9 16 15 29 12 17 13 16 9 13 8 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c8_22280Pp3c8_22280transcript PAC:32966355protein_codingNA c.*717_*718insATNA NA NA NA 717
Chr08 15337449 C CAT Chr08_15337449_C_CATC_CAT INDEL 878.35 15 7 9 0 1 0 0 1 1 0 0 0 0 1 16 7 9 16 15 29 12 17 13 16 9 13 8 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c8_22270-Pp3c8_22280Pp3c8_22270-Pp3c8_22280intergenic_regionPp3c8_22270-Pp3c8_22280NA NA n.15337449_15337450insATNA NA NA NA NA
Chr08 15468692 TAAGACTCACACCT Chr08_15468692_TAAGACTCACACC_TTAAGACTCACACC_TINDEL 223.37 0 6 0 0 0 0 0 0 0 0 0 0 0 0 21 6 19 25 22 34 34 30 16 30 16 17 12 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c8_22460Pp3c8_22460transcript PAC:32963725protein_codingNA c.-1874_-1863delGGTGTGAGTCTTNA NA NA NA 725
Chr08 15468692 TAAGACTCACACCT Chr08_15468692_TAAGACTCACACC_TTAAGACTCACACC_TINDEL 223.37 0 6 0 0 0 0 0 0 0 0 0 0 0 0 21 6 19 25 22 34 34 30 16 30 16 17 12 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c8_22460Pp3c8_22460transcript PAC:32963726protein_codingNA c.-1874_-1863delGGTGTGAGTCTTNA NA NA NA 714
Chr08 15468692 TAAGACTCACACCT Chr08_15468692_TAAGACTCACACC_TTAAGACTCACACC_TINDEL 223.37 0 6 0 0 0 0 0 0 0 0 0 0 0 0 21 6 19 25 22 34 34 30 16 30 16 17 12 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c8_22470Pp3c8_22470transcript PAC:32965799protein_codingNA c.*1169_*1180delGGTGTGAGTCTTNA NA NA NA 337
Chr08 15468692 TAAGACTCACACCT Chr08_15468692_TAAGACTCACACC_TTAAGACTCACACC_TINDEL 223.37 0 6 0 0 0 0 0 0 0 0 0 0 0 0 21 6 19 25 22 34 34 30 16 30 16 17 12 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c8_22470Pp3c8_22470transcript PAC:32965800protein_codingNA c.*1169_*1180delGGTGTGAGTCTTNA NA NA NA 398
Chr08 15468692 TAAGACTCACACCT Chr08_15468692_TAAGACTCACACC_TTAAGACTCACACC_TINDEL 223.37 0 6 0 0 0 0 0 0 0 0 0 0 0 0 21 6 19 25 22 34 34 30 16 30 16 17 12 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c8_22460-Pp3c8_22470Pp3c8_22460-Pp3c8_22470intergenic_regionPp3c8_22460-Pp3c8_22470NA NA n.15468693_15468704delAAGACTCACACCNA NA NA NA NA
Chr08 15498935 T TTA Chr08_15498935_T_TTAT_TTA INDEL 2198.93 1 0 0 1 0 1 0 1 25 5 9 11 9 9 25 9 7 15 12 14 24 17 25 5 9 11 9 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_22500Pp3c8_22500transcript PAC:32965388protein_codingNA c.-3162_-3161insTANA NA NA NA 2983
Chr08 15498935 T TTA Chr08_15498935_T_TTAT_TTA INDEL 2198.93 1 0 0 1 0 1 0 1 25 5 9 11 9 9 25 9 7 15 12 14 24 17 25 5 9 11 9 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_22520Pp3c8_22520transcript PAC:32963772protein_codingNA c.-1925_-1924insTANA NA NA NA 1924
Chr08 15498935 T TTA Chr08_15498935_T_TTAT_TTA INDEL 2198.93 1 0 0 1 0 1 0 1 25 5 9 11 9 9 25 9 7 15 12 14 24 17 25 5 9 11 9 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_22500Pp3c8_22500transcript PAC:32965389protein_codingNA c.-3162_-3161insTANA NA NA NA 2868
Chr08 15498935 T TTA Chr08_15498935_T_TTAT_TTA INDEL 2198.93 1 0 0 1 0 1 0 1 25 5 9 11 9 9 25 9 7 15 12 14 24 17 25 5 9 11 9 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c8_22520Pp3c8_22520transcript PAC:32963773protein_codingNA c.-1774_-1773insTANA NA NA NA 1412
Chr08 15498935 T TTA Chr08_15498935_T_TTAT_TTA INDEL 2198.93 1 0 0 1 0 1 0 1 25 5 9 11 9 9 25 9 7 15 12 14 24 17 25 5 9 11 9 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c8_22500-Pp3c8_22520Pp3c8_22500-Pp3c8_22520intergenic_regionPp3c8_22500-Pp3c8_22520NA NA n.15498935_15498936insTANA NA NA NA NA
Chr08 15518200 GTA G Chr08_15518200_GTA_GGTA_G INDEL 2823.24 0 0 0 23 11 20 19 12 0 1 0 1 0 0 11 11 12 23 12 21 21 12 12 13 8 11 4 6 0 0 0 1 0.917 0.952 0.905 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_22560Pp3c8_22560transcript PAC:32966039protein_codingNA c.*2595_*2596delTANA NA NA NA 2425
Chr08 15518200 GTA G Chr08_15518200_GTA_GGTA_G INDEL 2823.24 0 0 0 23 11 20 19 12 0 1 0 1 0 0 11 11 12 23 12 21 21 12 12 13 8 11 4 6 0 0 0 1 0.917 0.952 0.905 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c8_22560Pp3c8_22560transcript PAC:32966040protein_codingNA c.*2595_*2596delTANA NA NA NA 2426
Chr08 15518200 GTA G Chr08_15518200_GTA_GGTA_G INDEL 2823.24 0 0 0 23 11 20 19 12 0 1 0 1 0 0 11 11 12 23 12 21 21 12 12 13 8 11 4 6 0 0 0 1 0.917 0.952 0.905 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_22560-Pp3c8_22570Pp3c8_22560-Pp3c8_22570intergenic_regionPp3c8_22560-Pp3c8_22570NA NA n.15518201_15518202delTANA NA NA NA NA
Chr08 15720521 G GT Chr08_15720521_G_GTG_GT INDEL 1651.93 1 0 1 0 0 0 5 0 6 17 6 12 4 9 23 15 10 20 9 14 28 18 6 17 6 12 4 9 0 0 0 0 0 0 0.179 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15720521_15720522insTNA NA NA NA NA
Chr08 15734814 C T Chr08_15734814_C_TC_T SNP 22909.63 29 28 16 31 18 38 38 24 25 28 16 18 14 9 29 28 16 31 18 38 38 24 25 28 16 18 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 0.9 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15734814C>TNA NA NA NA NA
Chr08 15734837 G A Chr08_15734837_G_AG_A SNP 22561.63 28 24 14 27 15 35 36 27 20 28 12 13 14 9 28 24 14 27 15 35 36 27 20 28 12 13 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15734837G>ANA NA NA NA NA
Chr08 15734850 A G Chr08_15734850_A_GA_G SNP 21449.63 22 23 14 28 13 32 36 27 18 28 11 11 13 8 22 23 14 28 13 32 36 27 18 28 11 11 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15734850A>GNA NA NA NA NA
Chr08 15734859 A G Chr08_15734859_A_GA_G SNP 20510.63 25 20 16 24 14 28 40 29 17 28 10 10 12 8 25 20 16 24 14 28 40 29 17 28 10 10 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15734859A>GNA NA NA NA NA
Chr08 15750704 G A Chr08_15750704_G_AG_A SNP 7848.63 13 19 14 11 7 16 21 18 15 7 16 10 5 6 13 19 14 11 7 16 21 18 15 7 16 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15750704G>ANA NA NA NA NA
Chr08 15752987 G A Chr08_15752987_G_AG_A SNP 12750.63 19 11 4 22 13 27 19 19 17 13 5 11 9 6 19 11 4 22 13 27 19 19 17 13 5 11 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15752987G>ANA NA NA NA NA
Chr08 15754841 A T Chr08_15754841_A_TA_T SNP 10211.63 7 4 8 11 5 10 21 14 7 16 10 7 7 7 7 4 8 11 5 10 21 14 7 16 10 7 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15754841A>TNA NA NA NA NA
Chr08 15754847 C G Chr08_15754847_C_GC_G SNP 10548.63 13 4 9 11 7 10 21 14 7 15 11 7 8 6 13 4 9 11 7 10 21 14 7 15 11 7 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15754847C>GNA NA NA NA NA
Chr08 15755825 A C Chr08_15755825_A_CA_C SNP 15156.63 22 16 18 23 21 16 25 16 11 27 8 18 10 5 22 16 18 23 21 16 25 16 11 27 8 18 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15755825A>CNA NA NA NA NA
Chr08 15755875 A G Chr08_15755875_A_GA_G SNP 15472.63 24 20 20 23 18 14 20 13 13 26 5 19 11 7 24 20 20 23 18 14 20 13 13 26 5 19 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15755875A>GNA NA NA NA NA
Chr08 15813895 C T Chr08_15813895_C_TC_T SNP 14257.63 20 13 14 14 5 20 19 12 14 20 10 13 8 10 20 13 14 14 5 20 19 12 14 20 10 13 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15813895C>TNA NA NA NA NA
Chr08 15813910 A G Chr08_15813910_A_GA_G SNP 13747.63 20 11 15 10 5 20 17 15 16 18 10 10 6 8 20 11 15 10 5 20 17 15 16 18 10 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15813910A>GNA NA NA NA NA
Chr08 15816790 G A Chr08_15816790_G_AG_A SNP 14861.63 26 9 16 26 23 19 33 19 18 14 12 13 10 7 26 9 16 26 23 19 33 19 18 14 12 13 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_22690-Pp3c8_22780Pp3c8_22690-Pp3c8_22780intergenic_regionPp3c8_22690-Pp3c8_22780NA NA n.15816790G>ANA NA NA NA NA
Chr08 16019776 TG T Chr08_16019776_TG_TTG_T INDEL 19761.59 32 25 10 31 19 26 22 16 17 30 18 13 11 14 32 25 10 31 19 26 22 16 17 30 18 13 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23020-Pp3c8_23110Pp3c8_23020-Pp3c8_23110intergenic_regionPp3c8_23020-Pp3c8_23110NA NA n.16019777delGNA NA NA NA NA
Chr08 16019780 TG T Chr08_16019780_TG_TTG_T INDEL 19876.59 32 26 10 30 19 26 21 14 18 31 19 12 11 15 32 26 10 30 19 26 21 14 18 31 19 12 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23020-Pp3c8_23110Pp3c8_23020-Pp3c8_23110intergenic_regionPp3c8_23020-Pp3c8_23110NA NA n.16019781delGNA NA NA NA NA
Chr08 16123484 G T Chr08_16123484_G_TG_T SNP 18295.63 17 15 8 18 18 28 19 18 31 23 5 15 11 14 17 15 8 18 18 28 19 18 31 23 5 15 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23020-Pp3c8_23110Pp3c8_23020-Pp3c8_23110intergenic_regionPp3c8_23020-Pp3c8_23110NA NA n.16123484G>TNA NA NA NA NA
Chr08 16123615 A C Chr08_16123615_A_CA_C SNP 16973.63 26 15 9 10 23 30 17 16 22 30 16 13 10 10 26 15 9 10 23 30 17 16 22 30 16 13 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23020-Pp3c8_23110Pp3c8_23020-Pp3c8_23110intergenic_regionPp3c8_23020-Pp3c8_23110NA NA n.16123615A>CNA NA NA NA NA
Chr08 16213844 GAT GATAT Chr08_16213844_GAT_GATATGAT_GATAT INDEL 597.35 2 1 0 1 3 0 6 1 2 1 0 9 1 0 19 15 6 12 14 11 23 14 21 13 8 9 4 5 0.105 0 0 0 0.214 0 0.261 0 0.095 0 0 1 0 0 0 1 1 4 1 0 0 downstream_gene_variantMODIFIER Pp3c8_23170Pp3c8_23170transcript PAC:32963958protein_codingNA c.*5278_*5279insATNA NA NA NA 4727
Chr08 16213844 GAT GATAT Chr08_16213844_GAT_GATATGAT_GATAT INDEL 597.35 2 1 0 1 3 0 6 1 2 1 0 9 1 0 19 15 6 12 14 11 23 14 21 13 8 9 4 5 0.105 0 0 0 0.214 0 0.261 0 0.095 0 0 1 0 0 0 1 1 4 1 0 0 downstream_gene_variantMODIFIER Pp3c8_23200Pp3c8_23200transcript PAC:32966484protein_codingNA c.*2954_*2955insATNA NA NA NA 1529
Chr08 16213844 GAT GATAT Chr08_16213844_GAT_GATATGAT_GATAT INDEL 597.35 2 1 0 1 3 0 6 1 2 1 0 9 1 0 19 15 6 12 14 11 23 14 21 13 8 9 4 5 0.105 0 0 0 0.214 0 0.261 0 0.095 0 0 1 0 0 0 1 1 4 1 0 0 downstream_gene_variantMODIFIER Pp3c8_23170Pp3c8_23170transcript PAC:32963959protein_codingNA c.*5278_*5279insATNA NA NA NA 4754
Chr08 16213844 GAT GATAT Chr08_16213844_GAT_GATATGAT_GATAT INDEL 597.35 2 1 0 1 3 0 6 1 2 1 0 9 1 0 19 15 6 12 14 11 23 14 21 13 8 9 4 5 0.105 0 0 0 0.214 0 0.261 0 0.095 0 0 1 0 0 0 1 1 4 1 0 0 downstream_gene_variantMODIFIER Pp3c8_23170Pp3c8_23170transcript PAC:32963962protein_codingNA c.*5278_*5279insATNA NA NA NA 4754
Chr08 16213844 GAT GATAT Chr08_16213844_GAT_GATATGAT_GATAT INDEL 597.35 2 1 0 1 3 0 6 1 2 1 0 9 1 0 19 15 6 12 14 11 23 14 21 13 8 9 4 5 0.105 0 0 0 0.214 0 0.261 0 0.095 0 0 1 0 0 0 1 1 4 1 0 0 downstream_gene_variantMODIFIER Pp3c8_23170Pp3c8_23170transcript PAC:32963960protein_codingNA c.*5278_*5279insATNA NA NA NA 4754
Chr08 16213844 GAT GATAT Chr08_16213844_GAT_GATATGAT_GATAT INDEL 597.35 2 1 0 1 3 0 6 1 2 1 0 9 1 0 19 15 6 12 14 11 23 14 21 13 8 9 4 5 0.105 0 0 0 0.214 0 0.261 0 0.095 0 0 1 0 0 0 1 1 4 1 0 0 downstream_gene_variantMODIFIER Pp3c8_23170Pp3c8_23170transcript PAC:32963961protein_codingNA c.*5278_*5279insATNA NA NA NA 4754
Chr08 16213844 GAT GATAT Chr08_16213844_GAT_GATATGAT_GATAT INDEL 597.35 2 1 0 1 3 0 6 1 2 1 0 9 1 0 19 15 6 12 14 11 23 14 21 13 8 9 4 5 0.105 0 0 0 0.214 0 0.261 0 0.095 0 0 1 0 0 0 1 1 4 1 0 0 downstream_gene_variantMODIFIER Pp3c8_23200Pp3c8_23200transcript PAC:32966485protein_codingNA c.*2954_*2955insATNA NA NA NA 1531
Chr08 16213844 GAT GATAT Chr08_16213844_GAT_GATATGAT_GATAT INDEL 597.35 2 1 0 1 3 0 6 1 2 1 0 9 1 0 19 15 6 12 14 11 23 14 21 13 8 9 4 5 0.105 0 0 0 0.214 0 0.261 0 0.095 0 0 1 0 0 0 1 1 4 1 0 0 intergenic_regionMODIFIER Pp3c8_23200-Pp3c8_23280Pp3c8_23200-Pp3c8_23280intergenic_regionPp3c8_23200-Pp3c8_23280NA NA n.16213846_16213847insATNA NA NA NA NA
Chr08 16260313 C A Chr08_16260313_C_AC_A SNP 16307.63 36 11 6 29 11 20 30 22 20 12 6 21 12 9 36 11 6 29 11 20 30 22 20 12 6 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23200-Pp3c8_23280Pp3c8_23200-Pp3c8_23280intergenic_regionPp3c8_23200-Pp3c8_23280NA NA n.16260313C>ANA NA NA NA NA
Chr08 16273339 G T Chr08_16273339_G_TG_T SNP 15008.63 25 11 13 21 20 28 29 27 21 9 8 18 7 13 25 11 13 21 20 28 29 28 21 9 8 18 7 13 1 1 1 1 1 1 1 0.964 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23200-Pp3c8_23280Pp3c8_23200-Pp3c8_23280intergenic_regionPp3c8_23200-Pp3c8_23280NA NA n.16273339G>TNA NA NA NA NA
Chr08 16300290 C A Chr08_16300290_C_AC_A SNP 13639.63 17 9 8 21 13 15 12 18 11 15 16 16 4 14 17 9 8 21 13 15 12 18 11 15 16 16 4 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23200-Pp3c8_23280Pp3c8_23200-Pp3c8_23280intergenic_regionPp3c8_23200-Pp3c8_23280NA NA n.16300290C>ANA NA NA NA NA
Chr08 16300381 C A Chr08_16300381_C_AC_A SNP 9708.63 14 8 5 11 15 9 13 9 9 15 8 9 7 10 14 8 5 11 15 9 13 9 9 15 8 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23200-Pp3c8_23280Pp3c8_23200-Pp3c8_23280intergenic_regionPp3c8_23200-Pp3c8_23280NA NA n.16300381C>ANA NA NA NA NA
Chr08 16300403 C T Chr08_16300403_C_TC_T SNP 11777.63 17 9 6 13 18 13 12 11 13 15 16 11 7 13 17 9 6 13 18 13 12 11 13 15 16 11 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23200-Pp3c8_23280Pp3c8_23200-Pp3c8_23280intergenic_regionPp3c8_23200-Pp3c8_23280NA NA n.16300403C>TNA NA NA NA NA
Chr08 16300519 A T Chr08_16300519_A_TA_T SNP 14515.63 24 10 7 17 13 17 21 13 19 10 13 16 6 8 24 10 7 17 13 17 21 13 19 10 13 16 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23200-Pp3c8_23280Pp3c8_23200-Pp3c8_23280intergenic_regionPp3c8_23200-Pp3c8_23280NA NA n.16300519A>TNA NA NA NA NA
Chr08 16300553 T G Chr08_16300553_T_GT_G SNP 11656.63 18 9 5 12 11 12 26 12 18 10 9 11 5 6 18 9 5 12 11 12 26 12 18 10 9 11 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23200-Pp3c8_23280Pp3c8_23200-Pp3c8_23280intergenic_regionPp3c8_23200-Pp3c8_23280NA NA n.16300553T>GNA NA NA NA NA
Chr08 16587475 A C Chr08_16587475_A_CA_C SNP 5166.29 0 0 0 21 24 19 18 17 0 0 0 0 0 0 31 13 13 21 24 19 18 19 22 15 16 17 9 8 0 0 0 1 1 1 1 0.895 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_23580Pp3c8_23580transcript PAC:32964232protein_codingNA c.-1224A>C NA NA NA NA 914
Chr08 16587475 A C Chr08_16587475_A_CA_C SNP 5166.29 0 0 0 21 24 19 18 17 0 0 0 0 0 0 31 13 13 21 24 19 18 19 22 15 16 17 9 8 0 0 0 1 1 1 1 0.895 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_23580Pp3c8_23580transcript PAC:32964233protein_codingNA c.-1224A>C NA NA NA NA 1224
Chr08 16587475 A C Chr08_16587475_A_CA_C SNP 5166.29 0 0 0 21 24 19 18 17 0 0 0 0 0 0 31 13 13 21 24 19 18 19 22 15 16 17 9 8 0 0 0 1 1 1 1 0.895 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_23500-Pp3c8_23580Pp3c8_23500-Pp3c8_23580intergenic_regionPp3c8_23500-Pp3c8_23580NA NA n.16587475A>CNA NA NA NA NA
Chr08 16625767 C T Chr08_16625767_C_TC_T SNP 13167.63 13 18 11 16 15 29 21 15 17 13 8 14 6 7 13 18 11 16 15 29 21 15 17 13 8 14 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23614-Pp3c8_23690Pp3c8_23614-Pp3c8_23690intergenic_regionPp3c8_23614-Pp3c8_23690NA NA n.16625767C>TNA NA NA NA NA
Chr08 16727027 TTATA T Chr08_16727027_TTATA_TTTATA_T INDEL 2621.93 0 0 0 0 0 0 0 0 10 19 12 10 7 5 10 8 11 24 11 21 17 13 10 19 12 10 8 5 0 0 0 0 0 0 0 0 1 1 1 1 0.875 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c8_23840-Pp3c8_23950Pp3c8_23840-Pp3c8_23950intergenic_regionPp3c8_23840-Pp3c8_23950NA NA n.16727028_16727031delTATANA NA NA NA NA
Chr08 16756072 A AT Chr08_16756072_A_ATA_AT INDEL 15496.59 29 13 12 23 18 20 28 19 23 10 6 19 15 11 29 13 12 23 18 20 28 19 23 10 6 19 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23840-Pp3c8_23950Pp3c8_23840-Pp3c8_23950intergenic_regionPp3c8_23840-Pp3c8_23950NA NA n.16756072_16756073insTNA NA NA NA NA
Chr08 16756084 C CT Chr08_16756084_C_CTC_CT INDEL 15933.59 31 15 13 26 18 23 26 17 24 11 9 16 14 13 31 15 13 26 18 23 26 17 24 11 9 16 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_23840-Pp3c8_23950Pp3c8_23840-Pp3c8_23950intergenic_regionPp3c8_23840-Pp3c8_23950NA NA n.16756084_16756085insTNA NA NA NA NA
Chr08 16834300 TGCTGG T Chr08_16834300_TGCTGG_TTGCTGG_T INDEL 18188.59 11 14 11 20 9 27 21 19 17 20 24 15 7 9 11 14 11 20 9 27 21 19 17 20 24 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24000-Pp3c8_24030Pp3c8_24000-Pp3c8_24030intergenic_regionPp3c8_24000-Pp3c8_24030NA NA n.16834301_16834305delGCTGGNA NA NA NA NA
Chr08 16834307 A AAAATAT Chr08_16834307_A_AAAATATA_AAAATAT INDEL 18820.59 12 14 11 21 10 28 22 20 17 21 24 15 7 9 12 14 11 21 10 28 22 20 17 21 24 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24000-Pp3c8_24030Pp3c8_24000-Pp3c8_24030intergenic_regionPp3c8_24000-Pp3c8_24030NA NA n.16834307_16834308insAAATATNA NA NA NA NA
Chr08 16834309 G T Chr08_16834309_G_TG_T SNP 18852.63 13 13 10 20 11 26 23 17 20 20 25 16 8 9 13 13 10 20 11 26 23 17 20 20 25 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24000-Pp3c8_24030Pp3c8_24000-Pp3c8_24030intergenic_regionPp3c8_24000-Pp3c8_24030NA NA n.16834309G>TNA NA NA NA NA
Chr08 16894345 T TTA Chr08_16894345_T_TTAT_TTA INDEL 2113.93 0 0 0 3 0 1 0 0 15 8 10 8 9 12 16 12 12 17 16 23 29 20 17 8 10 8 9 12 0 0 0 0.176 0 0 0 0 0.882 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c8_24200Pp3c8_24200transcript PAC:32965163protein_codingNA c.*4372_*4373insTANA NA NA NA 3376
Chr08 16894345 T TTA Chr08_16894345_T_TTAT_TTA INDEL 2113.93 0 0 0 3 0 1 0 0 15 8 10 8 9 12 16 12 12 17 16 23 29 20 17 8 10 8 9 12 0 0 0 0.176 0 0 0 0 0.882 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c8_24200Pp3c8_24200transcript PAC:32965164protein_codingNA c.*4372_*4373insTANA NA NA NA 4220
Chr08 16894345 T TTA Chr08_16894345_T_TTAT_TTA INDEL 2113.93 0 0 0 3 0 1 0 0 15 8 10 8 9 12 16 12 12 17 16 23 29 20 17 8 10 8 9 12 0 0 0 0.176 0 0 0 0 0.882 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c8_24170-Pp3c8_24200Pp3c8_24170-Pp3c8_24200intergenic_regionPp3c8_24170-Pp3c8_24200NA NA n.16894345_16894346insTANA NA NA NA NA
Chr08 17101493 A AT Chr08_17101493_A_ATA_AT INDEL 14228.59 21 12 13 25 17 29 17 20 21 19 15 20 6 7 21 12 13 25 17 29 17 20 21 19 15 20 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24500-Pp3c8_24539Pp3c8_24500-Pp3c8_24539intergenic_regionPp3c8_24500-Pp3c8_24539NA NA n.17101493_17101494insTNA NA NA NA NA
Chr08 17103244 T TA Chr08_17103244_T_TAT_TA INDEL 13365.59 23 14 16 13 23 20 22 19 25 22 19 16 9 10 23 14 16 13 23 20 22 19 25 22 19 16 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24500-Pp3c8_24539Pp3c8_24500-Pp3c8_24539intergenic_regionPp3c8_24500-Pp3c8_24539NA NA n.17103244_17103245insANA NA NA NA NA
Chr08 17119621 G GA Chr08_17119621_G_GAG_GA INDEL 15309.59 30 16 13 26 15 21 36 16 15 25 14 16 9 12 30 16 13 26 15 21 36 16 15 25 14 16 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24500-Pp3c8_24539Pp3c8_24500-Pp3c8_24539intergenic_regionPp3c8_24500-Pp3c8_24539NA NA n.17119621_17119622insANA NA NA NA NA
Chr08 17131128 G T Chr08_17131128_G_TG_T SNP 18879.63 37 12 14 22 32 30 34 21 19 18 15 22 15 15 37 12 14 22 32 30 34 21 19 18 15 22 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24539Pp3c8_24539transcript PAC:32964723protein_codingNA c.-1983C>A NA NA NA NA 1854
Chr08 17131128 G T Chr08_17131128_G_TG_T SNP 18879.63 37 12 14 22 32 30 34 21 19 18 15 22 15 15 37 12 14 22 32 30 34 21 19 18 15 22 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24539-Pp3c8_24600Pp3c8_24539-Pp3c8_24600intergenic_regionPp3c8_24539-Pp3c8_24600NA NA n.17131128G>TNA NA NA NA NA
Chr08 17192149 C A Chr08_17192149_C_AC_A SNP 20304.63 25 16 17 35 24 23 38 22 23 20 8 13 11 12 25 16 17 35 24 23 38 22 23 20 8 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2785G>T NA NA NA NA 2445
Chr08 17192149 C A Chr08_17192149_C_AC_A SNP 20304.63 25 16 17 35 24 23 38 22 23 20 8 13 11 12 25 16 17 35 24 23 38 22 23 20 8 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2785G>T NA NA NA NA 2494
Chr08 17192149 C A Chr08_17192149_C_AC_A SNP 20304.63 25 16 17 35 24 23 38 22 23 20 8 13 11 12 25 16 17 35 24 23 38 22 23 20 8 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192149C>ANA NA NA NA NA
Chr08 17192151 C A Chr08_17192151_C_AC_A SNP 20394.63 25 16 17 34 24 23 37 22 24 20 8 13 10 12 25 16 17 34 24 23 37 22 24 20 8 13 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2787G>T NA NA NA NA 2447
Chr08 17192151 C A Chr08_17192151_C_AC_A SNP 20394.63 25 16 17 34 24 23 37 22 24 20 8 13 10 12 25 16 17 34 24 23 37 22 24 20 8 13 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2787G>T NA NA NA NA 2496
Chr08 17192151 C A Chr08_17192151_C_AC_A SNP 20394.63 25 16 17 34 24 23 37 22 24 20 8 13 10 12 25 16 17 34 24 23 37 22 24 20 8 13 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192151C>ANA NA NA NA NA
Chr08 17192159 C A Chr08_17192159_C_AC_A SNP 19631.63 25 14 15 31 23 22 37 22 24 19 10 13 10 13 25 14 15 31 23 22 37 22 24 19 10 13 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2795G>T NA NA NA NA 2455
Chr08 17192159 C A Chr08_17192159_C_AC_A SNP 19631.63 25 14 15 31 23 22 37 22 24 19 10 13 10 13 25 14 15 31 23 22 37 22 24 19 10 13 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2795G>T NA NA NA NA 2504
Chr08 17192159 C A Chr08_17192159_C_AC_A SNP 19631.63 25 14 15 31 23 22 37 22 24 19 10 13 10 13 25 14 15 31 23 22 37 22 24 19 10 13 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192159C>ANA NA NA NA NA
Chr08 17192194 C T Chr08_17192194_C_TC_T SNP 17519.63 21 12 12 25 17 13 34 18 21 20 11 14 9 10 21 12 12 25 17 13 34 18 21 20 11 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2830G>A NA NA NA NA 2490
Chr08 17192194 C T Chr08_17192194_C_TC_T SNP 17519.63 21 12 12 25 17 13 34 18 21 20 11 14 9 10 21 12 12 25 17 13 34 18 21 20 11 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2830G>A NA NA NA NA 2539
Chr08 17192194 C T Chr08_17192194_C_TC_T SNP 17519.63 21 12 12 25 17 13 34 18 21 20 11 14 9 10 21 12 12 25 17 13 34 18 21 20 11 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192194C>TNA NA NA NA NA
Chr08 17192202 C A Chr08_17192202_C_AC_A SNP 18154.63 20 12 11 25 18 14 29 17 20 22 8 10 7 14 20 12 11 25 18 14 29 17 20 22 8 10 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2838G>T NA NA NA NA 2498
Chr08 17192202 C A Chr08_17192202_C_AC_A SNP 18154.63 20 12 11 25 18 14 29 17 20 22 8 10 7 14 20 12 11 25 18 14 29 17 20 22 8 10 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2838G>T NA NA NA NA 2547
Chr08 17192202 C A Chr08_17192202_C_AC_A SNP 18154.63 20 12 11 25 18 14 29 17 20 22 8 10 7 14 20 12 11 25 18 14 29 17 20 22 8 10 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192202C>ANA NA NA NA NA
Chr08 17192206 C T Chr08_17192206_C_TC_T SNP 18425.63 22 12 12 25 18 14 29 17 20 22 8 10 8 14 22 12 12 25 18 14 29 17 20 22 8 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2842G>A NA NA NA NA 2502
Chr08 17192206 C T Chr08_17192206_C_TC_T SNP 18425.63 22 12 12 25 18 14 29 17 20 22 8 10 8 14 22 12 12 25 18 14 29 17 20 22 8 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2842G>A NA NA NA NA 2551
Chr08 17192206 C T Chr08_17192206_C_TC_T SNP 18425.63 22 12 12 25 18 14 29 17 20 22 8 10 8 14 22 12 12 25 18 14 29 17 20 22 8 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192206C>TNA NA NA NA NA
Chr08 17192210 G C Chr08_17192210_G_CG_C SNP 18920.63 22 13 12 25 18 14 29 17 19 23 10 10 8 14 22 13 12 25 18 14 29 17 19 23 10 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2846C>G NA NA NA NA 2506
Chr08 17192210 G C Chr08_17192210_G_CG_C SNP 18920.63 22 13 12 25 18 14 29 17 19 23 10 10 8 14 22 13 12 25 18 14 29 17 19 23 10 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2846C>G NA NA NA NA 2555
Chr08 17192210 G C Chr08_17192210_G_CG_C SNP 18920.63 22 13 12 25 18 14 29 17 19 23 10 10 8 14 22 13 12 25 18 14 29 17 19 23 10 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192210G>CNA NA NA NA NA
Chr08 17192211 C A Chr08_17192211_C_AC_A SNP 19190.63 23 12 11 27 18 14 30 18 19 24 10 10 8 14 23 12 11 27 18 14 30 18 19 24 10 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2847G>T NA NA NA NA 2507
Chr08 17192211 C A Chr08_17192211_C_AC_A SNP 19190.63 23 12 11 27 18 14 30 18 19 24 10 10 8 14 23 12 11 27 18 14 30 18 19 24 10 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2847G>T NA NA NA NA 2556
Chr08 17192211 C A Chr08_17192211_C_AC_A SNP 19190.63 23 12 11 27 18 14 30 18 19 24 10 10 8 14 23 12 11 27 18 14 30 18 19 24 10 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192211C>ANA NA NA NA NA
Chr08 17192215 C A Chr08_17192215_C_AC_A SNP 18965.63 21 12 10 27 19 15 31 15 20 24 10 10 7 14 21 12 10 27 19 15 31 15 20 24 10 10 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2851G>T NA NA NA NA 2511
Chr08 17192215 C A Chr08_17192215_C_AC_A SNP 18965.63 21 12 10 27 19 15 31 15 20 24 10 10 7 14 21 12 10 27 19 15 31 15 20 24 10 10 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2851G>T NA NA NA NA 2560
Chr08 17192215 C A Chr08_17192215_C_AC_A SNP 18965.63 21 12 10 27 19 15 31 15 20 24 10 10 7 14 21 12 10 27 19 15 31 15 20 24 10 10 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192215C>ANA NA NA NA NA
Chr08 17192219 C A Chr08_17192219_C_AC_A SNP 19325.63 21 11 11 28 20 18 31 14 20 25 10 10 7 13 21 11 11 28 20 18 31 14 20 25 10 10 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2855G>T NA NA NA NA 2515
Chr08 17192219 C A Chr08_17192219_C_AC_A SNP 19325.63 21 11 11 28 20 18 31 14 20 25 10 10 7 13 21 11 11 28 20 18 31 14 20 25 10 10 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2855G>T NA NA NA NA 2564
Chr08 17192219 C A Chr08_17192219_C_AC_A SNP 19325.63 21 11 11 28 20 18 31 14 20 25 10 10 7 13 21 11 11 28 20 18 31 14 20 25 10 10 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192219C>ANA NA NA NA NA
Chr08 17192220 C A Chr08_17192220_C_AC_A SNP 19415.63 20 11 10 29 19 18 31 14 20 25 10 10 7 13 20 11 10 29 19 18 31 14 20 25 10 10 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2856G>T NA NA NA NA 2516
Chr08 17192220 C A Chr08_17192220_C_AC_A SNP 19415.63 20 11 10 29 19 18 31 14 20 25 10 10 7 13 20 11 10 29 19 18 31 14 20 25 10 10 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2856G>T NA NA NA NA 2565
Chr08 17192220 C A Chr08_17192220_C_AC_A SNP 19415.63 20 11 10 29 19 18 31 14 20 25 10 10 7 13 20 11 10 29 19 18 31 14 20 25 10 10 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192220C>ANA NA NA NA NA
Chr08 17192222 C A Chr08_17192222_C_AC_A SNP 19505.63 20 11 10 28 18 18 30 15 20 25 10 10 7 13 20 11 10 28 18 18 30 15 20 25 10 10 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2858G>T NA NA NA NA 2518



Chr08 17192222 C A Chr08_17192222_C_AC_A SNP 19505.63 20 11 10 28 18 18 30 15 20 25 10 10 7 13 20 11 10 28 18 18 30 15 20 25 10 10 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2858G>T NA NA NA NA 2567
Chr08 17192222 C A Chr08_17192222_C_AC_A SNP 19505.63 20 11 10 28 18 18 30 15 20 25 10 10 7 13 20 11 10 28 18 18 30 15 20 25 10 10 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192222C>ANA NA NA NA NA
Chr08 17192225 C A Chr08_17192225_C_AC_A SNP 19550.63 19 11 10 28 19 19 29 15 18 25 10 10 9 13 19 11 10 28 19 19 29 15 18 25 10 10 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2861G>T NA NA NA NA 2521
Chr08 17192225 C A Chr08_17192225_C_AC_A SNP 19550.63 19 11 10 28 19 19 29 15 18 25 10 10 9 13 19 11 10 28 19 19 29 15 18 25 10 10 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2861G>T NA NA NA NA 2570
Chr08 17192225 C A Chr08_17192225_C_AC_A SNP 19550.63 19 11 10 28 19 19 29 15 18 25 10 10 9 13 19 11 10 28 19 19 29 15 18 25 10 10 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192225C>ANA NA NA NA NA
Chr08 17192227 C A Chr08_17192227_C_AC_A SNP 19550.63 19 12 9 29 20 19 29 15 18 26 10 9 9 13 19 12 9 29 20 19 29 15 18 26 10 9 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2863G>T NA NA NA NA 2523
Chr08 17192227 C A Chr08_17192227_C_AC_A SNP 19550.63 19 12 9 29 20 19 29 15 18 26 10 9 9 13 19 12 9 29 20 19 29 15 18 26 10 9 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2863G>T NA NA NA NA 2572
Chr08 17192227 C A Chr08_17192227_C_AC_A SNP 19550.63 19 12 9 29 20 19 29 15 18 26 10 9 9 13 19 12 9 29 20 19 29 15 18 26 10 9 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192227C>ANA NA NA NA NA
Chr08 17192229 C A Chr08_17192229_C_AC_A SNP 20045.63 18 12 9 30 18 20 29 16 18 25 10 9 10 13 18 12 9 30 18 20 29 16 18 25 10 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2865G>T NA NA NA NA 2525
Chr08 17192229 C A Chr08_17192229_C_AC_A SNP 20045.63 18 12 9 30 18 20 29 16 18 25 10 9 10 13 18 12 9 30 18 20 29 16 18 25 10 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2865G>T NA NA NA NA 2574
Chr08 17192229 C A Chr08_17192229_C_AC_A SNP 20045.63 18 12 9 30 18 20 29 16 18 25 10 9 10 13 18 12 9 30 18 20 29 16 18 25 10 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192229C>ANA NA NA NA NA
Chr08 17192233 C A Chr08_17192233_C_AC_A SNP 19865.63 18 11 8 31 15 23 29 19 19 25 12 8 11 14 18 11 8 31 15 23 29 19 19 25 12 8 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2869G>T NA NA NA NA 2529
Chr08 17192233 C A Chr08_17192233_C_AC_A SNP 19865.63 18 11 8 31 15 23 29 19 19 25 12 8 11 14 18 11 8 31 15 23 29 19 19 25 12 8 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2869G>T NA NA NA NA 2578
Chr08 17192233 C A Chr08_17192233_C_AC_A SNP 19865.63 18 11 8 31 15 23 29 19 19 25 12 8 11 14 18 11 8 31 15 23 29 19 19 25 12 8 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192233C>ANA NA NA NA NA
Chr08 17192237 C A Chr08_17192237_C_AC_A SNP 19505.63 17 10 7 27 15 22 28 18 20 25 13 9 11 12 17 10 7 27 15 22 28 18 20 25 13 9 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2873G>T NA NA NA NA 2533
Chr08 17192237 C A Chr08_17192237_C_AC_A SNP 19505.63 17 10 7 27 15 22 28 18 20 25 13 9 11 12 17 10 7 27 15 22 28 18 20 25 13 9 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2873G>T NA NA NA NA 2582
Chr08 17192237 C A Chr08_17192237_C_AC_A SNP 19505.63 17 10 7 27 15 22 28 18 20 25 13 9 11 12 17 10 7 27 15 22 28 18 20 25 13 9 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192237C>ANA NA NA NA NA
Chr08 17192243 C A Chr08_17192243_C_AC_A SNP 19370.63 18 11 9 27 15 21 27 19 18 28 14 9 11 11 18 11 9 27 15 21 27 19 18 28 14 9 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2879G>T NA NA NA NA 2539
Chr08 17192243 C A Chr08_17192243_C_AC_A SNP 19370.63 18 11 9 27 15 21 27 19 18 28 14 9 11 11 18 11 9 27 15 21 27 19 18 28 14 9 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2879G>T NA NA NA NA 2588
Chr08 17192243 C A Chr08_17192243_C_AC_A SNP 19370.63 18 11 9 27 15 21 27 19 18 28 14 9 11 11 18 11 9 27 15 21 27 19 18 28 14 9 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192243C>ANA NA NA NA NA
Chr08 17192246 C A Chr08_17192246_C_AC_A SNP 19730.63 20 11 9 28 15 22 28 19 17 28 13 9 10 11 20 11 9 28 15 22 28 19 17 28 13 9 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2882G>T NA NA NA NA 2542
Chr08 17192246 C A Chr08_17192246_C_AC_A SNP 19730.63 20 11 9 28 15 22 28 19 17 28 13 9 10 11 20 11 9 28 15 22 28 19 17 28 13 9 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2882G>T NA NA NA NA 2591
Chr08 17192246 C A Chr08_17192246_C_AC_A SNP 19730.63 20 11 9 28 15 22 28 19 17 28 13 9 10 11 20 11 9 28 15 22 28 19 17 28 13 9 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192246C>ANA NA NA NA NA
Chr08 17192247 GGA G Chr08_17192247_GGA_GGGA_G INDEL 20253.59 20 11 9 28 16 22 28 19 17 28 13 9 10 11 20 11 9 28 16 22 28 19 17 28 13 9 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2885_-2884delTCNA NA NA NA 2544
Chr08 17192247 GGA G Chr08_17192247_GGA_GGGA_G INDEL 20253.59 20 11 9 28 16 22 28 19 17 28 13 9 10 11 20 11 9 28 16 22 28 19 17 28 13 9 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2885_-2884delTCNA NA NA NA 2593
Chr08 17192247 GGA G Chr08_17192247_GGA_GGGA_G INDEL 20253.59 20 11 9 28 16 22 28 19 17 28 13 9 10 11 20 11 9 28 16 22 28 19 17 28 13 9 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192248_17192249delGANA NA NA NA NA
Chr08 17192274 G T Chr08_17192274_G_TG_T SNP 20205.63 24 10 11 29 22 22 32 19 20 27 17 17 7 14 24 10 11 29 22 22 32 19 20 27 17 17 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-2910C>A NA NA NA NA 2570
Chr08 17192274 G T Chr08_17192274_G_TG_T SNP 20205.63 24 10 11 29 22 22 32 19 20 27 17 17 7 14 24 10 11 29 22 22 32 19 20 27 17 17 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-2910C>A NA NA NA NA 2619
Chr08 17192274 G T Chr08_17192274_G_TG_T SNP 20205.63 24 10 11 29 22 22 32 19 20 27 17 17 7 14 24 10 11 29 22 22 32 19 20 27 17 17 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192274G>TNA NA NA NA NA
Chr08 17192627 A T Chr08_17192627_A_TA_T SNP 6837.29 0 0 0 27 22 25 28 26 0 0 0 0 0 0 33 23 13 27 22 25 28 26 23 37 11 13 13 16 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964658protein_codingNA c.-3263T>A NA NA NA NA 2923
Chr08 17192627 A T Chr08_17192627_A_TA_T SNP 6837.29 0 0 0 27 22 25 28 26 0 0 0 0 0 0 33 23 13 27 22 25 28 26 23 37 11 13 13 16 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c8_24650Pp3c8_24650transcript PAC:32964659protein_codingNA c.-3263T>A NA NA NA NA 2972
Chr08 17192627 A T Chr08_17192627_A_TA_T SNP 6837.29 0 0 0 27 22 25 28 26 0 0 0 0 0 0 33 23 13 27 22 25 28 26 23 37 11 13 13 16 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17192627A>TNA NA NA NA NA
Chr08 17196628 G C Chr08_17196628_G_CG_C SNP 5485.29 0 0 0 20 18 19 29 19 0 0 0 0 0 0 22 30 18 22 18 19 29 19 15 29 14 30 12 9 0 0 0 0.909 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17196628G>CNA NA NA NA NA
Chr08 17206884 A G Chr08_17206884_A_GA_G SNP 22058.63 32 18 13 26 21 32 36 38 27 31 20 14 9 10 32 18 13 26 21 32 36 38 27 31 20 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24650-Pp3c8_24670Pp3c8_24650-Pp3c8_24670intergenic_regionPp3c8_24650-Pp3c8_24670NA NA n.17206884A>GNA NA NA NA NA
Chr08 17294107 C CTA Chr08_17294107_C_CTAC_CTA INDEL 964.35 19 9 7 0 1 0 0 0 0 0 0 0 0 0 20 9 8 7 13 8 19 13 8 5 10 7 8 9 0.95 1 0.875 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c8_24730Pp3c8_24730transcript PAC:32964266protein_codingNA c.-2951_-2950insTANA NA NA NA 2950
Chr08 17294107 C CTA Chr08_17294107_C_CTAC_CTA INDEL 964.35 19 9 7 0 1 0 0 0 0 0 0 0 0 0 20 9 8 7 13 8 19 13 8 5 10 7 8 9 0.95 1 0.875 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c8_24740Pp3c8_24740transcript PAC:32964038protein_codingNA c.*4070_*4071insTANA NA NA NA 3168
Chr08 17294107 C CTA Chr08_17294107_C_CTAC_CTA INDEL 964.35 19 9 7 0 1 0 0 0 0 0 0 0 0 0 20 9 8 7 13 8 19 13 8 5 10 7 8 9 0.95 1 0.875 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c8_24740Pp3c8_24740transcript PAC:32964039protein_codingNA c.*4070_*4071insTANA NA NA NA 4070
Chr08 17294107 C CTA Chr08_17294107_C_CTAC_CTA INDEL 964.35 19 9 7 0 1 0 0 0 0 0 0 0 0 0 20 9 8 7 13 8 19 13 8 5 10 7 8 9 0.95 1 0.875 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c8_24700-Pp3c8_24730Pp3c8_24700-Pp3c8_24730intergenic_regionPp3c8_24700-Pp3c8_24730NA NA n.17294107_17294108insTANA NA NA NA NA
Chr08 17338323 T A Chr08_17338323_T_AT_A SNP 16399.63 30 8 14 21 18 22 40 17 22 15 14 9 13 6 30 8 14 21 18 22 40 17 22 15 14 9 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_24780-Pp3c8_24840Pp3c8_24780-Pp3c8_24840intergenic_regionPp3c8_24780-Pp3c8_24840NA NA n.17338323T>ANA NA NA NA NA
Chr08 17526666 A T Chr08_17526666_A_TA_T SNP 14612.29 43 23 20 1 0 0 0 0 34 24 12 28 10 9 43 23 20 25 21 19 20 24 34 24 12 28 10 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c8_25070Pp3c8_25070transcript PAC:32963877protein_codingNA c.-3395A>T NA NA NA NA 3395
Chr08 17526666 A T Chr08_17526666_A_TA_T SNP 14612.29 43 23 20 1 0 0 0 0 34 24 12 28 10 9 43 23 20 25 21 19 20 24 34 24 12 28 10 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c8_25050-Pp3c8_25070Pp3c8_25050-Pp3c8_25070intergenic_regionPp3c8_25050-Pp3c8_25070NA NA n.17526666A>TNA NA NA NA NA
Chr08 17569228 T A Chr08_17569228_T_AT_A SNP 20893.63 28 16 18 29 21 30 40 17 26 22 14 12 7 13 28 16 18 29 21 31 40 17 26 22 14 12 7 13 1 1 1 1 1 0.968 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_25140Pp3c8_25140transcript PAC:32965575protein_codingNA c.-1065T>A NA NA NA NA 589
Chr08 17569228 T A Chr08_17569228_T_AT_A SNP 20893.63 28 16 18 29 21 30 40 17 26 22 14 12 7 13 28 16 18 29 21 31 40 17 26 22 14 12 7 13 1 1 1 1 1 0.968 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_25140Pp3c8_25140transcript PAC:32965576protein_codingNA c.-1065T>A NA NA NA NA 623
Chr08 17569228 T A Chr08_17569228_T_AT_A SNP 20893.63 28 16 18 29 21 30 40 17 26 22 14 12 7 13 28 16 18 29 21 31 40 17 26 22 14 12 7 13 1 1 1 1 1 0.968 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_25110-Pp3c8_25140Pp3c8_25110-Pp3c8_25140intergenic_regionPp3c8_25110-Pp3c8_25140NA NA n.17569228T>ANA NA NA NA NA
Chr08 17569229 G A Chr08_17569229_G_AG_A SNP 20849.63 27 16 18 29 21 30 40 17 26 22 13 11 7 13 27 16 19 29 22 31 40 17 26 22 13 11 7 13 1 1 0.947 1 0.955 0.968 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_25140Pp3c8_25140transcript PAC:32965575protein_codingNA c.-1064G>A NA NA NA NA 588
Chr08 17569229 G A Chr08_17569229_G_AG_A SNP 20849.63 27 16 18 29 21 30 40 17 26 22 13 11 7 13 27 16 19 29 22 31 40 17 26 22 13 11 7 13 1 1 0.947 1 0.955 0.968 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c8_25140Pp3c8_25140transcript PAC:32965576protein_codingNA c.-1064G>A NA NA NA NA 622
Chr08 17569229 G A Chr08_17569229_G_AG_A SNP 20849.63 27 16 18 29 21 30 40 17 26 22 13 11 7 13 27 16 19 29 22 31 40 17 26 22 13 11 7 13 1 1 0.947 1 0.955 0.968 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c8_25110-Pp3c8_25140Pp3c8_25110-Pp3c8_25140intergenic_regionPp3c8_25110-Pp3c8_25140NA NA n.17569229G>ANA NA NA NA NA
Chr09 124934 C T Chr09_124934_C_TC_T SNP 5569.29 0 0 0 21 18 24 35 23 0 0 0 0 0 0 23 8 12 21 18 24 35 24 14 30 12 24 5 4 0 0 0 1 1 1 1 0.958 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_110-Pp3c9_370Pp3c9_110-Pp3c9_370intergenic_regionPp3c9_110-Pp3c9_370NA NA n.124934C>T NA NA NA NA NA
Chr09 201657 T C Chr09_201657_T_CT_C SNP 8229.63 13 7 8 15 9 9 12 7 5 6 6 8 8 7 13 7 8 15 9 9 12 7 5 6 6 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_410 Pp3c9_410 transcript PAC:32914076protein_codingNA c.-1506T>C NA NA NA NA 1506
Chr09 201657 T C Chr09_201657_T_CT_C SNP 8229.63 13 7 8 15 9 9 12 7 5 6 6 8 8 7 13 7 8 15 9 9 12 7 5 6 6 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_410 Pp3c9_410 transcript PAC:32914077protein_codingNA c.-1506T>C NA NA NA NA 1323
Chr09 201657 T C Chr09_201657_T_CT_C SNP 8229.63 13 7 8 15 9 9 12 7 5 6 6 8 8 7 13 7 8 15 9 9 12 7 5 6 6 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912083protein_codingNA c.*3900A>G NA NA NA NA 3851
Chr09 201657 T C Chr09_201657_T_CT_C SNP 8229.63 13 7 8 15 9 9 12 7 5 6 6 8 8 7 13 7 8 15 9 9 12 7 5 6 6 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912084protein_codingNA c.*3900A>G NA NA NA NA 3565
Chr09 201657 T C Chr09_201657_T_CT_C SNP 8229.63 13 7 8 15 9 9 12 7 5 6 6 8 8 7 13 7 8 15 9 9 12 7 5 6 6 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912086protein_codingNA c.*3900A>G NA NA NA NA 3772
Chr09 201657 T C Chr09_201657_T_CT_C SNP 8229.63 13 7 8 15 9 9 12 7 5 6 6 8 8 7 13 7 8 15 9 9 12 7 5 6 6 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912089protein_codingNA c.*3900A>G NA NA NA NA 3772
Chr09 201657 T C Chr09_201657_T_CT_C SNP 8229.63 13 7 8 15 9 9 12 7 5 6 6 8 8 7 13 7 8 15 9 9 12 7 5 6 6 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912085protein_codingNA c.*3900A>G NA NA NA NA 3772
Chr09 201657 T C Chr09_201657_T_CT_C SNP 8229.63 13 7 8 15 9 9 12 7 5 6 6 8 8 7 13 7 8 15 9 9 12 7 5 6 6 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912087protein_codingNA c.*3900A>G NA NA NA NA 3786
Chr09 201657 T C Chr09_201657_T_CT_C SNP 8229.63 13 7 8 15 9 9 12 7 5 6 6 8 8 7 13 7 8 15 9 9 12 7 5 6 6 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912088protein_codingNA c.*3900A>G NA NA NA NA 3856
Chr09 201657 T C Chr09_201657_T_CT_C SNP 8229.63 13 7 8 15 9 9 12 7 5 6 6 8 8 7 13 7 8 15 9 9 12 7 5 6 6 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_390-Pp3c9_410Pp3c9_390-Pp3c9_410intergenic_regionPp3c9_390-Pp3c9_410NA NA n.201657T>CNA NA NA NA NA
Chr09 201666 C A Chr09_201666_C_AC_A SNP 8286.63 14 6 8 12 7 7 12 8 5 10 5 6 7 4 14 6 8 12 7 7 12 8 5 10 5 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_410 Pp3c9_410 transcript PAC:32914076protein_codingNA c.-1497C>A NA NA NA NA 1497
Chr09 201666 C A Chr09_201666_C_AC_A SNP 8286.63 14 6 8 12 7 7 12 8 5 10 5 6 7 4 14 6 8 12 7 7 12 8 5 10 5 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_410 Pp3c9_410 transcript PAC:32914077protein_codingNA c.-1497C>A NA NA NA NA 1314
Chr09 201666 C A Chr09_201666_C_AC_A SNP 8286.63 14 6 8 12 7 7 12 8 5 10 5 6 7 4 14 6 8 12 7 7 12 8 5 10 5 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912083protein_codingNA c.*3891G>T NA NA NA NA 3842
Chr09 201666 C A Chr09_201666_C_AC_A SNP 8286.63 14 6 8 12 7 7 12 8 5 10 5 6 7 4 14 6 8 12 7 7 12 8 5 10 5 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912084protein_codingNA c.*3891G>T NA NA NA NA 3556
Chr09 201666 C A Chr09_201666_C_AC_A SNP 8286.63 14 6 8 12 7 7 12 8 5 10 5 6 7 4 14 6 8 12 7 7 12 8 5 10 5 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912086protein_codingNA c.*3891G>T NA NA NA NA 3763
Chr09 201666 C A Chr09_201666_C_AC_A SNP 8286.63 14 6 8 12 7 7 12 8 5 10 5 6 7 4 14 6 8 12 7 7 12 8 5 10 5 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912089protein_codingNA c.*3891G>T NA NA NA NA 3763
Chr09 201666 C A Chr09_201666_C_AC_A SNP 8286.63 14 6 8 12 7 7 12 8 5 10 5 6 7 4 14 6 8 12 7 7 12 8 5 10 5 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912085protein_codingNA c.*3891G>T NA NA NA NA 3763
Chr09 201666 C A Chr09_201666_C_AC_A SNP 8286.63 14 6 8 12 7 7 12 8 5 10 5 6 7 4 14 6 8 12 7 7 12 8 5 10 5 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912087protein_codingNA c.*3891G>T NA NA NA NA 3777
Chr09 201666 C A Chr09_201666_C_AC_A SNP 8286.63 14 6 8 12 7 7 12 8 5 10 5 6 7 4 14 6 8 12 7 7 12 8 5 10 5 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912088protein_codingNA c.*3891G>T NA NA NA NA 3847
Chr09 201666 C A Chr09_201666_C_AC_A SNP 8286.63 14 6 8 12 7 7 12 8 5 10 5 6 7 4 14 6 8 12 7 7 12 8 5 10 5 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_390-Pp3c9_410Pp3c9_390-Pp3c9_410intergenic_regionPp3c9_390-Pp3c9_410NA NA n.201666C>ANA NA NA NA NA
Chr09 201670 G A Chr09_201670_G_AG_A SNP 7740.63 16 6 8 11 7 7 12 7 4 8 5 5 7 4 16 6 8 11 7 7 12 7 4 8 5 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_410 Pp3c9_410 transcript PAC:32914076protein_codingNA c.-1493G>A NA NA NA NA 1493
Chr09 201670 G A Chr09_201670_G_AG_A SNP 7740.63 16 6 8 11 7 7 12 7 4 8 5 5 7 4 16 6 8 11 7 7 12 7 4 8 5 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_410 Pp3c9_410 transcript PAC:32914077protein_codingNA c.-1493G>A NA NA NA NA 1310
Chr09 201670 G A Chr09_201670_G_AG_A SNP 7740.63 16 6 8 11 7 7 12 7 4 8 5 5 7 4 16 6 8 11 7 7 12 7 4 8 5 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912083protein_codingNA c.*3887C>T NA NA NA NA 3838
Chr09 201670 G A Chr09_201670_G_AG_A SNP 7740.63 16 6 8 11 7 7 12 7 4 8 5 5 7 4 16 6 8 11 7 7 12 7 4 8 5 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912084protein_codingNA c.*3887C>T NA NA NA NA 3552
Chr09 201670 G A Chr09_201670_G_AG_A SNP 7740.63 16 6 8 11 7 7 12 7 4 8 5 5 7 4 16 6 8 11 7 7 12 7 4 8 5 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912086protein_codingNA c.*3887C>T NA NA NA NA 3759
Chr09 201670 G A Chr09_201670_G_AG_A SNP 7740.63 16 6 8 11 7 7 12 7 4 8 5 5 7 4 16 6 8 11 7 7 12 7 4 8 5 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912089protein_codingNA c.*3887C>T NA NA NA NA 3759
Chr09 201670 G A Chr09_201670_G_AG_A SNP 7740.63 16 6 8 11 7 7 12 7 4 8 5 5 7 4 16 6 8 11 7 7 12 7 4 8 5 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912085protein_codingNA c.*3887C>T NA NA NA NA 3759
Chr09 201670 G A Chr09_201670_G_AG_A SNP 7740.63 16 6 8 11 7 7 12 7 4 8 5 5 7 4 16 6 8 11 7 7 12 7 4 8 5 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912087protein_codingNA c.*3887C>T NA NA NA NA 3773
Chr09 201670 G A Chr09_201670_G_AG_A SNP 7740.63 16 6 8 11 7 7 12 7 4 8 5 5 7 4 16 6 8 11 7 7 12 7 4 8 5 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912088protein_codingNA c.*3887C>T NA NA NA NA 3843
Chr09 201670 G A Chr09_201670_G_AG_A SNP 7740.63 16 6 8 11 7 7 12 7 4 8 5 5 7 4 16 6 8 11 7 7 12 7 4 8 5 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_390-Pp3c9_410Pp3c9_390-Pp3c9_410intergenic_regionPp3c9_390-Pp3c9_410NA NA n.201670G>ANA NA NA NA NA
Chr09 201784 CAT C Chr09_201784_CAT_CCAT_C INDEL 8978.59 23 16 10 13 21 12 18 13 8 10 9 10 11 6 23 17 10 13 22 12 18 14 8 10 9 12 12 6 1 0.941 1 1 0.955 1 1 0.929 1 1 1 0.833 0.917 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_410 Pp3c9_410 transcript PAC:32914076protein_codingNA c.-1378_-1377delATNA NA NA NA 1378
Chr09 201784 CAT C Chr09_201784_CAT_CCAT_C INDEL 8978.59 23 16 10 13 21 12 18 13 8 10 9 10 11 6 23 17 10 13 22 12 18 14 8 10 9 12 12 6 1 0.941 1 1 0.955 1 1 0.929 1 1 1 0.833 0.917 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_410 Pp3c9_410 transcript PAC:32914077protein_codingNA c.-1378_-1377delATNA NA NA NA 1195
Chr09 201784 CAT C Chr09_201784_CAT_CCAT_C INDEL 8978.59 23 16 10 13 21 12 18 13 8 10 9 10 11 6 23 17 10 13 22 12 18 14 8 10 9 12 12 6 1 0.941 1 1 0.955 1 1 0.929 1 1 1 0.833 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912083protein_codingNA c.*3771_*3772delATNA NA NA NA 3723
Chr09 201784 CAT C Chr09_201784_CAT_CCAT_C INDEL 8978.59 23 16 10 13 21 12 18 13 8 10 9 10 11 6 23 17 10 13 22 12 18 14 8 10 9 12 12 6 1 0.941 1 1 0.955 1 1 0.929 1 1 1 0.833 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912084protein_codingNA c.*3771_*3772delATNA NA NA NA 3437
Chr09 201784 CAT C Chr09_201784_CAT_CCAT_C INDEL 8978.59 23 16 10 13 21 12 18 13 8 10 9 10 11 6 23 17 10 13 22 12 18 14 8 10 9 12 12 6 1 0.941 1 1 0.955 1 1 0.929 1 1 1 0.833 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912086protein_codingNA c.*3771_*3772delATNA NA NA NA 3644
Chr09 201784 CAT C Chr09_201784_CAT_CCAT_C INDEL 8978.59 23 16 10 13 21 12 18 13 8 10 9 10 11 6 23 17 10 13 22 12 18 14 8 10 9 12 12 6 1 0.941 1 1 0.955 1 1 0.929 1 1 1 0.833 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912089protein_codingNA c.*3771_*3772delATNA NA NA NA 3644
Chr09 201784 CAT C Chr09_201784_CAT_CCAT_C INDEL 8978.59 23 16 10 13 21 12 18 13 8 10 9 10 11 6 23 17 10 13 22 12 18 14 8 10 9 12 12 6 1 0.941 1 1 0.955 1 1 0.929 1 1 1 0.833 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912085protein_codingNA c.*3771_*3772delATNA NA NA NA 3644
Chr09 201784 CAT C Chr09_201784_CAT_CCAT_C INDEL 8978.59 23 16 10 13 21 12 18 13 8 10 9 10 11 6 23 17 10 13 22 12 18 14 8 10 9 12 12 6 1 0.941 1 1 0.955 1 1 0.929 1 1 1 0.833 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912087protein_codingNA c.*3771_*3772delATNA NA NA NA 3658
Chr09 201784 CAT C Chr09_201784_CAT_CCAT_C INDEL 8978.59 23 16 10 13 21 12 18 13 8 10 9 10 11 6 23 17 10 13 22 12 18 14 8 10 9 12 12 6 1 0.941 1 1 0.955 1 1 0.929 1 1 1 0.833 0.917 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_430 Pp3c9_430 transcript PAC:32912088protein_codingNA c.*3771_*3772delATNA NA NA NA 3728
Chr09 201784 CAT C Chr09_201784_CAT_CCAT_C INDEL 8978.59 23 16 10 13 21 12 18 13 8 10 9 10 11 6 23 17 10 13 22 12 18 14 8 10 9 12 12 6 1 0.941 1 1 0.955 1 1 0.929 1 1 1 0.833 0.917 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_390-Pp3c9_410Pp3c9_390-Pp3c9_410intergenic_regionPp3c9_390-Pp3c9_410NA NA n.201785_201786delATNA NA NA NA NA
Chr09 377018 CT C Chr09_377018_CT_CCT_C INDEL 18591.59 25 14 15 17 25 25 33 18 20 29 15 14 9 10 25 14 15 17 25 25 33 18 20 29 15 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_760 Pp3c9_760 transcript PAC:32911669protein_codingNA c.-432delA NA NA NA NA 432
Chr09 377018 CT C Chr09_377018_CT_CCT_C INDEL 18591.59 25 14 15 17 25 25 33 18 20 29 15 14 9 10 25 14 15 17 25 25 33 18 20 29 15 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_760 Pp3c9_760 transcript PAC:32911670protein_codingNA c.-2037delA NA NA NA NA 1686
Chr09 377018 CT C Chr09_377018_CT_CCT_C INDEL 18591.59 25 14 15 17 25 25 33 18 20 29 15 14 9 10 25 14 15 17 25 25 33 18 20 29 15 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_760 Pp3c9_760 transcript PAC:32911671protein_codingNA c.-2037delA NA NA NA NA 1239
Chr09 377018 CT C Chr09_377018_CT_CCT_C INDEL 18591.59 25 14 15 17 25 25 33 18 20 29 15 14 9 10 25 14 15 17 25 25 33 18 20 29 15 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_740 Pp3c9_740 transcript PAC:32912699protein_codingNA c.*4712delT NA NA NA NA 4712
Chr09 377018 CT C Chr09_377018_CT_CCT_C INDEL 18591.59 25 14 15 17 25 25 33 18 20 29 15 14 9 10 25 14 15 17 25 25 33 18 20 29 15 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_780 Pp3c9_780 transcript PAC:32913591protein_codingNA c.*2855delA NA NA NA NA 2855
Chr09 377018 CT C Chr09_377018_CT_CCT_C INDEL 18591.59 25 14 15 17 25 25 33 18 20 29 15 14 9 10 25 14 15 17 25 25 33 18 20 29 15 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_790 Pp3c9_790 transcript PAC:32911796protein_codingNA c.*3691delA NA NA NA NA 3691
Chr09 377018 CT C Chr09_377018_CT_CCT_C INDEL 18591.59 25 14 15 17 25 25 33 18 20 29 15 14 9 10 25 14 15 17 25 25 33 18 20 29 15 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_740 Pp3c9_740 transcript PAC:32912700protein_codingNA c.*4712delT NA NA NA NA 4712
Chr09 377018 CT C Chr09_377018_CT_CCT_C INDEL 18591.59 25 14 15 17 25 25 33 18 20 29 15 14 9 10 25 14 15 17 25 25 33 18 20 29 15 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_760-Pp3c9_780Pp3c9_760-Pp3c9_780intergenic_regionPp3c9_760-Pp3c9_780NA NA n.377019delTNA NA NA NA NA
Chr09 377024 G GT Chr09_377024_G_GTG_GT INDEL 18924.59 25 14 16 17 24 24 31 19 20 28 15 14 8 11 25 14 16 17 24 24 31 19 20 28 15 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_760 Pp3c9_760 transcript PAC:32911669protein_codingNA c.-438_-437insANA NA NA NA 438
Chr09 377024 G GT Chr09_377024_G_GTG_GT INDEL 18924.59 25 14 16 17 24 24 31 19 20 28 15 14 8 11 25 14 16 17 24 24 31 19 20 28 15 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_760 Pp3c9_760 transcript PAC:32911670protein_codingNA c.-2043_-2042insANA NA NA NA 1692
Chr09 377024 G GT Chr09_377024_G_GTG_GT INDEL 18924.59 25 14 16 17 24 24 31 19 20 28 15 14 8 11 25 14 16 17 24 24 31 19 20 28 15 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_760 Pp3c9_760 transcript PAC:32911671protein_codingNA c.-2043_-2042insANA NA NA NA 1245
Chr09 377024 G GT Chr09_377024_G_GTG_GT INDEL 18924.59 25 14 16 17 24 24 31 19 20 28 15 14 8 11 25 14 16 17 24 24 31 19 20 28 15 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_740 Pp3c9_740 transcript PAC:32912699protein_codingNA c.*4717_*4718insTNA NA NA NA 4718
Chr09 377024 G GT Chr09_377024_G_GTG_GT INDEL 18924.59 25 14 16 17 24 24 31 19 20 28 15 14 8 11 25 14 16 17 24 24 31 19 20 28 15 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_780 Pp3c9_780 transcript PAC:32913591protein_codingNA c.*2849_*2850insANA NA NA NA 2849
Chr09 377024 G GT Chr09_377024_G_GTG_GT INDEL 18924.59 25 14 16 17 24 24 31 19 20 28 15 14 8 11 25 14 16 17 24 24 31 19 20 28 15 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_790 Pp3c9_790 transcript PAC:32911796protein_codingNA c.*3685_*3686insANA NA NA NA 3685
Chr09 377024 G GT Chr09_377024_G_GTG_GT INDEL 18924.59 25 14 16 17 24 24 31 19 20 28 15 14 8 11 25 14 16 17 24 24 31 19 20 28 15 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_740 Pp3c9_740 transcript PAC:32912700protein_codingNA c.*4717_*4718insTNA NA NA NA 4718
Chr09 377024 G GT Chr09_377024_G_GTG_GT INDEL 18924.59 25 14 16 17 24 24 31 19 20 28 15 14 8 11 25 14 16 17 24 24 31 19 20 28 15 14 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_760-Pp3c9_780Pp3c9_760-Pp3c9_780intergenic_regionPp3c9_760-Pp3c9_780NA NA n.377024_377025insTNA NA NA NA NA
Chr09 377165 T C Chr09_377165_T_CT_C SNP 13102.63 17 6 10 16 11 21 27 13 17 17 12 9 6 8 17 6 10 16 11 21 27 13 17 17 12 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_760 Pp3c9_760 transcript PAC:32911669protein_codingNA c.-578A>G NA NA NA NA 578
Chr09 377165 T C Chr09_377165_T_CT_C SNP 13102.63 17 6 10 16 11 21 27 13 17 17 12 9 6 8 17 6 10 16 11 21 27 13 17 17 12 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_760 Pp3c9_760 transcript PAC:32911670protein_codingNA c.-2183A>G NA NA NA NA 1832
Chr09 377165 T C Chr09_377165_T_CT_C SNP 13102.63 17 6 10 16 11 21 27 13 17 17 12 9 6 8 17 6 10 16 11 21 27 13 17 17 12 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_760 Pp3c9_760 transcript PAC:32911671protein_codingNA c.-2183A>G NA NA NA NA 1385
Chr09 377165 T C Chr09_377165_T_CT_C SNP 13102.63 17 6 10 16 11 21 27 13 17 17 12 9 6 8 17 6 10 16 11 21 27 13 17 17 12 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_740 Pp3c9_740 transcript PAC:32912699protein_codingNA c.*4858T>C NA NA NA NA 4858
Chr09 377165 T C Chr09_377165_T_CT_C SNP 13102.63 17 6 10 16 11 21 27 13 17 17 12 9 6 8 17 6 10 16 11 21 27 13 17 17 12 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_780 Pp3c9_780 transcript PAC:32913591protein_codingNA c.*2709A>G NA NA NA NA 2709
Chr09 377165 T C Chr09_377165_T_CT_C SNP 13102.63 17 6 10 16 11 21 27 13 17 17 12 9 6 8 17 6 10 16 11 21 27 13 17 17 12 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_790 Pp3c9_790 transcript PAC:32911796protein_codingNA c.*3545A>G NA NA NA NA 3545
Chr09 377165 T C Chr09_377165_T_CT_C SNP 13102.63 17 6 10 16 11 21 27 13 17 17 12 9 6 8 17 6 10 16 11 21 27 13 17 17 12 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_740 Pp3c9_740 transcript PAC:32912700protein_codingNA c.*4858T>C NA NA NA NA 4858
Chr09 377165 T C Chr09_377165_T_CT_C SNP 13102.63 17 6 10 16 11 21 27 13 17 17 12 9 6 8 17 6 10 16 11 21 27 13 17 17 12 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_760-Pp3c9_780Pp3c9_760-Pp3c9_780intergenic_regionPp3c9_760-Pp3c9_780NA NA n.377165T>CNA NA NA NA NA
Chr09 501091 A T Chr09_501091_A_TA_T SNP 19700.63 35 10 11 12 17 36 31 18 22 27 19 23 16 17 35 10 11 12 17 36 31 18 22 27 19 23 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_910-Pp3c9_940Pp3c9_910-Pp3c9_940intergenic_regionPp3c9_910-Pp3c9_940NA NA n.501091A>TNA NA NA NA NA
Chr09 502275 A AT Chr09_502275_A_ATA_AT INDEL 15770.59 27 11 17 29 20 12 23 24 26 27 16 18 11 9 27 11 17 29 20 12 23 24 26 27 16 18 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_910-Pp3c9_940Pp3c9_910-Pp3c9_940intergenic_regionPp3c9_910-Pp3c9_940NA NA n.502275_502276insTNA NA NA NA NA
Chr09 581259 G A Chr09_581259_G_AG_A SNP 17638.63 26 14 13 20 15 29 28 17 17 22 9 12 14 8 26 14 13 20 15 29 28 17 17 22 9 12 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c9_1020 Pp3c9_1020 transcript PAC:32911114protein_coding janv-17 c.-494C>T NA NA NA NA NA
Chr09 581259 G A Chr09_581259_G_AG_A SNP 17638.63 26 14 13 20 15 29 28 17 17 22 9 12 14 8 26 14 13 20 15 29 28 17 17 22 9 12 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911114protein_coding janv-17 c.-494C>T NA NA NA NA 494
Chr09 581259 G A Chr09_581259_G_AG_A SNP 17638.63 26 14 13 20 15 29 28 17 17 22 9 12 14 8 26 14 13 20 15 29 28 17 17 22 9 12 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911112protein_coding janv-17 c.-25+455C>TNA NA NA NA NA
Chr09 581259 G A Chr09_581259_G_AG_A SNP 17638.63 26 14 13 20 15 29 28 17 17 22 9 12 14 8 26 14 13 20 15 29 28 17 17 22 9 12 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911113protein_coding janv-17 c.-25+379C>TNA NA NA NA NA
Chr09 581259 G A Chr09_581259_G_AG_A SNP 17638.63 26 14 13 20 15 29 28 17 17 22 9 12 14 8 26 14 13 20 15 29 28 17 17 22 9 12 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911115protein_coding janv-16 c.-25+455C>TNA NA NA NA NA
Chr09 581267 C CA Chr09_581267_C_CAC_CA INDEL 17939.59 26 14 13 19 13 30 30 18 16 25 9 12 14 7 26 14 13 19 13 30 30 18 16 25 9 12 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911114protein_coding janv-17 c.-503dupT NA NA NA NA 503
Chr09 581267 C CA Chr09_581267_C_CAC_CA INDEL 17939.59 26 14 13 19 13 30 30 18 16 25 9 12 14 7 26 14 13 19 13 30 30 18 16 25 9 12 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911112protein_coding janv-17 c.-25+446dupTNA NA NA NA NA
Chr09 581267 C CA Chr09_581267_C_CAC_CA INDEL 17939.59 26 14 13 19 13 30 30 18 16 25 9 12 14 7 26 14 13 19 13 30 30 18 16 25 9 12 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911113protein_coding janv-17 c.-25+370dupTNA NA NA NA NA
Chr09 581267 C CA Chr09_581267_C_CAC_CA INDEL 17939.59 26 14 13 19 13 30 30 18 16 25 9 12 14 7 26 14 13 19 13 30 30 18 16 25 9 12 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911115protein_coding janv-16 c.-25+446dupTNA NA NA NA NA
Chr09 581271 AC A Chr09_581271_AC_AAC_A INDEL 17571.59 26 14 12 20 12 31 27 17 16 25 10 12 14 7 26 14 12 20 12 31 27 17 16 25 10 12 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911114protein_coding janv-17 c.-507delG NA NA NA NA 507
Chr09 581271 AC A Chr09_581271_AC_AAC_A INDEL 17571.59 26 14 12 20 12 31 27 17 16 25 10 12 14 7 26 14 12 20 12 31 27 17 16 25 10 12 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911112protein_coding janv-17 c.-25+442delGNA NA NA NA NA
Chr09 581271 AC A Chr09_581271_AC_AAC_A INDEL 17571.59 26 14 12 20 12 31 27 17 16 25 10 12 14 7 26 14 12 20 12 31 27 17 16 25 10 12 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911113protein_coding janv-17 c.-25+366delGNA NA NA NA NA
Chr09 581271 AC A Chr09_581271_AC_AAC_A INDEL 17571.59 26 14 12 20 12 31 27 17 16 25 10 12 14 7 26 14 12 20 12 31 27 17 16 25 10 12 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_1020 Pp3c9_1020 transcript PAC:32911115protein_coding janv-16 c.-25+442delGNA NA NA NA NA
Chr09 757950 A AAT Chr09_757950_A_AATA_AAT INDEL 3692.24 12 7 10 0 0 2 1 0 15 14 8 5 4 5 12 8 10 13 15 12 18 14 15 14 8 5 4 5 1 0.875 1 0 0 0.167 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c9_1280 Pp3c9_1280 transcript PAC:32913075protein_codingNA c.-1855_-1854insATNA NA NA NA 1789
Chr09 757950 A AAT Chr09_757950_A_AATA_AAT INDEL 3692.24 12 7 10 0 0 2 1 0 15 14 8 5 4 5 12 8 10 13 15 12 18 14 15 14 8 5 4 5 1 0.875 1 0 0 0.167 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c9_1280 Pp3c9_1280 transcript PAC:32913076protein_codingNA c.-1855_-1854insATNA NA NA NA 741
Chr09 757950 A AAT Chr09_757950_A_AATA_AAT INDEL 3692.24 12 7 10 0 0 2 1 0 15 14 8 5 4 5 12 8 10 13 15 12 18 14 15 14 8 5 4 5 1 0.875 1 0 0 0.167 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c9_1280-Pp3c9_1350Pp3c9_1280-Pp3c9_1350intergenic_regionPp3c9_1280-Pp3c9_1350NA NA n.757950_757951insATNA NA NA NA NA
Chr09 816775 A AAT Chr09_816775_A_AATA_AAT INDEL 160.37 1 1 8 0 0 1 0 0 1 0 0 0 1 0 15 8 9 18 11 17 20 10 17 18 8 8 9 5 0 0 0.889 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c9_1400 Pp3c9_1400 transcript PAC:32913156protein_codingNA c.-2176_-2175insATNA NA NA NA 1895
Chr09 816775 A AAT Chr09_816775_A_AATA_AAT INDEL 160.37 1 1 8 0 0 1 0 0 1 0 0 0 1 0 15 8 9 18 11 17 20 10 17 18 8 8 9 5 0 0 0.889 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c9_1400 Pp3c9_1400 transcript PAC:32913157protein_codingNA c.-2176_-2175insATNA NA NA NA 1895
Chr09 816775 A AAT Chr09_816775_A_AATA_AAT INDEL 160.37 1 1 8 0 0 1 0 0 1 0 0 0 1 0 15 8 9 18 11 17 20 10 17 18 8 8 9 5 0 0 0.889 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c9_1380 Pp3c9_1380 transcript PAC:32911277protein_codingNA c.*186_*187insATNA NA NA NA 77
Chr09 816775 A AAT Chr09_816775_A_AATA_AAT INDEL 160.37 1 1 8 0 0 1 0 0 1 0 0 0 1 0 15 8 9 18 11 17 20 10 17 18 8 8 9 5 0 0 0.889 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c9_1380 Pp3c9_1380 transcript PAC:32911278protein_codingNA c.*186_*187insATNA NA NA NA 77
Chr09 816775 A AAT Chr09_816775_A_AATA_AAT INDEL 160.37 1 1 8 0 0 1 0 0 1 0 0 0 1 0 15 8 9 18 11 17 20 10 17 18 8 8 9 5 0 0 0.889 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c9_1380 Pp3c9_1380 transcript PAC:32911279protein_codingNA c.*186_*187insATNA NA NA NA 169
Chr09 816775 A AAT Chr09_816775_A_AATA_AAT INDEL 160.37 1 1 8 0 0 1 0 0 1 0 0 0 1 0 15 8 9 18 11 17 20 10 17 18 8 8 9 5 0 0 0.889 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c9_1380-Pp3c9_1400Pp3c9_1380-Pp3c9_1400intergenic_regionPp3c9_1380-Pp3c9_1400NA NA n.816775_816776insATNA NA NA NA NA
Chr09 864697 GTA G Chr09_864697_GTA_GGTA_G INDEL 10831.59 23 13 12 20 14 12 28 20 12 22 8 14 5 9 24 13 12 21 14 12 29 20 12 22 9 14 5 9 0.958 1 1 0.952 1 1 0.966 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_1490 Pp3c9_1490 transcript PAC:32912019protein_codingNA c.-4322_-4321delTANA NA NA NA 2765
Chr09 864697 GTA G Chr09_864697_GTA_GGTA_G INDEL 10831.59 23 13 12 20 14 12 28 20 12 22 8 14 5 9 24 13 12 21 14 12 29 20 12 22 9 14 5 9 0.958 1 1 0.952 1 1 0.966 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_1490 Pp3c9_1490 transcript PAC:32912023protein_codingNA c.-4322_-4321delTANA NA NA NA 2765
Chr09 864697 GTA G Chr09_864697_GTA_GGTA_G INDEL 10831.59 23 13 12 20 14 12 28 20 12 22 8 14 5 9 24 13 12 21 14 12 29 20 12 22 9 14 5 9 0.958 1 1 0.952 1 1 0.966 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_1490 Pp3c9_1490 transcript PAC:32912020protein_codingNA c.-4322_-4321delTANA NA NA NA 2765
Chr09 864697 GTA G Chr09_864697_GTA_GGTA_G INDEL 10831.59 23 13 12 20 14 12 28 20 12 22 8 14 5 9 24 13 12 21 14 12 29 20 12 22 9 14 5 9 0.958 1 1 0.952 1 1 0.966 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_1490 Pp3c9_1490 transcript PAC:32912021protein_codingNA c.-4322_-4321delTANA NA NA NA 2765
Chr09 864697 GTA G Chr09_864697_GTA_GGTA_G INDEL 10831.59 23 13 12 20 14 12 28 20 12 22 8 14 5 9 24 13 12 21 14 12 29 20 12 22 9 14 5 9 0.958 1 1 0.952 1 1 0.966 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_1490 Pp3c9_1490 transcript PAC:32912022protein_codingNA c.-4322_-4321delTANA NA NA NA 2803
Chr09 864697 GTA G Chr09_864697_GTA_GGTA_G INDEL 10831.59 23 13 12 20 14 12 28 20 12 22 8 14 5 9 24 13 12 21 14 12 29 20 12 22 9 14 5 9 0.958 1 1 0.952 1 1 0.966 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_1480 Pp3c9_1480 transcript PAC:32914322protein_codingNA c.*2436_*2437delTANA NA NA NA 2103
Chr09 864697 GTA G Chr09_864697_GTA_GGTA_G INDEL 10831.59 23 13 12 20 14 12 28 20 12 22 8 14 5 9 24 13 12 21 14 12 29 20 12 22 9 14 5 9 0.958 1 1 0.952 1 1 0.966 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_1480 Pp3c9_1480 transcript PAC:32914325protein_codingNA c.*2436_*2437delTANA NA NA NA 2103
Chr09 864697 GTA G Chr09_864697_GTA_GGTA_G INDEL 10831.59 23 13 12 20 14 12 28 20 12 22 8 14 5 9 24 13 12 21 14 12 29 20 12 22 9 14 5 9 0.958 1 1 0.952 1 1 0.966 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_1480 Pp3c9_1480 transcript PAC:32914324protein_codingNA c.*2436_*2437delTANA NA NA NA 2082
Chr09 864697 GTA G Chr09_864697_GTA_GGTA_G INDEL 10831.59 23 13 12 20 14 12 28 20 12 22 8 14 5 9 24 13 12 21 14 12 29 20 12 22 9 14 5 9 0.958 1 1 0.952 1 1 0.966 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_1480 Pp3c9_1480 transcript PAC:32914323protein_codingNA c.*2436_*2437delTANA NA NA NA 2103
Chr09 864697 GTA G Chr09_864697_GTA_GGTA_G INDEL 10831.59 23 13 12 20 14 12 28 20 12 22 8 14 5 9 24 13 12 21 14 12 29 20 12 22 9 14 5 9 0.958 1 1 0.952 1 1 0.966 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_1480-Pp3c9_1490Pp3c9_1480-Pp3c9_1490intergenic_regionPp3c9_1480-Pp3c9_1490NA NA n.864698_864699delTANA NA NA NA NA
Chr09 931774 A AATATATACAAAGTCAAAGChr09_931774_A_AATATATACAAAGTCAAAGA_AATATATACAAAGTCAAAGINDEL 30709.59 38 21 25 20 25 48 35 29 35 30 29 22 15 14 38 21 25 20 25 48 35 29 35 30 29 22 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_1580-Pp3c9_1590Pp3c9_1580-Pp3c9_1590intergenic_regionPp3c9_1580-Pp3c9_1590NA NA n.931774_931775insATATATACAAAGTCAAAGNA NA NA NA NA
Chr09 1011703 G T Chr09_1011703_G_TG_T SNP 18388.63 30 16 17 17 22 26 21 23 14 27 18 12 10 11 30 16 17 17 22 26 21 23 14 27 18 12 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_1690-Pp3c9_1750Pp3c9_1690-Pp3c9_1750intergenic_regionPp3c9_1690-Pp3c9_1750NA NA n.1011703G>TNA NA NA NA NA
Chr09 1036610 A AAT Chr09_1036610_A_AATA_AAT INDEL 115.37 1 0 0 0 0 0 0 0 0 1 1 0 0 5 28 11 16 21 17 26 18 12 17 16 12 13 16 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c9_1690-Pp3c9_1750Pp3c9_1690-Pp3c9_1750intergenic_regionPp3c9_1690-Pp3c9_1750NA NA n.1036610_1036611insATNA NA NA NA NA
Chr09 1141687 C T Chr09_1141687_C_TC_T SNP 2788.39 39 18 12 0 0 0 0 0 0 0 0 0 0 0 39 18 12 21 13 25 25 19 31 13 13 15 18 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_1920 Pp3c9_1920 transcript PAC:32911865protein_codingNA c.-3469C>T NA NA NA NA 2219
Chr09 1141687 C T Chr09_1141687_C_TC_T SNP 2788.39 39 18 12 0 0 0 0 0 0 0 0 0 0 0 39 18 12 21 13 25 25 19 31 13 13 15 18 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_1920 Pp3c9_1920 transcript PAC:32911866protein_codingNA c.-3469C>T NA NA NA NA 2397
Chr09 1141687 C T Chr09_1141687_C_TC_T SNP 2788.39 39 18 12 0 0 0 0 0 0 0 0 0 0 0 39 18 12 21 13 25 25 19 31 13 13 15 18 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c9_1890-Pp3c9_1920Pp3c9_1890-Pp3c9_1920intergenic_regionPp3c9_1890-Pp3c9_1920NA NA n.1141687C>TNA NA NA NA NA
Chr09 1266364 T C Chr09_1266364_T_CT_C SNP 4257.98 0 0 0 0 0 0 0 0 24 21 15 13 13 7 35 25 14 22 22 33 23 20 24 21 15 13 13 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c9_2080-Pp3c9_2110Pp3c9_2080-Pp3c9_2110intergenic_regionPp3c9_2080-Pp3c9_2110NA NA n.1266364T>CNA NA NA NA NA
Chr09 1396827 T G Chr09_1396827_T_GT_G SNP 3191.24 0 0 0 20 8 21 27 22 0 0 0 0 0 0 28 15 12 21 8 23 29 24 19 18 7 12 9 6 0 0 0 0.952 1 0.913 0.931 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_2290 Pp3c9_2290 transcript PAC:32911984protein_codingNA c.-2783A>C NA NA NA NA 2511
Chr09 1396827 T G Chr09_1396827_T_GT_G SNP 3191.24 0 0 0 20 8 21 27 22 0 0 0 0 0 0 28 15 12 21 8 23 29 24 19 18 7 12 9 6 0 0 0 0.952 1 0.913 0.931 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_2290 Pp3c9_2290 transcript PAC:32911985protein_codingNA c.-2783A>C NA NA NA NA 2395
Chr09 1396827 T G Chr09_1396827_T_GT_G SNP 3191.24 0 0 0 20 8 21 27 22 0 0 0 0 0 0 28 15 12 21 8 23 29 24 19 18 7 12 9 6 0 0 0 0.952 1 0.913 0.931 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_2300 Pp3c9_2300 transcript PAC:32913739protein_codingNA c.*4279A>C NA NA NA NA 3741
Chr09 1396827 T G Chr09_1396827_T_GT_G SNP 3191.24 0 0 0 20 8 21 27 22 0 0 0 0 0 0 28 15 12 21 8 23 29 24 19 18 7 12 9 6 0 0 0 0.952 1 0.913 0.931 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_2300 Pp3c9_2300 transcript PAC:32913740protein_codingNA c.*4279A>C NA NA NA NA 3799
Chr09 1396827 T G Chr09_1396827_T_GT_G SNP 3191.24 0 0 0 20 8 21 27 22 0 0 0 0 0 0 28 15 12 21 8 23 29 24 19 18 7 12 9 6 0 0 0 0.952 1 0.913 0.931 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_2300 Pp3c9_2300 transcript PAC:32913741protein_codingNA c.*4487A>C NA NA NA NA 3799
Chr09 1396827 T G Chr09_1396827_T_GT_G SNP 3191.24 0 0 0 20 8 21 27 22 0 0 0 0 0 0 28 15 12 21 8 23 29 24 19 18 7 12 9 6 0 0 0 0.952 1 0.913 0.931 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_2300 Pp3c9_2300 transcript PAC:32913742protein_codingNA c.*4771A>C NA NA NA NA 3799
Chr09 1396827 T G Chr09_1396827_T_GT_G SNP 3191.24 0 0 0 20 8 21 27 22 0 0 0 0 0 0 28 15 12 21 8 23 29 24 19 18 7 12 9 6 0 0 0 0.952 1 0.913 0.931 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_2290-Pp3c9_2300Pp3c9_2290-Pp3c9_2300intergenic_regionPp3c9_2290-Pp3c9_2300NA NA n.1396827T>GNA NA NA NA NA
Chr09 1542624 G T Chr09_1542624_G_TG_T SNP 20115.63 31 17 14 19 17 30 32 13 22 22 11 18 8 11 31 17 14 19 17 30 32 13 22 22 11 18 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_2580-Pp3c9_2657Pp3c9_2580-Pp3c9_2657intergenic_regionPp3c9_2580-Pp3c9_2657NA NA n.1542624G>TNA NA NA NA NA
Chr09 1542625 G T Chr09_1542625_G_TG_T SNP 20115.63 31 17 14 19 17 30 33 13 22 23 11 18 7 10 31 17 14 19 17 30 33 13 22 23 11 18 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_2580-Pp3c9_2657Pp3c9_2580-Pp3c9_2657intergenic_regionPp3c9_2580-Pp3c9_2657NA NA n.1542625G>TNA NA NA NA NA
Chr09 1542666 G A Chr09_1542666_G_AG_A SNP 18361.63 27 16 9 20 18 28 33 14 23 24 15 15 7 13 27 16 9 20 18 28 33 14 23 24 15 15 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_2580-Pp3c9_2657Pp3c9_2580-Pp3c9_2657intergenic_regionPp3c9_2580-Pp3c9_2657NA NA n.1542666G>ANA NA NA NA NA
Chr09 1666777 A T Chr09_1666777_A_TA_T SNP 19683.63 23 20 16 32 15 28 29 21 22 20 18 29 11 6 23 20 16 32 15 28 29 21 22 20 18 29 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_2780-Pp3c9_2790Pp3c9_2780-Pp3c9_2790intergenic_regionPp3c9_2780-Pp3c9_2790NA NA n.1666777A>TNA NA NA NA NA
Chr09 1730669 G GTT Chr09_1730669_G_GTTG_GTT INDEL 20514.59 26 24 12 29 19 34 33 23 21 22 12 19 12 15 26 24 12 29 19 34 33 23 21 22 12 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_2900 Pp3c9_2900 transcript PAC:32913804protein_codingNA c.*1741_*1742insAANA NA NA NA 1100
Chr09 1730669 G GTT Chr09_1730669_G_GTTG_GTT INDEL 20514.59 26 24 12 29 19 34 33 23 21 22 12 19 12 15 26 24 12 29 19 34 33 23 21 22 12 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_2900 Pp3c9_2900 transcript PAC:32913805protein_codingNA c.*1741_*1742insAANA NA NA NA 416
Chr09 1730669 G GTT Chr09_1730669_G_GTTG_GTT INDEL 20514.59 26 24 12 29 19 34 33 23 21 22 12 19 12 15 26 24 12 29 19 34 33 23 21 22 12 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_2900 Pp3c9_2900 transcript PAC:32913806protein_codingNA c.*1741_*1742insAANA NA NA NA 416
Chr09 1730669 G GTT Chr09_1730669_G_GTTG_GTT INDEL 20514.59 26 24 12 29 19 34 33 23 21 22 12 19 12 15 26 24 12 29 19 34 33 23 21 22 12 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_2900 Pp3c9_2900 transcript PAC:32913807protein_codingNA c.*1741_*1742insAANA NA NA NA 416
Chr09 1730669 G GTT Chr09_1730669_G_GTTG_GTT INDEL 20514.59 26 24 12 29 19 34 33 23 21 22 12 19 12 15 26 24 12 29 19 34 33 23 21 22 12 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_2900 Pp3c9_2900 transcript PAC:32913808protein_codingNA c.*1741_*1742insAANA NA NA NA 416
Chr09 1730669 G GTT Chr09_1730669_G_GTTG_GTT INDEL 20514.59 26 24 12 29 19 34 33 23 21 22 12 19 12 15 26 24 12 29 19 34 33 23 21 22 12 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_2900 Pp3c9_2900 transcript PAC:32913809protein_codingNA c.*1741_*1742insAANA NA NA NA 416
Chr09 1730669 G GTT Chr09_1730669_G_GTTG_GTT INDEL 20514.59 26 24 12 29 19 34 33 23 21 22 12 19 12 15 26 24 12 29 19 34 33 23 21 22 12 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_2900 Pp3c9_2900 transcript PAC:32913810protein_codingNA c.*1741_*1742insAANA NA NA NA 416
Chr09 1730669 G GTT Chr09_1730669_G_GTTG_GTT INDEL 20514.59 26 24 12 29 19 34 33 23 21 22 12 19 12 15 26 24 12 29 19 34 33 23 21 22 12 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_2900 Pp3c9_2900 transcript PAC:32913811protein_codingNA c.*1741_*1742insAANA NA NA NA 416
Chr09 1730669 G GTT Chr09_1730669_G_GTTG_GTT INDEL 20514.59 26 24 12 29 19 34 33 23 21 22 12 19 12 15 26 24 12 29 19 34 33 23 21 22 12 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_2890-Pp3c9_2900Pp3c9_2890-Pp3c9_2900intergenic_regionPp3c9_2890-Pp3c9_2900NA NA n.1730669_1730670insTTNA NA NA NA NA
Chr09 1923235 T G Chr09_1923235_T_GT_G SNP 5832.29 0 0 0 22 17 24 34 20 0 0 0 0 0 0 43 19 14 22 17 24 34 20 21 28 17 21 6 28 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_3240 Pp3c9_3240 transcript PAC:32911487protein_codingNA c.-3975A>C NA NA NA NA 3975
Chr09 1923235 T G Chr09_1923235_T_GT_G SNP 5832.29 0 0 0 22 17 24 34 20 0 0 0 0 0 0 43 19 14 22 17 24 34 20 21 28 17 21 6 28 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_3240-Pp3c9_3300Pp3c9_3240-Pp3c9_3300intergenic_regionPp3c9_3240-Pp3c9_3300NA NA n.1923235T>GNA NA NA NA NA
Chr09 2018052 TTA T Chr09_2018052_TTA_TTTA_T INDEL 6053.59 16 6 7 14 6 10 26 13 7 10 4 6 8 5 16 6 7 15 6 10 27 13 7 10 4 7 8 5 1 1 1 0.933 1 1 0.963 1 1 1 1 0.857 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_3490-Pp3c9_3540Pp3c9_3490-Pp3c9_3540intergenic_regionPp3c9_3490-Pp3c9_3540NA NA n.2018053_2018054delTANA NA NA NA NA
Chr09 2278534 C A Chr09_2278534_C_AC_A SNP 14265.63 21 5 12 22 14 22 10 19 20 21 18 15 14 16 21 5 12 22 14 22 10 19 20 21 18 15 14 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_3910-Pp3c9_3940Pp3c9_3910-Pp3c9_3940intergenic_regionPp3c9_3910-Pp3c9_3940NA NA n.2278534C>ANA NA NA NA NA
Chr09 2278574 C A Chr09_2278574_C_AC_A SNP 14176.63 17 6 15 14 13 13 10 16 12 17 16 18 13 11 17 6 15 14 13 13 10 16 12 17 16 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_3910-Pp3c9_3940Pp3c9_3910-Pp3c9_3940intergenic_regionPp3c9_3910-Pp3c9_3940NA NA n.2278574C>ANA NA NA NA NA
Chr09 2278591 C A Chr09_2278591_C_AC_A SNP 14172.63 18 9 14 12 11 14 11 18 16 15 12 18 15 13 18 9 14 12 11 14 11 18 16 15 12 18 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_3910-Pp3c9_3940Pp3c9_3910-Pp3c9_3940intergenic_regionPp3c9_3910-Pp3c9_3940NA NA n.2278591C>ANA NA NA NA NA
Chr09 2278627 A G Chr09_2278627_A_GA_G SNP 15493.63 16 8 13 14 10 21 11 23 18 24 17 19 11 14 16 8 13 14 10 21 11 23 18 24 17 19 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_3910-Pp3c9_3940Pp3c9_3910-Pp3c9_3940intergenic_regionPp3c9_3910-Pp3c9_3940NA NA n.2278627A>GNA NA NA NA NA
Chr09 2278650 G A Chr09_2278650_G_AG_A SNP 16413.63 21 10 14 20 11 19 12 21 18 26 19 15 14 12 21 10 14 20 11 19 12 21 18 26 19 15 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_3910-Pp3c9_3940Pp3c9_3910-Pp3c9_3940intergenic_regionPp3c9_3910-Pp3c9_3940NA NA n.2278650G>ANA NA NA NA NA
Chr09 2342223 G T Chr09_2342223_G_TG_T SNP 20725.63 24 15 31 29 23 36 15 24 31 26 8 16 13 13 24 15 31 29 23 36 15 24 31 26 8 16 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_4020 Pp3c9_4020 transcript PAC:32911321protein_codingNA c.*2414C>A NA NA NA NA 2414
Chr09 2342223 G T Chr09_2342223_G_TG_T SNP 20725.63 24 15 31 29 23 36 15 24 31 26 8 16 13 13 24 15 31 29 23 36 15 24 31 26 8 16 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_4030 Pp3c9_4030 transcript PAC:32913786protein_codingNA c.*4243C>A NA NA NA NA 4243
Chr09 2342223 G T Chr09_2342223_G_TG_T SNP 20725.63 24 15 31 29 23 36 15 24 31 26 8 16 13 13 24 15 31 29 23 36 15 24 31 26 8 16 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_4011-Pp3c9_4020Pp3c9_4011-Pp3c9_4020intergenic_regionPp3c9_4011-Pp3c9_4020NA NA n.2342223G>TNA NA NA NA NA
Chr09 2342226 A T Chr09_2342226_A_TA_T SNP 20621.63 23 15 31 28 23 38 14 22 31 25 7 18 12 12 23 15 31 28 23 38 14 22 31 25 7 18 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_4020 Pp3c9_4020 transcript PAC:32911321protein_codingNA c.*2411T>A NA NA NA NA 2411
Chr09 2342226 A T Chr09_2342226_A_TA_T SNP 20621.63 23 15 31 28 23 38 14 22 31 25 7 18 12 12 23 15 31 28 23 38 14 22 31 25 7 18 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_4030 Pp3c9_4030 transcript PAC:32913786protein_codingNA c.*4240T>A NA NA NA NA 4240
Chr09 2342226 A T Chr09_2342226_A_TA_T SNP 20621.63 23 15 31 28 23 38 14 22 31 25 7 18 12 12 23 15 31 28 23 38 14 22 31 25 7 18 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_4011-Pp3c9_4020Pp3c9_4011-Pp3c9_4020intergenic_regionPp3c9_4011-Pp3c9_4020NA NA n.2342226A>TNA NA NA NA NA
Chr09 2342274 C A Chr09_2342274_C_AC_A SNP 18295.63 17 17 22 21 27 31 19 20 22 21 10 17 11 13 17 17 22 21 27 31 19 20 22 21 10 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_4020 Pp3c9_4020 transcript PAC:32911321protein_codingNA c.*2363G>T NA NA NA NA 2363
Chr09 2342274 C A Chr09_2342274_C_AC_A SNP 18295.63 17 17 22 21 27 31 19 20 22 21 10 17 11 13 17 17 22 21 27 31 19 20 22 21 10 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_4030 Pp3c9_4030 transcript PAC:32913786protein_codingNA c.*4192G>T NA NA NA NA 4192
Chr09 2342274 C A Chr09_2342274_C_AC_A SNP 18295.63 17 17 22 21 27 31 19 20 22 21 10 17 11 13 17 17 22 21 27 31 19 20 22 21 10 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_4011-Pp3c9_4020Pp3c9_4011-Pp3c9_4020intergenic_regionPp3c9_4011-Pp3c9_4020NA NA n.2342274C>ANA NA NA NA NA
Chr09 2349632 AAT A Chr09_2349632_AAT_AAAT_A INDEL 8741.59 21 12 12 15 10 20 22 20 9 8 8 7 4 5 21 12 12 15 10 22 22 20 9 9 8 7 4 5 1 1 1 1 1 0.909 1 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_4020 Pp3c9_4020 transcript PAC:32911321protein_codingNA c.-4842_-4841delATNA NA NA NA 4841
Chr09 2349632 AAT A Chr09_2349632_AAT_AAAT_A INDEL 8741.59 21 12 12 15 10 20 22 20 9 8 8 7 4 5 21 12 12 15 10 22 22 20 9 9 8 7 4 5 1 1 1 1 1 0.909 1 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_4030 Pp3c9_4030 transcript PAC:32913786protein_codingNA c.-2965_-2964delATNA NA NA NA 2510
Chr09 2349632 AAT A Chr09_2349632_AAT_AAAT_A INDEL 8741.59 21 12 12 15 10 20 22 20 9 8 8 7 4 5 21 12 12 15 10 22 22 20 9 9 8 7 4 5 1 1 1 1 1 0.909 1 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_4039 Pp3c9_4039 transcript PAC:32912615protein_codingNA c.-765_-764delATNA NA NA NA 615
Chr09 2349632 AAT A Chr09_2349632_AAT_AAAT_A INDEL 8741.59 21 12 12 15 10 20 22 20 9 8 8 7 4 5 21 12 12 15 10 22 22 20 9 9 8 7 4 5 1 1 1 1 1 0.909 1 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_4070 Pp3c9_4070 transcript PAC:32913735protein_codingNA c.-4922_-4921delATNA NA NA NA 4451
Chr09 2349632 AAT A Chr09_2349632_AAT_AAAT_A INDEL 8741.59 21 12 12 15 10 20 22 20 9 8 8 7 4 5 21 12 12 15 10 22 22 20 9 9 8 7 4 5 1 1 1 1 1 0.909 1 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_4070 Pp3c9_4070 transcript PAC:32913736protein_codingNA c.-4922_-4921delATNA NA NA NA 4428
Chr09 2349632 AAT A Chr09_2349632_AAT_AAAT_A INDEL 8741.59 21 12 12 15 10 20 22 20 9 8 8 7 4 5 21 12 12 15 10 22 22 20 9 9 8 7 4 5 1 1 1 1 1 0.909 1 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_4040 Pp3c9_4040 transcript PAC:32913439protein_codingNA c.*1183_*1184delATNA NA NA NA 1184
Chr09 2349632 AAT A Chr09_2349632_AAT_AAAT_A INDEL 8741.59 21 12 12 15 10 20 22 20 9 8 8 7 4 5 21 12 12 15 10 22 22 20 9 9 8 7 4 5 1 1 1 1 1 0.909 1 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_4040 Pp3c9_4040 transcript PAC:32913440protein_codingNA c.*1183_*1184delATNA NA NA NA 1014
Chr09 2349632 AAT A Chr09_2349632_AAT_AAAT_A INDEL 8741.59 21 12 12 15 10 20 22 20 9 8 8 7 4 5 21 12 12 15 10 22 22 20 9 9 8 7 4 5 1 1 1 1 1 0.909 1 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_4030-Pp3c9_4039Pp3c9_4030-Pp3c9_4039intergenic_regionPp3c9_4030-Pp3c9_4039NA NA n.2349633_2349634delATNA NA NA NA NA
Chr09 2578614 G GTA Chr09_2578614_G_GTAG_GTA INDEL 7192.24 19 14 8 0 0 0 0 0 22 15 8 15 7 8 19 14 8 27 18 20 14 25 22 16 8 17 7 9 1 1 1 0 0 0 0 0 1 0.938 1 0.882 1 0.889 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4470 Pp3c9_4470 transcript PAC:32913598protein_codingNA c.*1820_*1821insTANA NA NA NA 1820
Chr09 2578614 G GTA Chr09_2578614_G_GTAG_GTA INDEL 7192.24 19 14 8 0 0 0 0 0 22 15 8 15 7 8 19 14 8 27 18 20 14 25 22 16 8 17 7 9 1 1 1 0 0 0 0 0 1 0.938 1 0.882 1 0.889 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4480 Pp3c9_4480 transcript PAC:32912840protein_codingNA c.*4221_*4222insTANA NA NA NA 3780
Chr09 2578614 G GTA Chr09_2578614_G_GTAG_GTA INDEL 7192.24 19 14 8 0 0 0 0 0 22 15 8 15 7 8 19 14 8 27 18 20 14 25 22 16 8 17 7 9 1 1 1 0 0 0 0 0 1 0.938 1 0.882 1 0.889 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4480 Pp3c9_4480 transcript PAC:32912842protein_codingNA c.*4221_*4222insTANA NA NA NA 3394
Chr09 2578614 G GTA Chr09_2578614_G_GTAG_GTA INDEL 7192.24 19 14 8 0 0 0 0 0 22 15 8 15 7 8 19 14 8 27 18 20 14 25 22 16 8 17 7 9 1 1 1 0 0 0 0 0 1 0.938 1 0.882 1 0.889 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4480 Pp3c9_4480 transcript PAC:32912841protein_codingNA c.*4221_*4222insTANA NA NA NA 3394



Chr09 2578614 G GTA Chr09_2578614_G_GTAG_GTA INDEL 7192.24 19 14 8 0 0 0 0 0 22 15 8 15 7 8 19 14 8 27 18 20 14 25 22 16 8 17 7 9 1 1 1 0 0 0 0 0 1 0.938 1 0.882 1 0.889 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c9_4460-Pp3c9_4470Pp3c9_4460-Pp3c9_4470intergenic_regionPp3c9_4460-Pp3c9_4470NA NA n.2578614_2578615insTANA NA NA NA NA
Chr09 2710516 C CATAT Chr09_2710516_C_CATATC_CATAT INDEL 9828.59 18 7 7 0 0 0 1 2 10 8 9 8 4 4 18 7 7 9 9 14 22 8 12 8 9 8 4 4 1 1 1 0 0 0 0 0.25 0.833 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4730 Pp3c9_4730 transcript PAC:32911721protein_codingNA c.*760_*761insATATNA NA NA NA 421
Chr09 2710516 C CATAT Chr09_2710516_C_CATATC_CATAT INDEL 9828.59 18 7 7 0 0 0 1 2 10 8 9 8 4 4 18 7 7 9 9 14 22 8 12 8 9 8 4 4 1 1 1 0 0 0 0 0.25 0.833 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4730 Pp3c9_4730 transcript PAC:32911722protein_codingNA c.*760_*761insATATNA NA NA NA 421
Chr09 2710516 C CATAT Chr09_2710516_C_CATATC_CATAT INDEL 9828.59 18 7 7 0 0 0 1 2 10 8 9 8 4 4 18 7 7 9 9 14 22 8 12 8 9 8 4 4 1 1 1 0 0 0 0 0.25 0.833 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4730 Pp3c9_4730 transcript PAC:32911725protein_codingNA c.*760_*761insATATNA NA NA NA 421
Chr09 2710516 C CATAT Chr09_2710516_C_CATATC_CATAT INDEL 9828.59 18 7 7 0 0 0 1 2 10 8 9 8 4 4 18 7 7 9 9 14 22 8 12 8 9 8 4 4 1 1 1 0 0 0 0 0.25 0.833 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4730 Pp3c9_4730 transcript PAC:32911723protein_codingNA c.*760_*761insATATNA NA NA NA 421
Chr09 2710516 C CATAT Chr09_2710516_C_CATATC_CATAT INDEL 9828.59 18 7 7 0 0 0 1 2 10 8 9 8 4 4 18 7 7 9 9 14 22 8 12 8 9 8 4 4 1 1 1 0 0 0 0 0.25 0.833 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4730 Pp3c9_4730 transcript PAC:32911726protein_codingNA c.*760_*761insATATNA NA NA NA 421
Chr09 2710516 C CATAT Chr09_2710516_C_CATATC_CATAT INDEL 9828.59 18 7 7 0 0 0 1 2 10 8 9 8 4 4 18 7 7 9 9 14 22 8 12 8 9 8 4 4 1 1 1 0 0 0 0 0.25 0.833 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4730 Pp3c9_4730 transcript PAC:32911724protein_codingNA c.*760_*761insATATNA NA NA NA 418
Chr09 2710516 C CATAT Chr09_2710516_C_CATATC_CATAT INDEL 9828.59 18 7 7 0 0 0 1 2 10 8 9 8 4 4 18 7 7 9 9 14 22 8 12 8 9 8 4 4 1 1 1 0 0 0 0 0.25 0.833 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4730 Pp3c9_4730 transcript PAC:32911730protein_codingNA c.*760_*761insATATNA NA NA NA 434
Chr09 2710516 C CATAT Chr09_2710516_C_CATATC_CATAT INDEL 9828.59 18 7 7 0 0 0 1 2 10 8 9 8 4 4 18 7 7 9 9 14 22 8 12 8 9 8 4 4 1 1 1 0 0 0 0 0.25 0.833 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4730 Pp3c9_4730 transcript PAC:32911727protein_codingNA c.*760_*761insATATNA NA NA NA 418
Chr09 2710516 C CATAT Chr09_2710516_C_CATATC_CATAT INDEL 9828.59 18 7 7 0 0 0 1 2 10 8 9 8 4 4 18 7 7 9 9 14 22 8 12 8 9 8 4 4 1 1 1 0 0 0 0 0.25 0.833 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4730 Pp3c9_4730 transcript PAC:32911728protein_codingNA c.*760_*761insATATNA NA NA NA 421
Chr09 2710516 C CATAT Chr09_2710516_C_CATATC_CATAT INDEL 9828.59 18 7 7 0 0 0 1 2 10 8 9 8 4 4 18 7 7 9 9 14 22 8 12 8 9 8 4 4 1 1 1 0 0 0 0 0.25 0.833 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c9_4730 Pp3c9_4730 transcript PAC:32911729protein_codingNA c.*760_*761insATATNA NA NA NA 421
Chr09 2710516 C CATAT Chr09_2710516_C_CATATC_CATAT INDEL 9828.59 18 7 7 0 0 0 1 2 10 8 9 8 4 4 18 7 7 9 9 14 22 8 12 8 9 8 4 4 1 1 1 0 0 0 0 0.25 0.833 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c9_4730-Pp3c9_4750Pp3c9_4730-Pp3c9_4750intergenic_regionPp3c9_4730-Pp3c9_4750NA NA n.2710516_2710517insATATNA NA NA NA NA
Chr09 2728402 TA T Chr09_2728402_TA_TTA_T INDEL 11911.59 10 18 16 21 17 28 9 16 21 18 15 8 8 14 10 18 16 21 17 28 9 16 21 18 15 8 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_4750-Pp3c9_4760Pp3c9_4750-Pp3c9_4760intergenic_regionPp3c9_4750-Pp3c9_4760NA NA n.2728403delANA NA NA NA NA
Chr09 2835729 A T Chr09_2835729_A_TA_T SNP 16928.63 23 25 17 31 24 13 28 22 22 21 7 11 7 5 23 25 17 31 24 13 28 22 22 21 7 11 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 stop_lost HIGH Pp3c9_4940 Pp3c9_4940 transcript PAC:32913886protein_coding 02-févr c.602A>T p.Ter201Leuext*?748/1099 602/603 201/200 NA
Chr09 2835729 A T Chr09_2835729_A_TA_T SNP 16928.63 23 25 17 31 24 13 28 22 22 21 7 11 7 5 23 25 17 31 24 13 28 22 22 21 7 11 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 stop_lost HIGH Pp3c9_4940 Pp3c9_4940 transcript PAC:32913887protein_coding 02-févr c.602A>T p.Ter201Leuext*?725/1457 602/603 201/200 NA
Chr09 2835729 A T Chr09_2835729_A_TA_T SNP 16928.63 23 25 17 31 24 13 28 22 22 21 7 11 7 5 23 25 17 31 24 13 28 22 22 21 7 11 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_4950 Pp3c9_4950 transcript PAC:32913775protein_codingNA c.-3730A>T NA NA NA NA 3410
Chr09 2835729 A T Chr09_2835729_A_TA_T SNP 16928.63 23 25 17 31 24 13 28 22 22 21 7 11 7 5 23 25 17 31 24 13 28 22 22 21 7 11 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_4950 Pp3c9_4950 transcript PAC:32913776protein_codingNA c.-3730A>T NA NA NA NA 3425
Chr09 3147818 AC A Chr09_3147818_AC_AAC_A INDEL 19234.59 30 12 19 16 19 49 30 18 28 26 17 19 10 9 30 12 19 16 19 49 30 18 28 26 17 19 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_5561-Pp3c9_5570Pp3c9_5561-Pp3c9_5570intergenic_regionPp3c9_5561-Pp3c9_5570NA NA n.3147819delCNA NA NA NA NA
Chr09 3181264 C T Chr09_3181264_C_TC_T SNP 20091.63 23 12 23 27 21 25 23 24 29 13 16 21 11 10 23 12 23 27 21 25 23 24 29 13 16 21 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_5580-Pp3c9_5600Pp3c9_5580-Pp3c9_5600intergenic_regionPp3c9_5580-Pp3c9_5600NA NA n.3181264C>TNA NA NA NA NA
Chr09 3181291 TC T Chr09_3181291_TC_TTC_T INDEL 19395.59 18 9 20 28 20 23 22 18 25 14 15 17 12 6 18 9 20 28 20 23 22 18 25 14 15 17 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_5580-Pp3c9_5600Pp3c9_5580-Pp3c9_5600intergenic_regionPp3c9_5580-Pp3c9_5600NA NA n.3181292delCNA NA NA NA NA
Chr09 3181295 T TA Chr09_3181295_T_TAT_TA INDEL 19501.59 18 10 22 27 20 23 23 18 26 13 15 17 11 6 18 10 22 27 20 23 23 18 26 13 15 17 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_5580-Pp3c9_5600Pp3c9_5580-Pp3c9_5600intergenic_regionPp3c9_5580-Pp3c9_5600NA NA n.3181295_3181296insANA NA NA NA NA
Chr09 3181407 AC A Chr09_3181407_AC_AAC_A INDEL 15250.59 27 10 16 21 18 22 21 15 23 31 19 17 4 8 27 10 16 21 18 22 21 15 23 31 19 17 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_5580-Pp3c9_5600Pp3c9_5580-Pp3c9_5600intergenic_regionPp3c9_5580-Pp3c9_5600NA NA n.3181408delCNA NA NA NA NA
Chr09 3217385 C A Chr09_3217385_C_AC_A SNP 20346.63 31 20 13 30 19 33 32 31 20 21 11 22 16 17 31 20 13 30 19 33 32 31 20 21 11 22 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_5610-Pp3c9_5650Pp3c9_5610-Pp3c9_5650intergenic_regionPp3c9_5610-Pp3c9_5650NA NA n.3217385C>ANA NA NA NA NA
Chr09 3217435 CA C Chr09_3217435_CA_CCA_C INDEL 20985.59 29 17 11 24 20 28 37 23 24 21 14 22 16 14 29 17 11 24 20 28 37 23 24 21 14 22 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_5610-Pp3c9_5650Pp3c9_5610-Pp3c9_5650intergenic_regionPp3c9_5610-Pp3c9_5650NA NA n.3217436delANA NA NA NA NA
Chr09 3217440 G A Chr09_3217440_G_AG_A SNP 20970.63 29 17 11 24 20 28 37 23 25 22 14 21 14 13 29 17 11 24 20 28 37 23 25 22 14 21 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_5610-Pp3c9_5650Pp3c9_5610-Pp3c9_5650intergenic_regionPp3c9_5610-Pp3c9_5650NA NA n.3217440G>ANA NA NA NA NA
Chr09 3479429 T C Chr09_3479429_T_CT_C SNP 20438.63 33 12 17 22 28 30 32 19 21 22 18 25 11 10 33 12 17 22 28 30 32 19 21 22 18 25 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_6120 Pp3c9_6120 transcript PAC:32913290protein_codingNA c.*5299T>C NA NA NA NA 3910
Chr09 3479429 T C Chr09_3479429_T_CT_C SNP 20438.63 33 12 17 22 28 30 32 19 21 22 18 25 11 10 33 12 17 22 28 30 32 19 21 22 18 25 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_6120-Pp3c9_6180Pp3c9_6120-Pp3c9_6180intergenic_regionPp3c9_6120-Pp3c9_6180NA NA n.3479429T>CNA NA NA NA NA
Chr09 3652007 G A Chr09_3652007_G_AG_A SNP 19482.63 28 18 17 25 29 27 42 24 21 21 15 9 13 9 28 18 17 25 29 27 42 24 21 21 15 9 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_6350-Pp3c9_6410Pp3c9_6350-Pp3c9_6410intergenic_regionPp3c9_6350-Pp3c9_6410NA NA n.3652007G>ANA NA NA NA NA
Chr09 3708047 A AAT Chr09_3708047_A_AATA_AAT INDEL 187.37 1 9 0 1 1 0 0 0 1 0 0 0 1 1 15 10 8 16 4 14 24 11 14 7 6 9 7 7 0 0.9 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c9_6480 Pp3c9_6480 transcript PAC:32912508protein_codingNA c.*1929_*1930insATNA NA NA NA 1707
Chr09 3708047 A AAT Chr09_3708047_A_AATA_AAT INDEL 187.37 1 9 0 1 1 0 0 0 1 0 0 0 1 1 15 10 8 16 4 14 24 11 14 7 6 9 7 7 0 0.9 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c9_6480 Pp3c9_6480 transcript PAC:32912509protein_codingNA c.*1929_*1930insATNA NA NA NA 1589
Chr09 3708047 A AAT Chr09_3708047_A_AATA_AAT INDEL 187.37 1 9 0 1 1 0 0 0 1 0 0 0 1 1 15 10 8 16 4 14 24 11 14 7 6 9 7 7 0 0.9 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c9_6480-Pp3c9_6490Pp3c9_6480-Pp3c9_6490intergenic_regionPp3c9_6480-Pp3c9_6490NA NA n.3708047_3708048insATNA NA NA NA NA
Chr09 3909056 C A Chr09_3909056_C_AC_A SNP 11759.63 16 15 8 20 11 17 18 12 17 9 7 16 7 9 16 15 8 20 11 17 18 12 17 9 7 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_6890 Pp3c9_6890 transcript PAC:32913572protein_codingNA c.-2450G>T NA NA NA NA 2077
Chr09 3909056 C A Chr09_3909056_C_AC_A SNP 11759.63 16 15 8 20 11 17 18 12 17 9 7 16 7 9 16 15 8 20 11 17 18 12 17 9 7 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_6890 Pp3c9_6890 transcript PAC:32913573protein_codingNA c.-2450G>T NA NA NA NA 2450
Chr09 3909056 C A Chr09_3909056_C_AC_A SNP 11759.63 16 15 8 20 11 17 18 12 17 9 7 16 7 9 16 15 8 20 11 17 18 12 17 9 7 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_6890-Pp3c9_6940Pp3c9_6890-Pp3c9_6940intergenic_regionPp3c9_6890-Pp3c9_6940NA NA n.3909056C>ANA NA NA NA NA
Chr09 3912653 G A Chr09_3912653_G_AG_A SNP 3103.98 0 0 0 0 0 0 0 0 19 18 8 12 9 7 34 12 16 26 15 18 24 13 19 18 8 12 9 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c9_6890-Pp3c9_6940Pp3c9_6890-Pp3c9_6940intergenic_regionPp3c9_6890-Pp3c9_6940NA NA n.3912653G>ANA NA NA NA NA
Chr09 4004190 T TTA Chr09_4004190_T_TTAT_TTA INDEL 406.37 0 0 1 0 0 2 14 1 0 1 1 0 0 1 20 10 8 9 12 21 14 16 5 6 7 6 6 7 0 0 0 0 0 0.095 1 0 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c9_6940-Pp3c9_7080Pp3c9_6940-Pp3c9_7080intergenic_regionPp3c9_6940-Pp3c9_7080NA NA n.4004190_4004191insTANA NA NA NA NA
Chr09 4038567 C A Chr09_4038567_C_AC_A SNP 17443.63 28 6 12 20 15 19 28 20 17 19 11 17 6 11 28 6 12 20 15 19 28 20 17 19 11 17 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_6940-Pp3c9_7080Pp3c9_6940-Pp3c9_7080intergenic_regionPp3c9_6940-Pp3c9_7080NA NA n.4038567C>ANA NA NA NA NA
Chr09 4038568 C A Chr09_4038568_C_AC_A SNP 17704.63 27 6 11 20 15 18 28 20 17 19 11 18 6 11 27 6 11 20 15 18 28 20 17 19 11 18 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_6940-Pp3c9_7080Pp3c9_6940-Pp3c9_7080intergenic_regionPp3c9_6940-Pp3c9_7080NA NA n.4038568C>ANA NA NA NA NA
Chr09 4038590 C A Chr09_4038590_C_AC_A SNP 17434.63 24 5 10 21 18 18 25 24 18 17 13 20 6 11 24 5 10 21 18 18 25 24 18 17 13 20 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_6940-Pp3c9_7080Pp3c9_6940-Pp3c9_7080intergenic_regionPp3c9_6940-Pp3c9_7080NA NA n.4038590C>ANA NA NA NA NA
Chr09 4038646 G T Chr09_4038646_G_TG_T SNP 17203.63 21 9 8 18 17 17 22 19 18 17 16 24 7 12 21 9 8 18 17 17 22 19 18 17 16 24 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_6940-Pp3c9_7080Pp3c9_6940-Pp3c9_7080intergenic_regionPp3c9_6940-Pp3c9_7080NA NA n.4038646G>TNA NA NA NA NA
Chr09 4038670 TA T Chr09_4038670_TA_TTA_T INDEL 18179.59 22 8 7 18 17 17 17 17 27 21 10 26 11 8 22 8 7 18 17 17 17 17 27 21 10 26 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_6940-Pp3c9_7080Pp3c9_6940-Pp3c9_7080intergenic_regionPp3c9_6940-Pp3c9_7080NA NA n.4038671delANA NA NA NA NA
Chr09 4038673 A AT Chr09_4038673_A_ATA_AT INDEL 18196.59 22 7 7 18 18 17 17 18 26 21 10 26 11 8 22 7 7 18 18 17 17 18 26 21 10 26 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_6940-Pp3c9_7080Pp3c9_6940-Pp3c9_7080intergenic_regionPp3c9_6940-Pp3c9_7080NA NA n.4038673_4038674insTNA NA NA NA NA
Chr09 4038681 TA T Chr09_4038681_TA_TTA_T INDEL 17775.59 21 8 8 16 18 18 28 17 26 19 13 26 10 8 21 8 8 16 18 18 28 17 26 19 13 26 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_6940-Pp3c9_7080Pp3c9_6940-Pp3c9_7080intergenic_regionPp3c9_6940-Pp3c9_7080NA NA n.4038682delANA NA NA NA NA
Chr09 4059895 CAT C Chr09_4059895_CAT_CCAT_C INDEL 9179.59 23 14 10 17 14 22 26 11 14 14 11 11 4 5 23 14 11 17 14 22 27 11 14 14 11 11 4 5 1 1 0.909 1 1 1 0.963 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_6940-Pp3c9_7080Pp3c9_6940-Pp3c9_7080intergenic_regionPp3c9_6940-Pp3c9_7080NA NA n.4059896_4059897delATNA NA NA NA NA
Chr09 4109142 G GTGTT Chr09_4109142_G_GTGTTG_GTGTT INDEL 4907.24 0 0 0 19 18 17 25 22 0 0 0 0 0 0 26 12 12 20 18 17 25 22 22 29 17 17 12 8 0 0 0 0.95 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_7130 Pp3c9_7130 transcript PAC:32911452protein_codingNA c.-3288_-3287insTGTTNA NA NA NA 2696
Chr09 4109142 G GTGTT Chr09_4109142_G_GTGTTG_GTGTT INDEL 4907.24 0 0 0 19 18 17 25 22 0 0 0 0 0 0 26 12 12 20 18 17 25 22 22 29 17 17 12 8 0 0 0 0.95 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_7130 Pp3c9_7130 transcript PAC:32911453protein_codingNA c.-3288_-3287insTGTTNA NA NA NA 2661
Chr09 4109142 G GTGTT Chr09_4109142_G_GTGTTG_GTGTT INDEL 4907.24 0 0 0 19 18 17 25 22 0 0 0 0 0 0 26 12 12 20 18 17 25 22 22 29 17 17 12 8 0 0 0 0.95 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_7130 Pp3c9_7130 transcript PAC:32911454protein_codingNA c.-3288_-3287insTGTTNA NA NA NA 2661
Chr09 4109142 G GTGTT Chr09_4109142_G_GTGTTG_GTGTT INDEL 4907.24 0 0 0 19 18 17 25 22 0 0 0 0 0 0 26 12 12 20 18 17 25 22 22 29 17 17 12 8 0 0 0 0.95 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_7080-Pp3c9_7130Pp3c9_7080-Pp3c9_7130intergenic_regionPp3c9_7080-Pp3c9_7130NA NA n.4109142_4109143insTGTTNA NA NA NA NA
Chr09 4290747 T A Chr09_4290747_T_AT_A SNP 19049.63 24 7 14 21 20 22 23 25 13 26 16 22 12 10 24 7 14 21 20 22 23 25 13 26 16 22 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7360-Pp3c9_7380Pp3c9_7360-Pp3c9_7380intergenic_regionPp3c9_7360-Pp3c9_7380NA NA n.4290747T>ANA NA NA NA NA
Chr09 4372523 C A Chr09_4372523_C_AC_A SNP 17162.63 23 8 13 23 32 30 20 22 17 27 6 15 13 5 23 8 13 23 32 30 20 22 17 27 6 15 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7459-Pp3c9_7600Pp3c9_7459-Pp3c9_7600intergenic_regionPp3c9_7459-Pp3c9_7600NA NA n.4372523C>ANA NA NA NA NA
Chr09 4372592 CCT C Chr09_4372592_CCT_CCCT_C INDEL 16764.59 31 12 10 25 25 27 16 18 15 19 4 17 6 6 31 12 10 25 25 27 16 18 15 19 4 17 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7459-Pp3c9_7600Pp3c9_7459-Pp3c9_7600intergenic_regionPp3c9_7459-Pp3c9_7600NA NA n.4372593_4372594delCTNA NA NA NA NA
Chr09 4377561 TG T Chr09_4377561_TG_TTG_T INDEL 11189.59 23 13 13 17 19 20 15 15 13 7 7 7 8 5 23 13 13 17 19 20 15 15 13 7 7 7 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7459-Pp3c9_7600Pp3c9_7459-Pp3c9_7600intergenic_regionPp3c9_7459-Pp3c9_7600NA NA n.4377562delGNA NA NA NA NA
Chr09 4415248 G GT Chr09_4415248_G_GTG_GT INDEL 16235.59 40 17 7 25 25 24 41 19 22 18 11 8 18 8 40 17 7 25 25 24 41 19 22 18 11 8 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7459-Pp3c9_7600Pp3c9_7459-Pp3c9_7600intergenic_regionPp3c9_7459-Pp3c9_7600NA NA n.4415248_4415249insTNA NA NA NA NA
Chr09 4496894 T A Chr09_4496894_T_AT_A SNP 21025.63 38 14 20 20 18 25 32 37 28 30 19 18 14 15 38 14 20 20 18 25 32 37 28 30 19 18 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7600-Pp3c9_7620Pp3c9_7600-Pp3c9_7620intergenic_regionPp3c9_7600-Pp3c9_7620NA NA n.4496894T>ANA NA NA NA NA
Chr09 4526836 C CT Chr09_4526836_C_CTC_CT INDEL 12483.59 30 10 14 20 26 27 31 24 27 21 17 19 11 8 30 10 14 20 26 27 31 24 27 21 17 19 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7620-Pp3c9_7640Pp3c9_7620-Pp3c9_7640intergenic_regionPp3c9_7620-Pp3c9_7640NA NA n.4526836_4526837insTNA NA NA NA NA
Chr09 4593396 T TTA Chr09_4593396_T_TTAT_TTA INDEL 145.37 0 1 0 1 1 0 0 0 0 0 0 0 0 6 19 12 6 16 9 25 27 23 11 11 8 7 5 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c9_7720 Pp3c9_7720 transcript PAC:32911672protein_codingNA c.-4210_-4209insTANA NA NA NA 3722
Chr09 4593396 T TTA Chr09_4593396_T_TTAT_TTA INDEL 145.37 0 1 0 1 1 0 0 0 0 0 0 0 0 6 19 12 6 16 9 25 27 23 11 11 8 7 5 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c9_7729 Pp3c9_7729 transcript PAC:32911489protein_codingNA c.-2700_-2699insTANA NA NA NA 2250
Chr09 4593396 T TTA Chr09_4593396_T_TTAT_TTA INDEL 145.37 0 1 0 1 1 0 0 0 0 0 0 0 0 6 19 12 6 16 9 25 27 23 11 11 8 7 5 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c9_7720 Pp3c9_7720 transcript PAC:32911673protein_codingNA c.-4210_-4209insTANA NA NA NA 3722
Chr09 4593396 T TTA Chr09_4593396_T_TTAT_TTA INDEL 145.37 0 1 0 1 1 0 0 0 0 0 0 0 0 6 19 12 6 16 9 25 27 23 11 11 8 7 5 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c9_7720 Pp3c9_7720 transcript PAC:32911674protein_codingNA c.-4330_-4329insTANA NA NA NA 4240
Chr09 4593396 T TTA Chr09_4593396_T_TTAT_TTA INDEL 145.37 0 1 0 1 1 0 0 0 0 0 0 0 0 6 19 12 6 16 9 25 27 23 11 11 8 7 5 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c9_7720-Pp3c9_7729Pp3c9_7720-Pp3c9_7729intergenic_regionPp3c9_7720-Pp3c9_7729NA NA n.4593396_4593397insTANA NA NA NA NA
Chr09 4593565 G T Chr09_4593565_G_TG_T SNP 18063.63 20 13 8 25 15 35 28 25 28 21 20 19 9 14 20 13 8 25 15 35 28 25 28 21 20 19 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_7720 Pp3c9_7720 transcript PAC:32911672protein_codingNA c.-4378C>A NA NA NA NA 3890
Chr09 4593565 G T Chr09_4593565_G_TG_T SNP 18063.63 20 13 8 25 15 35 28 25 28 21 20 19 9 14 20 13 8 25 15 35 28 25 28 21 20 19 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_7729 Pp3c9_7729 transcript PAC:32911489protein_codingNA c.-2531G>T NA NA NA NA 2082
Chr09 4593565 G T Chr09_4593565_G_TG_T SNP 18063.63 20 13 8 25 15 35 28 25 28 21 20 19 9 14 20 13 8 25 15 35 28 25 28 21 20 19 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_7720 Pp3c9_7720 transcript PAC:32911673protein_codingNA c.-4378C>A NA NA NA NA 3890
Chr09 4593565 G T Chr09_4593565_G_TG_T SNP 18063.63 20 13 8 25 15 35 28 25 28 21 20 19 9 14 20 13 8 25 15 35 28 25 28 21 20 19 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_7720 Pp3c9_7720 transcript PAC:32911674protein_codingNA c.-4498C>A NA NA NA NA 4408
Chr09 4593565 G T Chr09_4593565_G_TG_T SNP 18063.63 20 13 8 25 15 35 28 25 28 21 20 19 9 14 20 13 8 25 15 35 28 25 28 21 20 19 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7720-Pp3c9_7729Pp3c9_7720-Pp3c9_7729intergenic_regionPp3c9_7720-Pp3c9_7729NA NA n.4593565G>TNA NA NA NA NA
Chr09 4716432 C A Chr09_4716432_C_AC_A SNP 12493.63 25 6 8 14 20 12 19 8 13 14 11 11 7 11 25 6 8 14 20 12 19 8 13 14 11 11 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7850-Pp3c9_7900Pp3c9_7850-Pp3c9_7900intergenic_regionPp3c9_7850-Pp3c9_7900NA NA n.4716432C>ANA NA NA NA NA
Chr09 4716490 C A Chr09_4716490_C_AC_A SNP 11517.63 21 7 14 13 10 13 22 4 17 13 6 13 11 4 21 7 14 13 10 13 22 4 17 13 6 13 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7850-Pp3c9_7900Pp3c9_7850-Pp3c9_7900intergenic_regionPp3c9_7850-Pp3c9_7900NA NA n.4716490C>ANA NA NA NA NA
Chr09 4716518 T TA Chr09_4716518_T_TAT_TA INDEL 11784.59 14 9 12 13 10 17 21 6 14 16 5 16 8 4 14 9 12 13 10 17 21 6 14 16 5 16 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7850-Pp3c9_7900Pp3c9_7850-Pp3c9_7900intergenic_regionPp3c9_7850-Pp3c9_7900NA NA n.4716518_4716519insANA NA NA NA NA
Chr09 4716524 C T Chr09_4716524_C_TC_T SNP 12078.63 14 9 12 14 14 17 24 6 15 17 6 17 7 4 14 9 12 14 14 17 24 6 15 17 6 17 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7850-Pp3c9_7900Pp3c9_7850-Pp3c9_7900intergenic_regionPp3c9_7850-Pp3c9_7900NA NA n.4716524C>TNA NA NA NA NA
Chr09 4716525 T A Chr09_4716525_T_AT_A SNP 12078.63 14 9 12 14 14 17 24 6 15 17 6 17 8 5 14 9 12 14 14 17 24 6 15 17 6 17 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7850-Pp3c9_7900Pp3c9_7850-Pp3c9_7900intergenic_regionPp3c9_7850-Pp3c9_7900NA NA n.4716525T>ANA NA NA NA NA
Chr09 4718493 C T Chr09_4718493_C_TC_T SNP 14372.59 16 13 11 17 13 10 27 14 22 17 9 14 4 11 16 13 11 17 13 10 28 15 22 18 10 15 4 11 1 1 1 1 1 1 0.964 0.933 1 0.944 0.9 0.933 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7850-Pp3c9_7900Pp3c9_7850-Pp3c9_7900intergenic_regionPp3c9_7850-Pp3c9_7900NA NA n.4718493C>TNA NA NA NA NA
Chr09 4718495 G C Chr09_4718495_G_CG_C SNP 12491.63 15 13 11 16 12 10 25 13 21 14 9 13 4 11 15 13 11 16 12 10 25 15 21 14 9 14 4 11 1 1 1 1 1 1 1 0.867 1 1 1 0.929 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7850-Pp3c9_7900Pp3c9_7850-Pp3c9_7900intergenic_regionPp3c9_7850-Pp3c9_7900NA NA n.4718495G>CNA NA NA NA NA
Chr09 4718496 G A Chr09_4718496_G_AG_A SNP 12528.63 16 13 11 16 12 10 26 13 21 14 9 13 4 11 16 13 11 16 12 10 26 15 21 14 9 14 4 11 1 1 1 1 1 1 1 0.867 1 1 1 0.929 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7850-Pp3c9_7900Pp3c9_7850-Pp3c9_7900intergenic_regionPp3c9_7850-Pp3c9_7900NA NA n.4718496G>ANA NA NA NA NA
Chr09 4718497 A AT Chr09_4718497_A_ATA_AT INDEL 12418.59 16 13 11 16 12 10 26 14 21 14 9 13 4 11 16 13 11 16 12 10 26 16 21 14 9 14 4 11 1 1 1 1 1 1 1 0.875 1 1 1 0.929 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7850-Pp3c9_7900Pp3c9_7850-Pp3c9_7900intergenic_regionPp3c9_7850-Pp3c9_7900NA NA n.4718497_4718498insTNA NA NA NA NA
Chr09 4718500 G A Chr09_4718500_G_AG_A SNP 12494.63 16 13 11 15 12 10 24 14 21 14 9 13 4 9 16 13 11 15 12 10 24 16 21 14 9 14 4 9 1 1 1 1 1 1 1 0.875 1 1 1 0.929 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7850-Pp3c9_7900Pp3c9_7850-Pp3c9_7900intergenic_regionPp3c9_7850-Pp3c9_7900NA NA n.4718500G>ANA NA NA NA NA
Chr09 4776601 C CAT Chr09_4776601_C_CATC_CAT INDEL 9085.59 12 9 7 17 22 23 27 28 8 16 13 10 6 6 14 10 7 17 22 23 27 28 8 16 14 10 6 7 0.857 0.9 1 1 1 1 1 1 1 1 0.929 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_7930 Pp3c9_7930 transcript PAC:32911173protein_codingNA c.*5217_*5218insATNA NA NA NA 4871
Chr09 4776601 C CAT Chr09_4776601_C_CATC_CAT INDEL 9085.59 12 9 7 17 22 23 27 28 8 16 13 10 6 6 14 10 7 17 22 23 27 28 8 16 14 10 6 7 0.857 0.9 1 1 1 1 1 1 1 1 0.929 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_7930 Pp3c9_7930 transcript PAC:32911172protein_codingNA c.*5217_*5218insATNA NA NA NA 4884
Chr09 4776601 C CAT Chr09_4776601_C_CATC_CAT INDEL 9085.59 12 9 7 17 22 23 27 28 8 16 13 10 6 6 14 10 7 17 22 23 27 28 8 16 14 10 6 7 0.857 0.9 1 1 1 1 1 1 1 1 0.929 1 1 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7930-Pp3c9_7950Pp3c9_7930-Pp3c9_7950intergenic_regionPp3c9_7930-Pp3c9_7950NA NA n.4776601_4776602insATNA NA NA NA NA
Chr09 4851671 G T Chr09_4851671_G_TG_T SNP 17388.63 18 10 22 10 23 20 24 19 19 26 20 21 9 17 18 10 22 10 23 20 24 19 19 26 20 21 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7970-Pp3c9_8040Pp3c9_7970-Pp3c9_8040intergenic_regionPp3c9_7970-Pp3c9_8040NA NA n.4851671G>TNA NA NA NA NA
Chr09 4851723 T A Chr09_4851723_T_AT_A SNP 16401.63 19 11 19 16 20 17 23 15 15 27 13 20 6 7 19 11 19 16 20 17 23 15 15 27 13 20 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_7970-Pp3c9_8040Pp3c9_7970-Pp3c9_8040intergenic_regionPp3c9_7970-Pp3c9_8040NA NA n.4851723T>ANA NA NA NA NA
Chr09 4982706 AG A Chr09_4982706_AG_AAG_A INDEL 13715.59 15 25 12 21 14 22 27 8 21 4 21 17 7 5 15 25 12 21 14 22 27 8 21 4 21 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_8210 Pp3c9_8210 transcript PAC:32914139protein_codingNA c.-360delC NA NA NA NA 166
Chr09 4982706 AG A Chr09_4982706_AG_AAG_A INDEL 13715.59 15 25 12 21 14 22 27 8 21 4 21 17 7 5 15 25 12 21 14 22 27 8 21 4 21 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_8210 Pp3c9_8210 transcript PAC:32914140protein_codingNA c.-360delC NA NA NA NA 166
Chr09 4982706 AG A Chr09_4982706_AG_AAG_A INDEL 13715.59 15 25 12 21 14 22 27 8 21 4 21 17 7 5 15 25 12 21 14 22 27 8 21 4 21 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_8200 Pp3c9_8200 transcript PAC:32913344protein_codingNA c.*6004delG NA NA NA NA 4225
Chr09 4982706 AG A Chr09_4982706_AG_AAG_A INDEL 13715.59 15 25 12 21 14 22 27 8 21 4 21 17 7 5 15 25 12 21 14 22 27 8 21 4 21 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_8200 Pp3c9_8200 transcript PAC:32913345protein_codingNA c.*6004delG NA NA NA NA 4235
Chr09 4982706 AG A Chr09_4982706_AG_AAG_A INDEL 13715.59 15 25 12 21 14 22 27 8 21 4 21 17 7 5 15 25 12 21 14 22 27 8 21 4 21 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_8210 Pp3c9_8210 transcript PAC:32914135protein_coding 04-sept c.476+87delCNA NA NA NA NA
Chr09 4982706 AG A Chr09_4982706_AG_AAG_A INDEL 13715.59 15 25 12 21 14 22 27 8 21 4 21 17 7 5 15 25 12 21 14 22 27 8 21 4 21 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_8210 Pp3c9_8210 transcript PAC:32914137protein_coding 04-sept c.476+87delCNA NA NA NA NA
Chr09 4982706 AG A Chr09_4982706_AG_AAG_A INDEL 13715.59 15 25 12 21 14 22 27 8 21 4 21 17 7 5 15 25 12 21 14 22 27 8 21 4 21 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_8210 Pp3c9_8210 transcript PAC:32914136protein_coding 04-sept c.476+87delCNA NA NA NA NA
Chr09 4982706 AG A Chr09_4982706_AG_AAG_A INDEL 13715.59 15 25 12 21 14 22 27 8 21 4 21 17 7 5 15 25 12 21 14 22 27 8 21 4 21 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_8210 Pp3c9_8210 transcript PAC:32914138protein_coding 04-sept c.476+87delCNA NA NA NA NA
Chr09 5004276 T C Chr09_5004276_T_CT_C SNP 19223.63 32 23 11 34 20 31 26 23 35 29 10 16 13 8 32 23 11 34 20 31 26 23 35 29 10 16 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_8210-Pp3c9_8270Pp3c9_8210-Pp3c9_8270intergenic_regionPp3c9_8210-Pp3c9_8270NA NA n.5004276T>CNA NA NA NA NA
Chr09 5070079 A AAT Chr09_5070079_A_AATA_AAT INDEL 1075.35 16 12 7 0 0 0 0 1 1 0 0 1 0 0 16 12 7 23 6 15 26 22 13 19 6 7 5 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c9_8300-Pp3c9_8340Pp3c9_8300-Pp3c9_8340intergenic_regionPp3c9_8300-Pp3c9_8340NA NA n.5070079_5070080insATNA NA NA NA NA
Chr09 5230187 A AAT Chr09_5230187_A_AATA_AAT INDEL 868.35 12 9 7 0 1 0 2 0 0 0 0 0 0 0 12 9 7 14 10 11 16 16 7 8 8 6 5 7 1 1 1 0 0 0 0.125 0 0 0 0 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c9_8500 Pp3c9_8500 transcript PAC:32912249protein_codingNA c.*2370_*2371insATNA NA NA NA 2371
Chr09 5230187 A AAT Chr09_5230187_A_AATA_AAT INDEL 868.35 12 9 7 0 1 0 2 0 0 0 0 0 0 0 12 9 7 14 10 11 16 16 7 8 8 6 5 7 1 1 1 0 0 0 0.125 0 0 0 0 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c9_8500 Pp3c9_8500 transcript PAC:32912250protein_codingNA c.*2370_*2371insATNA NA NA NA 1659
Chr09 5230187 A AAT Chr09_5230187_A_AATA_AAT INDEL 868.35 12 9 7 0 1 0 2 0 0 0 0 0 0 0 12 9 7 14 10 11 16 16 7 8 8 6 5 7 1 1 1 0 0 0 0.125 0 0 0 0 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c9_8500-Pp3c9_8520Pp3c9_8500-Pp3c9_8520intergenic_regionPp3c9_8500-Pp3c9_8520NA NA n.5230187_5230188insATNA NA NA NA NA
Chr09 5330479 G GA Chr09_5330479_G_GAG_GA INDEL 18388.59 33 15 14 37 16 30 25 21 32 24 16 19 17 12 33 15 14 37 16 30 25 21 32 24 16 19 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_8640-Pp3c9_8651Pp3c9_8640-Pp3c9_8651intergenic_regionPp3c9_8640-Pp3c9_8651NA NA n.5330479_5330480insANA NA NA NA NA
Chr09 5365977 A AT Chr09_5365977_A_ATA_AT INDEL 17016.59 26 10 10 23 18 36 28 29 28 24 19 18 8 10 26 10 10 23 18 36 28 29 28 24 19 18 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_8651-Pp3c9_8730Pp3c9_8651-Pp3c9_8730intergenic_regionPp3c9_8651-Pp3c9_8730NA NA n.5365977_5365978insTNA NA NA NA NA
Chr09 5446347 C A Chr09_5446347_C_AC_A SNP 12478.63 18 10 9 23 14 16 19 17 19 22 18 16 11 5 18 10 9 23 14 16 19 17 19 22 18 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_8730 Pp3c9_8730 transcript PAC:32913499protein_codingNA c.-4952G>T NA NA NA NA 4638
Chr09 5446347 C A Chr09_5446347_C_AC_A SNP 12478.63 18 10 9 23 14 16 19 17 19 22 18 16 11 5 18 10 9 23 14 16 19 17 19 22 18 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_8730 Pp3c9_8730 transcript PAC:32913500protein_codingNA c.-4952G>T NA NA NA NA 4600
Chr09 5446347 C A Chr09_5446347_C_AC_A SNP 12478.63 18 10 9 23 14 16 19 17 19 22 18 16 11 5 18 10 9 23 14 16 19 17 19 22 18 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_8740 Pp3c9_8740 transcript PAC:32912161protein_codingNA c.*2079C>A NA NA NA NA 1688
Chr09 5446347 C A Chr09_5446347_C_AC_A SNP 12478.63 18 10 9 23 14 16 19 17 19 22 18 16 11 5 18 10 9 23 14 16 19 17 19 22 18 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_8740 Pp3c9_8740 transcript PAC:32912163protein_codingNA c.*2079C>A NA NA NA NA 1732
Chr09 5446347 C A Chr09_5446347_C_AC_A SNP 12478.63 18 10 9 23 14 16 19 17 19 22 18 16 11 5 18 10 9 23 14 16 19 17 19 22 18 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_8740 Pp3c9_8740 transcript PAC:32912162protein_codingNA c.*2079C>A NA NA NA NA 1688
Chr09 5446347 C A Chr09_5446347_C_AC_A SNP 12478.63 18 10 9 23 14 16 19 17 19 22 18 16 11 5 18 10 9 23 14 16 19 17 19 22 18 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_8740 Pp3c9_8740 transcript PAC:32912164protein_codingNA c.*2079C>A NA NA NA NA 1688
Chr09 5446347 C A Chr09_5446347_C_AC_A SNP 12478.63 18 10 9 23 14 16 19 17 19 22 18 16 11 5 18 10 9 23 14 16 19 17 19 22 18 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_8740-Pp3c9_8750Pp3c9_8740-Pp3c9_8750intergenic_regionPp3c9_8740-Pp3c9_8750NA NA n.5446347C>ANA NA NA NA NA
Chr09 5513057 C A Chr09_5513057_C_AC_A SNP 19811.63 27 8 13 24 23 24 19 25 34 36 19 28 10 10 27 8 13 24 23 24 19 25 34 36 19 28 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_8810-Pp3c9_8840Pp3c9_8810-Pp3c9_8840intergenic_regionPp3c9_8810-Pp3c9_8840NA NA n.5513057C>ANA NA NA NA NA
Chr09 5513084 G C Chr09_5513084_G_CG_C SNP 19639.63 26 12 11 19 22 21 19 21 34 28 15 26 8 10 26 12 11 19 22 21 19 21 34 28 15 26 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_8810-Pp3c9_8840Pp3c9_8810-Pp3c9_8840intergenic_regionPp3c9_8810-Pp3c9_8840NA NA n.5513084G>CNA NA NA NA NA
Chr09 5513115 C CA Chr09_5513115_C_CAC_CA INDEL 17648.59 29 12 12 27 22 21 16 22 29 24 13 26 6 9 29 12 12 27 22 21 16 22 29 24 13 26 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_8810-Pp3c9_8840Pp3c9_8810-Pp3c9_8840intergenic_regionPp3c9_8810-Pp3c9_8840NA NA n.5513115_5513116insANA NA NA NA NA
Chr09 5570749 CAT C Chr09_5570749_CAT_CCAT_C INDEL 10522.59 26 19 9 25 13 16 18 17 8 15 9 12 5 7 26 19 9 25 13 16 18 17 8 15 9 12 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_8880-Pp3c9_8900Pp3c9_8880-Pp3c9_8900intergenic_regionPp3c9_8880-Pp3c9_8900NA NA n.5570750_5570751delATNA NA NA NA NA
Chr09 5719291 G T Chr09_5719291_G_TG_T SNP 20023.63 28 21 11 21 21 24 25 22 23 17 21 23 14 13 28 21 11 21 21 24 25 22 23 17 21 23 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_9137-Pp3c9_9170Pp3c9_9137-Pp3c9_9170intergenic_regionPp3c9_9137-Pp3c9_9170NA NA n.5719291G>TNA NA NA NA NA
Chr09 5719301 G T Chr09_5719301_G_TG_T SNP 19791.63 24 22 12 18 20 25 25 21 19 16 20 24 15 13 24 22 12 18 20 25 25 21 19 16 20 24 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_9137-Pp3c9_9170Pp3c9_9137-Pp3c9_9170intergenic_regionPp3c9_9137-Pp3c9_9170NA NA n.5719301G>TNA NA NA NA NA
Chr09 5719304 G T Chr09_5719304_G_TG_T SNP 19211.63 22 22 13 18 20 23 25 20 18 17 18 24 15 14 22 22 13 18 20 23 25 20 18 17 18 24 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_9137-Pp3c9_9170Pp3c9_9137-Pp3c9_9170intergenic_regionPp3c9_9137-Pp3c9_9170NA NA n.5719304G>TNA NA NA NA NA
Chr09 5839369 C CA Chr09_5839369_C_CAC_CA INDEL 14544.59 24 18 17 30 18 26 31 22 13 27 13 10 9 9 24 18 17 30 18 26 31 22 13 27 13 10 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_9260-Pp3c9_9290Pp3c9_9260-Pp3c9_9290intergenic_regionPp3c9_9260-Pp3c9_9290NA NA n.5839369_5839370insANA NA NA NA NA
Chr09 5839434 CT C Chr09_5839434_CT_CCT_C INDEL 14592.59 24 11 15 20 15 30 35 22 18 21 14 13 10 11 24 11 15 20 15 30 35 22 18 21 14 13 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_9260-Pp3c9_9290Pp3c9_9260-Pp3c9_9290intergenic_regionPp3c9_9260-Pp3c9_9290NA NA n.5839435delTNA NA NA NA NA
Chr09 5934170 G GT Chr09_5934170_G_GTG_GT INDEL 17618.59 40 20 10 24 25 23 25 22 23 28 19 18 10 8 41 20 10 24 25 23 25 22 23 28 19 18 10 8 0.976 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_9380 Pp3c9_9380 transcript PAC:32913110protein_codingNA c.*3829_*3830insTNA NA NA NA 3649
Chr09 5934170 G GT Chr09_5934170_G_GTG_GT INDEL 17618.59 40 20 10 24 25 23 25 22 23 28 19 18 10 8 41 20 10 24 25 23 25 22 23 28 19 18 10 8 0.976 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_9380 Pp3c9_9380 transcript PAC:32913111protein_codingNA c.*3829_*3830insTNA NA NA NA 3594
Chr09 5934170 G GT Chr09_5934170_G_GTG_GT INDEL 17618.59 40 20 10 24 25 23 25 22 23 28 19 18 10 8 41 20 10 24 25 23 25 22 23 28 19 18 10 8 0.976 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_9380-Pp3c9_9450Pp3c9_9380-Pp3c9_9450intergenic_regionPp3c9_9380-Pp3c9_9450NA NA n.5934170_5934171insTNA NA NA NA NA
Chr09 6221288 A T Chr09_6221288_A_TA_T SNP 20010.63 19 16 18 20 18 20 28 28 19 35 22 18 16 6 19 16 18 20 18 20 28 28 19 35 22 18 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_9590-Pp3c9_9760Pp3c9_9590-Pp3c9_9760intergenic_regionPp3c9_9590-Pp3c9_9760NA NA n.6221288A>TNA NA NA NA NA
Chr09 6221289 G GT Chr09_6221289_G_GTG_GT INDEL 20001.59 19 16 18 20 17 20 27 27 19 36 22 18 16 6 19 16 18 20 17 20 27 27 19 36 22 18 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_9590-Pp3c9_9760Pp3c9_9590-Pp3c9_9760intergenic_regionPp3c9_9590-Pp3c9_9760NA NA n.6221289_6221290insTNA NA NA NA NA
Chr09 6360908 C T Chr09_6360908_C_TC_T SNP 6017.29 0 0 0 24 24 27 25 25 0 0 0 0 0 0 23 12 16 24 24 27 25 25 18 22 15 22 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_9780-Pp3c9_9860Pp3c9_9780-Pp3c9_9860intergenic_regionPp3c9_9780-Pp3c9_9860NA NA n.6360908C>TNA NA NA NA NA
Chr09 6491983 C T Chr09_6491983_C_TC_T SNP 17470.63 31 12 15 18 23 28 29 19 27 10 29 22 8 8 31 12 15 18 23 28 29 19 27 10 29 22 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_9870-Pp3c9_10010Pp3c9_9870-Pp3c9_10010intergenic_regionPp3c9_9870-Pp3c9_10010NA NA n.6491983C>TNA NA NA NA NA
Chr09 6688850 T A Chr09_6688850_T_AT_A SNP 16677.63 20 10 9 28 20 23 22 19 15 24 16 13 12 11 20 10 9 28 20 23 22 19 15 24 16 13 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_10290Pp3c9_10290transcript PAC:32914107protein_codingNA c.-4947T>A NA NA NA NA 2007
Chr09 6688850 T A Chr09_6688850_T_AT_A SNP 16677.63 20 10 9 28 20 23 22 19 15 24 16 13 12 11 20 10 9 28 20 23 22 19 15 24 16 13 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_10290Pp3c9_10290transcript PAC:32914108protein_codingNA c.-4947T>A NA NA NA NA 4565
Chr09 6688850 T A Chr09_6688850_T_AT_A SNP 16677.63 20 10 9 28 20 23 22 19 15 24 16 13 12 11 20 10 9 28 20 23 22 19 15 24 16 13 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_10240-Pp3c9_10290Pp3c9_10240-Pp3c9_10290intergenic_regionPp3c9_10240-Pp3c9_10290NA NA n.6688850T>ANA NA NA NA NA
Chr09 6688911 C T Chr09_6688911_C_TC_T SNP 13804.63 20 11 9 20 11 17 16 10 13 13 12 10 10 10 20 11 9 20 11 17 16 10 13 13 12 10 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_10290Pp3c9_10290transcript PAC:32914107protein_codingNA c.-4886C>T NA NA NA NA 1946
Chr09 6688911 C T Chr09_6688911_C_TC_T SNP 13804.63 20 11 9 20 11 17 16 10 13 13 12 10 10 10 20 11 9 20 11 17 16 10 13 13 12 10 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_10290Pp3c9_10290transcript PAC:32914108protein_codingNA c.-4886C>T NA NA NA NA 4504
Chr09 6688911 C T Chr09_6688911_C_TC_T SNP 13804.63 20 11 9 20 11 17 16 10 13 13 12 10 10 10 20 11 9 20 11 17 16 10 13 13 12 10 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_10240-Pp3c9_10290Pp3c9_10240-Pp3c9_10290intergenic_regionPp3c9_10240-Pp3c9_10290NA NA n.6688911C>TNA NA NA NA NA
Chr09 6688915 G T Chr09_6688915_G_TG_T SNP 13676.63 21 11 9 20 9 16 15 10 13 13 13 10 10 11 21 11 9 20 9 16 15 10 13 13 13 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_10290Pp3c9_10290transcript PAC:32914107protein_codingNA c.-4882G>T NA NA NA NA 1942
Chr09 6688915 G T Chr09_6688915_G_TG_T SNP 13676.63 21 11 9 20 9 16 15 10 13 13 13 10 10 11 21 11 9 20 9 16 15 10 13 13 13 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_10290Pp3c9_10290transcript PAC:32914108protein_codingNA c.-4882G>T NA NA NA NA 4500
Chr09 6688915 G T Chr09_6688915_G_TG_T SNP 13676.63 21 11 9 20 9 16 15 10 13 13 13 10 10 11 21 11 9 20 9 16 15 10 13 13 13 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_10240-Pp3c9_10290Pp3c9_10240-Pp3c9_10290intergenic_regionPp3c9_10240-Pp3c9_10290NA NA n.6688915G>TNA NA NA NA NA
Chr09 6847096 T G Chr09_6847096_T_GT_G SNP 19855.63 38 15 11 26 17 26 34 37 31 22 17 27 11 6 38 15 11 26 17 26 34 37 31 22 17 27 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_10380-Pp3c9_10460Pp3c9_10380-Pp3c9_10460intergenic_regionPp3c9_10380-Pp3c9_10460NA NA n.6847096T>GNA NA NA NA NA
Chr09 6981059 G A Chr09_6981059_G_AG_A SNP 11081.63 9 5 8 16 16 12 20 15 10 8 7 7 5 4 9 5 8 16 16 12 20 15 10 8 7 7 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_10560-Pp3c9_10620Pp3c9_10560-Pp3c9_10620intergenic_regionPp3c9_10560-Pp3c9_10620NA NA n.6981059G>ANA NA NA NA NA
Chr09 7016488 AT A Chr09_7016488_AT_AAT_A INDEL 15486.59 35 10 10 15 13 32 19 24 17 28 12 24 12 13 35 10 10 15 13 32 19 24 17 28 12 24 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_10560-Pp3c9_10620Pp3c9_10560-Pp3c9_10620intergenic_regionPp3c9_10560-Pp3c9_10620NA NA n.7016489delTNA NA NA NA NA
Chr09 7021649 G GAT Chr09_7021649_G_GATG_GAT INDEL 1954.93 0 0 1 0 0 0 0 0 17 10 4 10 5 9 28 14 7 16 12 10 17 14 17 10 4 11 5 9 0 0 0 0 0 0 0 0 1 1 1 0.909 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c9_10620Pp3c9_10620transcript PAC:32911694protein_codingNA c.-2406_-2405insATNA NA NA NA 1348
Chr09 7021649 G GAT Chr09_7021649_G_GATG_GAT INDEL 1954.93 0 0 1 0 0 0 0 0 17 10 4 10 5 9 28 14 7 16 12 10 17 14 17 10 4 11 5 9 0 0 0 0 0 0 0 0 1 1 1 0.909 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c9_10620Pp3c9_10620transcript PAC:32911695protein_codingNA c.-2406_-2405insATNA NA NA NA 1351
Chr09 7021649 G GAT Chr09_7021649_G_GATG_GAT INDEL 1954.93 0 0 1 0 0 0 0 0 17 10 4 10 5 9 28 14 7 16 12 10 17 14 17 10 4 11 5 9 0 0 0 0 0 0 0 0 1 1 1 0.909 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c9_10620Pp3c9_10620transcript PAC:32911696protein_codingNA c.-2406_-2405insATNA NA NA NA 1351
Chr09 7021649 G GAT Chr09_7021649_G_GATG_GAT INDEL 1954.93 0 0 1 0 0 0 0 0 17 10 4 10 5 9 28 14 7 16 12 10 17 14 17 10 4 11 5 9 0 0 0 0 0 0 0 0 1 1 1 0.909 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c9_10620Pp3c9_10620transcript PAC:32911697protein_codingNA c.-4327_-4326insATNA NA NA NA 3891
Chr09 7021649 G GAT Chr09_7021649_G_GATG_GAT INDEL 1954.93 0 0 1 0 0 0 0 0 17 10 4 10 5 9 28 14 7 16 12 10 17 14 17 10 4 11 5 9 0 0 0 0 0 0 0 0 1 1 1 0.909 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c9_10560-Pp3c9_10620Pp3c9_10560-Pp3c9_10620intergenic_regionPp3c9_10560-Pp3c9_10620NA NA n.7021649_7021650insATNA NA NA NA NA
Chr09 7052708 C A Chr09_7052708_C_AC_A SNP 16123.63 19 16 19 18 15 23 29 31 20 16 8 18 10 10 19 16 19 18 15 23 29 31 20 16 8 18 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_10640Pp3c9_10640transcript PAC:32914072protein_codingNA c.-3319C>A NA NA NA NA 2848
Chr09 7052708 C A Chr09_7052708_C_AC_A SNP 16123.63 19 16 19 18 15 23 29 31 20 16 8 18 10 10 19 16 19 18 15 23 29 31 20 16 8 18 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_10640Pp3c9_10640transcript PAC:32914073protein_codingNA c.-3319C>A NA NA NA NA 1995
Chr09 7052708 C A Chr09_7052708_C_AC_A SNP 16123.63 19 16 19 18 15 23 29 31 20 16 8 18 10 10 19 16 19 18 15 23 29 31 20 16 8 18 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_10640Pp3c9_10640transcript PAC:32914074protein_codingNA c.-3319C>A NA NA NA NA 2042
Chr09 7052708 C A Chr09_7052708_C_AC_A SNP 16123.63 19 16 19 18 15 23 29 31 20 16 8 18 10 10 19 16 19 18 15 23 29 31 20 16 8 18 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_10640Pp3c9_10640transcript PAC:32914075protein_codingNA c.-3319C>A NA NA NA NA 2189
Chr09 7052708 C A Chr09_7052708_C_AC_A SNP 16123.63 19 16 19 18 15 23 29 31 20 16 8 18 10 10 19 16 19 18 15 23 29 31 20 16 8 18 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_10620-Pp3c9_10640Pp3c9_10620-Pp3c9_10640intergenic_regionPp3c9_10620-Pp3c9_10640NA NA n.7052708C>ANA NA NA NA NA
Chr09 7094492 G GTT Chr09_7094492_G_GTTG_GTT INDEL 17695.59 28 20 13 17 11 25 27 17 26 23 9 15 11 11 28 20 13 17 11 25 27 17 26 23 9 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_10660-Pp3c9_10730Pp3c9_10660-Pp3c9_10730intergenic_regionPp3c9_10660-Pp3c9_10730NA NA n.7094492_7094493insTTNA NA NA NA NA
Chr09 7104460 A G Chr09_7104460_A_GA_G SNP 17223.63 39 8 13 25 16 18 27 18 26 21 10 22 6 7 39 8 13 26 16 18 27 18 26 21 10 22 6 7 1 1 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_10660-Pp3c9_10730Pp3c9_10660-Pp3c9_10730intergenic_regionPp3c9_10660-Pp3c9_10730NA NA n.7104460A>GNA NA NA NA NA
Chr09 7107623 C T Chr09_7107623_C_TC_T SNP 2486.39 29 17 14 0 0 0 0 0 0 0 0 0 0 0 29 17 14 18 20 17 24 19 23 19 18 19 9 16 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c9_10660-Pp3c9_10730Pp3c9_10660-Pp3c9_10730intergenic_regionPp3c9_10660-Pp3c9_10730NA NA n.7107623C>TNA NA NA NA NA
Chr09 7254803 A AAT Chr09_7254803_A_AATA_AAT INDEL 480.37 1 0 0 0 3 1 0 18 0 0 2 0 0 0 24 13 13 22 12 26 25 20 21 13 13 11 8 9 0 0 0 0 0.25 0 0 0.9 0 0 0.154 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c9_10940Pp3c9_10940transcript PAC:32913983protein_codingNA c.-643_-642insATNA NA NA NA 642
Chr09 7254803 A AAT Chr09_7254803_A_AATA_AAT INDEL 480.37 1 0 0 0 3 1 0 18 0 0 2 0 0 0 24 13 13 22 12 26 25 20 21 13 13 11 8 9 0 0 0 0 0.25 0 0 0.9 0 0 0.154 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c9_10944Pp3c9_10944transcript PAC:32911625protein_codingNA c.-4631_-4630insATNA NA NA NA 3664
Chr09 7254803 A AAT Chr09_7254803_A_AATA_AAT INDEL 480.37 1 0 0 0 3 1 0 18 0 0 2 0 0 0 24 13 13 22 12 26 25 20 21 13 13 11 8 9 0 0 0 0 0.25 0 0 0.9 0 0 0.154 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c9_10940Pp3c9_10940transcript PAC:32913984protein_codingNA c.-921_-920insATNA NA NA NA 824
Chr09 7254803 A AAT Chr09_7254803_A_AATA_AAT INDEL 480.37 1 0 0 0 3 1 0 18 0 0 2 0 0 0 24 13 13 22 12 26 25 20 21 13 13 11 8 9 0 0 0 0 0.25 0 0 0.9 0 0 0.154 0 0 0 0 1 1 2 0 1 0 intergenic_regionMODIFIER Pp3c9_10920-Pp3c9_10940Pp3c9_10920-Pp3c9_10940intergenic_regionPp3c9_10920-Pp3c9_10940NA NA n.7254803_7254804insATNA NA NA NA NA
Chr09 7418363 C G Chr09_7418363_C_GC_G SNP 20444.63 28 19 11 24 20 17 33 27 34 29 15 18 7 7 28 19 11 24 20 17 33 27 34 29 15 18 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_11151-Pp3c9_11160Pp3c9_11151-Pp3c9_11160intergenic_regionPp3c9_11151-Pp3c9_11160NA NA n.7418363C>GNA NA NA NA NA
Chr09 7418383 G T Chr09_7418383_G_TG_T SNP 20259.63 28 21 11 21 19 16 28 26 37 27 16 19 6 5 28 21 11 21 19 16 28 26 37 27 16 19 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_11151-Pp3c9_11160Pp3c9_11151-Pp3c9_11160intergenic_regionPp3c9_11151-Pp3c9_11160NA NA n.7418383G>TNA NA NA NA NA
Chr09 7418417 G A Chr09_7418417_G_AG_A SNP 19090.63 20 22 13 23 13 21 31 27 28 34 22 20 8 8 20 22 13 23 13 21 31 28 28 34 22 20 8 8 1 1 1 1 1 1 1 0.964 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_11151-Pp3c9_11160Pp3c9_11151-Pp3c9_11160intergenic_regionPp3c9_11151-Pp3c9_11160NA NA n.7418417G>ANA NA NA NA NA
Chr09 7418496 C T Chr09_7418496_C_TC_T SNP 20713.63 30 20 12 24 17 23 27 23 21 34 21 20 8 12 30 20 12 24 17 23 27 23 21 34 21 20 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_11151-Pp3c9_11160Pp3c9_11151-Pp3c9_11160intergenic_regionPp3c9_11151-Pp3c9_11160NA NA n.7418496C>TNA NA NA NA NA
Chr09 7418500 C G Chr09_7418500_C_GC_G SNP 20752.63 31 20 12 24 18 22 28 23 20 34 21 20 7 13 31 20 12 24 18 22 28 23 20 34 21 20 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_11151-Pp3c9_11160Pp3c9_11151-Pp3c9_11160intergenic_regionPp3c9_11151-Pp3c9_11160NA NA n.7418500C>GNA NA NA NA NA
Chr09 7481321 CAT C Chr09_7481321_CAT_CCAT_C INDEL 1918.93 0 0 0 0 0 0 0 0 14 14 11 9 6 9 21 18 15 12 17 13 11 11 14 14 11 9 6 10 0 0 0 0 0 0 0 0 1 1 1 1 1 0.9 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c9_11160-Pp3c9_11320Pp3c9_11160-Pp3c9_11320intergenic_regionPp3c9_11160-Pp3c9_11320NA NA n.7481322_7481323delATNA NA NA NA NA
Chr09 7607666 C A Chr09_7607666_C_AC_A SNP 19965.63 37 9 15 28 20 22 34 32 26 22 19 8 6 9 37 9 15 29 20 22 34 32 26 22 19 8 6 9 1 1 1 0.966 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_11330Pp3c9_11330transcript PAC:32912456protein_codingNA c.*1478C>A NA NA NA NA 1005
Chr09 7607666 C A Chr09_7607666_C_AC_A SNP 19965.63 37 9 15 28 20 22 34 32 26 22 19 8 6 9 37 9 15 29 20 22 34 32 26 22 19 8 6 9 1 1 1 0.966 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_11330Pp3c9_11330transcript PAC:32912457protein_codingNA c.*1478C>A NA NA NA NA 994
Chr09 7607666 C A Chr09_7607666_C_AC_A SNP 19965.63 37 9 15 28 20 22 34 32 26 22 19 8 6 9 37 9 15 29 20 22 34 32 26 22 19 8 6 9 1 1 1 0.966 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_11330-Pp3c9_11360Pp3c9_11330-Pp3c9_11360intergenic_regionPp3c9_11330-Pp3c9_11360NA NA n.7607666C>ANA NA NA NA NA
Chr09 7739589 C T Chr09_7739589_C_TC_T SNP 2609.39 34 16 13 0 0 0 0 0 0 0 0 0 0 0 34 16 13 19 18 28 29 27 27 26 23 18 11 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c9_11390-Pp3c9_11530Pp3c9_11390-Pp3c9_11530intergenic_regionPp3c9_11390-Pp3c9_11530NA NA n.7739589C>TNA NA NA NA NA
Chr09 7764921 T TA Chr09_7764921_T_TAT_TA INDEL 16945.59 37 18 16 33 21 25 31 22 31 29 17 19 8 12 37 18 16 33 21 25 31 22 31 29 17 19 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_11390-Pp3c9_11530Pp3c9_11390-Pp3c9_11530intergenic_regionPp3c9_11390-Pp3c9_11530NA NA n.7764921_7764922insANA NA NA NA NA
Chr09 7892862 TG T Chr09_7892862_TG_TTG_T INDEL 17685.59 24 17 10 32 32 24 31 31 29 23 16 12 12 11 24 17 10 32 32 24 31 31 29 23 16 12 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_11540-Pp3c9_11650Pp3c9_11540-Pp3c9_11650intergenic_regionPp3c9_11540-Pp3c9_11650NA NA n.7892863delGNA NA NA NA NA
Chr09 7919672 T C Chr09_7919672_T_CT_C SNP 18168.63 28 18 23 23 24 26 20 25 19 21 17 9 9 6 28 18 23 23 24 26 20 25 19 21 17 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_11650-Pp3c9_11670Pp3c9_11650-Pp3c9_11670intergenic_regionPp3c9_11650-Pp3c9_11670NA NA n.7919672T>CNA NA NA NA NA
Chr09 7919736 G T Chr09_7919736_G_TG_T SNP 21131.63 36 23 19 25 28 31 19 31 27 31 20 16 11 7 36 23 19 25 28 31 19 31 27 31 20 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_11650-Pp3c9_11670Pp3c9_11650-Pp3c9_11670intergenic_regionPp3c9_11650-Pp3c9_11670NA NA n.7919736G>TNA NA NA NA NA
Chr09 7948174 A AAT Chr09_7948174_A_AATA_AAT INDEL 1338.35 17 12 11 0 1 0 0 0 0 0 1 0 0 0 17 12 11 11 19 22 23 22 18 15 7 5 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_11700Pp3c9_11700transcript PAC:32913028protein_codingNA c.-1090_-1089insATNA NA NA NA 1089
Chr09 7948174 A AAT Chr09_7948174_A_AATA_AAT INDEL 1338.35 17 12 11 0 1 0 0 0 0 0 1 0 0 0 17 12 11 11 19 22 23 22 18 15 7 5 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_11700Pp3c9_11700transcript PAC:32913029protein_codingNA c.-1090_-1089insATNA NA NA NA 1089
Chr09 7948174 A AAT Chr09_7948174_A_AATA_AAT INDEL 1338.35 17 12 11 0 1 0 0 0 0 0 1 0 0 0 17 12 11 11 19 22 23 22 18 15 7 5 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_11700Pp3c9_11700transcript PAC:32913030protein_codingNA c.-1090_-1089insATNA NA NA NA 1089
Chr09 7948174 A AAT Chr09_7948174_A_AATA_AAT INDEL 1338.35 17 12 11 0 1 0 0 0 0 0 1 0 0 0 17 12 11 11 19 22 23 22 18 15 7 5 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_11670Pp3c9_11670transcript PAC:32913883protein_codingNA c.*4849_*4850insATNA NA NA NA 4536
Chr09 7948174 A AAT Chr09_7948174_A_AATA_AAT INDEL 1338.35 17 12 11 0 1 0 0 0 0 0 1 0 0 0 17 12 11 11 19 22 23 22 18 15 7 5 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c9_11670-Pp3c9_11700Pp3c9_11670-Pp3c9_11700intergenic_regionPp3c9_11670-Pp3c9_11700NA NA n.7948174_7948175insATNA NA NA NA NA
Chr09 8196151 G T Chr09_8196151_G_TG_T SNP 12876.63 12 10 10 13 11 21 8 16 20 15 7 10 13 9 12 10 10 13 11 21 8 16 20 15 7 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_12070-Pp3c9_12120Pp3c9_12070-Pp3c9_12120intergenic_regionPp3c9_12070-Pp3c9_12120NA NA n.8196151G>TNA NA NA NA NA
Chr09 8196155 G T Chr09_8196155_G_TG_T SNP 13060.63 12 10 11 15 11 21 10 16 21 16 7 10 13 9 12 10 11 15 11 21 10 16 21 16 7 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_12070-Pp3c9_12120Pp3c9_12070-Pp3c9_12120intergenic_regionPp3c9_12070-Pp3c9_12120NA NA n.8196155G>TNA NA NA NA NA
Chr09 8196213 G A Chr09_8196213_G_AG_A SNP 19745.63 21 10 20 31 23 27 26 23 25 19 21 19 17 11 21 10 20 31 23 27 26 23 25 19 21 19 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_12070-Pp3c9_12120Pp3c9_12070-Pp3c9_12120intergenic_regionPp3c9_12070-Pp3c9_12120NA NA n.8196213G>ANA NA NA NA NA
Chr09 8285637 C T Chr09_8285637_C_TC_T SNP 6168.29 0 0 0 21 17 21 38 30 0 0 0 0 0 0 26 10 10 21 17 21 38 30 19 28 19 22 6 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_12210-Pp3c9_12280Pp3c9_12210-Pp3c9_12280intergenic_regionPp3c9_12210-Pp3c9_12280NA NA n.8285637C>TNA NA NA NA NA
Chr09 8454144 CTA C Chr09_8454144_CTA_CCTA_C INDEL 11403.59 23 13 7 17 15 23 30 19 14 15 15 4 8 12 24 13 7 17 15 23 31 19 14 17 15 4 8 12 0.958 1 1 1 1 1 0.968 1 1 0.882 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12580Pp3c9_12580transcript PAC:32914117protein_codingNA c.-5237_-5236delTANA NA NA NA 4977
Chr09 8454144 CTA C Chr09_8454144_CTA_CCTA_C INDEL 11403.59 23 13 7 17 15 23 30 19 14 15 15 4 8 12 24 13 7 17 15 23 31 19 14 17 15 4 8 12 0.958 1 1 1 1 1 0.968 1 1 0.882 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12580Pp3c9_12580transcript PAC:32914118protein_codingNA c.-5237_-5236delTANA NA NA NA 4967
Chr09 8454144 CTA C Chr09_8454144_CTA_CCTA_C INDEL 11403.59 23 13 7 17 15 23 30 19 14 15 15 4 8 12 24 13 7 17 15 23 31 19 14 17 15 4 8 12 0.958 1 1 1 1 1 0.968 1 1 0.882 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12580Pp3c9_12580transcript PAC:32914119protein_codingNA c.-5942_-5941delTANA NA NA NA 4967
Chr09 8454144 CTA C Chr09_8454144_CTA_CCTA_C INDEL 11403.59 23 13 7 17 15 23 30 19 14 15 15 4 8 12 24 13 7 17 15 23 31 19 14 17 15 4 8 12 0.958 1 1 1 1 1 0.968 1 1 0.882 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12580Pp3c9_12580transcript PAC:32914120protein_codingNA c.-5942_-5941delTANA NA NA NA 4967
Chr09 8454144 CTA C Chr09_8454144_CTA_CCTA_C INDEL 11403.59 23 13 7 17 15 23 30 19 14 15 15 4 8 12 24 13 7 17 15 23 31 19 14 17 15 4 8 12 0.958 1 1 1 1 1 0.968 1 1 0.882 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_12590Pp3c9_12590transcript PAC:32911679protein_codingNA c.*2550_*2551delTANA NA NA NA 1340
Chr09 8454144 CTA C Chr09_8454144_CTA_CCTA_C INDEL 11403.59 23 13 7 17 15 23 30 19 14 15 15 4 8 12 24 13 7 17 15 23 31 19 14 17 15 4 8 12 0.958 1 1 1 1 1 0.968 1 1 0.882 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_12590Pp3c9_12590transcript PAC:32911680protein_codingNA c.*2550_*2551delTANA NA NA NA 1688
Chr09 8454144 CTA C Chr09_8454144_CTA_CCTA_C INDEL 11403.59 23 13 7 17 15 23 30 19 14 15 15 4 8 12 24 13 7 17 15 23 31 19 14 17 15 4 8 12 0.958 1 1 1 1 1 0.968 1 1 0.882 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_12590-Pp3c9_12610Pp3c9_12590-Pp3c9_12610intergenic_regionPp3c9_12590-Pp3c9_12610NA NA n.8454145_8454146delTANA NA NA NA NA
Chr09 8635515 GCCGC G Chr09_8635515_GCCGC_GGCCGC_G INDEL 11036.59 12 15 8 11 12 15 23 10 13 6 9 10 4 6 12 15 8 11 12 15 23 10 13 6 10 10 4 6 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911330protein_codingNA c.-4397_-4394delCCGCNA NA NA NA 4265
Chr09 8635515 GCCGC G Chr09_8635515_GCCGC_GGCCGC_G INDEL 11036.59 12 15 8 11 12 15 23 10 13 6 9 10 4 6 12 15 8 11 12 15 23 10 13 6 10 10 4 6 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911331protein_codingNA c.-4397_-4394delCCGCNA NA NA NA 4056
Chr09 8635515 GCCGC G Chr09_8635515_GCCGC_GGCCGC_G INDEL 11036.59 12 15 8 11 12 15 23 10 13 6 9 10 4 6 12 15 8 11 12 15 23 10 13 6 10 10 4 6 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_12770-Pp3c9_12820Pp3c9_12770-Pp3c9_12820intergenic_regionPp3c9_12770-Pp3c9_12820NA NA n.8635516_8635519delCCGCNA NA NA NA NA
Chr09 8635521 T A Chr09_8635521_T_AT_A SNP 11045.63 12 15 8 11 12 15 23 9 13 6 9 10 5 5 12 15 8 11 12 15 23 9 13 6 10 10 5 5 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911330protein_codingNA c.-4392T>A NA NA NA NA 4260
Chr09 8635521 T A Chr09_8635521_T_AT_A SNP 11045.63 12 15 8 11 12 15 23 9 13 6 9 10 5 5 12 15 8 11 12 15 23 9 13 6 10 10 5 5 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911331protein_codingNA c.-4392T>A NA NA NA NA 4051
Chr09 8635521 T A Chr09_8635521_T_AT_A SNP 11045.63 12 15 8 11 12 15 23 9 13 6 9 10 5 5 12 15 8 11 12 15 23 9 13 6 10 10 5 5 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_12770-Pp3c9_12820Pp3c9_12770-Pp3c9_12820intergenic_regionPp3c9_12770-Pp3c9_12820NA NA n.8635521T>ANA NA NA NA NA
Chr09 8635524 T TG Chr09_8635524_T_TGT_TG INDEL 11576.59 12 15 7 11 12 16 22 9 13 6 8 11 5 5 12 15 7 11 12 16 22 9 13 6 9 11 5 5 1 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911330protein_codingNA c.-4389_-4388insGNA NA NA NA 4256
Chr09 8635524 T TG Chr09_8635524_T_TGT_TG INDEL 11576.59 12 15 7 11 12 16 22 9 13 6 8 11 5 5 12 15 7 11 12 16 22 9 13 6 9 11 5 5 1 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911331protein_codingNA c.-4389_-4388insGNA NA NA NA 4047
Chr09 8635524 T TG Chr09_8635524_T_TGT_TG INDEL 11576.59 12 15 7 11 12 16 22 9 13 6 8 11 5 5 12 15 7 11 12 16 22 9 13 6 9 11 5 5 1 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_12770-Pp3c9_12820Pp3c9_12770-Pp3c9_12820intergenic_regionPp3c9_12770-Pp3c9_12820NA NA n.8635524_8635525insGNA NA NA NA NA
Chr09 8635527 A ACTAGTTTG Chr09_8635527_A_ACTAGTTTGA_ACTAGTTTGINDEL 11981.59 11 16 8 12 13 15 22 9 15 6 8 11 5 4 11 16 8 12 13 15 22 9 15 6 9 11 5 4 1 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911330protein_codingNA c.-4386_-4385insCTAGTTTGNA NA NA NA 4253
Chr09 8635527 A ACTAGTTTG Chr09_8635527_A_ACTAGTTTGA_ACTAGTTTGINDEL 11981.59 11 16 8 12 13 15 22 9 15 6 8 11 5 4 11 16 8 12 13 15 22 9 15 6 9 11 5 4 1 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911331protein_codingNA c.-4386_-4385insCTAGTTTGNA NA NA NA 4044
Chr09 8635527 A ACTAGTTTG Chr09_8635527_A_ACTAGTTTGA_ACTAGTTTGINDEL 11981.59 11 16 8 12 13 15 22 9 15 6 8 11 5 4 11 16 8 12 13 15 22 9 15 6 9 11 5 4 1 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_12770-Pp3c9_12820Pp3c9_12770-Pp3c9_12820intergenic_regionPp3c9_12770-Pp3c9_12820NA NA n.8635527_8635528insCTAGTTTGNA NA NA NA NA
Chr09 8635531 TCTCAA T Chr09_8635531_TCTCAA_TTCTCAA_T INDEL 11576.59 12 14 8 11 13 15 25 9 14 7 8 12 5 4 12 14 8 11 13 15 25 9 14 7 9 12 5 4 1 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911330protein_codingNA c.-4381_-4377delCTCAANA NA NA NA 4249
Chr09 8635531 TCTCAA T Chr09_8635531_TCTCAA_TTCTCAA_T INDEL 11576.59 12 14 8 11 13 15 25 9 14 7 8 12 5 4 12 14 8 11 13 15 25 9 14 7 9 12 5 4 1 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911331protein_codingNA c.-4381_-4377delCTCAANA NA NA NA 4040
Chr09 8635531 TCTCAA T Chr09_8635531_TCTCAA_TTCTCAA_T INDEL 11576.59 12 14 8 11 13 15 25 9 14 7 8 12 5 4 12 14 8 11 13 15 25 9 14 7 9 12 5 4 1 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_12770-Pp3c9_12820Pp3c9_12770-Pp3c9_12820intergenic_regionPp3c9_12770-Pp3c9_12820NA NA n.8635532_8635536delCTCAANA NA NA NA NA
Chr09 8635541 T TTTGTGATAAChr09_8635541_T_TTTGTGATAAT_TTTGTGATAAINDEL 12490.59 12 11 8 12 13 15 27 8 14 7 7 13 5 4 12 11 8 12 13 15 27 8 14 7 7 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911330protein_codingNA c.-4372_-4371insTTGTGATAANA NA NA NA 4239
Chr09 8635541 T TTTGTGATAAChr09_8635541_T_TTTGTGATAAT_TTTGTGATAAINDEL 12490.59 12 11 8 12 13 15 27 8 14 7 7 13 5 4 12 11 8 12 13 15 27 8 14 7 7 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_12820Pp3c9_12820transcript PAC:32911331protein_codingNA c.-4372_-4371insTTGTGATAANA NA NA NA 4030
Chr09 8635541 T TTTGTGATAAChr09_8635541_T_TTTGTGATAAT_TTTGTGATAAINDEL 12490.59 12 11 8 12 13 15 27 8 14 7 7 13 5 4 12 11 8 12 13 15 27 8 14 7 7 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_12770-Pp3c9_12820Pp3c9_12770-Pp3c9_12820intergenic_regionPp3c9_12770-Pp3c9_12820NA NA n.8635541_8635542insTTGTGATAANA NA NA NA NA
Chr09 8847905 C CT Chr09_8847905_C_CTC_CT INDEL 13955.59 18 17 16 21 18 26 26 16 18 15 14 18 8 15 18 17 16 21 18 26 26 16 18 15 14 18 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_13140-Pp3c9_13180Pp3c9_13140-Pp3c9_13180intergenic_regionPp3c9_13140-Pp3c9_13180NA NA n.8847905_8847906insTNA NA NA NA NA
Chr09 8927217 T TTA Chr09_8927217_T_TTAT_TTA INDEL 2899.93 1 0 1 20 11 13 19 20 0 0 1 0 8 0 16 7 8 21 12 13 19 21 11 17 7 9 9 6 0 0 0 0.952 0.917 1 1 0.952 0 0 0 0 0.889 0 0 6 6 0 1 5 0 upstream_gene_variantMODIFIER Pp3c9_13310Pp3c9_13310transcript PAC:32912829protein_codingNA c.-3281_-3280insTANA NA NA NA 2626
Chr09 8927217 T TTA Chr09_8927217_T_TTAT_TTA INDEL 2899.93 1 0 1 20 11 13 19 20 0 0 1 0 8 0 16 7 8 21 12 13 19 21 11 17 7 9 9 6 0 0 0 0.952 0.917 1 1 0.952 0 0 0 0 0.889 0 0 6 6 0 1 5 0 upstream_gene_variantMODIFIER Pp3c9_13310Pp3c9_13310transcript PAC:32912830protein_codingNA c.-3281_-3280insTANA NA NA NA 2608
Chr09 8927217 T TTA Chr09_8927217_T_TTAT_TTA INDEL 2899.93 1 0 1 20 11 13 19 20 0 0 1 0 8 0 16 7 8 21 12 13 19 21 11 17 7 9 9 6 0 0 0 0.952 0.917 1 1 0.952 0 0 0 0 0.889 0 0 6 6 0 1 5 0 upstream_gene_variantMODIFIER Pp3c9_13310Pp3c9_13310transcript PAC:32912831protein_codingNA c.-3281_-3280insTANA NA NA NA 2608
Chr09 8927217 T TTA Chr09_8927217_T_TTAT_TTA INDEL 2899.93 1 0 1 20 11 13 19 20 0 0 1 0 8 0 16 7 8 21 12 13 19 21 11 17 7 9 9 6 0 0 0 0.952 0.917 1 1 0.952 0 0 0 0 0.889 0 0 6 6 0 1 5 0 upstream_gene_variantMODIFIER Pp3c9_13310Pp3c9_13310transcript PAC:32912832protein_codingNA c.-3301_-3300insTANA NA NA NA 2608
Chr09 8927217 T TTA Chr09_8927217_T_TTAT_TTA INDEL 2899.93 1 0 1 20 11 13 19 20 0 0 1 0 8 0 16 7 8 21 12 13 19 21 11 17 7 9 9 6 0 0 0 0.952 0.917 1 1 0.952 0 0 0 0 0.889 0 0 6 6 0 1 5 0 intergenic_regionMODIFIER Pp3c9_13310-Pp3c9_13350Pp3c9_13310-Pp3c9_13350intergenic_regionPp3c9_13310-Pp3c9_13350NA NA n.8927217_8927218insTANA NA NA NA NA
Chr09 8973256 A AAT Chr09_8973256_A_AATA_AAT INDEL 2211.24 1 0 0 14 7 17 24 10 1 0 0 0 0 0 15 9 12 14 7 19 25 11 15 16 10 6 14 6 0 0 0 1 1 0.895 0.96 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13390Pp3c9_13390transcript PAC:32911137protein_codingNA c.-4331_-4330insATNA NA NA NA 3330



Chr09 8973256 A AAT Chr09_8973256_A_AATA_AAT INDEL 2211.24 1 0 0 14 7 17 24 10 1 0 0 0 0 0 15 9 12 14 7 19 25 11 15 16 10 6 14 6 0 0 0 1 1 0.895 0.96 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13420Pp3c9_13420transcript PAC:32911433protein_codingNA c.-2978_-2977insATNA NA NA NA 2445
Chr09 8973256 A AAT Chr09_8973256_A_AATA_AAT INDEL 2211.24 1 0 0 14 7 17 24 10 1 0 0 0 0 0 15 9 12 14 7 19 25 11 15 16 10 6 14 6 0 0 0 1 1 0.895 0.96 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13390Pp3c9_13390transcript PAC:32911142protein_codingNA c.-4850_-4849insATNA NA NA NA 3347
Chr09 8973256 A AAT Chr09_8973256_A_AATA_AAT INDEL 2211.24 1 0 0 14 7 17 24 10 1 0 0 0 0 0 15 9 12 14 7 19 25 11 15 16 10 6 14 6 0 0 0 1 1 0.895 0.96 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13390Pp3c9_13390transcript PAC:32911141protein_codingNA c.-4850_-4849insATNA NA NA NA 2584
Chr09 8973256 A AAT Chr09_8973256_A_AATA_AAT INDEL 2211.24 1 0 0 14 7 17 24 10 1 0 0 0 0 0 15 9 12 14 7 19 25 11 15 16 10 6 14 6 0 0 0 1 1 0.895 0.96 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13390Pp3c9_13390transcript PAC:32911139protein_codingNA c.-4850_-4849insATNA NA NA NA 2583
Chr09 8973256 A AAT Chr09_8973256_A_AATA_AAT INDEL 2211.24 1 0 0 14 7 17 24 10 1 0 0 0 0 0 15 9 12 14 7 19 25 11 15 16 10 6 14 6 0 0 0 1 1 0.895 0.96 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13390Pp3c9_13390transcript PAC:32911138protein_codingNA c.-4850_-4849insATNA NA NA NA 2430
Chr09 8973256 A AAT Chr09_8973256_A_AATA_AAT INDEL 2211.24 1 0 0 14 7 17 24 10 1 0 0 0 0 0 15 9 12 14 7 19 25 11 15 16 10 6 14 6 0 0 0 1 1 0.895 0.96 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13390Pp3c9_13390transcript PAC:32911140protein_codingNA c.-4850_-4849insATNA NA NA NA 2364
Chr09 8973256 A AAT Chr09_8973256_A_AATA_AAT INDEL 2211.24 1 0 0 14 7 17 24 10 1 0 0 0 0 0 15 9 12 14 7 19 25 11 15 16 10 6 14 6 0 0 0 1 1 0.895 0.96 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13420Pp3c9_13420transcript PAC:32911434protein_codingNA c.-2978_-2977insATNA NA NA NA 2431
Chr09 8973256 A AAT Chr09_8973256_A_AATA_AAT INDEL 2211.24 1 0 0 14 7 17 24 10 1 0 0 0 0 0 15 9 12 14 7 19 25 11 15 16 10 6 14 6 0 0 0 1 1 0.895 0.96 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_13410Pp3c9_13410transcript PAC:32912673protein_codingNA c.*1852_*1853insATNA NA NA NA 1853
Chr09 8973256 A AAT Chr09_8973256_A_AATA_AAT INDEL 2211.24 1 0 0 14 7 17 24 10 1 0 0 0 0 0 15 9 12 14 7 19 25 11 15 16 10 6 14 6 0 0 0 1 1 0.895 0.96 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_13410-Pp3c9_13420Pp3c9_13410-Pp3c9_13420intergenic_regionPp3c9_13410-Pp3c9_13420NA NA n.8973256_8973257insATNA NA NA NA NA
Chr09 9021617 G GTA Chr09_9021617_G_GTAG_GTA INDEL 231.37 1 0 0 0 1 0 1 0 0 0 1 0 0 10 18 8 11 20 11 25 17 8 14 13 13 5 4 10 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c9_13510Pp3c9_13510transcript PAC:32913359protein_codingNA c.-4535_-4534insTANA NA NA NA 4329
Chr09 9021617 G GTA Chr09_9021617_G_GTAG_GTA INDEL 231.37 1 0 0 0 1 0 1 0 0 0 1 0 0 10 18 8 11 20 11 25 17 8 14 13 13 5 4 10 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c9_13520Pp3c9_13520transcript PAC:32912601protein_codingNA c.-3645_-3644insTANA NA NA NA 3644
Chr09 9021617 G GTA Chr09_9021617_G_GTAG_GTA INDEL 231.37 1 0 0 0 1 0 1 0 0 0 1 0 0 10 18 8 11 20 11 25 17 8 14 13 13 5 4 10 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c9_13510Pp3c9_13510transcript PAC:32913360protein_codingNA c.-4535_-4534insTANA NA NA NA 4295
Chr09 9021617 G GTA Chr09_9021617_G_GTAG_GTA INDEL 231.37 1 0 0 0 1 0 1 0 0 0 1 0 0 10 18 8 11 20 11 25 17 8 14 13 13 5 4 10 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c9_13510Pp3c9_13510transcript PAC:32913361protein_codingNA c.-4535_-4534insTANA NA NA NA 4295
Chr09 9021617 G GTA Chr09_9021617_G_GTAG_GTA INDEL 231.37 1 0 0 0 1 0 1 0 0 0 1 0 0 10 18 8 11 20 11 25 17 8 14 13 13 5 4 10 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c9_13510-Pp3c9_13520Pp3c9_13510-Pp3c9_13520intergenic_regionPp3c9_13510-Pp3c9_13520NA NA n.9021617_9021618insTANA NA NA NA NA
Chr09 9077708 C A Chr09_9077708_C_AC_A SNP 18286.63 17 9 13 24 23 27 12 23 27 21 16 17 14 4 17 9 13 24 23 27 12 23 27 21 16 17 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_13600-Pp3c9_13620Pp3c9_13600-Pp3c9_13620intergenic_regionPp3c9_13600-Pp3c9_13620NA NA n.9077708C>ANA NA NA NA NA
Chr09 9098347 T TTA Chr09_9098347_T_TTAT_TTA INDEL 3802.24 0 0 0 27 20 24 22 24 0 0 0 0 0 0 26 14 9 27 21 25 22 24 7 14 11 8 7 13 0 0 0 1 0.952 0.96 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13630Pp3c9_13630transcript PAC:32911629protein_codingNA c.-4910_-4909insTANA NA NA NA 3291
Chr09 9098347 T TTA Chr09_9098347_T_TTAT_TTA INDEL 3802.24 0 0 0 27 20 24 22 24 0 0 0 0 0 0 26 14 9 27 21 25 22 24 7 14 11 8 7 13 0 0 0 1 0.952 0.96 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13630Pp3c9_13630transcript PAC:32911631protein_codingNA c.-4910_-4909insTANA NA NA NA 3275
Chr09 9098347 T TTA Chr09_9098347_T_TTAT_TTA INDEL 3802.24 0 0 0 27 20 24 22 24 0 0 0 0 0 0 26 14 9 27 21 25 22 24 7 14 11 8 7 13 0 0 0 1 0.952 0.96 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13630Pp3c9_13630transcript PAC:32911630protein_codingNA c.-4910_-4909insTANA NA NA NA 3291
Chr09 9098347 T TTA Chr09_9098347_T_TTAT_TTA INDEL 3802.24 0 0 0 27 20 24 22 24 0 0 0 0 0 0 26 14 9 27 21 25 22 24 7 14 11 8 7 13 0 0 0 1 0.952 0.96 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_13620Pp3c9_13620transcript PAC:32913620protein_codingNA c.*5446_*5447insTANA NA NA NA 4592
Chr09 9098347 T TTA Chr09_9098347_T_TTAT_TTA INDEL 3802.24 0 0 0 27 20 24 22 24 0 0 0 0 0 0 26 14 9 27 21 25 22 24 7 14 11 8 7 13 0 0 0 1 0.952 0.96 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_13620Pp3c9_13620transcript PAC:32913621protein_codingNA c.*5446_*5447insTANA NA NA NA 4592
Chr09 9098347 T TTA Chr09_9098347_T_TTAT_TTA INDEL 3802.24 0 0 0 27 20 24 22 24 0 0 0 0 0 0 26 14 9 27 21 25 22 24 7 14 11 8 7 13 0 0 0 1 0.952 0.96 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_13620Pp3c9_13620transcript PAC:32913622protein_codingNA c.*5446_*5447insTANA NA NA NA 4592
Chr09 9098347 T TTA Chr09_9098347_T_TTAT_TTA INDEL 3802.24 0 0 0 27 20 24 22 24 0 0 0 0 0 0 26 14 9 27 21 25 22 24 7 14 11 8 7 13 0 0 0 1 0.952 0.96 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_13620Pp3c9_13620transcript PAC:32913623protein_codingNA c.*5446_*5447insTANA NA NA NA 4592
Chr09 9098347 T TTA Chr09_9098347_T_TTAT_TTA INDEL 3802.24 0 0 0 27 20 24 22 24 0 0 0 0 0 0 26 14 9 27 21 25 22 24 7 14 11 8 7 13 0 0 0 1 0.952 0.96 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_13620Pp3c9_13620transcript PAC:32913624protein_codingNA c.*5446_*5447insTANA NA NA NA 4420
Chr09 9098347 T TTA Chr09_9098347_T_TTAT_TTA INDEL 3802.24 0 0 0 27 20 24 22 24 0 0 0 0 0 0 26 14 9 27 21 25 22 24 7 14 11 8 7 13 0 0 0 1 0.952 0.96 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_13620Pp3c9_13620transcript PAC:32913625protein_codingNA c.*5446_*5447insTANA NA NA NA 4656
Chr09 9098347 T TTA Chr09_9098347_T_TTAT_TTA INDEL 3802.24 0 0 0 27 20 24 22 24 0 0 0 0 0 0 26 14 9 27 21 25 22 24 7 14 11 8 7 13 0 0 0 1 0.952 0.96 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_13620-Pp3c9_13630Pp3c9_13620-Pp3c9_13630intergenic_regionPp3c9_13620-Pp3c9_13630NA NA n.9098347_9098348insTANA NA NA NA NA
Chr09 9122914 G GA Chr09_9122914_G_GAG_GA INDEL 11184.59 17 10 13 19 13 22 28 13 10 14 6 10 5 6 17 10 13 19 13 22 28 13 10 14 6 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c9_13700Pp3c9_13700transcript PAC:32911789protein_coding 03-mars c.*28dupA NA NA NA NA 29
Chr09 9122914 G GA Chr09_9122914_G_GAG_GA INDEL 11184.59 17 10 13 19 13 22 28 13 10 14 6 10 5 6 17 10 13 19 13 22 28 13 10 14 6 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c9_13700Pp3c9_13700transcript PAC:32911790protein_coding 03-mars c.*28dupA NA NA NA NA 29
Chr09 9122914 G GA Chr09_9122914_G_GAG_GA INDEL 11184.59 17 10 13 19 13 22 28 13 10 14 6 10 5 6 17 10 13 19 13 22 28 13 10 14 6 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_13700Pp3c9_13700transcript PAC:32911792protein_codingNA c.*1174_*1175insANA NA NA NA 707
Chr09 9122914 G GA Chr09_9122914_G_GAG_GA INDEL 11184.59 17 10 13 19 13 22 28 13 10 14 6 10 5 6 17 10 13 19 13 22 28 13 10 14 6 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_13700Pp3c9_13700transcript PAC:32911791protein_codingNA c.*1174_*1175insANA NA NA NA 1032
Chr09 9122914 G GA Chr09_9122914_G_GAG_GA INDEL 11184.59 17 10 13 19 13 22 28 13 10 14 6 10 5 6 17 10 13 19 13 22 28 13 10 14 6 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_13700Pp3c9_13700transcript PAC:32911793protein_codingNA c.*1174_*1175insANA NA NA NA 1148
Chr09 9138216 C CAT Chr09_9138216_C_CATC_CAT INDEL 3551.24 0 0 0 17 16 19 19 22 1 0 0 0 0 0 18 10 9 18 16 19 19 22 16 13 11 9 7 6 0 0 0 0.944 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13730Pp3c9_13730transcript PAC:32912732protein_codingNA c.-1512_-1511insATNA NA NA NA 693
Chr09 9138216 C CAT Chr09_9138216_C_CATC_CAT INDEL 3551.24 0 0 0 17 16 19 19 22 1 0 0 0 0 0 18 10 9 18 16 19 19 22 16 13 11 9 7 6 0 0 0 0.944 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_13730Pp3c9_13730transcript PAC:32912733protein_codingNA c.-1512_-1511insATNA NA NA NA 679
Chr09 9138216 C CAT Chr09_9138216_C_CATC_CAT INDEL 3551.24 0 0 0 17 16 19 19 22 1 0 0 0 0 0 18 10 9 18 16 19 19 22 16 13 11 9 7 6 0 0 0 0.944 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_13700-Pp3c9_13730Pp3c9_13700-Pp3c9_13730intergenic_regionPp3c9_13700-Pp3c9_13730NA NA n.9138216_9138217insATNA NA NA NA NA
Chr09 9193628 C T Chr09_9193628_C_TC_T SNP 3123.39 35 16 22 0 0 0 0 0 0 0 0 0 0 0 35 16 22 21 15 28 31 21 19 25 13 15 7 21 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c9_13820-Pp3c9_13950Pp3c9_13820-Pp3c9_13950intergenic_regionPp3c9_13820-Pp3c9_13950NA NA n.9193628C>TNA NA NA NA NA
Chr09 9270371 AT A Chr09_9270371_AT_AAT_A INDEL 9243.59 14 7 5 8 12 11 19 13 13 8 8 19 5 5 14 7 5 8 12 11 19 13 13 8 8 19 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_13950-Pp3c9_13990Pp3c9_13950-Pp3c9_13990intergenic_regionPp3c9_13950-Pp3c9_13990NA NA n.9270372delTNA NA NA NA NA
Chr09 9357691 C T Chr09_9357691_C_TC_T SNP 6000.29 0 0 0 18 23 24 33 26 0 0 0 0 0 0 23 15 17 18 23 24 33 26 23 13 21 22 9 18 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_14050-Pp3c9_14060Pp3c9_14050-Pp3c9_14060intergenic_regionPp3c9_14050-Pp3c9_14060NA NA n.9357691C>TNA NA NA NA NA
Chr09 9533397 T TTA Chr09_9533397_T_TTAT_TTA INDEL 9169.59 13 4 6 13 9 12 14 8 7 9 4 5 6 4 13 4 6 13 9 12 14 8 7 9 4 5 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_14310Pp3c9_14310transcript PAC:32912396protein_codingNA c.-407_-406insTANA NA NA NA 68
Chr09 9533397 T TTA Chr09_9533397_T_TTAT_TTA INDEL 9169.59 13 4 6 13 9 12 14 8 7 9 4 5 6 4 13 4 6 13 9 12 14 8 7 9 4 5 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_14310Pp3c9_14310transcript PAC:32912397protein_codingNA c.-407_-406insTANA NA NA NA 91
Chr09 9533397 T TTA Chr09_9533397_T_TTAT_TTA INDEL 9169.59 13 4 6 13 9 12 14 8 7 9 4 5 6 4 13 4 6 13 9 12 14 8 7 9 4 5 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_14270-Pp3c9_14310Pp3c9_14270-Pp3c9_14310intergenic_regionPp3c9_14270-Pp3c9_14310NA NA n.9533397_9533398insTANA NA NA NA NA
Chr09 9533404 T TA Chr09_9533404_T_TAT_TA INDEL 9324.59 14 5 8 15 10 14 15 9 7 12 4 5 7 4 14 5 8 15 10 14 15 9 7 12 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_14310Pp3c9_14310transcript PAC:32912396protein_codingNA c.-400_-399insANA NA NA NA 61
Chr09 9533404 T TA Chr09_9533404_T_TAT_TA INDEL 9324.59 14 5 8 15 10 14 15 9 7 12 4 5 7 4 14 5 8 15 10 14 15 9 7 12 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_14310Pp3c9_14310transcript PAC:32912397protein_codingNA c.-400_-399insANA NA NA NA 84
Chr09 9533404 T TA Chr09_9533404_T_TAT_TA INDEL 9324.59 14 5 8 15 10 14 15 9 7 12 4 5 7 4 14 5 8 15 10 14 15 9 7 12 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_14270-Pp3c9_14310Pp3c9_14270-Pp3c9_14310intergenic_regionPp3c9_14270-Pp3c9_14310NA NA n.9533404_9533405insANA NA NA NA NA
Chr09 9631869 G A Chr09_9631869_G_AG_A SNP 17556.63 21 21 24 19 21 28 46 22 21 15 14 16 16 8 21 21 24 19 21 28 46 22 21 15 14 16 16 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_14383-Pp3c9_14480Pp3c9_14383-Pp3c9_14480intergenic_regionPp3c9_14383-Pp3c9_14480NA NA n.9631869G>ANA NA NA NA NA
Chr09 9682407 G T Chr09_9682407_G_TG_T SNP 13594.63 18 18 13 31 12 15 25 18 10 21 12 11 10 6 18 18 13 31 12 15 25 18 10 21 12 11 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_14383-Pp3c9_14480Pp3c9_14383-Pp3c9_14480intergenic_regionPp3c9_14383-Pp3c9_14480NA NA n.9682407G>TNA NA NA NA NA
Chr09 9682454 C A Chr09_9682454_C_AC_A SNP 14718.63 21 19 14 28 9 15 25 19 20 22 10 11 12 9 21 19 14 28 9 15 25 19 20 22 10 11 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_14383-Pp3c9_14480Pp3c9_14383-Pp3c9_14480intergenic_regionPp3c9_14383-Pp3c9_14480NA NA n.9682454C>ANA NA NA NA NA
Chr09 9782272 C T Chr09_9782272_C_TC_T SNP 10602.63 14 6 11 15 10 19 11 6 19 20 4 13 7 6 14 6 11 15 10 19 11 6 19 20 4 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_14610-Pp3c9_14620Pp3c9_14610-Pp3c9_14620intergenic_regionPp3c9_14610-Pp3c9_14620NA NA n.9782272C>TNA NA NA NA NA
Chr09 9782322 C T Chr09_9782322_C_TC_T SNP 11065.63 10 10 10 21 8 18 13 6 15 16 4 18 10 7 10 10 10 21 8 19 13 6 15 16 4 18 10 7 1 1 1 1 1 0.947 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_14610-Pp3c9_14620Pp3c9_14610-Pp3c9_14620intergenic_regionPp3c9_14610-Pp3c9_14620NA NA n.9782322C>TNA NA NA NA NA
Chr09 9782561 G A Chr09_9782561_G_AG_A SNP 18520.63 14 17 21 31 13 28 15 31 25 11 8 29 7 11 14 17 21 31 13 28 15 31 25 11 8 29 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_14610-Pp3c9_14620Pp3c9_14610-Pp3c9_14620intergenic_regionPp3c9_14610-Pp3c9_14620NA NA n.9782561G>ANA NA NA NA NA
Chr09 9782563 G A Chr09_9782563_G_AG_A SNP 18520.63 14 18 20 31 13 28 15 30 25 10 8 29 7 11 14 18 20 31 13 28 15 30 25 10 8 29 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_14610-Pp3c9_14620Pp3c9_14610-Pp3c9_14620intergenic_regionPp3c9_14610-Pp3c9_14620NA NA n.9782563G>ANA NA NA NA NA
Chr09 9844481 T TTA Chr09_9844481_T_TTAT_TTA INDEL 472.37 0 0 0 1 0 16 0 0 0 0 0 0 0 0 16 13 13 20 14 16 22 13 13 15 8 11 8 10 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c9_14700Pp3c9_14700transcript PAC:32911349protein_codingNA c.*1696_*1697insTANA NA NA NA 1696
Chr09 9844481 T TTA Chr09_9844481_T_TTAT_TTA INDEL 472.37 0 0 0 1 0 16 0 0 0 0 0 0 0 0 16 13 13 20 14 16 22 13 13 15 8 11 8 10 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intron_variantMODIFIER Pp3c9_14700Pp3c9_14700transcript PAC:32911348protein_coding 04-sept c.1843+48_1843+49insTANA NA NA NA NA
Chr09 9921401 CTGT C Chr09_9921401_CTGT_CCTGT_C INDEL 11034.59 9 6 6 10 14 14 15 10 7 20 6 17 5 5 9 6 6 10 14 14 15 10 7 20 6 17 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_14720Pp3c9_14720transcript PAC:32912017protein_coding 01-janv c.277-362_277-360delTGTNA NA NA NA NA
Chr09 9921401 CTGT C Chr09_9921401_CTGT_CCTGT_C INDEL 11034.59 9 6 6 10 14 14 15 10 7 20 6 17 5 5 9 6 6 10 14 14 15 10 7 20 6 17 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_14720Pp3c9_14720transcript PAC:32912018protein_coding 01-janv c.277-362_277-360delTGTNA NA NA NA NA
Chr09 9921405 G GATTACTCCCAChr09_9921405_G_GATTACTCCCAG_GATTACTCCCAINDEL 10721.59 9 6 6 10 14 15 15 10 8 19 6 15 5 5 9 6 6 10 14 15 15 10 8 19 6 15 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_14720Pp3c9_14720transcript PAC:32912017protein_coding 01-janv c.277-359_277-358insATTACTCCCANA NA NA NA NA
Chr09 9921405 G GATTACTCCCAChr09_9921405_G_GATTACTCCCAG_GATTACTCCCAINDEL 10721.59 9 6 6 10 14 15 15 10 8 19 6 15 5 5 9 6 6 10 14 15 15 10 8 19 6 15 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_14720Pp3c9_14720transcript PAC:32912018protein_coding 01-janv c.277-359_277-358insATTACTCCCANA NA NA NA NA
Chr09 9921407 TGGAAA T Chr09_9921407_TGGAAA_TTGGAAA_T INDEL 10887.59 7 6 6 10 11 12 18 10 9 19 6 13 5 7 7 6 6 10 11 12 18 10 9 19 6 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_14720Pp3c9_14720transcript PAC:32912017protein_coding 01-janv c.277-356_277-352delGGAAANA NA NA NA NA
Chr09 9921407 TGGAAA T Chr09_9921407_TGGAAA_TTGGAAA_T INDEL 10887.59 7 6 6 10 11 12 18 10 9 19 6 13 5 7 7 6 6 10 11 12 18 10 9 19 6 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_14720Pp3c9_14720transcript PAC:32912018protein_coding 01-janv c.277-356_277-352delGGAAANA NA NA NA NA
Chr09 9921413 G C Chr09_9921413_G_CG_C SNP 9231.63 7 7 6 9 11 12 19 10 10 19 7 12 5 7 7 7 6 9 11 12 19 10 10 19 7 12 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_14720Pp3c9_14720transcript PAC:32912017protein_coding 01-janv c.277-351G>CNA NA NA NA NA
Chr09 9921413 G C Chr09_9921413_G_CG_C SNP 9231.63 7 7 6 9 11 12 19 10 10 19 7 12 5 7 7 7 6 9 11 12 19 10 10 19 7 12 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_14720Pp3c9_14720transcript PAC:32912018protein_coding 01-janv c.277-351G>CNA NA NA NA NA
Chr09 10013868 C T Chr09_10013868_C_TC_T SNP 4031.98 0 0 0 0 0 0 0 0 19 31 9 7 13 13 33 15 17 29 17 31 31 30 19 31 9 7 13 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c9_14820Pp3c9_14820transcript PAC:32913784protein_codingNA c.-1669C>T NA NA NA NA 1435
Chr09 10013868 C T Chr09_10013868_C_TC_T SNP 4031.98 0 0 0 0 0 0 0 0 19 31 9 7 13 13 33 15 17 29 17 31 31 30 19 31 9 7 13 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c9_14820Pp3c9_14820transcript PAC:32913785protein_codingNA c.-1669C>T NA NA NA NA 1454
Chr09 10013868 C T Chr09_10013868_C_TC_T SNP 4031.98 0 0 0 0 0 0 0 0 19 31 9 7 13 13 33 15 17 29 17 31 31 30 19 31 9 7 13 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c9_14810-Pp3c9_14820Pp3c9_14810-Pp3c9_14820intergenic_regionPp3c9_14810-Pp3c9_14820NA NA n.10013868C>TNA NA NA NA NA
Chr09 10214743 C G Chr09_10214743_C_GC_G SNP 18506.63 25 19 16 28 13 31 28 21 19 12 9 20 12 16 25 19 16 28 13 31 28 21 19 12 9 20 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_15090-Pp3c9_15111Pp3c9_15090-Pp3c9_15111intergenic_regionPp3c9_15090-Pp3c9_15111NA NA n.10214743C>GNA NA NA NA NA
Chr09 10293062 G GA Chr09_10293062_G_GAG_GA INDEL 20326.59 23 20 18 24 14 24 31 23 26 32 17 18 14 12 23 20 18 24 14 24 31 23 26 32 17 18 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_15190-Pp3c9_15240Pp3c9_15190-Pp3c9_15240intergenic_regionPp3c9_15190-Pp3c9_15240NA NA n.10293062_10293063insANA NA NA NA NA
Chr09 10293070 T C Chr09_10293070_T_CT_C SNP 21251.63 23 19 19 27 15 23 30 23 26 32 18 17 13 12 23 19 19 27 15 23 30 23 26 32 18 17 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_15190-Pp3c9_15240Pp3c9_15190-Pp3c9_15240intergenic_regionPp3c9_15190-Pp3c9_15240NA NA n.10293070T>CNA NA NA NA NA
Chr09 10293071 C A Chr09_10293071_C_AC_A SNP 21494.63 23 19 19 27 15 23 29 24 26 32 17 19 13 12 23 19 19 27 15 23 29 24 26 32 17 19 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_15190-Pp3c9_15240Pp3c9_15190-Pp3c9_15240intergenic_regionPp3c9_15190-Pp3c9_15240NA NA n.10293071C>ANA NA NA NA NA
Chr09 10293088 T A Chr09_10293088_T_AT_A SNP 22105.63 25 19 21 26 15 21 36 27 27 29 17 26 13 14 25 19 21 26 15 21 36 27 27 29 17 26 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_15190-Pp3c9_15240Pp3c9_15190-Pp3c9_15240intergenic_regionPp3c9_15190-Pp3c9_15240NA NA n.10293088T>ANA NA NA NA NA
Chr09 10293093 C CT Chr09_10293093_C_CTC_CT INDEL 22105.59 26 19 21 25 14 22 36 29 28 26 16 25 12 14 26 19 21 25 14 22 36 29 28 26 16 25 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_15190-Pp3c9_15240Pp3c9_15190-Pp3c9_15240intergenic_regionPp3c9_15190-Pp3c9_15240NA NA n.10293093_10293094insTNA NA NA NA NA
Chr09 10389069 C CAT Chr09_10389069_C_CATC_CAT INDEL 334.37 1 1 12 2 2 0 1 0 3 3 1 0 0 1 17 11 12 19 9 22 20 13 17 17 13 9 5 8 0 0 1 0.105 0.222 0 0 0 0.176 0.176 0 0 0 0 0 1 1 4 0 0 1 upstream_gene_variantMODIFIER Pp3c9_15270Pp3c9_15270transcript PAC:32913505protein_codingNA c.-4946_-4945insATNA NA NA NA 3672
Chr09 10389069 C CAT Chr09_10389069_C_CATC_CAT INDEL 334.37 1 1 12 2 2 0 1 0 3 3 1 0 0 1 17 11 12 19 9 22 20 13 17 17 13 9 5 8 0 0 1 0.105 0.222 0 0 0 0.176 0.176 0 0 0 0 0 1 1 4 0 0 1 upstream_gene_variantMODIFIER Pp3c9_15270Pp3c9_15270transcript PAC:32913508protein_codingNA c.-4946_-4945insATNA NA NA NA 3092
Chr09 10389069 C CAT Chr09_10389069_C_CATC_CAT INDEL 334.37 1 1 12 2 2 0 1 0 3 3 1 0 0 1 17 11 12 19 9 22 20 13 17 17 13 9 5 8 0 0 1 0.105 0.222 0 0 0 0.176 0.176 0 0 0 0 0 1 1 4 0 0 1 upstream_gene_variantMODIFIER Pp3c9_15270Pp3c9_15270transcript PAC:32913509protein_codingNA c.-4946_-4945insATNA NA NA NA 3092
Chr09 10389069 C CAT Chr09_10389069_C_CATC_CAT INDEL 334.37 1 1 12 2 2 0 1 0 3 3 1 0 0 1 17 11 12 19 9 22 20 13 17 17 13 9 5 8 0 0 1 0.105 0.222 0 0 0 0.176 0.176 0 0 0 0 0 1 1 4 0 0 1 upstream_gene_variantMODIFIER Pp3c9_15270Pp3c9_15270transcript PAC:32913510protein_codingNA c.-4946_-4945insATNA NA NA NA 3092
Chr09 10389069 C CAT Chr09_10389069_C_CATC_CAT INDEL 334.37 1 1 12 2 2 0 1 0 3 3 1 0 0 1 17 11 12 19 9 22 20 13 17 17 13 9 5 8 0 0 1 0.105 0.222 0 0 0 0.176 0.176 0 0 0 0 0 1 1 4 0 0 1 upstream_gene_variantMODIFIER Pp3c9_15270Pp3c9_15270transcript PAC:32913506protein_codingNA c.-4946_-4945insATNA NA NA NA 3672
Chr09 10389069 C CAT Chr09_10389069_C_CATC_CAT INDEL 334.37 1 1 12 2 2 0 1 0 3 3 1 0 0 1 17 11 12 19 9 22 20 13 17 17 13 9 5 8 0 0 1 0.105 0.222 0 0 0 0.176 0.176 0 0 0 0 0 1 1 4 0 0 1 upstream_gene_variantMODIFIER Pp3c9_15270Pp3c9_15270transcript PAC:32913507protein_codingNA c.-4946_-4945insATNA NA NA NA 3757
Chr09 10389069 C CAT Chr09_10389069_C_CATC_CAT INDEL 334.37 1 1 12 2 2 0 1 0 3 3 1 0 0 1 17 11 12 19 9 22 20 13 17 17 13 9 5 8 0 0 1 0.105 0.222 0 0 0 0.176 0.176 0 0 0 0 0 1 1 4 0 0 1 intergenic_regionMODIFIER Pp3c9_15270-Pp3c9_15320Pp3c9_15270-Pp3c9_15320intergenic_regionPp3c9_15270-Pp3c9_15320NA NA n.10389069_10389070insATNA NA NA NA NA
Chr09 10598185 CT C Chr09_10598185_CT_CCT_C INDEL 17331.59 22 10 18 35 28 24 14 23 27 25 26 10 16 9 22 10 18 35 28 24 14 23 27 25 26 10 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_15490-Pp3c9_15590Pp3c9_15490-Pp3c9_15590intergenic_regionPp3c9_15490-Pp3c9_15590NA NA n.10598186delTNA NA NA NA NA
Chr09 10682225 G C Chr09_10682225_G_CG_C SNP 18285.63 25 8 9 40 25 15 32 22 18 22 9 9 9 15 25 8 9 40 25 15 32 22 18 22 9 9 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_15620-Pp3c9_15680Pp3c9_15620-Pp3c9_15680intergenic_regionPp3c9_15620-Pp3c9_15680NA NA n.10682225G>CNA NA NA NA NA
Chr09 10682237 G C Chr09_10682237_G_CG_C SNP 19278.63 24 8 12 39 26 22 34 23 20 21 12 12 10 14 24 8 12 39 26 22 34 23 20 21 12 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_15620-Pp3c9_15680Pp3c9_15620-Pp3c9_15680intergenic_regionPp3c9_15620-Pp3c9_15680NA NA n.10682237G>CNA NA NA NA NA
Chr09 10682239 G C Chr09_10682239_G_CG_C SNP 19060.63 25 8 12 39 26 21 34 21 20 22 12 11 10 13 25 8 12 39 26 21 34 21 20 22 12 11 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_15620-Pp3c9_15680Pp3c9_15620-Pp3c9_15680intergenic_regionPp3c9_15620-Pp3c9_15680NA NA n.10682239G>CNA NA NA NA NA
Chr09 10712792 T TTAATAGACTCCAATTCTACAAChr09_10712792_T_TTAATAGACTCCAATTCTACAAT_TTAATAGACTCCAATTCTACAAINDEL 21297.59 35 15 18 29 23 18 16 12 21 24 15 15 12 11 35 15 18 29 23 18 16 12 21 24 15 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_15680-Pp3c9_15710Pp3c9_15680-Pp3c9_15710intergenic_regionPp3c9_15680-Pp3c9_15710NA NA n.10712792_10712793insTAATAGACTCCAATTCTACAANA NA NA NA NA
Chr09 10909936 A AAT Chr09_10909936_A_AATA_AAT INDEL 2854.24 0 0 1 15 18 13 20 13 3 1 0 0 0 1 21 5 14 16 18 13 20 13 18 15 11 8 8 12 0 0 0 0.938 1 1 1 1 0.167 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c9_15860-Pp3c9_15950Pp3c9_15860-Pp3c9_15950intergenic_regionPp3c9_15860-Pp3c9_15950NA NA n.10909936_10909937insATNA NA NA NA NA
Chr09 11030835 G A Chr09_11030835_G_AG_A SNP 8779.63 13 10 11 13 14 19 11 10 10 9 5 4 6 4 13 10 11 13 14 19 11 10 10 9 5 5 6 4 1 1 1 1 1 1 1 1 1 1 1 0.8 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_16040-Pp3c9_16100Pp3c9_16040-Pp3c9_16100intergenic_regionPp3c9_16040-Pp3c9_16100NA NA n.11030835G>ANA NA NA NA NA
Chr09 11102969 C A Chr09_11102969_C_AC_A SNP 19576.63 30 17 17 24 31 29 44 19 12 14 7 13 12 10 30 17 17 24 31 29 44 19 12 14 7 13 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_16229Pp3c9_16229transcript PAC:32913718protein_codingNA c.-1966G>T NA NA NA NA 552
Chr09 11102969 C A Chr09_11102969_C_AC_A SNP 19576.63 30 17 17 24 31 29 44 19 12 14 7 13 12 10 30 17 17 24 31 29 44 19 12 14 7 13 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_16229Pp3c9_16229transcript PAC:32913719protein_codingNA c.-1966G>T NA NA NA NA 553
Chr09 11102969 C A Chr09_11102969_C_AC_A SNP 19576.63 30 17 17 24 31 29 44 19 12 14 7 13 12 10 30 17 17 24 31 29 44 19 12 14 7 13 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_16229-Pp3c9_16320Pp3c9_16229-Pp3c9_16320intergenic_regionPp3c9_16229-Pp3c9_16320NA NA n.11102969C>ANA NA NA NA NA
Chr09 11102976 T A Chr09_11102976_T_AT_A SNP 19908.63 28 17 17 24 30 30 46 22 15 14 8 14 12 7 28 17 17 24 30 30 46 22 15 14 8 14 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_16229Pp3c9_16229transcript PAC:32913718protein_codingNA c.-1973A>T NA NA NA NA 559
Chr09 11102976 T A Chr09_11102976_T_AT_A SNP 19908.63 28 17 17 24 30 30 46 22 15 14 8 14 12 7 28 17 17 24 30 30 46 22 15 14 8 14 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_16229Pp3c9_16229transcript PAC:32913719protein_codingNA c.-1973A>T NA NA NA NA 560
Chr09 11102976 T A Chr09_11102976_T_AT_A SNP 19908.63 28 17 17 24 30 30 46 22 15 14 8 14 12 7 28 17 17 24 30 30 46 22 15 14 8 14 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_16229-Pp3c9_16320Pp3c9_16229-Pp3c9_16320intergenic_regionPp3c9_16229-Pp3c9_16320NA NA n.11102976T>ANA NA NA NA NA
Chr09 11188586 T C Chr09_11188586_T_CT_C SNP 19291.63 26 15 19 18 21 24 33 20 13 27 14 19 13 6 26 15 19 18 21 24 33 20 13 27 14 19 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_16361-Pp3c9_16390Pp3c9_16361-Pp3c9_16390intergenic_regionPp3c9_16361-Pp3c9_16390NA NA n.11188586T>CNA NA NA NA NA
Chr09 11300798 GTATA G Chr09_11300798_GTATA_GGTATA_G INDEL 524.37 0 0 0 0 0 0 0 0 0 0 0 14 0 0 20 12 10 22 7 20 19 16 13 15 9 14 7 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 3_prime_UTR_variantMODIFIER Pp3c9_16610Pp3c9_16610transcript PAC:32913773protein_coding 02-févr c.*201_*204delTATANA NA NA NA 201
Chr09 11300798 GTATA G Chr09_11300798_GTATA_GGTATA_G INDEL 524.37 0 0 0 0 0 0 0 0 0 0 0 14 0 0 20 12 10 22 7 20 19 16 13 15 9 14 7 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 3_prime_UTR_variantMODIFIER Pp3c9_16610Pp3c9_16610transcript PAC:32913774protein_coding 01-janv c.*483_*486delTATANA NA NA NA 483
Chr09 11300798 GTATA G Chr09_11300798_GTATA_GGTATA_G INDEL 524.37 0 0 0 0 0 0 0 0 0 0 0 14 0 0 20 12 10 22 7 20 19 16 13 15 9 14 7 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c9_16620Pp3c9_16620transcript PAC:32912403protein_codingNA c.-2945_-2942delTATANA NA NA NA 2945
Chr09 11300798 GTATA G Chr09_11300798_GTATA_GGTATA_G INDEL 524.37 0 0 0 0 0 0 0 0 0 0 0 14 0 0 20 12 10 22 7 20 19 16 13 15 9 14 7 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c9_16620Pp3c9_16620transcript PAC:32912404protein_codingNA c.-2945_-2942delTATANA NA NA NA 2912
Chr09 11300798 GTATA G Chr09_11300798_GTATA_GGTATA_G INDEL 524.37 0 0 0 0 0 0 0 0 0 0 0 14 0 0 20 12 10 22 7 20 19 16 13 15 9 14 7 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c9_16600Pp3c9_16600transcript PAC:32914237protein_codingNA c.*2653_*2656delTATANA NA NA NA 2555
Chr09 11381814 A AAT Chr09_11381814_A_AATA_AAT INDEL 1001.35 16 11 9 1 0 0 1 0 0 0 0 0 0 0 16 11 9 16 12 15 25 14 8 10 6 11 5 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_16780Pp3c9_16780transcript PAC:32912557protein_codingNA c.-5587_-5586insATNA NA NA NA 4456
Chr09 11381814 A AAT Chr09_11381814_A_AATA_AAT INDEL 1001.35 16 11 9 1 0 0 1 0 0 0 0 0 0 0 16 11 9 16 12 15 25 14 8 10 6 11 5 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_16780Pp3c9_16780transcript PAC:32912558protein_codingNA c.-5587_-5586insATNA NA NA NA 4200
Chr09 11381814 A AAT Chr09_11381814_A_AATA_AAT INDEL 1001.35 16 11 9 1 0 0 1 0 0 0 0 0 0 0 16 11 9 16 12 15 25 14 8 10 6 11 5 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_16780Pp3c9_16780transcript PAC:32912559protein_codingNA c.-5587_-5586insATNA NA NA NA 4200
Chr09 11381814 A AAT Chr09_11381814_A_AATA_AAT INDEL 1001.35 16 11 9 1 0 0 1 0 0 0 0 0 0 0 16 11 9 16 12 15 25 14 8 10 6 11 5 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_16780Pp3c9_16780transcript PAC:32912560protein_codingNA c.-5587_-5586insATNA NA NA NA 4200
Chr09 11381814 A AAT Chr09_11381814_A_AATA_AAT INDEL 1001.35 16 11 9 1 0 0 1 0 0 0 0 0 0 0 16 11 9 16 12 15 25 14 8 10 6 11 5 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_16780Pp3c9_16780transcript PAC:32912561protein_codingNA c.-5587_-5586insATNA NA NA NA 4200
Chr09 11381814 A AAT Chr09_11381814_A_AATA_AAT INDEL 1001.35 16 11 9 1 0 0 1 0 0 0 0 0 0 0 16 11 9 16 12 15 25 14 8 10 6 11 5 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_16780Pp3c9_16780transcript PAC:32912563protein_codingNA c.-6565_-6564insATNA NA NA NA 4200
Chr09 11381814 A AAT Chr09_11381814_A_AATA_AAT INDEL 1001.35 16 11 9 1 0 0 1 0 0 0 0 0 0 0 16 11 9 16 12 15 25 14 8 10 6 11 5 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_16780Pp3c9_16780transcript PAC:32912564protein_codingNA c.-6565_-6564insATNA NA NA NA 4200
Chr09 11381814 A AAT Chr09_11381814_A_AATA_AAT INDEL 1001.35 16 11 9 1 0 0 1 0 0 0 0 0 0 0 16 11 9 16 12 15 25 14 8 10 6 11 5 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_16780Pp3c9_16780transcript PAC:32912562protein_codingNA c.-5587_-5586insATNA NA NA NA 4198
Chr09 11381814 A AAT Chr09_11381814_A_AATA_AAT INDEL 1001.35 16 11 9 1 0 0 1 0 0 0 0 0 0 0 16 11 9 16 12 15 25 14 8 10 6 11 5 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_16780Pp3c9_16780transcript PAC:32912565protein_codingNA c.-6565_-6564insATNA NA NA NA 4198
Chr09 11381814 A AAT Chr09_11381814_A_AATA_AAT INDEL 1001.35 16 11 9 1 0 0 1 0 0 0 0 0 0 0 16 11 9 16 12 15 25 14 8 10 6 11 5 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c9_16780-Pp3c9_16810Pp3c9_16780-Pp3c9_16810intergenic_regionPp3c9_16780-Pp3c9_16810NA NA n.11381814_11381815insATNA NA NA NA NA
Chr09 11420809 G GTA Chr09_11420809_G_GTAG_GTA INDEL 5107.11 1 0 0 14 12 12 18 14 2 0 0 0 0 0 20 13 9 14 13 12 19 14 21 20 10 7 6 6 0 0 0 1 0.923 1 0.947 1 0.095 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c9_16870Pp3c9_16870transcript PAC:32913472protein_codingNA c.-2965_-2964insTANA NA NA NA 1975
Chr09 11420809 G GTA Chr09_11420809_G_GTAG_GTA INDEL 5107.11 1 0 0 14 12 12 18 14 2 0 0 0 0 0 20 13 9 14 13 12 19 14 21 20 10 7 6 6 0 0 0 1 0.923 1 0.947 1 0.095 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c9_16870Pp3c9_16870transcript PAC:32913473protein_codingNA c.-2965_-2964insTANA NA NA NA 1266
Chr09 11420809 G GTA Chr09_11420809_G_GTAG_GTA INDEL 5107.11 1 0 0 14 12 12 18 14 2 0 0 0 0 0 20 13 9 14 13 12 19 14 21 20 10 7 6 6 0 0 0 1 0.923 1 0.947 1 0.095 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c9_16890Pp3c9_16890transcript PAC:32913342protein_codingNA c.*1718_*1719insTANA NA NA NA 1264
Chr09 11420809 G GTA Chr09_11420809_G_GTAG_GTA INDEL 5107.11 1 0 0 14 12 12 18 14 2 0 0 0 0 0 20 13 9 14 13 12 19 14 21 20 10 7 6 6 0 0 0 1 0.923 1 0.947 1 0.095 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c9_16900Pp3c9_16900transcript PAC:32911636protein_codingNA c.*2196_*2197insTANA NA NA NA 2196
Chr09 11420809 G GTA Chr09_11420809_G_GTAG_GTA INDEL 5107.11 1 0 0 14 12 12 18 14 2 0 0 0 0 0 20 13 9 14 13 12 19 14 21 20 10 7 6 6 0 0 0 1 0.923 1 0.947 1 0.095 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c9_16890-Pp3c9_16900Pp3c9_16890-Pp3c9_16900intergenic_regionPp3c9_16890-Pp3c9_16900NA NA n.11420809_11420810insTANA NA NA NA NA
Chr09 11501373 T TTA Chr09_11501373_T_TTAT_TTA INDEL 1354.93 1 0 0 0 0 0 0 1 4 7 10 7 6 4 17 9 12 14 13 11 15 6 4 7 10 7 7 4 0 0 0 0 0 0 0 0 1 1 1 1 0.857 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c9_17010-Pp3c9_17040Pp3c9_17010-Pp3c9_17040intergenic_regionPp3c9_17010-Pp3c9_17040NA NA n.11501373_11501374insTANA NA NA NA NA
Chr09 11551594 G A Chr09_11551594_G_AG_A SNP 11074.29 20 17 15 0 0 0 0 0 20 25 12 13 4 14 20 17 15 22 22 27 28 18 20 25 12 13 4 14 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c9_17060-Pp3c9_17160Pp3c9_17060-Pp3c9_17160intergenic_regionPp3c9_17060-Pp3c9_17160NA NA n.11551594G>ANA NA NA NA NA
Chr09 11571100 A T Chr09_11571100_A_TA_T SNP 9241.63 9 6 4 15 9 19 9 5 8 8 9 8 6 7 9 6 4 15 9 19 9 5 8 8 9 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_17160-Pp3c9_17180Pp3c9_17160-Pp3c9_17180intergenic_regionPp3c9_17160-Pp3c9_17180NA NA n.11571100A>TNA NA NA NA NA
Chr09 11571103 A T Chr09_11571103_A_TA_T SNP 9317.63 9 7 4 15 9 19 9 7 9 8 9 8 6 7 9 7 4 15 9 19 9 7 9 8 9 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_17160-Pp3c9_17180Pp3c9_17160-Pp3c9_17180intergenic_regionPp3c9_17160-Pp3c9_17180NA NA n.11571103A>TNA NA NA NA NA
Chr09 11759840 AAT A Chr09_11759840_AAT_AAAT_A INDEL 10939.59 23 9 14 23 19 21 28 13 23 22 13 10 9 12 23 9 14 23 19 21 28 13 23 24 13 10 9 12 1 1 1 1 1 1 1 1 1 0.917 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_17500-Pp3c9_17530Pp3c9_17500-Pp3c9_17530intergenic_regionPp3c9_17500-Pp3c9_17530NA NA n.11759841_11759842delATNA NA NA NA NA
Chr09 11806530 G GTATA Chr09_11806530_G_GTATAG_GTATA INDEL 3186.24 0 0 0 17 11 12 13 8 1 0 0 1 0 0 9 5 12 17 11 12 14 8 7 7 4 14 7 8 0 0 0 1 1 1 0.929 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_17530-Pp3c9_17550Pp3c9_17530-Pp3c9_17550intergenic_regionPp3c9_17530-Pp3c9_17550NA NA n.11806530_11806531insTATANA NA NA NA NA
Chr09 11916590 C CT Chr09_11916590_C_CTC_CT INDEL 17080.59 20 21 14 40 27 28 19 31 27 34 14 20 13 15 20 21 14 40 27 28 19 31 27 34 14 20 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_17700-Pp3c9_17760Pp3c9_17700-Pp3c9_17760intergenic_regionPp3c9_17700-Pp3c9_17760NA NA n.11916590_11916591insTNA NA NA NA NA
Chr09 11952993 T TTA Chr09_11952993_T_TTAT_TTA INDEL 11118.59 17 6 16 17 14 23 22 17 18 16 14 12 6 9 17 7 16 18 14 23 22 17 18 16 14 12 6 10 1 0.857 1 0.944 1 1 1 1 1 1 1 1 1 0.9 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_17770Pp3c9_17770transcript PAC:32913604protein_codingNA c.-3755_-3754insTANA NA NA NA 3754
Chr09 11952993 T TTA Chr09_11952993_T_TTAT_TTA INDEL 11118.59 17 6 16 17 14 23 22 17 18 16 14 12 6 9 17 7 16 18 14 23 22 17 18 16 14 12 6 10 1 0.857 1 0.944 1 1 1 1 1 1 1 1 1 0.9 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_17760Pp3c9_17760transcript PAC:32911469protein_codingNA c.*4269_*4270insTANA NA NA NA 4085
Chr09 11952993 T TTA Chr09_11952993_T_TTAT_TTA INDEL 11118.59 17 6 16 17 14 23 22 17 18 16 14 12 6 9 17 7 16 18 14 23 22 17 18 16 14 12 6 10 1 0.857 1 0.944 1 1 1 1 1 1 1 1 1 0.9 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_17760Pp3c9_17760transcript PAC:32911470protein_codingNA c.*5007_*5008insTANA NA NA NA 4407
Chr09 11952993 T TTA Chr09_11952993_T_TTAT_TTA INDEL 11118.59 17 6 16 17 14 23 22 17 18 16 14 12 6 9 17 7 16 18 14 23 22 17 18 16 14 12 6 10 1 0.857 1 0.944 1 1 1 1 1 1 1 1 1 0.9 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_17760-Pp3c9_17770Pp3c9_17760-Pp3c9_17770intergenic_regionPp3c9_17760-Pp3c9_17770NA NA n.11952993_11952994insTANA NA NA NA NA
Chr09 12105043 CTGGA C Chr09_12105043_CTGGA_CCTGGA_C INDEL 19796.59 21 20 20 25 16 20 34 23 26 24 9 12 13 7 21 20 20 25 16 20 34 23 26 24 9 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_17980Pp3c9_17980transcript PAC:32911516protein_codingNA c.*2158_*2161delTGGANA NA NA NA 1668
Chr09 12105043 CTGGA C Chr09_12105043_CTGGA_CCTGGA_C INDEL 19796.59 21 20 20 25 16 20 34 23 26 24 9 12 13 7 21 20 20 25 16 20 34 23 26 24 9 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_17990Pp3c9_17990transcript PAC:32913066protein_codingNA c.*640_*643delTCCANA NA NA NA 48
Chr09 12105043 CTGGA C Chr09_12105043_CTGGA_CCTGGA_C INDEL 19796.59 21 20 20 25 16 20 34 23 26 24 9 12 13 7 21 20 20 25 16 20 34 23 26 24 9 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_17980Pp3c9_17980transcript PAC:32911517protein_codingNA c.*2158_*2161delTGGANA NA NA NA 1653
Chr09 12105043 CTGGA C Chr09_12105043_CTGGA_CCTGGA_C INDEL 19796.59 21 20 20 25 16 20 34 23 26 24 9 12 13 7 21 20 20 25 16 20 34 23 26 24 9 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_17990Pp3c9_17990transcript PAC:32913067protein_codingNA c.*640_*643delTCCANA NA NA NA 94
Chr09 12105043 CTGGA C Chr09_12105043_CTGGA_CCTGGA_C INDEL 19796.59 21 20 20 25 16 20 34 23 26 24 9 12 13 7 21 20 20 25 16 20 34 23 26 24 9 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_17980-Pp3c9_17990Pp3c9_17980-Pp3c9_17990intergenic_regionPp3c9_17980-Pp3c9_17990NA NA n.12105044_12105047delTGGANA NA NA NA NA
Chr09 12105048 A AGCTC Chr09_12105048_A_AGCTCA_AGCTC INDEL 19796.59 21 20 20 25 16 20 36 24 26 24 9 12 13 7 21 20 20 25 16 20 36 24 26 24 9 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_17980Pp3c9_17980transcript PAC:32911516protein_codingNA c.*2162_*2163insGCTCNA NA NA NA 1673
Chr09 12105048 A AGCTC Chr09_12105048_A_AGCTCA_AGCTC INDEL 19796.59 21 20 20 25 16 20 36 24 26 24 9 12 13 7 21 20 20 25 16 20 36 24 26 24 9 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_17990Pp3c9_17990transcript PAC:32913066protein_codingNA c.*638_*639insGAGCNA NA NA NA 43
Chr09 12105048 A AGCTC Chr09_12105048_A_AGCTCA_AGCTC INDEL 19796.59 21 20 20 25 16 20 36 24 26 24 9 12 13 7 21 20 20 25 16 20 36 24 26 24 9 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_17980Pp3c9_17980transcript PAC:32911517protein_codingNA c.*2162_*2163insGCTCNA NA NA NA 1658
Chr09 12105048 A AGCTC Chr09_12105048_A_AGCTCA_AGCTC INDEL 19796.59 21 20 20 25 16 20 36 24 26 24 9 12 13 7 21 20 20 25 16 20 36 24 26 24 9 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_17990Pp3c9_17990transcript PAC:32913067protein_codingNA c.*638_*639insGAGCNA NA NA NA 89
Chr09 12105048 A AGCTC Chr09_12105048_A_AGCTCA_AGCTC INDEL 19796.59 21 20 20 25 16 20 36 24 26 24 9 12 13 7 21 20 20 25 16 20 36 24 26 24 9 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_17980-Pp3c9_17990Pp3c9_17980-Pp3c9_17990intergenic_regionPp3c9_17980-Pp3c9_17990NA NA n.12105048_12105049insGCTCNA NA NA NA NA
Chr09 12180399 G C Chr09_12180399_G_CG_C SNP 12216.29 30 17 18 0 0 0 0 0 20 23 19 14 4 9 30 17 18 23 23 33 25 31 20 23 19 14 4 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c9_18080-Pp3c9_18150Pp3c9_18080-Pp3c9_18150intergenic_regionPp3c9_18080-Pp3c9_18150NA NA n.12180399G>CNA NA NA NA NA
Chr09 12363254 A T Chr09_12363254_A_TA_T SNP 6157.29 0 0 0 14 22 24 36 18 0 0 0 0 0 0 26 18 13 14 22 24 36 18 22 19 18 12 8 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_18370Pp3c9_18370transcript PAC:32911128protein_codingNA c.*3209T>A NA NA NA NA 2864
Chr09 12363254 A T Chr09_12363254_A_TA_T SNP 6157.29 0 0 0 14 22 24 36 18 0 0 0 0 0 0 26 18 13 14 22 24 36 18 22 19 18 12 8 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_18370Pp3c9_18370transcript PAC:32911129protein_codingNA c.*3209T>A NA NA NA NA 2903
Chr09 12363254 A T Chr09_12363254_A_TA_T SNP 6157.29 0 0 0 14 22 24 36 18 0 0 0 0 0 0 26 18 13 14 22 24 36 18 22 19 18 12 8 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_18370Pp3c9_18370transcript PAC:32911130protein_codingNA c.*3209T>A NA NA NA NA 2903
Chr09 12363254 A T Chr09_12363254_A_TA_T SNP 6157.29 0 0 0 14 22 24 36 18 0 0 0 0 0 0 26 18 13 14 22 24 36 18 22 19 18 12 8 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_18370Pp3c9_18370transcript PAC:32911131protein_codingNA c.*3778T>A NA NA NA NA 2903
Chr09 12363254 A T Chr09_12363254_A_TA_T SNP 6157.29 0 0 0 14 22 24 36 18 0 0 0 0 0 0 26 18 13 14 22 24 36 18 22 19 18 12 8 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_18370Pp3c9_18370transcript PAC:32911132protein_codingNA c.*3656T>A NA NA NA NA 2903
Chr09 12363254 A T Chr09_12363254_A_TA_T SNP 6157.29 0 0 0 14 22 24 36 18 0 0 0 0 0 0 26 18 13 14 22 24 36 18 22 19 18 12 8 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_18370Pp3c9_18370transcript PAC:32911133protein_codingNA c.*3209T>A NA NA NA NA 2903
Chr09 12363254 A T Chr09_12363254_A_TA_T SNP 6157.29 0 0 0 14 22 24 36 18 0 0 0 0 0 0 26 18 13 14 22 24 36 18 22 19 18 12 8 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c9_18360Pp3c9_18360transcript PAC:32913306protein_coding 03-oct c.343+122T>ANA NA NA NA NA
Chr09 12363254 A T Chr09_12363254_A_TA_T SNP 6157.29 0 0 0 14 22 24 36 18 0 0 0 0 0 0 26 18 13 14 22 24 36 18 22 19 18 12 8 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c9_18360Pp3c9_18360transcript PAC:32913307protein_coding 03-oct c.343+122T>ANA NA NA NA NA
Chr09 12363254 A T Chr09_12363254_A_TA_T SNP 6157.29 0 0 0 14 22 24 36 18 0 0 0 0 0 0 26 18 13 14 22 24 36 18 22 19 18 12 8 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c9_18360Pp3c9_18360transcript PAC:32913308protein_coding 03-oct c.343+122T>ANA NA NA NA NA
Chr09 12363254 A T Chr09_12363254_A_TA_T SNP 6157.29 0 0 0 14 22 24 36 18 0 0 0 0 0 0 26 18 13 14 22 24 36 18 22 19 18 12 8 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c9_18360Pp3c9_18360transcript PAC:32913309protein_coding 03-oct c.343+122T>ANA NA NA NA NA
Chr09 12363254 A T Chr09_12363254_A_TA_T SNP 6157.29 0 0 0 14 22 24 36 18 0 0 0 0 0 0 26 18 13 14 22 24 36 18 22 19 18 12 8 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c9_18360Pp3c9_18360transcript PAC:32913310protein_coding 03-oct c.343+122T>ANA NA NA NA NA
Chr09 12406091 T TTA Chr09_12406091_T_TTAT_TTA INDEL 11569.59 28 12 7 0 0 0 1 0 12 21 16 14 7 5 29 12 8 18 16 14 22 17 12 22 16 15 7 5 0.966 1 0.875 0 0 0 0 0 1 0.955 1 0.933 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c9_18470Pp3c9_18470transcript PAC:32911126protein_codingNA c.-1562_-1561insTANA NA NA NA 1561
Chr09 12406091 T TTA Chr09_12406091_T_TTAT_TTA INDEL 11569.59 28 12 7 0 0 0 1 0 12 21 16 14 7 5 29 12 8 18 16 14 22 17 12 22 16 15 7 5 0.966 1 0.875 0 0 0 0 0 1 0.955 1 0.933 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c9_18470Pp3c9_18470transcript PAC:32911127protein_codingNA c.-1562_-1561insTANA NA NA NA 1561
Chr09 12406091 T TTA Chr09_12406091_T_TTAT_TTA INDEL 11569.59 28 12 7 0 0 0 1 0 12 21 16 14 7 5 29 12 8 18 16 14 22 17 12 22 16 15 7 5 0.966 1 0.875 0 0 0 0 0 1 0.955 1 0.933 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c9_18450-Pp3c9_18470Pp3c9_18450-Pp3c9_18470intergenic_regionPp3c9_18450-Pp3c9_18470NA NA n.12406091_12406092insTANA NA NA NA NA
Chr09 12406091 T TTATA Chr09_12406091_T_TTATAT_TTATA INDEL 11569.59 1 0 0 18 16 14 20 16 0 0 0 0 0 0 29 12 8 18 16 14 22 17 12 22 16 15 7 5 0 0 0 1 1 1 0.909 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_18470Pp3c9_18470transcript PAC:32911126protein_codingNA c.-1562_-1561insTATANA NA NA NA 1561
Chr09 12406091 T TTATA Chr09_12406091_T_TTATAT_TTATA INDEL 11569.59 1 0 0 18 16 14 20 16 0 0 0 0 0 0 29 12 8 18 16 14 22 17 12 22 16 15 7 5 0 0 0 1 1 1 0.909 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_18470Pp3c9_18470transcript PAC:32911127protein_codingNA c.-1562_-1561insTATANA NA NA NA 1561
Chr09 12406091 T TTATA Chr09_12406091_T_TTATAT_TTATA INDEL 11569.59 1 0 0 18 16 14 20 16 0 0 0 0 0 0 29 12 8 18 16 14 22 17 12 22 16 15 7 5 0 0 0 1 1 1 0.909 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_18450-Pp3c9_18470Pp3c9_18450-Pp3c9_18470intergenic_regionPp3c9_18450-Pp3c9_18470NA NA n.12406091_12406092insTATANA NA NA NA NA
Chr09 12719278 G A Chr09_12719278_G_AG_A SNP 13452.63 30 17 16 32 14 20 25 15 15 17 19 15 12 5 30 17 16 32 14 20 25 15 15 17 19 15 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_18870-Pp3c9_18880Pp3c9_18870-Pp3c9_18880intergenic_regionPp3c9_18870-Pp3c9_18880NA NA n.12719278G>ANA NA NA NA NA
Chr09 12866224 C T Chr09_12866224_C_TC_T SNP 5464.29 0 0 0 19 22 28 29 19 0 0 0 0 0 0 38 14 15 19 22 28 29 20 29 25 19 13 20 8 0 0 0 1 1 1 1 0.95 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_19090-Pp3c9_19150Pp3c9_19090-Pp3c9_19150intergenic_regionPp3c9_19090-Pp3c9_19150NA NA n.12866224C>TNA NA NA NA NA
Chr09 12884802 T C Chr09_12884802_T_CT_C SNP 18098.63 24 13 15 25 25 23 34 19 19 17 21 17 12 7 24 13 15 25 25 23 34 19 19 17 21 17 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_19090-Pp3c9_19150Pp3c9_19090-Pp3c9_19150intergenic_regionPp3c9_19090-Pp3c9_19150NA NA n.12884802T>CNA NA NA NA NA
Chr09 12904939 G A Chr09_12904939_G_AG_A SNP 17165.63 30 10 18 21 13 24 27 18 18 20 13 12 6 19 30 10 18 21 13 24 27 18 18 20 13 12 6 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_19090-Pp3c9_19150Pp3c9_19090-Pp3c9_19150intergenic_regionPp3c9_19090-Pp3c9_19150NA NA n.12904939G>ANA NA NA NA NA
Chr09 13065064 TA T Chr09_13065064_TA_TTA_T INDEL 10541.59 22 17 13 17 8 11 18 23 11 21 8 9 6 6 22 17 13 18 9 11 20 23 12 21 9 9 6 6 1 1 1 0.944 0.889 1 0.9 1 0.917 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_19290-Pp3c9_19340Pp3c9_19290-Pp3c9_19340intergenic_regionPp3c9_19290-Pp3c9_19340NA NA n.13065065delANA NA NA NA NA
Chr09 13096110 A AT Chr09_13096110_A_ATA_AT INDEL 14911.59 24 10 16 13 12 20 32 21 30 16 13 12 9 12 24 10 16 13 12 20 32 21 30 16 13 12 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c9_19350Pp3c9_19350transcript PAC:32911583protein_coding 02-févr c.*327dupT NA NA NA NA 328
Chr09 13096110 A AT Chr09_13096110_A_ATA_AT INDEL 14911.59 24 10 16 13 12 20 32 21 30 16 13 12 9 12 24 10 16 13 12 20 32 21 30 16 13 12 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c9_19350Pp3c9_19350transcript PAC:32911585protein_coding 03-mars c.*327dupT NA NA NA NA 328
Chr09 13096110 A AT Chr09_13096110_A_ATA_AT INDEL 14911.59 24 10 16 13 12 20 32 21 30 16 13 12 9 12 24 10 16 13 12 20 32 21 30 16 13 12 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c9_19350Pp3c9_19350transcript PAC:32911584protein_coding 02-févr c.*327dupT NA NA NA NA 328
Chr09 13096110 A AT Chr09_13096110_A_ATA_AT INDEL 14911.59 24 10 16 13 12 20 32 21 30 16 13 12 9 12 24 10 16 13 12 20 32 21 30 16 13 12 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_19360Pp3c9_19360transcript PAC:32914068protein_codingNA c.*875dupA NA NA NA NA 875
Chr09 13166483 G T Chr09_13166483_G_TG_T SNP 2994.39 31 20 19 0 0 0 0 0 0 0 0 0 0 0 31 20 19 16 13 30 31 33 27 25 16 13 13 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c9_19520-Pp3c9_19560Pp3c9_19520-Pp3c9_19560intergenic_regionPp3c9_19520-Pp3c9_19560NA NA n.13166483G>TNA NA NA NA NA
Chr09 13460796 TG T Chr09_13460796_TG_TTG_T INDEL 17487.59 24 18 12 23 19 29 25 23 19 21 14 25 9 8 24 18 12 23 19 29 25 23 19 21 14 25 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_19950-Pp3c9_20000Pp3c9_19950-Pp3c9_20000intergenic_regionPp3c9_19950-Pp3c9_20000NA NA n.13460797delGNA NA NA NA NA
Chr09 13460834 T TA Chr09_13460834_T_TAT_TA INDEL 15687.59 27 17 10 33 17 27 25 24 19 19 12 20 11 7 27 17 10 33 17 27 25 24 19 19 12 20 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_19950-Pp3c9_20000Pp3c9_19950-Pp3c9_20000intergenic_regionPp3c9_19950-Pp3c9_20000NA NA n.13460834_13460835insANA NA NA NA NA
Chr09 13636354 A AAT Chr09_13636354_A_AATA_AAT INDEL 1753.93 2 1 1 0 0 1 4 2 12 14 7 14 6 4 25 8 16 24 9 17 26 15 12 14 7 14 6 4 0.08 0 0 0 0 0 0.154 0.133 1 1 1 1 1 1 0 7 7 3 7 0 0 upstream_gene_variantMODIFIER Pp3c9_20160Pp3c9_20160transcript PAC:32913492protein_codingNA c.-1500_-1499insATNA NA NA NA 1500
Chr09 13636354 A AAT Chr09_13636354_A_AATA_AAT INDEL 1753.93 2 1 1 0 0 1 4 2 12 14 7 14 6 4 25 8 16 24 9 17 26 15 12 14 7 14 6 4 0.08 0 0 0 0 0 0.154 0.133 1 1 1 1 1 1 0 7 7 3 7 0 0 intergenic_regionMODIFIER Pp3c9_20160-Pp3c9_20170Pp3c9_20160-Pp3c9_20170intergenic_regionPp3c9_20160-Pp3c9_20170NA NA n.13636354_13636355insATNA NA NA NA NA
Chr09 13824210 G GTA Chr09_13824210_G_GTAG_GTA INDEL 2314.93 0 0 1 0 0 2 0 0 12 17 12 8 10 10 22 7 12 16 23 23 25 25 12 17 14 10 10 11 0 0 0 0 0 0.087 0 0 1 1 0.857 0.8 1 0.909 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c9_20349Pp3c9_20349transcript PAC:32912746protein_codingNA c.-2614_-2613insTANA NA NA NA 1466
Chr09 13824210 G GTA Chr09_13824210_G_GTAG_GTA INDEL 2314.93 0 0 1 0 0 2 0 0 12 17 12 8 10 10 22 7 12 16 23 23 25 25 12 17 14 10 10 11 0 0 0 0 0 0.087 0 0 1 1 0.857 0.8 1 0.909 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c9_20340Pp3c9_20340transcript PAC:32913313protein_codingNA c.-2614_-2613insTANA NA NA NA 1403
Chr09 13824210 G GTA Chr09_13824210_G_GTAG_GTA INDEL 2314.93 0 0 1 0 0 2 0 0 12 17 12 8 10 10 22 7 12 16 23 23 25 25 12 17 14 10 10 11 0 0 0 0 0 0.087 0 0 1 1 0.857 0.8 1 0.909 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c9_20360Pp3c9_20360transcript PAC:32912097protein_codingNA c.-2345_-2344insTANA NA NA NA 2202
Chr09 13824210 G GTA Chr09_13824210_G_GTAG_GTA INDEL 2314.93 0 0 1 0 0 2 0 0 12 17 12 8 10 10 22 7 12 16 23 23 25 25 12 17 14 10 10 11 0 0 0 0 0 0.087 0 0 1 1 0.857 0.8 1 0.909 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c9_20349Pp3c9_20349transcript PAC:32912748protein_codingNA c.-2614_-2613insTANA NA NA NA 1827
Chr09 13824210 G GTA Chr09_13824210_G_GTAG_GTA INDEL 2314.93 0 0 1 0 0 2 0 0 12 17 12 8 10 10 22 7 12 16 23 23 25 25 12 17 14 10 10 11 0 0 0 0 0 0.087 0 0 1 1 0.857 0.8 1 0.909 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c9_20349Pp3c9_20349transcript PAC:32912747protein_codingNA c.-2614_-2613insTANA NA NA NA 1368
Chr09 13824210 G GTA Chr09_13824210_G_GTAG_GTA INDEL 2314.93 0 0 1 0 0 2 0 0 12 17 12 8 10 10 22 7 12 16 23 23 25 25 12 17 14 10 10 11 0 0 0 0 0 0.087 0 0 1 1 0.857 0.8 1 0.909 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c9_20360Pp3c9_20360transcript PAC:32912098protein_codingNA c.-2345_-2344insTANA NA NA NA 2230
Chr09 13824210 G GTA Chr09_13824210_G_GTAG_GTA INDEL 2314.93 0 0 1 0 0 2 0 0 12 17 12 8 10 10 22 7 12 16 23 23 25 25 12 17 14 10 10 11 0 0 0 0 0 0.087 0 0 1 1 0.857 0.8 1 0.909 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c9_20349-Pp3c9_20360Pp3c9_20349-Pp3c9_20360intergenic_regionPp3c9_20349-Pp3c9_20360NA NA n.13824210_13824211insTANA NA NA NA NA
Chr09 13908621 A G Chr09_13908621_A_GA_G SNP 12331.63 19 6 11 12 14 16 24 22 16 16 9 7 9 4 19 6 11 12 14 16 24 22 16 16 9 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c9_20510Pp3c9_20510transcript PAC:32911500protein_coding 01-janv c.193T>C p.Leu65Leu 301/2138 193/1443 65/480 NA
Chr09 13908621 A G Chr09_13908621_A_GA_G SNP 12331.63 19 6 11 12 14 16 24 22 16 16 9 7 9 4 19 6 11 12 14 16 24 22 16 16 9 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c9_20510Pp3c9_20510transcript PAC:32911501protein_coding 01-janv c.193T>C p.Leu65Leu 290/1593 193/1443 65/480 NA
Chr09 13908621 A G Chr09_13908621_A_GA_G SNP 12331.63 19 6 11 12 14 16 24 22 16 16 9 7 9 4 19 6 11 12 14 16 24 22 16 16 9 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_20530Pp3c9_20530transcript PAC:32912368protein_codingNA c.*3060T>C NA NA NA NA 2247
Chr09 13908621 A G Chr09_13908621_A_GA_G SNP 12331.63 19 6 11 12 14 16 24 22 16 16 9 7 9 4 19 6 11 12 14 16 24 22 16 16 9 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_20530Pp3c9_20530transcript PAC:32912369protein_codingNA c.*3060T>C NA NA NA NA 2375
Chr09 13908621 A G Chr09_13908621_A_GA_G SNP 12331.63 19 6 11 12 14 16 24 22 16 16 9 7 9 4 19 6 11 12 14 16 24 22 16 16 9 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_20530Pp3c9_20530transcript PAC:32912370protein_codingNA c.*3060T>C NA NA NA NA 2375
Chr09 14006340 A AAT Chr09_14006340_A_AATA_AAT INDEL 3080.24 1 1 0 15 17 21 22 22 0 1 1 0 0 0 21 15 12 16 18 22 24 23 8 9 11 9 7 6 0 0 0 0.938 0.944 0.955 0.917 0.957 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c9_20717Pp3c9_20717transcript PAC:32912167protein_codingNA c.-2422_-2421insATNA NA NA NA 2422
Chr09 14006340 A AAT Chr09_14006340_A_AATA_AAT INDEL 3080.24 1 1 0 15 17 21 22 22 0 1 1 0 0 0 21 15 12 16 18 22 24 23 8 9 11 9 7 6 0 0 0 0.938 0.944 0.955 0.917 0.957 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c9_20720Pp3c9_20720transcript PAC:32914038protein_codingNA c.*2519_*2520insATNA NA NA NA 2366
Chr09 14006340 A AAT Chr09_14006340_A_AATA_AAT INDEL 3080.24 1 1 0 15 17 21 22 22 0 1 1 0 0 0 21 15 12 16 18 22 24 23 8 9 11 9 7 6 0 0 0 0.938 0.944 0.955 0.917 0.957 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_20720-Pp3c9_20750Pp3c9_20720-Pp3c9_20750intergenic_regionPp3c9_20720-Pp3c9_20750NA NA n.14006340_14006341insATNA NA NA NA NA
Chr09 14078747 G GTA Chr09_14078747_G_GTAG_GTA INDEL 1836.93 0 0 0 1 0 0 0 1 12 13 10 5 10 9 23 5 15 14 15 23 28 17 12 14 10 5 11 9 0 0 0 0 0 0 0 0 1 0.929 1 1 0.909 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c9_20840Pp3c9_20840transcript PAC:32911472protein_codingNA c.*1033_*1034insTANA NA NA NA 488
Chr09 14078747 G GTA Chr09_14078747_G_GTAG_GTA INDEL 1836.93 0 0 0 1 0 0 0 1 12 13 10 5 10 9 23 5 15 14 15 23 28 17 12 14 10 5 11 9 0 0 0 0 0 0 0 0 1 0.929 1 1 0.909 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c9_20840Pp3c9_20840transcript PAC:32911473protein_codingNA c.*1033_*1034insTANA NA NA NA 540
Chr09 14078747 G GTA Chr09_14078747_G_GTAG_GTA INDEL 1836.93 0 0 0 1 0 0 0 1 12 13 10 5 10 9 23 5 15 14 15 23 28 17 12 14 10 5 11 9 0 0 0 0 0 0 0 0 1 0.929 1 1 0.909 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c9_20840Pp3c9_20840transcript PAC:32911474protein_codingNA c.*1033_*1034insTANA NA NA NA 540
Chr09 14078747 G GTA Chr09_14078747_G_GTAG_GTA INDEL 1836.93 0 0 0 1 0 0 0 1 12 13 10 5 10 9 23 5 15 14 15 23 28 17 12 14 10 5 11 9 0 0 0 0 0 0 0 0 1 0.929 1 1 0.909 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c9_20840Pp3c9_20840transcript PAC:32911475protein_codingNA c.*1033_*1034insTANA NA NA NA 540
Chr09 14078747 G GTA Chr09_14078747_G_GTAG_GTA INDEL 1836.93 0 0 0 1 0 0 0 1 12 13 10 5 10 9 23 5 15 14 15 23 28 17 12 14 10 5 11 9 0 0 0 0 0 0 0 0 1 0.929 1 1 0.909 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c9_20840Pp3c9_20840transcript PAC:32911476protein_codingNA c.*1033_*1034insTANA NA NA NA 540
Chr09 14078747 G GTA Chr09_14078747_G_GTAG_GTA INDEL 1836.93 0 0 0 1 0 0 0 1 12 13 10 5 10 9 23 5 15 14 15 23 28 17 12 14 10 5 11 9 0 0 0 0 0 0 0 0 1 0.929 1 1 0.909 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c9_20800-Pp3c9_20840Pp3c9_20800-Pp3c9_20840intergenic_regionPp3c9_20800-Pp3c9_20840NA NA n.14078747_14078748insTANA NA NA NA NA
Chr09 14147360 T A Chr09_14147360_T_AT_A SNP 20017.63 26 12 16 30 20 23 23 35 12 27 17 14 19 18 26 12 16 30 20 23 23 35 12 27 17 14 19 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_20930-Pp3c9_20950Pp3c9_20930-Pp3c9_20950intergenic_regionPp3c9_20930-Pp3c9_20950NA NA n.14147360T>ANA NA NA NA NA
Chr09 14356209 A AATAT Chr09_14356209_A_AATATA_AATAT INDEL 8549.59 0 0 1 0 1 0 0 0 8 8 7 7 6 6 15 8 8 10 15 16 14 20 8 8 7 7 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c9_21360Pp3c9_21360transcript PAC:32911260protein_codingNA c.-1594_-1593insATATNA NA NA NA 1561
Chr09 14356209 A AATAT Chr09_14356209_A_AATATA_AATAT INDEL 8549.59 0 0 1 0 1 0 0 0 8 8 7 7 6 6 15 8 8 10 15 16 14 20 8 8 7 7 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c9_21360Pp3c9_21360transcript PAC:32911261protein_codingNA c.-1949_-1948insATATNA NA NA NA 1949
Chr09 14356209 A AATAT Chr09_14356209_A_AATATA_AATAT INDEL 8549.59 0 0 1 0 1 0 0 0 8 8 7 7 6 6 15 8 8 10 15 16 14 20 8 8 7 7 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c9_21369Pp3c9_21369transcript PAC:32911451protein_codingNA c.*1272_*1273insATATNA NA NA NA 492
Chr09 14356209 A AATAT Chr09_14356209_A_AATATA_AATAT INDEL 8549.59 0 0 1 0 1 0 0 0 8 8 7 7 6 6 15 8 8 10 15 16 14 20 8 8 7 7 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c9_21380Pp3c9_21380transcript PAC:32912769protein_codingNA c.*81_*82insATATNA NA NA NA 81
Chr09 14356209 A AATAT Chr09_14356209_A_AATATA_AATAT INDEL 8549.59 0 0 1 0 1 0 0 0 8 8 7 7 6 6 15 8 8 10 15 16 14 20 8 8 7 7 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c9_21390Pp3c9_21390transcript PAC:32911900protein_codingNA c.*3097_*3098insATATNA NA NA NA 2772
Chr09 14356209 A AATAT Chr09_14356209_A_AATATA_AATAT INDEL 8549.59 0 0 1 0 1 0 0 0 8 8 7 7 6 6 15 8 8 10 15 16 14 20 8 8 7 7 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c9_21390Pp3c9_21390transcript PAC:32911901protein_codingNA c.*3097_*3098insATATNA NA NA NA 2772
Chr09 14356209 A AATAT Chr09_14356209_A_AATATA_AATAT INDEL 8549.59 0 0 1 0 1 0 0 0 8 8 7 7 6 6 15 8 8 10 15 16 14 20 8 8 7 7 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c9_21390Pp3c9_21390transcript PAC:32911902protein_codingNA c.*3097_*3098insATATNA NA NA NA 2772
Chr09 14356209 A AATAT Chr09_14356209_A_AATATA_AATAT INDEL 8549.59 0 0 1 0 1 0 0 0 8 8 7 7 6 6 15 8 8 10 15 16 14 20 8 8 7 7 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c9_21390Pp3c9_21390transcript PAC:32911903protein_codingNA c.*3097_*3098insATATNA NA NA NA 2772
Chr09 14356209 A AATAT Chr09_14356209_A_AATATA_AATAT INDEL 8549.59 0 0 1 0 1 0 0 0 8 8 7 7 6 6 15 8 8 10 15 16 14 20 8 8 7 7 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c9_21369-Pp3c9_21380Pp3c9_21369-Pp3c9_21380intergenic_regionPp3c9_21369-Pp3c9_21380NA NA n.14356209_14356210insATATNA NA NA NA NA
Chr09 14399040 AT A Chr09_14399040_AT_AAT_A INDEL 17302.59 23 11 16 32 23 32 20 32 26 18 15 17 11 16 23 11 16 32 23 32 20 32 26 18 15 17 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21410-Pp3c9_21419Pp3c9_21410-Pp3c9_21419intergenic_regionPp3c9_21410-Pp3c9_21419NA NA n.14399041delTNA NA NA NA NA
Chr09 14399070 TG T Chr09_14399070_TG_TTG_T INDEL 18112.59 24 11 15 31 22 31 22 39 31 20 15 22 13 15 24 11 15 31 22 31 22 39 31 20 15 22 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21410-Pp3c9_21419Pp3c9_21410-Pp3c9_21419intergenic_regionPp3c9_21410-Pp3c9_21419NA NA n.14399071delGNA NA NA NA NA
Chr09 14588085 T C Chr09_14588085_T_CT_C SNP 11976.63 26 9 18 19 9 19 17 21 8 22 8 10 4 6 26 9 18 19 9 19 17 21 8 22 8 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21580-Pp3c9_21600Pp3c9_21580-Pp3c9_21600intergenic_regionPp3c9_21580-Pp3c9_21600NA NA n.14588085T>CNA NA NA NA NA
Chr09 14588250 T TTC Chr09_14588250_T_TTCT_TTC INDEL 13641.59 22 8 18 16 8 11 23 20 19 15 11 15 9 6 22 8 18 16 8 11 23 20 19 15 11 15 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21580-Pp3c9_21600Pp3c9_21580-Pp3c9_21600intergenic_regionPp3c9_21580-Pp3c9_21600NA NA n.14588250_14588251insTCNA NA NA NA NA
Chr09 14588252 CTT C Chr09_14588252_CTT_CCTT_C INDEL 13889.59 21 8 18 16 9 13 23 19 18 15 12 15 9 6 21 8 18 16 9 13 23 19 18 15 12 15 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21580-Pp3c9_21600Pp3c9_21580-Pp3c9_21600intergenic_regionPp3c9_21580-Pp3c9_21600NA NA n.14588253_14588254delTTNA NA NA NA NA
Chr09 14588258 T TC Chr09_14588258_T_TCT_TC INDEL 13741.59 21 9 20 16 8 13 23 18 18 14 12 14 9 6 21 9 20 16 8 13 23 18 18 14 12 14 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21580-Pp3c9_21600Pp3c9_21580-Pp3c9_21600intergenic_regionPp3c9_21580-Pp3c9_21600NA NA n.14588258_14588259insCNA NA NA NA NA
Chr09 14588286 T C Chr09_14588286_T_CT_C SNP 11218.63 21 8 21 13 11 16 21 12 15 11 10 14 7 4 21 8 21 13 11 16 21 12 15 11 10 14 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21580-Pp3c9_21600Pp3c9_21580-Pp3c9_21600intergenic_regionPp3c9_21580-Pp3c9_21600NA NA n.14588286T>CNA NA NA NA NA
Chr09 14610894 C T Chr09_14610894_C_TC_T SNP 31655.63 55 28 29 43 36 36 57 39 24 40 22 34 18 16 55 28 29 43 36 36 57 39 24 40 22 34 18 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21601-Pp3c9_21650Pp3c9_21601-Pp3c9_21650intergenic_regionPp3c9_21601-Pp3c9_21650NA NA n.14610894C>TNA NA NA NA NA
Chr09 14624974 T C Chr09_14624974_T_CT_C SNP 13666.63 19 15 12 23 24 21 21 16 14 21 14 13 11 7 19 15 12 23 24 21 21 16 14 21 14 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21601-Pp3c9_21650Pp3c9_21601-Pp3c9_21650intergenic_regionPp3c9_21601-Pp3c9_21650NA NA n.14624974T>CNA NA NA NA NA



Chr09 14624986 C T Chr09_14624986_C_TC_T SNP 12792.63 19 13 12 22 23 19 20 16 13 20 13 14 10 6 19 13 12 22 23 19 20 16 13 20 13 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21601-Pp3c9_21650Pp3c9_21601-Pp3c9_21650intergenic_regionPp3c9_21601-Pp3c9_21650NA NA n.14624986C>TNA NA NA NA NA
Chr09 14625008 G A Chr09_14625008_G_AG_A SNP 11076.63 16 11 10 22 19 13 19 13 14 16 13 13 11 5 16 11 10 22 19 14 19 13 14 16 13 13 11 5 1 1 1 1 1 0.929 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21601-Pp3c9_21650Pp3c9_21601-Pp3c9_21650intergenic_regionPp3c9_21601-Pp3c9_21650NA NA n.14625008G>ANA NA NA NA NA
Chr09 14666735 C T Chr09_14666735_C_TC_T SNP 13056.63 27 7 20 16 19 18 21 10 17 26 5 10 7 6 27 7 20 16 19 18 21 10 17 26 5 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_21650Pp3c9_21650transcript PAC:32912270protein_codingNA c.-1470C>T NA NA NA NA 1325
Chr09 14666735 C T Chr09_14666735_C_TC_T SNP 13056.63 27 7 20 16 19 18 21 10 17 26 5 10 7 6 27 7 20 16 19 18 21 10 17 26 5 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_21650Pp3c9_21650transcript PAC:32912271protein_codingNA c.-1470C>T NA NA NA NA 1349
Chr09 14666735 C T Chr09_14666735_C_TC_T SNP 13056.63 27 7 20 16 19 18 21 10 17 26 5 10 7 6 27 7 20 16 19 18 21 10 17 26 5 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21601-Pp3c9_21650Pp3c9_21601-Pp3c9_21650intergenic_regionPp3c9_21601-Pp3c9_21650NA NA n.14666735C>TNA NA NA NA NA
Chr09 14679841 C T Chr09_14679841_C_TC_T SNP 2736.39 34 20 12 0 0 0 0 0 0 0 0 0 0 0 34 20 12 26 20 30 32 20 26 23 13 29 10 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c9_21650-Pp3c9_21710Pp3c9_21650-Pp3c9_21710intergenic_regionPp3c9_21650-Pp3c9_21710NA NA n.14679841C>TNA NA NA NA NA
Chr09 14754604 T A Chr09_14754604_T_AT_A SNP 17401.63 26 20 13 26 21 25 24 30 25 20 15 14 6 11 26 20 13 26 21 25 24 30 25 20 15 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_21780Pp3c9_21780transcript PAC:32911691protein_codingNA c.-3809T>A NA NA NA NA 3809
Chr09 14754604 T A Chr09_14754604_T_AT_A SNP 17401.63 26 20 13 26 21 25 24 30 25 20 15 14 6 11 26 20 13 26 21 25 24 30 25 20 15 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21759-Pp3c9_21780Pp3c9_21759-Pp3c9_21780intergenic_regionPp3c9_21759-Pp3c9_21780NA NA n.14754604T>ANA NA NA NA NA
Chr09 14845217 CTA C Chr09_14845217_CTA_CCTA_C INDEL 9652.59 23 14 9 16 13 18 22 12 12 11 8 10 12 9 23 14 9 16 13 18 22 12 13 11 8 10 12 9 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_21930Pp3c9_21930transcript PAC:32911223protein_codingNA c.-6210_-6209delTANA NA NA NA 4406
Chr09 14845217 CTA C Chr09_14845217_CTA_CCTA_C INDEL 9652.59 23 14 9 16 13 18 22 12 12 11 8 10 12 9 23 14 9 16 13 18 22 12 13 11 8 10 12 9 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_21950Pp3c9_21950transcript PAC:32913534protein_codingNA c.-1681_-1680delTANA NA NA NA 1680
Chr09 14845217 CTA C Chr09_14845217_CTA_CCTA_C INDEL 9652.59 23 14 9 16 13 18 22 12 12 11 8 10 12 9 23 14 9 16 13 18 22 12 13 11 8 10 12 9 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_21960Pp3c9_21960transcript PAC:32911322protein_codingNA c.-2284_-2283delTANA NA NA NA 2284
Chr09 14845217 CTA C Chr09_14845217_CTA_CCTA_C INDEL 9652.59 23 14 9 16 13 18 22 12 12 11 8 10 12 9 23 14 9 16 13 18 22 12 13 11 8 10 12 9 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_21970Pp3c9_21970transcript PAC:32912262protein_codingNA c.-4690_-4689delTANA NA NA NA 3140
Chr09 14845217 CTA C Chr09_14845217_CTA_CCTA_C INDEL 9652.59 23 14 9 16 13 18 22 12 12 11 8 10 12 9 23 14 9 16 13 18 22 12 13 11 8 10 12 9 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_21930Pp3c9_21930transcript PAC:32911224protein_codingNA c.-6210_-6209delTANA NA NA NA 4406
Chr09 14845217 CTA C Chr09_14845217_CTA_CCTA_C INDEL 9652.59 23 14 9 16 13 18 22 12 12 11 8 10 12 9 23 14 9 16 13 18 22 12 13 11 8 10 12 9 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_21950Pp3c9_21950transcript PAC:32913535protein_codingNA c.-1681_-1680delTANA NA NA NA 1596
Chr09 14845217 CTA C Chr09_14845217_CTA_CCTA_C INDEL 9652.59 23 14 9 16 13 18 22 12 12 11 8 10 12 9 23 14 9 16 13 18 22 12 13 11 8 10 12 9 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_21960Pp3c9_21960transcript PAC:32911323protein_codingNA c.-2284_-2283delTANA NA NA NA 1678
Chr09 14845217 CTA C Chr09_14845217_CTA_CCTA_C INDEL 9652.59 23 14 9 16 13 18 22 12 12 11 8 10 12 9 23 14 9 16 13 18 22 12 13 11 8 10 12 9 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_21970Pp3c9_21970transcript PAC:32912263protein_codingNA c.-4690_-4689delTANA NA NA NA 3145
Chr09 14845217 CTA C Chr09_14845217_CTA_CCTA_C INDEL 9652.59 23 14 9 16 13 18 22 12 12 11 8 10 12 9 23 14 9 16 13 18 22 12 13 11 8 10 12 9 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_21950-Pp3c9_21960Pp3c9_21950-Pp3c9_21960intergenic_regionPp3c9_21950-Pp3c9_21960NA NA n.14845218_14845219delTANA NA NA NA NA
Chr09 15086878 T C Chr09_15086878_T_CT_C SNP 12623.29 28 14 14 0 0 0 0 0 21 14 11 15 13 10 28 14 14 26 21 31 30 31 21 14 11 15 13 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c9_22260Pp3c9_22260transcript PAC:32912259protein_coding14/19 c.1966+85T>CNA NA NA NA NA
Chr09 15086878 T C Chr09_15086878_T_CT_C SNP 12623.29 28 14 14 0 0 0 0 0 21 14 11 15 13 10 28 14 14 26 21 31 30 31 21 14 11 15 13 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c9_22260Pp3c9_22260transcript PAC:32912260protein_coding14/19 c.1966+85T>CNA NA NA NA NA
Chr09 15136423 T A Chr09_15136423_T_AT_A SNP 3579.29 0 0 0 16 19 16 10 8 0 0 0 0 0 0 27 16 19 16 19 16 10 8 35 29 23 19 15 19 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_22290-Pp3c9_22365Pp3c9_22290-Pp3c9_22365intergenic_regionPp3c9_22290-Pp3c9_22365NA NA n.15136423T>ANA NA NA NA NA
Chr09 15136424 T C Chr09_15136424_T_CT_C SNP 3579.29 0 0 0 16 20 17 10 7 0 0 0 0 0 0 27 16 19 16 20 17 10 7 35 30 23 19 15 19 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_22290-Pp3c9_22365Pp3c9_22290-Pp3c9_22365intergenic_regionPp3c9_22290-Pp3c9_22365NA NA n.15136424T>CNA NA NA NA NA
Chr09 15295187 A AAT Chr09_15295187_A_AATA_AAT INDEL 285.37 0 0 0 0 1 0 0 0 0 0 0 0 0 11 30 9 14 21 14 27 18 17 14 8 9 5 8 11 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c9_22440-Pp3c9_22880Pp3c9_22440-Pp3c9_22880intergenic_regionPp3c9_22440-Pp3c9_22880NA NA n.15295187_15295188insATNA NA NA NA NA
Chr09 15390015 CT C Chr09_15390015_CT_CCT_C INDEL 13791.59 30 11 13 21 14 13 23 11 13 20 6 10 8 4 30 11 13 21 14 13 23 11 13 20 6 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_22440-Pp3c9_22880Pp3c9_22440-Pp3c9_22880intergenic_regionPp3c9_22440-Pp3c9_22880NA NA n.15390016delTNA NA NA NA NA
Chr09 15390017 C A Chr09_15390017_C_AC_A SNP 13872.63 30 11 13 21 14 13 25 11 14 22 7 10 8 4 30 11 13 21 14 13 25 11 14 22 7 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_22440-Pp3c9_22880Pp3c9_22440-Pp3c9_22880intergenic_regionPp3c9_22440-Pp3c9_22880NA NA n.15390017C>ANA NA NA NA NA
Chr09 15390026 C CA Chr09_15390026_C_CAC_CA INDEL 14160.59 28 12 13 23 17 13 24 12 16 23 7 10 7 4 28 12 13 23 17 13 24 12 16 23 7 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_22440-Pp3c9_22880Pp3c9_22440-Pp3c9_22880intergenic_regionPp3c9_22440-Pp3c9_22880NA NA n.15390026_15390027insANA NA NA NA NA
Chr09 15390076 G T Chr09_15390076_G_TG_T SNP 15776.63 31 17 15 26 24 19 26 11 21 30 14 19 6 4 31 17 15 26 24 19 26 11 21 30 14 19 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_22440-Pp3c9_22880Pp3c9_22440-Pp3c9_22880intergenic_regionPp3c9_22440-Pp3c9_22880NA NA n.15390076G>TNA NA NA NA NA
Chr09 15393507 T TA Chr09_15393507_T_TAT_TA INDEL 12610.59 21 10 11 24 17 26 25 14 25 18 10 15 10 12 21 10 11 24 17 26 25 14 25 18 10 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_22440-Pp3c9_22880Pp3c9_22440-Pp3c9_22880intergenic_regionPp3c9_22440-Pp3c9_22880NA NA n.15393507_15393508insANA NA NA NA NA
Chr09 15409677 A T Chr09_15409677_A_TA_T SNP 11534.63 20 13 6 13 20 13 22 19 19 16 9 6 9 10 21 13 6 15 22 13 23 19 19 17 10 7 10 10 0.952 1 1 0.867 0.909 1 0.957 1 1 0.941 0.9 0.857 0.9 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_22440-Pp3c9_22880Pp3c9_22440-Pp3c9_22880intergenic_regionPp3c9_22440-Pp3c9_22880NA NA n.15409677A>TNA NA NA NA NA
Chr09 15567151 A AT Chr09_15567151_A_ATA_AT INDEL 4062.24 0 0 0 26 21 27 22 16 0 0 0 0 0 0 29 10 17 26 21 27 22 16 18 23 9 17 6 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_22930-Pp3c9_22950Pp3c9_22930-Pp3c9_22950intergenic_regionPp3c9_22930-Pp3c9_22950NA NA n.15567151_15567152insTNA NA NA NA NA
Chr09 15633400 T C Chr09_15633400_T_CT_C SNP 12949.63 13 15 11 29 9 14 18 30 9 14 4 8 5 7 13 15 11 29 9 14 18 30 9 14 4 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_22960-Pp3c9_23030Pp3c9_22960-Pp3c9_23030intergenic_regionPp3c9_22960-Pp3c9_23030NA NA n.15633400T>CNA NA NA NA NA
Chr09 15652303 G C Chr09_15652303_G_CG_C SNP 5736.29 0 0 0 24 17 22 26 17 0 0 0 0 0 0 24 14 11 24 18 22 26 17 22 30 14 16 11 7 0 0 0 1 0.944 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c9_23060-Pp3c9_23170Pp3c9_23060-Pp3c9_23170intergenic_regionPp3c9_23060-Pp3c9_23170NA NA n.15652303G>CNA NA NA NA NA
Chr09 15660026 C CT Chr09_15660026_C_CTC_CT INDEL 15598.59 32 14 13 15 21 33 23 16 21 21 12 26 14 4 32 14 13 15 21 33 23 16 21 21 12 26 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23060-Pp3c9_23170Pp3c9_23060-Pp3c9_23170intergenic_regionPp3c9_23060-Pp3c9_23170NA NA n.15660026_15660027insTNA NA NA NA NA
Chr09 15665608 C T Chr09_15665608_C_TC_T SNP 19756.63 23 20 16 20 18 32 36 24 25 39 21 21 7 11 23 20 16 20 18 32 36 24 25 39 21 21 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23060-Pp3c9_23170Pp3c9_23060-Pp3c9_23170intergenic_regionPp3c9_23060-Pp3c9_23170NA NA n.15665608C>TNA NA NA NA NA
Chr09 15706206 G A Chr09_15706206_G_AG_A SNP 19588.63 26 25 16 22 20 24 21 25 37 22 19 14 10 11 26 25 16 22 20 24 21 25 37 22 19 14 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23060-Pp3c9_23170Pp3c9_23060-Pp3c9_23170intergenic_regionPp3c9_23060-Pp3c9_23170NA NA n.15706206G>ANA NA NA NA NA
Chr09 15776516 C A Chr09_15776516_C_AC_A SNP 20740.63 24 17 24 23 15 24 31 21 22 29 20 20 12 12 24 17 24 23 15 24 31 21 22 29 20 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_23199Pp3c9_23199transcript PAC:32911406protein_codingNA c.*2771C>A NA NA NA NA 2342
Chr09 15776516 C A Chr09_15776516_C_AC_A SNP 20740.63 24 17 24 23 15 24 31 21 22 29 20 20 12 12 24 17 24 23 15 24 31 21 22 29 20 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23199-Pp3c9_23280Pp3c9_23199-Pp3c9_23280intergenic_regionPp3c9_23199-Pp3c9_23280NA NA n.15776516C>ANA NA NA NA NA
Chr09 15831418 C CA Chr09_15831418_C_CAC_CA INDEL 11680.59 17 13 17 20 16 13 19 24 10 16 9 15 10 8 17 13 17 20 16 13 19 24 10 16 9 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_23290Pp3c9_23290transcript PAC:32911871protein_codingNA c.*4762_*4763insANA NA NA NA 4763
Chr09 15831418 C CA Chr09_15831418_C_CAC_CA INDEL 11680.59 17 13 17 20 16 13 19 24 10 16 9 15 10 8 17 13 17 20 16 13 19 24 10 16 9 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23290-Pp3c9_23430Pp3c9_23290-Pp3c9_23430intergenic_regionPp3c9_23290-Pp3c9_23430NA NA n.15831418_15831419insANA NA NA NA NA
Chr09 15845226 C A Chr09_15845226_C_AC_A SNP 13008.63 22 14 8 10 14 14 38 12 14 19 15 7 12 12 22 14 8 10 14 14 38 12 14 19 15 7 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23290-Pp3c9_23430Pp3c9_23290-Pp3c9_23430intergenic_regionPp3c9_23290-Pp3c9_23430NA NA n.15845226C>ANA NA NA NA NA
Chr09 15866618 C A Chr09_15866618_C_AC_A SNP 13751.63 18 9 15 18 14 19 31 24 19 22 14 15 7 10 18 9 15 18 14 19 31 24 19 22 14 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23290-Pp3c9_23430Pp3c9_23290-Pp3c9_23430intergenic_regionPp3c9_23290-Pp3c9_23430NA NA n.15866618C>ANA NA NA NA NA
Chr09 15866786 T C Chr09_15866786_T_CT_C SNP 10360.63 20 6 12 12 9 9 17 14 15 22 6 12 6 9 20 6 12 12 9 9 17 14 15 22 6 12 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23290-Pp3c9_23430Pp3c9_23290-Pp3c9_23430intergenic_regionPp3c9_23290-Pp3c9_23430NA NA n.15866786T>CNA NA NA NA NA
Chr09 15866807 C G Chr09_15866807_C_GC_G SNP 9489.63 15 5 12 11 8 9 18 15 11 21 6 10 5 8 15 5 12 11 8 9 18 15 11 21 6 10 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23290-Pp3c9_23430Pp3c9_23290-Pp3c9_23430intergenic_regionPp3c9_23290-Pp3c9_23430NA NA n.15866807C>GNA NA NA NA NA
Chr09 15914680 T A Chr09_15914680_T_AT_A SNP 12344.63 18 12 6 13 11 26 30 18 18 14 13 12 8 8 18 12 6 13 11 26 30 18 18 14 13 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23290-Pp3c9_23430Pp3c9_23290-Pp3c9_23430intergenic_regionPp3c9_23290-Pp3c9_23430NA NA n.15914680T>ANA NA NA NA NA
Chr09 15914754 G A Chr09_15914754_G_AG_A SNP 10277.63 19 7 10 12 11 17 30 15 11 12 6 8 8 5 19 7 10 12 11 17 30 15 11 12 6 8 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23290-Pp3c9_23430Pp3c9_23290-Pp3c9_23430intergenic_regionPp3c9_23290-Pp3c9_23430NA NA n.15914754G>ANA NA NA NA NA
Chr09 15985999 T A Chr09_15985999_T_AT_A SNP 21733.63 23 9 17 31 32 29 31 20 25 28 20 25 17 6 23 9 17 31 32 29 31 20 25 28 20 25 17 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23290-Pp3c9_23430Pp3c9_23290-Pp3c9_23430intergenic_regionPp3c9_23290-Pp3c9_23430NA NA n.15985999T>ANA NA NA NA NA
Chr09 15986038 G A Chr09_15986038_G_AG_A SNP 19994.63 17 12 12 28 29 25 31 22 19 25 23 25 16 9 17 12 12 28 29 25 31 22 19 25 23 25 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23290-Pp3c9_23430Pp3c9_23290-Pp3c9_23430intergenic_regionPp3c9_23290-Pp3c9_23430NA NA n.15986038G>ANA NA NA NA NA
Chr09 16010042 TCGGATTTTGAT Chr09_16010042_TCGGATTTTGA_TTCGGATTTTGA_TINDEL 7901.83 18 12 19 21 20 17 26 15 18 25 8 13 9 5 20 13 20 22 25 19 27 17 19 27 8 16 9 5 0.9 0.923 0.95 0.955 0.8 0.895 0.963 0.882 0.947 0.926 1 0.812 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23290-Pp3c9_23430Pp3c9_23290-Pp3c9_23430intergenic_regionPp3c9_23290-Pp3c9_23430NA NA n.16010043_16010052delCGGATTTTGANA NA NA NA NA
Chr09 16123410 A ATTGT Chr09_16123410_A_ATTGTA_ATTGT INDEL 4810.02 9 6 9 8 9 10 15 9 9 18 8 4 4 5 10 6 9 10 9 11 17 9 9 19 9 5 4 5 0.9 1 1 0.8 1 0.909 0.882 1 1 0.947 0.889 0.8 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23470-Pp3c9_23630Pp3c9_23470-Pp3c9_23630intergenic_regionPp3c9_23470-Pp3c9_23630NA NA n.16123410_16123411insTTGTNA NA NA NA NA
Chr09 16138745 C G Chr09_16138745_C_GC_G SNP 12784.63 27 16 7 11 10 30 28 20 20 17 15 9 9 6 27 16 7 11 10 30 28 20 21 17 15 9 9 6 1 1 1 1 1 1 1 1 0.952 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23470-Pp3c9_23630Pp3c9_23470-Pp3c9_23630intergenic_regionPp3c9_23470-Pp3c9_23630NA NA n.16138745C>GNA NA NA NA NA
Chr09 16141208 G T Chr09_16141208_G_TG_T SNP 18474.63 25 16 9 18 25 17 31 25 22 16 13 18 8 5 25 16 9 18 25 17 31 25 22 16 13 18 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23470-Pp3c9_23630Pp3c9_23470-Pp3c9_23630intergenic_regionPp3c9_23470-Pp3c9_23630NA NA n.16141208G>TNA NA NA NA NA
Chr09 16141218 G T Chr09_16141218_G_TG_T SNP 18033.63 25 16 9 17 25 18 25 26 21 16 10 15 11 4 25 16 9 17 25 18 25 26 21 16 10 15 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23470-Pp3c9_23630Pp3c9_23470-Pp3c9_23630intergenic_regionPp3c9_23470-Pp3c9_23630NA NA n.16141218G>TNA NA NA NA NA
Chr09 16141265 C CA Chr09_16141265_C_CAC_CA INDEL 13478.59 23 14 12 20 19 17 17 20 23 9 14 17 11 8 23 14 12 20 19 17 17 20 23 9 14 17 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23470-Pp3c9_23630Pp3c9_23470-Pp3c9_23630intergenic_regionPp3c9_23470-Pp3c9_23630NA NA n.16141265_16141266insANA NA NA NA NA
Chr09 16179557 G GTA Chr09_16179557_G_GTAG_GTA INDEL 208.37 0 0 0 0 0 0 0 1 1 1 0 0 0 8 12 11 9 23 14 20 20 11 11 17 8 10 6 8 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c9_23630Pp3c9_23630transcript PAC:32912189protein_codingNA c.*1672_*1673insTANA NA NA NA 1238
Chr09 16179557 G GTA Chr09_16179557_G_GTAG_GTA INDEL 208.37 0 0 0 0 0 0 0 1 1 1 0 0 0 8 12 11 9 23 14 20 20 11 11 17 8 10 6 8 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c9_23650Pp3c9_23650transcript PAC:32911170protein_codingNA c.*2652_*2653insTANA NA NA NA 2652
Chr09 16179557 G GTA Chr09_16179557_G_GTAG_GTA INDEL 208.37 0 0 0 0 0 0 0 1 1 1 0 0 0 8 12 11 9 23 14 20 20 11 11 17 8 10 6 8 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c9_23630Pp3c9_23630transcript PAC:32912190protein_codingNA c.*1672_*1673insTANA NA NA NA 807
Chr09 16179557 G GTA Chr09_16179557_G_GTAG_GTA INDEL 208.37 0 0 0 0 0 0 0 1 1 1 0 0 0 8 12 11 9 23 14 20 20 11 11 17 8 10 6 8 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c9_23630Pp3c9_23630transcript PAC:32912191protein_codingNA c.*1672_*1673insTANA NA NA NA 807
Chr09 16179557 G GTA Chr09_16179557_G_GTAG_GTA INDEL 208.37 0 0 0 0 0 0 0 1 1 1 0 0 0 8 12 11 9 23 14 20 20 11 11 17 8 10 6 8 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intron_variantMODIFIER Pp3c9_23640Pp3c9_23640transcript PAC:32912877protein_coding 06-juin c.1050+159_1050+160insTANA NA NA NA NA
Chr09 16310185 G A Chr09_16310185_G_AG_A SNP 7828.63 9 7 8 8 8 10 13 11 11 8 7 9 4 4 9 7 8 8 8 10 13 11 11 8 7 9 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23820-Pp3c9_23880Pp3c9_23820-Pp3c9_23880intergenic_regionPp3c9_23820-Pp3c9_23880NA NA n.16310185G>ANA NA NA NA NA
Chr09 16313109 C A Chr09_16313109_C_AC_A SNP 21205.63 41 22 18 31 24 27 32 32 19 27 16 26 11 10 41 22 18 31 24 27 32 32 19 27 16 26 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23820-Pp3c9_23880Pp3c9_23820-Pp3c9_23880intergenic_regionPp3c9_23820-Pp3c9_23880NA NA n.16313109C>ANA NA NA NA NA
Chr09 16340057 A T Chr09_16340057_A_TA_T SNP 19707.63 28 15 10 28 21 39 32 24 15 33 15 19 14 4 28 15 10 28 21 39 32 24 15 33 15 19 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23820-Pp3c9_23880Pp3c9_23820-Pp3c9_23880intergenic_regionPp3c9_23820-Pp3c9_23880NA NA n.16340057A>TNA NA NA NA NA
Chr09 16340093 A AT Chr09_16340093_A_ATA_AT INDEL 17718.59 28 12 13 30 15 37 32 24 16 33 12 25 14 6 28 12 13 30 15 37 32 24 16 33 12 25 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23820-Pp3c9_23880Pp3c9_23820-Pp3c9_23880intergenic_regionPp3c9_23820-Pp3c9_23880NA NA n.16340093_16340094insTNA NA NA NA NA
Chr09 16429785 GGCTGTTTGAATTGACCATCAGCCCTTG Chr09_16429785_GGCTGTTTGAATTGACCATCAGCCCTT_GGGCTGTTTGAATTGACCATCAGCCCTT_GINDEL 16456.59 25 22 11 15 12 31 25 13 21 16 15 13 6 5 25 22 11 15 12 31 25 13 21 16 15 13 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_23970-Pp3c9_24030Pp3c9_23970-Pp3c9_24030intergenic_regionPp3c9_23970-Pp3c9_24030NA NA n.16429786_16429811delGCTGTTTGAATTGACCATCAGCCCTTNA NA NA NA NA
Chr09 16605708 A T Chr09_16605708_A_TA_T SNP 18622.63 37 13 11 24 21 25 21 15 13 24 7 12 11 12 37 13 11 24 21 25 21 15 13 24 7 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24289Pp3c9_24289transcript PAC:32912108protein_codingNA c.-4788T>A NA NA NA NA 4783
Chr09 16605708 A T Chr09_16605708_A_TA_T SNP 18622.63 37 13 11 24 21 25 21 15 13 24 7 12 11 12 37 13 11 24 21 25 21 15 13 24 7 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24290Pp3c9_24290transcript PAC:32913730protein_codingNA c.-4055T>A NA NA NA NA 4055
Chr09 16605708 A T Chr09_16605708_A_TA_T SNP 18622.63 37 13 11 24 21 25 21 15 13 24 7 12 11 12 37 13 11 24 21 25 21 15 13 24 7 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24310Pp3c9_24310transcript PAC:32911705protein_codingNA c.-1760A>T NA NA NA NA 1105
Chr09 16605708 A T Chr09_16605708_A_TA_T SNP 18622.63 37 13 11 24 21 25 21 15 13 24 7 12 11 12 37 13 11 24 21 25 21 15 13 24 7 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24320Pp3c9_24320transcript PAC:32913072protein_codingNA c.-4494A>T NA NA NA NA 4494
Chr09 16605708 A T Chr09_16605708_A_TA_T SNP 18622.63 37 13 11 24 21 25 21 15 13 24 7 12 11 12 37 13 11 24 21 25 21 15 13 24 7 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24310Pp3c9_24310transcript PAC:32911706protein_codingNA c.-1760A>T NA NA NA NA 1105
Chr09 16605708 A T Chr09_16605708_A_TA_T SNP 18622.63 37 13 11 24 21 25 21 15 13 24 7 12 11 12 37 13 11 24 21 25 21 15 13 24 7 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24320Pp3c9_24320transcript PAC:32913073protein_codingNA c.-5074A>T NA NA NA NA 4556
Chr09 16605708 A T Chr09_16605708_A_TA_T SNP 18622.63 37 13 11 24 21 25 21 15 13 24 7 12 11 12 37 13 11 24 21 25 21 15 13 24 7 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_24300Pp3c9_24300transcript PAC:32912266protein_coding 11-nov c.839+32A>T NA NA NA NA NA
Chr09 16605708 A T Chr09_16605708_A_TA_T SNP 18622.63 37 13 11 24 21 25 21 15 13 24 7 12 11 12 37 13 11 24 21 25 21 15 13 24 7 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_24300Pp3c9_24300transcript PAC:32912267protein_coding 11-nov c.839+32A>T NA NA NA NA NA
Chr09 16605710 G T Chr09_16605710_G_TG_T SNP 18622.63 37 14 11 23 22 26 21 15 13 24 9 12 11 12 37 14 11 23 22 26 21 15 13 24 9 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24289Pp3c9_24289transcript PAC:32912108protein_codingNA c.-4790C>A NA NA NA NA 4785
Chr09 16605710 G T Chr09_16605710_G_TG_T SNP 18622.63 37 14 11 23 22 26 21 15 13 24 9 12 11 12 37 14 11 23 22 26 21 15 13 24 9 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24290Pp3c9_24290transcript PAC:32913730protein_codingNA c.-4057C>A NA NA NA NA 4057
Chr09 16605710 G T Chr09_16605710_G_TG_T SNP 18622.63 37 14 11 23 22 26 21 15 13 24 9 12 11 12 37 14 11 23 22 26 21 15 13 24 9 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24310Pp3c9_24310transcript PAC:32911705protein_codingNA c.-1758G>T NA NA NA NA 1103
Chr09 16605710 G T Chr09_16605710_G_TG_T SNP 18622.63 37 14 11 23 22 26 21 15 13 24 9 12 11 12 37 14 11 23 22 26 21 15 13 24 9 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24320Pp3c9_24320transcript PAC:32913072protein_codingNA c.-4492G>T NA NA NA NA 4492
Chr09 16605710 G T Chr09_16605710_G_TG_T SNP 18622.63 37 14 11 23 22 26 21 15 13 24 9 12 11 12 37 14 11 23 22 26 21 15 13 24 9 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24310Pp3c9_24310transcript PAC:32911706protein_codingNA c.-1758G>T NA NA NA NA 1103
Chr09 16605710 G T Chr09_16605710_G_TG_T SNP 18622.63 37 14 11 23 22 26 21 15 13 24 9 12 11 12 37 14 11 23 22 26 21 15 13 24 9 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24320Pp3c9_24320transcript PAC:32913073protein_codingNA c.-5072G>T NA NA NA NA 4554
Chr09 16605710 G T Chr09_16605710_G_TG_T SNP 18622.63 37 14 11 23 22 26 21 15 13 24 9 12 11 12 37 14 11 23 22 26 21 15 13 24 9 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_24300Pp3c9_24300transcript PAC:32912266protein_coding 11-nov c.839+34G>TNA NA NA NA NA
Chr09 16605710 G T Chr09_16605710_G_TG_T SNP 18622.63 37 14 11 23 22 26 21 15 13 24 9 12 11 12 37 14 11 23 22 26 21 15 13 24 9 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_24300Pp3c9_24300transcript PAC:32912267protein_coding 11-nov c.839+34G>TNA NA NA NA NA
Chr09 16648645 G GT Chr09_16648645_G_GTG_GT INDEL 17743.59 30 21 18 22 24 23 26 29 30 23 15 13 13 9 30 21 18 22 24 23 26 29 30 23 15 13 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_24390Pp3c9_24390transcript PAC:32911242protein_coding33/53 c.3463-32_3463-31insANA NA NA NA NA
Chr09 16648645 G GT Chr09_16648645_G_GTG_GT INDEL 17743.59 30 21 18 22 24 23 26 29 30 23 15 13 13 9 30 21 18 22 24 23 26 29 30 23 15 13 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_24390Pp3c9_24390transcript PAC:32911243protein_coding33/53 c.3463-32_3463-31insANA NA NA NA NA
Chr09 16648645 G GT Chr09_16648645_G_GTG_GT INDEL 17743.59 30 21 18 22 24 23 26 29 30 23 15 13 13 9 30 21 18 22 24 23 26 29 30 23 15 13 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_24390Pp3c9_24390transcript PAC:32911244protein_coding33/53 c.3454-32_3454-31insANA NA NA NA NA
Chr09 16648645 G GT Chr09_16648645_G_GTG_GT INDEL 17743.59 30 21 18 22 24 23 26 29 30 23 15 13 13 9 30 21 18 22 24 23 26 29 30 23 15 13 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_24390Pp3c9_24390transcript PAC:32911245protein_coding33/53 c.3463-32_3463-31insANA NA NA NA NA
Chr09 16648645 G GT Chr09_16648645_G_GTG_GT INDEL 17743.59 30 21 18 22 24 23 26 29 30 23 15 13 13 9 30 21 18 22 24 23 26 29 30 23 15 13 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_24390Pp3c9_24390transcript PAC:32911246protein_coding33/53 c.3451-32_3451-31insANA NA NA NA NA
Chr09 16648645 G GT Chr09_16648645_G_GTG_GT INDEL 17743.59 30 21 18 22 24 23 26 29 30 23 15 13 13 9 30 21 18 22 24 23 26 29 30 23 15 13 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c9_24390Pp3c9_24390transcript PAC:32911247protein_coding33/52 c.3463-32_3463-31insANA NA NA NA NA
Chr09 16671372 AAT A Chr09_16671372_AAT_AAAT_A INDEL 6548.59 9 11 8 8 9 20 18 14 6 9 7 6 7 4 9 11 8 8 9 21 20 14 6 9 7 6 8 4 1 1 1 1 1 0.952 0.9 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24430Pp3c9_24430transcript PAC:32912053protein_codingNA c.*2592_*2593delATNA NA NA NA 1599
Chr09 16671372 AAT A Chr09_16671372_AAT_AAAT_A INDEL 6548.59 9 11 8 8 9 20 18 14 6 9 7 6 7 4 9 11 8 8 9 21 20 14 6 9 7 6 8 4 1 1 1 1 1 0.952 0.9 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24430Pp3c9_24430transcript PAC:32912055protein_codingNA c.*2592_*2593delATNA NA NA NA 610
Chr09 16671372 AAT A Chr09_16671372_AAT_AAAT_A INDEL 6548.59 9 11 8 8 9 20 18 14 6 9 7 6 7 4 9 11 8 8 9 21 20 14 6 9 7 6 8 4 1 1 1 1 1 0.952 0.9 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24430Pp3c9_24430transcript PAC:32912056protein_codingNA c.*2592_*2593delATNA NA NA NA 610
Chr09 16671372 AAT A Chr09_16671372_AAT_AAAT_A INDEL 6548.59 9 11 8 8 9 20 18 14 6 9 7 6 7 4 9 11 8 8 9 21 20 14 6 9 7 6 8 4 1 1 1 1 1 0.952 0.9 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24430Pp3c9_24430transcript PAC:32912060protein_codingNA c.*2592_*2593delATNA NA NA NA 610
Chr09 16671372 AAT A Chr09_16671372_AAT_AAAT_A INDEL 6548.59 9 11 8 8 9 20 18 14 6 9 7 6 7 4 9 11 8 8 9 21 20 14 6 9 7 6 8 4 1 1 1 1 1 0.952 0.9 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24430Pp3c9_24430transcript PAC:32912057protein_codingNA c.*2592_*2593delATNA NA NA NA 1187
Chr09 16671372 AAT A Chr09_16671372_AAT_AAAT_A INDEL 6548.59 9 11 8 8 9 20 18 14 6 9 7 6 7 4 9 11 8 8 9 21 20 14 6 9 7 6 8 4 1 1 1 1 1 0.952 0.9 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24430Pp3c9_24430transcript PAC:32912054protein_codingNA c.*2592_*2593delATNA NA NA NA 1232
Chr09 16671372 AAT A Chr09_16671372_AAT_AAAT_A INDEL 6548.59 9 11 8 8 9 20 18 14 6 9 7 6 7 4 9 11 8 8 9 21 20 14 6 9 7 6 8 4 1 1 1 1 1 0.952 0.9 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24430Pp3c9_24430transcript PAC:32912059protein_codingNA c.*2592_*2593delATNA NA NA NA 1232
Chr09 16671372 AAT A Chr09_16671372_AAT_AAAT_A INDEL 6548.59 9 11 8 8 9 20 18 14 6 9 7 6 7 4 9 11 8 8 9 21 20 14 6 9 7 6 8 4 1 1 1 1 1 0.952 0.9 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24430Pp3c9_24430transcript PAC:32912061protein_codingNA c.*2592_*2593delATNA NA NA NA 1232
Chr09 16671372 AAT A Chr09_16671372_AAT_AAAT_A INDEL 6548.59 9 11 8 8 9 20 18 14 6 9 7 6 7 4 9 11 8 8 9 21 20 14 6 9 7 6 8 4 1 1 1 1 1 0.952 0.9 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24430Pp3c9_24430transcript PAC:32912058protein_codingNA c.*2592_*2593delATNA NA NA NA 1316
Chr09 16671372 AAT A Chr09_16671372_AAT_AAAT_A INDEL 6548.59 9 11 8 8 9 20 18 14 6 9 7 6 7 4 9 11 8 8 9 21 20 14 6 9 7 6 8 4 1 1 1 1 1 0.952 0.9 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_24390-Pp3c9_24430Pp3c9_24390-Pp3c9_24430intergenic_regionPp3c9_24390-Pp3c9_24430NA NA n.16671373_16671374delATNA NA NA NA NA
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24640Pp3c9_24640transcript PAC:32911843protein_codingNA c.*4695_*4696insATNA NA NA NA 3647
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24660Pp3c9_24660transcript PAC:32914282protein_codingNA c.*1425_*1426insATNA NA NA NA 1085
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24680Pp3c9_24680transcript PAC:32913214protein_codingNA c.*1633_*1634insATNA NA NA NA 1633
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24640Pp3c9_24640transcript PAC:32911844protein_codingNA c.*4695_*4696insATNA NA NA NA 3647
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24640Pp3c9_24640transcript PAC:32911847protein_codingNA c.*4695_*4696insATNA NA NA NA 3647
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24640Pp3c9_24640transcript PAC:32911845protein_codingNA c.*4695_*4696insATNA NA NA NA 3537
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24640Pp3c9_24640transcript PAC:32911846protein_codingNA c.*4695_*4696insATNA NA NA NA 3537
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24640Pp3c9_24640transcript PAC:32911848protein_codingNA c.*4695_*4696insATNA NA NA NA 3537
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24640Pp3c9_24640transcript PAC:32911849protein_codingNA c.*4695_*4696insATNA NA NA NA 3537
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24640Pp3c9_24640transcript PAC:32911850protein_codingNA c.*4695_*4696insATNA NA NA NA 3647
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24640Pp3c9_24640transcript PAC:32911851protein_codingNA c.*4695_*4696insATNA NA NA NA 3537
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24640Pp3c9_24640transcript PAC:32911852protein_codingNA c.*4695_*4696insATNA NA NA NA 3717
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24660Pp3c9_24660transcript PAC:32914284protein_codingNA c.*1425_*1426insATNA NA NA NA 1186
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_24660Pp3c9_24660transcript PAC:32914283protein_codingNA c.*1425_*1426insATNA NA NA NA 1085
Chr09 16776672 C CAT Chr09_16776672_C_CATC_CAT INDEL 928.35 20 7 4 0 0 0 0 0 0 0 1 0 0 0 20 7 4 15 13 19 20 24 15 20 11 8 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c9_24660-Pp3c9_24680Pp3c9_24660-Pp3c9_24680intergenic_regionPp3c9_24660-Pp3c9_24680NA NA n.16776672_16776673insATNA NA NA NA NA
Chr09 16805183 A AAT Chr09_16805183_A_AATA_AAT INDEL 2118.24 3 0 0 18 10 16 23 13 0 0 1 0 0 1 24 7 8 18 10 17 24 14 7 7 4 5 4 12 0.125 0 0 1 1 0.941 0.958 0.929 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c9_24710-Pp3c9_24780Pp3c9_24710-Pp3c9_24780intergenic_regionPp3c9_24710-Pp3c9_24780NA NA n.16805183_16805184insATNA NA NA NA NA
Chr09 16907140 GA G Chr09_16907140_GA_GGA_G INDEL 16999.59 30 13 17 20 25 28 20 17 34 18 19 18 9 6 30 13 17 20 25 28 20 17 34 18 19 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24920Pp3c9_24920transcript PAC:32913915protein_codingNA c.-4754delT NA NA NA NA 4754
Chr09 16907140 GA G Chr09_16907140_GA_GGA_G INDEL 16999.59 30 13 17 20 25 28 20 17 34 18 19 18 9 6 30 13 17 20 25 28 20 17 34 18 19 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24950Pp3c9_24950transcript PAC:32913294protein_codingNA c.-100delA NA NA NA NA 100
Chr09 16907140 GA G Chr09_16907140_GA_GGA_G INDEL 16999.59 30 13 17 20 25 28 20 17 34 18 19 18 9 6 30 13 17 20 25 28 20 17 34 18 19 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24960Pp3c9_24960transcript PAC:32913198protein_codingNA c.-1740delA NA NA NA NA 1740
Chr09 16907140 GA G Chr09_16907140_GA_GGA_G INDEL 16999.59 30 13 17 20 25 28 20 17 34 18 19 18 9 6 30 13 17 20 25 28 20 17 34 18 19 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24930Pp3c9_24930transcript PAC:32912567protein_codingNA c.*496delA NA NA NA NA 496
Chr09 16907140 GA G Chr09_16907140_GA_GGA_G INDEL 16999.59 30 13 17 20 25 28 20 17 34 18 19 18 9 6 30 13 17 20 25 28 20 17 34 18 19 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24940Pp3c9_24940transcript PAC:32912458protein_codingNA c.*257delA NA NA NA NA 257
Chr09 16907140 GA G Chr09_16907140_GA_GGA_G INDEL 16999.59 30 13 17 20 25 28 20 17 34 18 19 18 9 6 30 13 17 20 25 28 20 17 34 18 19 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_24940-Pp3c9_24950Pp3c9_24940-Pp3c9_24950intergenic_regionPp3c9_24940-Pp3c9_24950NA NA n.16907141delANA NA NA NA NA
Chr09 16907230 TG T Chr09_16907230_TG_TTG_T INDEL 18416.59 23 17 20 28 21 31 25 23 25 26 9 23 9 10 23 17 20 28 21 31 25 23 25 26 9 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24920Pp3c9_24920transcript PAC:32913915protein_codingNA c.-4844delC NA NA NA NA 4844
Chr09 16907230 TG T Chr09_16907230_TG_TTG_T INDEL 18416.59 23 17 20 28 21 31 25 23 25 26 9 23 9 10 23 17 20 28 21 31 25 23 25 26 9 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24950Pp3c9_24950transcript PAC:32913294protein_codingNA c.-10delG NA NA NA NA 10
Chr09 16907230 TG T Chr09_16907230_TG_TTG_T INDEL 18416.59 23 17 20 28 21 31 25 23 25 26 9 23 9 10 23 17 20 28 21 31 25 23 25 26 9 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c9_24960Pp3c9_24960transcript PAC:32913198protein_codingNA c.-1650delG NA NA NA NA 1650
Chr09 16907230 TG T Chr09_16907230_TG_TTG_T INDEL 18416.59 23 17 20 28 21 31 25 23 25 26 9 23 9 10 23 17 20 28 21 31 25 23 25 26 9 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24930Pp3c9_24930transcript PAC:32912567protein_codingNA c.*586delG NA NA NA NA 586
Chr09 16907230 TG T Chr09_16907230_TG_TTG_T INDEL 18416.59 23 17 20 28 21 31 25 23 25 26 9 23 9 10 23 17 20 28 21 31 25 23 25 26 9 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c9_24940Pp3c9_24940transcript PAC:32912458protein_codingNA c.*347delG NA NA NA NA 347
Chr09 16907230 TG T Chr09_16907230_TG_TTG_T INDEL 18416.59 23 17 20 28 21 31 25 23 25 26 9 23 9 10 23 17 20 28 21 31 25 23 25 26 9 23 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_24940-Pp3c9_24950Pp3c9_24940-Pp3c9_24950intergenic_regionPp3c9_24940-Pp3c9_24950NA NA n.16907231delGNA NA NA NA NA
Chr09 16944995 G A Chr09_16944995_G_AG_A SNP 19539.63 32 14 15 22 24 40 23 29 21 28 19 19 10 14 32 14 15 22 24 40 23 29 21 28 19 19 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_24960-Pp3c9_24980Pp3c9_24960-Pp3c9_24980intergenic_regionPp3c9_24960-Pp3c9_24980NA NA n.16944995G>ANA NA NA NA NA
Chr09 17163374 GAT G Chr09_17163374_GAT_GGAT_G INDEL 1829.35 33 15 13 1 0 0 0 0 0 0 0 0 0 1 34 15 13 19 13 22 22 14 17 17 18 6 11 5 0.971 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_25340Pp3c9_25340transcript PAC:32912200protein_codingNA c.-1437_-1436delATNA NA NA NA 600
Chr09 17163374 GAT G Chr09_17163374_GAT_GGAT_G INDEL 1829.35 33 15 13 1 0 0 0 0 0 0 0 0 0 1 34 15 13 19 13 22 22 14 17 17 18 6 11 5 0.971 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_25350Pp3c9_25350transcript PAC:32911542protein_codingNA c.-2156_-2155delATNA NA NA NA 1945
Chr09 17163374 GAT G Chr09_17163374_GAT_GGAT_G INDEL 1829.35 33 15 13 1 0 0 0 0 0 0 0 0 0 1 34 15 13 19 13 22 22 14 17 17 18 6 11 5 0.971 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_25340Pp3c9_25340transcript PAC:32912201protein_codingNA c.-1449_-1448delATNA NA NA NA 1448
Chr09 17163374 GAT G Chr09_17163374_GAT_GGAT_G INDEL 1829.35 33 15 13 1 0 0 0 0 0 0 0 0 0 1 34 15 13 19 13 22 22 14 17 17 18 6 11 5 0.971 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c9_25350Pp3c9_25350transcript PAC:32911543protein_codingNA c.-2156_-2155delATNA NA NA NA 2002
Chr09 17163374 GAT G Chr09_17163374_GAT_GGAT_G INDEL 1829.35 33 15 13 1 0 0 0 0 0 0 0 0 0 1 34 15 13 19 13 22 22 14 17 17 18 6 11 5 0.971 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_25330Pp3c9_25330transcript PAC:32913737protein_codingNA c.*2681_*2682delATNA NA NA NA 2135
Chr09 17163374 GAT G Chr09_17163374_GAT_GGAT_G INDEL 1829.35 33 15 13 1 0 0 0 0 0 0 0 0 0 1 34 15 13 19 13 22 22 14 17 17 18 6 11 5 0.971 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_25360Pp3c9_25360transcript PAC:32912723protein_codingNA c.*4585_*4586delATNA NA NA NA 4233
Chr09 17163374 GAT G Chr09_17163374_GAT_GGAT_G INDEL 1829.35 33 15 13 1 0 0 0 0 0 0 0 0 0 1 34 15 13 19 13 22 22 14 17 17 18 6 11 5 0.971 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_25330Pp3c9_25330transcript PAC:32913738protein_codingNA c.*2681_*2682delATNA NA NA NA 2057
Chr09 17163374 GAT G Chr09_17163374_GAT_GGAT_G INDEL 1829.35 33 15 13 1 0 0 0 0 0 0 0 0 0 1 34 15 13 19 13 22 22 14 17 17 18 6 11 5 0.971 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_25360Pp3c9_25360transcript PAC:32912724protein_codingNA c.*4585_*4586delATNA NA NA NA 4245
Chr09 17163374 GAT G Chr09_17163374_GAT_GGAT_G INDEL 1829.35 33 15 13 1 0 0 0 0 0 0 0 0 0 1 34 15 13 19 13 22 22 14 17 17 18 6 11 5 0.971 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c9_25360Pp3c9_25360transcript PAC:32912725protein_codingNA c.*4585_*4586delATNA NA NA NA 4245
Chr09 17163374 GAT G Chr09_17163374_GAT_GGAT_G INDEL 1829.35 33 15 13 1 0 0 0 0 0 0 0 0 0 1 34 15 13 19 13 22 22 14 17 17 18 6 11 5 0.971 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c9_25340-Pp3c9_25350Pp3c9_25340-Pp3c9_25350intergenic_regionPp3c9_25340-Pp3c9_25350NA NA n.17163375_17163376delATNA NA NA NA NA
Chr09 17204428 C T Chr09_17204428_C_TC_T SNP 5083.98 0 0 0 2 0 0 0 0 23 20 20 18 24 13 31 17 16 31 25 21 37 29 23 20 20 18 24 13 0 0 0 0.065 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c9_25390Pp3c9_25390transcript PAC:32911590protein_codingNA c.-5414G>A NA NA NA NA 4655
Chr09 17204428 C T Chr09_17204428_C_TC_T SNP 5083.98 0 0 0 2 0 0 0 0 23 20 20 18 24 13 31 17 16 31 25 21 37 29 23 20 20 18 24 13 0 0 0 0.065 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c9_25390Pp3c9_25390transcript PAC:32911592protein_codingNA c.-5055G>A NA NA NA NA 4642
Chr09 17204428 C T Chr09_17204428_C_TC_T SNP 5083.98 0 0 0 2 0 0 0 0 23 20 20 18 24 13 31 17 16 31 25 21 37 29 23 20 20 18 24 13 0 0 0 0.065 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c9_25390Pp3c9_25390transcript PAC:32911591protein_codingNA c.-5055G>A NA NA NA NA 4637
Chr09 17204428 C T Chr09_17204428_C_TC_T SNP 5083.98 0 0 0 2 0 0 0 0 23 20 20 18 24 13 31 17 16 31 25 21 37 29 23 20 20 18 24 13 0 0 0 0.065 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c9_25390-Pp3c9_25400Pp3c9_25390-Pp3c9_25400intergenic_regionPp3c9_25390-Pp3c9_25400NA NA n.17204428C>TNA NA NA NA NA
Chr09 17272197 A G Chr09_17272197_A_GA_G SNP 19029.63 20 15 18 22 13 33 31 17 33 18 15 19 19 11 20 15 18 22 13 33 31 17 33 18 15 19 19 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_25430-Pp3c9_25570Pp3c9_25430-Pp3c9_25570intergenic_regionPp3c9_25430-Pp3c9_25570NA NA n.17272197A>GNA NA NA NA NA
Chr09 17280319 A AATAT Chr09_17280319_A_AATATA_AATAT INDEL 8660.59 0 0 0 1 0 0 0 0 0 0 0 13 0 0 24 12 9 15 12 22 17 16 10 10 5 15 6 7 0 0 0 0 0 0 0 0 0 0 0 0.867 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c9_25430-Pp3c9_25570Pp3c9_25430-Pp3c9_25570intergenic_regionPp3c9_25430-Pp3c9_25570NA NA n.17280319_17280320insATATNA NA NA NA NA
Chr09 17315835 C CAT Chr09_17315835_C_CATC_CAT INDEL 5269.24 13 11 10 0 0 0 1 0 13 10 17 7 12 4 13 11 12 14 10 18 26 18 13 11 17 7 12 4 1 1 0.833 0 0 0 0 0 1 0.909 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c9_25590Pp3c9_25590transcript PAC:32911797protein_codingNA c.-2833_-2832insATNA NA NA NA 826
Chr09 17315835 C CAT Chr09_17315835_C_CATC_CAT INDEL 5269.24 13 11 10 0 0 0 1 0 13 10 17 7 12 4 13 11 12 14 10 18 26 18 13 11 17 7 12 4 1 1 0.833 0 0 0 0 0 1 0.909 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c9_25590Pp3c9_25590transcript PAC:32911802protein_codingNA c.-2833_-2832insATNA NA NA NA 1552
Chr09 17315835 C CAT Chr09_17315835_C_CATC_CAT INDEL 5269.24 13 11 10 0 0 0 1 0 13 10 17 7 12 4 13 11 12 14 10 18 26 18 13 11 17 7 12 4 1 1 0.833 0 0 0 0 0 1 0.909 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c9_25590Pp3c9_25590transcript PAC:32911798protein_codingNA c.-2833_-2832insATNA NA NA NA 826
Chr09 17315835 C CAT Chr09_17315835_C_CATC_CAT INDEL 5269.24 13 11 10 0 0 0 1 0 13 10 17 7 12 4 13 11 12 14 10 18 26 18 13 11 17 7 12 4 1 1 0.833 0 0 0 0 0 1 0.909 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c9_25590Pp3c9_25590transcript PAC:32911799protein_codingNA c.-2833_-2832insATNA NA NA NA 826
Chr09 17315835 C CAT Chr09_17315835_C_CATC_CAT INDEL 5269.24 13 11 10 0 0 0 1 0 13 10 17 7 12 4 13 11 12 14 10 18 26 18 13 11 17 7 12 4 1 1 0.833 0 0 0 0 0 1 0.909 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c9_25590Pp3c9_25590transcript PAC:32911800protein_codingNA c.-2833_-2832insATNA NA NA NA 826
Chr09 17315835 C CAT Chr09_17315835_C_CATC_CAT INDEL 5269.24 13 11 10 0 0 0 1 0 13 10 17 7 12 4 13 11 12 14 10 18 26 18 13 11 17 7 12 4 1 1 0.833 0 0 0 0 0 1 0.909 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c9_25590Pp3c9_25590transcript PAC:32911801protein_codingNA c.-2833_-2832insATNA NA NA NA 826
Chr09 17315835 C CAT Chr09_17315835_C_CATC_CAT INDEL 5269.24 13 11 10 0 0 0 1 0 13 10 17 7 12 4 13 11 12 14 10 18 26 18 13 11 17 7 12 4 1 1 0.833 0 0 0 0 0 1 0.909 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c9_25590Pp3c9_25590transcript PAC:32911803protein_codingNA c.-2833_-2832insATNA NA NA NA 970
Chr09 17315835 C CAT Chr09_17315835_C_CATC_CAT INDEL 5269.24 13 11 10 0 0 0 1 0 13 10 17 7 12 4 13 11 12 14 10 18 26 18 13 11 17 7 12 4 1 1 0.833 0 0 0 0 0 1 0.909 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c9_25590-Pp3c9_25630Pp3c9_25590-Pp3c9_25630intergenic_regionPp3c9_25590-Pp3c9_25630NA NA n.17315835_17315836insATNA NA NA NA NA
Chr09 17357025 T C Chr09_17357025_T_CT_C SNP 17082.63 21 20 15 23 18 21 29 16 19 17 17 13 9 10 21 20 15 23 18 21 29 16 19 17 17 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c9_25650Pp3c9_25650transcript PAC:32912937protein_coding nov-20 c.1640T>C p.Leu547Pro 2060/3508 1640/2526 547/841 NA
Chr09 17357025 T C Chr09_17357025_T_CT_C SNP 17082.63 21 20 15 23 18 21 29 16 19 17 17 13 9 10 21 20 15 23 18 21 29 16 19 17 17 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c9_25650Pp3c9_25650transcript PAC:32912944protein_coding nov-20 c.1640T>C p.Leu547Pro 3193/4909 1640/2526 547/841 NA
Chr09 17357025 T C Chr09_17357025_T_CT_C SNP 17082.63 21 20 15 23 18 21 29 16 19 17 17 13 9 10 21 20 15 23 18 21 29 16 19 17 17 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c9_25650Pp3c9_25650transcript PAC:32912941protein_coding déc-21 c.1640T>C p.Leu547Pro 3002/4450 1640/2526 547/841 NA
Chr09 17357025 T C Chr09_17357025_T_CT_C SNP 17082.63 21 20 15 23 18 21 29 16 19 17 17 13 9 10 21 20 15 23 18 21 29 16 19 17 17 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c9_25650Pp3c9_25650transcript PAC:32912938protein_coding déc-21 c.1640T>C p.Leu547Pro 2155/3603 1640/2526 547/841 NA
Chr09 17357025 T C Chr09_17357025_T_CT_C SNP 17082.63 21 20 15 23 18 21 29 16 19 17 17 13 9 10 21 20 15 23 18 21 29 16 19 17 17 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c9_25650Pp3c9_25650transcript PAC:32912939protein_coding13/22 c.1640T>C p.Leu547Pro 2258/3706 1640/2526 547/841 NA
Chr09 17357025 T C Chr09_17357025_T_CT_C SNP 17082.63 21 20 15 23 18 21 29 16 19 17 17 13 9 10 21 20 15 23 18 21 29 16 19 17 17 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c9_25650Pp3c9_25650transcript PAC:32912940protein_coding nov-20 c.1640T>C p.Leu547Pro 2306/3754 1640/2526 547/841 NA
Chr09 17357025 T C Chr09_17357025_T_CT_C SNP 17082.63 21 20 15 23 18 21 29 16 19 17 17 13 9 10 21 20 15 23 18 21 29 16 19 17 17 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c9_25650Pp3c9_25650transcript PAC:32912942protein_coding déc-21 c.1640T>C p.Leu547Pro 4337/5785 1640/2526 547/841 NA
Chr09 17357025 T C Chr09_17357025_T_CT_C SNP 17082.63 21 20 15 23 18 21 29 16 19 17 17 13 9 10 21 20 15 23 18 21 29 16 19 17 17 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c9_25650Pp3c9_25650transcript PAC:32912943protein_coding nov-20 c.1640T>C p.Leu547Pro 4531/5979 1640/2526 547/841 NA
Chr09 17471763 C CT Chr09_17471763_C_CTC_CT INDEL 16234.59 36 16 19 30 24 18 38 21 25 16 13 16 8 7 36 16 19 30 24 18 38 21 25 16 13 16 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_25770-Pp3c9_25800Pp3c9_25770-Pp3c9_25800intergenic_regionPp3c9_25770-Pp3c9_25800NA NA n.17471763_17471764insTNA NA NA NA NA
Chr09 17474512 A AAGAT Chr09_17474512_A_AAGATA_AAGAT INDEL 21174.59 32 20 22 17 24 26 39 22 23 20 21 11 13 10 32 20 22 17 24 26 39 22 23 20 21 11 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_25770-Pp3c9_25800Pp3c9_25770-Pp3c9_25800intergenic_regionPp3c9_25770-Pp3c9_25800NA NA n.17474512_17474513insAGATNA NA NA NA NA
Chr09 17515477 C T Chr09_17515477_C_TC_T SNP 16568.63 26 9 16 24 18 18 18 18 19 16 21 10 11 18 26 9 16 24 18 18 18 18 19 16 21 10 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_25810-Pp3c9_25850Pp3c9_25810-Pp3c9_25850intergenic_regionPp3c9_25810-Pp3c9_25850NA NA n.17515477C>TNA NA NA NA NA
Chr09 17664809 C CTA Chr09_17664809_C_CTAC_CTA INDEL 1614.93 1 0 0 0 0 0 2 0 11 8 7 17 6 9 20 12 6 13 6 11 21 12 12 8 7 17 6 10 0 0 0 0 0 0 0.095 0 0.917 1 1 1 1 0.9 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c9_25990-Pp3c9_26010Pp3c9_25990-Pp3c9_26010intergenic_regionPp3c9_25990-Pp3c9_26010NA NA n.17664809_17664810insTANA NA NA NA NA
Chr09 17684184 C CTA Chr09_17684184_C_CTAC_CTA INDEL 8416.59 19 11 14 13 10 15 24 16 15 15 7 9 5 4 19 12 14 13 10 15 24 16 16 15 7 9 5 4 1 0.917 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c9_25990-Pp3c9_26010Pp3c9_25990-Pp3c9_26010intergenic_regionPp3c9_25990-Pp3c9_26010NA NA n.17684184_17684185insTANA NA NA NA NA
Chr10 114253 GTACATTGCCTAGTGAAGGTCCTATCCTATCCTCAGAACCTTCG Chr10_114253_GTACATTGCCTAGTGAAGGTCCTATCCTATCCTCAGAACCTTC_GGTACATTGCCTAGTGAAGGTCCTATCCTATCCTCAGAACCTTC_GINDEL 9183.59 10 8 15 8 9 11 14 8 11 10 7 6 5 5 10 9 15 8 9 11 14 8 11 10 7 6 5 5 1 0.889 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_200-Pp3c10_230Pp3c10_200-Pp3c10_230intergenic_regionPp3c10_200-Pp3c10_230NA NA n.114254_114295delTACATTGCCTAGTGAAGGTCCTATCCTATCCTCAGAACCTTCNA NA NA NA NA
Chr10 235778 T A Chr10_235778_T_AT_A SNP 13099.63 24 8 11 18 8 25 18 17 9 10 14 6 9 5 24 8 11 18 8 25 18 17 9 10 14 6 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_300-Pp3c10_330Pp3c10_300-Pp3c10_330intergenic_regionPp3c10_300-Pp3c10_330NA NA n.235778T>ANA NA NA NA NA
Chr10 235779 T A Chr10_235779_T_AT_A SNP 13099.63 24 8 11 19 8 24 18 18 9 10 14 6 9 5 24 8 11 19 8 24 18 18 9 10 14 6 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_300-Pp3c10_330Pp3c10_300-Pp3c10_330intergenic_regionPp3c10_300-Pp3c10_330NA NA n.235779T>ANA NA NA NA NA
Chr10 371828 G GAT Chr10_371828_G_GATG_GAT INDEL 4060.24 0 1 0 22 18 19 33 17 2 1 0 1 0 0 20 9 17 22 18 19 34 18 21 25 10 15 8 4 0 0 0 1 1 1 0.971 0.944 0.095 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c10_410-Pp3c10_460Pp3c10_410-Pp3c10_460intergenic_regionPp3c10_410-Pp3c10_460NA NA n.371828_371829insATNA NA NA NA NA
Chr10 436407 G T Chr10_436407_G_TG_T SNP 10407.29 14 13 6 0 0 0 0 0 21 21 24 11 9 5 14 13 6 27 18 21 36 25 21 21 24 11 9 5 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c10_460-Pp3c10_640Pp3c10_460-Pp3c10_640intergenic_regionPp3c10_460-Pp3c10_640NA NA n.436407G>TNA NA NA NA NA
Chr10 671072 A C Chr10_671072_A_CA_C SNP 9913.63 14 11 13 11 11 16 27 16 7 14 5 6 5 7 14 11 13 11 11 16 27 16 7 14 5 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_690-Pp3c10_910Pp3c10_690-Pp3c10_910intergenic_regionPp3c10_690-Pp3c10_910NA NA n.671072A>CNA NA NA NA NA
Chr10 684393 T C Chr10_684393_T_CT_C SNP 18755.63 27 29 14 17 20 36 34 29 27 32 11 16 15 6 27 29 14 17 20 36 34 29 27 32 11 16 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_690-Pp3c10_910Pp3c10_690-Pp3c10_910intergenic_regionPp3c10_690-Pp3c10_910NA NA n.684393T>CNA NA NA NA NA
Chr10 700881 T A Chr10_700881_T_AT_A SNP 6865.63 8 4 5 7 7 6 19 4 10 9 6 4 5 4 8 4 5 7 7 6 19 4 10 9 6 4 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_690-Pp3c10_910Pp3c10_690-Pp3c10_910intergenic_regionPp3c10_690-Pp3c10_910NA NA n.700881T>ANA NA NA NA NA
Chr10 700883 G C Chr10_700883_G_CG_C SNP 6865.63 8 4 6 7 7 6 19 4 10 10 6 4 5 4 8 4 6 7 7 6 19 4 10 10 6 4 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_690-Pp3c10_910Pp3c10_690-Pp3c10_910intergenic_regionPp3c10_690-Pp3c10_910NA NA n.700883G>CNA NA NA NA NA
Chr10 726440 G C Chr10_726440_G_CG_C SNP 18086.63 37 22 15 20 21 23 24 28 24 21 18 18 9 7 37 22 15 20 21 23 24 28 24 21 18 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_690-Pp3c10_910Pp3c10_690-Pp3c10_910intergenic_regionPp3c10_690-Pp3c10_910NA NA n.726440G>CNA NA NA NA NA
Chr10 726490 C A Chr10_726490_C_AC_A SNP 18696.63 34 20 19 20 20 25 27 24 21 18 19 12 9 9 34 20 19 20 20 25 27 24 21 18 19 12 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_690-Pp3c10_910Pp3c10_690-Pp3c10_910intergenic_regionPp3c10_690-Pp3c10_910NA NA n.726490C>ANA NA NA NA NA
Chr10 726510 A T Chr10_726510_A_TA_T SNP 18842.63 33 20 18 19 19 25 26 23 25 17 23 12 9 11 33 20 18 19 19 25 26 23 25 17 23 12 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_690-Pp3c10_910Pp3c10_690-Pp3c10_910intergenic_regionPp3c10_690-Pp3c10_910NA NA n.726510A>TNA NA NA NA NA
Chr10 767232 TG T Chr10_767232_TG_TTG_T INDEL 11508.59 17 7 11 10 12 15 11 19 12 10 10 12 5 9 17 7 11 10 12 15 11 19 12 10 10 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_690-Pp3c10_910Pp3c10_690-Pp3c10_910intergenic_regionPp3c10_690-Pp3c10_910NA NA n.767233delGNA NA NA NA NA
Chr10 767264 T A Chr10_767264_T_AT_A SNP 12403.63 20 8 11 12 13 14 12 19 12 9 11 17 8 8 20 8 11 12 13 14 12 19 12 9 11 17 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_690-Pp3c10_910Pp3c10_690-Pp3c10_910intergenic_regionPp3c10_690-Pp3c10_910NA NA n.767264T>ANA NA NA NA NA
Chr10 785544 G T Chr10_785544_G_TG_T SNP 16699.63 29 12 15 26 25 27 19 16 20 19 14 16 14 9 29 12 15 26 25 27 19 16 20 19 14 16 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_690-Pp3c10_910Pp3c10_690-Pp3c10_910intergenic_regionPp3c10_690-Pp3c10_910NA NA n.785544G>TNA NA NA NA NA
Chr10 785574 G C Chr10_785574_G_CG_C SNP 16056.63 25 11 12 23 25 23 24 16 21 21 17 15 10 11 25 11 12 23 25 23 24 16 21 21 17 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_690-Pp3c10_910Pp3c10_690-Pp3c10_910intergenic_regionPp3c10_690-Pp3c10_910NA NA n.785574G>CNA NA NA NA NA
Chr10 832830 CT C Chr10_832830_CT_CCT_C INDEL 16387.59 32 8 16 22 19 26 29 19 27 22 13 16 9 9 32 8 16 22 19 26 29 19 27 22 13 16 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_910-Pp3c10_970Pp3c10_910-Pp3c10_970intergenic_regionPp3c10_910-Pp3c10_970NA NA n.832831delTNA NA NA NA NA
Chr10 849900 G A Chr10_849900_G_AG_A SNP 3890.98 0 0 0 0 0 0 0 0 11 17 16 16 11 15 37 14 8 26 22 24 42 21 11 17 16 16 11 15 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_910-Pp3c10_970Pp3c10_910-Pp3c10_970intergenic_regionPp3c10_910-Pp3c10_970NA NA n.849900G>ANA NA NA NA NA
Chr10 947511 T C Chr10_947511_T_CT_C SNP 15070.63 22 13 7 25 12 20 20 14 15 14 8 10 12 12 22 13 7 25 12 20 20 14 15 14 8 10 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_990-Pp3c10_1060Pp3c10_990-Pp3c10_1060intergenic_regionPp3c10_990-Pp3c10_1060NA NA n.947511T>CNA NA NA NA NA
Chr10 947518 G A Chr10_947518_G_AG_A SNP 15885.63 24 14 7 25 13 20 18 15 16 17 9 11 15 12 24 14 7 25 13 20 18 15 16 17 9 11 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_990-Pp3c10_1060Pp3c10_990-Pp3c10_1060intergenic_regionPp3c10_990-Pp3c10_1060NA NA n.947518G>ANA NA NA NA NA
Chr10 947524 A T Chr10_947524_A_TA_T SNP 16149.63 26 14 6 28 13 22 16 18 16 15 9 10 16 13 26 14 6 28 13 22 16 18 16 15 9 10 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_990-Pp3c10_1060Pp3c10_990-Pp3c10_1060intergenic_regionPp3c10_990-Pp3c10_1060NA NA n.947524A>TNA NA NA NA NA
Chr10 947528 T C Chr10_947528_T_CT_C SNP 16121.63 26 15 7 28 13 22 16 19 17 16 9 10 16 12 26 15 7 28 13 22 16 19 17 16 9 10 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_990-Pp3c10_1060Pp3c10_990-Pp3c10_1060intergenic_regionPp3c10_990-Pp3c10_1060NA NA n.947528T>CNA NA NA NA NA
Chr10 999375 C T Chr10_999375_C_TC_T SNP 2085.39 30 8 15 0 0 0 0 0 0 0 0 0 0 0 30 8 15 16 21 24 29 24 20 25 14 21 16 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c10_1100-Pp3c10_1180Pp3c10_1100-Pp3c10_1180intergenic_regionPp3c10_1100-Pp3c10_1180NA NA n.999375C>T NA NA NA NA NA
Chr10 1097688 C CA Chr10_1097688_C_CAC_CA INDEL 11999.59 24 15 10 19 11 19 23 11 12 20 9 12 11 4 24 15 10 19 11 19 23 11 12 20 9 12 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1220-Pp3c10_1290Pp3c10_1220-Pp3c10_1290intergenic_regionPp3c10_1220-Pp3c10_1290NA NA n.1097688_1097689insANA NA NA NA NA
Chr10 1102321 G T Chr10_1102321_G_TG_T SNP 13747.63 23 9 12 26 18 18 29 20 13 10 8 14 7 6 23 9 12 27 18 18 29 20 13 10 8 14 7 6 1 1 1 0.963 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1220-Pp3c10_1290Pp3c10_1220-Pp3c10_1290intergenic_regionPp3c10_1220-Pp3c10_1290NA NA n.1102321G>TNA NA NA NA NA
Chr10 1102424 C A Chr10_1102424_C_AC_A SNP 17221.63 25 8 15 22 19 25 33 19 14 13 12 16 9 9 25 8 15 22 19 25 33 19 14 13 12 16 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1220-Pp3c10_1290Pp3c10_1220-Pp3c10_1290intergenic_regionPp3c10_1220-Pp3c10_1290NA NA n.1102424C>ANA NA NA NA NA
Chr10 1102438 C G Chr10_1102438_C_GC_G SNP 17453.63 23 10 18 25 18 21 34 19 15 14 11 17 7 9 23 10 18 25 18 21 34 19 15 14 11 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1220-Pp3c10_1290Pp3c10_1220-Pp3c10_1290intergenic_regionPp3c10_1220-Pp3c10_1290NA NA n.1102438C>GNA NA NA NA NA
Chr10 1165037 C T Chr10_1165037_C_TC_T SNP 7037.29 0 0 0 20 26 35 35 26 0 0 0 0 0 0 22 11 13 20 26 35 35 26 25 36 14 12 10 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_1290-Pp3c10_1360Pp3c10_1290-Pp3c10_1360intergenic_regionPp3c10_1290-Pp3c10_1360NA NA n.1165037C>TNA NA NA NA NA
Chr10 1185698 G A Chr10_1185698_G_AG_A SNP 4855.98 0 0 0 1 0 0 0 0 30 26 11 19 11 14 34 8 10 17 17 39 28 22 30 26 12 19 11 14 0 0 0 0 0 0 0 0 1 1 0.917 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_1290-Pp3c10_1360Pp3c10_1290-Pp3c10_1360intergenic_regionPp3c10_1290-Pp3c10_1360NA NA n.1185698G>ANA NA NA NA NA
Chr10 1190707 A AAT Chr10_1190707_A_AATA_AAT INDEL 565.37 0 0 1 0 0 18 1 0 0 0 0 0 0 0 21 11 20 13 14 18 27 18 13 12 9 7 6 13 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c10_1290-Pp3c10_1360Pp3c10_1290-Pp3c10_1360intergenic_regionPp3c10_1290-Pp3c10_1360NA NA n.1190707_1190708insATNA NA NA NA NA
Chr10 1260834 C CAT Chr10_1260834_C_CATC_CAT INDEL 8730.59 18 13 8 17 13 18 24 13 15 13 13 18 4 5 18 13 8 17 13 18 24 16 15 15 14 18 4 5 1 1 1 1 1 1 1 0.812 1 0.867 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_1440Pp3c10_1440transcript PAC:32899898protein_codingNA c.*2412_*2413insATNA NA NA NA 1846
Chr10 1260834 C CAT Chr10_1260834_C_CATC_CAT INDEL 8730.59 18 13 8 17 13 18 24 13 15 13 13 18 4 5 18 13 8 17 13 18 24 16 15 15 14 18 4 5 1 1 1 1 1 1 1 0.812 1 0.867 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_1440Pp3c10_1440transcript PAC:32899899protein_codingNA c.*2412_*2413insATNA NA NA NA 1950
Chr10 1260834 C CAT Chr10_1260834_C_CATC_CAT INDEL 8730.59 18 13 8 17 13 18 24 13 15 13 13 18 4 5 18 13 8 17 13 18 24 16 15 15 14 18 4 5 1 1 1 1 1 1 1 0.812 1 0.867 0.929 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1440-Pp3c10_1460Pp3c10_1440-Pp3c10_1460intergenic_regionPp3c10_1440-Pp3c10_1460NA NA n.1260834_1260835insATNA NA NA NA NA
Chr10 1312339 A G Chr10_1312339_A_GA_G SNP 9408.63 18 7 17 14 10 18 24 13 9 13 11 7 5 6 18 7 17 14 10 18 24 13 9 13 11 7 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_1490Pp3c10_1490transcript PAC:32901088protein_codingNA c.-3336A>G NA NA NA NA 1460
Chr10 1312339 A G Chr10_1312339_A_GA_G SNP 9408.63 18 7 17 14 10 18 24 13 9 13 11 7 5 6 18 7 17 14 10 18 24 13 9 13 11 7 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_1490Pp3c10_1490transcript PAC:32901089protein_codingNA c.-3336A>G NA NA NA NA 1460
Chr10 1312339 A G Chr10_1312339_A_GA_G SNP 9408.63 18 7 17 14 10 18 24 13 9 13 11 7 5 6 18 7 17 14 10 18 24 13 9 13 11 7 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1460-Pp3c10_1490Pp3c10_1460-Pp3c10_1490intergenic_regionPp3c10_1460-Pp3c10_1490NA NA n.1312339A>GNA NA NA NA NA
Chr10 1567147 AC A Chr10_1567147_AC_AAC_A INDEL 18115.59 29 13 15 28 30 26 22 24 29 21 18 9 18 11 29 13 15 28 30 26 22 24 29 21 18 9 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1790-Pp3c10_1810Pp3c10_1790-Pp3c10_1810intergenic_regionPp3c10_1790-Pp3c10_1810NA NA n.1567148delCNA NA NA NA NA
Chr10 1567203 T A Chr10_1567203_T_AT_A SNP 20199.63 32 14 12 30 27 30 20 25 22 19 15 17 18 13 32 14 12 30 27 30 20 25 22 19 15 17 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1790-Pp3c10_1810Pp3c10_1790-Pp3c10_1810intergenic_regionPp3c10_1790-Pp3c10_1810NA NA n.1567203T>ANA NA NA NA NA
Chr10 1568671 A T Chr10_1568671_A_TA_T SNP 16285.63 20 11 9 28 15 17 19 28 15 28 5 13 13 11 20 11 9 28 15 17 19 28 15 28 5 13 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1790-Pp3c10_1810Pp3c10_1790-Pp3c10_1810intergenic_regionPp3c10_1790-Pp3c10_1810NA NA n.1568671A>TNA NA NA NA NA
Chr10 1568704 G A Chr10_1568704_G_AG_A SNP 15365.63 20 11 5 27 9 12 18 25 15 18 5 13 11 10 20 11 5 27 9 12 18 25 15 18 5 13 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1790-Pp3c10_1810Pp3c10_1790-Pp3c10_1810intergenic_regionPp3c10_1790-Pp3c10_1810NA NA n.1568704G>ANA NA NA NA NA
Chr10 1568706 A T Chr10_1568706_A_TA_T SNP 15185.63 20 11 5 26 9 12 18 24 15 19 5 13 11 10 20 11 5 26 9 12 18 24 15 19 5 13 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1790-Pp3c10_1810Pp3c10_1790-Pp3c10_1810intergenic_regionPp3c10_1790-Pp3c10_1810NA NA n.1568706A>TNA NA NA NA NA
Chr10 1568720 TTAA T Chr10_1568720_TTAA_TTTAA_T INDEL 15536.59 21 10 5 26 9 13 21 24 14 20 5 11 10 8 21 10 5 26 9 13 21 24 14 20 5 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1790-Pp3c10_1810Pp3c10_1790-Pp3c10_1810intergenic_regionPp3c10_1790-Pp3c10_1810NA NA n.1568721_1568723delTAANA NA NA NA NA



Chr10 1568726 G A Chr10_1568726_G_AG_A SNP 15365.63 21 10 5 27 8 13 22 25 14 21 5 13 10 5 21 10 5 27 8 13 22 25 14 21 5 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1790-Pp3c10_1810Pp3c10_1790-Pp3c10_1810intergenic_regionPp3c10_1790-Pp3c10_1810NA NA n.1568726G>ANA NA NA NA NA
Chr10 1568730 T TAGC Chr10_1568730_T_TAGCT_TAGC INDEL 15353.59 22 10 5 29 7 13 21 25 13 21 5 11 9 6 22 10 5 29 7 13 21 25 13 21 5 11 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1790-Pp3c10_1810Pp3c10_1790-Pp3c10_1810intergenic_regionPp3c10_1790-Pp3c10_1810NA NA n.1568730_1568731insAGCNA NA NA NA NA
Chr10 1633618 C A Chr10_1633618_C_AC_A SNP 19686.63 23 20 18 24 22 31 19 20 17 26 14 12 14 7 23 20 18 24 22 31 19 20 17 26 14 12 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1870-Pp3c10_1880Pp3c10_1870-Pp3c10_1880intergenic_regionPp3c10_1870-Pp3c10_1880NA NA n.1633618C>ANA NA NA NA NA
Chr10 1633619 T A Chr10_1633619_T_AT_A SNP 19686.63 21 20 20 24 22 30 19 20 17 25 14 12 14 6 21 20 20 24 22 30 19 20 17 25 14 12 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1870-Pp3c10_1880Pp3c10_1870-Pp3c10_1880intergenic_regionPp3c10_1870-Pp3c10_1880NA NA n.1633619T>ANA NA NA NA NA
Chr10 1646941 C CT Chr10_1646941_C_CTC_CT INDEL 9732.59 18 12 10 16 8 20 24 14 7 15 7 8 4 8 18 12 10 16 8 20 24 14 7 15 7 8 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_1880Pp3c10_1880transcript PAC:32902732protein_codingNA c.-2934_-2933insTNA NA NA NA 2320
Chr10 1646941 C CT Chr10_1646941_C_CTC_CT INDEL 9732.59 18 12 10 16 8 20 24 14 7 15 7 8 4 8 18 12 10 16 8 20 24 14 7 15 7 8 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_1880Pp3c10_1880transcript PAC:32902733protein_codingNA c.-2934_-2933insTNA NA NA NA 2340
Chr10 1646941 C CT Chr10_1646941_C_CTC_CT INDEL 9732.59 18 12 10 16 8 20 24 14 7 15 7 8 4 8 18 12 10 16 8 20 24 14 7 15 7 8 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_1870-Pp3c10_1880Pp3c10_1870-Pp3c10_1880intergenic_regionPp3c10_1870-Pp3c10_1880NA NA n.1646941_1646942insTNA NA NA NA NA
Chr10 1671411 A AAT Chr10_1671411_A_AATA_AAT INDEL 2626.24 1 0 1 8 20 11 18 13 0 1 0 0 0 0 23 16 13 9 21 11 18 14 13 12 12 10 4 7 0 0 0 0.889 0.952 1 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_1896Pp3c10_1896transcript PAC:32902375protein_codingNA c.-4257_-4256insATNA NA NA NA 3779
Chr10 1671411 A AAT Chr10_1671411_A_AATA_AAT INDEL 2626.24 1 0 1 8 20 11 18 13 0 1 0 0 0 0 23 16 13 9 21 11 18 14 13 12 12 10 4 7 0 0 0 0.889 0.952 1 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_1890Pp3c10_1890transcript PAC:32901173protein_codingNA c.-2984_-2983insATNA NA NA NA 2688
Chr10 1671411 A AAT Chr10_1671411_A_AATA_AAT INDEL 2626.24 1 0 1 8 20 11 18 13 0 1 0 0 0 0 23 16 13 9 21 11 18 14 13 12 12 10 4 7 0 0 0 0.889 0.952 1 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_1910Pp3c10_1910transcript PAC:32902211protein_codingNA c.-1470_-1469insATNA NA NA NA 1135
Chr10 1671411 A AAT Chr10_1671411_A_AATA_AAT INDEL 2626.24 1 0 1 8 20 11 18 13 0 1 0 0 0 0 23 16 13 9 21 11 18 14 13 12 12 10 4 7 0 0 0 0.889 0.952 1 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_1896Pp3c10_1896transcript PAC:32902376protein_codingNA c.-2984_-2983insATNA NA NA NA 2984
Chr10 1671411 A AAT Chr10_1671411_A_AATA_AAT INDEL 2626.24 1 0 1 8 20 11 18 13 0 1 0 0 0 0 23 16 13 9 21 11 18 14 13 12 12 10 4 7 0 0 0 0.889 0.952 1 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_1910Pp3c10_1910transcript PAC:32902212protein_codingNA c.-1470_-1469insATNA NA NA NA 1469
Chr10 1671411 A AAT Chr10_1671411_A_AATA_AAT INDEL 2626.24 1 0 1 8 20 11 18 13 0 1 0 0 0 0 23 16 13 9 21 11 18 14 13 12 12 10 4 7 0 0 0 0.889 0.952 1 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_1901Pp3c10_1901transcript PAC:32900344protein_codingNA c.*2756_*2757insATNA NA NA NA 2657
Chr10 1671411 A AAT Chr10_1671411_A_AATA_AAT INDEL 2626.24 1 0 1 8 20 11 18 13 0 1 0 0 0 0 23 16 13 9 21 11 18 14 13 12 12 10 4 7 0 0 0 0.889 0.952 1 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_1920Pp3c10_1920transcript PAC:32902704protein_codingNA c.*5406_*5407insATNA NA NA NA 3268
Chr10 1671411 A AAT Chr10_1671411_A_AATA_AAT INDEL 2626.24 1 0 1 8 20 11 18 13 0 1 0 0 0 0 23 16 13 9 21 11 18 14 13 12 12 10 4 7 0 0 0 0.889 0.952 1 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_1901-Pp3c10_1910Pp3c10_1901-Pp3c10_1910intergenic_regionPp3c10_1901-Pp3c10_1910NA NA n.1671411_1671412insATNA NA NA NA NA
Chr10 1801786 C CA Chr10_1801786_C_CAC_CA INDEL 15856.59 23 15 12 22 16 39 21 30 28 23 23 21 14 19 23 15 12 22 16 39 21 30 28 23 23 21 14 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_2091-Pp3c10_2110Pp3c10_2091-Pp3c10_2110intergenic_regionPp3c10_2091-Pp3c10_2110NA NA n.1801786_1801787insANA NA NA NA NA
Chr10 1977000 C A Chr10_1977000_C_AC_A SNP 11928.63 16 9 10 16 13 17 12 18 8 11 10 9 17 8 16 9 10 16 13 17 12 18 8 11 10 9 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_2290Pp3c10_2290transcript PAC:32900079protein_codingNA c.-1650G>T NA NA NA NA 1650
Chr10 1977000 C A Chr10_1977000_C_AC_A SNP 11928.63 16 9 10 16 13 17 12 18 8 11 10 9 17 8 16 9 10 16 13 17 12 18 8 11 10 9 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_2290-Pp3c10_2300Pp3c10_2290-Pp3c10_2300intergenic_regionPp3c10_2290-Pp3c10_2300NA NA n.1977000C>ANA NA NA NA NA
Chr10 1977067 C T Chr10_1977067_C_TC_T SNP 13796.63 13 9 13 24 17 22 10 20 12 13 8 10 15 7 13 9 13 24 17 22 10 20 12 13 8 10 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_2290Pp3c10_2290transcript PAC:32900079protein_codingNA c.-1717G>A NA NA NA NA 1717
Chr10 1977067 C T Chr10_1977067_C_TC_T SNP 13796.63 13 9 13 24 17 22 10 20 12 13 8 10 15 7 13 9 13 24 17 22 10 20 12 13 8 10 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_2290-Pp3c10_2300Pp3c10_2290-Pp3c10_2300intergenic_regionPp3c10_2290-Pp3c10_2300NA NA n.1977067C>TNA NA NA NA NA
Chr10 2161151 T TTA Chr10_2161151_T_TTAT_TTA INDEL 1310.35 26 12 7 0 0 0 0 0 0 1 0 0 0 1 26 12 8 9 10 14 20 16 14 15 15 11 7 5 1 1 0.875 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_2670Pp3c10_2670transcript PAC:32901474protein_codingNA c.*3026_*3027insTANA NA NA NA 2200
Chr10 2161151 T TTA Chr10_2161151_T_TTAT_TTA INDEL 1310.35 26 12 7 0 0 0 0 0 0 1 0 0 0 1 26 12 8 9 10 14 20 16 14 15 15 11 7 5 1 1 0.875 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_2680Pp3c10_2680transcript PAC:32901058protein_codingNA c.*5636_*5637insTANA NA NA NA 4975
Chr10 2161151 T TTA Chr10_2161151_T_TTAT_TTA INDEL 1310.35 26 12 7 0 0 0 0 0 0 1 0 0 0 1 26 12 8 9 10 14 20 16 14 15 15 11 7 5 1 1 0.875 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_2670Pp3c10_2670transcript PAC:32901475protein_codingNA c.*3026_*3027insTANA NA NA NA 2214
Chr10 2161151 T TTA Chr10_2161151_T_TTAT_TTA INDEL 1310.35 26 12 7 0 0 0 0 0 0 1 0 0 0 1 26 12 8 9 10 14 20 16 14 15 15 11 7 5 1 1 0.875 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_2680Pp3c10_2680transcript PAC:32901059protein_codingNA c.*5930_*5931insTANA NA NA NA 4975
Chr10 2161151 T TTA Chr10_2161151_T_TTAT_TTA INDEL 1310.35 26 12 7 0 0 0 0 0 0 1 0 0 0 1 26 12 8 9 10 14 20 16 14 15 15 11 7 5 1 1 0.875 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c10_2650-Pp3c10_2670Pp3c10_2650-Pp3c10_2670intergenic_regionPp3c10_2650-Pp3c10_2670NA NA n.2161151_2161152insTANA NA NA NA NA
Chr10 2186197 TTA T Chr10_2186197_TTA_TTTA_T INDEL 3305.24 0 0 0 29 13 20 15 15 1 0 0 0 0 0 23 6 12 30 13 22 15 15 14 14 17 7 4 8 0 0 0 0.967 1 0.909 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_2700-Pp3c10_2720Pp3c10_2700-Pp3c10_2720intergenic_regionPp3c10_2700-Pp3c10_2720NA NA n.2186198_2186199delTANA NA NA NA NA
Chr10 2276955 T TTA Chr10_2276955_T_TTAT_TTA INDEL 10057.59 18 12 12 21 12 15 22 19 17 7 9 13 10 10 18 13 12 21 12 16 22 19 17 7 9 13 10 10 1 0.923 1 1 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_2812Pp3c10_2812transcript PAC:32902174protein_codingNA c.-3281_-3280insTANA NA NA NA 3280
Chr10 2276955 T TTA Chr10_2276955_T_TTAT_TTA INDEL 10057.59 18 12 12 21 12 15 22 19 17 7 9 13 10 10 18 13 12 21 12 16 22 19 17 7 9 13 10 10 1 0.923 1 1 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_2770-Pp3c10_2812Pp3c10_2770-Pp3c10_2812intergenic_regionPp3c10_2770-Pp3c10_2812NA NA n.2276955_2276956insTANA NA NA NA NA
Chr10 2837597 A C Chr10_2837597_A_CA_C SNP 13998.63 22 14 6 18 15 22 17 26 19 16 9 8 4 10 22 14 6 18 15 22 17 26 19 16 9 8 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_3860Pp3c10_3860transcript PAC:32900394protein_coding 01-nov c.-1098T>G NA NA NA NA 1098
Chr10 2837597 A C Chr10_2837597_A_CA_C SNP 13998.63 22 14 6 18 15 22 17 26 19 16 9 8 4 10 22 14 6 18 15 22 17 26 19 16 9 8 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_3860Pp3c10_3860transcript PAC:32900397protein_coding 01-déc c.-1098T>G NA NA NA NA 1098
Chr10 2837597 A C Chr10_2837597_A_CA_C SNP 13998.63 22 14 6 18 15 22 17 26 19 16 9 8 4 10 22 14 6 18 15 22 17 26 19 16 9 8 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_3860Pp3c10_3860transcript PAC:32900398protein_coding 01-déc c.-1098T>G NA NA NA NA 1098
Chr10 2837597 A C Chr10_2837597_A_CA_C SNP 13998.63 22 14 6 18 15 22 17 26 19 16 9 8 4 10 22 14 6 18 15 22 17 26 19 16 9 8 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_3860Pp3c10_3860transcript PAC:32900400protein_coding 01-déc c.-1738T>G NA NA NA NA 2812
Chr10 2837597 A C Chr10_2837597_A_CA_C SNP 13998.63 22 14 6 18 15 22 17 26 19 16 9 8 4 10 22 14 6 18 15 22 17 26 19 16 9 8 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_3860Pp3c10_3860transcript PAC:32900402protein_coding janv-13 c.-1098T>G NA NA NA NA 1098
Chr10 2837597 A C Chr10_2837597_A_CA_C SNP 13998.63 22 14 6 18 15 22 17 26 19 16 9 8 4 10 22 14 6 18 15 22 17 26 19 16 9 8 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_3860Pp3c10_3860transcript PAC:32900403protein_coding janv-13 c.-1738T>G NA NA NA NA 2812
Chr10 2837597 A C Chr10_2837597_A_CA_C SNP 13998.63 22 14 6 18 15 22 17 26 19 16 9 8 4 10 22 14 6 18 15 22 17 26 19 16 9 8 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_3860Pp3c10_3860transcript PAC:32900396protein_codingNA c.-1098T>G NA NA NA NA 295
Chr10 2837597 A C Chr10_2837597_A_CA_C SNP 13998.63 22 14 6 18 15 22 17 26 19 16 9 8 4 10 22 14 6 18 15 22 17 26 19 16 9 8 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_3860Pp3c10_3860transcript PAC:32900395protein_codingNA c.-1098T>G NA NA NA NA 607
Chr10 2837597 A C Chr10_2837597_A_CA_C SNP 13998.63 22 14 6 18 15 22 17 26 19 16 9 8 4 10 22 14 6 18 15 22 17 26 19 16 9 8 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_3860Pp3c10_3860transcript PAC:32900399protein_codingNA c.-1098T>G NA NA NA NA 606
Chr10 2837597 A C Chr10_2837597_A_CA_C SNP 13998.63 22 14 6 18 15 22 17 26 19 16 9 8 4 10 22 14 6 18 15 22 17 26 19 16 9 8 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_3860Pp3c10_3860transcript PAC:32900401protein_codingNA c.-1098T>G NA NA NA NA 298
Chr10 2837597 A C Chr10_2837597_A_CA_C SNP 13998.63 22 14 6 18 15 22 17 26 19 16 9 8 4 10 22 14 6 18 15 22 17 26 19 16 9 8 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_3860Pp3c10_3860transcript PAC:32900404protein_codingNA c.-1098T>G NA NA NA NA 298
Chr10 2942669 T TTA Chr10_2942669_T_TTAT_TTA INDEL 2202.93 0 0 0 1 0 0 0 0 15 17 7 8 10 13 23 10 10 23 19 20 20 18 16 19 7 8 10 13 0 0 0 0 0 0 0 0 0.938 0.895 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c10_4040Pp3c10_4040transcript PAC:32899884protein_codingNA c.-3487_-3486insTANA NA NA NA 2447
Chr10 2942669 T TTA Chr10_2942669_T_TTAT_TTA INDEL 2202.93 0 0 0 1 0 0 0 0 15 17 7 8 10 13 23 10 10 23 19 20 20 18 16 19 7 8 10 13 0 0 0 0 0 0 0 0 0.938 0.895 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c10_4040Pp3c10_4040transcript PAC:32899885protein_codingNA c.-3487_-3486insTANA NA NA NA 2449
Chr10 2942669 T TTA Chr10_2942669_T_TTAT_TTA INDEL 2202.93 0 0 0 1 0 0 0 0 15 17 7 8 10 13 23 10 10 23 19 20 20 18 16 19 7 8 10 13 0 0 0 0 0 0 0 0 0.938 0.895 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c10_4040Pp3c10_4040transcript PAC:32899886protein_codingNA c.-3908_-3907insTANA NA NA NA 2449
Chr10 2942669 T TTA Chr10_2942669_T_TTAT_TTA INDEL 2202.93 0 0 0 1 0 0 0 0 15 17 7 8 10 13 23 10 10 23 19 20 20 18 16 19 7 8 10 13 0 0 0 0 0 0 0 0 0.938 0.895 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c10_4040Pp3c10_4040transcript PAC:32899887protein_codingNA c.-4438_-4437insTANA NA NA NA 2449
Chr10 2942669 T TTA Chr10_2942669_T_TTAT_TTA INDEL 2202.93 0 0 0 1 0 0 0 0 15 17 7 8 10 13 23 10 10 23 19 20 20 18 16 19 7 8 10 13 0 0 0 0 0 0 0 0 0.938 0.895 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c10_4040Pp3c10_4040transcript PAC:32899888protein_codingNA c.-5193_-5192insTANA NA NA NA 2449
Chr10 2942669 T TTA Chr10_2942669_T_TTAT_TTA INDEL 2202.93 0 0 0 1 0 0 0 0 15 17 7 8 10 13 23 10 10 23 19 20 20 18 16 19 7 8 10 13 0 0 0 0 0 0 0 0 0.938 0.895 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_4010Pp3c10_4010transcript PAC:32901198protein_codingNA c.*5922_*5923insTANA NA NA NA 4507
Chr10 2942669 T TTA Chr10_2942669_T_TTAT_TTA INDEL 2202.93 0 0 0 1 0 0 0 0 15 17 7 8 10 13 23 10 10 23 19 20 20 18 16 19 7 8 10 13 0 0 0 0 0 0 0 0 0.938 0.895 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_4010-Pp3c10_4040Pp3c10_4010-Pp3c10_4040intergenic_regionPp3c10_4010-Pp3c10_4040NA NA n.2942669_2942670insTANA NA NA NA NA
Chr10 3114174 C A Chr10_3114174_C_AC_A SNP 19887.63 20 8 10 31 29 31 23 22 28 32 17 24 17 11 20 8 10 31 29 31 23 22 28 32 17 24 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_4330-Pp3c10_4350Pp3c10_4330-Pp3c10_4350intergenic_regionPp3c10_4330-Pp3c10_4350NA NA n.3114174C>ANA NA NA NA NA
Chr10 3118097 C A Chr10_3118097_C_AC_A SNP 20757.63 28 15 18 27 21 29 25 24 26 36 24 11 11 13 28 15 18 27 21 29 25 24 26 36 24 11 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_4330-Pp3c10_4350Pp3c10_4330-Pp3c10_4350intergenic_regionPp3c10_4330-Pp3c10_4350NA NA n.3118097C>ANA NA NA NA NA
Chr10 3118166 A T Chr10_3118166_A_TA_T SNP 13399.63 17 10 10 12 13 18 22 15 13 20 12 6 9 7 17 10 10 12 13 18 22 15 13 20 12 6 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_4330-Pp3c10_4350Pp3c10_4330-Pp3c10_4350intergenic_regionPp3c10_4330-Pp3c10_4350NA NA n.3118166A>TNA NA NA NA NA
Chr10 3118174 A T Chr10_3118174_A_TA_T SNP 13017.63 15 8 10 11 11 18 20 15 12 19 10 6 8 7 15 8 10 11 11 18 20 15 12 19 10 6 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_4330-Pp3c10_4350Pp3c10_4330-Pp3c10_4350intergenic_regionPp3c10_4330-Pp3c10_4350NA NA n.3118174A>TNA NA NA NA NA
Chr10 3118180 A AT Chr10_3118180_A_ATA_AT INDEL 11711.59 15 8 9 6 9 16 18 10 10 17 9 6 7 6 15 8 9 6 9 16 18 10 10 17 9 6 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_4330-Pp3c10_4350Pp3c10_4330-Pp3c10_4350intergenic_regionPp3c10_4330-Pp3c10_4350NA NA n.3118180_3118181insTNA NA NA NA NA
Chr10 3194142 T A Chr10_3194142_T_AT_A SNP 16018.63 32 12 13 20 26 28 20 12 15 23 14 13 8 9 32 12 13 20 26 28 20 12 15 23 14 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_4480Pp3c10_4480transcript PAC:32902551protein_codingNA c.-3806A>T NA NA NA NA 3806
Chr10 3194142 T A Chr10_3194142_T_AT_A SNP 16018.63 32 12 13 20 26 28 20 12 15 23 14 13 8 9 32 12 13 20 26 28 20 12 15 23 14 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_4490Pp3c10_4490transcript PAC:32901934protein_codingNA c.-1012A>T NA NA NA NA 192
Chr10 3194142 T A Chr10_3194142_T_AT_A SNP 16018.63 32 12 13 20 26 28 20 12 15 23 14 13 8 9 32 12 13 20 26 28 20 12 15 23 14 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_4480Pp3c10_4480transcript PAC:32902552protein_codingNA c.-3851A>T NA NA NA NA 3851
Chr10 3194142 T A Chr10_3194142_T_AT_A SNP 16018.63 32 12 13 20 26 28 20 12 15 23 14 13 8 9 32 12 13 20 26 28 20 12 15 23 14 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_4520Pp3c10_4520transcript PAC:32902234protein_codingNA c.*3912A>T NA NA NA NA 3912
Chr10 3194142 T A Chr10_3194142_T_AT_A SNP 16018.63 32 12 13 20 26 28 20 12 15 23 14 13 8 9 32 12 13 20 26 28 20 12 15 23 14 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_4490-Pp3c10_4520Pp3c10_4490-Pp3c10_4520intergenic_regionPp3c10_4490-Pp3c10_4520NA NA n.3194142T>ANA NA NA NA NA
Chr10 3194171 A G Chr10_3194171_A_GA_G SNP 16527.63 31 13 14 22 25 26 23 14 15 25 17 13 5 5 31 13 14 22 25 26 23 14 15 25 17 13 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_4480Pp3c10_4480transcript PAC:32902551protein_codingNA c.-3835T>C NA NA NA NA 3835
Chr10 3194171 A G Chr10_3194171_A_GA_G SNP 16527.63 31 13 14 22 25 26 23 14 15 25 17 13 5 5 31 13 14 22 25 26 23 14 15 25 17 13 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_4490Pp3c10_4490transcript PAC:32901934protein_codingNA c.-1041T>C NA NA NA NA 221
Chr10 3194171 A G Chr10_3194171_A_GA_G SNP 16527.63 31 13 14 22 25 26 23 14 15 25 17 13 5 5 31 13 14 22 25 26 23 14 15 25 17 13 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_4480Pp3c10_4480transcript PAC:32902552protein_codingNA c.-3880T>C NA NA NA NA 3880
Chr10 3194171 A G Chr10_3194171_A_GA_G SNP 16527.63 31 13 14 22 25 26 23 14 15 25 17 13 5 5 31 13 14 22 25 26 23 14 15 25 17 13 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_4520Pp3c10_4520transcript PAC:32902234protein_codingNA c.*3883T>C NA NA NA NA 3883
Chr10 3194171 A G Chr10_3194171_A_GA_G SNP 16527.63 31 13 14 22 25 26 23 14 15 25 17 13 5 5 31 13 14 22 25 26 23 14 15 25 17 13 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_4490-Pp3c10_4520Pp3c10_4490-Pp3c10_4520intergenic_regionPp3c10_4490-Pp3c10_4520NA NA n.3194171A>GNA NA NA NA NA
Chr10 3194337 TG T Chr10_3194337_TG_TTG_T INDEL 14336.59 21 13 11 20 21 25 30 20 16 27 12 12 6 10 21 13 11 20 21 25 30 20 16 27 12 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_4480Pp3c10_4480transcript PAC:32902551protein_codingNA c.-4002delC NA NA NA NA 4002
Chr10 3194337 TG T Chr10_3194337_TG_TTG_T INDEL 14336.59 21 13 11 20 21 25 30 20 16 27 12 12 6 10 21 13 11 20 21 25 30 20 16 27 12 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_4490Pp3c10_4490transcript PAC:32901934protein_codingNA c.-1208delC NA NA NA NA 388
Chr10 3194337 TG T Chr10_3194337_TG_TTG_T INDEL 14336.59 21 13 11 20 21 25 30 20 16 27 12 12 6 10 21 13 11 20 21 25 30 20 16 27 12 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_4480Pp3c10_4480transcript PAC:32902552protein_codingNA c.-4047delC NA NA NA NA 4047
Chr10 3194337 TG T Chr10_3194337_TG_TTG_T INDEL 14336.59 21 13 11 20 21 25 30 20 16 27 12 12 6 10 21 13 11 20 21 25 30 20 16 27 12 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_4520Pp3c10_4520transcript PAC:32902234protein_codingNA c.*3716delC NA NA NA NA 3716
Chr10 3194337 TG T Chr10_3194337_TG_TTG_T INDEL 14336.59 21 13 11 20 21 25 30 20 16 27 12 12 6 10 21 13 11 20 21 25 30 20 16 27 12 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_4490-Pp3c10_4520Pp3c10_4490-Pp3c10_4520intergenic_regionPp3c10_4490-Pp3c10_4520NA NA n.3194338delGNA NA NA NA NA
Chr10 3319221 G GAT Chr10_3319221_G_GATG_GAT INDEL 12111.59 0 0 1 12 19 17 23 15 0 0 0 0 1 2 25 11 11 12 19 17 24 16 19 14 14 12 8 8 0 0 0 1 1 1 0.958 0.938 0 0 0 0 0 0.25 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c10_4840-Pp3c10_4860Pp3c10_4840-Pp3c10_4860intergenic_regionPp3c10_4840-Pp3c10_4860NA NA n.3319221_3319222insATNA NA NA NA NA
Chr10 3465135 C T Chr10_3465135_C_TC_T SNP 16596.63 24 11 11 24 17 24 21 22 17 14 24 11 14 6 24 11 11 24 17 24 21 22 17 14 24 11 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_5080Pp3c10_5080transcript PAC:32899846protein_codingNA c.-2704C>T NA NA NA NA 1525
Chr10 3465135 C T Chr10_3465135_C_TC_T SNP 16596.63 24 11 11 24 17 24 21 22 17 14 24 11 14 6 24 11 11 24 17 24 21 22 17 14 24 11 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_5080Pp3c10_5080transcript PAC:32899848protein_codingNA c.-2704C>T NA NA NA NA 1350
Chr10 3465135 C T Chr10_3465135_C_TC_T SNP 16596.63 24 11 11 24 17 24 21 22 17 14 24 11 14 6 24 11 11 24 17 24 21 22 17 14 24 11 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_5080Pp3c10_5080transcript PAC:32899847protein_codingNA c.-2704C>T NA NA NA NA 1350
Chr10 3465135 C T Chr10_3465135_C_TC_T SNP 16596.63 24 11 11 24 17 24 21 22 17 14 24 11 14 6 24 11 11 24 17 24 21 22 17 14 24 11 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_5029-Pp3c10_5080Pp3c10_5029-Pp3c10_5080intergenic_regionPp3c10_5029-Pp3c10_5080NA NA n.3465135C>TNA NA NA NA NA
Chr10 3465176 C A Chr10_3465176_C_AC_A SNP 19154.63 29 10 12 28 16 24 31 24 23 29 25 8 18 7 29 10 12 28 16 24 31 24 23 29 25 8 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_5080Pp3c10_5080transcript PAC:32899846protein_codingNA c.-2663C>A NA NA NA NA 1484
Chr10 3465176 C A Chr10_3465176_C_AC_A SNP 19154.63 29 10 12 28 16 24 31 24 23 29 25 8 18 7 29 10 12 28 16 24 31 24 23 29 25 8 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_5080Pp3c10_5080transcript PAC:32899848protein_codingNA c.-2663C>A NA NA NA NA 1309
Chr10 3465176 C A Chr10_3465176_C_AC_A SNP 19154.63 29 10 12 28 16 24 31 24 23 29 25 8 18 7 29 10 12 28 16 24 31 24 23 29 25 8 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_5080Pp3c10_5080transcript PAC:32899847protein_codingNA c.-2663C>A NA NA NA NA 1309
Chr10 3465176 C A Chr10_3465176_C_AC_A SNP 19154.63 29 10 12 28 16 24 31 24 23 29 25 8 18 7 29 10 12 28 16 24 31 24 23 29 25 8 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_5029-Pp3c10_5080Pp3c10_5029-Pp3c10_5080intergenic_regionPp3c10_5029-Pp3c10_5080NA NA n.3465176C>ANA NA NA NA NA
Chr10 3704796 T TA Chr10_3704796_T_TAT_TA INDEL 12675.59 29 8 20 20 23 12 30 15 17 11 10 8 5 11 29 8 20 20 23 12 30 15 17 11 10 8 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_5250-Pp3c10_5290Pp3c10_5250-Pp3c10_5290intergenic_regionPp3c10_5250-Pp3c10_5290NA NA n.3704796_3704797insANA NA NA NA NA
Chr10 3738116 G A Chr10_3738116_G_AG_A SNP 17254.63 24 13 11 26 20 23 28 18 19 25 12 12 11 14 24 13 12 26 20 23 28 18 19 25 12 12 11 14 1 1 0.917 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_5310-Pp3c10_5340Pp3c10_5310-Pp3c10_5340intergenic_regionPp3c10_5310-Pp3c10_5340NA NA n.3738116G>ANA NA NA NA NA
Chr10 3738190 C T Chr10_3738190_C_TC_T SNP 19201.63 25 12 9 23 24 20 27 16 20 24 11 18 12 12 25 12 9 23 24 20 27 16 20 24 11 18 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_5310-Pp3c10_5340Pp3c10_5310-Pp3c10_5340intergenic_regionPp3c10_5310-Pp3c10_5340NA NA n.3738190C>TNA NA NA NA NA
Chr10 3738191 T A Chr10_3738191_T_AT_A SNP 19291.63 25 11 9 26 24 20 28 15 20 23 11 18 11 12 25 11 9 26 24 20 28 15 20 23 11 18 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_5310-Pp3c10_5340Pp3c10_5310-Pp3c10_5340intergenic_regionPp3c10_5310-Pp3c10_5340NA NA n.3738191T>ANA NA NA NA NA
Chr10 3738199 C T Chr10_3738199_C_TC_T SNP 19116.63 27 11 8 26 22 19 27 17 21 24 12 17 10 13 27 11 8 26 22 19 27 17 21 24 12 17 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_5310-Pp3c10_5340Pp3c10_5310-Pp3c10_5340intergenic_regionPp3c10_5310-Pp3c10_5340NA NA n.3738199C>TNA NA NA NA NA
Chr10 4005257 G GATAT Chr10_4005257_G_GATATG_GATAT INDEL 1334.37 0 0 0 0 0 0 31 0 0 0 0 0 0 0 21 9 12 18 7 20 31 15 13 15 7 9 6 10 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c10_5860-Pp3c10_6060Pp3c10_5860-Pp3c10_6060intergenic_regionPp3c10_5860-Pp3c10_6060NA NA n.4005257_4005258insATATNA NA NA NA NA
Chr10 4133628 C A Chr10_4133628_C_AC_A SNP 16145.63 31 11 13 21 18 26 25 30 19 15 7 21 11 7 31 11 13 21 18 26 25 30 19 16 7 21 12 7 1 1 1 1 1 1 1 1 1 0.938 1 1 0.917 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_5860-Pp3c10_6060Pp3c10_5860-Pp3c10_6060intergenic_regionPp3c10_5860-Pp3c10_6060NA NA n.4133628C>ANA NA NA NA NA
Chr10 4159501 G GT Chr10_4159501_G_GTG_GT INDEL 16098.59 21 14 7 21 25 23 37 17 18 22 22 21 12 15 21 14 7 21 25 23 37 17 18 22 22 21 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_5860-Pp3c10_6060Pp3c10_5860-Pp3c10_6060intergenic_regionPp3c10_5860-Pp3c10_6060NA NA n.4159501_4159502insTNA NA NA NA NA
Chr10 4258585 C A Chr10_4258585_C_AC_A SNP 19104.63 20 17 13 17 27 28 20 26 20 19 21 15 14 7 20 17 13 17 27 28 20 26 20 19 21 15 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6100-Pp3c10_6170Pp3c10_6100-Pp3c10_6170intergenic_regionPp3c10_6100-Pp3c10_6170NA NA n.4258585C>ANA NA NA NA NA
Chr10 4258588 C A Chr10_4258588_C_AC_A SNP 19235.63 19 17 13 17 26 28 20 26 19 19 21 14 15 7 19 17 13 17 26 28 20 26 19 19 21 14 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6100-Pp3c10_6170Pp3c10_6100-Pp3c10_6170intergenic_regionPp3c10_6100-Pp3c10_6170NA NA n.4258588C>ANA NA NA NA NA
Chr10 4258595 A AT Chr10_4258595_A_ATA_AT INDEL 18926.59 20 18 13 17 27 29 20 24 21 20 21 14 15 7 20 18 13 17 27 29 20 24 21 20 21 14 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6100-Pp3c10_6170Pp3c10_6100-Pp3c10_6170intergenic_regionPp3c10_6100-Pp3c10_6170NA NA n.4258595_4258596insTNA NA NA NA NA
Chr10 4341190 C G Chr10_4341190_C_GC_G SNP 13656.63 22 13 16 17 9 21 31 16 22 22 10 12 12 4 22 13 16 17 9 21 31 16 22 22 10 12 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6170-Pp3c10_6200Pp3c10_6170-Pp3c10_6200intergenic_regionPp3c10_6170-Pp3c10_6200NA NA n.4341190C>GNA NA NA NA NA
Chr10 4361382 C T Chr10_4361382_C_TC_T SNP 20661.63 20 30 16 22 19 24 39 18 18 30 24 15 15 11 20 30 16 22 19 24 39 18 18 30 24 15 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c10_6200Pp3c10_6200transcript PAC:32902228protein_coding 01-févr c.142C>T p.His48Tyr 142/297 142/297 48/98 NA
Chr10 4361382 C T Chr10_4361382_C_TC_T SNP 20661.63 20 30 16 22 19 24 39 18 18 30 24 15 15 11 20 30 16 22 19 24 39 18 18 30 24 15 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_6220Pp3c10_6220transcript PAC:32902579protein_codingNA c.*4956G>A NA NA NA NA 4415
Chr10 4361382 C T Chr10_4361382_C_TC_T SNP 20661.63 20 30 16 22 19 24 39 18 18 30 24 15 15 11 20 30 16 22 19 24 39 18 18 30 24 15 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_6220Pp3c10_6220transcript PAC:32902580protein_codingNA c.*4956G>A NA NA NA NA 4956
Chr10 4381403 G GAT Chr10_4381403_G_GATG_GAT INDEL 2753.93 0 0 0 0 0 0 2 0 18 16 6 17 6 7 24 14 15 15 12 23 20 18 18 16 6 17 6 7 0 0 0 0 0 0 0.1 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c10_6238-Pp3c10_6330Pp3c10_6238-Pp3c10_6330intergenic_regionPp3c10_6238-Pp3c10_6330NA NA n.4381403_4381404insATNA NA NA NA NA
Chr10 4402702 C T Chr10_4402702_C_TC_T SNP 12796.29 35 17 15 0 0 1 0 0 27 23 19 13 19 9 35 17 15 28 17 17 30 32 27 23 19 13 19 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c10_6238-Pp3c10_6330Pp3c10_6238-Pp3c10_6330intergenic_regionPp3c10_6238-Pp3c10_6330NA NA n.4402702C>TNA NA NA NA NA
Chr10 4467867 G T Chr10_4467867_G_TG_T SNP 17380.63 36 13 15 27 18 22 29 25 14 21 17 20 10 5 36 13 15 27 18 22 29 25 14 21 17 20 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6350-Pp3c10_6380Pp3c10_6350-Pp3c10_6380intergenic_regionPp3c10_6350-Pp3c10_6380NA NA n.4467867G>TNA NA NA NA NA
Chr10 4502544 G A Chr10_4502544_G_AG_A SNP 12620.63 19 8 10 9 7 9 18 19 15 17 4 5 7 4 19 8 10 9 7 9 18 19 15 17 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902735protein_codingNA c.-3252C>T NA NA NA NA 2276
Chr10 4502544 G A Chr10_4502544_G_AG_A SNP 12620.63 19 8 10 9 7 9 18 19 15 17 4 5 7 4 19 8 10 9 7 9 18 19 15 17 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902738protein_codingNA c.-3252C>T NA NA NA NA 2657
Chr10 4502544 G A Chr10_4502544_G_AG_A SNP 12620.63 19 8 10 9 7 9 18 19 15 17 4 5 7 4 19 8 10 9 7 9 18 19 15 17 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902737protein_codingNA c.-3252C>T NA NA NA NA 2152
Chr10 4502544 G A Chr10_4502544_G_AG_A SNP 12620.63 19 8 10 9 7 9 18 19 15 17 4 5 7 4 19 8 10 9 7 9 18 19 15 17 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902736protein_codingNA c.-3252C>T NA NA NA NA 1983
Chr10 4502544 G A Chr10_4502544_G_AG_A SNP 12620.63 19 8 10 9 7 9 18 19 15 17 4 5 7 4 19 8 10 9 7 9 18 19 15 17 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6390-Pp3c10_6410Pp3c10_6390-Pp3c10_6410intergenic_regionPp3c10_6390-Pp3c10_6410NA NA n.4502544G>ANA NA NA NA NA
Chr10 4502546 TG T Chr10_4502546_TG_TTG_T INDEL 12296.59 19 7 10 10 7 9 18 19 15 17 4 5 7 4 19 7 10 10 7 9 18 19 15 17 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902735protein_codingNA c.-3255delC NA NA NA NA 2279
Chr10 4502546 TG T Chr10_4502546_TG_TTG_T INDEL 12296.59 19 7 10 10 7 9 18 19 15 17 4 5 7 4 19 7 10 10 7 9 18 19 15 17 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902738protein_codingNA c.-3255delC NA NA NA NA 2660
Chr10 4502546 TG T Chr10_4502546_TG_TTG_T INDEL 12296.59 19 7 10 10 7 9 18 19 15 17 4 5 7 4 19 7 10 10 7 9 18 19 15 17 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902737protein_codingNA c.-3255delC NA NA NA NA 2155
Chr10 4502546 TG T Chr10_4502546_TG_TTG_T INDEL 12296.59 19 7 10 10 7 9 18 19 15 17 4 5 7 4 19 7 10 10 7 9 18 19 15 17 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902736protein_codingNA c.-3255delC NA NA NA NA 1986
Chr10 4502546 TG T Chr10_4502546_TG_TTG_T INDEL 12296.59 19 7 10 10 7 9 18 19 15 17 4 5 7 4 19 7 10 10 7 9 18 19 15 17 4 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6390-Pp3c10_6410Pp3c10_6390-Pp3c10_6410intergenic_regionPp3c10_6390-Pp3c10_6410NA NA n.4502547delGNA NA NA NA NA
Chr10 4502548 TG T Chr10_4502548_TG_TTG_T INDEL 12386.59 18 7 10 10 7 9 18 19 15 17 4 5 7 5 18 7 10 10 7 9 18 19 15 17 4 5 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902735protein_codingNA c.-3257delC NA NA NA NA 2281
Chr10 4502548 TG T Chr10_4502548_TG_TTG_T INDEL 12386.59 18 7 10 10 7 9 18 19 15 17 4 5 7 5 18 7 10 10 7 9 18 19 15 17 4 5 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902738protein_codingNA c.-3257delC NA NA NA NA 2662
Chr10 4502548 TG T Chr10_4502548_TG_TTG_T INDEL 12386.59 18 7 10 10 7 9 18 19 15 17 4 5 7 5 18 7 10 10 7 9 18 19 15 17 4 5 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902737protein_codingNA c.-3257delC NA NA NA NA 2157
Chr10 4502548 TG T Chr10_4502548_TG_TTG_T INDEL 12386.59 18 7 10 10 7 9 18 19 15 17 4 5 7 5 18 7 10 10 7 9 18 19 15 17 4 5 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6390Pp3c10_6390transcript PAC:32902736protein_codingNA c.-3257delC NA NA NA NA 1988
Chr10 4502548 TG T Chr10_4502548_TG_TTG_T INDEL 12386.59 18 7 10 10 7 9 18 19 15 17 4 5 7 5 18 7 10 10 7 9 18 19 15 17 4 5 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6390-Pp3c10_6410Pp3c10_6390-Pp3c10_6410intergenic_regionPp3c10_6390-Pp3c10_6410NA NA n.4502549delGNA NA NA NA NA
Chr10 4534754 A AT Chr10_4534754_A_ATA_AT INDEL 20463.59 36 10 15 27 16 28 25 19 17 17 14 15 11 12 36 10 15 27 16 28 25 19 17 17 14 15 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6390-Pp3c10_6410Pp3c10_6390-Pp3c10_6410intergenic_regionPp3c10_6390-Pp3c10_6410NA NA n.4534754_4534755insTNA NA NA NA NA
Chr10 4534771 AC A Chr10_4534771_AC_AAC_A INDEL 22290.59 38 9 19 27 16 34 28 25 17 16 18 18 13 11 38 9 19 27 16 34 28 25 17 16 18 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6390-Pp3c10_6410Pp3c10_6390-Pp3c10_6410intergenic_regionPp3c10_6390-Pp3c10_6410NA NA n.4534772delCNA NA NA NA NA
Chr10 4534776 A AT Chr10_4534776_A_ATA_AT INDEL 22341.59 39 9 18 27 16 34 30 25 17 17 19 18 12 11 39 9 18 27 16 34 30 25 17 17 19 18 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6390-Pp3c10_6410Pp3c10_6390-Pp3c10_6410intergenic_regionPp3c10_6390-Pp3c10_6410NA NA n.4534776_4534777insTNA NA NA NA NA
Chr10 4571308 T A Chr10_4571308_T_AT_A SNP 6533.29 0 0 0 23 15 29 36 23 0 0 0 0 0 0 30 22 16 23 15 29 36 23 31 28 17 21 5 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_6440Pp3c10_6440transcript PAC:32902434protein_codingNA c.-2321A>T NA NA NA NA 2321
Chr10 4571308 T A Chr10_4571308_T_AT_A SNP 6533.29 0 0 0 23 15 29 36 23 0 0 0 0 0 0 30 22 16 23 15 29 36 23 31 28 17 21 5 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_6440Pp3c10_6440transcript PAC:32902435protein_codingNA c.-2321A>T NA NA NA NA 2321
Chr10 4571308 T A Chr10_4571308_T_AT_A SNP 6533.29 0 0 0 23 15 29 36 23 0 0 0 0 0 0 30 22 16 23 15 29 36 23 31 28 17 21 5 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_6440-Pp3c10_6460Pp3c10_6440-Pp3c10_6460intergenic_regionPp3c10_6440-Pp3c10_6460NA NA n.4571308T>ANA NA NA NA NA
Chr10 4573610 A G Chr10_4573610_A_GA_G SNP 5960.29 0 0 0 29 16 22 23 21 0 0 0 0 0 0 23 15 16 30 16 22 23 21 15 24 20 5 8 12 0 0 0 0.967 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_6440Pp3c10_6440transcript PAC:32902434protein_codingNA c.-4623T>C NA NA NA NA 4623
Chr10 4573610 A G Chr10_4573610_A_GA_G SNP 5960.29 0 0 0 29 16 22 23 21 0 0 0 0 0 0 23 15 16 30 16 22 23 21 15 24 20 5 8 12 0 0 0 0.967 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_6440Pp3c10_6440transcript PAC:32902435protein_codingNA c.-4623T>C NA NA NA NA 4623
Chr10 4573610 A G Chr10_4573610_A_GA_G SNP 5960.29 0 0 0 29 16 22 23 21 0 0 0 0 0 0 23 15 16 30 16 22 23 21 15 24 20 5 8 12 0 0 0 0.967 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_6440-Pp3c10_6460Pp3c10_6440-Pp3c10_6460intergenic_regionPp3c10_6440-Pp3c10_6460NA NA n.4573610A>GNA NA NA NA NA
Chr10 4574710 G C Chr10_4574710_G_CG_C SNP 5374.29 0 0 0 27 17 17 30 23 0 0 0 0 0 0 30 7 22 27 17 17 30 23 18 18 13 20 15 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_6440-Pp3c10_6460Pp3c10_6440-Pp3c10_6460intergenic_regionPp3c10_6440-Pp3c10_6460NA NA n.4574710G>CNA NA NA NA NA
Chr10 4685825 A AT Chr10_4685825_A_ATA_AT INDEL 15207.59 26 13 11 27 22 29 22 30 17 18 11 18 9 11 26 13 11 27 22 29 22 30 17 18 11 18 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6600-Pp3c10_6670Pp3c10_6600-Pp3c10_6670intergenic_regionPp3c10_6600-Pp3c10_6670NA NA n.4685825_4685826insTNA NA NA NA NA
Chr10 4692089 TC T Chr10_4692089_TC_TTC_T INDEL 10807.59 19 13 10 29 17 13 17 9 9 15 9 14 12 13 19 13 10 29 17 13 17 9 9 15 9 14 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6600-Pp3c10_6670Pp3c10_6600-Pp3c10_6670intergenic_regionPp3c10_6600-Pp3c10_6670NA NA n.4692090delCNA NA NA NA NA
Chr10 4696033 G A Chr10_4696033_G_AG_A SNP 17181.63 29 10 8 29 17 25 28 31 18 21 13 15 7 9 29 10 8 29 17 25 28 31 18 21 13 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6600-Pp3c10_6670Pp3c10_6600-Pp3c10_6670intergenic_regionPp3c10_6600-Pp3c10_6670NA NA n.4696033G>ANA NA NA NA NA
Chr10 4696035 G A Chr10_4696035_G_AG_A SNP 17260.63 29 10 8 29 17 25 28 33 18 21 14 15 7 9 29 10 8 29 17 25 28 33 18 21 14 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6600-Pp3c10_6670Pp3c10_6600-Pp3c10_6670intergenic_regionPp3c10_6600-Pp3c10_6670NA NA n.4696035G>ANA NA NA NA NA
Chr10 4696036 G A Chr10_4696036_G_AG_A SNP 17260.63 28 10 8 29 16 26 28 32 18 21 14 15 7 9 28 10 8 29 16 26 28 32 18 21 14 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6600-Pp3c10_6670Pp3c10_6600-Pp3c10_6670intergenic_regionPp3c10_6600-Pp3c10_6670NA NA n.4696036G>ANA NA NA NA NA
Chr10 4698626 T G Chr10_4698626_T_GT_G SNP 17039.63 20 15 22 27 14 31 25 21 18 20 7 17 10 14 20 15 23 27 14 31 25 21 18 20 7 17 10 14 1 1 0.957 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6600-Pp3c10_6670Pp3c10_6600-Pp3c10_6670intergenic_regionPp3c10_6600-Pp3c10_6670NA NA n.4698626T>GNA NA NA NA NA
Chr10 4698818 G A Chr10_4698818_G_AG_A SNP 16221.63 15 12 15 22 14 27 20 15 12 23 9 15 10 10 15 12 15 22 14 27 20 15 12 23 9 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6600-Pp3c10_6670Pp3c10_6600-Pp3c10_6670intergenic_regionPp3c10_6600-Pp3c10_6670NA NA n.4698818G>ANA NA NA NA NA
Chr10 4698843 G T Chr10_4698843_G_TG_T SNP 17015.63 17 10 17 22 13 26 19 17 14 22 11 14 9 9 17 10 17 22 13 26 19 17 14 22 11 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6600-Pp3c10_6670Pp3c10_6600-Pp3c10_6670intergenic_regionPp3c10_6600-Pp3c10_6670NA NA n.4698843G>TNA NA NA NA NA
Chr10 4698878 G T Chr10_4698878_G_TG_T SNP 15988.63 20 9 14 17 20 20 21 17 13 26 11 14 11 10 20 9 14 17 20 20 21 17 13 26 11 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6600-Pp3c10_6670Pp3c10_6600-Pp3c10_6670intergenic_regionPp3c10_6600-Pp3c10_6670NA NA n.4698878G>TNA NA NA NA NA
Chr10 4701231 C A Chr10_4701231_C_AC_A SNP 20147.63 23 13 21 25 16 21 35 26 28 23 8 15 8 17 23 13 21 25 16 21 35 26 28 23 8 15 8 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6600-Pp3c10_6670Pp3c10_6600-Pp3c10_6670intergenic_regionPp3c10_6600-Pp3c10_6670NA NA n.4701231C>ANA NA NA NA NA
Chr10 4701243 C A Chr10_4701243_C_AC_A SNP 19023.63 22 12 21 25 13 21 34 24 25 19 8 15 8 14 22 12 21 25 13 21 34 24 25 19 8 15 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6600-Pp3c10_6670Pp3c10_6600-Pp3c10_6670intergenic_regionPp3c10_6600-Pp3c10_6670NA NA n.4701243C>ANA NA NA NA NA
Chr10 4844790 G T Chr10_4844790_G_TG_T SNP 12104.63 24 14 5 22 12 10 18 19 22 10 12 10 13 9 24 14 5 22 12 10 18 19 22 10 12 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6980Pp3c10_6980transcript PAC:32899516protein_codingNA c.-3320C>A NA NA NA NA 1945
Chr10 4844790 G T Chr10_4844790_G_TG_T SNP 12104.63 24 14 5 22 12 10 18 19 22 10 12 10 13 9 24 14 5 22 12 10 18 19 22 10 12 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6980Pp3c10_6980transcript PAC:32899517protein_codingNA c.-3320C>A NA NA NA NA 1912
Chr10 4844790 G T Chr10_4844790_G_TG_T SNP 12104.63 24 14 5 22 12 10 18 19 22 10 12 10 13 9 24 14 5 22 12 10 18 19 22 10 12 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_6980Pp3c10_6980transcript PAC:32899518protein_codingNA c.-4795C>A NA NA NA NA 1945
Chr10 4844790 G T Chr10_4844790_G_TG_T SNP 12104.63 24 14 5 22 12 10 18 19 22 10 12 10 13 9 24 14 5 22 12 10 18 19 22 10 12 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_6980-Pp3c10_7010Pp3c10_6980-Pp3c10_7010intergenic_regionPp3c10_6980-Pp3c10_7010NA NA n.4844790G>TNA NA NA NA NA
Chr10 4878711 C CTA Chr10_4878711_C_CTAC_CTA INDEL 1808.24 1 1 0 6 9 10 16 13 0 0 0 0 0 0 12 4 13 6 9 11 17 13 11 7 8 5 5 4 0 0 0 1 1 0.909 0.941 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_7030-Pp3c10_7106Pp3c10_7030-Pp3c10_7106intergenic_regionPp3c10_7030-Pp3c10_7106NA NA n.4878711_4878712insTANA NA NA NA NA
Chr10 4951861 G T Chr10_4951861_G_TG_T SNP 3220.29 0 0 0 9 9 12 19 17 0 0 0 0 0 0 17 9 11 9 9 12 19 17 10 9 12 12 11 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_7170Pp3c10_7170transcript PAC:32902713protein_codingNA c.*965C>A NA NA NA NA 965
Chr10 4951861 G T Chr10_4951861_G_TG_T SNP 3220.29 0 0 0 9 9 12 19 17 0 0 0 0 0 0 17 9 11 9 9 12 19 17 10 9 12 12 11 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_7160-Pp3c10_7170Pp3c10_7160-Pp3c10_7170intergenic_regionPp3c10_7160-Pp3c10_7170NA NA n.4951861G>TNA NA NA NA NA
Chr10 4974519 T TTA Chr10_4974519_T_TTAT_TTA INDEL 4433.24 21 5 9 2 1 0 1 0 16 11 8 7 5 5 21 5 9 13 17 13 24 18 16 13 9 8 5 5 1 1 1 0.154 0 0 0 0 1 0.846 0.889 0.875 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c10_7230Pp3c10_7230transcript PAC:32901768protein_codingNA c.-4982_-4981insTANA NA NA NA 4966
Chr10 4974519 T TTA Chr10_4974519_T_TTAT_TTA INDEL 4433.24 21 5 9 2 1 0 1 0 16 11 8 7 5 5 21 5 9 13 17 13 24 18 16 13 9 8 5 5 1 1 1 0.154 0 0 0 0 1 0.846 0.889 0.875 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c10_7210-Pp3c10_7230Pp3c10_7210-Pp3c10_7230intergenic_regionPp3c10_7210-Pp3c10_7230NA NA n.4974519_4974520insTANA NA NA NA NA
Chr10 4994510 C CAT Chr10_4994510_C_CATC_CAT INDEL 1308.35 29 8 12 0 0 0 0 0 3 1 0 1 0 0 30 8 12 12 6 21 17 16 13 7 11 8 12 10 0.967 1 1 0 0 0 0 0 0.231 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c10_7267-Pp3c10_7300Pp3c10_7267-Pp3c10_7300intergenic_regionPp3c10_7267-Pp3c10_7300NA NA n.4994510_4994511insATNA NA NA NA NA
Chr10 5152158 GTA G Chr10_5152158_GTA_GGTA_G INDEL 2261.93 0 1 0 1 0 0 0 2 18 17 15 11 10 6 18 10 10 16 14 18 21 15 20 17 15 12 10 6 0 0 0 0 0 0 0 0.133 0.9 1 1 0.917 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c10_7580Pp3c10_7580transcript PAC:32900888protein_codingNA c.-3090_-3089delTANA NA NA NA 2819
Chr10 5152158 GTA G Chr10_5152158_GTA_GGTA_G INDEL 2261.93 0 1 0 1 0 0 0 2 18 17 15 11 10 6 18 10 10 16 14 18 21 15 20 17 15 12 10 6 0 0 0 0 0 0 0 0.133 0.9 1 1 0.917 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c10_7580Pp3c10_7580transcript PAC:32900891protein_codingNA c.-3090_-3089delTANA NA NA NA 2820
Chr10 5152158 GTA G Chr10_5152158_GTA_GGTA_G INDEL 2261.93 0 1 0 1 0 0 0 2 18 17 15 11 10 6 18 10 10 16 14 18 21 15 20 17 15 12 10 6 0 0 0 0 0 0 0 0.133 0.9 1 1 0.917 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c10_7580Pp3c10_7580transcript PAC:32900892protein_codingNA c.-3438_-3437delTANA NA NA NA 3400
Chr10 5152158 GTA G Chr10_5152158_GTA_GGTA_G INDEL 2261.93 0 1 0 1 0 0 0 2 18 17 15 11 10 6 18 10 10 16 14 18 21 15 20 17 15 12 10 6 0 0 0 0 0 0 0 0.133 0.9 1 1 0.917 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c10_7580Pp3c10_7580transcript PAC:32900896protein_codingNA c.-3438_-3437delTANA NA NA NA 3400
Chr10 5152158 GTA G Chr10_5152158_GTA_GGTA_G INDEL 2261.93 0 1 0 1 0 0 0 2 18 17 15 11 10 6 18 10 10 16 14 18 21 15 20 17 15 12 10 6 0 0 0 0 0 0 0 0.133 0.9 1 1 0.917 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c10_7580Pp3c10_7580transcript PAC:32900895protein_codingNA c.-3090_-3089delTANA NA NA NA 2830
Chr10 5152158 GTA G Chr10_5152158_GTA_GGTA_G INDEL 2261.93 0 1 0 1 0 0 0 2 18 17 15 11 10 6 18 10 10 16 14 18 21 15 20 17 15 12 10 6 0 0 0 0 0 0 0 0.133 0.9 1 1 0.917 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c10_7580Pp3c10_7580transcript PAC:32900890protein_codingNA c.-3090_-3089delTANA NA NA NA 2819
Chr10 5152158 GTA G Chr10_5152158_GTA_GGTA_G INDEL 2261.93 0 1 0 1 0 0 0 2 18 17 15 11 10 6 18 10 10 16 14 18 21 15 20 17 15 12 10 6 0 0 0 0 0 0 0 0.133 0.9 1 1 0.917 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c10_7580Pp3c10_7580transcript PAC:32900893protein_codingNA c.-3309_-3308delTANA NA NA NA 2819
Chr10 5152158 GTA G Chr10_5152158_GTA_GGTA_G INDEL 2261.93 0 1 0 1 0 0 0 2 18 17 15 11 10 6 18 10 10 16 14 18 21 15 20 17 15 12 10 6 0 0 0 0 0 0 0 0.133 0.9 1 1 0.917 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c10_7580Pp3c10_7580transcript PAC:32900894protein_codingNA c.-3309_-3308delTANA NA NA NA 2819
Chr10 5152158 GTA G Chr10_5152158_GTA_GGTA_G INDEL 2261.93 0 1 0 1 0 0 0 2 18 17 15 11 10 6 18 10 10 16 14 18 21 15 20 17 15 12 10 6 0 0 0 0 0 0 0 0.133 0.9 1 1 0.917 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c10_7580Pp3c10_7580transcript PAC:32900889protein_codingNA c.-3090_-3089delTANA NA NA NA 2627
Chr10 5152158 GTA G Chr10_5152158_GTA_GGTA_G INDEL 2261.93 0 1 0 1 0 0 0 2 18 17 15 11 10 6 18 10 10 16 14 18 21 15 20 17 15 12 10 6 0 0 0 0 0 0 0 0.133 0.9 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c10_7600Pp3c10_7600transcript PAC:32902553protein_codingNA c.*3351_*3352delTANA NA NA NA 3352
Chr10 5152158 GTA G Chr10_5152158_GTA_GGTA_G INDEL 2261.93 0 1 0 1 0 0 0 2 18 17 15 11 10 6 18 10 10 16 14 18 21 15 20 17 15 12 10 6 0 0 0 0 0 0 0 0.133 0.9 1 1 0.917 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c10_7580-Pp3c10_7600Pp3c10_7580-Pp3c10_7600intergenic_regionPp3c10_7580-Pp3c10_7600NA NA n.5152159_5152160delTANA NA NA NA NA
Chr10 5384161 C A Chr10_5384161_C_AC_A SNP 18356.63 28 11 22 26 17 19 27 14 21 28 15 12 14 13 28 11 22 26 17 19 27 14 21 28 15 12 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_8090-Pp3c10_8110Pp3c10_8090-Pp3c10_8110intergenic_regionPp3c10_8090-Pp3c10_8110NA NA n.5384161C>ANA NA NA NA NA
Chr10 5384280 C A Chr10_5384280_C_AC_A SNP 15975.63 21 4 12 25 14 39 17 17 21 20 12 14 12 12 21 4 12 25 14 39 17 17 21 20 12 14 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_8090-Pp3c10_8110Pp3c10_8090-Pp3c10_8110intergenic_regionPp3c10_8090-Pp3c10_8110NA NA n.5384280C>ANA NA NA NA NA
Chr10 5384469 AC A Chr10_5384469_AC_AAC_A INDEL 13994.59 21 4 8 17 17 34 25 19 19 28 12 11 13 9 21 4 8 17 17 34 25 19 19 28 12 11 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_8090-Pp3c10_8110Pp3c10_8090-Pp3c10_8110intergenic_regionPp3c10_8090-Pp3c10_8110NA NA n.5384470delCNA NA NA NA NA
Chr10 5384539 C T Chr10_5384539_C_TC_T SNP 21375.63 23 8 15 23 29 41 26 34 27 32 15 19 12 15 23 8 15 23 29 41 26 34 27 32 15 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_8090-Pp3c10_8110Pp3c10_8090-Pp3c10_8110intergenic_regionPp3c10_8090-Pp3c10_8110NA NA n.5384539C>TNA NA NA NA NA
Chr10 5438000 G A Chr10_5438000_G_AG_A SNP 3928.29 0 0 0 21 8 17 26 11 0 0 0 0 0 0 17 6 6 21 8 17 26 11 12 15 4 4 9 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_8120-Pp3c10_8190Pp3c10_8120-Pp3c10_8190intergenic_regionPp3c10_8120-Pp3c10_8190NA NA n.5438000G>ANA NA NA NA NA
Chr10 5595566 G GTA Chr10_5595566_G_GTAG_GTA INDEL 8111.59 25 8 8 14 7 14 21 17 15 16 8 7 6 7 25 9 8 16 7 14 21 17 15 16 8 7 6 8 1 0.889 1 0.875 1 1 1 1 1 1 1 1 1 0.875 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_8450Pp3c10_8450transcript PAC:32901373protein_codingNA c.*1557_*1558insTANA NA NA NA 785
Chr10 5595566 G GTA Chr10_5595566_G_GTAG_GTA INDEL 8111.59 25 8 8 14 7 14 21 17 15 16 8 7 6 7 25 9 8 16 7 14 21 17 15 16 8 7 6 8 1 0.889 1 0.875 1 1 1 1 1 1 1 1 1 0.875 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_8450Pp3c10_8450transcript PAC:32901374protein_codingNA c.*1557_*1558insTANA NA NA NA 714
Chr10 5595566 G GTA Chr10_5595566_G_GTAG_GTA INDEL 8111.59 25 8 8 14 7 14 21 17 15 16 8 7 6 7 25 9 8 16 7 14 21 17 15 16 8 7 6 8 1 0.889 1 0.875 1 1 1 1 1 1 1 1 1 0.875 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_8450-Pp3c10_8460Pp3c10_8450-Pp3c10_8460intergenic_regionPp3c10_8450-Pp3c10_8460NA NA n.5595566_5595567insTANA NA NA NA NA
Chr10 5698141 T C Chr10_5698141_T_CT_C SNP 16194.63 21 13 11 15 20 26 23 22 25 24 24 16 7 8 21 13 11 15 20 26 24 22 25 24 24 16 7 8 1 1 1 1 1 1 0.958 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_8540-Pp3c10_8570Pp3c10_8540-Pp3c10_8570intergenic_regionPp3c10_8540-Pp3c10_8570NA NA n.5698141T>CNA NA NA NA NA
Chr10 5754327 G A Chr10_5754327_G_AG_A SNP 18947.63 24 11 18 18 21 34 30 23 19 25 20 12 13 16 24 11 18 18 21 34 30 23 19 25 20 12 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_8580-Pp3c10_8620Pp3c10_8580-Pp3c10_8620intergenic_regionPp3c10_8580-Pp3c10_8620NA NA n.5754327G>ANA NA NA NA NA
Chr10 6111488 C CT Chr10_6111488_C_CTC_CT INDEL 15664.59 31 20 16 25 18 28 24 23 18 14 16 15 10 11 31 20 16 25 18 28 24 23 18 14 16 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9120Pp3c10_9120transcript PAC:32899843protein_codingNA c.-3537_-3536insTNA NA NA NA 3434
Chr10 6111488 C CT Chr10_6111488_C_CTC_CT INDEL 15664.59 31 20 16 25 18 28 24 23 18 14 16 15 10 11 31 20 16 25 18 28 24 23 18 14 16 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9120Pp3c10_9120transcript PAC:32899845protein_codingNA c.-2875_-2874insTNA NA NA NA 2717
Chr10 6111488 C CT Chr10_6111488_C_CTC_CT INDEL 15664.59 31 20 16 25 18 28 24 23 18 14 16 15 10 11 31 20 16 25 18 28 24 23 18 14 16 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9120Pp3c10_9120transcript PAC:32899844protein_codingNA c.-3537_-3536insTNA NA NA NA 2940
Chr10 6111488 C CT Chr10_6111488_C_CTC_CT INDEL 15664.59 31 20 16 25 18 28 24 23 18 14 16 15 10 11 31 20 16 25 18 28 24 23 18 14 16 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9100Pp3c10_9100transcript PAC:32901399protein_codingNA c.*2291_*2292insANA NA NA NA 1717
Chr10 6111488 C CT Chr10_6111488_C_CTC_CT INDEL 15664.59 31 20 16 25 18 28 24 23 18 14 16 15 10 11 31 20 16 25 18 28 24 23 18 14 16 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9070-Pp3c10_9100Pp3c10_9070-Pp3c10_9100intergenic_regionPp3c10_9070-Pp3c10_9100NA NA n.6111488_6111489insTNA NA NA NA NA
Chr10 6128516 G C Chr10_6128516_G_CG_C SNP 2267.39 28 11 16 0 0 0 0 0 0 0 0 0 0 0 28 11 16 27 23 30 44 23 29 18 9 25 7 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c10_9140-Pp3c10_9270Pp3c10_9140-Pp3c10_9270intergenic_regionPp3c10_9140-Pp3c10_9270NA NA n.6128516G>CNA NA NA NA NA
Chr10 6193432 T TG Chr10_6193432_T_TGT_TG INDEL 6625.59 12 7 5 17 9 8 6 14 7 8 9 5 8 7 12 7 5 17 9 8 6 14 7 8 9 5 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9140-Pp3c10_9270Pp3c10_9140-Pp3c10_9270intergenic_regionPp3c10_9140-Pp3c10_9270NA NA n.6193432_6193433insGNA NA NA NA NA
Chr10 6215024 T C Chr10_6215024_T_CT_C SNP 17896.63 32 19 12 32 16 23 15 29 16 25 15 20 6 11 32 19 12 32 16 23 15 29 16 25 15 20 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9270-Pp3c10_9290Pp3c10_9270-Pp3c10_9290intergenic_regionPp3c10_9270-Pp3c10_9290NA NA n.6215024T>CNA NA NA NA NA
Chr10 6294760 C T Chr10_6294760_C_TC_T SNP 13115.63 21 8 13 15 16 17 21 21 18 19 9 8 9 7 21 8 13 15 16 17 21 21 18 19 9 8 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9370-Pp3c10_9400Pp3c10_9370-Pp3c10_9400intergenic_regionPp3c10_9370-Pp3c10_9400NA NA n.6294760C>TNA NA NA NA NA
Chr10 6380458 A AT Chr10_6380458_A_ATA_AT INDEL 18319.59 24 15 10 22 15 32 25 24 16 26 16 11 8 8 24 15 10 22 15 32 25 24 16 26 16 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9500Pp3c10_9500transcript PAC:32900242protein_codingNA c.*4195_*4196insTNA NA NA NA 3337
Chr10 6380458 A AT Chr10_6380458_A_ATA_AT INDEL 18319.59 24 15 10 22 15 32 25 24 16 26 16 11 8 8 24 15 10 22 15 32 25 24 16 26 16 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9503Pp3c10_9503transcript PAC:32899729protein_codingNA c.*1822_*1823insTNA NA NA NA 1823
Chr10 6380458 A AT Chr10_6380458_A_ATA_AT INDEL 18319.59 24 15 10 22 15 32 25 24 16 26 16 11 8 8 24 15 10 22 15 32 25 24 16 26 16 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9500Pp3c10_9500transcript PAC:32900243protein_codingNA c.*4195_*4196insTNA NA NA NA 3337
Chr10 6380458 A AT Chr10_6380458_A_ATA_AT INDEL 18319.59 24 15 10 22 15 32 25 24 16 26 16 11 8 8 24 15 10 22 15 32 25 24 16 26 16 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9500Pp3c10_9500transcript PAC:32900244protein_codingNA c.*4195_*4196insTNA NA NA NA 3337
Chr10 6380458 A AT Chr10_6380458_A_ATA_AT INDEL 18319.59 24 15 10 22 15 32 25 24 16 26 16 11 8 8 24 15 10 22 15 32 25 24 16 26 16 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9503-Pp3c10_9510Pp3c10_9503-Pp3c10_9510intergenic_regionPp3c10_9503-Pp3c10_9510NA NA n.6380458_6380459insTNA NA NA NA NA
Chr10 6380471 G GT Chr10_6380471_G_GTG_GT INDEL 18843.59 24 14 8 25 20 34 30 24 17 24 19 9 7 8 24 14 8 25 20 34 30 24 17 24 19 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9500Pp3c10_9500transcript PAC:32900242protein_codingNA c.*4208_*4209insTNA NA NA NA 3350
Chr10 6380471 G GT Chr10_6380471_G_GTG_GT INDEL 18843.59 24 14 8 25 20 34 30 24 17 24 19 9 7 8 24 14 8 25 20 34 30 24 17 24 19 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9503Pp3c10_9503transcript PAC:32899729protein_codingNA c.*1835_*1836insTNA NA NA NA 1836
Chr10 6380471 G GT Chr10_6380471_G_GTG_GT INDEL 18843.59 24 14 8 25 20 34 30 24 17 24 19 9 7 8 24 14 8 25 20 34 30 24 17 24 19 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9500Pp3c10_9500transcript PAC:32900243protein_codingNA c.*4208_*4209insTNA NA NA NA 3350
Chr10 6380471 G GT Chr10_6380471_G_GTG_GT INDEL 18843.59 24 14 8 25 20 34 30 24 17 24 19 9 7 8 24 14 8 25 20 34 30 24 17 24 19 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9500Pp3c10_9500transcript PAC:32900244protein_codingNA c.*4208_*4209insTNA NA NA NA 3350
Chr10 6380471 G GT Chr10_6380471_G_GTG_GT INDEL 18843.59 24 14 8 25 20 34 30 24 17 24 19 9 7 8 24 14 8 25 20 34 30 24 17 24 19 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9503-Pp3c10_9510Pp3c10_9503-Pp3c10_9510intergenic_regionPp3c10_9503-Pp3c10_9510NA NA n.6380471_6380472insTNA NA NA NA NA
Chr10 6382664 AT A Chr10_6382664_AT_AAT_A INDEL 9626.59 14 11 14 23 14 17 20 15 17 13 12 8 8 6 14 11 14 23 14 17 20 15 17 13 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9503Pp3c10_9503transcript PAC:32899729protein_codingNA c.*4029delT NA NA NA NA 4029
Chr10 6382664 AT A Chr10_6382664_AT_AAT_A INDEL 9626.59 14 11 14 23 14 17 20 15 17 13 12 8 8 6 14 11 14 23 14 17 20 15 17 13 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9503-Pp3c10_9510Pp3c10_9503-Pp3c10_9510intergenic_regionPp3c10_9503-Pp3c10_9510NA NA n.6382665delTNA NA NA NA NA
Chr10 6382702 T A Chr10_6382702_T_AT_A SNP 11140.63 14 8 10 19 14 16 14 13 11 12 9 5 7 5 14 8 10 19 14 16 14 13 11 12 9 5 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9503Pp3c10_9503transcript PAC:32899729protein_codingNA c.*4066T>A NA NA NA NA 4066
Chr10 6382702 T A Chr10_6382702_T_AT_A SNP 11140.63 14 8 10 19 14 16 14 13 11 12 9 5 7 5 14 8 10 19 14 16 14 13 11 12 9 5 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9503-Pp3c10_9510Pp3c10_9503-Pp3c10_9510intergenic_regionPp3c10_9503-Pp3c10_9510NA NA n.6382702T>ANA NA NA NA NA
Chr10 6382704 G T Chr10_6382704_G_TG_T SNP 11500.63 14 8 10 19 14 17 15 13 11 11 9 5 6 6 14 8 10 19 14 17 15 13 11 11 9 5 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9503Pp3c10_9503transcript PAC:32899729protein_codingNA c.*4068G>T NA NA NA NA 4068
Chr10 6382704 G T Chr10_6382704_G_TG_T SNP 11500.63 14 8 10 19 14 17 15 13 11 11 9 5 6 6 14 8 10 19 14 17 15 13 11 11 9 5 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9503-Pp3c10_9510Pp3c10_9503-Pp3c10_9510intergenic_regionPp3c10_9503-Pp3c10_9510NA NA n.6382704G>TNA NA NA NA NA
Chr10 6382726 TG T Chr10_6382726_TG_TTG_T INDEL 11666.59 19 8 14 16 17 15 11 10 8 14 5 4 10 6 19 8 14 16 17 15 11 10 8 14 5 4 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9503Pp3c10_9503transcript PAC:32899729protein_codingNA c.*4091delG NA NA NA NA 4091
Chr10 6382726 TG T Chr10_6382726_TG_TTG_T INDEL 11666.59 19 8 14 16 17 15 11 10 8 14 5 4 10 6 19 8 14 16 17 15 11 10 8 14 5 4 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9503-Pp3c10_9510Pp3c10_9503-Pp3c10_9510intergenic_regionPp3c10_9503-Pp3c10_9510NA NA n.6382727delGNA NA NA NA NA
Chr10 6382728 G T Chr10_6382728_G_TG_T SNP 11596.63 19 8 14 16 17 15 11 11 8 14 6 4 10 7 19 8 14 16 17 15 11 11 8 14 6 4 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9503Pp3c10_9503transcript PAC:32899729protein_codingNA c.*4092G>T NA NA NA NA 4092
Chr10 6382728 G T Chr10_6382728_G_TG_T SNP 11596.63 19 8 14 16 17 15 11 11 8 14 6 4 10 7 19 8 14 16 17 15 11 11 8 14 6 4 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9503-Pp3c10_9510Pp3c10_9503-Pp3c10_9510intergenic_regionPp3c10_9503-Pp3c10_9510NA NA n.6382728G>TNA NA NA NA NA
Chr10 6382734 G T Chr10_6382734_G_TG_T SNP 11551.63 19 7 14 17 17 15 9 11 8 13 5 4 10 6 19 7 14 17 17 15 9 11 8 13 5 4 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9503Pp3c10_9503transcript PAC:32899729protein_codingNA c.*4098G>T NA NA NA NA 4098
Chr10 6382734 G T Chr10_6382734_G_TG_T SNP 11551.63 19 7 14 17 17 15 9 11 8 13 5 4 10 6 19 7 14 17 17 15 9 11 8 13 5 4 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9503-Pp3c10_9510Pp3c10_9503-Pp3c10_9510intergenic_regionPp3c10_9503-Pp3c10_9510NA NA n.6382734G>TNA NA NA NA NA
Chr10 6382739 G T Chr10_6382739_G_TG_T SNP 11762.63 18 7 15 15 16 16 9 11 9 16 5 4 11 7 18 7 15 15 16 16 9 11 9 16 5 4 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9503Pp3c10_9503transcript PAC:32899729protein_codingNA c.*4103G>T NA NA NA NA 4103
Chr10 6382739 G T Chr10_6382739_G_TG_T SNP 11762.63 18 7 15 15 16 16 9 11 9 16 5 4 11 7 18 7 15 15 16 16 9 11 9 16 5 4 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9503-Pp3c10_9510Pp3c10_9503-Pp3c10_9510intergenic_regionPp3c10_9503-Pp3c10_9510NA NA n.6382739G>TNA NA NA NA NA
Chr10 6382745 C A Chr10_6382745_C_AC_A SNP 11712.63 19 7 13 16 19 14 10 10 11 16 5 4 10 8 19 7 13 16 19 14 10 10 11 16 5 4 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9503Pp3c10_9503transcript PAC:32899729protein_codingNA c.*4109C>A NA NA NA NA 4109
Chr10 6382745 C A Chr10_6382745_C_AC_A SNP 11712.63 19 7 13 16 19 14 10 10 11 16 5 4 10 8 19 7 13 16 19 14 10 10 11 16 5 4 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9503-Pp3c10_9510Pp3c10_9503-Pp3c10_9510intergenic_regionPp3c10_9503-Pp3c10_9510NA NA n.6382745C>ANA NA NA NA NA
Chr10 6382809 G T Chr10_6382809_G_TG_T SNP 19372.63 27 10 16 25 28 22 24 30 21 21 23 13 12 17 27 10 16 25 28 22 24 30 21 21 23 13 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_9503Pp3c10_9503transcript PAC:32899729protein_codingNA c.*4173G>T NA NA NA NA 4173
Chr10 6382809 G T Chr10_6382809_G_TG_T SNP 19372.63 27 10 16 25 28 22 24 30 21 21 23 13 12 17 27 10 16 25 28 22 24 30 21 21 23 13 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9503-Pp3c10_9510Pp3c10_9503-Pp3c10_9510intergenic_regionPp3c10_9503-Pp3c10_9510NA NA n.6382809G>TNA NA NA NA NA
Chr10 6427739 AC A Chr10_6427739_AC_AAC_A INDEL 16573.59 32 16 19 26 25 33 37 21 15 43 9 17 7 9 32 16 19 26 25 33 37 21 15 43 9 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9620Pp3c10_9620transcript PAC:32899390protein_codingNA c.-3911delG NA NA NA NA 3648
Chr10 6427739 AC A Chr10_6427739_AC_AAC_A INDEL 16573.59 32 16 19 26 25 33 37 21 15 43 9 17 7 9 32 16 19 26 25 33 37 21 15 43 9 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9630Pp3c10_9630transcript PAC:32900471protein_codingNA c.-1077delG NA NA NA NA 766
Chr10 6427739 AC A Chr10_6427739_AC_AAC_A INDEL 16573.59 32 16 19 26 25 33 37 21 15 43 9 17 7 9 32 16 19 26 25 33 37 21 15 43 9 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9620Pp3c10_9620transcript PAC:32899391protein_codingNA c.-3911delG NA NA NA NA 3659
Chr10 6427739 AC A Chr10_6427739_AC_AAC_A INDEL 16573.59 32 16 19 26 25 33 37 21 15 43 9 17 7 9 32 16 19 26 25 33 37 21 15 43 9 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9630Pp3c10_9630transcript PAC:32900472protein_codingNA c.-1077delG NA NA NA NA 560
Chr10 6427739 AC A Chr10_6427739_AC_AAC_A INDEL 16573.59 32 16 19 26 25 33 37 21 15 43 9 17 7 9 32 16 19 26 25 33 37 21 15 43 9 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9630-Pp3c10_9670Pp3c10_9630-Pp3c10_9670intergenic_regionPp3c10_9630-Pp3c10_9670NA NA n.6427740delCNA NA NA NA NA



Chr10 6427848 G T Chr10_6427848_G_TG_T SNP 21610.63 44 21 12 30 25 31 40 27 17 28 15 13 12 10 44 21 12 30 25 31 40 27 17 28 15 13 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9620Pp3c10_9620transcript PAC:32899390protein_codingNA c.-4019C>A NA NA NA NA 3756
Chr10 6427848 G T Chr10_6427848_G_TG_T SNP 21610.63 44 21 12 30 25 31 40 27 17 28 15 13 12 10 44 21 12 30 25 31 40 27 17 28 15 13 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9630Pp3c10_9630transcript PAC:32900471protein_codingNA c.-1185C>A NA NA NA NA 874
Chr10 6427848 G T Chr10_6427848_G_TG_T SNP 21610.63 44 21 12 30 25 31 40 27 17 28 15 13 12 10 44 21 12 30 25 31 40 27 17 28 15 13 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9620Pp3c10_9620transcript PAC:32899391protein_codingNA c.-4019C>A NA NA NA NA 3767
Chr10 6427848 G T Chr10_6427848_G_TG_T SNP 21610.63 44 21 12 30 25 31 40 27 17 28 15 13 12 10 44 21 12 30 25 31 40 27 17 28 15 13 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9630Pp3c10_9630transcript PAC:32900472protein_codingNA c.-1185C>A NA NA NA NA 668
Chr10 6427848 G T Chr10_6427848_G_TG_T SNP 21610.63 44 21 12 30 25 31 40 27 17 28 15 13 12 10 44 21 12 30 25 31 40 27 17 28 15 13 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9630-Pp3c10_9670Pp3c10_9630-Pp3c10_9670intergenic_regionPp3c10_9630-Pp3c10_9670NA NA n.6427848G>TNA NA NA NA NA
Chr10 6427855 G A Chr10_6427855_G_AG_A SNP 21870.63 44 17 10 29 23 31 40 28 19 29 15 14 13 10 44 17 10 29 23 31 40 28 19 29 15 14 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9620Pp3c10_9620transcript PAC:32899390protein_codingNA c.-4026C>T NA NA NA NA 3763
Chr10 6427855 G A Chr10_6427855_G_AG_A SNP 21870.63 44 17 10 29 23 31 40 28 19 29 15 14 13 10 44 17 10 29 23 31 40 28 19 29 15 14 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9630Pp3c10_9630transcript PAC:32900471protein_codingNA c.-1192C>T NA NA NA NA 881
Chr10 6427855 G A Chr10_6427855_G_AG_A SNP 21870.63 44 17 10 29 23 31 40 28 19 29 15 14 13 10 44 17 10 29 23 31 40 28 19 29 15 14 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9620Pp3c10_9620transcript PAC:32899391protein_codingNA c.-4026C>T NA NA NA NA 3774
Chr10 6427855 G A Chr10_6427855_G_AG_A SNP 21870.63 44 17 10 29 23 31 40 28 19 29 15 14 13 10 44 17 10 29 23 31 40 28 19 29 15 14 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9630Pp3c10_9630transcript PAC:32900472protein_codingNA c.-1192C>T NA NA NA NA 675
Chr10 6427855 G A Chr10_6427855_G_AG_A SNP 21870.63 44 17 10 29 23 31 40 28 19 29 15 14 13 10 44 17 10 29 23 31 40 28 19 29 15 14 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9630-Pp3c10_9670Pp3c10_9630-Pp3c10_9670intergenic_regionPp3c10_9630-Pp3c10_9670NA NA n.6427855G>ANA NA NA NA NA
Chr10 6427920 G C Chr10_6427920_G_CG_C SNP 19978.63 40 20 15 22 19 35 27 23 27 29 13 18 11 13 40 20 15 22 19 35 27 23 27 29 13 18 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9620Pp3c10_9620transcript PAC:32899390protein_codingNA c.-4091C>G NA NA NA NA 3828
Chr10 6427920 G C Chr10_6427920_G_CG_C SNP 19978.63 40 20 15 22 19 35 27 23 27 29 13 18 11 13 40 20 15 22 19 35 27 23 27 29 13 18 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9630Pp3c10_9630transcript PAC:32900471protein_codingNA c.-1257C>G NA NA NA NA 946
Chr10 6427920 G C Chr10_6427920_G_CG_C SNP 19978.63 40 20 15 22 19 35 27 23 27 29 13 18 11 13 40 20 15 22 19 35 27 23 27 29 13 18 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9620Pp3c10_9620transcript PAC:32899391protein_codingNA c.-4091C>G NA NA NA NA 3839
Chr10 6427920 G C Chr10_6427920_G_CG_C SNP 19978.63 40 20 15 22 19 35 27 23 27 29 13 18 11 13 40 20 15 22 19 35 27 23 27 29 13 18 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_9630Pp3c10_9630transcript PAC:32900472protein_codingNA c.-1257C>G NA NA NA NA 740
Chr10 6427920 G C Chr10_6427920_G_CG_C SNP 19978.63 40 20 15 22 19 35 27 23 27 29 13 18 11 13 40 20 15 22 19 35 27 23 27 29 13 18 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9630-Pp3c10_9670Pp3c10_9630-Pp3c10_9670intergenic_regionPp3c10_9630-Pp3c10_9670NA NA n.6427920G>CNA NA NA NA NA
Chr10 6696789 AT A Chr10_6696789_AT_AAT_A INDEL 14159.59 23 16 18 41 29 30 16 19 24 17 20 12 8 11 23 16 18 41 29 30 16 19 24 17 21 12 8 11 1 1 1 1 1 1 1 1 1 1 0.952 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9990-Pp3c10_10040Pp3c10_9990-Pp3c10_10040intergenic_regionPp3c10_9990-Pp3c10_10040NA NA n.6696790delTNA NA NA NA NA
Chr10 6696819 T A Chr10_6696819_T_AT_A SNP 19361.63 22 18 17 39 32 30 19 20 18 20 16 13 7 12 22 18 17 39 32 30 19 20 18 20 16 13 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_9990-Pp3c10_10040Pp3c10_9990-Pp3c10_10040intergenic_regionPp3c10_9990-Pp3c10_10040NA NA n.6696819T>ANA NA NA NA NA
Chr10 6786519 T TA Chr10_6786519_T_TAT_TA INDEL 15129.59 20 14 15 21 19 20 24 19 13 13 7 12 4 7 20 14 15 21 19 20 24 19 13 13 7 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_10100-Pp3c10_10130Pp3c10_10100-Pp3c10_10130intergenic_regionPp3c10_10100-Pp3c10_10130NA NA n.6786519_6786520insANA NA NA NA NA
Chr10 6786540 A AT Chr10_6786540_A_ATA_AT INDEL 15630.59 22 13 15 26 18 19 29 21 14 15 8 9 4 6 22 13 15 26 18 19 29 21 14 15 8 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_10100-Pp3c10_10130Pp3c10_10100-Pp3c10_10130intergenic_regionPp3c10_10100-Pp3c10_10130NA NA n.6786540_6786541insTNA NA NA NA NA
Chr10 6797345 C G Chr10_6797345_C_GC_G SNP 22059.63 30 13 24 31 33 35 36 21 27 26 18 26 7 9 30 13 24 31 33 35 36 21 27 26 18 26 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_10100-Pp3c10_10130Pp3c10_10100-Pp3c10_10130intergenic_regionPp3c10_10100-Pp3c10_10130NA NA n.6797345C>GNA NA NA NA NA
Chr10 6797353 G T Chr10_6797353_G_TG_T SNP 22473.63 32 14 25 27 33 35 38 22 26 25 17 22 9 10 32 14 25 27 33 35 38 22 26 25 17 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_10100-Pp3c10_10130Pp3c10_10100-Pp3c10_10130intergenic_regionPp3c10_10100-Pp3c10_10130NA NA n.6797353G>TNA NA NA NA NA
Chr10 6797355 T C Chr10_6797355_T_CT_C SNP 22441.63 32 13 25 27 33 33 38 22 25 25 17 20 10 10 32 13 25 27 33 33 38 22 25 25 17 20 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_10100-Pp3c10_10130Pp3c10_10100-Pp3c10_10130intergenic_regionPp3c10_10100-Pp3c10_10130NA NA n.6797355T>CNA NA NA NA NA
Chr10 6797357 A C Chr10_6797357_A_CA_C SNP 21946.63 32 13 25 27 34 33 38 22 27 24 17 20 10 9 32 13 25 27 34 33 38 22 27 24 17 20 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_10100-Pp3c10_10130Pp3c10_10100-Pp3c10_10130intergenic_regionPp3c10_10100-Pp3c10_10130NA NA n.6797357A>CNA NA NA NA NA
Chr10 6845301 C CTA Chr10_6845301_C_CTAC_CTA INDEL 2244.24 0 0 1 14 10 14 16 10 0 0 2 0 0 2 19 15 15 14 10 14 17 10 5 10 16 12 5 7 0 0 0 1 1 1 0.941 1 0 0 0.125 0 0 0.286 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c10_10170Pp3c10_10170transcript PAC:32900671protein_codingNA c.*4733_*4734insTANA NA NA NA 3312
Chr10 6845301 C CTA Chr10_6845301_C_CTAC_CTA INDEL 2244.24 0 0 1 14 10 14 16 10 0 0 2 0 0 2 19 15 15 14 10 14 17 10 5 10 16 12 5 7 0 0 0 1 1 1 0.941 1 0 0 0.125 0 0 0.286 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c10_10130-Pp3c10_10170Pp3c10_10130-Pp3c10_10170intergenic_regionPp3c10_10130-Pp3c10_10170NA NA n.6845301_6845302insTANA NA NA NA NA
Chr10 6922126 TA T Chr10_6922126_TA_TTA_T INDEL 15727.59 31 14 15 30 15 27 26 17 15 19 20 32 10 14 31 14 15 30 15 27 26 17 15 19 20 32 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_10290Pp3c10_10290transcript PAC:32899935protein_codingNA c.*5288delA NA NA NA NA 4604
Chr10 6922126 TA T Chr10_6922126_TA_TTA_T INDEL 15727.59 31 14 15 30 15 27 26 17 15 19 20 32 10 14 31 14 15 30 15 27 26 17 15 19 20 32 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_10296Pp3c10_10296transcript PAC:32899603protein_codingNA c.*1005delA NA NA NA NA 1005
Chr10 6922126 TA T Chr10_6922126_TA_TTA_T INDEL 15727.59 31 14 15 30 15 27 26 17 15 19 20 32 10 14 31 14 15 30 15 27 26 17 15 19 20 32 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_10296-Pp3c10_10414Pp3c10_10296-Pp3c10_10414intergenic_regionPp3c10_10296-Pp3c10_10414NA NA n.6922127delANA NA NA NA NA
Chr10 6922155 TA T Chr10_6922155_TA_TTA_T INDEL 14579.59 32 10 14 27 15 32 27 18 15 17 16 27 8 13 32 10 14 27 15 32 27 18 15 17 16 27 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_10290Pp3c10_10290transcript PAC:32899935protein_codingNA c.*5317delA NA NA NA NA 4633
Chr10 6922155 TA T Chr10_6922155_TA_TTA_T INDEL 14579.59 32 10 14 27 15 32 27 18 15 17 16 27 8 13 32 10 14 27 15 32 27 18 15 17 16 27 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_10296Pp3c10_10296transcript PAC:32899603protein_codingNA c.*1034delA NA NA NA NA 1034
Chr10 6922155 TA T Chr10_6922155_TA_TTA_T INDEL 14579.59 32 10 14 27 15 32 27 18 15 17 16 27 8 13 32 10 14 27 15 32 27 18 15 17 16 27 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_10296-Pp3c10_10414Pp3c10_10296-Pp3c10_10414intergenic_regionPp3c10_10296-Pp3c10_10414NA NA n.6922156delANA NA NA NA NA
Chr10 7203126 AG A Chr10_7203126_AG_AAG_A INDEL 18647.59 25 6 17 26 16 38 33 19 18 28 12 26 11 10 25 6 17 26 16 38 33 19 18 28 12 26 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_10730-Pp3c10_10820Pp3c10_10730-Pp3c10_10820intergenic_regionPp3c10_10730-Pp3c10_10820NA NA n.7203127delGNA NA NA NA NA
Chr10 7423066 C T Chr10_7423066_C_TC_T SNP 6256.29 0 0 0 23 21 28 31 20 0 0 0 0 0 0 38 15 14 23 21 28 31 20 19 25 15 13 10 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_11042-Pp3c10_11080Pp3c10_11042-Pp3c10_11080intergenic_regionPp3c10_11042-Pp3c10_11080NA NA n.7423066C>TNA NA NA NA NA
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_11240Pp3c10_11240transcript PAC:32900749protein_codingNA c.-4254_-4253insTANA NA NA NA 3217
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_11240Pp3c10_11240transcript PAC:32900750protein_codingNA c.-4254_-4253insTANA NA NA NA 3234
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_11200Pp3c10_11200transcript PAC:32901618protein_codingNA c.*5241_*5242insTANA NA NA NA 4743
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_11210Pp3c10_11210transcript PAC:32901295protein_codingNA c.*1871_*1872insTANA NA NA NA 1442
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_11219Pp3c10_11219transcript PAC:32901830protein_codingNA c.*1565_*1566insTANA NA NA NA 811
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_11200Pp3c10_11200transcript PAC:32901624protein_codingNA c.*5241_*5242insTANA NA NA NA 4892
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_11200Pp3c10_11200transcript PAC:32901623protein_codingNA c.*5241_*5242insTANA NA NA NA 4743
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_11200Pp3c10_11200transcript PAC:32901619protein_codingNA c.*5241_*5242insTANA NA NA NA 4946
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_11200Pp3c10_11200transcript PAC:32901621protein_codingNA c.*5241_*5242insTANA NA NA NA 4189
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_11200Pp3c10_11200transcript PAC:32901622protein_codingNA c.*5241_*5242insTANA NA NA NA 4946
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_11200Pp3c10_11200transcript PAC:32901620protein_codingNA c.*5241_*5242insTANA NA NA NA 4946
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_11210Pp3c10_11210transcript PAC:32901296protein_codingNA c.*1871_*1872insTANA NA NA NA 1344
Chr10 7519365 C CTA Chr10_7519365_C_CTAC_CTA INDEL 3126.24 0 0 0 17 6 23 26 11 0 0 0 0 0 0 19 7 10 17 6 23 27 11 10 13 8 4 7 10 0 0 0 1 1 1 0.963 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_11210-Pp3c10_11219Pp3c10_11210-Pp3c10_11219intergenic_regionPp3c10_11210-Pp3c10_11219NA NA n.7519365_7519366insTANA NA NA NA NA
Chr10 7635827 GC G Chr10_7635827_GC_GGC_G INDEL 9591.59 13 15 8 21 7 15 19 11 11 9 12 9 6 9 13 15 8 21 7 15 19 11 11 9 12 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c10_11390Pp3c10_11390transcript PAC:32902746protein_coding 06-sept c.1590delC p.Asn531fs 1590/1944 1590/1944 530/647 NA
Chr10 7635827 GC G Chr10_7635827_GC_GGC_G INDEL 9591.59 13 15 8 21 7 15 19 11 11 9 12 9 6 9 13 15 8 21 7 15 19 11 11 9 12 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c10_11390Pp3c10_11390transcript PAC:32902750protein_coding 07-juil c.1422delC p.Asn475fs 1629/1666 1422/1449 474/482 NA
Chr10 7635827 GC G Chr10_7635827_GC_GGC_G INDEL 9591.59 13 15 8 21 7 15 19 11 11 9 12 9 6 9 13 15 8 21 7 15 19 11 11 9 12 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c10_11390Pp3c10_11390transcript PAC:32902748protein_coding 07-juil c.1590delC p.Asn531fs 2023/2060 1590/1617 530/538 NA
Chr10 7635827 GC G Chr10_7635827_GC_GGC_G INDEL 9591.59 13 15 8 21 7 15 19 11 11 9 12 9 6 9 13 15 8 21 7 15 19 11 11 9 12 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c10_11390Pp3c10_11390transcript PAC:32902749protein_coding 06-juin c.1590delC p.Asn531fs 2238/2329 1590/1617 530/538 NA
Chr10 7635827 GC G Chr10_7635827_GC_GGC_G INDEL 9591.59 13 15 8 21 7 15 19 11 11 9 12 9 6 9 13 15 8 21 7 15 19 11 11 9 12 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c10_11390Pp3c10_11390transcript PAC:32902747protein_coding 06-sept c.1590delC p.Asn531fs 2209/3006 1590/1944 530/647 NA
Chr10 7635827 GC G Chr10_7635827_GC_GGC_G INDEL 9591.59 13 15 8 21 7 15 19 11 11 9 12 9 6 9 13 15 8 21 7 15 19 11 11 9 12 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_11360Pp3c10_11360transcript PAC:32902273protein_codingNA c.*6992delC NA NA NA NA 4465
Chr10 7635827 GC G Chr10_7635827_GC_GGC_G INDEL 9591.59 13 15 8 21 7 15 19 11 11 9 12 9 6 9 13 15 8 21 7 15 19 11 11 9 12 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_11360Pp3c10_11360transcript PAC:32902275protein_codingNA c.*6992delC NA NA NA NA 4450
Chr10 7635827 GC G Chr10_7635827_GC_GGC_G INDEL 9591.59 13 15 8 21 7 15 19 11 11 9 12 9 6 9 13 15 8 21 7 15 19 11 11 9 12 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_11360Pp3c10_11360transcript PAC:32902276protein_codingNA c.*6992delC NA NA NA NA 4465
Chr10 7635827 GC G Chr10_7635827_GC_GGC_G INDEL 9591.59 13 15 8 21 7 15 19 11 11 9 12 9 6 9 13 15 8 21 7 15 19 11 11 9 12 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_11360Pp3c10_11360transcript PAC:32902277protein_codingNA c.*6992delC NA NA NA NA 4465
Chr10 7667788 G T Chr10_7667788_G_TG_T SNP 12638.63 19 14 14 17 9 18 24 18 13 17 12 14 9 7 19 14 14 17 9 18 24 18 13 17 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_11430Pp3c10_11430transcript PAC:32901806protein_coding 01-août c.-163G>T NA NA NA NA 1066
Chr10 7667788 G T Chr10_7667788_G_TG_T SNP 12638.63 19 14 14 17 9 18 24 18 13 17 12 14 9 7 19 14 14 17 9 18 24 18 13 17 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_11430Pp3c10_11430transcript PAC:32901809protein_coding 01-août c.-226G>T NA NA NA NA 1066
Chr10 7667788 G T Chr10_7667788_G_TG_T SNP 12638.63 19 14 14 17 9 18 24 18 13 17 12 14 9 7 19 14 14 17 9 18 24 18 13 17 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_11430Pp3c10_11430transcript PAC:32901807protein_coding 01-août c.-441G>T NA NA NA NA 1066
Chr10 7667788 G T Chr10_7667788_G_TG_T SNP 12638.63 19 14 14 17 9 18 24 18 13 17 12 14 9 7 19 14 14 17 9 18 24 18 13 17 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_11430Pp3c10_11430transcript PAC:32901808protein_coding 01-août c.-303G>T NA NA NA NA 1066
Chr10 7667788 G T Chr10_7667788_G_TG_T SNP 12638.63 19 14 14 17 9 18 24 18 13 17 12 14 9 7 19 14 14 17 9 18 24 18 13 17 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_11430Pp3c10_11430transcript PAC:32901810protein_coding 01-juil c.-226G>T NA NA NA NA 1066
Chr10 7667788 G T Chr10_7667788_G_TG_T SNP 12638.63 19 14 14 17 9 18 24 18 13 17 12 14 9 7 19 14 14 17 9 18 24 18 13 17 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_11430Pp3c10_11430transcript PAC:32901812protein_coding 01-août c.-163G>T NA NA NA NA 1066
Chr10 7667788 G T Chr10_7667788_G_TG_T SNP 12638.63 19 14 14 17 9 18 24 18 13 17 12 14 9 7 19 14 14 17 9 18 24 18 13 17 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_11430Pp3c10_11430transcript PAC:32901811protein_coding 01-sept c.-243G>T NA NA NA NA 1146
Chr10 7667788 G T Chr10_7667788_G_TG_T SNP 12638.63 19 14 14 17 9 18 24 18 13 17 12 14 9 7 19 14 14 17 9 18 24 18 13 17 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_11440Pp3c10_11440transcript PAC:32900793protein_codingNA c.*4412C>A NA NA NA NA 3999
Chr10 7667788 G T Chr10_7667788_G_TG_T SNP 12638.63 19 14 14 17 9 18 24 18 13 17 12 14 9 7 19 14 14 17 9 18 24 18 13 17 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_11440Pp3c10_11440transcript PAC:32900795protein_codingNA c.*4412C>A NA NA NA NA 2756
Chr10 7667788 G T Chr10_7667788_G_TG_T SNP 12638.63 19 14 14 17 9 18 24 18 13 17 12 14 9 7 19 14 14 17 9 18 24 18 13 17 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_11440Pp3c10_11440transcript PAC:32900794protein_codingNA c.*4412C>A NA NA NA NA 2776
Chr10 7667788 G T Chr10_7667788_G_TG_T SNP 12638.63 19 14 14 17 9 18 24 18 13 17 12 14 9 7 19 14 14 17 9 18 24 18 13 17 12 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_11440Pp3c10_11440transcript PAC:32900796protein_codingNA c.*4412C>A NA NA NA NA 3159
Chr10 7737070 AACACATGGGACAAATTATATGGA Chr10_7737070_AACACATGGGACAAATTATATGG_AAACACATGGGACAAATTATATGG_AINDEL 15346.59 26 14 11 19 21 13 25 11 18 14 22 11 10 9 26 14 11 19 21 13 25 11 18 14 22 11 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_11590Pp3c10_11590transcript PAC:32901612protein_codingNA c.*4814_*4835delACACATGGGACAAATTATATGGNA NA NA NA 4814
Chr10 7737070 AACACATGGGACAAATTATATGGA Chr10_7737070_AACACATGGGACAAATTATATGG_AAACACATGGGACAAATTATATGG_AINDEL 15346.59 26 14 11 19 21 13 25 11 18 14 22 11 10 9 26 14 11 19 21 13 25 11 18 14 22 11 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_11590-Pp3c10_11610Pp3c10_11590-Pp3c10_11610intergenic_regionPp3c10_11590-Pp3c10_11610NA NA n.7737071_7737092delACACATGGGACAAATTATATGGNA NA NA NA NA
Chr10 7765914 C A Chr10_7765914_C_AC_A SNP 20512.63 30 15 15 36 21 37 30 29 30 27 15 20 11 12 30 15 15 36 21 37 30 29 30 27 15 20 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_11630-Pp3c10_11650Pp3c10_11630-Pp3c10_11650intergenic_regionPp3c10_11630-Pp3c10_11650NA NA n.7765914C>ANA NA NA NA NA
Chr10 7766046 C CT Chr10_7766046_C_CTC_CT INDEL 18835.59 35 20 15 30 18 34 36 25 26 36 9 13 10 20 35 20 15 30 18 34 36 25 26 36 9 13 10 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_11630-Pp3c10_11650Pp3c10_11630-Pp3c10_11650intergenic_regionPp3c10_11630-Pp3c10_11650NA NA n.7766046_7766047insTNA NA NA NA NA
Chr10 7766896 C CAAATCTTAAATChr10_7766896_C_CAAATCTTAAATC_CAAATCTTAAATINDEL 23005.59 32 15 13 28 20 23 36 19 26 33 20 13 11 12 32 15 13 28 20 23 36 19 26 33 20 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_11630-Pp3c10_11650Pp3c10_11630-Pp3c10_11650intergenic_regionPp3c10_11630-Pp3c10_11650NA NA n.7766896_7766897insAAATCTTAAATNA NA NA NA NA
Chr10 7886687 C CT Chr10_7886687_C_CTC_CT INDEL 16355.59 23 19 24 21 20 21 27 19 19 26 14 23 9 7 23 19 24 21 20 21 27 19 19 26 14 23 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_11740-Pp3c10_11790Pp3c10_11740-Pp3c10_11790intergenic_regionPp3c10_11740-Pp3c10_11790NA NA n.7886687_7886688insTNA NA NA NA NA
Chr10 7886710 A AT Chr10_7886710_A_ATA_AT INDEL 15753.59 28 17 26 21 18 20 31 23 21 27 14 22 11 8 28 17 26 21 18 20 31 23 21 27 14 22 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_11740-Pp3c10_11790Pp3c10_11740-Pp3c10_11790intergenic_regionPp3c10_11740-Pp3c10_11790NA NA n.7886710_7886711insTNA NA NA NA NA
Chr10 7886887 G T Chr10_7886887_G_TG_T SNP 16666.63 25 12 19 23 20 15 19 21 27 22 21 13 5 11 25 12 19 23 20 15 19 21 27 22 21 13 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_11740-Pp3c10_11790Pp3c10_11740-Pp3c10_11790intergenic_regionPp3c10_11740-Pp3c10_11790NA NA n.7886887G>TNA NA NA NA NA
Chr10 8046110 C T Chr10_8046110_C_TC_T SNP 20388.63 25 18 18 29 26 31 16 20 25 28 11 14 11 14 25 18 18 29 26 31 16 20 25 28 11 14 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_11910-Pp3c10_11980Pp3c10_11910-Pp3c10_11980intergenic_regionPp3c10_11910-Pp3c10_11980NA NA n.8046110C>TNA NA NA NA NA
Chr10 8046132 C A Chr10_8046132_C_AC_A SNP 20550.63 25 19 16 25 24 32 17 21 26 26 12 14 11 14 25 19 16 25 24 32 17 21 26 26 12 14 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_11910-Pp3c10_11980Pp3c10_11910-Pp3c10_11980intergenic_regionPp3c10_11910-Pp3c10_11980NA NA n.8046132C>ANA NA NA NA NA
Chr10 8059772 G GTA Chr10_8059772_G_GTAG_GTA INDEL 9842.59 19 7 7 13 18 14 26 17 18 17 16 13 8 6 19 7 7 13 18 15 26 17 18 18 17 14 8 6 1 1 1 1 1 0.933 1 1 1 0.944 0.941 0.929 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_11980Pp3c10_11980transcript PAC:32900031protein_codingNA c.-669_-668insTANA NA NA NA 378
Chr10 8059772 G GTA Chr10_8059772_G_GTAG_GTA INDEL 9842.59 19 7 7 13 18 14 26 17 18 17 16 13 8 6 19 7 7 13 18 15 26 17 18 18 17 14 8 6 1 1 1 1 1 0.933 1 1 1 0.944 0.941 0.929 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_12000Pp3c10_12000transcript PAC:32899625protein_codingNA c.-5707_-5706insTANA NA NA NA 4451
Chr10 8059772 G GTA Chr10_8059772_G_GTAG_GTA INDEL 9842.59 19 7 7 13 18 14 26 17 18 17 16 13 8 6 19 7 7 13 18 15 26 17 18 18 17 14 8 6 1 1 1 1 1 0.933 1 1 1 0.944 0.941 0.929 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_11980Pp3c10_11980transcript PAC:32900032protein_codingNA c.-497_-496insTANA NA NA NA 496
Chr10 8059772 G GTA Chr10_8059772_G_GTAG_GTA INDEL 9842.59 19 7 7 13 18 14 26 17 18 17 16 13 8 6 19 7 7 13 18 15 26 17 18 18 17 14 8 6 1 1 1 1 1 0.933 1 1 1 0.944 0.941 0.929 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_12000Pp3c10_12000transcript PAC:32899626protein_codingNA c.-5707_-5706insTANA NA NA NA 4440
Chr10 8059772 G GTA Chr10_8059772_G_GTAG_GTA INDEL 9842.59 19 7 7 13 18 14 26 17 18 17 16 13 8 6 19 7 7 13 18 15 26 17 18 18 17 14 8 6 1 1 1 1 1 0.933 1 1 1 0.944 0.941 0.929 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_11910-Pp3c10_11980Pp3c10_11910-Pp3c10_11980intergenic_regionPp3c10_11910-Pp3c10_11980NA NA n.8059772_8059773insTANA NA NA NA NA
Chr10 8137019 GT G Chr10_8137019_GT_GGT_G INDEL 15886.59 24 13 17 23 33 23 18 18 26 28 19 21 8 11 24 13 17 23 33 23 18 18 26 28 19 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_12080-Pp3c10_12100Pp3c10_12080-Pp3c10_12100intergenic_regionPp3c10_12080-Pp3c10_12100NA NA n.8137020delTNA NA NA NA NA
Chr10 8354669 AATAT A Chr10_8354669_AATAT_AAATAT_A INDEL 4373.24 8 7 11 0 0 0 0 0 0 0 0 0 0 1 8 7 11 15 8 11 18 12 11 15 7 5 4 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_12370Pp3c10_12370transcript PAC:32902425protein_codingNA c.-937_-934delATATNA NA NA NA 388
Chr10 8354669 AATAT A Chr10_8354669_AATAT_AAATAT_A INDEL 4373.24 8 7 11 0 0 0 0 0 0 0 0 0 0 1 8 7 11 15 8 11 18 12 11 15 7 5 4 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_12370Pp3c10_12370transcript PAC:32902426protein_codingNA c.-937_-934delATATNA NA NA NA 376
Chr10 8354669 AATAT A Chr10_8354669_AATAT_AAATAT_A INDEL 4373.24 8 7 11 0 0 0 0 0 0 0 0 0 0 1 8 7 11 15 8 11 18 12 11 15 7 5 4 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_12349Pp3c10_12349transcript PAC:32901523protein_codingNA c.*4929_*4932delATATNA NA NA NA 4646
Chr10 8354669 AATAT A Chr10_8354669_AATAT_AAATAT_A INDEL 4373.24 8 7 11 0 0 0 0 0 0 0 0 0 0 1 8 7 11 15 8 11 18 12 11 15 7 5 4 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c10_12370-Pp3c10_12410Pp3c10_12370-Pp3c10_12410intergenic_regionPp3c10_12370-Pp3c10_12410NA NA n.8354670_8354673delATATNA NA NA NA NA
Chr10 8488609 G A Chr10_8488609_G_AG_A SNP 4381.98 0 0 0 0 0 0 0 0 15 31 19 17 9 10 25 15 9 21 19 12 31 30 15 31 19 17 9 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_12510-Pp3c10_12560Pp3c10_12510-Pp3c10_12560intergenic_regionPp3c10_12510-Pp3c10_12560NA NA n.8488609G>ANA NA NA NA NA
Chr10 8792911 T TC Chr10_8792911_T_TCT_TC INDEL 17363.59 32 10 9 28 23 28 27 19 26 18 13 14 19 7 32 10 9 28 23 28 27 19 26 18 13 14 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_13070-Pp3c10_13099Pp3c10_13070-Pp3c10_13099intergenic_regionPp3c10_13070-Pp3c10_13099NA NA n.8792911_8792912insCNA NA NA NA NA
Chr10 8978760 C T Chr10_8978760_C_TC_T SNP 4485.98 0 0 0 0 0 0 0 0 28 19 21 26 11 9 25 18 11 24 32 33 28 22 28 19 21 26 11 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c10_13290Pp3c10_13290transcript PAC:32899537protein_codingNA c.-2762G>A NA NA NA NA 2762
Chr10 8978760 C T Chr10_8978760_C_TC_T SNP 4485.98 0 0 0 0 0 0 0 0 28 19 21 26 11 9 25 18 11 24 32 33 28 22 28 19 21 26 11 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_13290-Pp3c10_13310Pp3c10_13290-Pp3c10_13310intergenic_regionPp3c10_13290-Pp3c10_13310NA NA n.8978760C>TNA NA NA NA NA
Chr10 9087862 A G Chr10_9087862_A_GA_G SNP 18908.63 35 13 16 30 15 24 26 18 26 26 10 23 12 10 35 13 16 30 15 24 26 18 26 26 10 23 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_13400-Pp3c10_13530Pp3c10_13400-Pp3c10_13530intergenic_regionPp3c10_13400-Pp3c10_13530NA NA n.9087862A>GNA NA NA NA NA
Chr10 9087864 G C Chr10_9087864_G_CG_C SNP 18908.63 36 13 16 30 15 25 27 18 26 26 10 23 13 10 36 13 16 30 15 25 27 18 26 26 10 23 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_13400-Pp3c10_13530Pp3c10_13400-Pp3c10_13530intergenic_regionPp3c10_13400-Pp3c10_13530NA NA n.9087864G>CNA NA NA NA NA
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901841protein_coding 03-juin c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901845protein_coding 02-mai c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901855protein_coding 02-avr c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901856protein_coding 03-mai c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901853protein_coding 03-mai c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901842protein_coding 03-juin c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901844protein_coding 03-juin c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901843protein_coding 03-juin c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901851protein_coding 03-mai c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901850protein_coding 01-mars c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901847protein_coding 03-mai c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901849protein_coding 03-mai c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901848protein_coding 03-mai c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901846protein_coding 03-juin c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901852protein_coding 03-avr c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_13530Pp3c10_13530transcript PAC:32901854protein_coding 03-avr c.-240dupA NA NA NA NA 240
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_13539Pp3c10_13539transcript PAC:32901345protein_codingNA c.-3760_-3759insTNA NA NA NA 3759
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13540Pp3c10_13540transcript PAC:32902335protein_codingNA c.*4868dupANA NA NA NA 4777
Chr10 9122327 A AT Chr10_9122327_A_ATA_AT INDEL 15228.59 29 16 11 28 24 18 20 28 18 20 13 10 6 11 29 16 11 28 24 18 20 28 18 20 13 10 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13540Pp3c10_13540transcript PAC:32902336protein_codingNA c.*4868dupANA NA NA NA 4323
Chr10 9172640 CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTTC Chr10_9172640_CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CCGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CINDEL 11934.59 19 8 9 21 9 8 21 12 18 22 8 9 5 11 19 8 9 21 9 8 21 12 18 22 8 9 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13600Pp3c10_13600transcript PAC:32900676protein_codingNA c.*5327_*5368delAAATCTTAAATCCTAAATCGAATCCTAATCAAACCTTTAATCNA NA NA NA 4425
Chr10 9172640 CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTTC Chr10_9172640_CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CCGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CINDEL 11934.59 19 8 9 21 9 8 21 12 18 22 8 9 5 11 19 8 9 21 9 8 21 12 18 22 8 9 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13600Pp3c10_13600transcript PAC:32900680protein_codingNA c.*5327_*5368delAAATCTTAAATCCTAAATCGAATCCTAATCAAACCTTTAATCNA NA NA NA 4363
Chr10 9172640 CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTTC Chr10_9172640_CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CCGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CINDEL 11934.59 19 8 9 21 9 8 21 12 18 22 8 9 5 11 19 8 9 21 9 8 21 12 18 22 8 9 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13600Pp3c10_13600transcript PAC:32900677protein_codingNA c.*5327_*5368delAAATCTTAAATCCTAAATCGAATCCTAATCAAACCTTTAATCNA NA NA NA 4425
Chr10 9172640 CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTTC Chr10_9172640_CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CCGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CINDEL 11934.59 19 8 9 21 9 8 21 12 18 22 8 9 5 11 19 8 9 21 9 8 21 12 18 22 8 9 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13600Pp3c10_13600transcript PAC:32900678protein_codingNA c.*5327_*5368delAAATCTTAAATCCTAAATCGAATCCTAATCAAACCTTTAATCNA NA NA NA 4425
Chr10 9172640 CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTTC Chr10_9172640_CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CCGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CINDEL 11934.59 19 8 9 21 9 8 21 12 18 22 8 9 5 11 19 8 9 21 9 8 21 12 18 22 8 9 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13600Pp3c10_13600transcript PAC:32900679protein_codingNA c.*5327_*5368delAAATCTTAAATCCTAAATCGAATCCTAATCAAACCTTTAATCNA NA NA NA 4425
Chr10 9172640 CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTTC Chr10_9172640_CGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CCGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTT_CINDEL 11934.59 19 8 9 21 9 8 21 12 18 22 8 9 5 11 19 8 9 21 9 8 21 12 18 22 8 9 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_13570-Pp3c10_13600Pp3c10_13570-Pp3c10_13600intergenic_regionPp3c10_13570-Pp3c10_13600NA NA n.9172641_9172682delGATTAAAGGTTTGATTAGGATTCGATTTAGGATTTAAGATTTNA NA NA NA NA
Chr10 9218969 C T Chr10_9218969_C_TC_T SNP 16945.63 29 11 15 20 15 36 26 26 21 21 18 26 9 13 29 11 15 20 15 36 26 26 21 21 18 26 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c10_13680Pp3c10_13680transcript PAC:32900466protein_coding 03-août c.419-8C>T NA NA NA NA NA
Chr10 9218969 C T Chr10_9218969_C_TC_T SNP 16945.63 29 11 15 20 15 36 26 26 21 21 18 26 9 13 29 11 15 20 15 36 26 26 21 21 18 26 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c10_13680Pp3c10_13680transcript PAC:32900465protein_coding 04-sept c.579C>T p.Phe193Phe 1046/1791 579/1074 193/357 NA
Chr10 9218969 C T Chr10_9218969_C_TC_T SNP 16945.63 29 11 15 20 15 36 26 26 21 21 18 26 9 13 29 11 15 20 15 36 26 26 21 21 18 26 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13670Pp3c10_13670transcript PAC:32902695protein_codingNA c.*4782C>T NA NA NA NA 4419
Chr10 9218969 C T Chr10_9218969_C_TC_T SNP 16945.63 29 11 15 20 15 36 26 26 21 21 18 26 9 13 29 11 15 20 15 36 26 26 21 21 18 26 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13690Pp3c10_13690transcript PAC:32900881protein_codingNA c.*3239G>A NA NA NA NA 2830
Chr10 9218969 C T Chr10_9218969_C_TC_T SNP 16945.63 29 11 15 20 15 36 26 26 21 21 18 26 9 13 29 11 15 20 15 36 26 26 21 21 18 26 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13670Pp3c10_13670transcript PAC:32902697protein_codingNA c.*4782C>T NA NA NA NA 4406
Chr10 9218969 C T Chr10_9218969_C_TC_T SNP 16945.63 29 11 15 20 15 36 26 26 21 21 18 26 9 13 29 11 15 20 15 36 26 26 21 21 18 26 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13670Pp3c10_13670transcript PAC:32902698protein_codingNA c.*4782C>T NA NA NA NA 4374
Chr10 9218969 C T Chr10_9218969_C_TC_T SNP 16945.63 29 11 15 20 15 36 26 26 21 21 18 26 9 13 29 11 15 20 15 36 26 26 21 21 18 26 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13670Pp3c10_13670transcript PAC:32902696protein_codingNA c.*4782C>T NA NA NA NA 4419
Chr10 9218969 C T Chr10_9218969_C_TC_T SNP 16945.63 29 11 15 20 15 36 26 26 21 21 18 26 9 13 29 11 15 20 15 36 26 26 21 21 18 26 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13690Pp3c10_13690transcript PAC:32900882protein_codingNA c.*3239G>A NA NA NA NA 2778
Chr10 9218969 C T Chr10_9218969_C_TC_T SNP 16945.63 29 11 15 20 15 36 26 26 21 21 18 26 9 13 29 11 15 20 15 36 26 26 21 21 18 26 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_13680Pp3c10_13680transcript PAC:32900467protein_coding 03-août c.419-14C>T NA NA NA NA NA
Chr10 9218969 C T Chr10_9218969_C_TC_T SNP 16945.63 29 11 15 20 15 36 26 26 21 21 18 26 9 13 29 11 15 20 15 36 26 26 21 21 18 26 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_13680Pp3c10_13680transcript PAC:32900468protein_coding 03-juil c.412+238C>TNA NA NA NA NA
Chr10 9343226 C A Chr10_9343226_C_AC_A SNP 13159.63 15 9 9 29 21 11 15 18 13 10 10 5 11 10 15 9 9 29 21 11 15 18 13 10 10 5 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_13830Pp3c10_13830transcript PAC:32902279protein_codingNA c.*3233C>A NA NA NA NA 3233
Chr10 9343226 C A Chr10_9343226_C_AC_A SNP 13159.63 15 9 9 29 21 11 15 18 13 10 10 5 11 10 15 9 9 29 21 11 15 18 13 10 10 5 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_13830-Pp3c10_13860Pp3c10_13830-Pp3c10_13860intergenic_regionPp3c10_13830-Pp3c10_13860NA NA n.9343226C>ANA NA NA NA NA
Chr10 9374902 C A Chr10_9374902_C_AC_A SNP 17794.63 37 13 23 21 17 32 33 15 20 22 25 17 8 9 37 13 23 21 17 32 33 15 20 22 25 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_13900Pp3c10_13900transcript PAC:32899758protein_coding27/28 c.4845+67C>ANA NA NA NA NA
Chr10 9374902 C A Chr10_9374902_C_AC_A SNP 17794.63 37 13 23 21 17 32 33 15 20 22 25 17 8 9 37 13 23 21 17 32 33 15 20 22 25 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_13900Pp3c10_13900transcript PAC:32899759protein_coding27/28 c.4845+67C>ANA NA NA NA NA
Chr10 9407060 G A Chr10_9407060_G_AG_A SNP 4328.98 0 0 0 0 0 0 0 0 25 18 15 21 13 6 25 12 24 29 26 25 23 19 25 18 15 21 13 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_13900-Pp3c10_13960Pp3c10_13900-Pp3c10_13960intergenic_regionPp3c10_13900-Pp3c10_13960NA NA n.9407060G>ANA NA NA NA NA
Chr10 9439403 C T Chr10_9439403_C_TC_T SNP 5576.29 0 0 0 20 25 17 31 12 0 0 0 0 0 0 23 14 14 20 25 17 31 12 19 21 14 20 6 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_13900-Pp3c10_13960Pp3c10_13900-Pp3c10_13960intergenic_regionPp3c10_13900-Pp3c10_13960NA NA n.9439403C>TNA NA NA NA NA
Chr10 9490736 T TA Chr10_9490736_T_TAT_TA INDEL 16613.59 22 15 12 29 16 33 25 31 18 19 18 17 17 10 22 15 12 29 16 33 25 31 18 19 18 17 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_13990-Pp3c10_14020Pp3c10_13990-Pp3c10_14020intergenic_regionPp3c10_13990-Pp3c10_14020NA NA n.9490736_9490737insANA NA NA NA NA
Chr10 9521989 C A Chr10_9521989_C_AC_A SNP 16932.63 28 15 15 21 20 17 24 18 18 26 13 12 10 7 28 15 15 21 20 17 24 18 18 26 13 12 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_13990-Pp3c10_14020Pp3c10_13990-Pp3c10_14020intergenic_regionPp3c10_13990-Pp3c10_14020NA NA n.9521989C>ANA NA NA NA NA
Chr10 9524482 TC T Chr10_9524482_TC_TTC_T INDEL 6776.24 22 10 12 0 0 0 0 0 13 11 5 10 4 9 22 10 12 23 11 18 24 21 13 11 5 10 4 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c10_13990-Pp3c10_14020Pp3c10_13990-Pp3c10_14020intergenic_regionPp3c10_13990-Pp3c10_14020NA NA n.9524483delCNA NA NA NA NA
Chr10 9525432 A G Chr10_9525432_A_GA_G SNP 10603.29 25 6 21 0 0 0 0 1 17 19 11 21 8 18 25 6 21 14 17 21 26 20 17 19 11 22 8 18 1 1 1 0 0 0 0 0 1 1 1 0.955 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c10_13990-Pp3c10_14020Pp3c10_13990-Pp3c10_14020intergenic_regionPp3c10_13990-Pp3c10_14020NA NA n.9525432A>GNA NA NA NA NA
Chr10 9535643 C G Chr10_9535643_C_GC_G SNP 15080.63 27 15 13 17 10 26 22 12 23 17 9 35 4 10 27 15 13 17 10 26 22 12 23 17 9 35 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_13990-Pp3c10_14020Pp3c10_13990-Pp3c10_14020intergenic_regionPp3c10_13990-Pp3c10_14020NA NA n.9535643C>GNA NA NA NA NA
Chr10 9612860 TCTTTCC T Chr10_9612860_TCTTTCC_TTCTTTCC_T INDEL 18227.59 16 16 10 17 21 21 25 25 14 27 8 21 6 8 16 16 10 17 21 21 25 25 14 27 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900828protein_codingNA c.-617_-612delCTTTCCNA NA NA NA 588
Chr10 9612860 TCTTTCC T Chr10_9612860_TCTTTCC_TTCTTTCC_T INDEL 18227.59 16 16 10 17 21 21 25 25 14 27 8 21 6 8 16 16 10 17 21 21 25 25 14 27 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_14070Pp3c10_14070transcript PAC:32901420protein_codingNA c.*5489_*5494delGGAAAGNA NA NA NA 4605
Chr10 9612860 TCTTTCC T Chr10_9612860_TCTTTCC_TTCTTTCC_T INDEL 18227.59 16 16 10 17 21 21 25 25 14 27 8 21 6 8 16 16 10 17 21 21 25 25 14 27 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900822protein_coding août-23 c.790-47_790-42delCTTTCCNA NA NA NA NA
Chr10 9612860 TCTTTCC T Chr10_9612860_TCTTTCC_TTCTTTCC_T INDEL 18227.59 16 16 10 17 21 21 25 25 14 27 8 21 6 8 16 16 10 17 21 21 25 25 14 27 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900825protein_coding août-23 c.718-47_718-42delCTTTCCNA NA NA NA NA
Chr10 9612860 TCTTTCC T Chr10_9612860_TCTTTCC_TTCTTTCC_T INDEL 18227.59 16 16 10 17 21 21 25 25 14 27 8 21 6 8 16 16 10 17 21 21 25 25 14 27 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900824protein_coding août-23 c.718-47_718-42delCTTTCCNA NA NA NA NA
Chr10 9612860 TCTTTCC T Chr10_9612860_TCTTTCC_TTCTTTCC_T INDEL 18227.59 16 16 10 17 21 21 25 25 14 27 8 21 6 8 16 16 10 17 21 21 25 25 14 27 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900826protein_coding août-23 c.718-47_718-42delCTTTCCNA NA NA NA NA
Chr10 9612860 TCTTTCC T Chr10_9612860_TCTTTCC_TTCTTTCC_T INDEL 18227.59 16 16 10 17 21 21 25 25 14 27 8 21 6 8 16 16 10 17 21 21 25 25 14 27 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900823protein_coding août-23 c.718-47_718-42delCTTTCCNA NA NA NA NA
Chr10 9612860 TCTTTCC T Chr10_9612860_TCTTTCC_TTCTTTCC_T INDEL 18227.59 16 16 10 17 21 21 25 25 14 27 8 21 6 8 16 16 10 17 21 21 25 25 14 27 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900827protein_coding avr-19 c.316-47_316-42delCTTTCCNA NA NA NA NA
Chr10 9612867 A AGAATGT Chr10_9612867_A_AGAATGTA_AGAATGT INDEL 18227.59 16 16 10 18 21 21 27 25 14 28 8 21 6 8 16 16 10 18 21 21 27 25 14 28 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900828protein_codingNA c.-611_-610insGAATGTNA NA NA NA 581
Chr10 9612867 A AGAATGT Chr10_9612867_A_AGAATGTA_AGAATGT INDEL 18227.59 16 16 10 18 21 21 27 25 14 28 8 21 6 8 16 16 10 18 21 21 27 25 14 28 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_14070Pp3c10_14070transcript PAC:32901420protein_codingNA c.*5487_*5488insACATTCNA NA NA NA 4598
Chr10 9612867 A AGAATGT Chr10_9612867_A_AGAATGTA_AGAATGT INDEL 18227.59 16 16 10 18 21 21 27 25 14 28 8 21 6 8 16 16 10 18 21 21 27 25 14 28 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900822protein_coding août-23 c.790-41_790-40insGAATGTNA NA NA NA NA
Chr10 9612867 A AGAATGT Chr10_9612867_A_AGAATGTA_AGAATGT INDEL 18227.59 16 16 10 18 21 21 27 25 14 28 8 21 6 8 16 16 10 18 21 21 27 25 14 28 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900825protein_coding août-23 c.718-41_718-40insGAATGTNA NA NA NA NA
Chr10 9612867 A AGAATGT Chr10_9612867_A_AGAATGTA_AGAATGT INDEL 18227.59 16 16 10 18 21 21 27 25 14 28 8 21 6 8 16 16 10 18 21 21 27 25 14 28 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900824protein_coding août-23 c.718-41_718-40insGAATGTNA NA NA NA NA
Chr10 9612867 A AGAATGT Chr10_9612867_A_AGAATGTA_AGAATGT INDEL 18227.59 16 16 10 18 21 21 27 25 14 28 8 21 6 8 16 16 10 18 21 21 27 25 14 28 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900826protein_coding août-23 c.718-41_718-40insGAATGTNA NA NA NA NA
Chr10 9612867 A AGAATGT Chr10_9612867_A_AGAATGTA_AGAATGT INDEL 18227.59 16 16 10 18 21 21 27 25 14 28 8 21 6 8 16 16 10 18 21 21 27 25 14 28 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900823protein_coding août-23 c.718-41_718-40insGAATGTNA NA NA NA NA
Chr10 9612867 A AGAATGT Chr10_9612867_A_AGAATGTA_AGAATGT INDEL 18227.59 16 16 10 18 21 21 27 25 14 28 8 21 6 8 16 16 10 18 21 21 27 25 14 28 8 21 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_14060Pp3c10_14060transcript PAC:32900827protein_coding avr-19 c.316-41_316-40insGAATGTNA NA NA NA NA
Chr10 9646246 A G Chr10_9646246_A_GA_G SNP 10078.63 17 14 10 10 6 7 12 9 9 6 7 8 5 4 17 14 10 10 6 7 12 9 9 6 7 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_14160Pp3c10_14160transcript PAC:32901531protein_codingNA c.*6864T>C NA NA NA NA 4825
Chr10 9646246 A G Chr10_9646246_A_GA_G SNP 10078.63 17 14 10 10 6 7 12 9 9 6 7 8 5 4 17 14 10 10 6 7 12 9 9 6 7 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_14160Pp3c10_14160transcript PAC:32901532protein_codingNA c.*6729T>C NA NA NA NA 4825
Chr10 9646246 A G Chr10_9646246_A_GA_G SNP 10078.63 17 14 10 10 6 7 12 9 9 6 7 8 5 4 17 14 10 10 6 7 12 9 9 6 7 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_14160Pp3c10_14160transcript PAC:32901534protein_codingNA c.*7467T>C NA NA NA NA 4825
Chr10 9646246 A G Chr10_9646246_A_GA_G SNP 10078.63 17 14 10 10 6 7 12 9 9 6 7 8 5 4 17 14 10 10 6 7 12 9 9 6 7 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_14130-Pp3c10_14160Pp3c10_14130-Pp3c10_14160intergenic_regionPp3c10_14130-Pp3c10_14160NA NA n.9646246A>GNA NA NA NA NA
Chr10 9646254 C T Chr10_9646254_C_TC_T SNP 10530.63 18 14 10 10 7 8 14 11 9 7 7 8 5 8 18 14 10 10 7 8 14 11 9 7 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_14160Pp3c10_14160transcript PAC:32901531protein_codingNA c.*6856G>A NA NA NA NA 4817
Chr10 9646254 C T Chr10_9646254_C_TC_T SNP 10530.63 18 14 10 10 7 8 14 11 9 7 7 8 5 8 18 14 10 10 7 8 14 11 9 7 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_14160Pp3c10_14160transcript PAC:32901532protein_codingNA c.*6721G>A NA NA NA NA 4817
Chr10 9646254 C T Chr10_9646254_C_TC_T SNP 10530.63 18 14 10 10 7 8 14 11 9 7 7 8 5 8 18 14 10 10 7 8 14 11 9 7 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_14160Pp3c10_14160transcript PAC:32901534protein_codingNA c.*7459G>A NA NA NA NA 4817
Chr10 9646254 C T Chr10_9646254_C_TC_T SNP 10530.63 18 14 10 10 7 8 14 11 9 7 7 8 5 8 18 14 10 10 7 8 14 11 9 7 7 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_14130-Pp3c10_14160Pp3c10_14130-Pp3c10_14160intergenic_regionPp3c10_14130-Pp3c10_14160NA NA n.9646254C>TNA NA NA NA NA
Chr10 9743303 A T Chr10_9743303_A_TA_T SNP 10704.29 29 10 15 0 0 0 0 0 15 25 20 19 8 8 29 10 15 22 11 17 28 16 15 25 20 19 8 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c10_14262-Pp3c10_14310Pp3c10_14262-Pp3c10_14310intergenic_regionPp3c10_14262-Pp3c10_14310NA NA n.9743303A>TNA NA NA NA NA
Chr10 9940044 T C Chr10_9940044_T_CT_C SNP 17838.63 23 12 15 14 11 26 31 20 13 26 17 16 14 17 23 12 15 14 11 26 31 20 13 26 17 16 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_14660-Pp3c10_14700Pp3c10_14660-Pp3c10_14700intergenic_regionPp3c10_14660-Pp3c10_14700NA NA n.9940044T>CNA NA NA NA NA
Chr10 10242389 G GT Chr10_10242389_G_GTG_GT INDEL 15714.59 22 9 15 28 16 15 26 30 15 18 18 18 11 6 22 9 15 28 16 15 26 30 15 18 18 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_14850-Pp3c10_15084Pp3c10_14850-Pp3c10_15084intergenic_regionPp3c10_14850-Pp3c10_15084NA NA n.10242389_10242390insTNA NA NA NA NA
Chr10 10305495 A AT Chr10_10305495_A_ATA_AT INDEL 14833.59 23 20 21 27 18 30 21 14 18 27 17 27 11 7 23 20 21 27 18 30 21 14 18 27 17 27 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_15200Pp3c10_15200transcript PAC:32900731protein_codingNA c.-6339_-6338insANA NA NA NA 4310
Chr10 10305495 A AT Chr10_10305495_A_ATA_AT INDEL 14833.59 23 20 21 27 18 30 21 14 18 27 17 27 11 7 23 20 21 27 18 30 21 14 18 27 17 27 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_15200Pp3c10_15200transcript PAC:32900733protein_codingNA c.-5989_-5988insANA NA NA NA 4310
Chr10 10305495 A AT Chr10_10305495_A_ATA_AT INDEL 14833.59 23 20 21 27 18 30 21 14 18 27 17 27 11 7 23 20 21 27 18 30 21 14 18 27 17 27 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_15200-Pp3c10_15340Pp3c10_15200-Pp3c10_15340intergenic_regionPp3c10_15200-Pp3c10_15340NA NA n.10305495_10305496insTNA NA NA NA NA
Chr10 10427489 CATATAT C Chr10_10427489_CATATAT_CCATATAT_C INDEL 3153.24 0 0 0 12 11 19 16 11 0 0 0 0 0 0 17 10 8 12 11 21 16 11 12 10 10 4 4 5 0 0 0 1 1 0.905 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_15500Pp3c10_15500transcript PAC:32901634protein_codingNA c.*2098_*2103delATATATNA NA NA NA 895
Chr10 10427489 CATATAT C Chr10_10427489_CATATAT_CCATATAT_C INDEL 3153.24 0 0 0 12 11 19 16 11 0 0 0 0 0 0 17 10 8 12 11 21 16 11 12 10 10 4 4 5 0 0 0 1 1 0.905 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_15520Pp3c10_15520transcript PAC:32900068protein_codingNA c.*4874_*4879delATATATNA NA NA NA 4205
Chr10 10427489 CATATAT C Chr10_10427489_CATATAT_CCATATAT_C INDEL 3153.24 0 0 0 12 11 19 16 11 0 0 0 0 0 0 17 10 8 12 11 21 16 11 12 10 10 4 4 5 0 0 0 1 1 0.905 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_15500Pp3c10_15500transcript PAC:32901635protein_codingNA c.*2098_*2103delATATATNA NA NA NA 895
Chr10 10427489 CATATAT C Chr10_10427489_CATATAT_CCATATAT_C INDEL 3153.24 0 0 0 12 11 19 16 11 0 0 0 0 0 0 17 10 8 12 11 21 16 11 12 10 10 4 4 5 0 0 0 1 1 0.905 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_15500Pp3c10_15500transcript PAC:32901636protein_codingNA c.*2098_*2103delATATATNA NA NA NA 827
Chr10 10427489 CATATAT C Chr10_10427489_CATATAT_CCATATAT_C INDEL 3153.24 0 0 0 12 11 19 16 11 0 0 0 0 0 0 17 10 8 12 11 21 16 11 12 10 10 4 4 5 0 0 0 1 1 0.905 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_15520Pp3c10_15520transcript PAC:32900069protein_codingNA c.*4874_*4879delATATATNA NA NA NA 1470
Chr10 10427489 CATATAT C Chr10_10427489_CATATAT_CCATATAT_C INDEL 3153.24 0 0 0 12 11 19 16 11 0 0 0 0 0 0 17 10 8 12 11 21 16 11 12 10 10 4 4 5 0 0 0 1 1 0.905 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_15520Pp3c10_15520transcript PAC:32900070protein_codingNA c.*4874_*4879delATATATNA NA NA NA 4153
Chr10 10427489 CATATAT C Chr10_10427489_CATATAT_CCATATAT_C INDEL 3153.24 0 0 0 12 11 19 16 11 0 0 0 0 0 0 17 10 8 12 11 21 16 11 12 10 10 4 4 5 0 0 0 1 1 0.905 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_15500-Pp3c10_15520Pp3c10_15500-Pp3c10_15520intergenic_regionPp3c10_15500-Pp3c10_15520NA NA n.10427490_10427495delATATATNA NA NA NA NA
Chr10 10517873 C CAT Chr10_10517873_C_CATC_CAT INDEL 1701.35 30 11 12 0 1 0 0 0 0 0 0 0 0 0 30 11 12 20 15 22 34 23 16 18 10 13 9 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_15650Pp3c10_15650transcript PAC:32900925protein_codingNA c.-861_-860insATNA NA NA NA 736
Chr10 10517873 C CAT Chr10_10517873_C_CATC_CAT INDEL 1701.35 30 11 12 0 1 0 0 0 0 0 0 0 0 0 30 11 12 20 15 22 34 23 16 18 10 13 9 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_15650Pp3c10_15650transcript PAC:32900926protein_codingNA c.-861_-860insATNA NA NA NA 820
Chr10 10517873 C CAT Chr10_10517873_C_CATC_CAT INDEL 1701.35 30 11 12 0 1 0 0 0 0 0 0 0 0 0 30 11 12 20 15 22 34 23 16 18 10 13 9 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_15650Pp3c10_15650transcript PAC:32900927protein_codingNA c.-861_-860insATNA NA NA NA 742
Chr10 10517873 C CAT Chr10_10517873_C_CATC_CAT INDEL 1701.35 30 11 12 0 1 0 0 0 0 0 0 0 0 0 30 11 12 20 15 22 34 23 16 18 10 13 9 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_15660Pp3c10_15660transcript PAC:32899393protein_codingNA c.*1614_*1615insATNA NA NA NA 1072
Chr10 10517873 C CAT Chr10_10517873_C_CATC_CAT INDEL 1701.35 30 11 12 0 1 0 0 0 0 0 0 0 0 0 30 11 12 20 15 22 34 23 16 18 10 13 9 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_15660Pp3c10_15660transcript PAC:32899394protein_codingNA c.*1614_*1615insATNA NA NA NA 1135
Chr10 10517873 C CAT Chr10_10517873_C_CATC_CAT INDEL 1701.35 30 11 12 0 1 0 0 0 0 0 0 0 0 0 30 11 12 20 15 22 34 23 16 18 10 13 9 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_15660Pp3c10_15660transcript PAC:32899395protein_codingNA c.*1614_*1615insATNA NA NA NA 1135
Chr10 10517873 C CAT Chr10_10517873_C_CATC_CAT INDEL 1701.35 30 11 12 0 1 0 0 0 0 0 0 0 0 0 30 11 12 20 15 22 34 23 16 18 10 13 9 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c10_15650-Pp3c10_15660Pp3c10_15650-Pp3c10_15660intergenic_regionPp3c10_15650-Pp3c10_15660NA NA n.10517873_10517874insATNA NA NA NA NA
Chr10 10596148 C A Chr10_10596148_C_AC_A SNP 22958.63 28 15 22 42 17 28 15 25 34 32 31 21 8 14 28 15 22 42 17 28 15 25 34 32 31 21 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_15760-Pp3c10_15820Pp3c10_15760-Pp3c10_15820intergenic_regionPp3c10_15760-Pp3c10_15820NA NA n.10596148C>ANA NA NA NA NA
Chr10 10596150 A C Chr10_10596150_A_CA_C SNP 22958.63 28 15 22 42 17 28 15 25 32 33 30 20 8 15 28 15 22 42 17 28 15 25 32 33 30 20 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_15760-Pp3c10_15820Pp3c10_15760-Pp3c10_15820intergenic_regionPp3c10_15760-Pp3c10_15820NA NA n.10596150A>CNA NA NA NA NA
Chr10 10759340 T C Chr10_10759340_T_CT_C SNP 21670.63 36 22 20 29 23 31 47 25 26 28 16 19 5 12 36 22 20 29 23 31 47 25 26 28 16 19 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_15909Pp3c10_15909transcript PAC:32901736protein_codingNA c.-2077T>C NA NA NA NA 1448
Chr10 10759340 T C Chr10_10759340_T_CT_C SNP 21670.63 36 22 20 29 23 31 47 25 26 28 16 19 5 12 36 22 20 29 23 31 47 25 26 28 16 19 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_15900-Pp3c10_15909Pp3c10_15900-Pp3c10_15909intergenic_regionPp3c10_15900-Pp3c10_15909NA NA n.10759340T>CNA NA NA NA NA
Chr10 10764760 A AAT Chr10_10764760_A_AATA_AAT INDEL 216.37 0 0 0 1 0 1 10 0 0 0 0 0 0 1 9 8 6 10 17 15 10 6 7 15 13 6 5 5 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c10_15920Pp3c10_15920transcript PAC:32900726protein_codingNA c.-3357_-3356insATNA NA NA NA 2450
Chr10 10764760 A AAT Chr10_10764760_A_AATA_AAT INDEL 216.37 0 0 0 1 0 1 10 0 0 0 0 0 0 1 9 8 6 10 17 15 10 6 7 15 13 6 5 5 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c10_15920Pp3c10_15920transcript PAC:32900728protein_codingNA c.-3357_-3356insATNA NA NA NA 2295
Chr10 10764760 A AAT Chr10_10764760_A_AATA_AAT INDEL 216.37 0 0 0 1 0 1 10 0 0 0 0 0 0 1 9 8 6 10 17 15 10 6 7 15 13 6 5 5 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c10_15920Pp3c10_15920transcript PAC:32900727protein_codingNA c.-3357_-3356insATNA NA NA NA 2833
Chr10 10764760 A AAT Chr10_10764760_A_AATA_AAT INDEL 216.37 0 0 0 1 0 1 10 0 0 0 0 0 0 1 9 8 6 10 17 15 10 6 7 15 13 6 5 5 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c10_15920Pp3c10_15920transcript PAC:32900729protein_codingNA c.-3357_-3356insATNA NA NA NA 2999
Chr10 10764760 A AAT Chr10_10764760_A_AATA_AAT INDEL 216.37 0 0 0 1 0 1 10 0 0 0 0 0 0 1 9 8 6 10 17 15 10 6 7 15 13 6 5 5 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c10_15909Pp3c10_15909transcript PAC:32901736protein_codingNA c.*2984_*2985insATNA NA NA NA 2531
Chr10 10764760 A AAT Chr10_10764760_A_AATA_AAT INDEL 216.37 0 0 0 1 0 1 10 0 0 0 0 0 0 1 9 8 6 10 17 15 10 6 7 15 13 6 5 5 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c10_15909-Pp3c10_15920Pp3c10_15909-Pp3c10_15920intergenic_regionPp3c10_15909-Pp3c10_15920NA NA n.10764760_10764761insATNA NA NA NA NA
Chr10 10919158 G A Chr10_10919158_G_AG_A SNP 6517.29 0 0 0 28 22 33 26 20 0 0 0 0 0 0 23 26 14 28 22 33 26 20 18 20 18 19 11 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_16170-Pp3c10_16180Pp3c10_16170-Pp3c10_16180intergenic_regionPp3c10_16170-Pp3c10_16180NA NA n.10919158G>ANA NA NA NA NA
Chr10 11072770 C A Chr10_11072770_C_AC_A SNP 8340.63 13 4 4 19 12 16 14 13 8 16 4 7 4 4 13 4 4 19 12 16 14 13 8 16 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_16330Pp3c10_16330transcript PAC:32902392protein_codingNA c.*4335C>A NA NA NA NA 3473
Chr10 11072770 C A Chr10_11072770_C_AC_A SNP 8340.63 13 4 4 19 12 16 14 13 8 16 4 7 4 4 13 4 4 19 12 16 14 13 8 16 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_16340Pp3c10_16340transcript PAC:32899595protein_codingNA c.*2279C>A NA NA NA NA 2279
Chr10 11072770 C A Chr10_11072770_C_AC_A SNP 8340.63 13 4 4 19 12 16 14 13 8 16 4 7 4 4 13 4 4 19 12 16 14 13 8 16 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_16341Pp3c10_16341transcript PAC:32901584protein_codingNA c.*2019C>A NA NA NA NA 1691
Chr10 11072770 C A Chr10_11072770_C_AC_A SNP 8340.63 13 4 4 19 12 16 14 13 8 16 4 7 4 4 13 4 4 19 12 16 14 13 8 16 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_16350Pp3c10_16350transcript PAC:32902160protein_codingNA c.*2714G>T NA NA NA NA 1243
Chr10 11072770 C A Chr10_11072770_C_AC_A SNP 8340.63 13 4 4 19 12 16 14 13 8 16 4 7 4 4 13 4 4 19 12 16 14 13 8 16 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_16330Pp3c10_16330transcript PAC:32902393protein_codingNA c.*4335C>A NA NA NA NA 3456
Chr10 11072770 C A Chr10_11072770_C_AC_A SNP 8340.63 13 4 4 19 12 16 14 13 8 16 4 7 4 4 13 4 4 19 12 16 14 13 8 16 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_16350Pp3c10_16350transcript PAC:32902163protein_codingNA c.*2714G>T NA NA NA NA 1243
Chr10 11072770 C A Chr10_11072770_C_AC_A SNP 8340.63 13 4 4 19 12 16 14 13 8 16 4 7 4 4 13 4 4 19 12 16 14 13 8 16 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_16350Pp3c10_16350transcript PAC:32902164protein_codingNA c.*2581G>T NA NA NA NA 1243
Chr10 11072770 C A Chr10_11072770_C_AC_A SNP 8340.63 13 4 4 19 12 16 14 13 8 16 4 7 4 4 13 4 4 19 12 16 14 13 8 16 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_16350Pp3c10_16350transcript PAC:32902162protein_codingNA c.*2581G>T NA NA NA NA 1243
Chr10 11072770 C A Chr10_11072770_C_AC_A SNP 8340.63 13 4 4 19 12 16 14 13 8 16 4 7 4 4 13 4 4 19 12 16 14 13 8 16 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_16350Pp3c10_16350transcript PAC:32902161protein_codingNA c.*2714G>T NA NA NA NA 1264



Chr10 11072770 C A Chr10_11072770_C_AC_A SNP 8340.63 13 4 4 19 12 16 14 13 8 16 4 7 4 4 13 4 4 19 12 16 14 13 8 16 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_16341-Pp3c10_16350Pp3c10_16341-Pp3c10_16350intergenic_regionPp3c10_16341-Pp3c10_16350NA NA n.11072770C>ANA NA NA NA NA
Chr10 11093749 A AAT Chr10_11093749_A_AATA_AAT INDEL 1913.93 0 1 0 0 1 0 0 0 12 10 8 9 6 13 24 6 7 23 9 17 24 21 12 10 8 9 6 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_16390Pp3c10_16390transcript PAC:32901214protein_codingNA c.*3900_*3901insATNA NA NA NA 3821
Chr10 11093749 A AAT Chr10_11093749_A_AATA_AAT INDEL 1913.93 0 1 0 0 1 0 0 0 12 10 8 9 6 13 24 6 7 23 9 17 24 21 12 10 8 9 6 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_16403Pp3c10_16403transcript PAC:32900540protein_codingNA c.*3784_*3785insATNA NA NA NA 2914
Chr10 11093749 A AAT Chr10_11093749_A_AATA_AAT INDEL 1913.93 0 1 0 0 1 0 0 0 12 10 8 9 6 13 24 6 7 23 9 17 24 21 12 10 8 9 6 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_16400Pp3c10_16400transcript PAC:32901512protein_codingNA c.*3784_*3785insATNA NA NA NA 2949
Chr10 11093749 A AAT Chr10_11093749_A_AATA_AAT INDEL 1913.93 0 1 0 0 1 0 0 0 12 10 8 9 6 13 24 6 7 23 9 17 24 21 12 10 8 9 6 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_16390Pp3c10_16390transcript PAC:32901217protein_codingNA c.*3900_*3901insATNA NA NA NA 3775
Chr10 11093749 A AAT Chr10_11093749_A_AATA_AAT INDEL 1913.93 0 1 0 0 1 0 0 0 12 10 8 9 6 13 24 6 7 23 9 17 24 21 12 10 8 9 6 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_16390Pp3c10_16390transcript PAC:32901215protein_codingNA c.*3900_*3901insATNA NA NA NA 3816
Chr10 11093749 A AAT Chr10_11093749_A_AATA_AAT INDEL 1913.93 0 1 0 0 1 0 0 0 12 10 8 9 6 13 24 6 7 23 9 17 24 21 12 10 8 9 6 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_16390Pp3c10_16390transcript PAC:32901216protein_codingNA c.*3900_*3901insATNA NA NA NA 3761
Chr10 11093749 A AAT Chr10_11093749_A_AATA_AAT INDEL 1913.93 0 1 0 0 1 0 0 0 12 10 8 9 6 13 24 6 7 23 9 17 24 21 12 10 8 9 6 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_16403Pp3c10_16403transcript PAC:32900541protein_codingNA c.*3784_*3785insATNA NA NA NA 2914
Chr10 11093749 A AAT Chr10_11093749_A_AATA_AAT INDEL 1913.93 0 1 0 0 1 0 0 0 12 10 8 9 6 13 24 6 7 23 9 17 24 21 12 10 8 9 6 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_16390-Pp3c10_16403Pp3c10_16390-Pp3c10_16403intergenic_regionPp3c10_16390-Pp3c10_16403NA NA n.11093749_11093750insATNA NA NA NA NA
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c10_16640Pp3c10_16640transcript PAC:32902755protein_coding janv-34 c.-519G>T NA NA NA NA NA
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c10_16640Pp3c10_16640transcript PAC:32902760protein_coding janv-33 c.-479G>T NA NA NA NA NA
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_16640Pp3c10_16640transcript PAC:32902755protein_coding janv-34 c.-519G>T NA NA NA NA 911
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_16640Pp3c10_16640transcript PAC:32902760protein_coding janv-33 c.-479G>T NA NA NA NA 1485
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_16640Pp3c10_16640transcript PAC:32902761protein_codingNA c.-1485G>T NA NA NA NA 1065
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_16640Pp3c10_16640transcript PAC:32902762protein_codingNA c.-4491G>T NA NA NA NA 4249
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_16640Pp3c10_16640transcript PAC:32902753protein_coding janv-33 c.-158+291G>TNA NA NA NA NA
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_16640Pp3c10_16640transcript PAC:32902758protein_coding janv-32 c.-121+291G>TNA NA NA NA NA
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_16640Pp3c10_16640transcript PAC:32902759protein_coding janv-32 c.-204+291G>TNA NA NA NA NA
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_16640Pp3c10_16640transcript PAC:32902754protein_coding janv-33 c.-158+291G>TNA NA NA NA NA
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_16640Pp3c10_16640transcript PAC:32902757protein_coding janv-32 c.-118+291G>TNA NA NA NA NA
Chr10 11251533 G T Chr10_11251533_G_TG_T SNP 17508.63 29 18 12 25 13 20 27 25 25 15 12 21 4 13 29 18 12 25 13 20 27 25 26 15 12 21 4 13 1 1 1 1 1 1 1 1 0.962 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_16640Pp3c10_16640transcript PAC:32902756protein_coding janv-34 c.-215+291G>TNA NA NA NA NA
Chr10 11372429 T TTA Chr10_11372429_T_TTAT_TTA INDEL 8317.24 25 8 14 1 0 0 0 0 24 23 10 6 8 6 26 8 15 19 18 21 37 21 26 23 10 6 8 6 0.962 1 0.933 0 0 0 0 0 0.923 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c10_16840Pp3c10_16840transcript PAC:32900497protein_codingNA c.*1972_*1973insTANA NA NA NA 1972
Chr10 11372429 T TTA Chr10_11372429_T_TTAT_TTA INDEL 8317.24 25 8 14 1 0 0 0 0 24 23 10 6 8 6 26 8 15 19 18 21 37 21 26 23 10 6 8 6 0.962 1 0.933 0 0 0 0 0 0.923 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c10_16830-Pp3c10_16840Pp3c10_16830-Pp3c10_16840intergenic_regionPp3c10_16830-Pp3c10_16840NA NA n.11372429_11372430insTANA NA NA NA NA
Chr10 11553724 G A Chr10_11553724_G_AG_A SNP 12421.29 30 11 26 0 0 0 0 1 18 22 19 14 5 10 30 11 26 23 22 21 25 27 18 22 19 14 5 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c10_17130-Pp3c10_17170Pp3c10_17130-Pp3c10_17170intergenic_regionPp3c10_17130-Pp3c10_17170NA NA n.11553724G>ANA NA NA NA NA
Chr10 11672817 AAT A Chr10_11672817_AAT_AAAT_A INDEL 4513.24 1 2 0 21 20 35 27 15 0 2 0 0 1 0 25 16 10 21 20 35 29 15 24 18 4 9 9 5 0 0.125 0 1 1 1 0.931 1 0 0.111 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c10_17198Pp3c10_17198transcript PAC:32902473protein_codingNA c.-1925_-1924delATNA NA NA NA 1658
Chr10 11672817 AAT A Chr10_11672817_AAT_AAAT_A INDEL 4513.24 1 2 0 21 20 35 27 15 0 2 0 0 1 0 25 16 10 21 20 35 29 15 24 18 4 9 9 5 0 0.125 0 1 1 1 0.931 1 0 0.111 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c10_17170-Pp3c10_17198Pp3c10_17170-Pp3c10_17198intergenic_regionPp3c10_17170-Pp3c10_17198NA NA n.11672818_11672819delATNA NA NA NA NA
Chr10 11720709 G GA Chr10_11720709_G_GAG_GA INDEL 17071.59 16 12 13 28 23 27 34 22 31 19 10 17 10 10 16 12 13 28 23 27 34 22 31 19 10 17 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_17260-Pp3c10_17310Pp3c10_17260-Pp3c10_17310intergenic_regionPp3c10_17260-Pp3c10_17310NA NA n.11720709_11720710insANA NA NA NA NA
Chr10 11720754 G T Chr10_11720754_G_TG_T SNP 14587.63 12 8 11 21 16 20 24 16 24 6 8 13 5 7 12 8 11 21 16 20 24 16 24 6 8 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_17260-Pp3c10_17310Pp3c10_17260-Pp3c10_17310intergenic_regionPp3c10_17260-Pp3c10_17310NA NA n.11720754G>TNA NA NA NA NA
Chr10 11720755 T A Chr10_11720755_T_AT_A SNP 14587.63 12 8 11 20 16 20 24 16 22 6 8 13 5 7 12 8 11 20 16 20 24 16 22 6 8 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_17260-Pp3c10_17310Pp3c10_17260-Pp3c10_17310intergenic_regionPp3c10_17260-Pp3c10_17310NA NA n.11720755T>ANA NA NA NA NA
Chr10 11764315 T TA Chr10_11764315_T_TAT_TA INDEL 32479.59 59 42 36 36 29 54 54 42 41 44 31 44 24 20 59 42 36 36 29 54 54 42 41 44 31 44 24 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_17260-Pp3c10_17310Pp3c10_17260-Pp3c10_17310intergenic_regionPp3c10_17260-Pp3c10_17310NA NA n.11764315_11764316insANA NA NA NA NA
Chr10 11775227 G A Chr10_11775227_G_AG_A SNP 38083.63 42 29 32 49 34 47 63 47 43 41 35 44 16 19 42 29 32 49 34 47 63 47 43 41 35 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c10_17330Pp3c10_17330transcript PAC:32901380protein_coding 01-janv c.*85G>A NA NA NA NA 85
Chr10 11775227 G A Chr10_11775227_G_AG_A SNP 38083.63 42 29 32 49 34 47 63 47 43 41 35 44 16 19 42 29 32 49 34 47 63 47 43 41 35 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17310Pp3c10_17310transcript PAC:32900047protein_codingNA c.*2777G>A NA NA NA NA 2384
Chr10 11775227 G A Chr10_11775227_G_AG_A SNP 38083.63 42 29 32 49 34 47 63 47 43 41 35 44 16 19 42 29 32 49 34 47 63 47 43 41 35 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17340Pp3c10_17340transcript PAC:32901914protein_codingNA c.*2041C>T NA NA NA NA 1355
Chr10 11775227 G A Chr10_11775227_G_AG_A SNP 38083.63 42 29 32 49 34 47 63 47 43 41 35 44 16 19 42 29 32 49 34 47 63 47 43 41 35 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17360Pp3c10_17360transcript PAC:32899606protein_codingNA c.*2041C>T NA NA NA NA 2041
Chr10 11775227 G A Chr10_11775227_G_AG_A SNP 38083.63 42 29 32 49 34 47 63 47 43 41 35 44 16 19 42 29 32 49 34 47 63 47 43 41 35 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17310Pp3c10_17310transcript PAC:32900048protein_codingNA c.*2777G>A NA NA NA NA 2016
Chr10 11775227 G A Chr10_11775227_G_AG_A SNP 38083.63 42 29 32 49 34 47 63 47 43 41 35 44 16 19 42 29 32 49 34 47 63 47 43 41 35 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17330Pp3c10_17330transcript PAC:32901381protein_codingNA c.*85G>A NA NA NA NA 85
Chr10 11775227 G A Chr10_11775227_G_AG_A SNP 38083.63 42 29 32 49 34 47 63 47 43 41 35 44 16 19 42 29 32 49 34 47 63 47 43 41 35 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17360Pp3c10_17360transcript PAC:32899607protein_codingNA c.*2825C>T NA NA NA NA 2736
Chr10 11775228 A G Chr10_11775228_A_GA_G SNP 38083.63 42 30 31 50 33 47 64 48 43 41 36 44 16 19 42 30 31 50 33 47 64 48 43 41 36 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c10_17330Pp3c10_17330transcript PAC:32901380protein_coding 01-janv c.*86A>G NA NA NA NA 86
Chr10 11775228 A G Chr10_11775228_A_GA_G SNP 38083.63 42 30 31 50 33 47 64 48 43 41 36 44 16 19 42 30 31 50 33 47 64 48 43 41 36 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17310Pp3c10_17310transcript PAC:32900047protein_codingNA c.*2778A>G NA NA NA NA 2385
Chr10 11775228 A G Chr10_11775228_A_GA_G SNP 38083.63 42 30 31 50 33 47 64 48 43 41 36 44 16 19 42 30 31 50 33 47 64 48 43 41 36 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17340Pp3c10_17340transcript PAC:32901914protein_codingNA c.*2040T>C NA NA NA NA 1354
Chr10 11775228 A G Chr10_11775228_A_GA_G SNP 38083.63 42 30 31 50 33 47 64 48 43 41 36 44 16 19 42 30 31 50 33 47 64 48 43 41 36 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17360Pp3c10_17360transcript PAC:32899606protein_codingNA c.*2040T>C NA NA NA NA 2040
Chr10 11775228 A G Chr10_11775228_A_GA_G SNP 38083.63 42 30 31 50 33 47 64 48 43 41 36 44 16 19 42 30 31 50 33 47 64 48 43 41 36 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17310Pp3c10_17310transcript PAC:32900048protein_codingNA c.*2778A>G NA NA NA NA 2017
Chr10 11775228 A G Chr10_11775228_A_GA_G SNP 38083.63 42 30 31 50 33 47 64 48 43 41 36 44 16 19 42 30 31 50 33 47 64 48 43 41 36 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17330Pp3c10_17330transcript PAC:32901381protein_codingNA c.*86A>G NA NA NA NA 86
Chr10 11775228 A G Chr10_11775228_A_GA_G SNP 38083.63 42 30 31 50 33 47 64 48 43 41 36 44 16 19 42 30 31 50 33 47 64 48 43 41 36 44 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17360Pp3c10_17360transcript PAC:32899607protein_codingNA c.*2824T>C NA NA NA NA 2735
Chr10 11819375 G GGT Chr10_11819375_G_GGTG_GGT INDEL 16836.59 26 10 18 17 13 21 27 19 21 17 18 8 9 8 26 10 18 17 13 21 27 19 21 17 18 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_17390Pp3c10_17390transcript PAC:32901764protein_codingNA c.-617_-616insGTNA NA NA NA 63
Chr10 11819375 G GGT Chr10_11819375_G_GGTG_GGT INDEL 16836.59 26 10 18 17 13 21 27 19 21 17 18 8 9 8 26 10 18 17 13 21 27 19 21 17 18 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_17390Pp3c10_17390transcript PAC:32901765protein_codingNA c.-617_-616insGTNA NA NA NA 39
Chr10 11819375 G GGT Chr10_11819375_G_GGTG_GGT INDEL 16836.59 26 10 18 17 13 21 27 19 21 17 18 8 9 8 26 10 18 17 13 21 27 19 21 17 18 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_17390Pp3c10_17390transcript PAC:32901766protein_codingNA c.-617_-616insGTNA NA NA NA 39
Chr10 11819375 G GGT Chr10_11819375_G_GGTG_GGT INDEL 16836.59 26 10 18 17 13 21 27 19 21 17 18 8 9 8 26 10 18 17 13 21 27 19 21 17 18 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_17390Pp3c10_17390transcript PAC:32901767protein_codingNA c.-617_-616insGTNA NA NA NA 39
Chr10 11819375 G GGT Chr10_11819375_G_GGTG_GGT INDEL 16836.59 26 10 18 17 13 21 27 19 21 17 18 8 9 8 26 10 18 17 13 21 27 19 21 17 18 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_17370-Pp3c10_17390Pp3c10_17370-Pp3c10_17390intergenic_regionPp3c10_17370-Pp3c10_17390NA NA n.11819375_11819376insGTNA NA NA NA NA
Chr10 11879074 T TTA Chr10_11879074_T_TTAT_TTA INDEL 1582.35 25 17 9 0 0 0 0 1 0 0 0 0 0 0 25 17 9 24 15 23 20 18 18 15 7 4 9 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_17410Pp3c10_17410transcript PAC:32901176protein_codingNA c.-3282_-3281insTANA NA NA NA 3282
Chr10 11879074 T TTA Chr10_11879074_T_TTAT_TTA INDEL 1582.35 25 17 9 0 0 0 0 1 0 0 0 0 0 0 25 17 9 24 15 23 20 18 18 15 7 4 9 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_17420Pp3c10_17420transcript PAC:32901547protein_codingNA c.-3030_-3029insTANA NA NA NA 3030
Chr10 11879074 T TTA Chr10_11879074_T_TTAT_TTA INDEL 1582.35 25 17 9 0 0 0 0 1 0 0 0 0 0 0 25 17 9 24 15 23 20 18 18 15 7 4 9 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c10_17420-Pp3c10_17460Pp3c10_17420-Pp3c10_17460intergenic_regionPp3c10_17420-Pp3c10_17460NA NA n.11879074_11879075insTANA NA NA NA NA
Chr10 11974641 G C Chr10_11974641_G_CG_C SNP 15087.63 20 16 13 16 10 24 20 22 17 25 17 22 9 14 20 16 13 16 10 24 20 22 17 25 17 22 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_17540-Pp3c10_17630Pp3c10_17540-Pp3c10_17630intergenic_regionPp3c10_17540-Pp3c10_17630NA NA n.11974641G>CNA NA NA NA NA
Chr10 12142089 CAT C Chr10_12142089_CAT_CCAT_C INDEL 13501.59 27 9 10 25 16 24 24 20 19 14 16 14 18 12 27 9 10 25 16 24 25 20 19 14 16 14 18 12 1 1 1 1 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_17830Pp3c10_17830transcript PAC:32902470protein_codingNA c.-773_-772delATNA NA NA NA 654
Chr10 12142089 CAT C Chr10_12142089_CAT_CCAT_C INDEL 13501.59 27 9 10 25 16 24 24 20 19 14 16 14 18 12 27 9 10 25 16 24 25 20 19 14 16 14 18 12 1 1 1 1 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17810Pp3c10_17810transcript PAC:32902229protein_codingNA c.*2412_*2413delATNA NA NA NA 1720
Chr10 12142089 CAT C Chr10_12142089_CAT_CCAT_C INDEL 13501.59 27 9 10 25 16 24 24 20 19 14 16 14 18 12 27 9 10 25 16 24 25 20 19 14 16 14 18 12 1 1 1 1 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17829Pp3c10_17829transcript PAC:32900030protein_codingNA c.*589_*590delATNA NA NA NA 590
Chr10 12142089 CAT C Chr10_12142089_CAT_CCAT_C INDEL 13501.59 27 9 10 25 16 24 24 20 19 14 16 14 18 12 27 9 10 25 16 24 25 20 19 14 16 14 18 12 1 1 1 1 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17810Pp3c10_17810transcript PAC:32902230protein_codingNA c.*2412_*2413delATNA NA NA NA 1417
Chr10 12142089 CAT C Chr10_12142089_CAT_CCAT_C INDEL 13501.59 27 9 10 25 16 24 24 20 19 14 16 14 18 12 27 9 10 25 16 24 25 20 19 14 16 14 18 12 1 1 1 1 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17810Pp3c10_17810transcript PAC:32902233protein_codingNA c.*1447_*1448delATNA NA NA NA 1417
Chr10 12142089 CAT C Chr10_12142089_CAT_CCAT_C INDEL 13501.59 27 9 10 25 16 24 24 20 19 14 16 14 18 12 27 9 10 25 16 24 25 20 19 14 16 14 18 12 1 1 1 1 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17810Pp3c10_17810transcript PAC:32902231protein_codingNA c.*2412_*2413delATNA NA NA NA 1615
Chr10 12142089 CAT C Chr10_12142089_CAT_CCAT_C INDEL 13501.59 27 9 10 25 16 24 24 20 19 14 16 14 18 12 27 9 10 25 16 24 25 20 19 14 16 14 18 12 1 1 1 1 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_17810Pp3c10_17810transcript PAC:32902232protein_codingNA c.*2412_*2413delATNA NA NA NA 1615
Chr10 12142089 CAT C Chr10_12142089_CAT_CCAT_C INDEL 13501.59 27 9 10 25 16 24 24 20 19 14 16 14 18 12 27 9 10 25 16 24 25 20 19 14 16 14 18 12 1 1 1 1 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_17810-Pp3c10_17829Pp3c10_17810-Pp3c10_17829intergenic_regionPp3c10_17810-Pp3c10_17829NA NA n.12142090_12142091delATNA NA NA NA NA
Chr10 12206655 A AAT Chr10_12206655_A_AATA_AAT INDEL 205.37 1 0 0 0 0 0 0 0 0 1 0 0 8 0 20 8 8 16 9 13 18 12 15 14 10 12 8 5 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c10_17930-Pp3c10_17980Pp3c10_17930-Pp3c10_17980intergenic_regionPp3c10_17930-Pp3c10_17980NA NA n.12206655_12206656insATNA NA NA NA NA
Chr10 12311344 G T Chr10_12311344_G_TG_T SNP 3014.39 31 30 10 0 0 0 0 0 0 0 0 0 0 0 31 30 10 23 18 28 33 25 24 22 15 34 16 21 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c10_17990-Pp3c10_18090Pp3c10_17990-Pp3c10_18090intergenic_regionPp3c10_17990-Pp3c10_18090NA NA n.12311344G>TNA NA NA NA NA
Chr10 12355363 C CA Chr10_12355363_C_CAC_CA INDEL 13844.59 27 12 8 15 12 27 37 22 10 16 20 20 8 8 27 12 8 15 12 27 37 22 10 16 20 20 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_18090Pp3c10_18090transcript PAC:32901720protein_codingNA c.*745_*746insANA NA NA NA 219
Chr10 12355363 C CA Chr10_12355363_C_CAC_CA INDEL 13844.59 27 12 8 15 12 27 37 22 10 16 20 20 8 8 27 12 8 15 12 27 37 22 10 16 20 20 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_18090Pp3c10_18090transcript PAC:32901721protein_codingNA c.*745_*746insANA NA NA NA 258
Chr10 12355363 C CA Chr10_12355363_C_CAC_CA INDEL 13844.59 27 12 8 15 12 27 37 22 10 16 20 20 8 8 27 12 8 15 12 27 37 22 10 16 20 20 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_18090-Pp3c10_18120Pp3c10_18090-Pp3c10_18120intergenic_regionPp3c10_18090-Pp3c10_18120NA NA n.12355363_12355364insANA NA NA NA NA
Chr10 12379302 T TTA Chr10_12379302_T_TTAT_TTA INDEL 3112.24 0 0 0 15 15 19 20 12 2 0 0 0 0 1 25 13 12 15 15 19 20 12 18 11 11 12 12 11 0 0 0 1 1 1 1 1 0.111 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c10_18150Pp3c10_18150transcript PAC:32900333protein_codingNA c.*3100_*3101insTANA NA NA NA 3101
Chr10 12379302 T TTA Chr10_12379302_T_TTAT_TTA INDEL 3112.24 0 0 0 15 15 19 20 12 2 0 0 0 0 1 25 13 12 15 15 19 20 12 18 11 11 12 12 11 0 0 0 1 1 1 1 1 0.111 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c10_18150Pp3c10_18150transcript PAC:32900334protein_codingNA c.*3100_*3101insTANA NA NA NA 2495
Chr10 12379302 T TTA Chr10_12379302_T_TTAT_TTA INDEL 3112.24 0 0 0 15 15 19 20 12 2 0 0 0 0 1 25 13 12 15 15 19 20 12 18 11 11 12 12 11 0 0 0 1 1 1 1 1 0.111 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c10_18150-Pp3c10_18160Pp3c10_18150-Pp3c10_18160intergenic_regionPp3c10_18150-Pp3c10_18160NA NA n.12379302_12379303insTANA NA NA NA NA
Chr10 12404893 G T Chr10_12404893_G_TG_T SNP 4657.98 0 0 0 2 0 0 0 0 26 23 10 13 17 11 46 12 21 28 18 44 26 21 26 23 10 13 17 11 0 0 0 0.071 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c10_18180-Pp3c10_18270Pp3c10_18180-Pp3c10_18270intergenic_regionPp3c10_18180-Pp3c10_18270NA NA n.12404893G>TNA NA NA NA NA
Chr10 12470433 T C Chr10_12470433_T_CT_C SNP 18245.63 27 8 18 26 24 22 28 23 22 27 12 12 6 7 27 8 18 26 24 22 28 23 22 27 12 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_18260-Pp3c10_18290Pp3c10_18260-Pp3c10_18290intergenic_regionPp3c10_18260-Pp3c10_18290NA NA n.12470433T>CNA NA NA NA NA
Chr10 12535819 G C Chr10_12535819_G_CG_C SNP 20067.63 30 20 16 34 12 27 26 16 22 27 11 22 17 11 30 20 16 34 12 27 26 16 22 27 11 22 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_18362Pp3c10_18362transcript PAC:32901865protein_codingNA c.*2885C>G NA NA NA NA 2885
Chr10 12535819 G C Chr10_12535819_G_CG_C SNP 20067.63 30 20 16 34 12 27 26 16 22 27 11 22 17 11 30 20 16 34 12 27 26 16 22 27 11 22 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_18351-Pp3c10_18362Pp3c10_18351-Pp3c10_18362intergenic_regionPp3c10_18351-Pp3c10_18362NA NA n.12535819G>CNA NA NA NA NA
Chr10 12956703 A T Chr10_12956703_A_TA_T SNP 5820.29 0 0 0 19 21 25 29 18 0 0 0 0 0 0 21 7 11 20 21 25 29 18 18 13 12 15 7 14 0 0 0 0.95 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_18670-Pp3c10_18810Pp3c10_18670-Pp3c10_18810intergenic_regionPp3c10_18670-Pp3c10_18810NA NA n.12956703A>TNA NA NA NA NA
Chr10 13090436 C CTA Chr10_13090436_C_CTAC_CTA INDEL 5808.24 0 0 0 23 30 34 31 21 0 0 0 0 0 0 31 14 13 23 30 34 31 21 14 23 10 8 15 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_18860Pp3c10_18860transcript PAC:32899788protein_codingNA c.-5336_-5335insTANA NA NA NA 4196
Chr10 13090436 C CTA Chr10_13090436_C_CTAC_CTA INDEL 5808.24 0 0 0 23 30 34 31 21 0 0 0 0 0 0 31 14 13 23 30 34 31 21 14 23 10 8 15 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_18869Pp3c10_18869transcript PAC:32900282protein_codingNA c.-2250_-2249insTANA NA NA NA 2047
Chr10 13090436 C CTA Chr10_13090436_C_CTAC_CTA INDEL 5808.24 0 0 0 23 30 34 31 21 0 0 0 0 0 0 31 14 13 23 30 34 31 21 14 23 10 8 15 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_18880Pp3c10_18880transcript PAC:32899804protein_codingNA c.-1086_-1085insTANA NA NA NA 973
Chr10 13090436 C CTA Chr10_13090436_C_CTAC_CTA INDEL 5808.24 0 0 0 23 30 34 31 21 0 0 0 0 0 0 31 14 13 23 30 34 31 21 14 23 10 8 15 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_18860Pp3c10_18860transcript PAC:32899790protein_codingNA c.-5336_-5335insTANA NA NA NA 4182
Chr10 13090436 C CTA Chr10_13090436_C_CTAC_CTA INDEL 5808.24 0 0 0 23 30 34 31 21 0 0 0 0 0 0 31 14 13 23 30 34 31 21 14 23 10 8 15 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_18860Pp3c10_18860transcript PAC:32899789protein_codingNA c.-5336_-5335insTANA NA NA NA 4196
Chr10 13090436 C CTA Chr10_13090436_C_CTAC_CTA INDEL 5808.24 0 0 0 23 30 34 31 21 0 0 0 0 0 0 31 14 13 23 30 34 31 21 14 23 10 8 15 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c10_18880Pp3c10_18880transcript PAC:32899805protein_codingNA c.-1086_-1085insTANA NA NA NA 1086
Chr10 13090436 C CTA Chr10_13090436_C_CTAC_CTA INDEL 5808.24 0 0 0 23 30 34 31 21 0 0 0 0 0 0 31 14 13 23 30 34 31 21 14 23 10 8 15 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_18880-Pp3c10_18900Pp3c10_18880-Pp3c10_18900intergenic_regionPp3c10_18880-Pp3c10_18900NA NA n.13090436_13090437insTANA NA NA NA NA
Chr10 13115071 A G Chr10_13115071_A_GA_G SNP 19904.63 37 23 16 18 27 22 28 26 21 23 13 19 10 7 37 23 16 18 27 22 28 26 21 23 13 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_18930Pp3c10_18930transcript PAC:32901472protein_coding 01-févr c.-299A>G NA NA NA NA 299
Chr10 13115071 A G Chr10_13115071_A_GA_G SNP 19904.63 37 23 16 18 27 22 28 26 21 23 13 19 10 7 37 23 16 18 27 22 28 26 21 23 13 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_18930Pp3c10_18930transcript PAC:32901471protein_coding 01-févr c.-29-270A>GNA NA NA NA NA
Chr10 13115073 T G Chr10_13115073_T_GT_G SNP 19904.63 34 23 17 19 26 21 28 27 21 23 12 19 10 7 34 23 17 19 26 21 28 27 21 23 12 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c10_18930Pp3c10_18930transcript PAC:32901472protein_coding 01-févr c.-297T>G NA NA NA NA NA
Chr10 13115073 T G Chr10_13115073_T_GT_G SNP 19904.63 34 23 17 19 26 21 28 27 21 23 12 19 10 7 34 23 17 19 26 21 28 27 21 23 12 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_18930Pp3c10_18930transcript PAC:32901472protein_coding 01-févr c.-297T>G NA NA NA NA 297
Chr10 13115073 T G Chr10_13115073_T_GT_G SNP 19904.63 34 23 17 19 26 21 28 27 21 23 12 19 10 7 34 23 17 19 26 21 28 27 21 23 12 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_18930Pp3c10_18930transcript PAC:32901471protein_coding 01-févr c.-29-268T>GNA NA NA NA NA
Chr10 13115074 G A Chr10_13115074_G_AG_A SNP 19719.63 33 23 17 19 26 21 28 27 21 23 12 19 10 7 33 23 17 19 26 21 28 27 21 23 12 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c10_18930Pp3c10_18930transcript PAC:32901472protein_coding 01-févr c.-296G>A NA NA NA NA 296
Chr10 13115074 G A Chr10_13115074_G_AG_A SNP 19719.63 33 23 17 19 26 21 28 27 21 23 12 19 10 7 33 23 17 19 26 21 28 27 21 23 12 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_18930Pp3c10_18930transcript PAC:32901471protein_coding 01-févr c.-29-267G>ANA NA NA NA NA
Chr10 13116711 C A Chr10_13116711_C_AC_A SNP 17750.63 24 16 19 21 18 21 35 17 23 25 15 11 12 9 24 16 19 21 18 21 35 17 23 25 15 11 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_18930Pp3c10_18930transcript PAC:32901471protein_codingNA c.*1033C>A NA NA NA NA 706
Chr10 13116711 C A Chr10_13116711_C_AC_A SNP 17750.63 24 16 19 21 18 21 35 17 23 25 15 11 12 9 24 16 19 21 18 21 35 17 23 25 15 11 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_18930Pp3c10_18930transcript PAC:32901472protein_codingNA c.*1033C>A NA NA NA NA 738
Chr10 13116711 C A Chr10_13116711_C_AC_A SNP 17750.63 24 16 19 21 18 21 35 17 23 25 15 11 12 9 24 16 19 21 18 21 35 17 23 25 15 11 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_18930-Pp3c10_18970Pp3c10_18930-Pp3c10_18970intergenic_regionPp3c10_18930-Pp3c10_18970NA NA n.13116711C>ANA NA NA NA NA
Chr10 13766571 T C Chr10_13766571_T_CT_C SNP 12006.29 17 15 12 0 0 0 0 0 10 22 13 10 12 10 17 15 12 16 18 16 26 35 10 22 13 10 12 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c10_19910-Pp3c10_19960Pp3c10_19910-Pp3c10_19960intergenic_regionPp3c10_19910-Pp3c10_19960NA NA n.13766571T>CNA NA NA NA NA
Chr10 13766574 C T Chr10_13766574_C_TC_T SNP 12042.29 20 16 12 0 0 0 0 0 10 20 13 12 12 10 20 16 12 17 18 16 26 35 10 20 13 12 12 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c10_19910-Pp3c10_19960Pp3c10_19910-Pp3c10_19960intergenic_regionPp3c10_19910-Pp3c10_19960NA NA n.13766574C>TNA NA NA NA NA
Chr10 13771274 G GT Chr10_13771274_G_GTG_GT INDEL 17421.59 29 13 13 24 18 29 36 24 20 27 19 17 9 13 29 13 13 24 18 29 36 24 20 27 19 17 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_19910-Pp3c10_19960Pp3c10_19910-Pp3c10_19960intergenic_regionPp3c10_19910-Pp3c10_19960NA NA n.13771274_13771275insTNA NA NA NA NA
Chr10 13771457 A AT Chr10_13771457_A_ATA_AT INDEL 16705.59 23 18 12 28 19 30 36 23 25 25 16 16 8 11 23 18 12 28 19 30 36 23 25 25 16 16 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_19910-Pp3c10_19960Pp3c10_19910-Pp3c10_19960intergenic_regionPp3c10_19910-Pp3c10_19960NA NA n.13771457_13771458insTNA NA NA NA NA
Chr10 13774622 C A Chr10_13774622_C_AC_A SNP 10378.63 16 4 7 26 8 12 8 12 9 11 6 12 4 9 16 4 7 26 8 12 8 12 9 11 6 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_19910-Pp3c10_19960Pp3c10_19910-Pp3c10_19960intergenic_regionPp3c10_19910-Pp3c10_19960NA NA n.13774622C>ANA NA NA NA NA
Chr10 13918813 A AAT Chr10_13918813_A_AATA_AAT INDEL 1155.35 16 16 12 0 1 1 0 0 0 0 1 0 0 0 17 16 12 16 12 17 28 7 8 17 13 9 6 4 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_20140Pp3c10_20140transcript PAC:32900734protein_codingNA c.-4756_-4755insATNA NA NA NA 4044
Chr10 13918813 A AAT Chr10_13918813_A_AATA_AAT INDEL 1155.35 16 16 12 0 1 1 0 0 0 0 1 0 0 0 17 16 12 16 12 17 28 7 8 17 13 9 6 4 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_20146Pp3c10_20146transcript PAC:32899740protein_codingNA c.-3881_-3880insATNA NA NA NA 2971
Chr10 13918813 A AAT Chr10_13918813_A_AATA_AAT INDEL 1155.35 16 16 12 0 1 1 0 0 0 0 1 0 0 0 17 16 12 16 12 17 28 7 8 17 13 9 6 4 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_20140Pp3c10_20140transcript PAC:32900735protein_codingNA c.-4756_-4755insATNA NA NA NA 2844
Chr10 13918813 A AAT Chr10_13918813_A_AATA_AAT INDEL 1155.35 16 16 12 0 1 1 0 0 0 0 1 0 0 0 17 16 12 16 12 17 28 7 8 17 13 9 6 4 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c10_20140-Pp3c10_20146Pp3c10_20140-Pp3c10_20146intergenic_regionPp3c10_20140-Pp3c10_20146NA NA n.13918813_13918814insATNA NA NA NA NA
Chr10 13924765 T TTA Chr10_13924765_T_TTAT_TTA INDEL 1583.35 28 10 14 0 2 0 2 0 1 3 1 0 1 0 28 11 14 16 17 16 34 20 9 14 7 9 6 6 1 0.909 1 0 0.118 0 0.059 0 0 0.214 0 0 0 0 0 3 3 3 0 0 3 upstream_gene_variantMODIFIER Pp3c10_20150Pp3c10_20150transcript PAC:32901479protein_codingNA c.-3397_-3396insTANA NA NA NA 3377
Chr10 13924765 T TTA Chr10_13924765_T_TTAT_TTA INDEL 1583.35 28 10 14 0 2 0 2 0 1 3 1 0 1 0 28 11 14 16 17 16 34 20 9 14 7 9 6 6 1 0.909 1 0 0.118 0 0.059 0 0 0.214 0 0 0 0 0 3 3 3 0 0 3 upstream_gene_variantMODIFIER Pp3c10_20160Pp3c10_20160transcript PAC:32902023protein_codingNA c.-6575_-6574insTANA NA NA NA 3722
Chr10 13924765 T TTA Chr10_13924765_T_TTAT_TTA INDEL 1583.35 28 10 14 0 2 0 2 0 1 3 1 0 1 0 28 11 14 16 17 16 34 20 9 14 7 9 6 6 1 0.909 1 0 0.118 0 0.059 0 0 0.214 0 0 0 0 0 3 3 3 0 0 3 upstream_gene_variantMODIFIER Pp3c10_20160Pp3c10_20160transcript PAC:32902024protein_codingNA c.-6575_-6574insTANA NA NA NA 3722
Chr10 13924765 T TTA Chr10_13924765_T_TTAT_TTA INDEL 1583.35 28 10 14 0 2 0 2 0 1 3 1 0 1 0 28 11 14 16 17 16 34 20 9 14 7 9 6 6 1 0.909 1 0 0.118 0 0.059 0 0 0.214 0 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c10_20146Pp3c10_20146transcript PAC:32899740protein_codingNA c.*1669_*1670insTANA NA NA NA 762
Chr10 13924765 T TTA Chr10_13924765_T_TTAT_TTA INDEL 1583.35 28 10 14 0 2 0 2 0 1 3 1 0 1 0 28 11 14 16 17 16 34 20 9 14 7 9 6 6 1 0.909 1 0 0.118 0 0.059 0 0 0.214 0 0 0 0 0 3 3 3 0 0 3 intergenic_regionMODIFIER Pp3c10_20146-Pp3c10_20150Pp3c10_20146-Pp3c10_20150intergenic_regionPp3c10_20146-Pp3c10_20150NA NA n.13924765_13924766insTANA NA NA NA NA
Chr10 13955916 C CTA Chr10_13955916_C_CTAC_CTA INDEL 1101.35 18 10 10 0 0 0 0 1 1 0 0 0 0 0 18 10 10 14 13 9 27 19 8 11 7 8 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_20210Pp3c10_20210transcript PAC:32900717protein_codingNA c.*4836_*4837insTANA NA NA NA 4837
Chr10 13955916 C CTA Chr10_13955916_C_CTAC_CTA INDEL 1101.35 18 10 10 0 0 0 0 1 1 0 0 0 0 0 18 10 10 14 13 9 27 19 8 11 7 8 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_20230Pp3c10_20230transcript PAC:32900958protein_codingNA c.*606_*607insTANA NA NA NA 5
Chr10 13955916 C CTA Chr10_13955916_C_CTAC_CTA INDEL 1101.35 18 10 10 0 0 0 0 1 1 0 0 0 0 0 18 10 10 14 13 9 27 19 8 11 7 8 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_20240Pp3c10_20240transcript PAC:32902370protein_codingNA c.*2336_*2337insTANA NA NA NA 1673
Chr10 13955916 C CTA Chr10_13955916_C_CTAC_CTA INDEL 1101.35 18 10 10 0 0 0 0 1 1 0 0 0 0 0 18 10 10 14 13 9 27 19 8 11 7 8 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_20210Pp3c10_20210transcript PAC:32900718protein_codingNA c.*4836_*4837insTANA NA NA NA 4357
Chr10 13955916 C CTA Chr10_13955916_C_CTAC_CTA INDEL 1101.35 18 10 10 0 0 0 0 1 1 0 0 0 0 0 18 10 10 14 13 9 27 19 8 11 7 8 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c10_20240Pp3c10_20240transcript PAC:32902371protein_codingNA c.*2336_*2337insTANA NA NA NA 865
Chr10 13955916 C CTA Chr10_13955916_C_CTAC_CTA INDEL 1101.35 18 10 10 0 0 0 0 1 1 0 0 0 0 0 18 10 10 14 13 9 27 19 8 11 7 8 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intron_variantMODIFIER Pp3c10_20230Pp3c10_20230transcript PAC:32900959protein_coding 07-juil c.*119+487_*119+488insTANA NA NA NA NA
Chr10 13961026 A AAT Chr10_13961026_A_AATA_AAT INDEL 1862.93 1 1 0 0 0 0 1 0 15 5 13 7 9 12 15 19 6 13 10 15 21 14 15 5 13 7 9 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c10_20240Pp3c10_20240transcript PAC:32902370protein_codingNA c.-2565_-2564insATNA NA NA NA 2454
Chr10 13961026 A AAT Chr10_13961026_A_AATA_AAT INDEL 1862.93 1 1 0 0 0 0 1 0 15 5 13 7 9 12 15 19 6 13 10 15 21 14 15 5 13 7 9 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c10_20240Pp3c10_20240transcript PAC:32902371protein_codingNA c.-2565_-2564insATNA NA NA NA 2565
Chr10 13961026 A AAT Chr10_13961026_A_AATA_AAT INDEL 1862.93 1 1 0 0 0 0 1 0 15 5 13 7 9 12 15 19 6 13 10 15 21 14 15 5 13 7 9 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_20230Pp3c10_20230transcript PAC:32900959protein_codingNA c.*5716_*5717insATNA NA NA NA 4246
Chr10 13961026 A AAT Chr10_13961026_A_AATA_AAT INDEL 1862.93 1 1 0 0 0 0 1 0 15 5 13 7 9 12 15 19 6 13 10 15 21 14 15 5 13 7 9 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_20240-Pp3c10_20260Pp3c10_20240-Pp3c10_20260intergenic_regionPp3c10_20240-Pp3c10_20260NA NA n.13961026_13961027insATNA NA NA NA NA
Chr10 14008426 C T Chr10_14008426_C_TC_T SNP 4110.98 0 0 0 0 0 0 0 0 15 23 6 17 13 13 41 19 21 29 19 35 37 29 15 23 6 17 13 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_20300-Pp3c10_20340Pp3c10_20300-Pp3c10_20340intergenic_regionPp3c10_20300-Pp3c10_20340NA NA n.14008426C>TNA NA NA NA NA
Chr10 14087893 T TTA Chr10_14087893_T_TTAT_TTA INDEL 2769.24 0 0 1 13 8 12 26 16 0 0 0 0 0 0 22 9 10 13 8 12 27 17 12 16 12 10 9 7 0 0 0 1 1 1 0.963 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_20400Pp3c10_20400transcript PAC:32902265protein_codingNA c.*4506_*4507insTANA NA NA NA 1417
Chr10 14087893 T TTA Chr10_14087893_T_TTAT_TTA INDEL 2769.24 0 0 1 13 8 12 26 16 0 0 0 0 0 0 22 9 10 13 8 12 27 17 12 16 12 10 9 7 0 0 0 1 1 1 0.963 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_20400Pp3c10_20400transcript PAC:32902267protein_codingNA c.*4506_*4507insTANA NA NA NA 1320
Chr10 14087893 T TTA Chr10_14087893_T_TTAT_TTA INDEL 2769.24 0 0 1 13 8 12 26 16 0 0 0 0 0 0 22 9 10 13 8 12 27 17 12 16 12 10 9 7 0 0 0 1 1 1 0.963 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_20400Pp3c10_20400transcript PAC:32902268protein_codingNA c.*4506_*4507insTANA NA NA NA 1320
Chr10 14087893 T TTA Chr10_14087893_T_TTAT_TTA INDEL 2769.24 0 0 1 13 8 12 26 16 0 0 0 0 0 0 22 9 10 13 8 12 27 17 12 16 12 10 9 7 0 0 0 1 1 1 0.963 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_20400Pp3c10_20400transcript PAC:32902269protein_codingNA c.*4506_*4507insTANA NA NA NA 1320
Chr10 14087893 T TTA Chr10_14087893_T_TTAT_TTA INDEL 2769.24 0 0 1 13 8 12 26 16 0 0 0 0 0 0 22 9 10 13 8 12 27 17 12 16 12 10 9 7 0 0 0 1 1 1 0.963 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_20400Pp3c10_20400transcript PAC:32902270protein_codingNA c.*4506_*4507insTANA NA NA NA 1320
Chr10 14087893 T TTA Chr10_14087893_T_TTAT_TTA INDEL 2769.24 0 0 1 13 8 12 26 16 0 0 0 0 0 0 22 9 10 13 8 12 27 17 12 16 12 10 9 7 0 0 0 1 1 1 0.963 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_20400Pp3c10_20400transcript PAC:32902271protein_codingNA c.*4506_*4507insTANA NA NA NA 1320
Chr10 14087893 T TTA Chr10_14087893_T_TTAT_TTA INDEL 2769.24 0 0 1 13 8 12 26 16 0 0 0 0 0 0 22 9 10 13 8 12 27 17 12 16 12 10 9 7 0 0 0 1 1 1 0.963 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_20400Pp3c10_20400transcript PAC:32902266protein_codingNA c.*4506_*4507insTANA NA NA NA 1417
Chr10 14087893 T TTA Chr10_14087893_T_TTAT_TTA INDEL 2769.24 0 0 1 13 8 12 26 16 0 0 0 0 0 0 22 9 10 13 8 12 27 17 12 16 12 10 9 7 0 0 0 1 1 1 0.963 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c10_20400Pp3c10_20400transcript PAC:32902272protein_codingNA c.*4506_*4507insTANA NA NA NA 2446
Chr10 14087893 T TTA Chr10_14087893_T_TTAT_TTA INDEL 2769.24 0 0 1 13 8 12 26 16 0 0 0 0 0 0 22 9 10 13 8 12 27 17 12 16 12 10 9 7 0 0 0 1 1 1 0.963 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_20380-Pp3c10_20400Pp3c10_20380-Pp3c10_20400intergenic_regionPp3c10_20380-Pp3c10_20400NA NA n.14087893_14087894insTANA NA NA NA NA
Chr10 14247598 C A Chr10_14247598_C_AC_A SNP 17238.63 25 7 7 26 17 26 22 16 26 19 11 13 9 12 25 7 7 26 17 26 22 16 26 19 11 13 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20731-Pp3c10_20740Pp3c10_20731-Pp3c10_20740intergenic_regionPp3c10_20731-Pp3c10_20740NA NA n.14247598C>ANA NA NA NA NA
Chr10 14247613 C CT Chr10_14247613_C_CTC_CT INDEL 18235.59 28 7 11 24 16 28 24 17 25 18 9 9 11 11 28 7 11 24 16 28 24 17 25 18 9 9 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20731-Pp3c10_20740Pp3c10_20731-Pp3c10_20740intergenic_regionPp3c10_20731-Pp3c10_20740NA NA n.14247613_14247614insTNA NA NA NA NA
Chr10 14247623 C CA Chr10_14247623_C_CAC_CA INDEL 17955.59 27 6 10 21 14 27 29 16 26 17 9 7 11 11 27 6 10 21 14 27 29 16 26 17 9 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20731-Pp3c10_20740Pp3c10_20731-Pp3c10_20740intergenic_regionPp3c10_20731-Pp3c10_20740NA NA n.14247623_14247624insANA NA NA NA NA
Chr10 14343978 TAGGAA T Chr10_14343978_TAGGAA_TTAGGAA_T INDEL 14458.59 22 4 11 9 18 22 16 22 18 16 13 12 9 4 22 4 11 9 18 22 16 22 19 16 13 12 9 4 1 1 1 1 1 1 1 1 0.947 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20870-Pp3c10_20880Pp3c10_20870-Pp3c10_20880intergenic_regionPp3c10_20870-Pp3c10_20880NA NA n.14343979_14343983delAGGAANA NA NA NA NA
Chr10 14343989 AGAGT A Chr10_14343989_AGAGT_AAGAGT_A INDEL 14953.59 22 5 12 9 18 24 18 21 17 21 11 11 6 4 22 5 12 9 18 24 18 21 18 21 11 11 6 4 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20870-Pp3c10_20880Pp3c10_20870-Pp3c10_20880intergenic_regionPp3c10_20870-Pp3c10_20880NA NA n.14343990_14343993delGAGTNA NA NA NA NA
Chr10 14343995 G C Chr10_14343995_G_CG_C SNP 14692.63 23 6 12 10 18 24 18 21 17 20 10 11 6 4 23 6 12 10 18 24 18 21 18 20 10 11 6 4 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20870-Pp3c10_20880Pp3c10_20870-Pp3c10_20880intergenic_regionPp3c10_20870-Pp3c10_20880NA NA n.14343995G>CNA NA NA NA NA
Chr10 14343996 C T Chr10_14343996_C_TC_T SNP 14827.63 23 6 12 10 18 24 18 21 17 20 10 11 6 4 23 6 12 10 18 24 18 21 18 20 10 11 6 4 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20870-Pp3c10_20880Pp3c10_20870-Pp3c10_20880intergenic_regionPp3c10_20870-Pp3c10_20880NA NA n.14343996C>TNA NA NA NA NA
Chr10 14344000 A T Chr10_14344000_A_TA_T SNP 14827.63 24 7 12 10 18 25 19 18 16 20 10 10 7 5 24 7 12 10 18 25 19 18 17 20 10 10 7 5 1 1 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20870-Pp3c10_20880Pp3c10_20870-Pp3c10_20880intergenic_regionPp3c10_20870-Pp3c10_20880NA NA n.14344000A>TNA NA NA NA NA
Chr10 14344007 T TATTAAAAA Chr10_14344007_T_TATTAAAAAT_TATTAAAAAINDEL 16078.59 21 7 12 13 18 25 19 22 13 22 11 10 6 6 21 7 12 13 18 25 19 22 14 22 11 10 6 6 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20870-Pp3c10_20880Pp3c10_20870-Pp3c10_20880intergenic_regionPp3c10_20870-Pp3c10_20880NA NA n.14344007_14344008insATTAAAAANA NA NA NA NA
Chr10 14344011 TAC T Chr10_14344011_TAC_TTAC_T INDEL 15628.59 23 8 13 11 18 22 18 19 16 20 11 12 7 7 23 8 13 11 18 22 18 19 17 20 11 12 7 7 1 1 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20870-Pp3c10_20880Pp3c10_20870-Pp3c10_20880intergenic_regionPp3c10_20870-Pp3c10_20880NA NA n.14344012_14344013delACNA NA NA NA NA
Chr10 14344018 A AAAGT Chr10_14344018_A_AAAGTA_AAAGT INDEL 15943.59 26 8 13 11 18 22 15 23 15 22 13 12 7 6 26 8 13 11 18 22 15 23 16 22 13 12 7 6 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20870-Pp3c10_20880Pp3c10_20870-Pp3c10_20880intergenic_regionPp3c10_20870-Pp3c10_20880NA NA n.14344018_14344019insAAGTNA NA NA NA NA
Chr10 14344022 C T Chr10_14344022_C_TC_T SNP 15637.63 25 7 14 11 15 22 18 25 18 22 13 12 6 6 25 7 14 11 15 22 18 25 19 22 13 12 6 6 1 1 1 1 1 1 1 1 0.947 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_20870-Pp3c10_20880Pp3c10_20870-Pp3c10_20880intergenic_regionPp3c10_20870-Pp3c10_20880NA NA n.14344022C>TNA NA NA NA NA
Chr10 14521342 T TTA Chr10_14521342_T_TTAT_TTA INDEL 3248.24 2 0 0 18 12 14 25 20 0 1 0 0 0 0 22 9 10 18 13 14 25 20 26 13 7 8 5 7 0.091 0 0 1 0.923 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c10_21120Pp3c10_21120transcript PAC:32899923protein_codingNA c.*1835_*1836insTANA NA NA NA 1006
Chr10 14521342 T TTA Chr10_14521342_T_TTAT_TTA INDEL 3248.24 2 0 0 18 12 14 25 20 0 1 0 0 0 0 22 9 10 18 13 14 25 20 26 13 7 8 5 7 0.091 0 0 1 0.923 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c10_21120Pp3c10_21120transcript PAC:32899924protein_codingNA c.*1835_*1836insTANA NA NA NA 1088
Chr10 14521342 T TTA Chr10_14521342_T_TTAT_TTA INDEL 3248.24 2 0 0 18 12 14 25 20 0 1 0 0 0 0 22 9 10 18 13 14 25 20 26 13 7 8 5 7 0.091 0 0 1 0.923 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c10_21100-Pp3c10_21120Pp3c10_21100-Pp3c10_21120intergenic_regionPp3c10_21100-Pp3c10_21120NA NA n.14521342_14521343insTANA NA NA NA NA
Chr10 14757745 CTCTCCA C Chr10_14757745_CTCTCCA_CCTCTCCA_C INDEL 9371.59 5 7 6 15 8 10 18 14 4 11 10 6 4 8 5 7 6 15 8 10 19 14 4 11 10 6 4 8 1 1 1 1 1 1 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_21350-Pp3c10_21470Pp3c10_21350-Pp3c10_21470intergenic_regionPp3c10_21350-Pp3c10_21470NA NA n.14757746_14757751delTCTCCANA NA NA NA NA
Chr10 14757755 G A Chr10_14757755_G_AG_A SNP 9380.63 5 7 7 16 7 10 18 14 4 11 10 6 5 8 5 7 7 16 7 10 19 14 4 11 10 6 5 8 1 1 1 1 1 1 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_21350-Pp3c10_21470Pp3c10_21350-Pp3c10_21470intergenic_regionPp3c10_21350-Pp3c10_21470NA NA n.14757755G>ANA NA NA NA NA
Chr10 14757756 A T Chr10_14757756_A_TA_T SNP 9335.63 5 6 7 16 7 10 18 14 4 11 10 6 5 8 5 6 7 16 7 10 19 14 4 11 10 6 5 8 1 1 1 1 1 1 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_21350-Pp3c10_21470Pp3c10_21350-Pp3c10_21470intergenic_regionPp3c10_21350-Pp3c10_21470NA NA n.14757756A>TNA NA NA NA NA
Chr10 14757759 C CAGGG Chr10_14757759_C_CAGGGC_CAGGG INDEL 9911.59 5 7 7 16 7 13 18 12 4 11 9 5 5 8 5 7 7 16 7 13 19 12 4 11 9 5 5 8 1 1 1 1 1 1 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_21350-Pp3c10_21470Pp3c10_21350-Pp3c10_21470intergenic_regionPp3c10_21350-Pp3c10_21470NA NA n.14757759_14757760insAGGGNA NA NA NA NA
Chr10 14757760 T A Chr10_14757760_T_AT_A SNP 9740.63 5 8 7 17 5 14 18 12 5 10 9 5 5 8 5 8 7 17 5 14 19 12 5 10 9 5 5 8 1 1 1 1 1 1 0.947 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_21350-Pp3c10_21470Pp3c10_21350-Pp3c10_21470intergenic_regionPp3c10_21350-Pp3c10_21470NA NA n.14757760T>ANA NA NA NA NA
Chr10 14757762 C A Chr10_14757762_C_AC_A SNP 9155.63 5 9 7 16 5 14 19 12 5 11 9 5 5 7 5 9 7 16 5 14 20 12 5 11 9 5 5 7 1 1 1 1 1 1 0.95 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_21350-Pp3c10_21470Pp3c10_21350-Pp3c10_21470intergenic_regionPp3c10_21350-Pp3c10_21470NA NA n.14757762C>ANA NA NA NA NA
Chr10 14757766 CAAAA C Chr10_14757766_CAAAA_CCAAAA_C INDEL 8966.59 5 9 7 14 5 13 19 12 5 11 9 4 5 7 5 9 7 14 5 13 20 12 5 11 9 4 5 7 1 1 1 1 1 1 0.95 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_21350-Pp3c10_21470Pp3c10_21350-Pp3c10_21470intergenic_regionPp3c10_21350-Pp3c10_21470NA NA n.14757767_14757770delAAAANA NA NA NA NA
Chr10 14757776 T TGA Chr10_14757776_T_TGAT_TGA INDEL 8156.59 5 8 4 13 5 11 14 10 5 10 8 4 5 7 5 8 4 13 5 11 15 10 5 10 8 4 5 7 1 1 1 1 1 1 0.933 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_21350-Pp3c10_21470Pp3c10_21350-Pp3c10_21470intergenic_regionPp3c10_21350-Pp3c10_21470NA NA n.14757776_14757777insGANA NA NA NA NA
Chr10 14757784 T TAC Chr10_14757784_T_TACT_TAC INDEL 8201.59 7 8 6 10 5 11 14 8 5 9 5 4 5 5 7 8 6 10 5 11 15 8 5 9 5 4 5 5 1 1 1 1 1 1 0.933 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_21350-Pp3c10_21470Pp3c10_21350-Pp3c10_21470intergenic_regionPp3c10_21350-Pp3c10_21470NA NA n.14757784_14757785insACNA NA NA NA NA
Chr10 14791552 AAT A Chr10_14791552_AAT_AAAT_A INDEL 3902.93 1 0 0 0 0 0 0 0 28 27 16 9 13 8 28 13 9 16 12 17 26 16 28 27 16 10 13 8 0 0 0 0 0 0 0 0 1 1 1 0.9 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_21490Pp3c10_21490transcript PAC:32900238protein_codingNA c.*2533_*2534delATNA NA NA NA 2343
Chr10 14791552 AAT A Chr10_14791552_AAT_AAAT_A INDEL 3902.93 1 0 0 0 0 0 0 0 28 27 16 9 13 8 28 13 9 16 12 17 26 16 28 27 16 10 13 8 0 0 0 0 0 0 0 0 1 1 1 0.9 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_21490Pp3c10_21490transcript PAC:32900241protein_codingNA c.*2771_*2772delATNA NA NA NA 2346
Chr10 14791552 AAT A Chr10_14791552_AAT_AAAT_A INDEL 3902.93 1 0 0 0 0 0 0 0 28 27 16 9 13 8 28 13 9 16 12 17 26 16 28 27 16 10 13 8 0 0 0 0 0 0 0 0 1 1 1 0.9 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_21490Pp3c10_21490transcript PAC:32900240protein_codingNA c.*2771_*2772delATNA NA NA NA 2346
Chr10 14791552 AAT A Chr10_14791552_AAT_AAAT_A INDEL 3902.93 1 0 0 0 0 0 0 0 28 27 16 9 13 8 28 13 9 16 12 17 26 16 28 27 16 10 13 8 0 0 0 0 0 0 0 0 1 1 1 0.9 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_21490Pp3c10_21490transcript PAC:32900239protein_codingNA c.*2771_*2772delATNA NA NA NA 2346
Chr10 14791552 AAT A Chr10_14791552_AAT_AAAT_A INDEL 3902.93 1 0 0 0 0 0 0 0 28 27 16 9 13 8 28 13 9 16 12 17 26 16 28 27 16 10 13 8 0 0 0 0 0 0 0 0 1 1 1 0.9 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_21490-Pp3c10_21500Pp3c10_21490-Pp3c10_21500intergenic_regionPp3c10_21490-Pp3c10_21500NA NA n.14791553_14791554delATNA NA NA NA NA
Chr10 14795177 G GA Chr10_14795177_G_GAG_GA INDEL 1547.35 30 10 12 0 0 0 0 0 0 0 0 0 0 0 30 10 12 28 15 27 27 16 19 22 14 11 10 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_21500Pp3c10_21500transcript PAC:32900937protein_codingNA c.-4079_-4078insANA NA NA NA 4078
Chr10 14795177 G GA Chr10_14795177_G_GAG_GA INDEL 1547.35 30 10 12 0 0 0 0 0 0 0 0 0 0 0 30 10 12 28 15 27 27 16 19 22 14 11 10 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c10_21510Pp3c10_21510transcript PAC:32900802protein_codingNA c.-6021_-6020insANA NA NA NA 4868
Chr10 14795177 G GA Chr10_14795177_G_GAG_GA INDEL 1547.35 30 10 12 0 0 0 0 0 0 0 0 0 0 0 30 10 12 28 15 27 27 16 19 22 14 11 10 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c10_21490-Pp3c10_21500Pp3c10_21490-Pp3c10_21500intergenic_regionPp3c10_21490-Pp3c10_21500NA NA n.14795177_14795178insANA NA NA NA NA
Chr10 15212445 T A Chr10_15212445_T_AT_A SNP 3011.98 0 0 0 0 0 0 0 0 19 20 6 10 6 6 16 7 6 9 9 19 29 28 20 20 6 10 6 6 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_22200-Pp3c10_22230Pp3c10_22200-Pp3c10_22230intergenic_regionPp3c10_22200-Pp3c10_22230NA NA n.15212445T>ANA NA NA NA NA
Chr10 15243174 G GT Chr10_15243174_G_GTG_GT INDEL 14855.59 29 18 16 25 23 23 38 22 22 14 10 20 13 8 29 18 16 25 23 23 38 22 22 14 10 20 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_donor_variant&intron_variantHIGH Pp3c10_22230Pp3c10_22230transcript PAC:32901042protein_coding 02-sept c.339+1_339+2insTNA NA NA NA NA
Chr10 15243174 G GT Chr10_15243174_G_GTG_GT INDEL 14855.59 29 18 16 25 23 23 38 22 22 14 10 20 13 8 29 18 16 25 23 23 38 22 22 14 10 20 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_donor_variant&intron_variantHIGH Pp3c10_22230Pp3c10_22230transcript PAC:32901045protein_coding 02-sept c.339+1_339+2insTNA NA NA NA NA
Chr10 15243174 G GT Chr10_15243174_G_GTG_GT INDEL 14855.59 29 18 16 25 23 23 38 22 22 14 10 20 13 8 29 18 16 25 23 23 38 22 22 14 10 20 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_donor_variant&intron_variantHIGH Pp3c10_22230Pp3c10_22230transcript PAC:32901044protein_coding 02-oct c.339+1_339+2insTNA NA NA NA NA
Chr10 15243174 G GT Chr10_15243174_G_GTG_GT INDEL 14855.59 29 18 16 25 23 23 38 22 22 14 10 20 13 8 29 18 16 25 23 23 38 22 22 14 10 20 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_donor_variant&intron_variantHIGH Pp3c10_22230Pp3c10_22230transcript PAC:32901043protein_coding 03-oct c.339+1_339+2insTNA NA NA NA NA
Chr10 15243174 G GT Chr10_15243174_G_GTG_GT INDEL 14855.59 29 18 16 25 23 23 38 22 22 14 10 20 13 8 29 18 16 25 23 23 38 22 22 14 10 20 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_22250Pp3c10_22250transcript PAC:32902567protein_codingNA c.*2800_*2801insANA NA NA NA 2800
Chr10 15274934 C A Chr10_15274934_C_AC_A SNP 17908.63 29 19 14 31 7 20 28 23 19 15 20 10 4 9 29 19 14 31 7 20 28 23 19 15 20 10 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_22310Pp3c10_22310transcript PAC:32900188protein_codingNA c.-2270G>T NA NA NA NA 2270
Chr10 15274934 C A Chr10_15274934_C_AC_A SNP 17908.63 29 19 14 31 7 20 28 23 19 15 20 10 4 9 29 19 14 31 7 20 28 23 19 15 20 10 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_22310-Pp3c10_22390Pp3c10_22310-Pp3c10_22390intergenic_regionPp3c10_22310-Pp3c10_22390NA NA n.15274934C>ANA NA NA NA NA
Chr10 15370350 C A Chr10_15370350_C_AC_A SNP 5635.29 0 0 0 21 15 19 27 20 0 0 0 0 0 0 25 13 17 21 15 19 27 20 31 23 32 25 8 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c10_22510-Pp3c10_22600Pp3c10_22510-Pp3c10_22600intergenic_regionPp3c10_22510-Pp3c10_22600NA NA n.15370350C>ANA NA NA NA NA
Chr10 15395699 G GA Chr10_15395699_G_GAG_GA INDEL 17630.59 36 8 18 36 20 29 24 23 38 23 21 20 7 14 36 8 18 36 20 29 24 23 38 23 21 20 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_22510-Pp3c10_22600Pp3c10_22510-Pp3c10_22600intergenic_regionPp3c10_22510-Pp3c10_22600NA NA n.15395699_15395700insANA NA NA NA NA
Chr10 15403781 CT C Chr10_15403781_CT_CCT_C INDEL 10236.59 22 6 9 11 14 14 14 16 14 20 9 5 8 9 22 6 9 11 14 14 14 16 14 20 9 5 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_22510-Pp3c10_22600Pp3c10_22510-Pp3c10_22600intergenic_regionPp3c10_22510-Pp3c10_22600NA NA n.15403782delTNA NA NA NA NA
Chr10 15439648 C A Chr10_15439648_C_AC_A SNP 8419.29 19 7 10 3 0 1 2 2 9 14 11 8 11 4 19 7 10 20 19 20 38 20 9 14 11 8 11 4 1 1 1 0.15 0 0 0.053 0.1 1 1 1 1 1 1 0 10 10 3 7 0 3 intergenic_regionMODIFIER Pp3c10_22510-Pp3c10_22600Pp3c10_22510-Pp3c10_22600intergenic_regionPp3c10_22510-Pp3c10_22600NA NA n.15439648C>ANA NA NA NA NA
Chr10 15801591 C T Chr10_15801591_C_TC_T SNP 18859.63 24 25 9 24 25 27 36 21 33 18 26 18 9 15 24 25 9 24 25 27 36 21 33 18 26 18 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_23080-Pp3c10_23110Pp3c10_23080-Pp3c10_23110intergenic_regionPp3c10_23080-Pp3c10_23110NA NA n.15801591C>TNA NA NA NA NA
Chr10 16184870 GAT G Chr10_16184870_GAT_GGAT_G INDEL 4387.91 1 0 0 0 0 0 0 0 15 15 13 15 9 5 22 9 11 15 19 28 22 17 17 15 15 15 9 5 0 0 0 0 0 0 0 0 0.882 1 0.867 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c10_23510Pp3c10_23510transcript PAC:32899955protein_codingNA c.-735_-734delATNA NA NA NA 735
Chr10 16184870 GAT G Chr10_16184870_GAT_GGAT_G INDEL 4387.91 1 0 0 0 0 0 0 0 15 15 13 15 9 5 22 9 11 15 19 28 22 17 17 15 15 15 9 5 0 0 0 0 0 0 0 0 0.882 1 0.867 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c10_23510Pp3c10_23510transcript PAC:32899956protein_codingNA c.-735_-734delATNA NA NA NA 735
Chr10 16184870 GAT G Chr10_16184870_GAT_GGAT_G INDEL 4387.91 1 0 0 0 0 0 0 0 15 15 13 15 9 5 22 9 11 15 19 28 22 17 17 15 15 15 9 5 0 0 0 0 0 0 0 0 0.882 1 0.867 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_23490Pp3c10_23490transcript PAC:32899818protein_codingNA c.*2243_*2244delATNA NA NA NA 1926
Chr10 16184870 GAT G Chr10_16184870_GAT_GGAT_G INDEL 4387.91 1 0 0 0 0 0 0 0 15 15 13 15 9 5 22 9 11 15 19 28 22 17 17 15 15 15 9 5 0 0 0 0 0 0 0 0 0.882 1 0.867 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_23520Pp3c10_23520transcript PAC:32901073protein_codingNA c.*1912_*1913delATNA NA NA NA 1229
Chr10 16184870 GAT G Chr10_16184870_GAT_GGAT_G INDEL 4387.91 1 0 0 0 0 0 0 0 15 15 13 15 9 5 22 9 11 15 19 28 22 17 17 15 15 15 9 5 0 0 0 0 0 0 0 0 0.882 1 0.867 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_23490Pp3c10_23490transcript PAC:32899819protein_codingNA c.*2243_*2244delATNA NA NA NA 1885
Chr10 16184870 GAT G Chr10_16184870_GAT_GGAT_G INDEL 4387.91 1 0 0 0 0 0 0 0 15 15 13 15 9 5 22 9 11 15 19 28 22 17 17 15 15 15 9 5 0 0 0 0 0 0 0 0 0.882 1 0.867 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c10_23520Pp3c10_23520transcript PAC:32901074protein_codingNA c.*1912_*1913delATNA NA NA NA 1414
Chr10 16184870 GAT G Chr10_16184870_GAT_GGAT_G INDEL 4387.91 1 0 0 0 0 0 0 0 15 15 13 15 9 5 22 9 11 15 19 28 22 17 17 15 15 15 9 5 0 0 0 0 0 0 0 0 0.882 1 0.867 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c10_23490-Pp3c10_23510Pp3c10_23490-Pp3c10_23510intergenic_regionPp3c10_23490-Pp3c10_23510NA NA n.16184871_16184872delATNA NA NA NA NA
Chr10 16462635 CTG C Chr10_16462635_CTG_CCTG_C INDEL 11032.59 12 10 10 19 14 16 17 20 10 10 8 8 5 7 12 10 10 19 14 16 17 20 10 10 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c10_24140Pp3c10_24140transcript PAC:32901407protein_coding 02-mai c.538-8_538-7delCANA NA NA NA NA
Chr10 16462635 CTG C Chr10_16462635_CTG_CCTG_C INDEL 11032.59 12 10 10 19 14 16 17 20 10 10 8 8 5 7 12 10 10 19 14 16 17 20 10 10 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901405protein_coding déc-17 c.2387-156_2387-155delCANA NA NA NA NA
Chr10 16462635 CTG C Chr10_16462635_CTG_CCTG_C INDEL 11032.59 12 10 10 19 14 16 17 20 10 10 8 8 5 7 12 10 10 19 14 16 17 20 10 10 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24130Pp3c10_24130transcript PAC:32901294protein_coding déc-17 c.2621-57_2621-56delCANA NA NA NA NA
Chr10 16462635 CTG C Chr10_16462635_CTG_CCTG_C INDEL 11032.59 12 10 10 19 14 16 17 20 10 10 8 8 5 7 12 10 10 19 14 16 17 20 10 10 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901406protein_coding déc-17 c.2387-156_2387-155delCANA NA NA NA NA
Chr10 16462638 T C Chr10_16462638_T_CT_C SNP 11042.63 12 10 10 20 14 16 17 20 10 10 8 8 5 7 12 10 10 20 14 16 17 20 10 10 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901405protein_coding déc-17 c.2387-157A>GNA NA NA NA NA
Chr10 16462638 T C Chr10_16462638_T_CT_C SNP 11042.63 12 10 10 20 14 16 17 20 10 10 8 8 5 7 12 10 10 20 14 16 17 20 10 10 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24130Pp3c10_24130transcript PAC:32901294protein_coding déc-17 c.2621-58A>GNA NA NA NA NA
Chr10 16462638 T C Chr10_16462638_T_CT_C SNP 11042.63 12 10 10 20 14 16 17 20 10 10 8 8 5 7 12 10 10 20 14 16 17 20 10 10 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901406protein_coding déc-17 c.2387-157A>GNA NA NA NA NA
Chr10 16462638 T C Chr10_16462638_T_CT_C SNP 11042.63 12 10 10 20 14 16 17 20 10 10 8 8 5 7 12 10 10 20 14 16 17 20 10 10 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901407protein_coding 02-mai c.538-9A>G NA NA NA NA NA
Chr10 16462641 T C Chr10_16462641_T_CT_C SNP 11201.63 11 10 10 20 15 14 16 18 10 9 8 7 5 7 11 10 10 20 15 14 16 18 10 9 8 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901405protein_coding déc-17 c.2387-160A>GNA NA NA NA NA
Chr10 16462641 T C Chr10_16462641_T_CT_C SNP 11201.63 11 10 10 20 15 14 16 18 10 9 8 7 5 7 11 10 10 20 15 14 16 18 10 9 8 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24130Pp3c10_24130transcript PAC:32901294protein_coding déc-17 c.2621-61A>GNA NA NA NA NA
Chr10 16462641 T C Chr10_16462641_T_CT_C SNP 11201.63 11 10 10 20 15 14 16 18 10 9 8 7 5 7 11 10 10 20 15 14 16 18 10 9 8 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901406protein_coding déc-17 c.2387-160A>GNA NA NA NA NA
Chr10 16462641 T C Chr10_16462641_T_CT_C SNP 11201.63 11 10 10 20 15 14 16 18 10 9 8 7 5 7 11 10 10 20 15 14 16 18 10 9 8 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901407protein_coding 02-mai c.538-12A>G NA NA NA NA NA
Chr10 16462642 GGA G Chr10_16462642_GGA_GGGA_G INDEL 11053.59 11 10 10 20 15 14 17 18 11 9 7 6 5 7 11 10 10 20 15 14 17 18 11 9 7 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901405protein_coding déc-17 c.2387-163_2387-162delTCNA NA NA NA NA
Chr10 16462642 GGA G Chr10_16462642_GGA_GGGA_G INDEL 11053.59 11 10 10 20 15 14 17 18 11 9 7 6 5 7 11 10 10 20 15 14 17 18 11 9 7 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24130Pp3c10_24130transcript PAC:32901294protein_coding déc-17 c.2621-64_2621-63delTCNA NA NA NA NA
Chr10 16462642 GGA G Chr10_16462642_GGA_GGGA_G INDEL 11053.59 11 10 10 20 15 14 17 18 11 9 7 6 5 7 11 10 10 20 15 14 17 18 11 9 7 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901406protein_coding déc-17 c.2387-163_2387-162delTCNA NA NA NA NA
Chr10 16462642 GGA G Chr10_16462642_GGA_GGGA_G INDEL 11053.59 11 10 10 20 15 14 17 18 11 9 7 6 5 7 11 10 10 20 15 14 17 18 11 9 7 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901407protein_coding 02-mai c.538-15_538-14delTCNA NA NA NA NA
Chr10 16462646 A ACCCCC Chr10_16462646_A_ACCCCCA_ACCCCC INDEL 11268.59 11 10 10 20 15 14 17 18 11 9 7 6 5 7 11 10 10 20 15 14 17 18 11 9 7 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901405protein_coding déc-17 c.2387-166_2387-165insGGGGGNA NA NA NA NA
Chr10 16462646 A ACCCCC Chr10_16462646_A_ACCCCCA_ACCCCC INDEL 11268.59 11 10 10 20 15 14 17 18 11 9 7 6 5 7 11 10 10 20 15 14 17 18 11 9 7 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24130Pp3c10_24130transcript PAC:32901294protein_coding déc-17 c.2621-67_2621-66insGGGGGNA NA NA NA NA
Chr10 16462646 A ACCCCC Chr10_16462646_A_ACCCCCA_ACCCCC INDEL 11268.59 11 10 10 20 15 14 17 18 11 9 7 6 5 7 11 10 10 20 15 14 17 18 11 9 7 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901406protein_coding déc-17 c.2387-166_2387-165insGGGGGNA NA NA NA NA
Chr10 16462646 A ACCCCC Chr10_16462646_A_ACCCCCA_ACCCCC INDEL 11268.59 11 10 10 20 15 14 17 18 11 9 7 6 5 7 11 10 10 20 15 14 17 18 11 9 7 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901407protein_coding 02-mai c.538-18_538-17insGGGGGNA NA NA NA NA
Chr10 16462647 G T Chr10_16462647_G_TG_T SNP 11277.63 10 9 9 19 14 14 18 19 11 9 7 6 6 7 10 9 9 19 14 14 18 19 11 9 7 6 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901405protein_coding déc-17 c.2387-166C>ANA NA NA NA NA
Chr10 16462647 G T Chr10_16462647_G_TG_T SNP 11277.63 10 9 9 19 14 14 18 19 11 9 7 6 6 7 10 9 9 19 14 14 18 19 11 9 7 6 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24130Pp3c10_24130transcript PAC:32901294protein_coding déc-17 c.2621-67C>ANA NA NA NA NA
Chr10 16462647 G T Chr10_16462647_G_TG_T SNP 11277.63 10 9 9 19 14 14 18 19 11 9 7 6 6 7 10 9 9 19 14 14 18 19 11 9 7 6 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901406protein_coding déc-17 c.2387-166C>ANA NA NA NA NA
Chr10 16462647 G T Chr10_16462647_G_TG_T SNP 11277.63 10 9 9 19 14 14 18 19 11 9 7 6 6 7 10 9 9 19 14 14 18 19 11 9 7 6 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c10_24140Pp3c10_24140transcript PAC:32901407protein_coding 02-mai c.538-18C>A NA NA NA NA NA
Chr10 16563066 A AAT Chr10_16563066_A_AATA_AAT INDEL 2538.24 0 0 2 20 11 15 18 12 0 2 0 0 0 0 18 16 11 20 11 15 19 13 14 16 10 10 5 6 0 0 0.182 1 1 1 0.947 0.923 0 0.125 0 0 0 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c10_24422Pp3c10_24422transcript PAC:32900744protein_codingNA c.-3092_-3091insATNA NA NA NA 3075



Chr10 16563066 A AAT Chr10_16563066_A_AATA_AAT INDEL 2538.24 0 0 2 20 11 15 18 12 0 2 0 0 0 0 18 16 11 20 11 15 19 13 14 16 10 10 5 6 0 0 0.182 1 1 1 0.947 0.923 0 0.125 0 0 0 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c10_24420Pp3c10_24420transcript PAC:32899535protein_codingNA c.*2901_*2902insATNA NA NA NA 2901
Chr10 16563066 A AAT Chr10_16563066_A_AATA_AAT INDEL 2538.24 0 0 2 20 11 15 18 12 0 2 0 0 0 0 18 16 11 20 11 15 19 13 14 16 10 10 5 6 0 0 0.182 1 1 1 0.947 0.923 0 0.125 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c10_24393-Pp3c10_24420Pp3c10_24393-Pp3c10_24420intergenic_regionPp3c10_24393-Pp3c10_24420NA NA n.16563066_16563067insATNA NA NA NA NA
Chr10 16702562 GAT G Chr10_16702562_GAT_GGAT_G INDEL 8999.59 12 9 12 11 19 16 18 26 8 16 12 7 6 9 12 9 12 11 20 16 18 27 9 16 12 7 6 9 1 1 1 1 0.95 1 1 0.963 0.889 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_24710-Pp3c10_24740Pp3c10_24710-Pp3c10_24740intergenic_regionPp3c10_24710-Pp3c10_24740NA NA n.16702563_16702564delATNA NA NA NA NA
Chr10 16745831 G T Chr10_16745831_G_TG_T SNP 19542.63 36 6 23 31 24 30 29 31 18 24 15 15 17 7 36 6 23 31 24 30 29 31 18 24 15 15 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_24760-Pp3c10_24871Pp3c10_24760-Pp3c10_24871intergenic_regionPp3c10_24760-Pp3c10_24871NA NA n.16745831G>TNA NA NA NA NA
Chr10 16745869 T G Chr10_16745869_T_GT_G SNP 20362.63 29 4 20 30 25 30 24 28 20 22 12 15 20 6 29 4 20 30 25 30 24 28 20 22 12 15 20 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_24760-Pp3c10_24871Pp3c10_24760-Pp3c10_24871intergenic_regionPp3c10_24760-Pp3c10_24871NA NA n.16745869T>GNA NA NA NA NA
Chr10 16839843 T A Chr10_16839843_T_AT_A SNP 20501.63 28 15 12 24 27 29 36 23 26 25 10 24 17 11 28 15 12 24 27 29 36 23 26 25 10 24 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_24925-Pp3c10_24980Pp3c10_24925-Pp3c10_24980intergenic_regionPp3c10_24925-Pp3c10_24980NA NA n.16839843T>ANA NA NA NA NA
Chr10 16842011 CT C Chr10_16842011_CT_CCT_C INDEL 11989.59 30 13 12 26 22 23 26 21 13 27 11 11 8 9 30 13 12 26 22 23 26 21 13 28 12 11 8 9 1 1 1 1 1 1 1 1 1 0.964 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_24980Pp3c10_24980transcript PAC:32901154protein_codingNA c.-4940delT NA NA NA NA 4530
Chr10 16842011 CT C Chr10_16842011_CT_CCT_C INDEL 11989.59 30 13 12 26 22 23 26 21 13 27 11 11 8 9 30 13 12 26 22 23 26 21 13 28 12 11 8 9 1 1 1 1 1 1 1 1 1 0.964 0.917 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_24980Pp3c10_24980transcript PAC:32901155protein_codingNA c.-4940delT NA NA NA NA 4447
Chr10 16842011 CT C Chr10_16842011_CT_CCT_C INDEL 11989.59 30 13 12 26 22 23 26 21 13 27 11 11 8 9 30 13 12 26 22 23 26 21 13 28 12 11 8 9 1 1 1 1 1 1 1 1 1 0.964 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_24925-Pp3c10_24980Pp3c10_24925-Pp3c10_24980intergenic_regionPp3c10_24925-Pp3c10_24980NA NA n.16842012delTNA NA NA NA NA
Chr10 16876958 C T Chr10_16876958_C_TC_T SNP 16808.63 20 12 22 25 26 18 40 22 23 14 17 10 6 8 20 12 22 25 26 18 40 22 23 14 17 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_25030Pp3c10_25030transcript PAC:32901308protein_codingNA c.*3253G>A NA NA NA NA 3044
Chr10 16876958 C T Chr10_16876958_C_TC_T SNP 16808.63 20 12 22 25 26 18 40 22 23 14 17 10 6 8 20 12 22 25 26 18 40 22 23 14 17 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_25030Pp3c10_25030transcript PAC:32901309protein_codingNA c.*3253G>A NA NA NA NA 3044
Chr10 16876958 C T Chr10_16876958_C_TC_T SNP 16808.63 20 12 22 25 26 18 40 22 23 14 17 10 6 8 20 12 22 25 26 18 40 22 23 14 17 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25010-Pp3c10_25030Pp3c10_25010-Pp3c10_25030intergenic_regionPp3c10_25010-Pp3c10_25030NA NA n.16876958C>TNA NA NA NA NA
Chr10 16877007 G T Chr10_16877007_G_TG_T SNP 17117.63 20 10 21 19 24 26 37 24 22 17 15 9 7 10 20 10 21 19 24 26 37 24 22 17 15 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_25030Pp3c10_25030transcript PAC:32901308protein_codingNA c.*3204C>A NA NA NA NA 2995
Chr10 16877007 G T Chr10_16877007_G_TG_T SNP 17117.63 20 10 21 19 24 26 37 24 22 17 15 9 7 10 20 10 21 19 24 26 37 24 22 17 15 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_25030Pp3c10_25030transcript PAC:32901309protein_codingNA c.*3204C>A NA NA NA NA 2995
Chr10 16877007 G T Chr10_16877007_G_TG_T SNP 17117.63 20 10 21 19 24 26 37 24 22 17 15 9 7 10 20 10 21 19 24 26 37 24 22 17 15 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25010-Pp3c10_25030Pp3c10_25010-Pp3c10_25030intergenic_regionPp3c10_25010-Pp3c10_25030NA NA n.16877007G>TNA NA NA NA NA
Chr10 17087008 G GT Chr10_17087008_G_GTG_GT INDEL 36958.59 62 28 31 61 47 45 76 41 61 41 32 45 32 27 62 28 31 61 47 45 76 41 61 41 32 45 32 27 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_25360Pp3c10_25360transcript PAC:32899591protein_codingNA c.-3545_-3544insANA NA NA NA 3371
Chr10 17087008 G GT Chr10_17087008_G_GTG_GT INDEL 36958.59 62 28 31 61 47 45 76 41 61 41 32 45 32 27 62 28 31 61 47 45 76 41 61 41 32 45 32 27 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_25371Pp3c10_25371transcript PAC:32901666protein_codingNA c.-3545_-3544insANA NA NA NA 3413
Chr10 17087008 G GT Chr10_17087008_G_GTG_GT INDEL 36958.59 62 28 31 61 47 45 76 41 61 41 32 45 32 27 62 28 31 61 47 45 76 41 61 41 32 45 32 27 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_25371Pp3c10_25371transcript PAC:32901669protein_codingNA c.-3545_-3544insANA NA NA NA 3402
Chr10 17087008 G GT Chr10_17087008_G_GTG_GT INDEL 36958.59 62 28 31 61 47 45 76 41 61 41 32 45 32 27 62 28 31 61 47 45 76 41 61 41 32 45 32 27 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_25371Pp3c10_25371transcript PAC:32901668protein_codingNA c.-3545_-3544insANA NA NA NA 3411
Chr10 17087008 G GT Chr10_17087008_G_GTG_GT INDEL 36958.59 62 28 31 61 47 45 76 41 61 41 32 45 32 27 62 28 31 61 47 45 76 41 61 41 32 45 32 27 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c10_25371Pp3c10_25371transcript PAC:32901667protein_codingNA c.-3545_-3544insANA NA NA NA 3413
Chr10 17087008 G GT Chr10_17087008_G_GTG_GT INDEL 36958.59 62 28 31 61 47 45 76 41 61 41 32 45 32 27 62 28 31 61 47 45 76 41 61 41 32 45 32 27 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25360-Pp3c10_25410Pp3c10_25360-Pp3c10_25410intergenic_regionPp3c10_25360-Pp3c10_25410NA NA n.17087008_17087009insTNA NA NA NA NA
Chr10 17120069 CA C Chr10_17120069_CA_CCA_C INDEL 13630.59 15 13 17 14 18 21 30 22 21 13 14 18 7 8 15 13 17 14 18 21 30 22 21 13 14 18 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25360-Pp3c10_25410Pp3c10_25360-Pp3c10_25410intergenic_regionPp3c10_25360-Pp3c10_25410NA NA n.17120070delANA NA NA NA NA
Chr10 17120172 T A Chr10_17120172_T_AT_A SNP 15062.63 16 9 17 14 14 21 32 25 23 13 10 16 13 15 16 9 17 14 14 21 32 25 23 13 10 16 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25360-Pp3c10_25410Pp3c10_25360-Pp3c10_25410intergenic_regionPp3c10_25360-Pp3c10_25410NA NA n.17120172T>ANA NA NA NA NA
Chr10 17120270 T A Chr10_17120270_T_AT_A SNP 11728.63 15 11 13 9 12 10 24 16 22 18 13 11 13 7 15 11 13 9 12 10 24 16 22 18 13 11 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25360-Pp3c10_25410Pp3c10_25360-Pp3c10_25410intergenic_regionPp3c10_25360-Pp3c10_25410NA NA n.17120270T>ANA NA NA NA NA
Chr10 17404548 G A Chr10_17404548_G_AG_A SNP 18813.63 36 20 19 26 17 25 15 20 18 15 15 16 13 11 36 20 19 26 17 25 15 20 18 15 15 16 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25770-Pp3c10_25779Pp3c10_25770-Pp3c10_25779intergenic_regionPp3c10_25770-Pp3c10_25779NA NA n.17404548G>ANA NA NA NA NA
Chr10 17404582 G T Chr10_17404582_G_TG_T SNP 19382.63 33 19 16 22 20 23 9 22 22 13 15 12 13 13 33 19 16 22 20 23 9 22 22 13 15 12 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25770-Pp3c10_25779Pp3c10_25770-Pp3c10_25779intergenic_regionPp3c10_25770-Pp3c10_25779NA NA n.17404582G>TNA NA NA NA NA
Chr10 17404583 C G Chr10_17404583_C_GC_G SNP 19382.63 34 19 16 23 19 23 9 22 22 15 15 12 13 12 34 19 16 23 19 23 9 22 22 15 15 12 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25770-Pp3c10_25779Pp3c10_25770-Pp3c10_25779intergenic_regionPp3c10_25770-Pp3c10_25779NA NA n.17404583C>GNA NA NA NA NA
Chr10 17404643 G A Chr10_17404643_G_AG_A SNP 20567.63 44 22 18 34 23 28 12 24 22 19 11 8 10 11 44 22 18 34 23 28 12 24 22 19 11 8 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25770-Pp3c10_25779Pp3c10_25770-Pp3c10_25779intergenic_regionPp3c10_25770-Pp3c10_25779NA NA n.17404643G>ANA NA NA NA NA
Chr10 17412194 G C Chr10_17412194_G_CG_C SNP 14923.63 13 12 13 18 15 15 20 20 21 25 12 13 4 12 13 12 13 18 15 15 20 20 21 25 12 13 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c10_25779Pp3c10_25779transcript PAC:32902091protein_coding 01-janv c.181G>C p.Ala61Pro 377/730 181/258 61/85 NA
Chr10 17412194 G C Chr10_17412194_G_CG_C SNP 14923.63 13 12 13 18 15 15 20 20 21 25 12 13 4 12 13 12 13 18 15 15 20 20 21 25 12 13 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_25790Pp3c10_25790transcript PAC:32901639protein_codingNA c.*630C>G NA NA NA NA 624
Chr10 17412195 C T Chr10_17412195_C_TC_T SNP 14923.63 13 12 13 20 15 15 19 20 21 25 12 13 4 12 13 12 13 20 15 15 19 20 21 25 12 13 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c10_25779Pp3c10_25779transcript PAC:32902091protein_coding 01-janv c.182C>T p.Ala61Val 378/730 182/258 61/85 NA
Chr10 17412195 C T Chr10_17412195_C_TC_T SNP 14923.63 13 12 13 20 15 15 19 20 21 25 12 13 4 12 13 12 13 20 15 15 19 20 21 25 12 13 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c10_25790Pp3c10_25790transcript PAC:32901639protein_codingNA c.*629G>A NA NA NA NA 623
Chr10 17451783 C A Chr10_17451783_C_AC_A SNP 17413.63 25 18 4 17 21 30 25 17 15 22 7 15 11 16 25 18 4 17 21 30 25 17 15 22 7 15 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25820-Pp3c10_25830Pp3c10_25820-Pp3c10_25830intergenic_regionPp3c10_25820-Pp3c10_25830NA NA n.17451783C>ANA NA NA NA NA
Chr10 17451793 C A Chr10_17451793_C_AC_A SNP 17190.63 25 18 4 17 21 29 23 18 13 22 7 12 12 17 25 18 4 17 21 29 23 18 13 22 7 12 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25820-Pp3c10_25830Pp3c10_25820-Pp3c10_25830intergenic_regionPp3c10_25820-Pp3c10_25830NA NA n.17451793C>ANA NA NA NA NA
Chr10 17466291 G GA Chr10_17466291_G_GAG_GA INDEL 16099.59 30 21 11 21 21 20 34 18 26 22 12 18 17 16 30 21 11 21 21 20 34 18 26 22 12 18 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25820-Pp3c10_25830Pp3c10_25820-Pp3c10_25830intergenic_regionPp3c10_25820-Pp3c10_25830NA NA n.17466291_17466292insANA NA NA NA NA
Chr10 17522990 A G Chr10_17522990_A_GA_G SNP 17317.63 28 10 18 13 22 28 26 23 25 22 8 21 5 7 28 10 18 13 22 28 26 23 25 22 8 21 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c10_25900-CHR_ENDPp3c10_25900-CHR_ENDintergenic_regionPp3c10_25900-CHR_ENDNA NA n.17522990A>GNA NA NA NA NA
Chr11 97265 A C Chr11_97265_A_CA_C SNP 13158.63 20 14 7 21 17 15 31 22 25 13 8 5 7 10 20 14 7 21 17 15 31 22 26 13 8 6 8 10 1 1 1 1 1 1 1 1 0.962 1 1 0.833 0.875 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_250 Pp3c11_250 transcript PAC:32957899protein_codingNA c.-2719A>C NA NA NA NA 2719
Chr11 97265 A C Chr11_97265_A_CA_C SNP 13158.63 20 14 7 21 17 15 31 22 25 13 8 5 7 10 20 14 7 21 17 15 31 22 26 13 8 6 8 10 1 1 1 1 1 1 1 1 0.962 1 1 0.833 0.875 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_260 Pp3c11_260 transcript PAC:32958445protein_codingNA c.-2719A>C NA NA NA NA 2719
Chr11 97265 A C Chr11_97265_A_CA_C SNP 13158.63 20 14 7 21 17 15 31 22 25 13 8 5 7 10 20 14 7 21 17 15 31 22 26 13 8 6 8 10 1 1 1 1 1 1 1 1 0.962 1 1 0.833 0.875 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_240-Pp3c11_250Pp3c11_240-Pp3c11_250intergenic_regionPp3c11_240-Pp3c11_250NA NA n.97265A>C NA NA NA NA NA
Chr11 114281 A T Chr11_114281_A_TA_T SNP 3259.98 0 0 0 0 0 0 0 0 21 13 8 16 15 8 20 11 9 19 23 22 20 20 21 13 8 16 15 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c11_300 Pp3c11_300 transcript PAC:32957204protein_codingNA c.-2873A>T NA NA NA NA 2873
Chr11 114281 A T Chr11_114281_A_TA_T SNP 3259.98 0 0 0 0 0 0 0 0 21 13 8 16 15 8 20 11 9 19 23 22 20 20 21 13 8 16 15 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c11_310 Pp3c11_310 transcript PAC:32957805protein_codingNA c.-3384A>T NA NA NA NA 3384
Chr11 114281 A T Chr11_114281_A_TA_T SNP 3259.98 0 0 0 0 0 0 0 0 21 13 8 16 15 8 20 11 9 19 23 22 20 20 21 13 8 16 15 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c11_260-Pp3c11_300Pp3c11_260-Pp3c11_300intergenic_regionPp3c11_260-Pp3c11_300NA NA n.114281A>TNA NA NA NA NA
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957562protein_codingNA c.*5830A>G NA NA NA NA 4955
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957572protein_codingNA c.*5830A>G NA NA NA NA 4512
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957575protein_codingNA c.*5830A>G NA NA NA NA 4512
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957564protein_codingNA c.*5830A>G NA NA NA NA 4512
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957566protein_codingNA c.*5830A>G NA NA NA NA 4512
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957568protein_codingNA c.*5830A>G NA NA NA NA 4512
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957569protein_codingNA c.*5830A>G NA NA NA NA 4512
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957570protein_codingNA c.*5830A>G NA NA NA NA 4512
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957573protein_codingNA c.*5830A>G NA NA NA NA 4512
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957563protein_codingNA c.*5830A>G NA NA NA NA 4955
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957565protein_codingNA c.*5830A>G NA NA NA NA 4955
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957571protein_codingNA c.*5830A>G NA NA NA NA 4955
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_540 Pp3c11_540 transcript PAC:32957574protein_codingNA c.*5830A>G NA NA NA NA 4955
Chr11 188342 T C Chr11_188342_T_CT_C SNP 18298.63 27 21 11 33 21 19 23 18 24 24 14 13 9 7 27 21 11 33 21 19 23 18 24 24 14 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_520-Pp3c11_540Pp3c11_520-Pp3c11_540intergenic_regionPp3c11_520-Pp3c11_540NA NA n.188342T>CNA NA NA NA NA
Chr11 320188 A C Chr11_320188_A_CA_C SNP 18078.63 21 11 22 19 19 30 27 18 30 26 15 15 15 9 21 11 22 19 19 30 27 18 30 26 15 15 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_731-Pp3c11_740Pp3c11_731-Pp3c11_740intergenic_regionPp3c11_731-Pp3c11_740NA NA n.320188A>CNA NA NA NA NA
Chr11 320231 C T Chr11_320231_C_TC_T SNP 17543.63 20 15 20 20 20 31 28 20 25 25 16 19 16 7 20 15 20 20 20 31 28 20 25 25 16 19 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_731-Pp3c11_740Pp3c11_731-Pp3c11_740intergenic_regionPp3c11_731-Pp3c11_740NA NA n.320231C>T NA NA NA NA NA
Chr11 336832 C CA Chr11_336832_C_CAC_CA INDEL 15015.59 21 20 15 23 16 18 31 24 25 24 14 17 9 15 21 20 15 23 16 18 31 24 25 24 14 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_731-Pp3c11_740Pp3c11_731-Pp3c11_740intergenic_regionPp3c11_731-Pp3c11_740NA NA n.336832_336833insANA NA NA NA NA
Chr11 350002 G A Chr11_350002_G_AG_A SNP 19068.63 21 20 15 24 25 25 20 17 22 22 19 21 14 18 21 20 15 24 25 25 20 17 22 22 19 21 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_740 Pp3c11_740 transcript PAC:32957920protein_codingNA c.-6158G>A NA NA NA NA 4471
Chr11 350002 G A Chr11_350002_G_AG_A SNP 19068.63 21 20 15 24 25 25 20 17 22 22 19 21 14 18 21 20 15 24 25 25 20 17 22 22 19 21 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_740 Pp3c11_740 transcript PAC:32957921protein_codingNA c.-6158G>A NA NA NA NA 4295
Chr11 350002 G A Chr11_350002_G_AG_A SNP 19068.63 21 20 15 24 25 25 20 17 22 22 19 21 14 18 21 20 15 24 25 25 20 17 22 22 19 21 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_731-Pp3c11_740Pp3c11_731-Pp3c11_740intergenic_regionPp3c11_731-Pp3c11_740NA NA n.350002G>ANA NA NA NA NA
Chr11 350337 A ATCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCChr11_350337_A_ATCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCA_ATCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCINDEL 7407.59 8 4 6 7 7 14 14 14 5 7 4 4 6 4 8 4 6 7 7 14 14 14 5 7 4 4 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_740 Pp3c11_740 transcript PAC:32957920protein_codingNA c.-5823_-5822insTCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCNA NA NA NA 4135
Chr11 350337 A ATCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCChr11_350337_A_ATCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCA_ATCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCINDEL 7407.59 8 4 6 7 7 14 14 14 5 7 4 4 6 4 8 4 6 7 7 14 14 14 5 7 4 4 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_740 Pp3c11_740 transcript PAC:32957921protein_codingNA c.-5823_-5822insTCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCNA NA NA NA 3959
Chr11 350337 A ATCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCChr11_350337_A_ATCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCA_ATCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCINDEL 7407.59 8 4 6 7 7 14 14 14 5 7 4 4 6 4 8 4 6 7 7 14 14 14 5 7 4 4 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_731-Pp3c11_740Pp3c11_731-Pp3c11_740intergenic_regionPp3c11_731-Pp3c11_740NA NA n.350337_350338insTCAACTCCTTTCTTGTTTCTAGTCTAGTTTCAAGAATCTCTAGTTTCCTTGTCTTTTGGCAATAGCCNA NA NA NA NA
Chr11 350507 A T Chr11_350507_A_TA_T SNP 12891.63 22 8 9 13 16 18 18 12 15 10 10 14 16 7 22 8 9 13 16 18 18 12 15 10 10 14 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_740 Pp3c11_740 transcript PAC:32957920protein_codingNA c.-5653A>T NA NA NA NA 3966
Chr11 350507 A T Chr11_350507_A_TA_T SNP 12891.63 22 8 9 13 16 18 18 12 15 10 10 14 16 7 22 8 9 13 16 18 18 12 15 10 10 14 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_740 Pp3c11_740 transcript PAC:32957921protein_codingNA c.-5653A>T NA NA NA NA 3790
Chr11 350507 A T Chr11_350507_A_TA_T SNP 12891.63 22 8 9 13 16 18 18 12 15 10 10 14 16 7 22 8 9 13 16 18 18 12 15 10 10 14 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_731-Pp3c11_740Pp3c11_731-Pp3c11_740intergenic_regionPp3c11_731-Pp3c11_740NA NA n.350507A>TNA NA NA NA NA
Chr11 374671 C T Chr11_374671_C_TC_T SNP 10273.63 22 10 14 14 9 24 15 19 10 12 8 10 7 4 22 10 14 14 9 24 15 19 10 12 8 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_760 Pp3c11_760 transcript PAC:32957540protein_codingNA c.-4509G>A NA NA NA NA 3648
Chr11 374671 C T Chr11_374671_C_TC_T SNP 10273.63 22 10 14 14 9 24 15 19 10 12 8 10 7 4 22 10 14 14 9 24 15 19 10 12 8 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_760 Pp3c11_760 transcript PAC:32957541protein_codingNA c.-4545G>A NA NA NA NA 3614
Chr11 374671 C T Chr11_374671_C_TC_T SNP 10273.63 22 10 14 14 9 24 15 19 10 12 8 10 7 4 22 10 14 14 9 24 15 19 10 12 8 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_760 Pp3c11_760 transcript PAC:32957542protein_codingNA c.-4545G>A NA NA NA NA 3614
Chr11 374671 C T Chr11_374671_C_TC_T SNP 10273.63 22 10 14 14 9 24 15 19 10 12 8 10 7 4 22 10 14 14 9 24 15 19 10 12 8 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_760 Pp3c11_760 transcript PAC:32957543protein_codingNA c.-5062G>A NA NA NA NA 3614
Chr11 374671 C T Chr11_374671_C_TC_T SNP 10273.63 22 10 14 14 9 24 15 19 10 12 8 10 7 4 22 10 14 14 9 24 15 19 10 12 8 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_760 Pp3c11_760 transcript PAC:32957544protein_codingNA c.-4545G>A NA NA NA NA 3614
Chr11 374671 C T Chr11_374671_C_TC_T SNP 10273.63 22 10 14 14 9 24 15 19 10 12 8 10 7 4 22 10 14 14 9 24 15 19 10 12 8 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_760 Pp3c11_760 transcript PAC:32957545protein_codingNA c.-4545G>A NA NA NA NA 3614
Chr11 374671 C T Chr11_374671_C_TC_T SNP 10273.63 22 10 14 14 9 24 15 19 10 12 8 10 7 4 22 10 14 14 9 24 15 19 10 12 8 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_760 Pp3c11_760 transcript PAC:32957546protein_codingNA c.-5062G>A NA NA NA NA 3614
Chr11 374671 C T Chr11_374671_C_TC_T SNP 10273.63 22 10 14 14 9 24 15 19 10 12 8 10 7 4 22 10 14 14 9 24 15 19 10 12 8 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_791 Pp3c11_791 transcript PAC:32958560protein_codingNA c.*4755G>A NA NA NA NA 4755
Chr11 374671 C T Chr11_374671_C_TC_T SNP 10273.63 22 10 14 14 9 24 15 19 10 12 8 10 7 4 22 10 14 14 9 24 15 19 10 12 8 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_760-Pp3c11_791Pp3c11_760-Pp3c11_791intergenic_regionPp3c11_760-Pp3c11_791NA NA n.374671C>T NA NA NA NA NA
Chr11 438178 A AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCChr11_438178_A_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCA_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCINDEL 22860.59 20 14 13 27 17 18 20 23 21 21 7 23 13 11 20 14 13 27 17 18 20 23 21 21 7 23 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c11_970 Pp3c11_970 transcript PAC:32958967protein_coding 12-déc c.*97_*98insGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCNA NA NA NA 98
Chr11 438178 A AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCChr11_438178_A_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCA_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCINDEL 22860.59 20 14 13 27 17 18 20 23 21 21 7 23 13 11 20 14 13 27 17 18 20 23 21 21 7 23 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_980 Pp3c11_980 transcript PAC:32956474protein_codingNA c.*662_*663insGGCTTCAACTTCAAAAGGAAAGAATAATCTGTTGTCTAATGAACCACNA NA NA NA 354
Chr11 438178 A AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCChr11_438178_A_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCA_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCINDEL 22860.59 20 14 13 27 17 18 20 23 21 21 7 23 13 11 20 14 13 27 17 18 20 23 21 21 7 23 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_970 Pp3c11_970 transcript PAC:32958966protein_codingNA c.*97_*98insGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCNA NA NA NA 4
Chr11 438178 A AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCChr11_438178_A_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCA_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCINDEL 22860.59 20 14 13 27 17 18 20 23 21 21 7 23 13 11 20 14 13 27 17 18 20 23 21 21 7 23 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_970 Pp3c11_970 transcript PAC:32958968protein_codingNA c.*97_*98insGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCNA NA NA NA 72
Chr11 438178 A AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCChr11_438178_A_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCA_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCINDEL 22860.59 20 14 13 27 17 18 20 23 21 21 7 23 13 11 20 14 13 27 17 18 20 23 21 21 7 23 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_980 Pp3c11_980 transcript PAC:32956476protein_codingNA c.*662_*663insGGCTTCAACTTCAAAAGGAAAGAATAATCTGTTGTCTAATGAACCACNA NA NA NA 77
Chr11 438178 A AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCChr11_438178_A_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCA_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCINDEL 22860.59 20 14 13 27 17 18 20 23 21 21 7 23 13 11 20 14 13 27 17 18 20 23 21 21 7 23 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_980 Pp3c11_980 transcript PAC:32956477protein_codingNA c.*662_*663insGGCTTCAACTTCAAAAGGAAAGAATAATCTGTTGTCTAATGAACCACNA NA NA NA 272
Chr11 438178 A AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCChr11_438178_A_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCA_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCINDEL 22860.59 20 14 13 27 17 18 20 23 21 21 7 23 13 11 20 14 13 27 17 18 20 23 21 21 7 23 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_980 Pp3c11_980 transcript PAC:32956475protein_codingNA c.*662_*663insGGCTTCAACTTCAAAAGGAAAGAATAATCTGTTGTCTAATGAACCACNA NA NA NA 354
Chr11 438178 A AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCChr11_438178_A_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCA_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCINDEL 22860.59 20 14 13 27 17 18 20 23 21 21 7 23 13 11 20 14 13 27 17 18 20 23 21 21 7 23 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_980 Pp3c11_980 transcript PAC:32956478protein_codingNA c.*662_*663insGGCTTCAACTTCAAAAGGAAAGAATAATCTGTTGTCTAATGAACCACNA NA NA NA 397
Chr11 438178 A AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCChr11_438178_A_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCA_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCINDEL 22860.59 20 14 13 27 17 18 20 23 21 21 7 23 13 11 20 14 13 27 17 18 20 23 21 21 7 23 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_970 Pp3c11_970 transcript PAC:32958964protein_coding 12-déc c.*1+96_*1+97insGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCNA NA NA NA NA
Chr11 438178 A AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCChr11_438178_A_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCA_AGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCINDEL 22860.59 20 14 13 27 17 18 20 23 21 21 7 23 13 11 20 14 13 27 17 18 20 23 21 21 7 23 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_970 Pp3c11_970 transcript PAC:32958965protein_coding 11-nov c.*1+96_*1+97insGTGGTTCATTAGACAACAGATTATTCTTTCCTTTTGAAGTTGAAGCCNA NA NA NA NA
Chr11 589979 G A Chr11_589979_G_AG_A SNP 5703.29 0 0 0 14 29 29 21 18 0 0 0 0 0 0 17 20 14 15 29 30 21 18 13 14 25 18 11 7 0 0 0 0.933 1 0.967 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c11_1200Pp3c11_1200transcript PAC:32957228protein_codingNA c.*3981G>A NA NA NA NA 3721
Chr11 589979 G A Chr11_589979_G_AG_A SNP 5703.29 0 0 0 14 29 29 21 18 0 0 0 0 0 0 17 20 14 15 29 30 21 18 13 14 25 18 11 7 0 0 0 0.933 1 0.967 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c11_1200Pp3c11_1200transcript PAC:32957229protein_codingNA c.*3981G>A NA NA NA NA 2730
Chr11 589979 G A Chr11_589979_G_AG_A SNP 5703.29 0 0 0 14 29 29 21 18 0 0 0 0 0 0 17 20 14 15 29 30 21 18 13 14 25 18 11 7 0 0 0 0.933 1 0.967 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c11_1200-Pp3c11_1220Pp3c11_1200-Pp3c11_1220intergenic_regionPp3c11_1200-Pp3c11_1220NA NA n.589979G>ANA NA NA NA NA
Chr11 631688 T C Chr11_631688_T_CT_C SNP 3583.98 0 0 0 0 0 0 0 0 19 19 13 14 14 9 16 12 10 13 23 18 12 16 19 19 13 14 14 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 synonymous_variantLOW Pp3c11_1250Pp3c11_1250transcript PAC:32956229protein_coding 01-févr c.537T>C p.His179His 537/891 537/891 179/296 NA
Chr11 631688 T C Chr11_631688_T_CT_C SNP 3583.98 0 0 0 0 0 0 0 0 19 19 13 14 14 9 16 12 10 13 23 18 12 16 19 19 13 14 14 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c11_1240Pp3c11_1240transcript PAC:32956238protein_codingNA c.-2246A>G NA NA NA NA 1733
Chr11 631688 T C Chr11_631688_T_CT_C SNP 3583.98 0 0 0 0 0 0 0 0 19 19 13 14 14 9 16 12 10 13 23 18 12 16 19 19 13 14 14 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c11_1270Pp3c11_1270transcript PAC:32959546protein_codingNA c.-1736T>C NA NA NA NA 1736
Chr11 631688 T C Chr11_631688_T_CT_C SNP 3583.98 0 0 0 0 0 0 0 0 19 19 13 14 14 9 16 12 10 13 23 18 12 16 19 19 13 14 14 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c11_1240Pp3c11_1240transcript PAC:32956240protein_codingNA c.-2246A>G NA NA NA NA 1733
Chr11 631688 T C Chr11_631688_T_CT_C SNP 3583.98 0 0 0 0 0 0 0 0 19 19 13 14 14 9 16 12 10 13 23 18 12 16 19 19 13 14 14 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c11_1240Pp3c11_1240transcript PAC:32956241protein_codingNA c.-2246A>G NA NA NA NA 1733
Chr11 631688 T C Chr11_631688_T_CT_C SNP 3583.98 0 0 0 0 0 0 0 0 19 19 13 14 14 9 16 12 10 13 23 18 12 16 19 19 13 14 14 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c11_1240Pp3c11_1240transcript PAC:32956239protein_codingNA c.-2246A>G NA NA NA NA 1841
Chr11 678045 G GT Chr11_678045_G_GTG_GT INDEL 12980.59 22 14 11 21 23 27 20 26 20 15 11 16 6 14 22 14 11 21 23 27 20 26 20 15 11 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c11_1420Pp3c11_1420transcript PAC:32957421protein_coding 03-mars c.*453dupA NA NA NA NA 453
Chr11 678045 G GT Chr11_678045_G_GTG_GT INDEL 12980.59 22 14 11 21 23 27 20 26 20 15 11 16 6 14 22 14 11 21 23 27 20 26 20 15 11 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c11_1420Pp3c11_1420transcript PAC:32957422protein_coding 03-mars c.*453dupA NA NA NA NA 453
Chr11 678045 G GT Chr11_678045_G_GTG_GT INDEL 12980.59 22 14 11 21 23 27 20 26 20 15 11 16 6 14 22 14 11 21 23 27 20 26 20 15 11 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_1380Pp3c11_1380transcript PAC:32958154protein_codingNA c.-1132dupA NA NA NA NA 320
Chr11 678045 G GT Chr11_678045_G_GTG_GT INDEL 12980.59 22 14 11 21 23 27 20 26 20 15 11 16 6 14 22 14 11 21 23 27 20 26 20 15 11 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_1380Pp3c11_1380transcript PAC:32958155protein_codingNA c.-1132dupA NA NA NA NA 1132
Chr11 678045 G GT Chr11_678045_G_GTG_GT INDEL 12980.59 22 14 11 21 23 27 20 26 20 15 11 16 6 14 22 14 11 21 23 27 20 26 20 15 11 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_1400Pp3c11_1400transcript PAC:32956496protein_codingNA c.*3604_*3605insTNA NA NA NA 2216
Chr11 678045 G GT Chr11_678045_G_GTG_GT INDEL 12980.59 22 14 11 21 23 27 20 26 20 15 11 16 6 14 22 14 11 21 23 27 20 26 20 15 11 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_1440Pp3c11_1440transcript PAC:32956822protein_codingNA c.*5819dupANA NA NA NA 4982
Chr11 678045 G GT Chr11_678045_G_GTG_GT INDEL 12980.59 22 14 11 21 23 27 20 26 20 15 11 16 6 14 22 14 11 21 23 27 20 26 20 15 11 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_1370Pp3c11_1370transcript PAC:32956929protein_codingNA c.*5694_*5695insTNA NA NA NA 381
Chr11 678045 G GT Chr11_678045_G_GTG_GT INDEL 12980.59 22 14 11 21 23 27 20 26 20 15 11 16 6 14 22 14 11 21 23 27 20 26 20 15 11 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_1400Pp3c11_1400transcript PAC:32956497protein_codingNA c.*3604_*3605insTNA NA NA NA 3605
Chr11 678045 G GT Chr11_678045_G_GTG_GT INDEL 12980.59 22 14 11 21 23 27 20 26 20 15 11 16 6 14 22 14 11 21 23 27 20 26 20 15 11 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_1440Pp3c11_1440transcript PAC:32956823protein_codingNA c.*5819dupANA NA NA NA 4976
Chr11 1033660 CA C Chr11_1033660_CA_CCA_C INDEL 15959.59 32 9 15 23 17 19 17 20 12 27 6 18 7 13 32 9 15 23 17 19 17 20 12 27 6 18 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_1840-Pp3c11_1890Pp3c11_1840-Pp3c11_1890intergenic_regionPp3c11_1840-Pp3c11_1890NA NA n.1033661delANA NA NA NA NA
Chr11 1173605 A AAT Chr11_1173605_A_AATA_AAT INDEL 2343.24 1 1 0 19 9 10 25 16 1 0 1 1 0 1 25 10 16 20 9 10 25 17 11 10 4 4 6 11 0 0 0 0.95 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_2020Pp3c11_2020transcript PAC:32957550protein_codingNA c.-1974_-1973insATNA NA NA NA 1880
Chr11 1173605 A AAT Chr11_1173605_A_AATA_AAT INDEL 2343.24 1 1 0 19 9 10 25 16 1 0 1 1 0 1 25 10 16 20 9 10 25 17 11 10 4 4 6 11 0 0 0 0.95 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_2020Pp3c11_2020transcript PAC:32957553protein_codingNA c.-1974_-1973insATNA NA NA NA 978
Chr11 1173605 A AAT Chr11_1173605_A_AATA_AAT INDEL 2343.24 1 1 0 19 9 10 25 16 1 0 1 1 0 1 25 10 16 20 9 10 25 17 11 10 4 4 6 11 0 0 0 0.95 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_2020Pp3c11_2020transcript PAC:32957551protein_codingNA c.-1974_-1973insATNA NA NA NA 1880
Chr11 1173605 A AAT Chr11_1173605_A_AATA_AAT INDEL 2343.24 1 1 0 19 9 10 25 16 1 0 1 1 0 1 25 10 16 20 9 10 25 17 11 10 4 4 6 11 0 0 0 0.95 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_2020Pp3c11_2020transcript PAC:32957552protein_codingNA c.-1974_-1973insATNA NA NA NA 1880
Chr11 1173605 A AAT Chr11_1173605_A_AATA_AAT INDEL 2343.24 1 1 0 19 9 10 25 16 1 0 1 1 0 1 25 10 16 20 9 10 25 17 11 10 4 4 6 11 0 0 0 0.95 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c11_2031Pp3c11_2031transcript PAC:32957796protein_codingNA c.*1563_*1564insATNA NA NA NA 991
Chr11 1173605 A AAT Chr11_1173605_A_AATA_AAT INDEL 2343.24 1 1 0 19 9 10 25 16 1 0 1 1 0 1 25 10 16 20 9 10 25 17 11 10 4 4 6 11 0 0 0 0.95 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c11_2020-Pp3c11_2040Pp3c11_2020-Pp3c11_2040intergenic_regionPp3c11_2020-Pp3c11_2040NA NA n.1173605_1173606insATNA NA NA NA NA
Chr11 1318786 T G Chr11_1318786_T_GT_G SNP 16104.63 21 12 10 20 25 22 26 21 17 15 9 15 7 11 21 12 10 20 25 22 26 21 17 15 9 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c11_2240Pp3c11_2240transcript PAC:32957503protein_coding 03-mai c.*306T>G NA NA NA NA 306
Chr11 1318786 T G Chr11_1318786_T_GT_G SNP 16104.63 21 12 10 20 25 22 26 21 17 15 9 15 7 11 21 12 10 20 25 22 26 21 17 15 9 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c11_2240Pp3c11_2240transcript PAC:32957504protein_coding 03-avr c.*306T>G NA NA NA NA 306
Chr11 1318786 T G Chr11_1318786_T_GT_G SNP 16104.63 21 12 10 20 25 22 26 21 17 15 9 15 7 11 21 12 10 20 25 22 26 21 17 15 9 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c11_2240Pp3c11_2240transcript PAC:32957505protein_coding 03-avr c.*306T>G NA NA NA NA 306
Chr11 1318786 T G Chr11_1318786_T_GT_G SNP 16104.63 21 12 10 20 25 22 26 21 17 15 9 15 7 11 21 12 10 20 25 22 26 21 17 15 9 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_2220Pp3c11_2220transcript PAC:32959548protein_codingNA c.-5680A>C NA NA NA NA 4810
Chr11 1318786 T G Chr11_1318786_T_GT_G SNP 16104.63 21 12 10 20 25 22 26 21 17 15 9 15 7 11 21 12 10 20 25 22 26 21 17 15 9 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_2220Pp3c11_2220transcript PAC:32959549protein_codingNA c.-5680A>C NA NA NA NA 4810
Chr11 1318786 T G Chr11_1318786_T_GT_G SNP 16104.63 21 12 10 20 25 22 26 21 17 15 9 15 7 11 21 12 10 20 25 22 26 21 17 15 9 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_2220Pp3c11_2220transcript PAC:32959550protein_codingNA c.-5680A>C NA NA NA NA 4807
Chr11 1478106 G A Chr11_1478106_G_AG_A SNP 19392.63 34 10 11 34 15 27 30 26 16 27 11 21 5 4 34 10 11 34 15 27 30 26 16 27 11 21 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_2590Pp3c11_2590transcript PAC:32959293protein_codingNA c.-4510G>A NA NA NA NA 4510
Chr11 1478106 G A Chr11_1478106_G_AG_A SNP 19392.63 34 10 11 34 15 27 30 26 16 27 11 21 5 4 34 10 11 34 15 27 30 26 16 27 11 21 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_2590Pp3c11_2590transcript PAC:32959294protein_codingNA c.-4510G>A NA NA NA NA 4315
Chr11 1478106 G A Chr11_1478106_G_AG_A SNP 19392.63 34 10 11 34 15 27 30 26 16 27 11 21 5 4 34 10 11 34 15 27 30 26 16 27 11 21 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_2580-Pp3c11_2590Pp3c11_2580-Pp3c11_2590intergenic_regionPp3c11_2580-Pp3c11_2590NA NA n.1478106G>ANA NA NA NA NA
Chr11 1478191 C A Chr11_1478191_C_AC_A SNP 18383.63 25 11 5 23 18 30 20 22 9 18 13 22 7 11 25 11 5 23 18 30 20 22 9 18 13 22 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_2590Pp3c11_2590transcript PAC:32959293protein_codingNA c.-4425C>A NA NA NA NA 4425
Chr11 1478191 C A Chr11_1478191_C_AC_A SNP 18383.63 25 11 5 23 18 30 20 22 9 18 13 22 7 11 25 11 5 23 18 30 20 22 9 18 13 22 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_2590Pp3c11_2590transcript PAC:32959294protein_codingNA c.-4425C>A NA NA NA NA 4230
Chr11 1478191 C A Chr11_1478191_C_AC_A SNP 18383.63 25 11 5 23 18 30 20 22 9 18 13 22 7 11 25 11 5 23 18 30 20 22 9 18 13 22 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_2580-Pp3c11_2590Pp3c11_2580-Pp3c11_2590intergenic_regionPp3c11_2580-Pp3c11_2590NA NA n.1478191C>ANA NA NA NA NA
Chr11 1478198 C CA Chr11_1478198_C_CAC_CA INDEL 18283.59 26 12 5 22 16 26 21 22 9 15 12 23 7 11 26 12 5 22 16 26 21 22 9 15 12 23 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_2590Pp3c11_2590transcript PAC:32959293protein_codingNA c.-4418_-4417insANA NA NA NA 4417
Chr11 1478198 C CA Chr11_1478198_C_CAC_CA INDEL 18283.59 26 12 5 22 16 26 21 22 9 15 12 23 7 11 26 12 5 22 16 26 21 22 9 15 12 23 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_2590Pp3c11_2590transcript PAC:32959294protein_codingNA c.-4418_-4417insANA NA NA NA 4222
Chr11 1478198 C CA Chr11_1478198_C_CAC_CA INDEL 18283.59 26 12 5 22 16 26 21 22 9 15 12 23 7 11 26 12 5 22 16 26 21 22 9 15 12 23 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_2580-Pp3c11_2590Pp3c11_2580-Pp3c11_2590intergenic_regionPp3c11_2580-Pp3c11_2590NA NA n.1478198_1478199insANA NA NA NA NA
Chr11 1486511 C CAT Chr11_1486511_C_CATC_CAT INDEL 1725.35 27 10 17 1 0 0 0 1 1 0 0 0 0 0 27 10 17 16 22 14 37 19 11 18 7 17 6 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c11_2590Pp3c11_2590transcript PAC:32959293protein_codingNA c.*3159_*3160insATNA NA NA NA 3160
Chr11 1486511 C CAT Chr11_1486511_C_CATC_CAT INDEL 1725.35 27 10 17 1 0 0 0 1 1 0 0 0 0 0 27 10 17 16 22 14 37 19 11 18 7 17 6 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c11_2590Pp3c11_2590transcript PAC:32959294protein_codingNA c.*3159_*3160insATNA NA NA NA 2900
Chr11 1486511 C CAT Chr11_1486511_C_CATC_CAT INDEL 1725.35 27 10 17 1 0 0 0 1 1 0 0 0 0 0 27 10 17 16 22 14 37 19 11 18 7 17 6 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c11_2590-Pp3c11_2629Pp3c11_2590-Pp3c11_2629intergenic_regionPp3c11_2590-Pp3c11_2629NA NA n.1486511_1486512insATNA NA NA NA NA
Chr11 1541587 T TTA Chr11_1541587_T_TTAT_TTA INDEL 66.37 1 1 1 0 0 0 2 0 1 0 1 4 0 2 17 11 11 6 9 16 22 11 4 6 4 4 9 7 0 0 0 0 0 0 0.091 0 0 0 0 1 0 0.286 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c11_2710Pp3c11_2710transcript PAC:32957769protein_codingNA c.-2725_-2724insTANA NA NA NA 2712
Chr11 1541587 T TTA Chr11_1541587_T_TTAT_TTA INDEL 66.37 1 1 1 0 0 0 2 0 1 0 1 4 0 2 17 11 11 6 9 16 22 11 4 6 4 4 9 7 0 0 0 0 0 0 0.091 0 0 0 0 1 0 0.286 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c11_2710Pp3c11_2710transcript PAC:32957771protein_codingNA c.-2725_-2724insTANA NA NA NA 2712
Chr11 1541587 T TTA Chr11_1541587_T_TTAT_TTA INDEL 66.37 1 1 1 0 0 0 2 0 1 0 1 4 0 2 17 11 11 6 9 16 22 11 4 6 4 4 9 7 0 0 0 0 0 0 0.091 0 0 0 0 1 0 0.286 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c11_2710Pp3c11_2710transcript PAC:32957770protein_codingNA c.-2725_-2724insTANA NA NA NA 2725
Chr11 1541587 T TTA Chr11_1541587_T_TTAT_TTA INDEL 66.37 1 1 1 0 0 0 2 0 1 0 1 4 0 2 17 11 11 6 9 16 22 11 4 6 4 4 9 7 0 0 0 0 0 0 0.091 0 0 0 0 1 0 0.286 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c11_2730Pp3c11_2730transcript PAC:32957639protein_codingNA c.*1903_*1904insTANA NA NA NA 1903
Chr11 1541587 T TTA Chr11_1541587_T_TTAT_TTA INDEL 66.37 1 1 1 0 0 0 2 0 1 0 1 4 0 2 17 11 11 6 9 16 22 11 4 6 4 4 9 7 0 0 0 0 0 0 0.091 0 0 0 0 1 0 0.286 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c11_2730Pp3c11_2730transcript PAC:32957640protein_codingNA c.*1903_*1904insTANA NA NA NA 1860
Chr11 1541587 T TTA Chr11_1541587_T_TTAT_TTA INDEL 66.37 1 1 1 0 0 0 2 0 1 0 1 4 0 2 17 11 11 6 9 16 22 11 4 6 4 4 9 7 0 0 0 0 0 0 0.091 0 0 0 0 1 0 0.286 0 1 1 2 1 0 0 intergenic_regionMODIFIER Pp3c11_2710-Pp3c11_2730Pp3c11_2710-Pp3c11_2730intergenic_regionPp3c11_2710-Pp3c11_2730NA NA n.1541587_1541588insTANA NA NA NA NA
Chr11 1627481 TCGC T Chr11_1627481_TCGC_TTCGC_T INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 18 16 12 14 16 17 21 18 25 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c11_2830Pp3c11_2830transcript PAC:32957016protein_codingNA c.-1458_-1456delCGCNA NA NA NA 884
Chr11 1627481 TCGC T Chr11_1627481_TCGC_TTCGC_T INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 18 16 12 14 16 17 21 18 25 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c11_2830Pp3c11_2830transcript PAC:32957017protein_codingNA c.-1688_-1686delCGCNA NA NA NA 1051
Chr11 1627481 TCGC T Chr11_1627481_TCGC_TTCGC_T INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 18 16 12 14 16 17 21 18 25 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c11_2824Pp3c11_2824transcript PAC:32957863protein_codingNA c.*2427_*2429delCGCNA NA NA NA 2050
Chr11 1627481 TCGC T Chr11_1627481_TCGC_TTCGC_T INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 18 16 12 14 16 17 21 18 25 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c11_2820Pp3c11_2820transcript PAC:32958124protein_codingNA c.*2427_*2429delCGCNA NA NA NA 2206
Chr11 1627481 TCGC T Chr11_1627481_TCGC_TTCGC_T INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 18 16 12 14 16 17 21 18 25 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c11_2824Pp3c11_2824transcript PAC:32957864protein_codingNA c.*2427_*2429delCGCNA NA NA NA 2050
Chr11 1627481 TCGC T Chr11_1627481_TCGC_TTCGC_T INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 18 16 12 14 16 17 21 18 25 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c11_2824Pp3c11_2824transcript PAC:32957865protein_codingNA c.*2804_*2806delCGCNA NA NA NA 2050
Chr11 1627481 TCGC T Chr11_1627481_TCGC_TTCGC_T INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 18 16 12 14 16 17 21 18 25 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intron_variantMODIFIER Pp3c11_2830Pp3c11_2830transcript PAC:32957014protein_coding janv-13 c.-47+12_-47+14delCGCNA NA NA NA NA
Chr11 1627481 TCGC T Chr11_1627481_TCGC_TTCGC_T INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 18 16 12 14 16 17 21 18 25 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intron_variantMODIFIER Pp3c11_2830Pp3c11_2830transcript PAC:32957015protein_coding janv-13 c.-47+12_-47+14delCGCNA NA NA NA NA
Chr11 1627484 C CAT Chr11_1627484_C_CATC_CAT INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 16 16 10 14 16 17 20 18 24 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c11_2830Pp3c11_2830transcript PAC:32957016protein_codingNA c.-1456_-1455insATNA NA NA NA 881
Chr11 1627484 C CAT Chr11_1627484_C_CATC_CAT INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 16 16 10 14 16 17 20 18 24 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c11_2830Pp3c11_2830transcript PAC:32957017protein_codingNA c.-1686_-1685insATNA NA NA NA 1048
Chr11 1627484 C CAT Chr11_1627484_C_CATC_CAT INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 16 16 10 14 16 17 20 18 24 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c11_2824Pp3c11_2824transcript PAC:32957863protein_codingNA c.*2429_*2430insATNA NA NA NA 2053
Chr11 1627484 C CAT Chr11_1627484_C_CATC_CAT INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 16 16 10 14 16 17 20 18 24 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c11_2820Pp3c11_2820transcript PAC:32958124protein_codingNA c.*2429_*2430insATNA NA NA NA 2209
Chr11 1627484 C CAT Chr11_1627484_C_CATC_CAT INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 16 16 10 14 16 17 20 18 24 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c11_2824Pp3c11_2824transcript PAC:32957864protein_codingNA c.*2429_*2430insATNA NA NA NA 2053
Chr11 1627484 C CAT Chr11_1627484_C_CATC_CAT INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 16 16 10 14 16 17 20 18 24 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c11_2824Pp3c11_2824transcript PAC:32957865protein_codingNA c.*2806_*2807insATNA NA NA NA 2053
Chr11 1627484 C CAT Chr11_1627484_C_CATC_CAT INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 16 16 10 14 16 17 20 18 24 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intron_variantMODIFIER Pp3c11_2830Pp3c11_2830transcript PAC:32957014protein_coding janv-13 c.-47+14_-47+15insATNA NA NA NA NA
Chr11 1627484 C CAT Chr11_1627484_C_CATC_CAT INDEL 673.37 0 16 0 0 0 0 0 0 0 0 0 0 0 0 16 16 10 14 16 17 20 18 24 12 8 17 9 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intron_variantMODIFIER Pp3c11_2830Pp3c11_2830transcript PAC:32957015protein_coding janv-13 c.-47+14_-47+15insATNA NA NA NA NA
Chr11 1790781 CT C Chr11_1790781_CT_CCT_C INDEL 16190.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3060Pp3c11_3060transcript PAC:32956307protein_codingNA c.-5068delT NA NA NA NA 4965
Chr11 1790781 CT C Chr11_1790781_CT_CCT_C INDEL 16190.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3060Pp3c11_3060transcript PAC:32956308protein_codingNA c.-5068delT NA NA NA NA 4955
Chr11 1790781 CT C Chr11_1790781_CT_CCT_C INDEL 16190.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3060Pp3c11_3060transcript PAC:32956309protein_codingNA c.-5225delT NA NA NA NA 4955
Chr11 1790781 CT C Chr11_1790781_CT_CCT_C INDEL 16190.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958339protein_coding sept-13 c.1476+98delANA NA NA NA NA
Chr11 1790781 CT C Chr11_1790781_CT_CCT_C INDEL 16190.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958342protein_coding 08-déc c.1476+98delANA NA NA NA NA
Chr11 1790781 CT C Chr11_1790781_CT_CCT_C INDEL 16190.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958340protein_coding sept-13 c.1476+98delANA NA NA NA NA
Chr11 1790781 CT C Chr11_1790781_CT_CCT_C INDEL 16190.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958341protein_coding 08-déc c.1476+98delANA NA NA NA NA
Chr11 1790783 GGAA G Chr11_1790783_GGAA_GGGAA_G INDEL 16415.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3060Pp3c11_3060transcript PAC:32956307protein_codingNA c.-5066_-5064delGAANA NA NA NA 4963
Chr11 1790783 GGAA G Chr11_1790783_GGAA_GGGAA_G INDEL 16415.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3060Pp3c11_3060transcript PAC:32956308protein_codingNA c.-5066_-5064delGAANA NA NA NA 4953
Chr11 1790783 GGAA G Chr11_1790783_GGAA_GGGAA_G INDEL 16415.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3060Pp3c11_3060transcript PAC:32956309protein_codingNA c.-5223_-5221delGAANA NA NA NA 4953
Chr11 1790783 GGAA G Chr11_1790783_GGAA_GGGAA_G INDEL 16415.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958339protein_coding sept-13 c.1476+94_1476+96delTTCNA NA NA NA NA
Chr11 1790783 GGAA G Chr11_1790783_GGAA_GGGAA_G INDEL 16415.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958342protein_coding 08-déc c.1476+94_1476+96delTTCNA NA NA NA NA
Chr11 1790783 GGAA G Chr11_1790783_GGAA_GGGAA_G INDEL 16415.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958340protein_coding sept-13 c.1476+94_1476+96delTTCNA NA NA NA NA
Chr11 1790783 GGAA G Chr11_1790783_GGAA_GGGAA_G INDEL 16415.59 19 7 9 15 16 33 21 24 20 8 6 20 7 16 19 7 9 15 16 33 21 24 20 8 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958341protein_coding 08-déc c.1476+94_1476+96delTTCNA NA NA NA NA
Chr11 1790788 G GCAC Chr11_1790788_G_GCACG_GCAC INDEL 16424.59 19 7 9 15 16 33 21 24 20 9 6 20 7 16 19 7 9 15 16 33 21 24 20 9 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3060Pp3c11_3060transcript PAC:32956307protein_codingNA c.-5062_-5061insCACNA NA NA NA 4958
Chr11 1790788 G GCAC Chr11_1790788_G_GCACG_GCAC INDEL 16424.59 19 7 9 15 16 33 21 24 20 9 6 20 7 16 19 7 9 15 16 33 21 24 20 9 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3060Pp3c11_3060transcript PAC:32956308protein_codingNA c.-5062_-5061insCACNA NA NA NA 4948
Chr11 1790788 G GCAC Chr11_1790788_G_GCACG_GCAC INDEL 16424.59 19 7 9 15 16 33 21 24 20 9 6 20 7 16 19 7 9 15 16 33 21 24 20 9 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3060Pp3c11_3060transcript PAC:32956309protein_codingNA c.-5219_-5218insCACNA NA NA NA 4948
Chr11 1790788 G GCAC Chr11_1790788_G_GCACG_GCAC INDEL 16424.59 19 7 9 15 16 33 21 24 20 9 6 20 7 16 19 7 9 15 16 33 21 24 20 9 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958339protein_coding sept-13 c.1476+91_1476+92insGTGNA NA NA NA NA
Chr11 1790788 G GCAC Chr11_1790788_G_GCACG_GCAC INDEL 16424.59 19 7 9 15 16 33 21 24 20 9 6 20 7 16 19 7 9 15 16 33 21 24 20 9 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958342protein_coding 08-déc c.1476+91_1476+92insGTGNA NA NA NA NA
Chr11 1790788 G GCAC Chr11_1790788_G_GCACG_GCAC INDEL 16424.59 19 7 9 15 16 33 21 24 20 9 6 20 7 16 19 7 9 15 16 33 21 24 20 9 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958340protein_coding sept-13 c.1476+91_1476+92insGTGNA NA NA NA NA
Chr11 1790788 G GCAC Chr11_1790788_G_GCACG_GCAC INDEL 16424.59 19 7 9 15 16 33 21 24 20 9 6 20 7 16 19 7 9 15 16 33 21 24 20 9 6 20 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3050Pp3c11_3050transcript PAC:32958341protein_coding 08-déc c.1476+91_1476+92insGTGNA NA NA NA NA
Chr11 1844469 G T Chr11_1844469_G_TG_T SNP 15134.63 25 10 9 18 11 21 19 11 11 19 11 10 10 7 25 10 9 18 11 21 19 11 11 19 11 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_3090-Pp3c11_3110Pp3c11_3090-Pp3c11_3110intergenic_regionPp3c11_3090-Pp3c11_3110NA NA n.1844469G>TNA NA NA NA NA
Chr11 1844472 G A Chr11_1844472_G_AG_A SNP 15314.63 26 10 9 18 12 22 19 11 11 20 10 10 10 8 26 10 9 18 12 22 19 11 11 20 10 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_3090-Pp3c11_3110Pp3c11_3090-Pp3c11_3110intergenic_regionPp3c11_3090-Pp3c11_3110NA NA n.1844472G>ANA NA NA NA NA
Chr11 1952494 TCC T Chr11_1952494_TCC_TTCC_T INDEL 21628.59 25 15 17 27 20 26 38 22 21 25 32 15 8 6 25 15 17 27 20 26 38 22 21 25 32 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_3260Pp3c11_3260transcript PAC:32956777protein_codingNA c.*2708_*2709delGGNA NA NA NA 2540
Chr11 1952494 TCC T Chr11_1952494_TCC_TTCC_T INDEL 21628.59 25 15 17 27 20 26 38 22 21 25 32 15 8 6 25 15 17 27 20 26 38 22 21 25 32 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_3260Pp3c11_3260transcript PAC:32956778protein_codingNA c.*1459_*1460delGGNA NA NA NA 830
Chr11 1952494 TCC T Chr11_1952494_TCC_TTCC_T INDEL 21628.59 25 15 17 27 20 26 38 22 21 25 32 15 8 6 25 15 17 27 20 26 38 22 21 25 32 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_3190-Pp3c11_3260Pp3c11_3190-Pp3c11_3260intergenic_regionPp3c11_3190-Pp3c11_3260NA NA n.1952495_1952496delCCNA NA NA NA NA
Chr11 1952496 C CGTT Chr11_1952496_C_CGTTC_CGTT INDEL 21628.59 25 15 17 27 20 26 38 22 21 25 32 15 8 6 25 15 17 27 20 26 38 22 21 25 32 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_3260Pp3c11_3260transcript PAC:32956777protein_codingNA c.*2707_*2708insAACNA NA NA NA 2538
Chr11 1952496 C CGTT Chr11_1952496_C_CGTTC_CGTT INDEL 21628.59 25 15 17 27 20 26 38 22 21 25 32 15 8 6 25 15 17 27 20 26 38 22 21 25 32 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_3260Pp3c11_3260transcript PAC:32956778protein_codingNA c.*1458_*1459insAACNA NA NA NA 828
Chr11 1952496 C CGTT Chr11_1952496_C_CGTTC_CGTT INDEL 21628.59 25 15 17 27 20 26 38 22 21 25 32 15 8 6 25 15 17 27 20 26 38 22 21 25 32 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_3190-Pp3c11_3260Pp3c11_3190-Pp3c11_3260intergenic_regionPp3c11_3190-Pp3c11_3260NA NA n.1952496_1952497insGTTNA NA NA NA NA
Chr11 2236273 G GA Chr11_2236273_G_GAG_GA INDEL 12846.59 25 14 12 11 14 24 32 15 17 18 14 23 10 7 25 14 12 11 14 24 32 15 17 18 14 23 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3680Pp3c11_3680transcript PAC:32959265protein_coding 01-mai c.-61+224_-61+225insANA NA NA NA NA
Chr11 2236273 G GA Chr11_2236273_G_GAG_GA INDEL 12846.59 25 14 12 11 14 24 32 15 17 18 14 23 10 7 25 14 12 11 14 24 32 15 17 18 14 23 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_3680Pp3c11_3680transcript PAC:32959266protein_coding 01-mai c.-61+224_-61+225insANA NA NA NA NA
Chr11 2323352 G GA Chr11_2323352_G_GAG_GA INDEL 13351.59 26 14 13 22 22 16 20 19 18 21 28 12 8 9 26 14 13 22 22 16 20 19 18 21 28 12 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_3810-Pp3c11_3860Pp3c11_3810-Pp3c11_3860intergenic_regionPp3c11_3810-Pp3c11_3860NA NA n.2323352_2323353insANA NA NA NA NA
Chr11 2392313 A AAT Chr11_2392313_A_AATA_AAT INDEL 10622.59 13 8 9 17 17 15 17 17 15 19 9 14 6 6 13 8 9 17 17 15 17 17 15 19 9 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3860Pp3c11_3860transcript PAC:32958806protein_codingNA c.-957_-956insATNA NA NA NA 957
Chr11 2392313 A AAT Chr11_2392313_A_AATA_AAT INDEL 10622.59 13 8 9 17 17 15 17 17 15 19 9 14 6 6 13 8 9 17 17 15 17 17 15 19 9 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3900Pp3c11_3900transcript PAC:32959321protein_codingNA c.-1266_-1265insATNA NA NA NA 960
Chr11 2392313 A AAT Chr11_2392313_A_AATA_AAT INDEL 10622.59 13 8 9 17 17 15 17 17 15 19 9 14 6 6 13 8 9 17 17 15 17 17 15 19 9 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3860Pp3c11_3860transcript PAC:32958809protein_codingNA c.-5281_-5280insATNA NA NA NA 4975
Chr11 2392313 A AAT Chr11_2392313_A_AATA_AAT INDEL 10622.59 13 8 9 17 17 15 17 17 15 19 9 14 6 6 13 8 9 17 17 15 17 17 15 19 9 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3860Pp3c11_3860transcript PAC:32958807protein_codingNA c.-957_-956insATNA NA NA NA 957
Chr11 2392313 A AAT Chr11_2392313_A_AATA_AAT INDEL 10622.59 13 8 9 17 17 15 17 17 15 19 9 14 6 6 13 8 9 17 17 15 17 17 15 19 9 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_3860Pp3c11_3860transcript PAC:32958808protein_codingNA c.-957_-956insATNA NA NA NA 957
Chr11 2392313 A AAT Chr11_2392313_A_AATA_AAT INDEL 10622.59 13 8 9 17 17 15 17 17 15 19 9 14 6 6 13 8 9 17 17 15 17 17 15 19 9 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_3860-Pp3c11_3940Pp3c11_3860-Pp3c11_3940intergenic_regionPp3c11_3860-Pp3c11_3940NA NA n.2392313_2392314insATNA NA NA NA NA
Chr11 2416622 A G Chr11_2416622_A_GA_G SNP 17657.63 24 20 8 25 22 22 28 18 22 16 21 7 8 10 24 20 8 25 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956160protein_coding 04-mai c.746T>C p.Leu249Pro 900/1165 746/831 249/276 NA
Chr11 2416622 A G Chr11_2416622_A_GA_G SNP 17657.63 24 20 8 25 22 22 28 18 22 16 21 7 8 10 24 20 8 25 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956163protein_coding 05-mai c.701T>C p.Leu234Pro 1057/1573 701/771 234/256 NA
Chr11 2416622 A G Chr11_2416622_A_GA_G SNP 17657.63 24 20 8 25 22 22 28 18 22 16 21 7 8 10 24 20 8 25 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956165protein_coding 05-mai c.701T>C p.Leu234Pro 1140/1652 701/771 234/256 NA
Chr11 2416622 A G Chr11_2416622_A_GA_G SNP 17657.63 24 20 8 25 22 22 28 18 22 16 21 7 8 10 24 20 8 25 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956161protein_coding 04-mai c.710T>C p.Leu237Pro 1496/1761 710/795 237/264 NA
Chr11 2416622 A G Chr11_2416622_A_GA_G SNP 17657.63 24 20 8 25 22 22 28 18 22 16 21 7 8 10 24 20 8 25 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956162protein_coding 05-juin c.701T>C p.Leu234Pro 1029/1294 701/786 234/261 NA
Chr11 2416622 A G Chr11_2416622_A_GA_G SNP 17657.63 24 20 8 25 22 22 28 18 22 16 21 7 8 10 24 20 8 25 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956164protein_coding 05-mai c.701T>C p.Leu234Pro 1016/1514 701/771 234/256 NA
Chr11 2416622 A G Chr11_2416622_A_GA_G SNP 17657.63 24 20 8 25 22 22 28 18 22 16 21 7 8 10 24 20 8 25 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_3940Pp3c11_3940transcript PAC:32956667protein_codingNA c.*1956A>G NA NA NA NA 1447
Chr11 2416622 A G Chr11_2416622_A_GA_G SNP 17657.63 24 20 8 25 22 22 28 18 22 16 21 7 8 10 24 20 8 25 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_3940Pp3c11_3940transcript PAC:32956668protein_codingNA c.*1956A>G NA NA NA NA 1446
Chr11 2416622 A G Chr11_2416622_A_GA_G SNP 17657.63 24 20 8 25 22 22 28 18 22 16 21 7 8 10 24 20 8 25 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_3940Pp3c11_3940transcript PAC:32956669protein_codingNA c.*3373A>G NA NA NA NA 1446
Chr11 2416623 G T Chr11_2416623_G_TG_T SNP 17657.63 24 19 8 28 22 22 28 18 22 16 21 7 8 10 24 19 8 28 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956160protein_coding 04-mai c.745C>A p.Leu249Ile 899/1165 745/831 249/276 NA
Chr11 2416623 G T Chr11_2416623_G_TG_T SNP 17657.63 24 19 8 28 22 22 28 18 22 16 21 7 8 10 24 19 8 28 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956163protein_coding 05-mai c.700C>A p.Leu234Ile 1056/1573 700/771 234/256 NA
Chr11 2416623 G T Chr11_2416623_G_TG_T SNP 17657.63 24 19 8 28 22 22 28 18 22 16 21 7 8 10 24 19 8 28 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956165protein_coding 05-mai c.700C>A p.Leu234Ile 1139/1652 700/771 234/256 NA



Chr11 2416623 G T Chr11_2416623_G_TG_T SNP 17657.63 24 19 8 28 22 22 28 18 22 16 21 7 8 10 24 19 8 28 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956161protein_coding 04-mai c.709C>A p.Leu237Ile 1495/1761 709/795 237/264 NA
Chr11 2416623 G T Chr11_2416623_G_TG_T SNP 17657.63 24 19 8 28 22 22 28 18 22 16 21 7 8 10 24 19 8 28 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956162protein_coding 05-juin c.700C>A p.Leu234Ile 1028/1294 700/786 234/261 NA
Chr11 2416623 G T Chr11_2416623_G_TG_T SNP 17657.63 24 19 8 28 22 22 28 18 22 16 21 7 8 10 24 19 8 28 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_3950Pp3c11_3950transcript PAC:32956164protein_coding 05-mai c.700C>A p.Leu234Ile 1015/1514 700/771 234/256 NA
Chr11 2416623 G T Chr11_2416623_G_TG_T SNP 17657.63 24 19 8 28 22 22 28 18 22 16 21 7 8 10 24 19 8 28 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_3940Pp3c11_3940transcript PAC:32956667protein_codingNA c.*1957G>T NA NA NA NA 1448
Chr11 2416623 G T Chr11_2416623_G_TG_T SNP 17657.63 24 19 8 28 22 22 28 18 22 16 21 7 8 10 24 19 8 28 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_3940Pp3c11_3940transcript PAC:32956668protein_codingNA c.*1957G>T NA NA NA NA 1447
Chr11 2416623 G T Chr11_2416623_G_TG_T SNP 17657.63 24 19 8 28 22 22 28 18 22 16 21 7 8 10 24 19 8 28 22 22 28 18 22 16 21 7 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_3940Pp3c11_3940transcript PAC:32956669protein_codingNA c.*3374G>T NA NA NA NA 1447
Chr11 2443720 C T Chr11_2443720_C_TC_T SNP 13580.63 17 4 7 18 13 22 19 15 15 18 8 7 10 8 17 4 7 18 13 22 19 15 15 18 8 7 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_3960-Pp3c11_4080Pp3c11_3960-Pp3c11_4080intergenic_regionPp3c11_3960-Pp3c11_4080NA NA n.2443720C>TNA NA NA NA NA
Chr11 2443721 A G Chr11_2443721_A_GA_G SNP 13580.63 17 4 7 19 13 22 20 15 15 18 8 7 10 9 17 4 7 19 13 22 20 15 15 18 8 7 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_3960-Pp3c11_4080Pp3c11_3960-Pp3c11_4080intergenic_regionPp3c11_3960-Pp3c11_4080NA NA n.2443721A>GNA NA NA NA NA
Chr11 2443746 T TA Chr11_2443746_T_TAT_TA INDEL 14041.59 19 5 8 20 12 27 28 21 15 21 9 10 11 12 19 5 8 20 12 27 28 21 15 21 9 10 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_3960-Pp3c11_4080Pp3c11_3960-Pp3c11_4080intergenic_regionPp3c11_3960-Pp3c11_4080NA NA n.2443746_2443747insANA NA NA NA NA
Chr11 2699659 AT A Chr11_2699659_AT_AAT_A INDEL 4999.24 16 13 12 0 0 0 0 0 14 18 14 7 9 7 18 14 13 26 14 23 18 17 15 20 14 7 9 7 0.889 0.929 0.923 0 0 0 0 0 0.933 0.9 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c11_4310-Pp3c11_4330Pp3c11_4310-Pp3c11_4330intergenic_regionPp3c11_4310-Pp3c11_4330NA NA n.2699660delTNA NA NA NA NA
Chr11 2749908 C T Chr11_2749908_C_TC_T SNP 11316.63 19 10 6 17 11 30 20 13 18 12 8 5 12 6 19 10 6 17 11 30 20 13 19 12 8 6 12 6 1 1 1 1 1 1 1 1 0.947 1 1 0.833 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_4360Pp3c11_4360transcript PAC:32957623protein_codingNA c.*6592C>T NA NA NA NA 4917
Chr11 2749908 C T Chr11_2749908_C_TC_T SNP 11316.63 19 10 6 17 11 30 20 13 18 12 8 5 12 6 19 10 6 17 11 30 20 13 19 12 8 6 12 6 1 1 1 1 1 1 1 1 0.947 1 1 0.833 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_4360-Pp3c11_4441Pp3c11_4360-Pp3c11_4441intergenic_regionPp3c11_4360-Pp3c11_4441NA NA n.2749908C>TNA NA NA NA NA
Chr11 2749946 T C Chr11_2749946_T_CT_C SNP 9841.63 17 9 6 18 10 22 19 12 20 16 12 5 6 6 17 9 6 18 10 22 19 12 21 16 12 5 6 6 1 1 1 1 1 1 1 1 0.952 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_4360Pp3c11_4360transcript PAC:32957623protein_codingNA c.*6630T>C NA NA NA NA 4955
Chr11 2749946 T C Chr11_2749946_T_CT_C SNP 9841.63 17 9 6 18 10 22 19 12 20 16 12 5 6 6 17 9 6 18 10 22 19 12 21 16 12 5 6 6 1 1 1 1 1 1 1 1 0.952 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_4360-Pp3c11_4441Pp3c11_4360-Pp3c11_4441intergenic_regionPp3c11_4360-Pp3c11_4441NA NA n.2749946T>CNA NA NA NA NA
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959496protein_codingNA c.-5915_-5914insTANA NA NA NA 4754
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959498protein_codingNA c.-5915_-5914insTANA NA NA NA 4722
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959499protein_codingNA c.-5915_-5914insTANA NA NA NA 4722
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959504protein_codingNA c.-5915_-5914insTANA NA NA NA 4722
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959505protein_codingNA c.-5915_-5914insTANA NA NA NA 4722
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959501protein_codingNA c.-5915_-5914insTANA NA NA NA 4749
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959497protein_codingNA c.-5915_-5914insTANA NA NA NA 4754
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959502protein_codingNA c.-5915_-5914insTANA NA NA NA 4754
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959503protein_codingNA c.-5915_-5914insTANA NA NA NA 4754
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959507protein_codingNA c.-6021_-6020insTANA NA NA NA 4754
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959508protein_codingNA c.-6021_-6020insTANA NA NA NA 4754
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959509protein_codingNA c.-6021_-6020insTANA NA NA NA 4754
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959510protein_codingNA c.-6021_-6020insTANA NA NA NA 4754
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959511protein_codingNA c.-6445_-6444insTANA NA NA NA 4754
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959513protein_codingNA c.-6445_-6444insTANA NA NA NA 4754
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c11_4620Pp3c11_4620transcript PAC:32959512protein_codingNA c.-6445_-6444insTANA NA NA NA 4749
Chr11 2912741 C CTA Chr11_2912741_C_CTAC_CTA INDEL 340.37 0 0 0 1 14 0 0 3 1 0 0 0 0 0 24 10 11 18 16 23 19 25 21 20 18 14 9 6 0 0 0 0 0.875 0 0 0.12 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c11_4620-Pp3c11_4640Pp3c11_4620-Pp3c11_4640intergenic_regionPp3c11_4620-Pp3c11_4640NA NA n.2912741_2912742insTANA NA NA NA NA
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959137protein_codingNA c.-2583C>A NA NA NA NA 1864
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959474protein_codingNA c.-3878G>T NA NA NA NA 2572
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959138protein_codingNA c.-2868C>A NA NA NA NA 1864
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959139protein_codingNA c.-2868C>A NA NA NA NA 1864
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959486protein_codingNA c.-3878G>T NA NA NA NA 2536
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959479protein_codingNA c.-3878G>T NA NA NA NA 2545
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959477protein_codingNA c.-3878G>T NA NA NA NA 2551
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959478protein_codingNA c.-3878G>T NA NA NA NA 2551
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959481protein_codingNA c.-3878G>T NA NA NA NA 2551
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959483protein_codingNA c.-3878G>T NA NA NA NA 2551
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959480protein_codingNA c.-3878G>T NA NA NA NA 2562
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959475protein_codingNA c.-3878G>T NA NA NA NA 2572
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959476protein_codingNA c.-3878G>T NA NA NA NA 2572
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959482protein_codingNA c.-3878G>T NA NA NA NA 2572
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959484protein_codingNA c.-3878G>T NA NA NA NA 2572
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959485protein_codingNA c.-3878G>T NA NA NA NA 2572
Chr11 2925179 G T Chr11_2925179_G_TG_T SNP 21513.63 38 18 23 22 17 40 29 28 25 31 10 22 19 7 38 18 23 22 17 40 29 28 25 31 10 22 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_4640-Pp3c11_4670Pp3c11_4640-Pp3c11_4670intergenic_regionPp3c11_4640-Pp3c11_4670NA NA n.2925179G>TNA NA NA NA NA
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959137protein_codingNA c.-2706delC NA NA NA NA 1987
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959474protein_codingNA c.-3755delG NA NA NA NA 2449
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959138protein_codingNA c.-2991delC NA NA NA NA 1987
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959139protein_codingNA c.-2991delC NA NA NA NA 1987
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959486protein_codingNA c.-3755delG NA NA NA NA 2413
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959479protein_codingNA c.-3755delG NA NA NA NA 2422
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959477protein_codingNA c.-3755delG NA NA NA NA 2428
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959478protein_codingNA c.-3755delG NA NA NA NA 2428
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959481protein_codingNA c.-3755delG NA NA NA NA 2428
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959483protein_codingNA c.-3755delG NA NA NA NA 2428
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959480protein_codingNA c.-3755delG NA NA NA NA 2439
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959475protein_codingNA c.-3755delG NA NA NA NA 2449
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959476protein_codingNA c.-3755delG NA NA NA NA 2449
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959482protein_codingNA c.-3755delG NA NA NA NA 2449
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959484protein_codingNA c.-3755delG NA NA NA NA 2449
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959485protein_codingNA c.-3755delG NA NA NA NA 2449
Chr11 2925301 CG C Chr11_2925301_CG_CCG_C INDEL 17043.59 21 14 17 22 12 29 29 11 17 15 20 21 9 9 21 14 17 22 12 29 29 11 17 15 20 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_4640-Pp3c11_4670Pp3c11_4640-Pp3c11_4670intergenic_regionPp3c11_4640-Pp3c11_4670NA NA n.2925302delGNA NA NA NA NA
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959137protein_codingNA c.-2717C>T NA NA NA NA 1998
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959474protein_codingNA c.-3744G>A NA NA NA NA 2438
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959138protein_codingNA c.-3002C>T NA NA NA NA 1998
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959139protein_codingNA c.-3002C>T NA NA NA NA 1998
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959486protein_codingNA c.-3744G>A NA NA NA NA 2402
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959479protein_codingNA c.-3744G>A NA NA NA NA 2411
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959477protein_codingNA c.-3744G>A NA NA NA NA 2417
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959478protein_codingNA c.-3744G>A NA NA NA NA 2417
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959481protein_codingNA c.-3744G>A NA NA NA NA 2417
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959483protein_codingNA c.-3744G>A NA NA NA NA 2417
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959480protein_codingNA c.-3744G>A NA NA NA NA 2428
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959475protein_codingNA c.-3744G>A NA NA NA NA 2438
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959476protein_codingNA c.-3744G>A NA NA NA NA 2438
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959482protein_codingNA c.-3744G>A NA NA NA NA 2438
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959484protein_codingNA c.-3744G>A NA NA NA NA 2438
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959485protein_codingNA c.-3744G>A NA NA NA NA 2438
Chr11 2925313 G A Chr11_2925313_G_AG_A SNP 17268.63 22 15 15 26 12 27 29 9 16 17 20 20 9 9 22 15 15 26 12 27 29 9 16 17 20 20 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_4640-Pp3c11_4670Pp3c11_4640-Pp3c11_4670intergenic_regionPp3c11_4640-Pp3c11_4670NA NA n.2925313G>ANA NA NA NA NA
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959137protein_codingNA c.-2729C>A NA NA NA NA 2010
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959474protein_codingNA c.-3732G>T NA NA NA NA 2426
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959138protein_codingNA c.-3014C>A NA NA NA NA 2010
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959139protein_codingNA c.-3014C>A NA NA NA NA 2010
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959486protein_codingNA c.-3732G>T NA NA NA NA 2390
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959479protein_codingNA c.-3732G>T NA NA NA NA 2399
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959477protein_codingNA c.-3732G>T NA NA NA NA 2405
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959478protein_codingNA c.-3732G>T NA NA NA NA 2405
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959481protein_codingNA c.-3732G>T NA NA NA NA 2405
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959483protein_codingNA c.-3732G>T NA NA NA NA 2405
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959480protein_codingNA c.-3732G>T NA NA NA NA 2416
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959475protein_codingNA c.-3732G>T NA NA NA NA 2426
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959476protein_codingNA c.-3732G>T NA NA NA NA 2426
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959482protein_codingNA c.-3732G>T NA NA NA NA 2426
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959484protein_codingNA c.-3732G>T NA NA NA NA 2426
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959485protein_codingNA c.-3732G>T NA NA NA NA 2426
Chr11 2925325 G T Chr11_2925325_G_TG_T SNP 17036.63 22 14 15 22 13 27 30 9 16 15 22 21 8 8 22 14 15 22 13 27 30 9 16 15 22 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_4640-Pp3c11_4670Pp3c11_4640-Pp3c11_4670intergenic_regionPp3c11_4640-Pp3c11_4670NA NA n.2925325G>TNA NA NA NA NA
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959137protein_codingNA c.-2776C>T NA NA NA NA 2057
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959474protein_codingNA c.-3685G>A NA NA NA NA 2379
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959138protein_codingNA c.-3061C>T NA NA NA NA 2057
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4640Pp3c11_4640transcript PAC:32959139protein_codingNA c.-3061C>T NA NA NA NA 2057
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959486protein_codingNA c.-3685G>A NA NA NA NA 2343
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959479protein_codingNA c.-3685G>A NA NA NA NA 2352
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959477protein_codingNA c.-3685G>A NA NA NA NA 2358
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959478protein_codingNA c.-3685G>A NA NA NA NA 2358
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959481protein_codingNA c.-3685G>A NA NA NA NA 2358
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959483protein_codingNA c.-3685G>A NA NA NA NA 2358
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959480protein_codingNA c.-3685G>A NA NA NA NA 2369
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959475protein_codingNA c.-3685G>A NA NA NA NA 2379
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959476protein_codingNA c.-3685G>A NA NA NA NA 2379
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959482protein_codingNA c.-3685G>A NA NA NA NA 2379
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959484protein_codingNA c.-3685G>A NA NA NA NA 2379
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_4670Pp3c11_4670transcript PAC:32959485protein_codingNA c.-3685G>A NA NA NA NA 2379
Chr11 2925372 G A Chr11_2925372_G_AG_A SNP 16209.63 22 10 19 18 15 31 28 12 16 22 23 19 10 7 22 10 19 18 15 31 28 12 16 22 23 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_4640-Pp3c11_4670Pp3c11_4640-Pp3c11_4670intergenic_regionPp3c11_4640-Pp3c11_4670NA NA n.2925372G>ANA NA NA NA NA
Chr11 3046298 T A Chr11_3046298_T_AT_A SNP 10942.63 17 14 9 20 15 20 27 17 11 13 10 8 8 7 17 14 9 20 16 21 28 18 12 13 10 8 8 7 1 1 1 1 0.938 0.952 0.964 0.944 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_4850-Pp3c11_4880Pp3c11_4850-Pp3c11_4880intergenic_regionPp3c11_4850-Pp3c11_4880NA NA n.3046298T>ANA NA NA NA NA
Chr11 3697435 A T Chr11_3697435_A_TA_T SNP 21456.63 32 15 17 33 24 28 23 28 34 24 22 17 8 6 32 15 17 33 24 28 23 28 34 24 22 17 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697435A>TNA NA NA NA NA
Chr11 3697436 A T Chr11_3697436_A_TA_T SNP 21501.63 32 15 17 33 23 28 23 28 34 24 21 17 9 6 32 15 17 33 23 28 23 28 34 24 21 17 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697436A>TNA NA NA NA NA
Chr11 3697440 TC T Chr11_3697440_TC_TTC_T INDEL 21539.59 31 16 16 32 23 28 23 29 33 23 20 17 8 6 31 16 16 32 23 28 23 29 33 23 20 17 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697441delCNA NA NA NA NA
Chr11 3697442 T TAG Chr11_3697442_T_TAGT_TAG INDEL 21325.59 32 16 16 31 23 28 23 29 33 24 20 17 8 6 32 16 16 31 23 28 23 29 33 24 20 17 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697442_3697443insAGNA NA NA NA NA
Chr11 3697475 A T Chr11_3697475_A_TA_T SNP 20728.63 27 10 13 27 24 29 23 28 26 25 21 20 9 7 27 10 13 27 24 29 23 28 26 25 21 20 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697475A>TNA NA NA NA NA
Chr11 3697478 G T Chr11_3697478_G_TG_T SNP 21076.63 28 11 13 28 23 30 23 26 26 28 21 19 8 7 28 11 13 28 23 30 23 26 26 28 21 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697478G>TNA NA NA NA NA
Chr11 3697490 A AATTATT Chr11_3697490_A_AATTATTA_AATTATT INDEL 23096.59 29 15 15 29 22 34 24 32 29 30 23 19 10 8 29 15 15 29 22 34 24 32 29 30 23 19 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697490_3697491insATTATTNA NA NA NA NA
Chr11 3697491 C T Chr11_3697491_C_TC_T SNP 14710.63 21 11 9 21 16 23 19 22 11 16 13 12 6 4 21 11 9 21 16 23 19 22 11 16 13 13 6 4 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697491C>TNA NA NA NA NA
Chr11 3697495 C T Chr11_3697495_C_TC_T SNP 14980.63 21 11 9 21 17 25 19 24 13 17 13 12 6 4 21 11 9 21 17 25 19 24 13 17 13 13 6 4 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697495C>TNA NA NA NA NA
Chr11 3697496 ACACCG A Chr11_3697496_ACACCG_AACACCG_A INDEL 15241.59 22 12 9 21 17 25 19 25 13 17 13 12 6 4 22 12 9 21 17 25 19 25 13 17 13 13 6 4 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697497_3697501delCACCGNA NA NA NA NA
Chr11 3697502 G T Chr11_3697502_G_TG_T SNP 15430.63 22 12 9 21 17 26 19 25 13 17 13 12 6 4 22 12 9 21 17 26 19 25 13 17 13 13 6 4 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697502G>TNA NA NA NA NA
Chr11 3697504 TTCGTCCCGCCAAGGGT Chr11_3697504_TTCGTCCCGCCAAGGG_TTTCGTCCCGCCAAGGG_TINDEL 15826.59 23 12 9 22 17 27 20 25 13 18 13 13 6 4 23 12 9 22 17 27 20 25 13 18 13 14 6 4 1 1 1 1 1 1 1 1 1 1 1 0.929 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697505_3697519delTCGTCCCGCCAAGGGNA NA NA NA NA
Chr11 3697521 A AC Chr11_3697521_A_ACA_AC INDEL 16141.59 23 12 9 23 17 28 21 26 13 20 13 14 6 4 23 12 9 23 17 28 21 26 13 20 13 15 6 4 1 1 1 1 1 1 1 1 1 1 1 0.933 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697521_3697522insCNA NA NA NA NA
Chr11 3697528 A ATCTATTTTTATCTTTTChr11_3697528_A_ATCTATTTTTATCTTTTA_ATCTATTTTTATCTTTTINDEL 19246.59 25 12 11 24 19 28 21 27 14 21 14 15 8 5 25 12 11 24 19 28 21 27 14 21 14 16 8 5 1 1 1 1 1 1 1 1 1 1 1 0.938 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697528_3697529insTCTATTTTTATCTTTTNA NA NA NA NA
Chr11 3697532 G T Chr11_3697532_G_TG_T SNP 19799.63 32 14 14 26 20 29 23 29 17 24 15 17 11 8 32 14 14 26 20 29 23 29 17 24 15 18 11 8 1 1 1 1 1 1 1 1 1 1 1 0.944 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697532G>TNA NA NA NA NA
Chr11 3697533 G T Chr11_3697533_G_TG_T SNP 19799.63 32 14 14 26 20 29 24 29 17 24 15 17 11 8 32 14 14 26 20 29 24 29 17 24 15 18 11 8 1 1 1 1 1 1 1 1 1 1 1 0.944 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_5740-Pp3c11_5760Pp3c11_5740-Pp3c11_5760intergenic_regionPp3c11_5740-Pp3c11_5760NA NA n.3697533G>TNA NA NA NA NA
Chr11 3920246 C G Chr11_3920246_C_GC_G SNP 11805.63 16 12 9 17 7 12 29 24 16 13 14 19 4 7 16 12 9 17 7 12 29 24 16 13 14 19 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_6230Pp3c11_6230transcript PAC:32958504protein_coding 06-août c.1139C>G p.Thr380Arg 1528/2459 1139/2070 380/689 NA
Chr11 3920246 C G Chr11_3920246_C_GC_G SNP 11805.63 16 12 9 17 7 12 29 24 16 13 14 19 4 7 16 12 9 17 7 12 29 24 16 13 14 19 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_6240Pp3c11_6240transcript PAC:32958607protein_coding 04-avr c.904G>C p.Val302Leu 904/1185 904/1185 302/394 NA
Chr11 3920246 C G Chr11_3920246_C_GC_G SNP 11805.63 16 12 9 17 7 12 29 24 16 13 14 19 4 7 16 12 9 17 7 12 29 24 16 13 14 19 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_6230Pp3c11_6230transcript PAC:32958506protein_coding 05-juil c.1139C>G p.Thr380Arg 2851/3782 1139/2070 380/689 NA
Chr11 3920246 C G Chr11_3920246_C_GC_G SNP 11805.63 16 12 9 17 7 12 29 24 16 13 14 19 4 7 16 12 9 17 7 12 29 24 16 13 14 19 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_6230Pp3c11_6230transcript PAC:32958505protein_coding 06-août c.1139C>G p.Thr380Arg 2378/3309 1139/2070 380/689 NA
Chr11 3920246 C G Chr11_3920246_C_GC_G SNP 11805.63 16 12 9 17 7 12 29 24 16 13 14 19 4 7 16 12 9 17 7 12 29 24 16 13 14 19 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_6230Pp3c11_6230transcript PAC:32958507protein_coding 06-août c.1415C>G p.Thr472Arg 2356/3554 1415/1635 472/544 NA
Chr11 3920246 C G Chr11_3920246_C_GC_G SNP 11805.63 16 12 9 17 7 12 29 24 16 13 14 19 4 7 16 12 9 17 7 12 29 24 16 13 14 19 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c11_6230Pp3c11_6230transcript PAC:32958508protein_coding 01-mars c.-232C>G NA NA NA NA 425
Chr11 3920246 C G Chr11_3920246_C_GC_G SNP 11805.63 16 12 9 17 7 12 29 24 16 13 14 19 4 7 16 12 9 17 7 12 29 24 16 13 14 19 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_6250Pp3c11_6250transcript PAC:32957618protein_codingNA c.*2421G>C NA NA NA NA 2046
Chr11 3920246 C G Chr11_3920246_C_GC_G SNP 11805.63 16 12 9 17 7 12 29 24 16 13 14 19 4 7 16 12 9 17 7 12 29 24 16 13 14 19 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_6250Pp3c11_6250transcript PAC:32957619protein_codingNA c.*2421G>C NA NA NA NA 2040
Chr11 3987948 A C Chr11_3987948_A_CA_C SNP 20308.63 30 13 9 29 25 36 35 18 29 23 13 16 14 9 30 13 9 29 25 36 35 18 29 23 13 16 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_6370-Pp3c11_6420Pp3c11_6370-Pp3c11_6420intergenic_regionPp3c11_6370-Pp3c11_6420NA NA n.3987948A>CNA NA NA NA NA
Chr11 4112956 G T Chr11_4112956_G_TG_T SNP 20880.63 26 20 17 13 20 28 22 26 16 31 19 22 10 11 26 20 17 13 20 28 22 26 16 31 19 22 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_6460-Pp3c11_6560Pp3c11_6460-Pp3c11_6560intergenic_regionPp3c11_6460-Pp3c11_6560NA NA n.4112956G>TNA NA NA NA NA
Chr11 4112957 G T Chr11_4112957_G_TG_T SNP 21005.63 26 20 18 13 21 28 22 26 16 32 19 22 10 11 26 20 18 13 21 28 22 26 16 32 19 22 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_6460-Pp3c11_6560Pp3c11_6460-Pp3c11_6560intergenic_regionPp3c11_6460-Pp3c11_6560NA NA n.4112957G>TNA NA NA NA NA
Chr11 4112963 A C Chr11_4112963_A_CA_C SNP 20832.63 27 20 17 14 23 26 21 26 16 31 18 22 10 10 27 20 17 14 23 26 21 26 16 31 18 22 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_6460-Pp3c11_6560Pp3c11_6460-Pp3c11_6560intergenic_regionPp3c11_6460-Pp3c11_6560NA NA n.4112963A>CNA NA NA NA NA
Chr11 4112994 A T Chr11_4112994_A_TA_T SNP 17453.63 25 16 14 12 18 22 21 23 16 21 18 18 8 11 25 16 14 12 18 22 21 23 16 21 18 18 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_6460-Pp3c11_6560Pp3c11_6460-Pp3c11_6560intergenic_regionPp3c11_6460-Pp3c11_6560NA NA n.4112994A>TNA NA NA NA NA
Chr11 4226118 T TTA Chr11_4226118_T_TTAT_TTA INDEL 2695.24 1 0 0 12 14 14 21 11 1 0 1 0 0 0 30 10 7 12 14 14 22 11 23 17 13 12 11 7 0 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_6660Pp3c11_6660transcript PAC:32956548protein_codingNA c.-1810_-1809insTANA NA NA NA 784
Chr11 4226118 T TTA Chr11_4226118_T_TTAT_TTA INDEL 2695.24 1 0 0 12 14 14 21 11 1 0 1 0 0 0 30 10 7 12 14 14 22 11 23 17 13 12 11 7 0 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_6660Pp3c11_6660transcript PAC:32956550protein_codingNA c.-1810_-1809insTANA NA NA NA 508
Chr11 4226118 T TTA Chr11_4226118_T_TTAT_TTA INDEL 2695.24 1 0 0 12 14 14 21 11 1 0 1 0 0 0 30 10 7 12 14 14 22 11 23 17 13 12 11 7 0 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_6660Pp3c11_6660transcript PAC:32956549protein_codingNA c.-1810_-1809insTANA NA NA NA 508
Chr11 4226118 T TTA Chr11_4226118_T_TTAT_TTA INDEL 2695.24 1 0 0 12 14 14 21 11 1 0 1 0 0 0 30 10 7 12 14 14 22 11 23 17 13 12 11 7 0 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c11_6670Pp3c11_6670transcript PAC:32956174protein_codingNA c.*4869_*4870insTANA NA NA NA 4264
Chr11 4226118 T TTA Chr11_4226118_T_TTAT_TTA INDEL 2695.24 1 0 0 12 14 14 21 11 1 0 1 0 0 0 30 10 7 12 14 14 22 11 23 17 13 12 11 7 0 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c11_6670Pp3c11_6670transcript PAC:32956175protein_codingNA c.*4869_*4870insTANA NA NA NA 4108
Chr11 4226118 T TTA Chr11_4226118_T_TTAT_TTA INDEL 2695.24 1 0 0 12 14 14 21 11 1 0 1 0 0 0 30 10 7 12 14 14 22 11 23 17 13 12 11 7 0 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c11_6670Pp3c11_6670transcript PAC:32956176protein_codingNA c.*4869_*4870insTANA NA NA NA 4108
Chr11 4226118 T TTA Chr11_4226118_T_TTAT_TTA INDEL 2695.24 1 0 0 12 14 14 21 11 1 0 1 0 0 0 30 10 7 12 14 14 22 11 23 17 13 12 11 7 0 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c11_6640-Pp3c11_6660Pp3c11_6640-Pp3c11_6660intergenic_regionPp3c11_6640-Pp3c11_6660NA NA n.4226118_4226119insTANA NA NA NA NA
Chr11 4358815 T C Chr11_4358815_T_CT_C SNP 16245.63 29 21 14 20 15 18 34 20 15 21 8 18 13 7 29 21 14 20 15 18 34 20 15 21 8 18 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_6700-Pp3c11_6870Pp3c11_6700-Pp3c11_6870intergenic_regionPp3c11_6700-Pp3c11_6870NA NA n.4358815T>CNA NA NA NA NA
Chr11 4533679 G T Chr11_4533679_G_TG_T SNP 5519.29 0 0 0 16 16 29 29 26 0 0 0 0 0 0 24 17 8 16 16 29 29 26 28 26 16 21 9 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c11_7010-Pp3c11_7050Pp3c11_7010-Pp3c11_7050intergenic_regionPp3c11_7010-Pp3c11_7050NA NA n.4533679G>TNA NA NA NA NA
Chr11 4829975 T A Chr11_4829975_T_AT_A SNP 30042.63 63 23 30 40 37 60 62 34 65 39 20 40 22 31 63 24 30 40 37 61 62 35 65 39 20 40 22 31 1 0.958 1 1 1 0.984 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_7527Pp3c11_7527transcript PAC:32956658protein_codingNA c.-2008T>A NA NA NA NA 2008
Chr11 4829975 T A Chr11_4829975_T_AT_A SNP 30042.63 63 23 30 40 37 60 62 34 65 39 20 40 22 31 63 24 30 40 37 61 62 35 65 39 20 40 22 31 1 0.958 1 1 1 0.984 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_7530Pp3c11_7530transcript PAC:32956362protein_codingNA c.-3583T>A NA NA NA NA 3531
Chr11 4829975 T A Chr11_4829975_T_AT_A SNP 30042.63 63 23 30 40 37 60 62 34 65 39 20 40 22 31 63 24 30 40 37 61 62 35 65 39 20 40 22 31 1 0.958 1 1 1 0.984 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_7530Pp3c11_7530transcript PAC:32956363protein_codingNA c.-3583T>A NA NA NA NA 3268
Chr11 4829975 T A Chr11_4829975_T_AT_A SNP 30042.63 63 23 30 40 37 60 62 34 65 39 20 40 22 31 63 24 30 40 37 61 62 35 65 39 20 40 22 31 1 0.958 1 1 1 0.984 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_7511Pp3c11_7511transcript PAC:32957659protein_codingNA c.*2935T>A NA NA NA NA 2935
Chr11 4829975 T A Chr11_4829975_T_AT_A SNP 30042.63 63 23 30 40 37 60 62 34 65 39 20 40 22 31 63 24 30 40 37 61 62 35 65 39 20 40 22 31 1 0.958 1 1 1 0.984 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_7520Pp3c11_7520transcript PAC:32959025protein_codingNA c.*1326T>A NA NA NA NA 1326
Chr11 4829975 T A Chr11_4829975_T_AT_A SNP 30042.63 63 23 30 40 37 60 62 34 65 39 20 40 22 31 63 24 30 40 37 61 62 35 65 39 20 40 22 31 1 0.958 1 1 1 0.984 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_7550Pp3c11_7550transcript PAC:32957375protein_codingNA c.*4400A>T NA NA NA NA 4400
Chr11 4829975 T A Chr11_4829975_T_AT_A SNP 30042.63 63 23 30 40 37 60 62 34 65 39 20 40 22 31 63 24 30 40 37 61 62 35 65 39 20 40 22 31 1 0.958 1 1 1 0.984 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_7520Pp3c11_7520transcript PAC:32959026protein_codingNA c.*1326T>A NA NA NA NA 1010
Chr11 4829975 T A Chr11_4829975_T_AT_A SNP 30042.63 63 23 30 40 37 60 62 34 65 39 20 40 22 31 63 24 30 40 37 61 62 35 65 39 20 40 22 31 1 0.958 1 1 1 0.984 1 0.971 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_7520-Pp3c11_7527Pp3c11_7520-Pp3c11_7527intergenic_regionPp3c11_7520-Pp3c11_7527NA NA n.4829975T>ANA NA NA NA NA
Chr11 4829989 G A Chr11_4829989_G_AG_A SNP 26495.63 48 21 27 36 35 52 55 30 53 33 15 28 19 30 48 22 27 36 35 53 55 31 53 33 15 28 19 30 1 0.955 1 1 1 0.981 1 0.968 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_7527Pp3c11_7527transcript PAC:32956658protein_codingNA c.-1994G>A NA NA NA NA 1994
Chr11 4829989 G A Chr11_4829989_G_AG_A SNP 26495.63 48 21 27 36 35 52 55 30 53 33 15 28 19 30 48 22 27 36 35 53 55 31 53 33 15 28 19 30 1 0.955 1 1 1 0.981 1 0.968 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_7530Pp3c11_7530transcript PAC:32956362protein_codingNA c.-3569G>A NA NA NA NA 3517
Chr11 4829989 G A Chr11_4829989_G_AG_A SNP 26495.63 48 21 27 36 35 52 55 30 53 33 15 28 19 30 48 22 27 36 35 53 55 31 53 33 15 28 19 30 1 0.955 1 1 1 0.981 1 0.968 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_7530Pp3c11_7530transcript PAC:32956363protein_codingNA c.-3569G>A NA NA NA NA 3254
Chr11 4829989 G A Chr11_4829989_G_AG_A SNP 26495.63 48 21 27 36 35 52 55 30 53 33 15 28 19 30 48 22 27 36 35 53 55 31 53 33 15 28 19 30 1 0.955 1 1 1 0.981 1 0.968 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_7511Pp3c11_7511transcript PAC:32957659protein_codingNA c.*2949G>A NA NA NA NA 2949
Chr11 4829989 G A Chr11_4829989_G_AG_A SNP 26495.63 48 21 27 36 35 52 55 30 53 33 15 28 19 30 48 22 27 36 35 53 55 31 53 33 15 28 19 30 1 0.955 1 1 1 0.981 1 0.968 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_7520Pp3c11_7520transcript PAC:32959025protein_codingNA c.*1340G>A NA NA NA NA 1340
Chr11 4829989 G A Chr11_4829989_G_AG_A SNP 26495.63 48 21 27 36 35 52 55 30 53 33 15 28 19 30 48 22 27 36 35 53 55 31 53 33 15 28 19 30 1 0.955 1 1 1 0.981 1 0.968 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_7550Pp3c11_7550transcript PAC:32957375protein_codingNA c.*4386C>T NA NA NA NA 4386
Chr11 4829989 G A Chr11_4829989_G_AG_A SNP 26495.63 48 21 27 36 35 52 55 30 53 33 15 28 19 30 48 22 27 36 35 53 55 31 53 33 15 28 19 30 1 0.955 1 1 1 0.981 1 0.968 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_7520Pp3c11_7520transcript PAC:32959026protein_codingNA c.*1340G>A NA NA NA NA 1024
Chr11 4829989 G A Chr11_4829989_G_AG_A SNP 26495.63 48 21 27 36 35 52 55 30 53 33 15 28 19 30 48 22 27 36 35 53 55 31 53 33 15 28 19 30 1 0.955 1 1 1 0.981 1 0.968 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_7520-Pp3c11_7527Pp3c11_7520-Pp3c11_7527intergenic_regionPp3c11_7520-Pp3c11_7527NA NA n.4829989G>ANA NA NA NA NA
Chr11 5448198 C A Chr11_5448198_C_AC_A SNP 20140.63 34 24 19 30 21 35 19 31 12 24 11 23 18 19 34 24 19 30 21 35 19 31 12 24 11 23 18 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_8320Pp3c11_8320transcript PAC:32959180protein_codingNA c.-4219G>T NA NA NA NA 4219
Chr11 5448198 C A Chr11_5448198_C_AC_A SNP 20140.63 34 24 19 30 21 35 19 31 12 24 11 23 18 19 34 24 19 30 21 35 19 31 12 24 11 23 18 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_8320Pp3c11_8320transcript PAC:32959181protein_codingNA c.-4219G>T NA NA NA NA 3907
Chr11 5448198 C A Chr11_5448198_C_AC_A SNP 20140.63 34 24 19 30 21 35 19 31 12 24 11 23 18 19 34 24 19 30 21 35 19 31 12 24 11 23 18 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8320-Pp3c11_8360Pp3c11_8320-Pp3c11_8360intergenic_regionPp3c11_8320-Pp3c11_8360NA NA n.5448198C>ANA NA NA NA NA
Chr11 5448258 G T Chr11_5448258_G_TG_T SNP 20081.63 28 25 21 24 20 37 22 23 16 25 17 22 14 19 28 25 21 24 20 37 22 23 16 25 17 22 14 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_8320Pp3c11_8320transcript PAC:32959180protein_codingNA c.-4279C>A NA NA NA NA 4279
Chr11 5448258 G T Chr11_5448258_G_TG_T SNP 20081.63 28 25 21 24 20 37 22 23 16 25 17 22 14 19 28 25 21 24 20 37 22 23 16 25 17 22 14 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_8320Pp3c11_8320transcript PAC:32959181protein_codingNA c.-4279C>A NA NA NA NA 3967
Chr11 5448258 G T Chr11_5448258_G_TG_T SNP 20081.63 28 25 21 24 20 37 22 23 16 25 17 22 14 19 28 25 21 24 20 37 22 23 16 25 17 22 14 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8320-Pp3c11_8360Pp3c11_8320-Pp3c11_8360intergenic_regionPp3c11_8320-Pp3c11_8360NA NA n.5448258G>TNA NA NA NA NA
Chr11 5470881 G T Chr11_5470881_G_TG_T SNP 8944.63 13 5 13 10 9 18 4 4 10 9 6 9 5 4 13 5 13 10 9 18 4 4 10 9 6 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8320-Pp3c11_8360Pp3c11_8320-Pp3c11_8360intergenic_regionPp3c11_8320-Pp3c11_8360NA NA n.5470881G>TNA NA NA NA NA
Chr11 5470989 G T Chr11_5470989_G_TG_T SNP 14182.63 15 13 16 22 17 27 12 17 9 14 11 16 6 5 15 13 16 22 17 27 12 17 9 14 11 16 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8320-Pp3c11_8360Pp3c11_8320-Pp3c11_8360intergenic_regionPp3c11_8320-Pp3c11_8360NA NA n.5470989G>TNA NA NA NA NA
Chr11 5596512 C CA Chr11_5596512_C_CAC_CA INDEL 14678.59 25 6 22 15 15 23 17 26 20 21 17 15 5 11 25 6 22 15 15 23 17 26 20 21 17 15 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8450-Pp3c11_8491Pp3c11_8450-Pp3c11_8491intergenic_regionPp3c11_8450-Pp3c11_8491NA NA n.5596512_5596513insANA NA NA NA NA
Chr11 5619151 T A Chr11_5619151_T_AT_A SNP 9920.63 12 5 4 10 8 14 15 13 15 14 8 9 5 4 12 5 4 10 8 14 15 13 15 14 8 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2296A>T NA NA NA NA 1776
Chr11 5619151 T A Chr11_5619151_T_AT_A SNP 9920.63 12 5 4 10 8 14 15 13 15 14 8 9 5 4 12 5 4 10 8 14 15 13 15 14 8 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2296A>T NA NA NA NA 1933
Chr11 5619151 T A Chr11_5619151_T_AT_A SNP 9920.63 12 5 4 10 8 14 15 13 15 14 8 9 5 4 12 5 4 10 8 14 15 13 15 14 8 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619151T>ANA NA NA NA NA
Chr11 5619152 T TAC Chr11_5619152_T_TACT_TAC INDEL 10091.59 12 5 4 11 8 14 15 13 15 14 8 9 5 4 12 5 4 11 8 14 15 13 15 14 8 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2294_*2295insGTNA NA NA NA 1774
Chr11 5619152 T TAC Chr11_5619152_T_TACT_TAC INDEL 10091.59 12 5 4 11 8 14 15 13 15 14 8 9 5 4 12 5 4 11 8 14 15 13 15 14 8 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2294_*2295insGTNA NA NA NA 1931
Chr11 5619152 T TAC Chr11_5619152_T_TACT_TAC INDEL 10091.59 12 5 4 11 8 14 15 13 15 14 8 9 5 4 12 5 4 11 8 14 15 13 15 14 8 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619152_5619153insACNA NA NA NA NA
Chr11 5619156 TA T Chr11_5619156_TA_TTA_T INDEL 10676.59 12 6 6 13 9 14 18 14 17 12 8 11 6 4 12 6 6 13 9 14 18 14 17 12 8 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2290delT NA NA NA NA 1770
Chr11 5619156 TA T Chr11_5619156_TA_TTA_T INDEL 10676.59 12 6 6 13 9 14 18 14 17 12 8 11 6 4 12 6 6 13 9 14 18 14 17 12 8 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2290delT NA NA NA NA 1927
Chr11 5619156 TA T Chr11_5619156_TA_TTA_T INDEL 10676.59 12 6 6 13 9 14 18 14 17 12 8 11 6 4 12 6 6 13 9 14 18 14 17 12 8 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619157delANA NA NA NA NA
Chr11 5619160 T TAA Chr11_5619160_T_TAAT_TAA INDEL 11486.59 12 6 6 13 8 14 18 15 18 13 8 11 6 4 12 6 6 13 8 14 18 15 18 13 8 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2286_*2287insTTNA NA NA NA 1766
Chr11 5619160 T TAA Chr11_5619160_T_TAAT_TAA INDEL 11486.59 12 6 6 13 8 14 18 15 18 13 8 11 6 4 12 6 6 13 8 14 18 15 18 13 8 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2286_*2287insTTNA NA NA NA 1923
Chr11 5619160 T TAA Chr11_5619160_T_TAAT_TAA INDEL 11486.59 12 6 6 13 8 14 18 15 18 13 8 11 6 4 12 6 6 13 8 14 18 15 18 13 8 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619160_5619161insAANA NA NA NA NA
Chr11 5619162 TG T Chr11_5619162_TG_TTG_T INDEL 12566.59 12 6 6 12 10 14 19 19 20 16 7 11 6 4 12 6 6 12 10 14 19 19 20 16 7 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2284delC NA NA NA NA 1764
Chr11 5619162 TG T Chr11_5619162_TG_TTG_T INDEL 12566.59 12 6 6 12 10 14 19 19 20 16 7 11 6 4 12 6 6 12 10 14 19 19 20 16 7 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2284delC NA NA NA NA 1921
Chr11 5619162 TG T Chr11_5619162_TG_TTG_T INDEL 12566.59 12 6 6 12 10 14 19 19 20 16 7 11 6 4 12 6 6 12 10 14 19 19 20 16 7 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619163delGNA NA NA NA NA
Chr11 5619164 T TAAAAAA Chr11_5619164_T_TAAAAAAT_TAAAAAA INDEL 12431.59 12 6 6 12 10 15 20 19 20 16 7 10 6 4 12 6 6 12 10 15 20 19 20 16 7 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2282_*2283insTTTTTTNA NA NA NA 1762
Chr11 5619164 T TAAAAAA Chr11_5619164_T_TAAAAAAT_TAAAAAA INDEL 12431.59 12 6 6 12 10 15 20 19 20 16 7 10 6 4 12 6 6 12 10 15 20 19 20 16 7 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2282_*2283insTTTTTTNA NA NA NA 1919
Chr11 5619164 T TAAAAAA Chr11_5619164_T_TAAAAAAT_TAAAAAA INDEL 12431.59 12 6 6 12 10 15 20 19 20 16 7 10 6 4 12 6 6 12 10 15 20 19 20 16 7 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619164_5619165insAAAAAANA NA NA NA NA
Chr11 5619171 TACC T Chr11_5619171_TACC_TTACC_T INDEL 13376.59 14 6 9 17 11 16 22 20 21 20 9 10 8 4 14 6 9 17 11 16 22 20 21 20 9 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2273_*2275delGGTNA NA NA NA 1755
Chr11 5619171 TACC T Chr11_5619171_TACC_TTACC_T INDEL 13376.59 14 6 9 17 11 16 22 20 21 20 9 10 8 4 14 6 9 17 11 16 22 20 21 20 9 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2273_*2275delGGTNA NA NA NA 1912
Chr11 5619171 TACC T Chr11_5619171_TACC_TTACC_T INDEL 13376.59 14 6 9 17 11 16 22 20 21 20 9 10 8 4 14 6 9 17 11 16 22 20 21 20 9 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619172_5619174delACCNA NA NA NA NA
Chr11 5619176 A G Chr11_5619176_A_GA_G SNP 13610.63 15 6 9 18 11 17 22 22 21 19 9 11 8 4 15 6 9 18 11 17 22 22 21 19 9 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2271T>C NA NA NA NA 1751



Chr11 5619176 A G Chr11_5619176_A_GA_G SNP 13610.63 15 6 9 18 11 17 22 22 21 19 9 11 8 4 15 6 9 18 11 17 22 22 21 19 9 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2271T>C NA NA NA NA 1908
Chr11 5619176 A G Chr11_5619176_A_GA_G SNP 13610.63 15 6 9 18 11 17 22 22 21 19 9 11 8 4 15 6 9 18 11 17 22 22 21 19 9 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619176A>GNA NA NA NA NA
Chr11 5619180 TG T Chr11_5619180_TG_TTG_T INDEL 14051.59 15 8 9 18 12 21 23 23 21 19 9 10 8 5 15 8 9 18 12 21 23 23 21 19 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2266delC NA NA NA NA 1746
Chr11 5619180 TG T Chr11_5619180_TG_TTG_T INDEL 14051.59 15 8 9 18 12 21 23 23 21 19 9 10 8 5 15 8 9 18 12 21 23 23 21 19 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2266delC NA NA NA NA 1903
Chr11 5619180 TG T Chr11_5619180_TG_TTG_T INDEL 14051.59 15 8 9 18 12 21 23 23 21 19 9 10 8 5 15 8 9 18 12 21 23 23 21 19 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619181delGNA NA NA NA NA
Chr11 5619182 AGC A Chr11_5619182_AGC_AAGC_A INDEL 14276.59 15 8 9 18 12 21 24 23 21 19 9 10 8 5 15 8 9 18 12 21 24 23 21 19 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2263_*2264delGCNA NA NA NA 1744
Chr11 5619182 AGC A Chr11_5619182_AGC_AAGC_A INDEL 14276.59 15 8 9 18 12 21 24 23 21 19 9 10 8 5 15 8 9 18 12 21 24 23 21 19 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2263_*2264delGCNA NA NA NA 1901
Chr11 5619182 AGC A Chr11_5619182_AGC_AAGC_A INDEL 14276.59 15 8 9 18 12 21 24 23 21 19 9 10 8 5 15 8 9 18 12 21 24 23 21 19 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619183_5619184delGCNA NA NA NA NA
Chr11 5619189 G GACATAGAA Chr11_5619189_G_GACATAGAAG_GACATAGAAINDEL 15806.59 15 8 9 18 12 22 27 23 21 20 9 10 8 5 15 8 9 18 12 22 27 23 21 20 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2257_*2258insTTCTATGTNA NA NA NA 1737
Chr11 5619189 G GACATAGAA Chr11_5619189_G_GACATAGAAG_GACATAGAAINDEL 15806.59 15 8 9 18 12 22 27 23 21 20 9 10 8 5 15 8 9 18 12 22 27 23 21 20 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2257_*2258insTTCTATGTNA NA NA NA 1894
Chr11 5619189 G GACATAGAA Chr11_5619189_G_GACATAGAAG_GACATAGAAINDEL 15806.59 15 8 9 18 12 22 27 23 21 20 9 10 8 5 15 8 9 18 12 22 27 23 21 20 9 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619189_5619190insACATAGAANA NA NA NA NA
Chr11 5619194 T A Chr11_5619194_T_AT_A SNP 16130.63 19 10 10 19 12 22 30 25 26 22 10 10 8 5 19 10 10 19 12 22 30 25 26 22 10 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2253A>T NA NA NA NA 1733
Chr11 5619194 T A Chr11_5619194_T_AT_A SNP 16130.63 19 10 10 19 12 22 30 25 26 22 10 10 8 5 19 10 10 19 12 22 30 25 26 22 10 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2253A>T NA NA NA NA 1890
Chr11 5619194 T A Chr11_5619194_T_AT_A SNP 16130.63 19 10 10 19 12 22 30 25 26 22 10 10 8 5 19 10 10 19 12 22 30 25 26 22 10 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619194T>ANA NA NA NA NA
Chr11 5619196 C G Chr11_5619196_C_GC_G SNP 16355.63 19 10 10 19 12 22 31 25 26 22 10 11 8 5 19 10 10 19 12 22 31 25 26 22 10 11 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2251G>C NA NA NA NA 1731
Chr11 5619196 C G Chr11_5619196_C_GC_G SNP 16355.63 19 10 10 19 12 22 31 25 26 22 10 11 8 5 19 10 10 19 12 22 31 25 26 22 10 11 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2251G>C NA NA NA NA 1888
Chr11 5619196 C G Chr11_5619196_C_GC_G SNP 16355.63 19 10 10 19 12 22 31 25 26 22 10 11 8 5 19 10 10 19 12 22 31 25 26 22 10 11 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619196C>GNA NA NA NA NA
Chr11 5619197 T A Chr11_5619197_T_AT_A SNP 16445.63 19 10 10 19 12 22 31 25 26 23 10 12 8 5 19 10 10 19 12 22 31 25 26 23 10 12 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2250A>T NA NA NA NA 1730
Chr11 5619197 T A Chr11_5619197_T_AT_A SNP 16445.63 19 10 10 19 12 22 31 25 26 23 10 12 8 5 19 10 10 19 12 22 31 25 26 23 10 12 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2250A>T NA NA NA NA 1887
Chr11 5619197 T A Chr11_5619197_T_AT_A SNP 16445.63 19 10 10 19 12 22 31 25 26 23 10 12 8 5 19 10 10 19 12 22 31 25 26 23 10 12 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619197T>ANA NA NA NA NA
Chr11 5619199 ATTTTTTTTC A Chr11_5619199_ATTTTTTTTC_AATTTTTTTTC_AINDEL 16736.59 19 10 11 20 12 22 32 25 26 23 10 12 8 5 19 10 11 20 12 22 32 25 26 23 10 12 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2239_*2247delGAAAAAAAANA NA NA NA 1727
Chr11 5619199 ATTTTTTTTC A Chr11_5619199_ATTTTTTTTC_AATTTTTTTTC_AINDEL 16736.59 19 10 11 20 12 22 32 25 26 23 10 12 8 5 19 10 11 20 12 22 32 25 26 23 10 12 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2239_*2247delGAAAAAAAANA NA NA NA 1884
Chr11 5619199 ATTTTTTTTC A Chr11_5619199_ATTTTTTTTC_AATTTTTTTTC_AINDEL 16736.59 19 10 11 20 12 22 32 25 26 23 10 12 8 5 19 10 11 20 12 22 32 25 26 23 10 12 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619200_5619208delTTTTTTTTCNA NA NA NA NA
Chr11 5619211 T G Chr11_5619211_T_GT_G SNP 16727.63 19 9 11 20 12 22 33 25 27 23 10 12 8 6 19 9 11 20 12 22 33 25 27 23 10 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958558protein_codingNA c.*2236A>C NA NA NA NA 1716
Chr11 5619211 T G Chr11_5619211_T_GT_G SNP 16727.63 19 9 11 20 12 22 33 25 27 23 10 12 8 6 19 9 11 20 12 22 33 25 27 23 10 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_8520Pp3c11_8520transcript PAC:32958559protein_codingNA c.*2236A>C NA NA NA NA 1873
Chr11 5619211 T G Chr11_5619211_T_GT_G SNP 16727.63 19 9 11 20 12 22 33 25 27 23 10 12 8 6 19 9 11 20 12 22 33 25 27 23 10 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_8510-Pp3c11_8520Pp3c11_8510-Pp3c11_8520intergenic_regionPp3c11_8510-Pp3c11_8520NA NA n.5619211T>GNA NA NA NA NA
Chr11 5929580 C G Chr11_5929580_C_GC_G SNP 17711.63 28 11 16 20 17 20 31 25 29 28 13 9 5 10 28 11 16 20 17 20 31 25 29 28 13 9 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_9050-Pp3c11_9120Pp3c11_9050-Pp3c11_9120intergenic_regionPp3c11_9050-Pp3c11_9120NA NA n.5929580C>GNA NA NA NA NA
Chr11 6012271 C CAT Chr11_6012271_C_CATC_CAT INDEL 2318.24 1 0 0 19 13 10 25 12 1 0 0 2 0 0 9 6 9 20 14 11 27 12 11 12 6 13 4 8 0 0 0 0.95 0.929 0.909 0.926 1 0 0 0 0.154 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c11_9200Pp3c11_9200transcript PAC:32956356protein_codingNA c.-4886_-4885insATNA NA NA NA 4886
Chr11 6012271 C CAT Chr11_6012271_C_CATC_CAT INDEL 2318.24 1 0 0 19 13 10 25 12 1 0 0 2 0 0 9 6 9 20 14 11 27 12 11 12 6 13 4 8 0 0 0 0.95 0.929 0.909 0.926 1 0 0 0 0.154 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c11_9230Pp3c11_9230transcript PAC:32957379protein_codingNA c.-3394_-3393insATNA NA NA NA 3393
Chr11 6012271 C CAT Chr11_6012271_C_CATC_CAT INDEL 2318.24 1 0 0 19 13 10 25 12 1 0 0 2 0 0 9 6 9 20 14 11 27 12 11 12 6 13 4 8 0 0 0 0.95 0.929 0.909 0.926 1 0 0 0 0.154 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c11_9210Pp3c11_9210transcript PAC:32956508protein_codingNA c.*2687_*2688insATNA NA NA NA 2210
Chr11 6012271 C CAT Chr11_6012271_C_CATC_CAT INDEL 2318.24 1 0 0 19 13 10 25 12 1 0 0 2 0 0 9 6 9 20 14 11 27 12 11 12 6 13 4 8 0 0 0 0.95 0.929 0.909 0.926 1 0 0 0 0.154 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c11_9240Pp3c11_9240transcript PAC:32957877protein_codingNA c.*4269_*4270insATNA NA NA NA 4089
Chr11 6012271 C CAT Chr11_6012271_C_CATC_CAT INDEL 2318.24 1 0 0 19 13 10 25 12 1 0 0 2 0 0 9 6 9 20 14 11 27 12 11 12 6 13 4 8 0 0 0 0.95 0.929 0.909 0.926 1 0 0 0 0.154 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c11_9210Pp3c11_9210transcript PAC:32956509protein_codingNA c.*2687_*2688insATNA NA NA NA 2188
Chr11 6012271 C CAT Chr11_6012271_C_CATC_CAT INDEL 2318.24 1 0 0 19 13 10 25 12 1 0 0 2 0 0 9 6 9 20 14 11 27 12 11 12 6 13 4 8 0 0 0 0.95 0.929 0.909 0.926 1 0 0 0 0.154 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c11_9210-Pp3c11_9230Pp3c11_9210-Pp3c11_9230intergenic_regionPp3c11_9210-Pp3c11_9230NA NA n.6012271_6012272insATNA NA NA NA NA
Chr11 6047525 C CAT Chr11_6047525_C_CATC_CAT INDEL 681.37 0 1 0 0 0 23 4 1 0 3 1 0 0 0 18 8 12 14 12 23 27 15 10 16 12 9 6 5 0 0 0 0 0 1 0.148 0 0 0.188 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c11_9380Pp3c11_9380transcript PAC:32956415protein_codingNA c.-3843_-3842insATNA NA NA NA 3461
Chr11 6047525 C CAT Chr11_6047525_C_CATC_CAT INDEL 681.37 0 1 0 0 0 23 4 1 0 3 1 0 0 0 18 8 12 14 12 23 27 15 10 16 12 9 6 5 0 0 0 0 0 1 0.148 0 0 0.188 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c11_9380Pp3c11_9380transcript PAC:32956416protein_codingNA c.-3843_-3842insATNA NA NA NA 3609
Chr11 6047525 C CAT Chr11_6047525_C_CATC_CAT INDEL 681.37 0 1 0 0 0 23 4 1 0 3 1 0 0 0 18 8 12 14 12 23 27 15 10 16 12 9 6 5 0 0 0 0 0 1 0.148 0 0 0.188 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c11_9380Pp3c11_9380transcript PAC:32956417protein_codingNA c.-3843_-3842insATNA NA NA NA 3461
Chr11 6047525 C CAT Chr11_6047525_C_CATC_CAT INDEL 681.37 0 1 0 0 0 23 4 1 0 3 1 0 0 0 18 8 12 14 12 23 27 15 10 16 12 9 6 5 0 0 0 0 0 1 0.148 0 0 0.188 0 0 0 0 0 1 1 2 0 1 0 intergenic_regionMODIFIER Pp3c11_9380-Pp3c11_9420Pp3c11_9380-Pp3c11_9420intergenic_regionPp3c11_9380-Pp3c11_9420NA NA n.6047525_6047526insATNA NA NA NA NA
Chr11 6071174 TC T Chr11_6071174_TC_TTC_T INDEL 23145.59 36 20 12 35 26 26 33 16 30 38 7 20 12 14 36 20 12 35 26 26 33 16 30 38 7 20 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_9440Pp3c11_9440transcript PAC:32957109protein_codingNA c.*3243delC NA NA NA NA 3243
Chr11 6071174 TC T Chr11_6071174_TC_TTC_T INDEL 23145.59 36 20 12 35 26 26 33 16 30 38 7 20 12 14 36 20 12 35 26 26 33 16 30 38 7 20 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_9440-Pp3c11_9450Pp3c11_9440-Pp3c11_9450intergenic_regionPp3c11_9440-Pp3c11_9450NA NA n.6071175delCNA NA NA NA NA
Chr11 6071178 T TA Chr11_6071178_T_TAT_TA INDEL 23412.59 36 20 12 33 26 28 30 16 30 39 7 20 12 14 36 20 12 33 26 28 30 16 30 39 7 20 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_9440Pp3c11_9440transcript PAC:32957109protein_codingNA c.*3246_*3247insANA NA NA NA 3247
Chr11 6071178 T TA Chr11_6071178_T_TAT_TA INDEL 23412.59 36 20 12 33 26 28 30 16 30 39 7 20 12 14 36 20 12 33 26 28 30 16 30 39 7 20 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_9440-Pp3c11_9450Pp3c11_9440-Pp3c11_9450intergenic_regionPp3c11_9440-Pp3c11_9450NA NA n.6071178_6071179insANA NA NA NA NA
Chr11 6425406 AT A Chr11_6425406_AT_AAT_A INDEL 18397.59 23 19 17 19 28 29 30 21 27 20 16 19 12 10 23 19 17 19 28 29 30 21 27 20 16 19 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_9870-Pp3c11_9953Pp3c11_9870-Pp3c11_9953intergenic_regionPp3c11_9870-Pp3c11_9953NA NA n.6425407delTNA NA NA NA NA
Chr11 6637331 C CA Chr11_6637331_C_CAC_CA INDEL 16157.59 36 13 12 26 21 26 29 19 38 35 14 16 13 10 36 13 12 26 21 26 29 19 38 35 14 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_10129Pp3c11_10129transcript PAC:32957795protein_codingNA c.*3276_*3277insANA NA NA NA 3218
Chr11 6637331 C CA Chr11_6637331_C_CAC_CA INDEL 16157.59 36 13 12 26 21 26 29 19 38 35 14 16 13 10 36 13 12 26 21 26 29 19 38 35 14 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_10140Pp3c11_10140transcript PAC:32958520protein_codingNA c.*2107_*2108insANA NA NA NA 2108
Chr11 6637331 C CA Chr11_6637331_C_CAC_CA INDEL 16157.59 36 13 12 26 21 26 29 19 38 35 14 16 13 10 36 13 12 26 21 26 29 19 38 35 14 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_10140-Pp3c11_10190Pp3c11_10140-Pp3c11_10190intergenic_regionPp3c11_10140-Pp3c11_10190NA NA n.6637331_6637332insANA NA NA NA NA
Chr11 6897665 T A Chr11_6897665_T_AT_A SNP 18732.63 29 13 9 26 16 29 35 26 23 17 17 18 11 16 29 13 9 26 16 29 35 26 23 17 17 18 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_10660Pp3c11_10660transcript PAC:32956292protein_codingNA c.*3454T>A NA NA NA NA 3291
Chr11 6897665 T A Chr11_6897665_T_AT_A SNP 18732.63 29 13 9 26 16 29 35 26 23 17 17 18 11 16 29 13 9 26 16 29 35 26 23 17 17 18 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_10660Pp3c11_10660transcript PAC:32956293protein_codingNA c.*3454T>A NA NA NA NA 3078
Chr11 6897665 T A Chr11_6897665_T_AT_A SNP 18732.63 29 13 9 26 16 29 35 26 23 17 17 18 11 16 29 13 9 26 16 29 35 26 23 17 17 18 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_10660-Pp3c11_10671Pp3c11_10660-Pp3c11_10671intergenic_regionPp3c11_10660-Pp3c11_10671NA NA n.6897665T>ANA NA NA NA NA
Chr11 7034791 T A Chr11_7034791_T_AT_A SNP 10799.63 16 11 11 13 10 12 26 6 19 20 8 10 4 8 16 11 11 13 10 12 26 6 21 21 8 10 4 8 1 1 1 1 1 1 1 1 0.905 0.952 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_10790-Pp3c11_10870Pp3c11_10790-Pp3c11_10870intergenic_regionPp3c11_10790-Pp3c11_10870NA NA n.7034791T>ANA NA NA NA NA
Chr11 7073505 G GAT Chr11_7073505_G_GATG_GAT INDEL 187.37 1 0 0 2 0 0 0 1 1 2 10 1 1 0 12 13 8 20 9 11 17 7 7 13 12 12 7 4 0 0 0 0.1 0 0 0 0 0 0.154 0.833 0 0 0 0 1 1 2 1 0 0 intergenic_regionMODIFIER Pp3c11_10880-Pp3c11_10940Pp3c11_10880-Pp3c11_10940intergenic_regionPp3c11_10880-Pp3c11_10940NA NA n.7073505_7073506insATNA NA NA NA NA
Chr11 7077105 T A Chr11_7077105_T_AT_A SNP 4301.98 0 0 0 0 0 0 0 0 26 24 18 11 12 16 22 15 10 25 23 15 29 27 26 24 18 11 12 16 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c11_10880-Pp3c11_10940Pp3c11_10880-Pp3c11_10940intergenic_regionPp3c11_10880-Pp3c11_10940NA NA n.7077105T>ANA NA NA NA NA
Chr11 7174212 C CA Chr11_7174212_C_CAC_CA INDEL 11718.59 11 11 12 14 10 19 30 15 18 11 14 7 6 4 11 11 12 14 10 19 30 15 18 11 14 7 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_11119-Pp3c11_11180Pp3c11_11119-Pp3c11_11180intergenic_regionPp3c11_11119-Pp3c11_11180NA NA n.7174212_7174213insANA NA NA NA NA
Chr11 7270100 C T Chr11_7270100_C_TC_T SNP 19232.63 30 18 16 27 17 31 32 24 24 20 17 18 11 8 30 18 16 27 17 31 32 24 24 20 17 18 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_11360Pp3c11_11360transcript PAC:32956676protein_codingNA c.*3039G>A NA NA NA NA 3039
Chr11 7270100 C T Chr11_7270100_C_TC_T SNP 19232.63 30 18 16 27 17 31 32 24 24 20 17 18 11 8 30 18 16 27 17 31 32 24 24 20 17 18 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_11330-Pp3c11_11360Pp3c11_11330-Pp3c11_11360intergenic_regionPp3c11_11330-Pp3c11_11360NA NA n.7270100C>TNA NA NA NA NA
Chr11 7286659 G T Chr11_7286659_G_TG_T SNP 17161.63 19 14 13 18 20 28 22 28 21 20 12 14 12 15 19 14 13 18 20 28 22 28 21 20 12 14 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_11400Pp3c11_11400transcript PAC:32956429protein_codingNA c.-1073C>A NA NA NA NA 539
Chr11 7286659 G T Chr11_7286659_G_TG_T SNP 17161.63 19 14 13 18 20 28 22 28 21 20 12 14 12 15 19 14 13 18 20 28 22 28 21 20 12 14 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_11400Pp3c11_11400transcript PAC:32956430protein_codingNA c.-1073C>A NA NA NA NA 505
Chr11 7286659 G T Chr11_7286659_G_TG_T SNP 17161.63 19 14 13 18 20 28 22 28 21 20 12 14 12 15 19 14 13 18 20 28 22 28 21 20 12 14 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_11400-Pp3c11_11422Pp3c11_11400-Pp3c11_11422intergenic_regionPp3c11_11400-Pp3c11_11422NA NA n.7286659G>TNA NA NA NA NA
Chr11 7401456 C A Chr11_7401456_C_AC_A SNP 11201.63 19 6 9 15 17 10 15 6 9 12 12 10 8 7 19 6 9 15 17 10 15 6 9 12 12 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_11540Pp3c11_11540transcript PAC:32957518protein_codingNA c.*3959C>A NA NA NA NA 3618
Chr11 7401456 C A Chr11_7401456_C_AC_A SNP 11201.63 19 6 9 15 17 10 15 6 9 12 12 10 8 7 19 6 9 15 17 10 15 6 9 12 12 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_11540Pp3c11_11540transcript PAC:32957519protein_codingNA c.*3959C>A NA NA NA NA 3618
Chr11 7401456 C A Chr11_7401456_C_AC_A SNP 11201.63 19 6 9 15 17 10 15 6 9 12 12 10 8 7 19 6 9 15 17 10 15 6 9 12 12 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_11540Pp3c11_11540transcript PAC:32957520protein_codingNA c.*3959C>A NA NA NA NA 3627
Chr11 7401456 C A Chr11_7401456_C_AC_A SNP 11201.63 19 6 9 15 17 10 15 6 9 12 12 10 8 7 19 6 9 15 17 10 15 6 9 12 12 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_11540-Pp3c11_11560Pp3c11_11540-Pp3c11_11560intergenic_regionPp3c11_11540-Pp3c11_11560NA NA n.7401456C>ANA NA NA NA NA
Chr11 7401479 C CT Chr11_7401479_C_CTC_CT INDEL 8408.59 15 4 5 12 11 10 11 5 7 5 7 9 6 5 15 4 5 12 11 10 11 5 7 5 7 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_11540Pp3c11_11540transcript PAC:32957518protein_codingNA c.*3982_*3983insTNA NA NA NA 3642
Chr11 7401479 C CT Chr11_7401479_C_CTC_CT INDEL 8408.59 15 4 5 12 11 10 11 5 7 5 7 9 6 5 15 4 5 12 11 10 11 5 7 5 7 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_11540Pp3c11_11540transcript PAC:32957519protein_codingNA c.*3982_*3983insTNA NA NA NA 3642
Chr11 7401479 C CT Chr11_7401479_C_CTC_CT INDEL 8408.59 15 4 5 12 11 10 11 5 7 5 7 9 6 5 15 4 5 12 11 10 11 5 7 5 7 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_11540Pp3c11_11540transcript PAC:32957520protein_codingNA c.*3982_*3983insTNA NA NA NA 3651
Chr11 7401479 C CT Chr11_7401479_C_CTC_CT INDEL 8408.59 15 4 5 12 11 10 11 5 7 5 7 9 6 5 15 4 5 12 11 10 11 5 7 5 7 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_11540-Pp3c11_11560Pp3c11_11540-Pp3c11_11560intergenic_regionPp3c11_11540-Pp3c11_11560NA NA n.7401479_7401480insTNA NA NA NA NA
Chr11 7401528 CT C Chr11_7401528_CT_CCT_C INDEL 8101.59 15 9 6 8 11 8 8 4 8 13 4 6 6 6 15 9 6 8 11 8 8 4 8 13 4 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_11540Pp3c11_11540transcript PAC:32957518protein_codingNA c.*4032delT NA NA NA NA 3691
Chr11 7401528 CT C Chr11_7401528_CT_CCT_C INDEL 8101.59 15 9 6 8 11 8 8 4 8 13 4 6 6 6 15 9 6 8 11 8 8 4 8 13 4 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_11540Pp3c11_11540transcript PAC:32957519protein_codingNA c.*4032delT NA NA NA NA 3691
Chr11 7401528 CT C Chr11_7401528_CT_CCT_C INDEL 8101.59 15 9 6 8 11 8 8 4 8 13 4 6 6 6 15 9 6 8 11 8 8 4 8 13 4 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_11540Pp3c11_11540transcript PAC:32957520protein_codingNA c.*4032delT NA NA NA NA 3700
Chr11 7401528 CT C Chr11_7401528_CT_CCT_C INDEL 8101.59 15 9 6 8 11 8 8 4 8 13 4 6 6 6 15 9 6 8 11 8 8 4 8 13 4 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_11540-Pp3c11_11560Pp3c11_11540-Pp3c11_11560intergenic_regionPp3c11_11540-Pp3c11_11560NA NA n.7401529delTNA NA NA NA NA
Chr11 7442585 A G Chr11_7442585_A_GA_G SNP 16239.63 23 19 17 17 15 27 20 16 18 23 16 12 8 11 23 19 17 17 15 27 20 16 18 23 16 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_11580-Pp3c11_11630Pp3c11_11580-Pp3c11_11630intergenic_regionPp3c11_11580-Pp3c11_11630NA NA n.7442585A>GNA NA NA NA NA
Chr11 7636820 A AT Chr11_7636820_A_ATA_AT INDEL 15227.59 27 23 13 27 20 23 26 18 14 16 20 9 13 7 27 23 13 27 20 23 26 18 14 16 20 9 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_11810-Pp3c11_11830Pp3c11_11810-Pp3c11_11830intergenic_regionPp3c11_11810-Pp3c11_11830NA NA n.7636820_7636821insTNA NA NA NA NA
Chr11 8084140 G A Chr11_8084140_G_AG_A SNP 4331.98 0 0 0 0 0 0 0 0 17 22 22 11 20 13 30 13 15 21 21 35 37 14 17 22 22 11 20 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c11_12440-Pp3c11_12481Pp3c11_12440-Pp3c11_12481intergenic_regionPp3c11_12440-Pp3c11_12481NA NA n.8084140G>ANA NA NA NA NA
Chr11 8086439 C T Chr11_8086439_C_TC_T SNP 2343.98 0 0 0 0 0 0 0 0 8 7 7 19 6 4 33 12 14 29 12 15 36 20 8 7 7 19 6 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c11_12440-Pp3c11_12481Pp3c11_12440-Pp3c11_12481intergenic_regionPp3c11_12440-Pp3c11_12481NA NA n.8086439C>TNA NA NA NA NA
Chr11 8535746 G GT Chr11_8535746_G_GTG_GT INDEL 14690.59 22 18 18 27 21 27 32 23 10 17 7 25 8 14 22 18 18 27 21 27 32 23 10 17 7 25 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_13040-Pp3c11_13110Pp3c11_13040-Pp3c11_13110intergenic_regionPp3c11_13040-Pp3c11_13110NA NA n.8535746_8535747insTNA NA NA NA NA
Chr11 8609852 G A Chr11_8609852_G_AG_A SNP 1548.39 16 10 12 0 0 0 0 0 0 0 0 0 0 0 16 10 12 16 22 21 33 17 17 19 10 16 7 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c11_13140-Pp3c11_13210Pp3c11_13140-Pp3c11_13210intergenic_regionPp3c11_13140-Pp3c11_13210NA NA n.8609852G>ANA NA NA NA NA
Chr11 8637285 G GA Chr11_8637285_G_GAG_GA INDEL 17667.59 22 4 15 26 16 34 35 22 36 24 18 20 15 14 22 4 15 26 16 34 35 22 36 24 18 20 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_13140-Pp3c11_13210Pp3c11_13140-Pp3c11_13210intergenic_regionPp3c11_13140-Pp3c11_13210NA NA n.8637285_8637286insANA NA NA NA NA
Chr11 8638870 G T Chr11_8638870_G_TG_T SNP 6817.29 0 0 0 30 16 37 28 25 0 0 0 0 0 0 36 14 21 30 16 37 28 25 34 23 18 15 8 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c11_13140-Pp3c11_13210Pp3c11_13140-Pp3c11_13210intergenic_regionPp3c11_13140-Pp3c11_13210NA NA n.8638870G>TNA NA NA NA NA
Chr11 8750904 A AT Chr11_8750904_A_ATA_AT INDEL 16066.59 27 13 16 25 28 32 33 21 25 23 20 17 6 7 27 13 16 25 28 32 33 21 25 23 20 17 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_13350-Pp3c11_13390Pp3c11_13350-Pp3c11_13390intergenic_regionPp3c11_13350-Pp3c11_13390NA NA n.8750904_8750905insTNA NA NA NA NA
Chr11 8815989 G T Chr11_8815989_G_TG_T SNP 9475.63 10 9 5 16 6 13 15 11 13 11 15 7 7 5 10 9 5 16 6 13 15 11 13 11 15 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_13390-Pp3c11_13470Pp3c11_13390-Pp3c11_13470intergenic_regionPp3c11_13390-Pp3c11_13470NA NA n.8815989G>TNA NA NA NA NA
Chr11 8824259 T TA Chr11_8824259_T_TAT_TA INDEL 12765.59 25 15 16 22 13 22 27 13 15 18 15 20 9 10 25 15 16 22 13 22 27 13 15 18 15 20 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_13390-Pp3c11_13470Pp3c11_13390-Pp3c11_13470intergenic_regionPp3c11_13390-Pp3c11_13470NA NA n.8824259_8824260insANA NA NA NA NA
Chr11 8864253 G GT Chr11_8864253_G_GTG_GT INDEL 21566.59 26 16 21 26 24 16 24 22 26 33 16 26 9 15 26 16 21 26 24 16 24 22 26 33 16 26 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_13390-Pp3c11_13470Pp3c11_13390-Pp3c11_13470intergenic_regionPp3c11_13390-Pp3c11_13470NA NA n.8864253_8864254insTNA NA NA NA NA
Chr11 8864258 GA G Chr11_8864258_GA_GGA_G INDEL 21806.59 28 16 21 28 22 16 25 22 27 32 16 27 8 15 28 16 21 28 22 16 25 22 27 32 16 27 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_13390-Pp3c11_13470Pp3c11_13390-Pp3c11_13470intergenic_regionPp3c11_13390-Pp3c11_13470NA NA n.8864259delANA NA NA NA NA
Chr11 8934988 T C Chr11_8934988_T_CT_C SNP 14717.63 17 6 16 14 20 18 27 21 18 26 6 20 8 6 17 6 16 14 20 18 27 21 18 26 6 20 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_13390-Pp3c11_13470Pp3c11_13390-Pp3c11_13470intergenic_regionPp3c11_13390-Pp3c11_13470NA NA n.8934988T>CNA NA NA NA NA
Chr11 9097336 GAT G Chr11_9097336_GAT_GGAT_G INDEL 8449.59 23 14 6 18 8 13 19 27 8 11 7 10 4 8 24 14 6 18 8 14 19 27 9 11 7 10 4 8 0.958 1 1 1 1 0.929 1 1 0.889 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_13660Pp3c11_13660transcript PAC:32956609protein_codingNA c.-982_-981delATNA NA NA NA 488
Chr11 9097336 GAT G Chr11_9097336_GAT_GGAT_G INDEL 8449.59 23 14 6 18 8 13 19 27 8 11 7 10 4 8 24 14 6 18 8 14 19 27 9 11 7 10 4 8 0.958 1 1 1 1 0.929 1 1 0.889 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_13660Pp3c11_13660transcript PAC:32956611protein_codingNA c.-1379_-1378delATNA NA NA NA 1316
Chr11 9097336 GAT G Chr11_9097336_GAT_GGAT_G INDEL 8449.59 23 14 6 18 8 13 19 27 8 11 7 10 4 8 24 14 6 18 8 14 19 27 9 11 7 10 4 8 0.958 1 1 1 1 0.929 1 1 0.889 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_13660Pp3c11_13660transcript PAC:32956610protein_codingNA c.-982_-981delATNA NA NA NA 446
Chr11 9097336 GAT G Chr11_9097336_GAT_GGAT_G INDEL 8449.59 23 14 6 18 8 13 19 27 8 11 7 10 4 8 24 14 6 18 8 14 19 27 9 11 7 10 4 8 0.958 1 1 1 1 0.929 1 1 0.889 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_13660Pp3c11_13660transcript PAC:32956612protein_codingNA c.-1896_-1895delATNA NA NA NA 446
Chr11 9097336 GAT G Chr11_9097336_GAT_GGAT_G INDEL 8449.59 23 14 6 18 8 13 19 27 8 11 7 10 4 8 24 14 6 18 8 14 19 27 9 11 7 10 4 8 0.958 1 1 1 1 0.929 1 1 0.889 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_13660Pp3c11_13660transcript PAC:32956613protein_codingNA c.-1973_-1972delATNA NA NA NA 446
Chr11 9097336 GAT G Chr11_9097336_GAT_GGAT_G INDEL 8449.59 23 14 6 18 8 13 19 27 8 11 7 10 4 8 24 14 6 18 8 14 19 27 9 11 7 10 4 8 0.958 1 1 1 1 0.929 1 1 0.889 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_13660Pp3c11_13660transcript PAC:32956614protein_codingNA c.-1973_-1972delATNA NA NA NA 446
Chr11 9097336 GAT G Chr11_9097336_GAT_GGAT_G INDEL 8449.59 23 14 6 18 8 13 19 27 8 11 7 10 4 8 24 14 6 18 8 14 19 27 9 11 7 10 4 8 0.958 1 1 1 1 0.929 1 1 0.889 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_13660-Pp3c11_13670Pp3c11_13660-Pp3c11_13670intergenic_regionPp3c11_13660-Pp3c11_13670NA NA n.9097337_9097338delATNA NA NA NA NA
Chr11 9160485 T TA Chr11_9160485_T_TAT_TA INDEL 15139.59 33 14 11 39 15 20 24 28 20 20 16 20 13 11 33 14 11 39 15 20 24 28 20 20 16 20 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_13750-Pp3c11_13800Pp3c11_13750-Pp3c11_13800intergenic_regionPp3c11_13750-Pp3c11_13800NA NA n.9160485_9160486insANA NA NA NA NA
Chr11 9368046 G GA Chr11_9368046_G_GAG_GA INDEL 18814.59 19 13 20 25 21 28 31 28 21 17 19 16 10 11 19 13 20 25 21 28 31 28 21 17 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_14140Pp3c11_14140transcript PAC:32959538protein_codingNA c.-2023_-2022insTNA NA NA NA 1871
Chr11 9368046 G GA Chr11_9368046_G_GAG_GA INDEL 18814.59 19 13 20 25 21 28 31 28 21 17 19 16 10 11 19 13 20 25 21 28 31 28 21 17 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_14140Pp3c11_14140transcript PAC:32959539protein_codingNA c.-2023_-2022insTNA NA NA NA 1716
Chr11 9368046 G GA Chr11_9368046_G_GAG_GA INDEL 18814.59 19 13 20 25 21 28 31 28 21 17 19 16 10 11 19 13 20 25 21 28 31 28 21 17 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_14140Pp3c11_14140transcript PAC:32959540protein_codingNA c.-2023_-2022insTNA NA NA NA 1716
Chr11 9368046 G GA Chr11_9368046_G_GAG_GA INDEL 18814.59 19 13 20 25 21 28 31 28 21 17 19 16 10 11 19 13 20 25 21 28 31 28 21 17 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_14140Pp3c11_14140transcript PAC:32959541protein_codingNA c.-2346_-2345insTNA NA NA NA 1716
Chr11 9368046 G GA Chr11_9368046_G_GAG_GA INDEL 18814.59 19 13 20 25 21 28 31 28 21 17 19 16 10 11 19 13 20 25 21 28 31 28 21 17 19 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_14140-Pp3c11_14160Pp3c11_14140-Pp3c11_14160intergenic_regionPp3c11_14140-Pp3c11_14160NA NA n.9368046_9368047insANA NA NA NA NA
Chr11 9368063 G GA Chr11_9368063_G_GAG_GA INDEL 20053.59 19 16 23 24 22 30 33 26 23 17 22 20 11 12 19 16 23 24 22 30 33 26 23 17 22 20 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_14140Pp3c11_14140transcript PAC:32959538protein_codingNA c.-2040_-2039insTNA NA NA NA 1888
Chr11 9368063 G GA Chr11_9368063_G_GAG_GA INDEL 20053.59 19 16 23 24 22 30 33 26 23 17 22 20 11 12 19 16 23 24 22 30 33 26 23 17 22 20 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_14140Pp3c11_14140transcript PAC:32959539protein_codingNA c.-2040_-2039insTNA NA NA NA 1733
Chr11 9368063 G GA Chr11_9368063_G_GAG_GA INDEL 20053.59 19 16 23 24 22 30 33 26 23 17 22 20 11 12 19 16 23 24 22 30 33 26 23 17 22 20 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_14140Pp3c11_14140transcript PAC:32959540protein_codingNA c.-2040_-2039insTNA NA NA NA 1733
Chr11 9368063 G GA Chr11_9368063_G_GAG_GA INDEL 20053.59 19 16 23 24 22 30 33 26 23 17 22 20 11 12 19 16 23 24 22 30 33 26 23 17 22 20 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_14140Pp3c11_14140transcript PAC:32959541protein_codingNA c.-2363_-2362insTNA NA NA NA 1733
Chr11 9368063 G GA Chr11_9368063_G_GAG_GA INDEL 20053.59 19 16 23 24 22 30 33 26 23 17 22 20 11 12 19 16 23 24 22 30 33 26 23 17 22 20 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_14140-Pp3c11_14160Pp3c11_14140-Pp3c11_14160intergenic_regionPp3c11_14140-Pp3c11_14160NA NA n.9368063_9368064insANA NA NA NA NA
Chr11 9378041 C CA Chr11_9378041_C_CAC_CA INDEL 14352.59 20 17 12 21 16 24 30 25 16 19 14 11 7 12 20 17 12 21 16 24 30 25 16 19 14 11 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_14140-Pp3c11_14160Pp3c11_14140-Pp3c11_14160intergenic_regionPp3c11_14140-Pp3c11_14160NA NA n.9378041_9378042insANA NA NA NA NA
Chr11 9629963 C CT Chr11_9629963_C_CTC_CT INDEL 8750.59 16 9 7 9 12 19 14 14 14 12 7 5 5 6 16 9 7 9 12 20 14 14 14 12 7 5 5 6 1 1 1 1 1 0.95 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_14490-Pp3c11_14536Pp3c11_14490-Pp3c11_14536intergenic_regionPp3c11_14490-Pp3c11_14536NA NA n.9629963_9629964insTNA NA NA NA NA
Chr11 9703236 T TA Chr11_9703236_T_TAT_TA INDEL 14601.59 28 14 13 22 16 25 32 18 24 24 17 14 10 8 28 14 13 22 16 25 32 18 24 24 17 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_14630Pp3c11_14630transcript PAC:32957373protein_codingNA c.-509_-508insANA NA NA NA 408
Chr11 9703236 T TA Chr11_9703236_T_TAT_TA INDEL 14601.59 28 14 13 22 16 25 32 18 24 24 17 14 10 8 28 14 13 22 16 25 32 18 24 24 17 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_14630Pp3c11_14630transcript PAC:32957374protein_codingNA c.-509_-508insANA NA NA NA 410
Chr11 9703236 T TA Chr11_9703236_T_TAT_TA INDEL 14601.59 28 14 13 22 16 25 32 18 24 24 17 14 10 8 28 14 13 22 16 25 32 18 24 24 17 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_14620Pp3c11_14620transcript PAC:32959440protein_codingNA c.*2043_*2044insTNA NA NA NA 1789
Chr11 9703236 T TA Chr11_9703236_T_TAT_TA INDEL 14601.59 28 14 13 22 16 25 32 18 24 24 17 14 10 8 28 14 13 22 16 25 32 18 24 24 17 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_14620Pp3c11_14620transcript PAC:32959442protein_codingNA c.*2043_*2044insTNA NA NA NA 371
Chr11 9703236 T TA Chr11_9703236_T_TAT_TA INDEL 14601.59 28 14 13 22 16 25 32 18 24 24 17 14 10 8 28 14 13 22 16 25 32 18 24 24 17 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_14620Pp3c11_14620transcript PAC:32959441protein_codingNA c.*2043_*2044insTNA NA NA NA 1789
Chr11 9703236 T TA Chr11_9703236_T_TAT_TA INDEL 14601.59 28 14 13 22 16 25 32 18 24 24 17 14 10 8 28 14 13 22 16 25 32 18 24 24 17 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_14620Pp3c11_14620transcript PAC:32959443protein_codingNA c.*2780_*2781insTNA NA NA NA 1789
Chr11 9703236 T TA Chr11_9703236_T_TAT_TA INDEL 14601.59 28 14 13 22 16 25 32 18 24 24 17 14 10 8 28 14 13 22 16 25 32 18 24 24 17 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_14610-Pp3c11_14620Pp3c11_14610-Pp3c11_14620intergenic_regionPp3c11_14610-Pp3c11_14620NA NA n.9703236_9703237insANA NA NA NA NA
Chr11 10130035 C A Chr11_10130035_C_AC_A SNP 15137.63 24 15 5 20 13 22 23 17 16 30 10 24 15 6 24 15 5 20 13 22 23 17 16 30 10 24 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15420Pp3c11_15420transcript PAC:32959192protein_codingNA c.-4008C>A NA NA NA NA 3693
Chr11 10130035 C A Chr11_10130035_C_AC_A SNP 15137.63 24 15 5 20 13 22 23 17 16 30 10 24 15 6 24 15 5 20 13 22 23 17 16 30 10 24 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15420Pp3c11_15420transcript PAC:32959193protein_codingNA c.-4008C>A NA NA NA NA 3693
Chr11 10130035 C A Chr11_10130035_C_AC_A SNP 15137.63 24 15 5 20 13 22 23 17 16 30 10 24 15 6 24 15 5 20 13 22 23 17 16 30 10 24 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15420Pp3c11_15420transcript PAC:32959194protein_codingNA c.-5118C>A NA NA NA NA 4839
Chr11 10130035 C A Chr11_10130035_C_AC_A SNP 15137.63 24 15 5 20 13 22 23 17 16 30 10 24 15 6 24 15 5 20 13 22 23 17 16 30 10 24 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15380-Pp3c11_15420Pp3c11_15380-Pp3c11_15420intergenic_regionPp3c11_15380-Pp3c11_15420NA NA n.10130035C>ANA NA NA NA NA
Chr11 10236876 G GAT Chr11_10236876_G_GATG_GAT INDEL 3642.24 16 6 9 2 1 1 1 0 8 13 6 4 6 6 17 6 10 23 7 16 9 10 9 13 6 4 6 7 0.941 1 0.9 0.087 0 0 0 0 0.889 1 1 1 1 0.857 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c11_15500Pp3c11_15500transcript PAC:32957462protein_codingNA c.-3786_-3785insATNA NA NA NA 3111
Chr11 10236876 G GAT Chr11_10236876_G_GATG_GAT INDEL 3642.24 16 6 9 2 1 1 1 0 8 13 6 4 6 6 17 6 10 23 7 16 9 10 9 13 6 4 6 7 0.941 1 0.9 0.087 0 0 0 0 0.889 1 1 1 1 0.857 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c11_15500Pp3c11_15500transcript PAC:32957463protein_codingNA c.-3786_-3785insATNA NA NA NA 3174
Chr11 10236876 G GAT Chr11_10236876_G_GATG_GAT INDEL 3642.24 16 6 9 2 1 1 1 0 8 13 6 4 6 6 17 6 10 23 7 16 9 10 9 13 6 4 6 7 0.941 1 0.9 0.087 0 0 0 0 0.889 1 1 1 1 0.857 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c11_15470-Pp3c11_15500Pp3c11_15470-Pp3c11_15500intergenic_regionPp3c11_15470-Pp3c11_15500NA NA n.10236876_10236877insATNA NA NA NA NA
Chr11 10247166 CTT C Chr11_10247166_CTT_CCTT_C INDEL 10825.59 12 8 4 12 9 16 9 7 12 15 13 7 10 5 12 8 4 12 9 16 9 7 12 15 13 7 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15520Pp3c11_15520transcript PAC:32959076protein_codingNA c.-565_-564delAANA NA NA NA 564
Chr11 10247166 CTT C Chr11_10247166_CTT_CCTT_C INDEL 10825.59 12 8 4 12 9 16 9 7 12 15 13 7 10 5 12 8 4 12 9 16 9 7 12 15 13 7 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_15500Pp3c11_15500transcript PAC:32957462protein_codingNA c.*5065_*5066delTTNA NA NA NA 4284
Chr11 10247166 CTT C Chr11_10247166_CTT_CCTT_C INDEL 10825.59 12 8 4 12 9 16 9 7 12 15 13 7 10 5 12 8 4 12 9 16 9 7 12 15 13 7 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_15500Pp3c11_15500transcript PAC:32957463protein_codingNA c.*5065_*5066delTTNA NA NA NA 4388
Chr11 10247166 CTT C Chr11_10247166_CTT_CCTT_C INDEL 10825.59 12 8 4 12 9 16 9 7 12 15 13 7 10 5 12 8 4 12 9 16 9 7 12 15 13 7 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15520-Pp3c11_15530Pp3c11_15520-Pp3c11_15530intergenic_regionPp3c11_15520-Pp3c11_15530NA NA n.10247167_10247168delTTNA NA NA NA NA
Chr11 10247170 T A Chr11_10247170_T_AT_A SNP 10983.63 14 8 5 12 9 16 9 7 12 15 15 8 10 5 14 8 5 12 9 16 9 7 12 15 15 8 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15520Pp3c11_15520transcript PAC:32959076protein_codingNA c.-567A>T NA NA NA NA 567
Chr11 10247170 T A Chr11_10247170_T_AT_A SNP 10983.63 14 8 5 12 9 16 9 7 12 15 15 8 10 5 14 8 5 12 9 16 9 7 12 15 15 8 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_15500Pp3c11_15500transcript PAC:32957462protein_codingNA c.*5068T>A NA NA NA NA 4287
Chr11 10247170 T A Chr11_10247170_T_AT_A SNP 10983.63 14 8 5 12 9 16 9 7 12 15 15 8 10 5 14 8 5 12 9 16 9 7 12 15 15 8 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_15500Pp3c11_15500transcript PAC:32957463protein_codingNA c.*5068T>A NA NA NA NA 4391
Chr11 10247170 T A Chr11_10247170_T_AT_A SNP 10983.63 14 8 5 12 9 16 9 7 12 15 15 8 10 5 14 8 5 12 9 16 9 7 12 15 15 8 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15520-Pp3c11_15530Pp3c11_15520-Pp3c11_15530intergenic_regionPp3c11_15520-Pp3c11_15530NA NA n.10247170T>ANA NA NA NA NA
Chr11 10247178 T TA Chr11_10247178_T_TAT_TA INDEL 11121.59 14 8 5 12 9 16 9 6 12 14 14 8 10 5 14 8 5 12 9 16 9 6 12 14 14 8 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15520Pp3c11_15520transcript PAC:32959076protein_codingNA c.-576_-575insTNA NA NA NA 576
Chr11 10247178 T TA Chr11_10247178_T_TAT_TA INDEL 11121.59 14 8 5 12 9 16 9 6 12 14 14 8 10 5 14 8 5 12 9 16 9 6 12 14 14 8 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_15500Pp3c11_15500transcript PAC:32957462protein_codingNA c.*5076_*5077insANA NA NA NA 4296
Chr11 10247178 T TA Chr11_10247178_T_TAT_TA INDEL 11121.59 14 8 5 12 9 16 9 6 12 14 14 8 10 5 14 8 5 12 9 16 9 6 12 14 14 8 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_15500Pp3c11_15500transcript PAC:32957463protein_codingNA c.*5076_*5077insANA NA NA NA 4400
Chr11 10247178 T TA Chr11_10247178_T_TAT_TA INDEL 11121.59 14 8 5 12 9 16 9 6 12 14 14 8 10 5 14 8 5 12 9 16 9 6 12 14 14 8 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15520-Pp3c11_15530Pp3c11_15520-Pp3c11_15530intergenic_regionPp3c11_15520-Pp3c11_15530NA NA n.10247178_10247179insANA NA NA NA NA
Chr11 10308420 T C Chr11_10308420_T_CT_C SNP 17669.63 22 15 10 21 15 31 26 13 21 15 14 11 10 6 22 15 10 21 15 31 26 13 21 15 14 11 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15540-Pp3c11_15590Pp3c11_15540-Pp3c11_15590intergenic_regionPp3c11_15540-Pp3c11_15590NA NA n.10308420T>CNA NA NA NA NA
Chr11 10308421 T C Chr11_10308421_T_CT_C SNP 17669.63 22 15 10 22 15 32 26 13 22 15 14 11 10 7 22 15 10 22 15 32 26 13 22 15 14 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15540-Pp3c11_15590Pp3c11_15540-Pp3c11_15590intergenic_regionPp3c11_15540-Pp3c11_15590NA NA n.10308421T>CNA NA NA NA NA
Chr11 10410587 G T Chr11_10410587_G_TG_T SNP 19311.63 30 23 12 25 19 27 19 18 24 21 16 10 18 7 30 23 12 25 19 27 19 18 24 21 16 10 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15750-Pp3c11_15790Pp3c11_15750-Pp3c11_15790intergenic_regionPp3c11_15750-Pp3c11_15790NA NA n.10410587G>TNA NA NA NA NA
Chr11 10410588 A G Chr11_10410588_A_GA_G SNP 19311.63 30 22 11 25 19 28 20 18 24 21 16 13 18 7 30 22 11 25 19 28 20 18 24 21 16 13 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15750-Pp3c11_15790Pp3c11_15750-Pp3c11_15790intergenic_regionPp3c11_15750-Pp3c11_15790NA NA n.10410588A>GNA NA NA NA NA
Chr11 10565131 T A Chr11_10565131_T_AT_A SNP 7445.63 16 6 9 8 8 9 10 9 4 10 8 8 5 4 16 6 9 9 9 9 10 9 4 11 9 8 5 4 1 1 1 0.889 0.889 1 1 1 1 0.909 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958874protein_codingNA c.-5283A>T NA NA NA NA 3912
Chr11 10565131 T A Chr11_10565131_T_AT_A SNP 7445.63 16 6 9 8 8 9 10 9 4 10 8 8 5 4 16 6 9 9 9 9 10 9 4 11 9 8 5 4 1 1 1 0.889 0.889 1 1 1 1 0.909 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958875protein_codingNA c.-5283A>T NA NA NA NA 3836
Chr11 10565131 T A Chr11_10565131_T_AT_A SNP 7445.63 16 6 9 8 8 9 10 9 4 10 8 8 5 4 16 6 9 9 9 9 10 9 4 11 9 8 5 4 1 1 1 0.889 0.889 1 1 1 1 0.909 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15860-Pp3c11_15896Pp3c11_15860-Pp3c11_15896intergenic_regionPp3c11_15860-Pp3c11_15896NA NA n.10565131T>ANA NA NA NA NA
Chr11 10565133 ACCC A Chr11_10565133_ACCC_AACCC_A INDEL 7841.59 16 7 9 8 9 9 10 9 5 10 8 8 5 4 16 7 9 9 10 9 10 9 5 11 9 8 5 4 1 1 1 0.889 0.9 1 1 1 1 0.909 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958874protein_codingNA c.-5288_-5286delGGGNA NA NA NA 3915
Chr11 10565133 ACCC A Chr11_10565133_ACCC_AACCC_A INDEL 7841.59 16 7 9 8 9 9 10 9 5 10 8 8 5 4 16 7 9 9 10 9 10 9 5 11 9 8 5 4 1 1 1 0.889 0.9 1 1 1 1 0.909 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958875protein_codingNA c.-5288_-5286delGGGNA NA NA NA 3839
Chr11 10565133 ACCC A Chr11_10565133_ACCC_AACCC_A INDEL 7841.59 16 7 9 8 9 9 10 9 5 10 8 8 5 4 16 7 9 9 10 9 10 9 5 11 9 8 5 4 1 1 1 0.889 0.9 1 1 1 1 0.909 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15860-Pp3c11_15896Pp3c11_15860-Pp3c11_15896intergenic_regionPp3c11_15860-Pp3c11_15896NA NA n.10565134_10565136delCCCNA NA NA NA NA
Chr11 10565138 T TA Chr11_10565138_T_TAT_TA INDEL 8336.59 17 7 9 8 9 11 10 9 5 10 8 8 5 4 17 7 9 9 10 11 10 9 5 10 9 8 5 4 1 1 1 0.889 0.9 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958874protein_codingNA c.-5291_-5290insTNA NA NA NA 3920
Chr11 10565138 T TA Chr11_10565138_T_TAT_TA INDEL 8336.59 17 7 9 8 9 11 10 9 5 10 8 8 5 4 17 7 9 9 10 11 10 9 5 10 9 8 5 4 1 1 1 0.889 0.9 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958875protein_codingNA c.-5291_-5290insTNA NA NA NA 3844
Chr11 10565138 T TA Chr11_10565138_T_TAT_TA INDEL 8336.59 17 7 9 8 9 11 10 9 5 10 8 8 5 4 17 7 9 9 10 11 10 9 5 10 9 8 5 4 1 1 1 0.889 0.9 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15860-Pp3c11_15896Pp3c11_15860-Pp3c11_15896intergenic_regionPp3c11_15860-Pp3c11_15896NA NA n.10565138_10565139insANA NA NA NA NA
Chr11 10565140 T A Chr11_10565140_T_AT_A SNP 8615.63 17 7 10 9 9 12 10 9 5 11 8 8 5 4 17 7 10 9 10 12 10 9 5 11 9 8 5 4 1 1 1 1 0.9 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958874protein_codingNA c.-5292A>T NA NA NA NA 3921
Chr11 10565140 T A Chr11_10565140_T_AT_A SNP 8615.63 17 7 10 9 9 12 10 9 5 11 8 8 5 4 17 7 10 9 10 12 10 9 5 11 9 8 5 4 1 1 1 1 0.9 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958875protein_codingNA c.-5292A>T NA NA NA NA 3845
Chr11 10565140 T A Chr11_10565140_T_AT_A SNP 8615.63 17 7 10 9 9 12 10 9 5 11 8 8 5 4 17 7 10 9 10 12 10 9 5 11 9 8 5 4 1 1 1 1 0.9 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15860-Pp3c11_15896Pp3c11_15860-Pp3c11_15896intergenic_regionPp3c11_15860-Pp3c11_15896NA NA n.10565140T>ANA NA NA NA NA
Chr11 10565142 T G Chr11_10565142_T_GT_G SNP 9290.63 17 7 10 9 9 13 10 9 6 11 8 8 5 4 17 7 10 9 10 13 10 9 6 11 9 8 5 4 1 1 1 1 0.9 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958874protein_codingNA c.-5294A>C NA NA NA NA 3923
Chr11 10565142 T G Chr11_10565142_T_GT_G SNP 9290.63 17 7 10 9 9 13 10 9 6 11 8 8 5 4 17 7 10 9 10 13 10 9 6 11 9 8 5 4 1 1 1 1 0.9 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958875protein_codingNA c.-5294A>C NA NA NA NA 3847
Chr11 10565142 T G Chr11_10565142_T_GT_G SNP 9290.63 17 7 10 9 9 13 10 9 6 11 8 8 5 4 17 7 10 9 10 13 10 9 6 11 9 8 5 4 1 1 1 1 0.9 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15860-Pp3c11_15896Pp3c11_15860-Pp3c11_15896intergenic_regionPp3c11_15860-Pp3c11_15896NA NA n.10565142T>GNA NA NA NA NA
Chr11 10565143 C CACA Chr11_10565143_C_CACAC_CACA INDEL 9506.59 17 7 10 9 9 13 10 9 6 11 7 8 6 4 17 7 10 9 10 13 10 9 6 11 8 8 6 4 1 1 1 1 0.9 1 1 1 1 1 0.875 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958874protein_codingNA c.-5296_-5295insTGTNA NA NA NA 3925
Chr11 10565143 C CACA Chr11_10565143_C_CACAC_CACA INDEL 9506.59 17 7 10 9 9 13 10 9 6 11 7 8 6 4 17 7 10 9 10 13 10 9 6 11 8 8 6 4 1 1 1 1 0.9 1 1 1 1 1 0.875 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958875protein_codingNA c.-5296_-5295insTGTNA NA NA NA 3849
Chr11 10565143 C CACA Chr11_10565143_C_CACAC_CACA INDEL 9506.59 17 7 10 9 9 13 10 9 6 11 7 8 6 4 17 7 10 9 10 13 10 9 6 11 8 8 6 4 1 1 1 1 0.9 1 1 1 1 1 0.875 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15860-Pp3c11_15896Pp3c11_15860-Pp3c11_15896intergenic_regionPp3c11_15860-Pp3c11_15896NA NA n.10565143_10565144insACANA NA NA NA NA
Chr11 10565148 T G Chr11_10565148_T_GT_G SNP 10145.63 18 8 11 11 10 13 12 12 7 12 8 11 6 4 18 8 11 11 10 13 12 12 7 12 8 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958874protein_codingNA c.-5300A>C NA NA NA NA 3929
Chr11 10565148 T G Chr11_10565148_T_GT_G SNP 10145.63 18 8 11 11 10 13 12 12 7 12 8 11 6 4 18 8 11 11 10 13 12 12 7 12 8 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958875protein_codingNA c.-5300A>C NA NA NA NA 3853
Chr11 10565148 T G Chr11_10565148_T_GT_G SNP 10145.63 18 8 11 11 10 13 12 12 7 12 8 11 6 4 18 8 11 11 10 13 12 12 7 12 8 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15860-Pp3c11_15896Pp3c11_15860-Pp3c11_15896intergenic_regionPp3c11_15860-Pp3c11_15896NA NA n.10565148T>GNA NA NA NA NA
Chr11 10565150 A AG Chr11_10565150_A_AGA_AG INDEL 10541.59 18 8 11 12 10 13 12 12 8 12 7 11 7 4 18 8 11 12 10 13 12 12 8 12 7 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958874protein_codingNA c.-5303_-5302insCNA NA NA NA 3932
Chr11 10565150 A AG Chr11_10565150_A_AGA_AG INDEL 10541.59 18 8 11 12 10 13 12 12 8 12 7 11 7 4 18 8 11 12 10 13 12 12 8 12 7 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958875protein_codingNA c.-5303_-5302insCNA NA NA NA 3856
Chr11 10565150 A AG Chr11_10565150_A_AGA_AG INDEL 10541.59 18 8 11 12 10 13 12 12 8 12 7 11 7 4 18 8 11 12 10 13 12 12 8 12 7 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15860-Pp3c11_15896Pp3c11_15860-Pp3c11_15896intergenic_regionPp3c11_15860-Pp3c11_15896NA NA n.10565150_10565151insGNA NA NA NA NA
Chr11 10565153 C A Chr11_10565153_C_AC_A SNP 10859.63 19 10 11 12 10 14 13 13 8 13 7 12 7 4 19 10 11 12 10 14 13 13 8 13 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958874protein_codingNA c.-5305G>T NA NA NA NA 3934
Chr11 10565153 C A Chr11_10565153_C_AC_A SNP 10859.63 19 10 11 12 10 14 13 13 8 13 7 12 7 4 19 10 11 12 10 14 13 13 8 13 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958875protein_codingNA c.-5305G>T NA NA NA NA 3858
Chr11 10565153 C A Chr11_10565153_C_AC_A SNP 10859.63 19 10 11 12 10 14 13 13 8 13 7 12 7 4 19 10 11 12 10 14 13 13 8 13 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15860-Pp3c11_15896Pp3c11_15860-Pp3c11_15896intergenic_regionPp3c11_15860-Pp3c11_15896NA NA n.10565153C>ANA NA NA NA NA
Chr11 10565155 T A Chr11_10565155_T_AT_A SNP 10904.63 18 10 11 12 11 14 13 14 9 14 7 12 7 4 18 10 11 12 11 14 13 14 9 14 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958874protein_codingNA c.-5307A>T NA NA NA NA 3936
Chr11 10565155 T A Chr11_10565155_T_AT_A SNP 10904.63 18 10 11 12 11 14 13 14 9 14 7 12 7 4 18 10 11 12 11 14 13 14 9 14 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15860Pp3c11_15860transcript PAC:32958875protein_codingNA c.-5307A>T NA NA NA NA 3860
Chr11 10565155 T A Chr11_10565155_T_AT_A SNP 10904.63 18 10 11 12 11 14 13 14 9 14 7 12 7 4 18 10 11 12 11 14 13 14 9 14 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15860-Pp3c11_15896Pp3c11_15860-Pp3c11_15896intergenic_regionPp3c11_15860-Pp3c11_15896NA NA n.10565155T>ANA NA NA NA NA
Chr11 10629052 A AT Chr11_10629052_A_ATA_AT INDEL 8838.59 27 11 7 17 14 18 32 13 5 14 8 15 8 5 28 11 7 18 15 18 32 13 6 15 9 15 8 5 0.964 1 1 0.944 0.933 1 1 1 0.833 0.933 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15990Pp3c11_15990transcript PAC:32957991protein_codingNA c.-2584_-2583insTNA NA NA NA 854
Chr11 10629052 A AT Chr11_10629052_A_ATA_AT INDEL 8838.59 27 11 7 17 14 18 32 13 5 14 8 15 8 5 28 11 7 18 15 18 32 13 6 15 9 15 8 5 0.964 1 1 0.944 0.933 1 1 1 0.833 0.933 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15990Pp3c11_15990transcript PAC:32957995protein_codingNA c.-2584_-2583insTNA NA NA NA 840
Chr11 10629052 A AT Chr11_10629052_A_ATA_AT INDEL 8838.59 27 11 7 17 14 18 32 13 5 14 8 15 8 5 28 11 7 18 15 18 32 13 6 15 9 15 8 5 0.964 1 1 0.944 0.933 1 1 1 0.833 0.933 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15990Pp3c11_15990transcript PAC:32957996protein_codingNA c.-2584_-2583insTNA NA NA NA 854
Chr11 10629052 A AT Chr11_10629052_A_ATA_AT INDEL 8838.59 27 11 7 17 14 18 32 13 5 14 8 15 8 5 28 11 7 18 15 18 32 13 6 15 9 15 8 5 0.964 1 1 0.944 0.933 1 1 1 0.833 0.933 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15990Pp3c11_15990transcript PAC:32957992protein_codingNA c.-2584_-2583insTNA NA NA NA 854
Chr11 10629052 A AT Chr11_10629052_A_ATA_AT INDEL 8838.59 27 11 7 17 14 18 32 13 5 14 8 15 8 5 28 11 7 18 15 18 32 13 6 15 9 15 8 5 0.964 1 1 0.944 0.933 1 1 1 0.833 0.933 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15990Pp3c11_15990transcript PAC:32957994protein_codingNA c.-2584_-2583insTNA NA NA NA 1487
Chr11 10629052 A AT Chr11_10629052_A_ATA_AT INDEL 8838.59 27 11 7 17 14 18 32 13 5 14 8 15 8 5 28 11 7 18 15 18 32 13 6 15 9 15 8 5 0.964 1 1 0.944 0.933 1 1 1 0.833 0.933 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_15990Pp3c11_15990transcript PAC:32957993protein_codingNA c.-2584_-2583insTNA NA NA NA 1542
Chr11 10629052 A AT Chr11_10629052_A_ATA_AT INDEL 8838.59 27 11 7 17 14 18 32 13 5 14 8 15 8 5 28 11 7 18 15 18 32 13 6 15 9 15 8 5 0.964 1 1 0.944 0.933 1 1 1 0.833 0.933 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_15940-Pp3c11_15990Pp3c11_15940-Pp3c11_15990intergenic_regionPp3c11_15940-Pp3c11_15990NA NA n.10629052_10629053insTNA NA NA NA NA
Chr11 10649828 A AAT Chr11_10649828_A_AATA_AAT INDEL 495.37 2 16 0 0 0 1 0 0 0 1 0 0 0 0 23 16 10 17 13 23 20 11 22 22 10 14 8 6 0.087 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 downstream_gene_variantMODIFIER Pp3c11_16051Pp3c11_16051transcript PAC:32958521protein_codingNA c.*5427_*5428insATNA NA NA NA 3617
Chr11 10649828 A AAT Chr11_10649828_A_AATA_AAT INDEL 495.37 2 16 0 0 0 1 0 0 0 1 0 0 0 0 23 16 10 17 13 23 20 11 22 22 10 14 8 6 0.087 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 intergenic_regionMODIFIER Pp3c11_16051-Pp3c11_16130Pp3c11_16051-Pp3c11_16130intergenic_regionPp3c11_16051-Pp3c11_16130NA NA n.10649828_10649829insATNA NA NA NA NA
Chr11 10687021 T G Chr11_10687021_T_GT_G SNP 1729.93 1 0 0 0 0 0 0 2 15 4 9 7 6 9 24 10 11 14 14 22 25 21 15 4 9 8 6 9 0 0 0 0 0 0 0 0.095 1 1 1 0.875 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c11_16130Pp3c11_16130transcript PAC:32958640protein_codingNA c.-2582T>G NA NA NA NA 2244
Chr11 10687021 T G Chr11_10687021_T_GT_G SNP 1729.93 1 0 0 0 0 0 0 2 15 4 9 7 6 9 24 10 11 14 14 22 25 21 15 4 9 8 6 9 0 0 0 0 0 0 0 0.095 1 1 1 0.875 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c11_16130Pp3c11_16130transcript PAC:32958641protein_codingNA c.-2582T>G NA NA NA NA 2203
Chr11 10687021 T G Chr11_10687021_T_GT_G SNP 1729.93 1 0 0 0 0 0 0 2 15 4 9 7 6 9 24 10 11 14 14 22 25 21 15 4 9 8 6 9 0 0 0 0 0 0 0 0.095 1 1 1 0.875 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c11_16130Pp3c11_16130transcript PAC:32958642protein_codingNA c.-2582T>G NA NA NA NA 2203
Chr11 10687021 T G Chr11_10687021_T_GT_G SNP 1729.93 1 0 0 0 0 0 0 2 15 4 9 7 6 9 24 10 11 14 14 22 25 21 15 4 9 8 6 9 0 0 0 0 0 0 0 0.095 1 1 1 0.875 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c11_16130Pp3c11_16130transcript PAC:32958643protein_codingNA c.-3212T>G NA NA NA NA 2803
Chr11 10687021 T G Chr11_10687021_T_GT_G SNP 1729.93 1 0 0 0 0 0 0 2 15 4 9 7 6 9 24 10 11 14 14 22 25 21 15 4 9 8 6 9 0 0 0 0 0 0 0 0.095 1 1 1 0.875 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c11_16051-Pp3c11_16130Pp3c11_16051-Pp3c11_16130intergenic_regionPp3c11_16051-Pp3c11_16130NA NA n.10687021T>GNA NA NA NA NA
Chr11 10743932 C T Chr11_10743932_C_TC_T SNP 17675.63 33 12 8 24 10 22 35 22 43 24 9 15 14 9 33 12 8 24 10 22 35 22 43 24 9 15 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_16242Pp3c11_16242transcript PAC:32956431protein_codingNA c.-2559G>A NA NA NA NA 2559
Chr11 10743932 C T Chr11_10743932_C_TC_T SNP 17675.63 33 12 8 24 10 22 35 22 43 24 9 15 14 9 33 12 8 24 10 22 35 22 43 24 9 15 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_16242-Pp3c11_16249Pp3c11_16242-Pp3c11_16249intergenic_regionPp3c11_16242-Pp3c11_16249NA NA n.10743932C>TNA NA NA NA NA
Chr11 11003588 T A Chr11_11003588_T_AT_A SNP 12569.29 34 10 18 0 0 0 0 0 33 21 8 24 15 12 34 10 18 22 12 14 27 26 33 21 10 24 15 12 1 1 1 0 0 0 0 0 1 1 0.8 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c11_16400-Pp3c11_16900Pp3c11_16400-Pp3c11_16900intergenic_regionPp3c11_16400-Pp3c11_16900NA NA n.11003588T>ANA NA NA NA NA
Chr11 11026024 C T Chr11_11026024_C_TC_T SNP 13922.63 28 15 17 23 21 23 27 17 16 15 13 12 9 8 28 15 17 23 21 23 27 17 16 15 13 12 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_16400-Pp3c11_16900Pp3c11_16400-Pp3c11_16900intergenic_regionPp3c11_16400-Pp3c11_16900NA NA n.11026024C>TNA NA NA NA NA
Chr11 11026099 G T Chr11_11026099_G_TG_T SNP 15205.63 21 15 10 25 17 23 31 18 17 22 12 17 10 11 21 15 10 25 17 24 31 18 17 22 12 17 10 11 1 1 1 1 1 0.958 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_16400-Pp3c11_16900Pp3c11_16400-Pp3c11_16900intergenic_regionPp3c11_16400-Pp3c11_16900NA NA n.11026099G>TNA NA NA NA NA
Chr11 11058002 T C Chr11_11058002_T_CT_C SNP 12033.63 21 11 11 15 16 19 21 15 17 6 7 7 5 5 21 11 11 15 16 19 21 15 17 6 7 7 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_16400-Pp3c11_16900Pp3c11_16400-Pp3c11_16900intergenic_regionPp3c11_16400-Pp3c11_16900NA NA n.11058002T>CNA NA NA NA NA
Chr11 11058003 T A Chr11_11058003_T_AT_A SNP 12033.63 21 11 12 15 17 19 21 17 17 6 7 7 5 5 21 11 12 15 17 19 21 17 17 6 7 7 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_16400-Pp3c11_16900Pp3c11_16400-Pp3c11_16900intergenic_regionPp3c11_16400-Pp3c11_16900NA NA n.11058003T>ANA NA NA NA NA
Chr11 11058004 T A Chr11_11058004_T_AT_A SNP 12033.63 21 11 11 15 17 19 21 17 17 6 7 7 5 6 21 11 11 15 17 19 21 17 17 6 7 7 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_16400-Pp3c11_16900Pp3c11_16400-Pp3c11_16900intergenic_regionPp3c11_16400-Pp3c11_16900NA NA n.11058004T>ANA NA NA NA NA
Chr11 11058299 C T Chr11_11058299_C_TC_T SNP 15587.63 24 11 14 24 13 23 28 20 19 19 11 22 16 13 24 11 14 24 13 23 28 20 19 19 11 22 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_16400-Pp3c11_16900Pp3c11_16400-Pp3c11_16900intergenic_regionPp3c11_16400-Pp3c11_16900NA NA n.11058299C>TNA NA NA NA NA
Chr11 11059501 AACTCATTT A Chr11_11059501_AACTCATTT_AAACTCATTT_AINDEL 10023.59 17 18 4 5 14 8 17 7 10 11 13 12 9 5 17 18 4 5 14 8 17 7 10 11 13 12 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_16400-Pp3c11_16900Pp3c11_16400-Pp3c11_16900intergenic_regionPp3c11_16400-Pp3c11_16900NA NA n.11059502_11059509delACTCATTTNA NA NA NA NA
Chr11 11082118 A G Chr11_11082118_A_GA_G SNP 17656.63 21 23 13 23 16 13 34 22 22 35 12 7 8 19 21 23 13 23 16 13 34 22 22 35 12 7 8 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_16400-Pp3c11_16900Pp3c11_16400-Pp3c11_16900intergenic_regionPp3c11_16400-Pp3c11_16900NA NA n.11082118A>GNA NA NA NA NA
Chr11 11097864 C T Chr11_11097864_C_TC_T SNP 16994.63 21 10 12 21 25 29 29 20 27 13 15 15 12 11 21 10 12 21 25 29 29 20 27 13 15 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_16400-Pp3c11_16900Pp3c11_16400-Pp3c11_16900intergenic_regionPp3c11_16400-Pp3c11_16900NA NA n.11097864C>TNA NA NA NA NA
Chr11 11145794 C CAT Chr11_11145794_C_CATC_CAT INDEL 2612.24 0 0 0 16 16 17 17 13 0 0 3 0 0 0 18 7 11 16 16 17 17 13 12 12 11 15 5 5 0 0 0 1 1 1 1 1 0 0 0.273 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c11_16970Pp3c11_16970transcript PAC:32958777protein_codingNA c.*3323_*3324insATNA NA NA NA 2849
Chr11 11145794 C CAT Chr11_11145794_C_CATC_CAT INDEL 2612.24 0 0 0 16 16 17 17 13 0 0 3 0 0 0 18 7 11 16 16 17 17 13 12 12 11 15 5 5 0 0 0 1 1 1 1 1 0 0 0.273 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c11_16970Pp3c11_16970transcript PAC:32958778protein_codingNA c.*3323_*3324insATNA NA NA NA 3014
Chr11 11145794 C CAT Chr11_11145794_C_CATC_CAT INDEL 2612.24 0 0 0 16 16 17 17 13 0 0 3 0 0 0 18 7 11 16 16 17 17 13 12 12 11 15 5 5 0 0 0 1 1 1 1 1 0 0 0.273 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c11_16970-Pp3c11_16980Pp3c11_16970-Pp3c11_16980intergenic_regionPp3c11_16970-Pp3c11_16980NA NA n.11145794_11145795insATNA NA NA NA NA
Chr11 11362948 T TG Chr11_11362948_T_TGT_TG INDEL 20180.59 30 12 13 34 21 29 35 22 29 28 15 16 9 10 30 12 13 34 21 29 35 22 29 28 15 16 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_17250-Pp3c11_17260Pp3c11_17250-Pp3c11_17260intergenic_regionPp3c11_17250-Pp3c11_17260NA NA n.11362948_11362949insGNA NA NA NA NA
Chr11 11670295 T TA Chr11_11670295_T_TAT_TA INDEL 15856.59 37 12 14 32 21 21 30 24 14 28 8 14 13 13 37 12 14 32 21 21 30 24 14 28 8 14 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_17610-Pp3c11_17690Pp3c11_17610-Pp3c11_17690intergenic_regionPp3c11_17610-Pp3c11_17690NA NA n.11670295_11670296insANA NA NA NA NA
Chr11 11757370 C T Chr11_11757370_C_TC_T SNP 19452.63 27 17 11 20 28 18 16 31 24 20 13 17 5 9 27 17 11 20 28 18 16 31 24 20 13 17 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_17720-Pp3c11_17790Pp3c11_17720-Pp3c11_17790intergenic_regionPp3c11_17720-Pp3c11_17790NA NA n.11757370C>TNA NA NA NA NA
Chr11 11757393 TC T Chr11_11757393_TC_TTC_T INDEL 19986.59 28 13 12 19 29 22 17 28 20 26 9 14 6 10 28 13 12 19 29 22 17 28 20 26 9 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_17720-Pp3c11_17790Pp3c11_17720-Pp3c11_17790intergenic_regionPp3c11_17720-Pp3c11_17790NA NA n.11757394delCNA NA NA NA NA
Chr11 11757397 C T Chr11_11757397_C_TC_T SNP 19670.63 28 12 12 19 29 22 18 28 21 27 10 14 6 11 28 12 12 19 29 22 18 28 21 27 10 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_17720-Pp3c11_17790Pp3c11_17720-Pp3c11_17790intergenic_regionPp3c11_17720-Pp3c11_17790NA NA n.11757397C>TNA NA NA NA NA
Chr11 11757655 T A Chr11_11757655_T_AT_A SNP 18174.63 23 11 19 23 23 24 13 27 23 16 14 13 11 16 23 11 19 23 23 24 13 27 23 16 14 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_17720-Pp3c11_17790Pp3c11_17720-Pp3c11_17790intergenic_regionPp3c11_17720-Pp3c11_17790NA NA n.11757655T>ANA NA NA NA NA
Chr11 11761115 TC T Chr11_11761115_TC_TTC_T INDEL 16883.59 26 10 6 20 20 21 11 29 29 26 16 21 8 8 26 10 6 20 20 21 11 29 29 26 16 21 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_17720-Pp3c11_17790Pp3c11_17720-Pp3c11_17790intergenic_regionPp3c11_17720-Pp3c11_17790NA NA n.11761116delCNA NA NA NA NA
Chr11 11777583 A G Chr11_11777583_A_GA_G SNP 18265.63 27 16 18 25 20 27 16 18 26 16 12 16 15 7 27 16 18 25 20 27 16 18 26 16 12 16 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_17720-Pp3c11_17790Pp3c11_17720-Pp3c11_17790intergenic_regionPp3c11_17720-Pp3c11_17790NA NA n.11777583A>GNA NA NA NA NA
Chr11 11777670 T TA Chr11_11777670_T_TAT_TA INDEL 13406.59 24 17 13 29 21 24 17 15 20 12 15 13 13 4 24 17 13 29 21 24 17 15 20 12 15 13 13 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_17720-Pp3c11_17790Pp3c11_17720-Pp3c11_17790intergenic_regionPp3c11_17720-Pp3c11_17790NA NA n.11777670_11777671insANA NA NA NA NA
Chr11 11893700 GC G Chr11_11893700_GC_GGC_G INDEL 19921.59 34 16 19 27 15 19 34 26 15 20 18 11 8 5 34 16 19 27 15 19 34 26 15 20 18 11 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_17920Pp3c11_17920transcript PAC:32959298protein_codingNA c.-4048delG NA NA NA NA 4048



Chr11 11893700 GC G Chr11_11893700_GC_GGC_G INDEL 19921.59 34 16 19 27 15 19 34 26 15 20 18 11 8 5 34 16 19 27 15 19 34 26 15 20 18 11 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_17950Pp3c11_17950transcript PAC:32958740protein_codingNA c.-4226delC NA NA NA NA 4226
Chr11 11893700 GC G Chr11_11893700_GC_GGC_G INDEL 19921.59 34 16 19 27 15 19 34 26 15 20 18 11 8 5 34 16 19 27 15 19 34 26 15 20 18 11 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_17950Pp3c11_17950transcript PAC:32958741protein_codingNA c.-4226delC NA NA NA NA 4144
Chr11 11893700 GC G Chr11_11893700_GC_GGC_G INDEL 19921.59 34 16 19 27 15 19 34 26 15 20 18 11 8 5 34 16 19 27 15 19 34 26 15 20 18 11 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_17930Pp3c11_17930transcript PAC:32956177protein_coding 07-oct c.1065+90delGNA NA NA NA NA
Chr11 11893700 GC G Chr11_11893700_GC_GGC_G INDEL 19921.59 34 16 19 27 15 19 34 26 15 20 18 11 8 5 34 16 19 27 15 19 34 26 15 20 18 11 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_17930Pp3c11_17930transcript PAC:32956178protein_coding 07-sept c.1101+90delGNA NA NA NA NA
Chr11 11893705 A G Chr11_11893705_A_GA_G SNP 20264.63 32 15 19 28 15 19 35 26 17 20 18 11 9 5 32 15 19 28 15 19 35 26 17 20 18 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_17920Pp3c11_17920transcript PAC:32959298protein_codingNA c.-4052T>C NA NA NA NA 4052
Chr11 11893705 A G Chr11_11893705_A_GA_G SNP 20264.63 32 15 19 28 15 19 35 26 17 20 18 11 9 5 32 15 19 28 15 19 35 26 17 20 18 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_17950Pp3c11_17950transcript PAC:32958740protein_codingNA c.-4222A>G NA NA NA NA 4222
Chr11 11893705 A G Chr11_11893705_A_GA_G SNP 20264.63 32 15 19 28 15 19 35 26 17 20 18 11 9 5 32 15 19 28 15 19 35 26 17 20 18 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_17950Pp3c11_17950transcript PAC:32958741protein_codingNA c.-4222A>G NA NA NA NA 4140
Chr11 11893705 A G Chr11_11893705_A_GA_G SNP 20264.63 32 15 19 28 15 19 35 26 17 20 18 11 9 5 32 15 19 28 15 19 35 26 17 20 18 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_17930Pp3c11_17930transcript PAC:32956177protein_coding 07-oct c.1065+86T>CNA NA NA NA NA
Chr11 11893705 A G Chr11_11893705_A_GA_G SNP 20264.63 32 15 19 28 15 19 35 26 17 20 18 11 9 5 32 15 19 28 15 19 35 26 17 20 18 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_17930Pp3c11_17930transcript PAC:32956178protein_coding 07-sept c.1101+86T>CNA NA NA NA NA
Chr11 11893706 AAG A Chr11_11893706_AAG_AAAG_A INDEL 20216.59 32 16 19 28 15 20 34 26 17 20 18 11 9 5 32 16 19 28 15 20 34 26 17 20 18 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_17920Pp3c11_17920transcript PAC:32959298protein_codingNA c.-4055_-4054delCTNA NA NA NA 4054
Chr11 11893706 AAG A Chr11_11893706_AAG_AAAG_A INDEL 20216.59 32 16 19 28 15 20 34 26 17 20 18 11 9 5 32 16 19 28 15 20 34 26 17 20 18 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_17950Pp3c11_17950transcript PAC:32958740protein_codingNA c.-4220_-4219delAGNA NA NA NA 4220
Chr11 11893706 AAG A Chr11_11893706_AAG_AAAG_A INDEL 20216.59 32 16 19 28 15 20 34 26 17 20 18 11 9 5 32 16 19 28 15 20 34 26 17 20 18 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_17950Pp3c11_17950transcript PAC:32958741protein_codingNA c.-4220_-4219delAGNA NA NA NA 4138
Chr11 11893706 AAG A Chr11_11893706_AAG_AAAG_A INDEL 20216.59 32 16 19 28 15 20 34 26 17 20 18 11 9 5 32 16 19 28 15 20 34 26 17 20 18 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_17930Pp3c11_17930transcript PAC:32956177protein_coding 07-oct c.1065+83_1065+84delCTNA NA NA NA NA
Chr11 11893706 AAG A Chr11_11893706_AAG_AAAG_A INDEL 20216.59 32 16 19 28 15 20 34 26 17 20 18 11 9 5 32 16 19 28 15 20 34 26 17 20 18 11 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_17930Pp3c11_17930transcript PAC:32956178protein_coding 07-sept c.1101+83_1101+84delCTNA NA NA NA NA
Chr11 11979066 C CA Chr11_11979066_C_CAC_CA INDEL 14950.59 31 12 20 28 20 21 25 23 36 20 15 22 9 10 31 12 20 28 20 21 25 23 36 20 15 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_18000-Pp3c11_18080Pp3c11_18000-Pp3c11_18080intergenic_regionPp3c11_18000-Pp3c11_18080NA NA n.11979066_11979067insANA NA NA NA NA
Chr11 12091585 AAT A Chr11_12091585_AAT_AAAT_A INDEL 8645.59 14 11 13 18 16 18 19 10 12 16 7 11 7 6 14 11 13 19 17 18 20 10 12 16 7 11 7 6 1 1 1 0.947 0.941 1 0.95 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_18240Pp3c11_18240transcript PAC:32956358protein_codingNA c.*407_*408delATNA NA NA NA 233
Chr11 12091585 AAT A Chr11_12091585_AAT_AAAT_A INDEL 8645.59 14 11 13 18 16 18 19 10 12 16 7 11 7 6 14 11 13 19 17 18 20 10 12 16 7 11 7 6 1 1 1 0.947 0.941 1 0.95 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_18250Pp3c11_18250transcript PAC:32958376protein_codingNA c.*1154_*1155delATNA NA NA NA 927
Chr11 12091585 AAT A Chr11_12091585_AAT_AAAT_A INDEL 8645.59 14 11 13 18 16 18 19 10 12 16 7 11 7 6 14 11 13 19 17 18 20 10 12 16 7 11 7 6 1 1 1 0.947 0.941 1 0.95 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_18240Pp3c11_18240transcript PAC:32956359protein_codingNA c.*407_*408delATNA NA NA NA 228
Chr11 12091585 AAT A Chr11_12091585_AAT_AAAT_A INDEL 8645.59 14 11 13 18 16 18 19 10 12 16 7 11 7 6 14 11 13 19 17 18 20 10 12 16 7 11 7 6 1 1 1 0.947 0.941 1 0.95 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_18250Pp3c11_18250transcript PAC:32958379protein_codingNA c.*1154_*1155delATNA NA NA NA 954
Chr11 12091585 AAT A Chr11_12091585_AAT_AAAT_A INDEL 8645.59 14 11 13 18 16 18 19 10 12 16 7 11 7 6 14 11 13 19 17 18 20 10 12 16 7 11 7 6 1 1 1 0.947 0.941 1 0.95 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_18250Pp3c11_18250transcript PAC:32958380protein_codingNA c.*1154_*1155delATNA NA NA NA 954
Chr11 12091585 AAT A Chr11_12091585_AAT_AAAT_A INDEL 8645.59 14 11 13 18 16 18 19 10 12 16 7 11 7 6 14 11 13 19 17 18 20 10 12 16 7 11 7 6 1 1 1 0.947 0.941 1 0.95 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_18250Pp3c11_18250transcript PAC:32958377protein_codingNA c.*1154_*1155delATNA NA NA NA 959
Chr11 12091585 AAT A Chr11_12091585_AAT_AAAT_A INDEL 8645.59 14 11 13 18 16 18 19 10 12 16 7 11 7 6 14 11 13 19 17 18 20 10 12 16 7 11 7 6 1 1 1 0.947 0.941 1 0.95 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_18250Pp3c11_18250transcript PAC:32958378protein_codingNA c.*1154_*1155delATNA NA NA NA 959
Chr11 12091585 AAT A Chr11_12091585_AAT_AAAT_A INDEL 8645.59 14 11 13 18 16 18 19 10 12 16 7 11 7 6 14 11 13 19 17 18 20 10 12 16 7 11 7 6 1 1 1 0.947 0.941 1 0.95 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_18240-Pp3c11_18250Pp3c11_18240-Pp3c11_18250intergenic_regionPp3c11_18240-Pp3c11_18250NA NA n.12091586_12091587delATNA NA NA NA NA
Chr11 12138275 G A Chr11_12138275_G_AG_A SNP 22542.63 35 17 14 25 26 33 26 20 26 23 20 21 13 16 35 17 14 25 26 33 26 20 26 23 20 21 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_18349-Pp3c11_18380Pp3c11_18349-Pp3c11_18380intergenic_regionPp3c11_18349-Pp3c11_18380NA NA n.12138275G>ANA NA NA NA NA
Chr11 12138276 T A Chr11_12138276_T_AT_A SNP 22542.63 33 17 14 25 26 33 26 20 27 23 20 21 13 16 33 17 14 25 26 33 26 20 27 23 20 21 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_18349-Pp3c11_18380Pp3c11_18349-Pp3c11_18380intergenic_regionPp3c11_18349-Pp3c11_18380NA NA n.12138276T>ANA NA NA NA NA
Chr11 12140860 TA T Chr11_12140860_TA_TTA_T INDEL 20446.59 28 8 23 31 12 29 37 16 31 24 28 15 10 11 28 8 23 31 12 29 37 16 31 24 28 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_18349-Pp3c11_18380Pp3c11_18349-Pp3c11_18380intergenic_regionPp3c11_18349-Pp3c11_18380NA NA n.12140861delANA NA NA NA NA
Chr11 12140875 G T Chr11_12140875_G_TG_T SNP 20342.63 28 10 20 32 11 28 34 17 29 21 33 12 6 10 28 10 20 32 11 28 34 17 29 21 33 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_18349-Pp3c11_18380Pp3c11_18349-Pp3c11_18380intergenic_regionPp3c11_18349-Pp3c11_18380NA NA n.12140875G>TNA NA NA NA NA
Chr11 12140919 G A Chr11_12140919_G_AG_A SNP 21145.63 30 10 16 28 16 24 36 22 30 19 26 15 8 13 30 10 16 28 16 24 36 22 30 19 26 15 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_18349-Pp3c11_18380Pp3c11_18349-Pp3c11_18380intergenic_regionPp3c11_18349-Pp3c11_18380NA NA n.12140919G>ANA NA NA NA NA
Chr11 12140920 G A Chr11_12140920_G_AG_A SNP 21245.63 30 11 16 29 16 24 35 22 30 18 26 15 8 13 30 11 16 29 16 24 35 22 30 18 26 15 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_18349-Pp3c11_18380Pp3c11_18349-Pp3c11_18380intergenic_regionPp3c11_18349-Pp3c11_18380NA NA n.12140920G>ANA NA NA NA NA
Chr11 12140925 A C Chr11_12140925_A_CA_C SNP 20903.63 31 13 13 28 17 22 35 21 29 17 25 17 9 13 31 13 13 28 17 22 35 21 29 17 25 17 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_18349-Pp3c11_18380Pp3c11_18349-Pp3c11_18380intergenic_regionPp3c11_18349-Pp3c11_18380NA NA n.12140925A>CNA NA NA NA NA
Chr11 12157701 T TTA Chr11_12157701_T_TTAT_TTA INDEL 2459.24 0 0 1 14 13 26 15 15 0 0 0 1 0 0 18 10 13 14 14 27 16 15 17 14 12 8 6 6 0 0 0 1 0.929 0.963 0.938 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_18390Pp3c11_18390transcript PAC:32958786protein_codingNA c.-3588_-3587insTANA NA NA NA 3474
Chr11 12157701 T TTA Chr11_12157701_T_TTAT_TTA INDEL 2459.24 0 0 1 14 13 26 15 15 0 0 0 1 0 0 18 10 13 14 14 27 16 15 17 14 12 8 6 6 0 0 0 1 0.929 0.963 0.938 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_18390Pp3c11_18390transcript PAC:32958787protein_codingNA c.-3588_-3587insTANA NA NA NA 3518
Chr11 12157701 T TTA Chr11_12157701_T_TTAT_TTA INDEL 2459.24 0 0 1 14 13 26 15 15 0 0 0 1 0 0 18 10 13 14 14 27 16 15 17 14 12 8 6 6 0 0 0 1 0.929 0.963 0.938 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c11_18380Pp3c11_18380transcript PAC:32958665protein_codingNA c.*4913_*4914insTANA NA NA NA 4241
Chr11 12157701 T TTA Chr11_12157701_T_TTAT_TTA INDEL 2459.24 0 0 1 14 13 26 15 15 0 0 0 1 0 0 18 10 13 14 14 27 16 15 17 14 12 8 6 6 0 0 0 1 0.929 0.963 0.938 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c11_18400Pp3c11_18400transcript PAC:32958909protein_codingNA c.*2861_*2862insTANA NA NA NA 2862
Chr11 12157701 T TTA Chr11_12157701_T_TTAT_TTA INDEL 2459.24 0 0 1 14 13 26 15 15 0 0 0 1 0 0 18 10 13 14 14 27 16 15 17 14 12 8 6 6 0 0 0 1 0.929 0.963 0.938 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c11_18380Pp3c11_18380transcript PAC:32958666protein_codingNA c.*4913_*4914insTANA NA NA NA 4247
Chr11 12157701 T TTA Chr11_12157701_T_TTAT_TTA INDEL 2459.24 0 0 1 14 13 26 15 15 0 0 0 1 0 0 18 10 13 14 14 27 16 15 17 14 12 8 6 6 0 0 0 1 0.929 0.963 0.938 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c11_18400-Pp3c11_18420Pp3c11_18400-Pp3c11_18420intergenic_regionPp3c11_18400-Pp3c11_18420NA NA n.12157701_12157702insTANA NA NA NA NA
Chr11 12169046 TG T Chr11_12169046_TG_TTG_T INDEL 19321.59 22 14 21 37 22 29 35 22 30 21 19 14 16 19 22 14 21 37 22 29 35 22 30 21 19 14 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_18420Pp3c11_18420transcript PAC:32958518protein_codingNA c.-3757delG NA NA NA NA 3613
Chr11 12169046 TG T Chr11_12169046_TG_TTG_T INDEL 19321.59 22 14 21 37 22 29 35 22 30 21 19 14 16 19 22 14 21 37 22 29 35 22 30 21 19 14 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_18430Pp3c11_18430transcript PAC:32956371protein_codingNA c.-4616delG NA NA NA NA 4616
Chr11 12169046 TG T Chr11_12169046_TG_TTG_T INDEL 19321.59 22 14 21 37 22 29 35 22 30 21 19 14 16 19 22 14 21 37 22 29 35 22 30 21 19 14 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_18420Pp3c11_18420transcript PAC:32958519protein_codingNA c.-3757delG NA NA NA NA 3613
Chr11 12169046 TG T Chr11_12169046_TG_TTG_T INDEL 19321.59 22 14 21 37 22 29 35 22 30 21 19 14 16 19 22 14 21 37 22 29 35 22 30 21 19 14 16 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_18400-Pp3c11_18420Pp3c11_18400-Pp3c11_18420intergenic_regionPp3c11_18400-Pp3c11_18420NA NA n.12169047delGNA NA NA NA NA
Chr11 12172235 GGACGTGCGTGGTTCTAG Chr11_12172235_GGACGTGCGTGGTTCTA_GGGACGTGCGTGGTTCTA_GINDEL 148982.59 255 116 129 190 177 214 276 216 164 190 90 114 80 87 255 116 129 191 178 215 276 216 164 190 90 114 81 87 1 1 1 0.995 0.994 0.995 1 1 1 1 1 1 0.988 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_18420Pp3c11_18420transcript PAC:32958518protein_codingNA c.-568_-553delGACGTGCGTGGTTCTANA NA NA NA 424
Chr11 12172235 GGACGTGCGTGGTTCTAG Chr11_12172235_GGACGTGCGTGGTTCTA_GGGACGTGCGTGGTTCTA_GINDEL 148982.59 255 116 129 190 177 214 276 216 164 190 90 114 80 87 255 116 129 191 178 215 276 216 164 190 90 114 81 87 1 1 1 0.995 0.994 0.995 1 1 1 1 1 1 0.988 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_18430Pp3c11_18430transcript PAC:32956371protein_codingNA c.-1427_-1412delGACGTGCGTGGTTCTANA NA NA NA 1427
Chr11 12172235 GGACGTGCGTGGTTCTAG Chr11_12172235_GGACGTGCGTGGTTCTA_GGGACGTGCGTGGTTCTA_GINDEL 148982.59 255 116 129 190 177 214 276 216 164 190 90 114 80 87 255 116 129 191 178 215 276 216 164 190 90 114 81 87 1 1 1 0.995 0.994 0.995 1 1 1 1 1 1 0.988 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_18420Pp3c11_18420transcript PAC:32958519protein_codingNA c.-568_-553delGACGTGCGTGGTTCTANA NA NA NA 424
Chr11 12172235 GGACGTGCGTGGTTCTAG Chr11_12172235_GGACGTGCGTGGTTCTA_GGGACGTGCGTGGTTCTA_GINDEL 148982.59 255 116 129 190 177 214 276 216 164 190 90 114 80 87 255 116 129 191 178 215 276 216 164 190 90 114 81 87 1 1 1 0.995 0.994 0.995 1 1 1 1 1 1 0.988 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_18400-Pp3c11_18420Pp3c11_18400-Pp3c11_18420intergenic_regionPp3c11_18400-Pp3c11_18420NA NA n.12172236_12172251delGACGTGCGTGGTTCTANA NA NA NA NA
Chr11 12238183 CAT C Chr11_12238183_CAT_CCAT_C INDEL 702.35 17 7 8 0 0 1 0 0 0 0 0 1 0 0 19 7 9 14 16 16 23 17 21 16 9 13 4 12 0.895 1 0.889 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c11_18520-Pp3c11_18580Pp3c11_18520-Pp3c11_18580intergenic_regionPp3c11_18520-Pp3c11_18580NA NA n.12238184_12238185delATNA NA NA NA NA
Chr11 12724452 G GT Chr11_12724452_G_GTG_GT INDEL 16718.59 29 25 19 24 32 32 20 24 32 22 20 19 18 13 29 25 19 24 32 32 20 24 32 22 20 19 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_19220-Pp3c11_19250Pp3c11_19220-Pp3c11_19250intergenic_regionPp3c11_19220-Pp3c11_19250NA NA n.12724452_12724453insTNA NA NA NA NA
Chr11 12917419 C CTATATA Chr11_12917419_C_CTATATAC_CTATATA INDEL 13233.59 23 6 6 0 0 0 1 1 14 12 5 5 5 8 23 6 6 14 9 12 19 20 14 13 5 5 6 8 1 1 1 0 0 0 0 0 1 0.923 1 1 0.833 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c11_19629Pp3c11_19629transcript PAC:32957909protein_codingNA c.-4498_-4497insTATATANA NA NA NA 3934
Chr11 12917419 C CTATATA Chr11_12917419_C_CTATATAC_CTATATA INDEL 13233.59 23 6 6 0 0 0 1 1 14 12 5 5 5 8 23 6 6 14 9 12 19 20 14 13 5 5 6 8 1 1 1 0 0 0 0 0 1 0.923 1 1 0.833 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c11_19620Pp3c11_19620transcript PAC:32957919protein_codingNA c.*6764_*6765insTATATANA NA NA NA 4280
Chr11 12917419 C CTATATA Chr11_12917419_C_CTATATAC_CTATATA INDEL 13233.59 23 6 6 0 0 0 1 1 14 12 5 5 5 8 23 6 6 14 9 12 19 20 14 13 5 5 6 8 1 1 1 0 0 0 0 0 1 0.923 1 1 0.833 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c11_19629-Pp3c11_19670Pp3c11_19629-Pp3c11_19670intergenic_regionPp3c11_19629-Pp3c11_19670NA NA n.12917419_12917420insTATATANA NA NA NA NA
Chr11 12917419 C CTATATATA Chr11_12917419_C_CTATATATAC_CTATATATAINDEL 13233.59 0 0 0 14 9 12 18 19 0 1 0 0 1 0 23 6 6 14 9 12 19 20 14 13 5 5 6 8 0 0 0 1 1 1 0.947 0.95 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_19629Pp3c11_19629transcript PAC:32957909protein_codingNA c.-4498_-4497insTATATATANA NA NA NA 3934
Chr11 12917419 C CTATATATA Chr11_12917419_C_CTATATATAC_CTATATATAINDEL 13233.59 0 0 0 14 9 12 18 19 0 1 0 0 1 0 23 6 6 14 9 12 19 20 14 13 5 5 6 8 0 0 0 1 1 1 0.947 0.95 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c11_19620Pp3c11_19620transcript PAC:32957919protein_codingNA c.*6764_*6765insTATATATANA NA NA NA 4280
Chr11 12917419 C CTATATATA Chr11_12917419_C_CTATATATAC_CTATATATAINDEL 13233.59 0 0 0 14 9 12 18 19 0 1 0 0 1 0 23 6 6 14 9 12 19 20 14 13 5 5 6 8 0 0 0 1 1 1 0.947 0.95 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c11_19629-Pp3c11_19670Pp3c11_19629-Pp3c11_19670intergenic_regionPp3c11_19629-Pp3c11_19670NA NA n.12917419_12917420insTATATATANA NA NA NA NA
Chr11 12928268 G GT Chr11_12928268_G_GTG_GT INDEL 16314.59 26 15 14 25 18 34 31 26 25 26 20 15 13 5 26 15 14 25 18 34 31 26 25 26 20 15 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_19629-Pp3c11_19670Pp3c11_19629-Pp3c11_19670intergenic_regionPp3c11_19629-Pp3c11_19670NA NA n.12928268_12928269insTNA NA NA NA NA
Chr11 12989163 G GGCTTTAGGATTTAGGATTTGGTTAAGATTCAATTTAGAATTAGGATTTChr11_12989163_G_GGCTTTAGGATTTAGGATTTGGTTAAGATTCAATTTAGAATTAGGATTTG_GGCTTTAGGATTTAGGATTTGGTTAAGATTCAATTTAGAATTAGGATTTINDEL 21623.59 22 8 10 22 13 22 25 18 14 13 14 5 6 13 22 8 10 22 13 22 25 19 14 13 14 5 6 13 1 1 1 1 1 1 1 0.947 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_19730-Pp3c11_19760Pp3c11_19730-Pp3c11_19760intergenic_regionPp3c11_19730-Pp3c11_19760NA NA n.12989163_12989164insGCTTTAGGATTTAGGATTTGGTTAAGATTCAATTTAGAATTAGGATTTNA NA NA NA NA
Chr11 13038058 G C Chr11_13038058_G_CG_C SNP 16955.63 21 13 21 29 17 29 18 23 19 26 18 19 6 4 21 14 21 29 17 29 18 23 19 26 18 19 6 4 1 0.929 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_19760-Pp3c11_19790Pp3c11_19760-Pp3c11_19790intergenic_regionPp3c11_19760-Pp3c11_19790NA NA n.13038058G>CNA NA NA NA NA
Chr11 13061002 G A Chr11_13061002_G_AG_A SNP 15866.63 32 13 17 24 32 17 42 19 19 25 23 21 4 12 32 13 17 24 32 17 42 19 19 25 23 21 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_19790-Pp3c11_19840Pp3c11_19790-Pp3c11_19840intergenic_regionPp3c11_19790-Pp3c11_19840NA NA n.13061002G>ANA NA NA NA NA
Chr11 13152764 T C Chr11_13152764_T_CT_C SNP 3732.29 0 0 0 16 12 20 22 19 0 0 0 0 0 0 30 14 13 16 12 20 22 19 20 16 11 23 17 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c11_19850-Pp3c11_19940Pp3c11_19850-Pp3c11_19940intergenic_regionPp3c11_19850-Pp3c11_19940NA NA n.13152764T>CNA NA NA NA NA
Chr11 13253495 G C Chr11_13253495_G_CG_C SNP 21884.63 25 22 26 26 22 24 34 29 24 25 13 25 20 14 25 22 26 26 22 24 34 29 24 25 13 25 20 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_19990Pp3c11_19990transcript PAC:32959527protein_codingNA c.-1084G>C NA NA NA NA 640
Chr11 13253495 G C Chr11_13253495_G_CG_C SNP 21884.63 25 22 26 26 22 24 34 29 24 25 13 25 20 14 25 22 26 26 22 24 34 29 24 25 13 25 20 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_19990Pp3c11_19990transcript PAC:32959528protein_codingNA c.-1084G>C NA NA NA NA 649
Chr11 13253495 G C Chr11_13253495_G_CG_C SNP 21884.63 25 22 26 26 22 24 34 29 24 25 13 25 20 14 25 22 26 26 22 24 34 29 24 25 13 25 20 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_19970-Pp3c11_19990Pp3c11_19970-Pp3c11_19990intergenic_regionPp3c11_19970-Pp3c11_19990NA NA n.13253495G>CNA NA NA NA NA
Chr11 13420881 AAT A Chr11_13420881_AAT_AAAT_A INDEL 1210.35 20 12 10 1 0 1 1 0 0 0 0 0 0 0 20 12 11 23 14 22 15 13 9 8 5 12 4 9 1 1 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c11_20200Pp3c11_20200transcript PAC:32956891protein_codingNA c.*2406_*2407delATNA NA NA NA 2406
Chr11 13420881 AAT A Chr11_13420881_AAT_AAAT_A INDEL 1210.35 20 12 10 1 0 1 1 0 0 0 0 0 0 0 20 12 11 23 14 22 15 13 9 8 5 12 4 9 1 1 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c11_20200-Pp3c11_20220Pp3c11_20200-Pp3c11_20220intergenic_regionPp3c11_20200-Pp3c11_20220NA NA n.13420882_13420883delATNA NA NA NA NA
Chr11 13447175 C A Chr11_13447175_C_AC_A SNP 4582.29 0 0 0 9 14 26 35 18 0 0 0 0 0 0 33 13 18 10 14 27 35 18 20 15 12 9 5 7 0 0 0 0.9 1 0.963 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c11_20220-Pp3c11_20260Pp3c11_20220-Pp3c11_20260intergenic_regionPp3c11_20220-Pp3c11_20260NA NA n.13447175C>ANA NA NA NA NA
Chr11 13613556 A C Chr11_13613556_A_CA_C SNP 10954.63 14 12 6 10 13 15 17 11 12 7 6 23 6 10 14 12 6 10 13 15 17 11 12 7 6 23 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958169protein_coding 01-févr c.-847A>C NA NA NA NA 1036
Chr11 13613556 A C Chr11_13613556_A_CA_C SNP 10954.63 14 12 6 10 13 15 17 11 12 7 6 23 6 10 14 12 6 10 13 15 17 11 12 7 6 23 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958172protein_coding 01-mars c.-303A>C NA NA NA NA 1036
Chr11 13613556 A C Chr11_13613556_A_CA_C SNP 10954.63 14 12 6 10 13 15 17 11 12 7 6 23 6 10 14 12 6 10 13 15 17 11 12 7 6 23 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958170protein_coding 01-mars c.-310A>C NA NA NA NA 1036
Chr11 13613556 A C Chr11_13613556_A_CA_C SNP 10954.63 14 12 6 10 13 15 17 11 12 7 6 23 6 10 14 12 6 10 13 15 17 11 12 7 6 23 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958175protein_codingNA c.-1036A>C NA NA NA NA 6
Chr11 13613556 A C Chr11_13613556_A_CA_C SNP 10954.63 14 12 6 10 13 15 17 11 12 7 6 23 6 10 14 12 6 10 13 15 17 11 12 7 6 23 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958173protein_codingNA c.-1036A>C NA NA NA NA 13
Chr11 13613556 A C Chr11_13613556_A_CA_C SNP 10954.63 14 12 6 10 13 15 17 11 12 7 6 23 6 10 14 12 6 10 13 15 17 11 12 7 6 23 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958174protein_codingNA c.-1036A>C NA NA NA NA 13
Chr11 13613556 A C Chr11_13613556_A_CA_C SNP 10954.63 14 12 6 10 13 15 17 11 12 7 6 23 6 10 14 12 6 10 13 15 17 11 12 7 6 23 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958171protein_codingNA c.-1036A>C NA NA NA NA 13
Chr11 13613559 A C Chr11_13613559_A_CA_C SNP 9992.63 15 9 5 9 12 13 15 7 8 5 4 19 4 9 15 9 5 9 12 13 15 7 8 5 4 19 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958169protein_coding 01-févr c.-844A>C NA NA NA NA 1033
Chr11 13613559 A C Chr11_13613559_A_CA_C SNP 9992.63 15 9 5 9 12 13 15 7 8 5 4 19 4 9 15 9 5 9 12 13 15 7 8 5 4 19 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958172protein_coding 01-mars c.-300A>C NA NA NA NA 1033
Chr11 13613559 A C Chr11_13613559_A_CA_C SNP 9992.63 15 9 5 9 12 13 15 7 8 5 4 19 4 9 15 9 5 9 12 13 15 7 8 5 4 19 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958170protein_coding 01-mars c.-307A>C NA NA NA NA 1033
Chr11 13613559 A C Chr11_13613559_A_CA_C SNP 9992.63 15 9 5 9 12 13 15 7 8 5 4 19 4 9 15 9 5 9 12 13 15 7 8 5 4 19 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958175protein_codingNA c.-1033A>C NA NA NA NA 3
Chr11 13613559 A C Chr11_13613559_A_CA_C SNP 9992.63 15 9 5 9 12 13 15 7 8 5 4 19 4 9 15 9 5 9 12 13 15 7 8 5 4 19 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958173protein_codingNA c.-1033A>C NA NA NA NA 10
Chr11 13613559 A C Chr11_13613559_A_CA_C SNP 9992.63 15 9 5 9 12 13 15 7 8 5 4 19 4 9 15 9 5 9 12 13 15 7 8 5 4 19 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958174protein_codingNA c.-1033A>C NA NA NA NA 10
Chr11 13613559 A C Chr11_13613559_A_CA_C SNP 9992.63 15 9 5 9 12 13 15 7 8 5 4 19 4 9 15 9 5 9 12 13 15 7 8 5 4 19 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_20500Pp3c11_20500transcript PAC:32958171protein_codingNA c.-1033A>C NA NA NA NA 10
Chr11 14024084 T TC Chr11_14024084_T_TCT_TC INDEL 13623.59 24 15 11 23 21 23 11 27 14 18 14 13 9 10 24 15 11 23 21 23 11 27 14 18 14 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c11_20990Pp3c11_20990transcript PAC:32959257protein_coding 02-mars c.*309dupG NA NA NA NA 309
Chr11 14024084 T TC Chr11_14024084_T_TCT_TC INDEL 13623.59 24 15 11 23 21 23 11 27 14 18 14 13 9 10 24 15 11 23 21 23 11 27 14 18 14 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_21000Pp3c11_21000transcript PAC:32956328protein_codingNA c.-6995_-6994insCNA NA NA NA 4903
Chr11 14024084 T TC Chr11_14024084_T_TCT_TC INDEL 13623.59 24 15 11 23 21 23 11 27 14 18 14 13 9 10 24 15 11 23 21 23 11 27 14 18 14 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_20980Pp3c11_20980transcript PAC:32959668protein_codingNA c.*2064_*2065insCNA NA NA NA 1871
Chr11 14024084 T TC Chr11_14024084_T_TCT_TC INDEL 13623.59 24 15 11 23 21 23 11 27 14 18 14 13 9 10 24 15 11 23 21 23 11 27 14 18 14 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_20980Pp3c11_20980transcript PAC:32959669protein_codingNA c.*2064_*2065insCNA NA NA NA 1871
Chr11 14024084 T TC Chr11_14024084_T_TCT_TC INDEL 13623.59 24 15 11 23 21 23 11 27 14 18 14 13 9 10 24 15 11 23 21 23 11 27 14 18 14 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_20990Pp3c11_20990transcript PAC:32959254protein_coding 02-févr c.1069-310dupGNA NA NA NA NA
Chr11 14024084 T TC Chr11_14024084_T_TCT_TC INDEL 13623.59 24 15 11 23 21 23 11 27 14 18 14 13 9 10 24 15 11 23 21 23 11 27 14 18 14 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_20990Pp3c11_20990transcript PAC:32959255protein_coding 02-févr c.*143+166dupGNA NA NA NA NA
Chr11 14024084 T TC Chr11_14024084_T_TCT_TC INDEL 13623.59 24 15 11 23 21 23 11 27 14 18 14 13 9 10 24 15 11 23 21 23 11 27 14 18 14 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_20990Pp3c11_20990transcript PAC:32959256protein_coding 02-févr c.*144-77dupGNA NA NA NA NA
Chr11 14045856 A AAT Chr11_14045856_A_AATA_AAT INDEL 1134.35 15 13 12 0 0 0 2 2 0 1 0 1 1 0 15 13 12 12 15 19 18 22 15 11 12 9 5 6 1 1 1 0 0 0 0.111 0.091 0 0 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c11_21020Pp3c11_21020transcript PAC:32957611protein_codingNA c.-5060_-5059insATNA NA NA NA 4424
Chr11 14045856 A AAT Chr11_14045856_A_AATA_AAT INDEL 1134.35 15 13 12 0 0 0 2 2 0 1 0 1 1 0 15 13 12 12 15 19 18 22 15 11 12 9 5 6 1 1 1 0 0 0 0.111 0.091 0 0 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c11_21020Pp3c11_21020transcript PAC:32957614protein_codingNA c.-5060_-5059insATNA NA NA NA 4455
Chr11 14045856 A AAT Chr11_14045856_A_AATA_AAT INDEL 1134.35 15 13 12 0 0 0 2 2 0 1 0 1 1 0 15 13 12 12 15 19 18 22 15 11 12 9 5 6 1 1 1 0 0 0 0.111 0.091 0 0 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c11_21020Pp3c11_21020transcript PAC:32957613protein_codingNA c.-5060_-5059insATNA NA NA NA 4604
Chr11 14045856 A AAT Chr11_14045856_A_AATA_AAT INDEL 1134.35 15 13 12 0 0 0 2 2 0 1 0 1 1 0 15 13 12 12 15 19 18 22 15 11 12 9 5 6 1 1 1 0 0 0 0.111 0.091 0 0 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c11_21020Pp3c11_21020transcript PAC:32957612protein_codingNA c.-5060_-5059insATNA NA NA NA 4424
Chr11 14045856 A AAT Chr11_14045856_A_AATA_AAT INDEL 1134.35 15 13 12 0 0 0 2 2 0 1 0 1 1 0 15 13 12 12 15 19 18 22 15 11 12 9 5 6 1 1 1 0 0 0 0.111 0.091 0 0 0 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c11_21020-Pp3c11_21050Pp3c11_21020-Pp3c11_21050intergenic_regionPp3c11_21020-Pp3c11_21050NA NA n.14045856_14045857insATNA NA NA NA NA
Chr11 14136631 G GA Chr11_14136631_G_GAG_GA INDEL 14102.59 29 18 12 17 17 31 25 21 12 22 8 14 5 10 29 18 12 17 17 31 25 21 12 22 8 14 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21140Pp3c11_21140transcript PAC:32959204protein_codingNA c.*1205_*1206insANA NA NA NA 767
Chr11 14136631 G GA Chr11_14136631_G_GAG_GA INDEL 14102.59 29 18 12 17 17 31 25 21 12 22 8 14 5 10 29 18 12 17 17 31 25 21 12 22 8 14 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21140Pp3c11_21140transcript PAC:32959205protein_codingNA c.*1205_*1206insANA NA NA NA 688
Chr11 14136631 G GA Chr11_14136631_G_GAG_GA INDEL 14102.59 29 18 12 17 17 31 25 21 12 22 8 14 5 10 29 18 12 17 17 31 25 21 12 22 8 14 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_21140-Pp3c11_21180Pp3c11_21140-Pp3c11_21180intergenic_regionPp3c11_21140-Pp3c11_21180NA NA n.14136631_14136632insANA NA NA NA NA
Chr11 14137679 C CTA Chr11_14137679_C_CTAC_CTA INDEL 2939.24 0 0 2 14 11 17 26 10 0 1 0 0 0 0 23 7 13 14 11 18 26 10 12 13 11 8 5 4 0 0 0.154 1 1 0.944 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c11_21140Pp3c11_21140transcript PAC:32959204protein_codingNA c.*2253_*2254insTANA NA NA NA 1815
Chr11 14137679 C CTA Chr11_14137679_C_CTAC_CTA INDEL 2939.24 0 0 2 14 11 17 26 10 0 1 0 0 0 0 23 7 13 14 11 18 26 10 12 13 11 8 5 4 0 0 0.154 1 1 0.944 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c11_21140Pp3c11_21140transcript PAC:32959205protein_codingNA c.*2253_*2254insTANA NA NA NA 1736
Chr11 14137679 C CTA Chr11_14137679_C_CTAC_CTA INDEL 2939.24 0 0 2 14 11 17 26 10 0 1 0 0 0 0 23 7 13 14 11 18 26 10 12 13 11 8 5 4 0 0 0.154 1 1 0.944 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c11_21140-Pp3c11_21180Pp3c11_21140-Pp3c11_21180intergenic_regionPp3c11_21140-Pp3c11_21180NA NA n.14137679_14137680insTANA NA NA NA NA
Chr11 14308803 G GA Chr11_14308803_G_GAG_GA INDEL 16193.59 24 11 19 21 26 25 27 28 29 15 10 14 12 9 24 11 19 21 26 25 27 28 29 15 10 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_21550Pp3c11_21550transcript PAC:32958588protein_codingNA c.-3083_-3082insANA NA NA NA 3082
Chr11 14308803 G GA Chr11_14308803_G_GAG_GA INDEL 16193.59 24 11 19 21 26 25 27 28 29 15 10 14 12 9 24 11 19 21 26 25 27 28 29 15 10 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21520Pp3c11_21520transcript PAC:32958407protein_codingNA c.*2051_*2052insANA NA NA NA 2019
Chr11 14308803 G GA Chr11_14308803_G_GAG_GA INDEL 16193.59 24 11 19 21 26 25 27 28 29 15 10 14 12 9 24 11 19 21 26 25 27 28 29 15 10 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21520Pp3c11_21520transcript PAC:32958408protein_codingNA c.*2051_*2052insANA NA NA NA 1929
Chr11 14308803 G GA Chr11_14308803_G_GAG_GA INDEL 16193.59 24 11 19 21 26 25 27 28 29 15 10 14 12 9 24 11 19 21 26 25 27 28 29 15 10 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21520Pp3c11_21520transcript PAC:32958409protein_codingNA c.*2051_*2052insANA NA NA NA 2017
Chr11 14308803 G GA Chr11_14308803_G_GAG_GA INDEL 16193.59 24 11 19 21 26 25 27 28 29 15 10 14 12 9 24 11 19 21 26 25 27 28 29 15 10 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_21520-Pp3c11_21550Pp3c11_21520-Pp3c11_21550intergenic_regionPp3c11_21520-Pp3c11_21550NA NA n.14308803_14308804insANA NA NA NA NA
Chr11 14432293 CA C Chr11_14432293_CA_CCA_C INDEL 16438.59 29 15 12 28 21 20 13 30 27 16 18 8 8 15 29 15 12 28 21 20 13 30 27 16 18 8 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_21690-Pp3c11_21730Pp3c11_21690-Pp3c11_21730intergenic_regionPp3c11_21690-Pp3c11_21730NA NA n.14432294delANA NA NA NA NA
Chr11 14530345 T TGAAC Chr11_14530345_T_TGAACT_TGAAC INDEL 19420.59 23 6 18 27 9 18 21 26 20 27 9 16 10 9 23 6 18 27 9 18 21 26 20 27 9 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21830Pp3c11_21830transcript PAC:32956541protein_codingNA c.*2987_*2988insGAACNA NA NA NA 2292
Chr11 14530345 T TGAAC Chr11_14530345_T_TGAACT_TGAAC INDEL 19420.59 23 6 18 27 9 18 21 26 20 27 9 16 10 9 23 6 18 27 9 18 21 26 20 27 9 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21830Pp3c11_21830transcript PAC:32956545protein_codingNA c.*2987_*2988insGAACNA NA NA NA 2084
Chr11 14530345 T TGAAC Chr11_14530345_T_TGAACT_TGAAC INDEL 19420.59 23 6 18 27 9 18 21 26 20 27 9 16 10 9 23 6 18 27 9 18 21 26 20 27 9 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21830Pp3c11_21830transcript PAC:32956542protein_codingNA c.*2987_*2988insGAACNA NA NA NA 2292
Chr11 14530345 T TGAAC Chr11_14530345_T_TGAACT_TGAAC INDEL 19420.59 23 6 18 27 9 18 21 26 20 27 9 16 10 9 23 6 18 27 9 18 21 26 20 27 9 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21830Pp3c11_21830transcript PAC:32956543protein_codingNA c.*2987_*2988insGAACNA NA NA NA 2292
Chr11 14530345 T TGAAC Chr11_14530345_T_TGAACT_TGAAC INDEL 19420.59 23 6 18 27 9 18 21 26 20 27 9 16 10 9 23 6 18 27 9 18 21 26 20 27 9 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21830Pp3c11_21830transcript PAC:32956544protein_codingNA c.*2987_*2988insGAACNA NA NA NA 2292
Chr11 14530345 T TGAAC Chr11_14530345_T_TGAACT_TGAAC INDEL 19420.59 23 6 18 27 9 18 21 26 20 27 9 16 10 9 23 6 18 27 9 18 21 26 20 27 9 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_21830-Pp3c11_21850Pp3c11_21830-Pp3c11_21850intergenic_regionPp3c11_21830-Pp3c11_21850NA NA n.14530345_14530346insGAACNA NA NA NA NA
Chr11 14530347 TTTCC T Chr11_14530347_TTTCC_TTTTCC_T INDEL 19420.59 24 7 19 27 9 16 22 27 22 28 10 17 9 9 24 7 19 27 9 16 22 27 22 28 10 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21830Pp3c11_21830transcript PAC:32956541protein_codingNA c.*2990_*2993delTTCCNA NA NA NA 2294
Chr11 14530347 TTTCC T Chr11_14530347_TTTCC_TTTTCC_T INDEL 19420.59 24 7 19 27 9 16 22 27 22 28 10 17 9 9 24 7 19 27 9 16 22 27 22 28 10 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21830Pp3c11_21830transcript PAC:32956545protein_codingNA c.*2990_*2993delTTCCNA NA NA NA 2086
Chr11 14530347 TTTCC T Chr11_14530347_TTTCC_TTTTCC_T INDEL 19420.59 24 7 19 27 9 16 22 27 22 28 10 17 9 9 24 7 19 27 9 16 22 27 22 28 10 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21830Pp3c11_21830transcript PAC:32956542protein_codingNA c.*2990_*2993delTTCCNA NA NA NA 2294
Chr11 14530347 TTTCC T Chr11_14530347_TTTCC_TTTTCC_T INDEL 19420.59 24 7 19 27 9 16 22 27 22 28 10 17 9 9 24 7 19 27 9 16 22 27 22 28 10 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21830Pp3c11_21830transcript PAC:32956543protein_codingNA c.*2990_*2993delTTCCNA NA NA NA 2294
Chr11 14530347 TTTCC T Chr11_14530347_TTTCC_TTTTCC_T INDEL 19420.59 24 7 19 27 9 16 22 27 22 28 10 17 9 9 24 7 19 27 9 16 22 27 22 28 10 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_21830Pp3c11_21830transcript PAC:32956544protein_codingNA c.*2990_*2993delTTCCNA NA NA NA 2294
Chr11 14530347 TTTCC T Chr11_14530347_TTTCC_TTTTCC_T INDEL 19420.59 24 7 19 27 9 16 22 27 22 28 10 17 9 9 24 7 19 27 9 16 22 27 22 28 10 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_21830-Pp3c11_21850Pp3c11_21830-Pp3c11_21850intergenic_regionPp3c11_21830-Pp3c11_21850NA NA n.14530348_14530351delTTCCNA NA NA NA NA
Chr11 14646211 G C Chr11_14646211_G_CG_C SNP 16300.63 26 10 14 25 15 21 31 25 14 24 17 12 6 10 27 10 14 25 15 21 31 26 14 24 17 12 6 10 0.963 1 1 1 1 1 1 0.962 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c11_22100Pp3c11_22100transcript PAC:32957835protein_coding 01-janv c.31C>G p.Gln11Glu 31/153 31/153 nov-50 NA
Chr11 14646211 G C Chr11_14646211_G_CG_C SNP 16300.63 26 10 14 25 15 21 31 25 14 24 17 12 6 10 27 10 14 25 15 21 31 26 14 24 17 12 6 10 0.963 1 1 1 1 1 1 0.962 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_22090Pp3c11_22090transcript PAC:32957824protein_codingNA c.-3056C>G NA NA NA NA 3056
Chr11 14646211 G C Chr11_14646211_G_CG_C SNP 16300.63 26 10 14 25 15 21 31 25 14 24 17 12 6 10 27 10 14 25 15 21 31 26 14 24 17 12 6 10 0.963 1 1 1 1 1 1 0.962 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22110Pp3c11_22110transcript PAC:32956765protein_codingNA c.*750C>G NA NA NA NA 750
Chr11 14894092 AAT A Chr11_14894092_AAT_AAAT_A INDEL 5447.11 0 0 2 11 15 17 20 13 0 0 0 0 0 0 22 9 14 11 15 17 20 13 14 12 7 7 10 5 0 0 0.143 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c11_22520Pp3c11_22520transcript PAC:32959597protein_codingNA c.*4776_*4777delATNA NA NA NA 4258
Chr11 14894092 AAT A Chr11_14894092_AAT_AAAT_A INDEL 5447.11 0 0 2 11 15 17 20 13 0 0 0 0 0 0 22 9 14 11 15 17 20 13 14 12 7 7 10 5 0 0 0.143 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c11_22520Pp3c11_22520transcript PAC:32959598protein_codingNA c.*4776_*4777delATNA NA NA NA 4337
Chr11 14894092 AAT A Chr11_14894092_AAT_AAAT_A INDEL 5447.11 0 0 2 11 15 17 20 13 0 0 0 0 0 0 22 9 14 11 15 17 20 13 14 12 7 7 10 5 0 0 0.143 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c11_22450-Pp3c11_22520Pp3c11_22450-Pp3c11_22520intergenic_regionPp3c11_22450-Pp3c11_22520NA NA n.14894093_14894094delATNA NA NA NA NA
Chr11 14970443 C A Chr11_14970443_C_AC_A SNP 7901.63 9 5 8 8 13 11 12 10 6 9 4 10 4 6 9 5 8 8 13 11 12 10 6 9 4 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_22640Pp3c11_22640transcript PAC:32957637protein_codingNA c.-609G>T NA NA NA NA 472
Chr11 14970443 C A Chr11_14970443_C_AC_A SNP 7901.63 9 5 8 8 13 11 12 10 6 9 4 10 4 6 9 5 8 8 13 11 12 10 6 9 4 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_22640Pp3c11_22640transcript PAC:32957638protein_codingNA c.-609G>T NA NA NA NA 496
Chr11 14970443 C A Chr11_14970443_C_AC_A SNP 7901.63 9 5 8 8 13 11 12 10 6 9 4 10 4 6 9 5 8 8 13 11 12 10 6 9 4 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958762protein_codingNA c.*2212G>T NA NA NA NA 825
Chr11 14970443 C A Chr11_14970443_C_AC_A SNP 7901.63 9 5 8 8 13 11 12 10 6 9 4 10 4 6 9 5 8 8 13 11 12 10 6 9 4 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958763protein_codingNA c.*2212G>T NA NA NA NA 825
Chr11 14970443 C A Chr11_14970443_C_AC_A SNP 7901.63 9 5 8 8 13 11 12 10 6 9 4 10 4 6 9 5 8 8 13 11 12 10 6 9 4 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958764protein_codingNA c.*2212G>T NA NA NA NA 1913
Chr11 14970443 C A Chr11_14970443_C_AC_A SNP 7901.63 9 5 8 8 13 11 12 10 6 9 4 10 4 6 9 5 8 8 13 11 12 10 6 9 4 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_22640-Pp3c11_22660Pp3c11_22640-Pp3c11_22660intergenic_regionPp3c11_22640-Pp3c11_22660NA NA n.14970443C>ANA NA NA NA NA
Chr11 14970445 C A Chr11_14970445_C_AC_A SNP 7945.63 9 5 7 9 13 11 11 10 6 9 4 10 4 5 9 5 7 9 13 11 11 10 6 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_22640Pp3c11_22640transcript PAC:32957637protein_codingNA c.-611G>T NA NA NA NA 474
Chr11 14970445 C A Chr11_14970445_C_AC_A SNP 7945.63 9 5 7 9 13 11 11 10 6 9 4 10 4 5 9 5 7 9 13 11 11 10 6 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_22640Pp3c11_22640transcript PAC:32957638protein_codingNA c.-611G>T NA NA NA NA 498
Chr11 14970445 C A Chr11_14970445_C_AC_A SNP 7945.63 9 5 7 9 13 11 11 10 6 9 4 10 4 5 9 5 7 9 13 11 11 10 6 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958762protein_codingNA c.*2210G>T NA NA NA NA 823
Chr11 14970445 C A Chr11_14970445_C_AC_A SNP 7945.63 9 5 7 9 13 11 11 10 6 9 4 10 4 5 9 5 7 9 13 11 11 10 6 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958763protein_codingNA c.*2210G>T NA NA NA NA 823
Chr11 14970445 C A Chr11_14970445_C_AC_A SNP 7945.63 9 5 7 9 13 11 11 10 6 9 4 10 4 5 9 5 7 9 13 11 11 10 6 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958764protein_codingNA c.*2210G>T NA NA NA NA 1911
Chr11 14970445 C A Chr11_14970445_C_AC_A SNP 7945.63 9 5 7 9 13 11 11 10 6 9 4 10 4 5 9 5 7 9 13 11 11 10 6 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_22640-Pp3c11_22660Pp3c11_22640-Pp3c11_22660intergenic_regionPp3c11_22640-Pp3c11_22660NA NA n.14970445C>ANA NA NA NA NA
Chr11 14970447 C A Chr11_14970447_C_AC_A SNP 7764.63 9 5 7 10 13 11 11 9 7 9 4 10 4 5 9 5 7 10 13 11 11 9 7 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_22640Pp3c11_22640transcript PAC:32957637protein_codingNA c.-613G>T NA NA NA NA 476
Chr11 14970447 C A Chr11_14970447_C_AC_A SNP 7764.63 9 5 7 10 13 11 11 9 7 9 4 10 4 5 9 5 7 10 13 11 11 9 7 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_22640Pp3c11_22640transcript PAC:32957638protein_codingNA c.-613G>T NA NA NA NA 500
Chr11 14970447 C A Chr11_14970447_C_AC_A SNP 7764.63 9 5 7 10 13 11 11 9 7 9 4 10 4 5 9 5 7 10 13 11 11 9 7 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958762protein_codingNA c.*2208G>T NA NA NA NA 821
Chr11 14970447 C A Chr11_14970447_C_AC_A SNP 7764.63 9 5 7 10 13 11 11 9 7 9 4 10 4 5 9 5 7 10 13 11 11 9 7 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958763protein_codingNA c.*2208G>T NA NA NA NA 821
Chr11 14970447 C A Chr11_14970447_C_AC_A SNP 7764.63 9 5 7 10 13 11 11 9 7 9 4 10 4 5 9 5 7 10 13 11 11 9 7 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958764protein_codingNA c.*2208G>T NA NA NA NA 1909
Chr11 14970447 C A Chr11_14970447_C_AC_A SNP 7764.63 9 5 7 10 13 11 11 9 7 9 4 10 4 5 9 5 7 10 13 11 11 9 7 9 4 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_22640-Pp3c11_22660Pp3c11_22640-Pp3c11_22660intergenic_regionPp3c11_22640-Pp3c11_22660NA NA n.14970447C>ANA NA NA NA NA
Chr11 14973943 C CT Chr11_14973943_C_CTC_CT INDEL 17570.59 26 16 13 28 16 20 35 26 32 25 9 18 7 6 26 16 13 28 16 20 35 26 32 25 9 18 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_22640Pp3c11_22640transcript PAC:32957637protein_codingNA c.-4110_-4109insANA NA NA NA 3973
Chr11 14973943 C CT Chr11_14973943_C_CTC_CT INDEL 17570.59 26 16 13 28 16 20 35 26 32 25 9 18 7 6 26 16 13 28 16 20 35 26 32 25 9 18 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_22640Pp3c11_22640transcript PAC:32957638protein_codingNA c.-4110_-4109insANA NA NA NA 3997
Chr11 14973943 C CT Chr11_14973943_C_CTC_CT INDEL 17570.59 26 16 13 28 16 20 35 26 32 25 9 18 7 6 26 16 13 28 16 20 35 26 32 25 9 18 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958762protein_coding 09-oct c.2178+33_2178+34insANA NA NA NA NA
Chr11 14973943 C CT Chr11_14973943_C_CTC_CT INDEL 17570.59 26 16 13 28 16 20 35 26 32 25 9 18 7 6 26 16 13 28 16 20 35 26 32 25 9 18 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958763protein_coding 09-oct c.2178+33_2178+34insANA NA NA NA NA
Chr11 14973943 C CT Chr11_14973943_C_CTC_CT INDEL 17570.59 26 16 13 28 16 20 35 26 32 25 9 18 7 6 26 16 13 28 16 20 35 26 32 25 9 18 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_22660Pp3c11_22660transcript PAC:32958764protein_coding 08-sept c.2178+33_2178+34insANA NA NA NA NA
Chr11 14994965 G T Chr11_14994965_G_TG_T SNP 18395.63 31 10 18 33 29 29 26 27 33 29 11 17 16 10 31 10 18 33 29 29 26 27 33 29 11 17 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22710Pp3c11_22710transcript PAC:32957018protein_codingNA c.*1011G>T NA NA NA NA 1011
Chr11 14994965 G T Chr11_14994965_G_TG_T SNP 18395.63 31 10 18 33 29 29 26 27 33 29 11 17 16 10 31 10 18 33 29 29 26 27 33 29 11 17 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22710Pp3c11_22710transcript PAC:32957020protein_codingNA c.*1011G>T NA NA NA NA 388
Chr11 14994965 G T Chr11_14994965_G_TG_T SNP 18395.63 31 10 18 33 29 29 26 27 33 29 11 17 16 10 31 10 18 33 29 29 26 27 33 29 11 17 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_22710Pp3c11_22710transcript PAC:32957019protein_codingNA c.*1011G>T NA NA NA NA 435
Chr11 14994965 G T Chr11_14994965_G_TG_T SNP 18395.63 31 10 18 33 29 29 26 27 33 29 11 17 16 10 31 10 18 33 29 29 26 27 33 29 11 17 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_22710-Pp3c11_22720Pp3c11_22710-Pp3c11_22720intergenic_regionPp3c11_22710-Pp3c11_22720NA NA n.14994965G>TNA NA NA NA NA
Chr11 15254357 A AT Chr11_15254357_A_ATA_AT INDEL 17617.59 31 10 22 24 25 34 24 34 20 39 10 19 12 11 31 10 22 24 25 34 24 34 20 39 10 19 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_23190-Pp3c11_23198Pp3c11_23190-Pp3c11_23198intergenic_regionPp3c11_23190-Pp3c11_23198NA NA n.15254357_15254358insTNA NA NA NA NA
Chr11 15865163 G GAT Chr11_15865163_G_GATG_GAT INDEL 2725.24 0 1 0 19 11 14 22 16 0 0 0 0 0 1 16 8 8 20 11 14 24 16 18 8 5 8 12 17 0 0 0 0.95 1 1 0.917 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_24240Pp3c11_24240transcript PAC:32958220protein_codingNA c.-906_-905insATNA NA NA NA 287
Chr11 15865163 G GAT Chr11_15865163_G_GATG_GAT INDEL 2725.24 0 1 0 19 11 14 22 16 0 0 0 0 0 1 16 8 8 20 11 14 24 16 18 8 5 8 12 17 0 0 0 0.95 1 1 0.917 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_24240Pp3c11_24240transcript PAC:32958221protein_codingNA c.-906_-905insATNA NA NA NA 285
Chr11 15865163 G GAT Chr11_15865163_G_GATG_GAT INDEL 2725.24 0 1 0 19 11 14 22 16 0 0 0 0 0 1 16 8 8 20 11 14 24 16 18 8 5 8 12 17 0 0 0 0.95 1 1 0.917 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_24240Pp3c11_24240transcript PAC:32958222protein_codingNA c.-906_-905insATNA NA NA NA 335
Chr11 15865163 G GAT Chr11_15865163_G_GATG_GAT INDEL 2725.24 0 1 0 19 11 14 22 16 0 0 0 0 0 1 16 8 8 20 11 14 24 16 18 8 5 8 12 17 0 0 0 0.95 1 1 0.917 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c11_24240Pp3c11_24240transcript PAC:32958223protein_codingNA c.-906_-905insATNA NA NA NA 324
Chr11 15865163 G GAT Chr11_15865163_G_GATG_GAT INDEL 2725.24 0 1 0 19 11 14 22 16 0 0 0 0 0 1 16 8 8 20 11 14 24 16 18 8 5 8 12 17 0 0 0 0.95 1 1 0.917 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c11_24240-Pp3c11_24300Pp3c11_24240-Pp3c11_24300intergenic_regionPp3c11_24240-Pp3c11_24300NA NA n.15865163_15865164insATNA NA NA NA NA
Chr11 15895516 A AT Chr11_15895516_A_ATA_AT INDEL 16415.59 20 13 20 32 20 14 15 21 24 17 21 12 10 13 20 13 20 32 20 14 15 21 24 17 21 12 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24300-Pp3c11_24330Pp3c11_24300-Pp3c11_24330intergenic_regionPp3c11_24300-Pp3c11_24330NA NA n.15895516_15895517insTNA NA NA NA NA
Chr11 15898182 C A Chr11_15898182_C_AC_A SNP 20278.63 21 11 23 39 26 33 28 18 19 30 16 20 11 16 21 11 23 39 26 33 28 18 19 30 16 20 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24300-Pp3c11_24330Pp3c11_24300-Pp3c11_24330intergenic_regionPp3c11_24300-Pp3c11_24330NA NA n.15898182C>ANA NA NA NA NA
Chr11 15898420 C A Chr11_15898420_C_AC_A SNP 18986.63 32 16 20 22 21 32 22 21 23 28 19 26 8 14 32 16 20 22 21 32 22 21 23 28 19 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24300-Pp3c11_24330Pp3c11_24300-Pp3c11_24330intergenic_regionPp3c11_24300-Pp3c11_24330NA NA n.15898420C>ANA NA NA NA NA
Chr11 15904093 A C Chr11_15904093_A_CA_C SNP 19584.63 22 16 13 23 23 30 22 22 20 19 14 32 11 12 22 16 13 23 23 30 22 22 20 19 14 32 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24300-Pp3c11_24330Pp3c11_24300-Pp3c11_24330intergenic_regionPp3c11_24300-Pp3c11_24330NA NA n.15904093A>CNA NA NA NA NA
Chr11 15904172 TG T Chr11_15904172_TG_TTG_T INDEL 17082.59 22 15 12 27 24 25 19 22 26 17 19 17 14 7 22 15 12 27 24 25 19 22 26 17 19 17 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24300-Pp3c11_24330Pp3c11_24300-Pp3c11_24330intergenic_regionPp3c11_24300-Pp3c11_24330NA NA n.15904173delGNA NA NA NA NA
Chr11 15926130 A G Chr11_15926130_A_GA_G SNP 18211.63 28 10 13 29 17 24 24 27 18 25 19 12 15 9 28 11 13 29 17 24 24 27 18 25 19 12 15 9 1 0.909 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24300-Pp3c11_24330Pp3c11_24300-Pp3c11_24330intergenic_regionPp3c11_24300-Pp3c11_24330NA NA n.15926130A>GNA NA NA NA NA
Chr11 16186593 A C Chr11_16186593_A_CA_C SNP 2001.39 26 12 9 0 0 0 0 0 0 0 0 0 0 0 26 12 9 22 15 26 24 20 26 28 10 21 5 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 3_prime_UTR_variantMODIFIER Pp3c11_24900Pp3c11_24900transcript PAC:32958732protein_coding 06-juin c.*257T>G NA NA NA NA 257
Chr11 16186593 A C Chr11_16186593_A_CA_C SNP 2001.39 26 12 9 0 0 0 0 0 0 0 0 0 0 0 26 12 9 22 15 26 24 20 26 28 10 21 5 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 3_prime_UTR_variantMODIFIER Pp3c11_24900Pp3c11_24900transcript PAC:32958734protein_coding 06-juin c.*257T>G NA NA NA NA 257
Chr11 16186593 A C Chr11_16186593_A_CA_C SNP 2001.39 26 12 9 0 0 0 0 0 0 0 0 0 0 0 26 12 9 22 15 26 24 20 26 28 10 21 5 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 3_prime_UTR_variantMODIFIER Pp3c11_24900Pp3c11_24900transcript PAC:32958735protein_coding 06-juin c.*257T>G NA NA NA NA 257
Chr11 16186593 A C Chr11_16186593_A_CA_C SNP 2001.39 26 12 9 0 0 0 0 0 0 0 0 0 0 0 26 12 9 22 15 26 24 20 26 28 10 21 5 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 3_prime_UTR_variantMODIFIER Pp3c11_24900Pp3c11_24900transcript PAC:32958733protein_coding 07-juil c.*257T>G NA NA NA NA 257
Chr11 16203774 G T Chr11_16203774_G_TG_T SNP 16235.63 25 12 13 22 19 26 21 18 23 8 16 13 10 8 25 12 13 22 19 26 21 18 23 8 16 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24910-Pp3c11_24960Pp3c11_24910-Pp3c11_24960intergenic_regionPp3c11_24910-Pp3c11_24960NA NA n.16203774G>TNA NA NA NA NA
Chr11 16203801 G A Chr11_16203801_G_AG_A SNP 18951.63 26 13 15 24 18 31 25 16 27 9 16 14 11 12 26 13 15 24 18 31 25 16 27 9 16 14 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24910-Pp3c11_24960Pp3c11_24910-Pp3c11_24960intergenic_regionPp3c11_24910-Pp3c11_24960NA NA n.16203801G>ANA NA NA NA NA
Chr11 16203812 AG A Chr11_16203812_AG_AAG_A INDEL 19563.59 27 13 14 29 20 33 23 17 27 9 18 13 10 12 27 13 14 29 20 33 23 17 27 9 18 13 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24910-Pp3c11_24960Pp3c11_24910-Pp3c11_24960intergenic_regionPp3c11_24910-Pp3c11_24960NA NA n.16203813delGNA NA NA NA NA
Chr11 16203815 AG A Chr11_16203815_AG_AAG_A INDEL 18959.59 27 13 14 29 18 32 23 16 27 9 18 13 10 12 27 13 14 29 18 32 23 16 27 9 18 13 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24910-Pp3c11_24960Pp3c11_24910-Pp3c11_24960intergenic_regionPp3c11_24910-Pp3c11_24960NA NA n.16203816delGNA NA NA NA NA
Chr11 16211871 C G Chr11_16211871_C_GC_G SNP 19537.63 26 11 14 26 12 30 22 21 21 27 20 16 4 11 26 11 14 26 12 30 22 21 21 27 20 16 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24910-Pp3c11_24960Pp3c11_24910-Pp3c11_24960intergenic_regionPp3c11_24910-Pp3c11_24960NA NA n.16211871C>GNA NA NA NA NA
Chr11 16211872 G T Chr11_16211872_G_TG_T SNP 19537.63 26 11 14 26 12 30 23 21 22 27 19 16 4 12 26 11 14 26 12 30 23 21 22 27 19 16 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24910-Pp3c11_24960Pp3c11_24910-Pp3c11_24960intergenic_regionPp3c11_24910-Pp3c11_24960NA NA n.16211872G>TNA NA NA NA NA
Chr11 16215794 TA T Chr11_16215794_TA_TTA_T INDEL 15602.59 33 11 16 29 18 28 27 28 17 36 14 20 14 12 33 11 16 29 18 28 27 28 17 36 14 20 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_24910-Pp3c11_24960Pp3c11_24910-Pp3c11_24960intergenic_regionPp3c11_24910-Pp3c11_24960NA NA n.16215795delANA NA NA NA NA
Chr11 16354356 G GCCTTCTAACCTTGAGATTTTChr11_16354356_G_GCCTTCTAACCTTGAGATTTTG_GCCTTCTAACCTTGAGATTTTINDEL 23994.59 25 15 15 33 25 30 30 27 19 28 17 10 8 13 25 15 15 33 25 30 30 27 19 28 17 10 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25080Pp3c11_25080transcript PAC:32957799protein_codingNA c.*5420_*5421insAAAATCTCAAGGTTAGAAGGNA NA NA NA 4711
Chr11 16354356 G GCCTTCTAACCTTGAGATTTTChr11_16354356_G_GCCTTCTAACCTTGAGATTTTG_GCCTTCTAACCTTGAGATTTTINDEL 23994.59 25 15 15 33 25 30 30 27 19 28 17 10 8 13 25 15 15 33 25 30 30 27 19 28 17 10 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25080Pp3c11_25080transcript PAC:32957800protein_codingNA c.*5420_*5421insAAAATCTCAAGGTTAGAAGGNA NA NA NA 4632
Chr11 16354356 G GCCTTCTAACCTTGAGATTTTChr11_16354356_G_GCCTTCTAACCTTGAGATTTTG_GCCTTCTAACCTTGAGATTTTINDEL 23994.59 25 15 15 33 25 30 30 27 19 28 17 10 8 13 25 15 15 33 25 30 30 27 19 28 17 10 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25080Pp3c11_25080transcript PAC:32957801protein_codingNA c.*5420_*5421insAAAATCTCAAGGTTAGAAGGNA NA NA NA 4711
Chr11 16354356 G GCCTTCTAACCTTGAGATTTTChr11_16354356_G_GCCTTCTAACCTTGAGATTTTG_GCCTTCTAACCTTGAGATTTTINDEL 23994.59 25 15 15 33 25 30 30 27 19 28 17 10 8 13 25 15 15 33 25 30 30 27 19 28 17 10 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_25020-Pp3c11_25080Pp3c11_25020-Pp3c11_25080intergenic_regionPp3c11_25020-Pp3c11_25080NA NA n.16354356_16354357insCCTTCTAACCTTGAGATTTTNA NA NA NA NA
Chr11 16354451 AATTGGCATTCTAATTTGA Chr11_16354451_AATTGGCATTCTAATTTG_AAATTGGCATTCTAATTTG_AINDEL 18827.59 27 8 23 25 22 26 26 17 19 20 10 4 6 12 27 8 23 25 22 26 26 17 19 20 10 4 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25080Pp3c11_25080transcript PAC:32957799protein_codingNA c.*5309_*5325delCAAATTAGAATGCCAATNA NA NA NA 4616
Chr11 16354451 AATTGGCATTCTAATTTGA Chr11_16354451_AATTGGCATTCTAATTTG_AAATTGGCATTCTAATTTG_AINDEL 18827.59 27 8 23 25 22 26 26 17 19 20 10 4 6 12 27 8 23 25 22 26 26 17 19 20 10 4 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25080Pp3c11_25080transcript PAC:32957800protein_codingNA c.*5309_*5325delCAAATTAGAATGCCAATNA NA NA NA 4537
Chr11 16354451 AATTGGCATTCTAATTTGA Chr11_16354451_AATTGGCATTCTAATTTG_AAATTGGCATTCTAATTTG_AINDEL 18827.59 27 8 23 25 22 26 26 17 19 20 10 4 6 12 27 8 23 25 22 26 26 17 19 20 10 4 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25080Pp3c11_25080transcript PAC:32957801protein_codingNA c.*5309_*5325delCAAATTAGAATGCCAATNA NA NA NA 4616
Chr11 16354451 AATTGGCATTCTAATTTGA Chr11_16354451_AATTGGCATTCTAATTTG_AAATTGGCATTCTAATTTG_AINDEL 18827.59 27 8 23 25 22 26 26 17 19 20 10 4 6 12 27 8 23 25 22 26 26 17 19 20 10 4 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_25020-Pp3c11_25080Pp3c11_25020-Pp3c11_25080intergenic_regionPp3c11_25020-Pp3c11_25080NA NA n.16354452_16354468delATTGGCATTCTAATTTGNA NA NA NA NA
Chr11 16354546 G GACTTAATTTCTATATGATTATGTChr11_16354546_G_GACTTAATTTCTATATGATTATGTG_GACTTAATTTCTATATGATTATGTINDEL 24589.59 33 5 20 26 23 33 30 20 32 19 14 4 7 9 33 5 20 26 23 33 30 20 32 19 14 4 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25080Pp3c11_25080transcript PAC:32957799protein_codingNA c.*5230_*5231insACATAATCATATAGAAATTAAGTNA NA NA NA 4521
Chr11 16354546 G GACTTAATTTCTATATGATTATGTChr11_16354546_G_GACTTAATTTCTATATGATTATGTG_GACTTAATTTCTATATGATTATGTINDEL 24589.59 33 5 20 26 23 33 30 20 32 19 14 4 7 9 33 5 20 26 23 33 30 20 32 19 14 4 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25080Pp3c11_25080transcript PAC:32957800protein_codingNA c.*5230_*5231insACATAATCATATAGAAATTAAGTNA NA NA NA 4442
Chr11 16354546 G GACTTAATTTCTATATGATTATGTChr11_16354546_G_GACTTAATTTCTATATGATTATGTG_GACTTAATTTCTATATGATTATGTINDEL 24589.59 33 5 20 26 23 33 30 20 32 19 14 4 7 9 33 5 20 26 23 33 30 20 32 19 14 4 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25080Pp3c11_25080transcript PAC:32957801protein_codingNA c.*5230_*5231insACATAATCATATAGAAATTAAGTNA NA NA NA 4521
Chr11 16354546 G GACTTAATTTCTATATGATTATGTChr11_16354546_G_GACTTAATTTCTATATGATTATGTG_GACTTAATTTCTATATGATTATGTINDEL 24589.59 33 5 20 26 23 33 30 20 32 19 14 4 7 9 33 5 20 26 23 33 30 20 32 19 14 4 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_25020-Pp3c11_25080Pp3c11_25020-Pp3c11_25080intergenic_regionPp3c11_25020-Pp3c11_25080NA NA n.16354546_16354547insACTTAATTTCTATATGATTATGTNA NA NA NA NA
Chr11 16407743 CTA C Chr11_16407743_CTA_CCTA_C INDEL 13969.59 26 11 18 28 10 21 33 25 23 21 15 10 6 9 26 11 18 28 10 21 35 25 23 21 15 10 7 9 1 1 1 1 1 1 0.943 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_25160Pp3c11_25160transcript PAC:32957726protein_codingNA c.-3597_-3596delTANA NA NA NA 2932
Chr11 16407743 CTA C Chr11_16407743_CTA_CCTA_C INDEL 13969.59 26 11 18 28 10 21 33 25 23 21 15 10 6 9 26 11 18 28 10 21 35 25 23 21 15 10 7 9 1 1 1 1 1 1 0.943 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_25160Pp3c11_25160transcript PAC:32957727protein_codingNA c.-3597_-3596delTANA NA NA NA 2931
Chr11 16407743 CTA C Chr11_16407743_CTA_CCTA_C INDEL 13969.59 26 11 18 28 10 21 33 25 23 21 15 10 6 9 26 11 18 28 10 21 35 25 23 21 15 10 7 9 1 1 1 1 1 1 0.943 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_25160Pp3c11_25160transcript PAC:32957728protein_codingNA c.-3597_-3596delTANA NA NA NA 2931
Chr11 16407743 CTA C Chr11_16407743_CTA_CCTA_C INDEL 13969.59 26 11 18 28 10 21 33 25 23 21 15 10 6 9 26 11 18 28 10 21 35 25 23 21 15 10 7 9 1 1 1 1 1 1 0.943 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_25160-Pp3c11_25170Pp3c11_25160-Pp3c11_25170intergenic_regionPp3c11_25160-Pp3c11_25170NA NA n.16407744_16407745delTANA NA NA NA NA
Chr11 16551324 C G Chr11_16551324_C_GC_G SNP 5725.29 0 0 0 23 17 29 29 16 0 0 0 0 0 0 36 9 20 23 17 29 29 16 18 10 15 20 9 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c11_25170-Pp3c11_25340Pp3c11_25170-Pp3c11_25340intergenic_regionPp3c11_25170-Pp3c11_25340NA NA n.16551324C>GNA NA NA NA NA
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_25890Pp3c11_25890transcript PAC:32958056protein_codingNA c.-2587_-2586insANA NA NA NA 1710
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_25890Pp3c11_25890transcript PAC:32958058protein_codingNA c.-2587_-2586insANA NA NA NA 1735
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_25890Pp3c11_25890transcript PAC:32958059protein_codingNA c.-2587_-2586insANA NA NA NA 1764
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_25890Pp3c11_25890transcript PAC:32958061protein_codingNA c.-2587_-2586insANA NA NA NA 1764
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_25890Pp3c11_25890transcript PAC:32958060protein_codingNA c.-2587_-2586insANA NA NA NA 1764
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_25890Pp3c11_25890transcript PAC:32958057protein_codingNA c.-2587_-2586insANA NA NA NA 1764
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_25910Pp3c11_25910transcript PAC:32958700protein_coding18/20 c.2499+44_2499+45insANA NA NA NA NA
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_25910Pp3c11_25910transcript PAC:32958701protein_coding18/20 c.2499+44_2499+45insANA NA NA NA NA
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_25910Pp3c11_25910transcript PAC:32958702protein_coding17/19 c.2439+44_2439+45insANA NA NA NA NA
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_25910Pp3c11_25910transcript PAC:32958703protein_coding19/21 c.1689+44_1689+45insANA NA NA NA NA
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_25910Pp3c11_25910transcript PAC:32958704protein_coding19/21 c.1689+44_1689+45insANA NA NA NA NA
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_25910Pp3c11_25910transcript PAC:32958705protein_coding18/20 c.1521+44_1521+45insANA NA NA NA NA
Chr11 16841941 G GT Chr11_16841941_G_GTG_GT INDEL 9577.59 23 13 8 12 11 19 18 13 10 5 10 5 7 4 23 13 8 12 11 19 18 13 10 5 10 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c11_25910Pp3c11_25910transcript PAC:32958706protein_coding18/20 c.1428+44_1428+45insANA NA NA NA NA
Chr11 16894022 CATAT C Chr11_16894022_CATAT_CCATAT_C INDEL 14960.59 19 9 11 20 21 18 28 25 19 17 6 13 10 6 19 11 11 20 21 18 28 25 19 17 6 13 10 6 1 0.818 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25990Pp3c11_25990transcript PAC:32958710protein_codingNA c.*2172_*2175delATATNA NA NA NA 1730
Chr11 16894022 CATAT C Chr11_16894022_CATAT_CCATAT_C INDEL 14960.59 19 9 11 20 21 18 28 25 19 17 6 13 10 6 19 11 11 20 21 18 28 25 19 17 6 13 10 6 1 0.818 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25990Pp3c11_25990transcript PAC:32958712protein_codingNA c.*2172_*2175delATATNA NA NA NA 1719
Chr11 16894022 CATAT C Chr11_16894022_CATAT_CCATAT_C INDEL 14960.59 19 9 11 20 21 18 28 25 19 17 6 13 10 6 19 11 11 20 21 18 28 25 19 17 6 13 10 6 1 0.818 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_25990Pp3c11_25990transcript PAC:32958711protein_codingNA c.*2172_*2175delATATNA NA NA NA 1719



Chr11 16894022 CATAT C Chr11_16894022_CATAT_CCATAT_C INDEL 14960.59 19 9 11 20 21 18 28 25 19 17 6 13 10 6 19 11 11 20 21 18 28 25 19 17 6 13 10 6 1 0.818 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_25980-Pp3c11_25990Pp3c11_25980-Pp3c11_25990intergenic_regionPp3c11_25980-Pp3c11_25990NA NA n.16894023_16894026delATATNA NA NA NA NA
Chr11 17047152 AGTGC A Chr11_17047152_AGTGC_AAGTGC_A INDEL 18799.59 26 12 15 30 27 25 33 23 21 18 14 13 13 4 26 12 15 30 27 25 33 23 21 18 14 13 13 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_26270Pp3c11_26270transcript PAC:32957733protein_codingNA c.-4008_-4005delGCACNA NA NA NA 4005
Chr11 17047152 AGTGC A Chr11_17047152_AGTGC_AAGTGC_A INDEL 18799.59 26 12 15 30 27 25 33 23 21 18 14 13 13 4 26 12 15 30 27 25 33 23 21 18 14 13 13 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_26270-Pp3c11_26290Pp3c11_26270-Pp3c11_26290intergenic_regionPp3c11_26270-Pp3c11_26290NA NA n.17047153_17047156delGTGCNA NA NA NA NA
Chr11 17048058 A AT Chr11_17048058_A_ATA_AT INDEL 21656.59 30 17 14 32 22 35 39 24 18 26 21 12 22 13 30 17 14 32 22 35 39 24 18 26 21 12 22 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_26270Pp3c11_26270transcript PAC:32957733protein_codingNA c.-4911_-4910insANA NA NA NA 4911
Chr11 17048058 A AT Chr11_17048058_A_ATA_AT INDEL 21656.59 30 17 14 32 22 35 39 24 18 26 21 12 22 13 30 17 14 32 22 35 39 24 18 26 21 12 22 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_26270-Pp3c11_26290Pp3c11_26270-Pp3c11_26290intergenic_regionPp3c11_26270-Pp3c11_26290NA NA n.17048058_17048059insTNA NA NA NA NA
Chr11 17048076 A AT Chr11_17048076_A_ATA_AT INDEL 22531.59 30 18 10 31 24 37 41 26 19 27 22 12 25 14 30 18 10 31 24 37 41 26 19 27 22 12 25 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_26270Pp3c11_26270transcript PAC:32957733protein_codingNA c.-4929_-4928insANA NA NA NA 4929
Chr11 17048076 A AT Chr11_17048076_A_ATA_AT INDEL 22531.59 30 18 10 31 24 37 41 26 19 27 22 12 25 14 30 18 10 31 24 37 41 26 19 27 22 12 25 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_26270-Pp3c11_26290Pp3c11_26270-Pp3c11_26290intergenic_regionPp3c11_26270-Pp3c11_26290NA NA n.17048076_17048077insTNA NA NA NA NA
Chr11 17065797 G A Chr11_17065797_G_AG_A SNP 15426.63 30 12 16 16 11 24 24 19 31 24 19 16 9 11 30 12 16 16 11 24 24 19 31 24 19 16 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_26270-Pp3c11_26290Pp3c11_26270-Pp3c11_26290intergenic_regionPp3c11_26270-Pp3c11_26290NA NA n.17065797G>ANA NA NA NA NA
Chr11 17309623 CA C Chr11_17309623_CA_CCA_C INDEL 17460.59 31 18 16 24 26 26 38 27 18 28 20 12 14 5 31 18 16 24 26 26 38 27 18 28 20 12 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_26670Pp3c11_26670transcript PAC:32959514protein_codingNA c.*744delT NA NA NA NA 744
Chr11 17309623 CA C Chr11_17309623_CA_CCA_C INDEL 17460.59 31 18 16 24 26 26 38 27 18 28 20 12 14 5 31 18 16 24 26 26 38 27 18 28 20 12 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_26680Pp3c11_26680transcript PAC:32958972protein_codingNA c.*4858delT NA NA NA NA 4858
Chr11 17309623 CA C Chr11_17309623_CA_CCA_C INDEL 17460.59 31 18 16 24 26 26 38 27 18 28 20 12 14 5 31 18 16 24 26 26 38 27 18 28 20 12 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c11_26670Pp3c11_26670transcript PAC:32959515protein_codingNA c.*744delT NA NA NA NA 427
Chr11 17309623 CA C Chr11_17309623_CA_CCA_C INDEL 17460.59 31 18 16 24 26 26 38 27 18 28 20 12 14 5 31 18 16 24 26 26 38 27 18 28 20 12 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_26640-Pp3c11_26670Pp3c11_26640-Pp3c11_26670intergenic_regionPp3c11_26640-Pp3c11_26670NA NA n.17309624delANA NA NA NA NA
Chr11 17494105 C G Chr11_17494105_C_GC_G SNP 7359.63 8 5 10 10 6 5 6 9 15 9 4 13 4 7 8 5 10 10 6 5 6 9 15 9 4 13 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_27010Pp3c11_27010transcript PAC:32957774protein_codingNA c.-3550G>C NA NA NA NA 3550
Chr11 17494105 C G Chr11_17494105_C_GC_G SNP 7359.63 8 5 10 10 6 5 6 9 15 9 4 13 4 7 8 5 10 10 6 5 6 9 15 9 4 13 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c11_27030Pp3c11_27030transcript PAC:32957745protein_codingNA c.-172G>C NA NA NA NA 172
Chr11 17494105 C G Chr11_17494105_C_GC_G SNP 7359.63 8 5 10 10 6 5 6 9 15 9 4 13 4 7 8 5 10 10 6 5 6 9 15 9 4 13 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c11_27030-CHR_ENDPp3c11_27030-CHR_ENDintergenic_regionPp3c11_27030-CHR_ENDNA NA n.17494105C>GNA NA NA NA NA
Chr12 35 G T Chr12_35_G_TG_T SNP 13278.63 19 6 9 19 11 10 15 17 18 20 10 15 5 10 19 6 9 19 11 10 15 17 18 20 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974728protein_codingNA c.*3089C>A NA NA NA NA 2888
Chr12 35 G T Chr12_35_G_TG_T SNP 13278.63 19 6 9 19 11 10 15 17 18 20 10 15 5 10 19 6 9 19 11 10 15 17 18 20 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974729protein_codingNA c.*3631C>A NA NA NA NA 2882
Chr12 35 G T Chr12_35_G_TG_T SNP 13278.63 19 6 9 19 11 10 15 17 18 20 10 15 5 10 19 6 9 19 11 10 15 17 18 20 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974730protein_codingNA c.*3631C>A NA NA NA NA 2882
Chr12 35 G T Chr12_35_G_TG_T SNP 13278.63 19 6 9 19 11 10 15 17 18 20 10 15 5 10 19 6 9 19 11 10 15 17 18 20 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974731protein_codingNA c.*3631C>A NA NA NA NA 2882
Chr12 35 G T Chr12_35_G_TG_T SNP 13278.63 19 6 9 19 11 10 15 17 18 20 10 15 5 10 19 6 9 19 11 10 15 17 18 20 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974732protein_codingNA c.*3631C>A NA NA NA NA 2882
Chr12 35 G T Chr12_35_G_TG_T SNP 13278.63 19 6 9 19 11 10 15 17 18 20 10 15 5 10 19 6 9 19 11 10 15 17 18 20 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974733protein_codingNA c.*3631C>A NA NA NA NA 2882
Chr12 35 G T Chr12_35_G_TG_T SNP 13278.63 19 6 9 19 11 10 15 17 18 20 10 15 5 10 19 6 9 19 11 10 15 17 18 20 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974734protein_codingNA c.*3631C>A NA NA NA NA 2882
Chr12 35 G T Chr12_35_G_TG_T SNP 13278.63 19 6 9 19 11 10 15 17 18 20 10 15 5 10 19 6 9 19 11 10 15 17 18 20 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974735protein_codingNA c.*3631C>A NA NA NA NA 2882
Chr12 35 G T Chr12_35_G_TG_T SNP 13278.63 19 6 9 19 11 10 15 17 18 20 10 15 5 10 19 6 9 19 11 10 15 17 18 20 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c12_10CHR_START-Pp3c12_10intergenic_regionCHR_START-Pp3c12_10NA NA n.35G>T NA NA NA NA NA
Chr12 38 G A Chr12_38_G_AG_A SNP 13310.63 19 6 9 17 11 10 15 17 18 19 10 15 5 10 19 6 9 17 11 10 15 17 18 19 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974728protein_codingNA c.*3086C>T NA NA NA NA 2885
Chr12 38 G A Chr12_38_G_AG_A SNP 13310.63 19 6 9 17 11 10 15 17 18 19 10 15 5 10 19 6 9 17 11 10 15 17 18 19 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974729protein_codingNA c.*3628C>T NA NA NA NA 2879
Chr12 38 G A Chr12_38_G_AG_A SNP 13310.63 19 6 9 17 11 10 15 17 18 19 10 15 5 10 19 6 9 17 11 10 15 17 18 19 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974730protein_codingNA c.*3628C>T NA NA NA NA 2879
Chr12 38 G A Chr12_38_G_AG_A SNP 13310.63 19 6 9 17 11 10 15 17 18 19 10 15 5 10 19 6 9 17 11 10 15 17 18 19 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974731protein_codingNA c.*3628C>T NA NA NA NA 2879
Chr12 38 G A Chr12_38_G_AG_A SNP 13310.63 19 6 9 17 11 10 15 17 18 19 10 15 5 10 19 6 9 17 11 10 15 17 18 19 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974732protein_codingNA c.*3628C>T NA NA NA NA 2879
Chr12 38 G A Chr12_38_G_AG_A SNP 13310.63 19 6 9 17 11 10 15 17 18 19 10 15 5 10 19 6 9 17 11 10 15 17 18 19 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974733protein_codingNA c.*3628C>T NA NA NA NA 2879
Chr12 38 G A Chr12_38_G_AG_A SNP 13310.63 19 6 9 17 11 10 15 17 18 19 10 15 5 10 19 6 9 17 11 10 15 17 18 19 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974734protein_codingNA c.*3628C>T NA NA NA NA 2879
Chr12 38 G A Chr12_38_G_AG_A SNP 13310.63 19 6 9 17 11 10 15 17 18 19 10 15 5 10 19 6 9 17 11 10 15 17 18 19 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974735protein_codingNA c.*3628C>T NA NA NA NA 2879
Chr12 38 G A Chr12_38_G_AG_A SNP 13310.63 19 6 9 17 11 10 15 17 18 19 10 15 5 10 19 6 9 17 11 10 15 17 18 19 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c12_10CHR_START-Pp3c12_10intergenic_regionCHR_START-Pp3c12_10NA NA n.38G>A NA NA NA NA NA
Chr12 3729 C CA Chr12_3729_C_CAC_CA INDEL 15179.59 38 18 21 21 19 27 25 26 19 12 12 4 7 11 38 18 21 21 19 27 25 26 19 12 12 4 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c12_10 Pp3c12_10 transcript PAC:32974729protein_coding 02-févr c.1841dupT p.Met614fs 2309/3122 1841/1905 614/634 NA
Chr12 3729 C CA Chr12_3729_C_CAC_CA INDEL 15179.59 38 18 21 21 19 27 25 26 19 12 12 4 7 11 38 18 21 21 19 27 25 26 19 12 12 4 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c12_10 Pp3c12_10 transcript PAC:32974730protein_coding 02-févr c.1589dupT p.Met530fs 2566/3379 1589/1653 530/550 NA
Chr12 3729 C CA Chr12_3729_C_CAC_CA INDEL 15179.59 38 18 21 21 19 27 25 26 19 12 12 4 7 11 38 18 21 21 19 27 25 26 19 12 12 4 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c12_10 Pp3c12_10 transcript PAC:32974731protein_coding 03-mars c.1556dupT p.Met519fs 2110/2923 1556/1620 519/539 NA
Chr12 3729 C CA Chr12_3729_C_CAC_CA INDEL 15179.59 38 18 21 21 19 27 25 26 19 12 12 4 7 11 38 18 21 21 19 27 25 26 19 12 12 4 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c12_10 Pp3c12_10 transcript PAC:32974732protein_coding 02-févr c.1556dupT p.Met519fs 2619/3432 1556/1620 519/539 NA
Chr12 3729 C CA Chr12_3729_C_CAC_CA INDEL 15179.59 38 18 21 21 19 27 25 26 19 12 12 4 7 11 38 18 21 21 19 27 25 26 19 12 12 4 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c12_10 Pp3c12_10 transcript PAC:32974733protein_coding 04-avr c.1304dupT p.Met435fs 1878/2691 1304/1368 435/455 NA
Chr12 3729 C CA Chr12_3729_C_CAC_CA INDEL 15179.59 38 18 21 21 19 27 25 26 19 12 12 4 7 11 38 18 21 21 19 27 25 26 19 12 12 4 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c12_10 Pp3c12_10 transcript PAC:32974734protein_coding 04-avr c.1304dupT p.Met435fs 2222/3035 1304/1368 435/455 NA
Chr12 3729 C CA Chr12_3729_C_CAC_CA INDEL 15179.59 38 18 21 21 19 27 25 26 19 12 12 4 7 11 38 18 21 21 19 27 25 26 19 12 12 4 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c12_10 Pp3c12_10 transcript PAC:32974735protein_coding 03-mars c.1304dupT p.Met435fs 2367/3180 1304/1368 435/455 NA
Chr12 3729 C CA Chr12_3729_C_CAC_CA INDEL 15179.59 38 18 21 21 19 27 25 26 19 12 12 4 7 11 38 18 21 21 19 27 25 26 19 12 12 4 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_10 Pp3c12_10 transcript PAC:32974728protein_coding 02-févr c.1807-16dupTNA NA NA NA NA
Chr12 104680 T TTA Chr12_104680_T_TTAT_TTA INDEL 1130.35 15 14 12 0 0 2 1 0 1 0 0 0 0 1 16 15 12 13 17 17 22 16 15 11 18 8 6 9 0.938 0.933 1 0 0 0.118 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c12_190 Pp3c12_190 transcript PAC:32975193protein_codingNA c.*4962_*4963insTANA NA NA NA 4267
Chr12 104680 T TTA Chr12_104680_T_TTAT_TTA INDEL 1130.35 15 14 12 0 0 2 1 0 1 0 0 0 0 1 16 15 12 13 17 17 22 16 15 11 18 8 6 9 0.938 0.933 1 0 0 0.118 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c12_190 Pp3c12_190 transcript PAC:32975194protein_codingNA c.*4962_*4963insTANA NA NA NA 4173
Chr12 104680 T TTA Chr12_104680_T_TTAT_TTA INDEL 1130.35 15 14 12 0 0 2 1 0 1 0 0 0 0 1 16 15 12 13 17 17 22 16 15 11 18 8 6 9 0.938 0.933 1 0 0 0.118 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c12_140-Pp3c12_190Pp3c12_140-Pp3c12_190intergenic_regionPp3c12_140-Pp3c12_190NA NA n.104680_104681insTANA NA NA NA NA
Chr12 168903 G A Chr12_168903_G_AG_A SNP 14965.63 26 9 11 24 12 11 30 15 19 18 12 18 12 16 26 9 11 24 12 11 30 15 19 18 12 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_280 Pp3c12_280 transcript PAC:32974821protein_codingNA c.-533C>T NA NA NA NA 219
Chr12 168903 G A Chr12_168903_G_AG_A SNP 14965.63 26 9 11 24 12 11 30 15 19 18 12 18 12 16 26 9 11 24 12 11 30 15 19 18 12 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_280 Pp3c12_280 transcript PAC:32974822protein_codingNA c.-533C>T NA NA NA NA 212
Chr12 168903 G A Chr12_168903_G_AG_A SNP 14965.63 26 9 11 24 12 11 30 15 19 18 12 18 12 16 26 9 11 24 12 11 30 15 19 18 12 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_280 Pp3c12_280 transcript PAC:32974826protein_codingNA c.-533C>T NA NA NA NA 219
Chr12 168903 G A Chr12_168903_G_AG_A SNP 14965.63 26 9 11 24 12 11 30 15 19 18 12 18 12 16 26 9 11 24 12 11 30 15 19 18 12 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_280 Pp3c12_280 transcript PAC:32974823protein_codingNA c.-533C>T NA NA NA NA 210
Chr12 168903 G A Chr12_168903_G_AG_A SNP 14965.63 26 9 11 24 12 11 30 15 19 18 12 18 12 16 26 9 11 24 12 11 30 15 19 18 12 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_280 Pp3c12_280 transcript PAC:32974824protein_codingNA c.-533C>T NA NA NA NA 219
Chr12 168903 G A Chr12_168903_G_AG_A SNP 14965.63 26 9 11 24 12 11 30 15 19 18 12 18 12 16 26 9 11 24 12 11 30 15 19 18 12 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_280 Pp3c12_280 transcript PAC:32974825protein_codingNA c.-533C>T NA NA NA NA 210
Chr12 168903 G A Chr12_168903_G_AG_A SNP 14965.63 26 9 11 24 12 11 30 15 19 18 12 18 12 16 26 9 11 24 12 11 30 15 19 18 12 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_280-Pp3c12_320Pp3c12_280-Pp3c12_320intergenic_regionPp3c12_280-Pp3c12_320NA NA n.168903G>ANA NA NA NA NA
Chr12 188980 TATCG T Chr12_188980_TATCG_TTATCG_T INDEL 19585.59 29 17 16 21 17 26 33 18 26 25 19 10 13 12 29 17 16 21 17 26 33 18 26 25 19 10 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_280-Pp3c12_320Pp3c12_280-Pp3c12_320intergenic_regionPp3c12_280-Pp3c12_320NA NA n.188981_188984delATCGNA NA NA NA NA
Chr12 356086 T C Chr12_356086_T_CT_C SNP 16683.63 24 11 14 13 24 26 28 21 14 24 13 11 9 17 24 11 14 13 24 26 28 21 14 24 13 11 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_350-Pp3c12_480Pp3c12_350-Pp3c12_480intergenic_regionPp3c12_350-Pp3c12_480NA NA n.356086T>CNA NA NA NA NA
Chr12 445953 AAT A Chr12_445953_AAT_AAAT_A INDEL 4002.93 0 0 0 23 17 9 16 21 0 0 0 0 0 0 23 10 13 23 17 9 16 21 11 22 7 7 12 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_540 Pp3c12_540 transcript PAC:32972879protein_codingNA c.-2221_-2220delATNA NA NA NA 1529
Chr12 445953 AAT A Chr12_445953_AAT_AAAT_A INDEL 4002.93 0 0 0 23 17 9 16 21 0 0 0 0 0 0 23 10 13 23 17 9 16 21 11 22 7 7 12 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_540 Pp3c12_540 transcript PAC:32972880protein_codingNA c.-2221_-2220delATNA NA NA NA 1514
Chr12 445953 AAT A Chr12_445953_AAT_AAAT_A INDEL 4002.93 0 0 0 23 17 9 16 21 0 0 0 0 0 0 23 10 13 23 17 9 16 21 11 22 7 7 12 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_540 Pp3c12_540 transcript PAC:32972881protein_codingNA c.-2732_-2731delATNA NA NA NA 1514
Chr12 445953 AAT A Chr12_445953_AAT_AAAT_A INDEL 4002.93 0 0 0 23 17 9 16 21 0 0 0 0 0 0 23 10 13 23 17 9 16 21 11 22 7 7 12 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_540-Pp3c12_560Pp3c12_540-Pp3c12_560intergenic_regionPp3c12_540-Pp3c12_560NA NA n.445954_445955delATNA NA NA NA NA
Chr12 564964 G A Chr12_564964_G_AG_A SNP 6689.29 0 0 0 24 24 27 35 25 0 0 0 0 0 0 21 14 12 24 24 27 35 26 18 24 14 24 5 9 0 0 0 1 1 1 1 0.962 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_560-Pp3c12_660Pp3c12_560-Pp3c12_660intergenic_regionPp3c12_560-Pp3c12_660NA NA n.564964G>ANA NA NA NA NA
Chr12 746318 G A Chr12_746318_G_AG_A SNP 12324.63 14 13 9 13 10 23 21 10 16 17 18 9 7 9 14 13 9 13 10 23 21 10 16 17 18 9 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_710-Pp3c12_870Pp3c12_710-Pp3c12_870intergenic_regionPp3c12_710-Pp3c12_870NA NA n.746318G>ANA NA NA NA NA
Chr12 810097 AC A Chr12_810097_AC_AAC_A INDEL 22769.59 31 22 19 38 26 30 30 23 32 27 13 19 9 7 31 22 19 38 26 30 30 23 32 27 13 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_710-Pp3c12_870Pp3c12_710-Pp3c12_870intergenic_regionPp3c12_710-Pp3c12_870NA NA n.810098delCNA NA NA NA NA
Chr12 810102 C CA Chr12_810102_C_CAC_CA INDEL 22901.59 31 21 19 37 26 30 30 23 31 29 13 19 9 7 31 21 19 37 26 30 30 23 31 29 13 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_710-Pp3c12_870Pp3c12_710-Pp3c12_870intergenic_regionPp3c12_710-Pp3c12_870NA NA n.810102_810103insANA NA NA NA NA
Chr12 845171 T TA Chr12_845171_T_TAT_TA INDEL 14731.59 30 11 11 31 30 28 25 36 19 24 15 17 9 9 30 11 11 31 30 28 25 36 19 24 15 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_870-Pp3c12_880Pp3c12_870-Pp3c12_880intergenic_regionPp3c12_870-Pp3c12_880NA NA n.845171_845172insANA NA NA NA NA
Chr12 893760 T C Chr12_893760_T_CT_C SNP 9483.63 19 10 5 13 9 21 19 15 20 20 8 26 6 9 19 10 5 13 9 21 19 15 20 20 8 26 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_880-Pp3c12_900Pp3c12_880-Pp3c12_900intergenic_regionPp3c12_880-Pp3c12_900NA NA n.893760T>CNA NA NA NA NA
Chr12 908387 G A Chr12_908387_G_AG_A SNP 16717.63 22 13 10 20 14 25 29 32 19 22 8 9 8 12 22 13 10 20 14 25 29 32 19 22 8 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_900 Pp3c12_900 transcript PAC:32972814protein_codingNA c.*304G>A NA NA NA NA 280
Chr12 908387 G A Chr12_908387_G_AG_A SNP 16717.63 22 13 10 20 14 25 29 32 19 22 8 9 8 12 22 13 10 20 14 25 29 32 19 22 8 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_910 Pp3c12_910 transcript PAC:32974703protein_codingNA c.*88C>T NA NA NA NA 14
Chr12 908387 G A Chr12_908387_G_AG_A SNP 16717.63 22 13 10 20 14 25 29 32 19 22 8 9 8 12 22 13 10 20 14 25 29 32 19 22 8 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_900 Pp3c12_900 transcript PAC:32972815protein_codingNA c.*304G>A NA NA NA NA 280
Chr12 908387 G A Chr12_908387_G_AG_A SNP 16717.63 22 13 10 20 14 25 29 32 19 22 8 9 8 12 22 13 10 20 14 25 29 32 19 22 8 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_900 Pp3c12_900 transcript PAC:32972816protein_codingNA c.*304G>A NA NA NA NA 267
Chr12 908387 G A Chr12_908387_G_AG_A SNP 16717.63 22 13 10 20 14 25 29 32 19 22 8 9 8 12 22 13 10 20 14 25 29 32 19 22 8 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_900 Pp3c12_900 transcript PAC:32972817protein_codingNA c.*304G>A NA NA NA NA 280
Chr12 908387 G A Chr12_908387_G_AG_A SNP 16717.63 22 13 10 20 14 25 29 32 19 22 8 9 8 12 22 13 10 20 14 25 29 32 19 22 8 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_910 Pp3c12_910 transcript PAC:32974704protein_codingNA c.*88C>T NA NA NA NA 88
Chr12 908387 G A Chr12_908387_G_AG_A SNP 16717.63 22 13 10 20 14 25 29 32 19 22 8 9 8 12 22 13 10 20 14 25 29 32 19 22 8 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_900-Pp3c12_910Pp3c12_900-Pp3c12_910intergenic_regionPp3c12_900-Pp3c12_910NA NA n.908387G>ANA NA NA NA NA
Chr12 908393 T A Chr12_908393_T_AT_A SNP 16563.63 22 14 11 17 13 24 28 31 20 22 7 9 9 13 22 14 11 17 13 24 28 31 20 22 7 9 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_900 Pp3c12_900 transcript PAC:32972814protein_codingNA c.*310T>A NA NA NA NA 286
Chr12 908393 T A Chr12_908393_T_AT_A SNP 16563.63 22 14 11 17 13 24 28 31 20 22 7 9 9 13 22 14 11 17 13 24 28 31 20 22 7 9 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_910 Pp3c12_910 transcript PAC:32974703protein_codingNA c.*82A>T NA NA NA NA 8
Chr12 908393 T A Chr12_908393_T_AT_A SNP 16563.63 22 14 11 17 13 24 28 31 20 22 7 9 9 13 22 14 11 17 13 24 28 31 20 22 7 9 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_900 Pp3c12_900 transcript PAC:32972815protein_codingNA c.*310T>A NA NA NA NA 286
Chr12 908393 T A Chr12_908393_T_AT_A SNP 16563.63 22 14 11 17 13 24 28 31 20 22 7 9 9 13 22 14 11 17 13 24 28 31 20 22 7 9 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_900 Pp3c12_900 transcript PAC:32972816protein_codingNA c.*310T>A NA NA NA NA 273
Chr12 908393 T A Chr12_908393_T_AT_A SNP 16563.63 22 14 11 17 13 24 28 31 20 22 7 9 9 13 22 14 11 17 13 24 28 31 20 22 7 9 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_900 Pp3c12_900 transcript PAC:32972817protein_codingNA c.*310T>A NA NA NA NA 286
Chr12 908393 T A Chr12_908393_T_AT_A SNP 16563.63 22 14 11 17 13 24 28 31 20 22 7 9 9 13 22 14 11 17 13 24 28 31 20 22 7 9 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_910 Pp3c12_910 transcript PAC:32974704protein_codingNA c.*82A>T NA NA NA NA 82
Chr12 908393 T A Chr12_908393_T_AT_A SNP 16563.63 22 14 11 17 13 24 28 31 20 22 7 9 9 13 22 14 11 17 13 24 28 31 20 22 7 9 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_900-Pp3c12_910Pp3c12_900-Pp3c12_910intergenic_regionPp3c12_900-Pp3c12_910NA NA n.908393T>ANA NA NA NA NA
Chr12 1033327 AAT A Chr12_1033327_AAT_AAAT_A INDEL 8501.59 23 12 11 17 7 13 18 10 16 16 7 5 14 8 23 12 12 18 7 13 18 10 16 17 7 5 14 8 1 1 0.917 0.944 1 1 1 1 1 0.941 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_970-Pp3c12_1050Pp3c12_970-Pp3c12_1050intergenic_regionPp3c12_970-Pp3c12_1050NA NA n.1033328_1033329delATNA NA NA NA NA
Chr12 1229994 G C Chr12_1229994_G_CG_C SNP 5031.29 0 0 0 21 10 24 33 22 0 0 0 0 0 0 22 20 17 22 10 24 33 22 14 15 17 20 14 11 0 0 0 0.955 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_1050-Pp3c12_1270Pp3c12_1050-Pp3c12_1270intergenic_regionPp3c12_1050-Pp3c12_1270NA NA n.1229994G>CNA NA NA NA NA
Chr12 1232066 G C Chr12_1232066_G_CG_C SNP 11991.63 14 9 10 14 15 28 14 17 15 12 17 16 14 8 14 9 10 14 15 28 14 17 15 12 17 16 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_1050-Pp3c12_1270Pp3c12_1050-Pp3c12_1270intergenic_regionPp3c12_1050-Pp3c12_1270NA NA n.1232066G>CNA NA NA NA NA
Chr12 1353826 G C Chr12_1353826_G_CG_C SNP 11530.63 22 10 15 17 12 10 20 10 15 6 12 11 5 5 22 10 15 17 12 10 20 10 15 6 12 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_1420-Pp3c12_1490Pp3c12_1420-Pp3c12_1490intergenic_regionPp3c12_1420-Pp3c12_1490NA NA n.1353826G>CNA NA NA NA NA
Chr12 1572895 T A Chr12_1572895_T_AT_A SNP 10620.63 25 8 20 25 14 23 27 7 17 14 7 15 7 10 25 8 20 25 14 23 27 7 17 14 7 17 7 10 1 1 1 1 1 1 1 1 1 1 1 0.882 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_1700Pp3c12_1700transcript PAC:32973653protein_coding 02-mai c.16+339A>T NA NA NA NA NA
Chr12 1572895 T A Chr12_1572895_T_AT_A SNP 10620.63 25 8 20 25 14 23 27 7 17 14 7 15 7 10 25 8 20 25 14 23 27 7 17 14 7 17 7 10 1 1 1 1 1 1 1 1 1 1 1 0.882 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_1700Pp3c12_1700transcript PAC:32973654protein_coding 02-mai c.16+339A>T NA NA NA NA NA
Chr12 1604497 T TTA Chr12_1604497_T_TTAT_TTA INDEL 431.37 3 16 0 0 0 0 0 0 0 1 0 2 0 0 21 18 14 23 15 19 26 18 16 19 10 9 11 15 0.143 0.889 0 0 0 0 0 0 0 0 0 0.222 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c12_1770Pp3c12_1770transcript PAC:32974049protein_codingNA c.*903_*904insTANA NA NA NA 645
Chr12 1604497 T TTA Chr12_1604497_T_TTAT_TTA INDEL 431.37 3 16 0 0 0 0 0 0 0 1 0 2 0 0 21 18 14 23 15 19 26 18 16 19 10 9 11 15 0.143 0.889 0 0 0 0 0 0 0 0 0 0.222 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c12_1770Pp3c12_1770transcript PAC:32974050protein_codingNA c.*321_*322insTANA NA NA NA 314
Chr12 1604497 T TTA Chr12_1604497_T_TTAT_TTA INDEL 431.37 3 16 0 0 0 0 0 0 0 1 0 2 0 0 21 18 14 23 15 19 26 18 16 19 10 9 11 15 0.143 0.889 0 0 0 0 0 0 0 0 0 0.222 0 0 0 1 1 2 0 0 1 intergenic_regionMODIFIER Pp3c12_1730-Pp3c12_1770Pp3c12_1730-Pp3c12_1770intergenic_regionPp3c12_1730-Pp3c12_1770NA NA n.1604497_1604498insTANA NA NA NA NA
Chr12 1661650 C CA Chr12_1661650_C_CAC_CA INDEL 11012.59 25 9 9 17 12 23 26 15 14 14 11 9 8 8 25 9 9 17 12 23 26 15 14 14 11 9 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_1920Pp3c12_1920transcript PAC:32974189protein_codingNA c.-3841_-3840insTNA NA NA NA 2477
Chr12 1661650 C CA Chr12_1661650_C_CAC_CA INDEL 11012.59 25 9 9 17 12 23 26 15 14 14 11 9 8 8 25 9 9 17 12 23 26 15 14 14 11 9 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_1920Pp3c12_1920transcript PAC:32974190protein_codingNA c.-3841_-3840insTNA NA NA NA 2351
Chr12 1661650 C CA Chr12_1661650_C_CAC_CA INDEL 11012.59 25 9 9 17 12 23 26 15 14 14 11 9 8 8 25 9 9 17 12 23 26 15 14 14 11 9 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_1920Pp3c12_1920transcript PAC:32974191protein_codingNA c.-3841_-3840insTNA NA NA NA 3841
Chr12 1661650 C CA Chr12_1661650_C_CAC_CA INDEL 11012.59 25 9 9 17 12 23 26 15 14 14 11 9 8 8 25 9 9 17 12 23 26 15 14 14 11 9 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_1920-Pp3c12_1990Pp3c12_1920-Pp3c12_1990intergenic_regionPp3c12_1920-Pp3c12_1990NA NA n.1661650_1661651insANA NA NA NA NA
Chr12 1760643 C A Chr12_1760643_C_AC_A SNP 14571.63 17 14 13 17 13 28 22 17 20 22 11 18 11 5 17 14 13 17 13 28 22 17 20 22 11 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_2070-Pp3c12_2120Pp3c12_2070-Pp3c12_2120intergenic_regionPp3c12_2070-Pp3c12_2120NA NA n.1760643C>ANA NA NA NA NA
Chr12 1760736 C A Chr12_1760736_C_AC_A SNP 15805.63 21 10 18 20 19 16 23 18 17 22 14 14 10 6 21 10 18 20 19 16 23 18 17 22 14 14 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_2070-Pp3c12_2120Pp3c12_2070-Pp3c12_2120intergenic_regionPp3c12_2070-Pp3c12_2120NA NA n.1760736C>ANA NA NA NA NA
Chr12 1780269 A AT Chr12_1780269_A_ATA_AT INDEL 16676.59 24 12 22 23 18 29 30 21 13 27 17 14 15 11 24 12 22 23 18 29 30 21 13 27 17 14 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_2070-Pp3c12_2120Pp3c12_2070-Pp3c12_2120intergenic_regionPp3c12_2070-Pp3c12_2120NA NA n.1780269_1780270insTNA NA NA NA NA
Chr12 1806731 GT G Chr12_1806731_GT_GGT_G INDEL 19107.59 28 14 19 19 24 19 34 27 29 28 10 20 15 11 28 14 19 19 24 19 34 27 29 28 10 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c12_2140Pp3c12_2140transcript PAC:32972855protein_coding14/21 c.1086delA p.Lys364fs 1086/2868 1086/2868 362/955 NA
Chr12 1806731 GT G Chr12_1806731_GT_GGT_G INDEL 19107.59 28 14 19 19 24 19 34 27 29 28 10 20 15 11 28 14 19 19 24 19 34 27 29 28 10 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c12_2140Pp3c12_2140transcript PAC:32972857protein_coding oct-16 c.735delA p.Lys247fs 783/3341 735/1878 245/625 NA
Chr12 1806731 GT G Chr12_1806731_GT_GGT_G INDEL 19107.59 28 14 19 19 24 19 34 27 29 28 10 20 15 11 28 14 19 19 24 19 34 27 29 28 10 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c12_2140Pp3c12_2140transcript PAC:32972856protein_coding14/21 c.1086delA p.Lys364fs 1129/3174 1086/2868 362/955 NA
Chr12 1806731 GT G Chr12_1806731_GT_GGT_G INDEL 19107.59 28 14 19 19 24 19 34 27 29 28 10 20 15 11 28 14 19 19 24 19 34 27 29 28 10 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_2120Pp3c12_2120transcript PAC:32974467protein_codingNA c.*5081delT NA NA NA NA 2418
Chr12 1806731 GT G Chr12_1806731_GT_GGT_G INDEL 19107.59 28 14 19 19 24 19 34 27 29 28 10 20 15 11 28 14 19 19 24 19 34 27 29 28 10 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_2120Pp3c12_2120transcript PAC:32974469protein_codingNA c.*5081delT NA NA NA NA 4720
Chr12 1806731 GT G Chr12_1806731_GT_GGT_G INDEL 19107.59 28 14 19 19 24 19 34 27 29 28 10 20 15 11 28 14 19 19 24 19 34 27 29 28 10 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_2120Pp3c12_2120transcript PAC:32974468protein_codingNA c.*5081delT NA NA NA NA 4548
Chr12 2019689 A G Chr12_2019689_A_GA_G SNP 19916.63 21 17 15 24 14 28 26 29 30 27 17 30 11 11 21 17 15 24 14 28 26 29 30 27 17 30 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_2410-Pp3c12_2540Pp3c12_2410-Pp3c12_2540intergenic_regionPp3c12_2410-Pp3c12_2540NA NA n.2019689A>GNA NA NA NA NA
Chr12 2352719 CT C Chr12_2352719_CT_CCT_C INDEL 9654.59 12 5 4 21 15 14 7 13 11 20 7 13 14 7 12 5 4 21 15 14 7 13 11 20 7 13 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_2950-Pp3c12_2960Pp3c12_2950-Pp3c12_2960intergenic_regionPp3c12_2950-Pp3c12_2960NA NA n.2352720delTNA NA NA NA NA
Chr12 2352772 C CT Chr12_2352772_C_CTC_CT INDEL 13304.59 16 9 8 27 20 23 13 20 13 23 10 21 13 10 16 9 8 28 20 23 13 20 13 23 10 21 13 10 1 1 1 0.964 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_2950-Pp3c12_2960Pp3c12_2950-Pp3c12_2960intergenic_regionPp3c12_2950-Pp3c12_2960NA NA n.2352772_2352773insTNA NA NA NA NA
Chr12 2396668 GC G Chr12_2396668_GC_GGC_G INDEL 15065.59 16 11 20 23 17 28 27 17 16 17 12 15 6 5 16 11 20 23 17 28 27 17 16 17 12 15 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_2960-Pp3c12_2990Pp3c12_2960-Pp3c12_2990intergenic_regionPp3c12_2960-Pp3c12_2990NA NA n.2396669delCNA NA NA NA NA
Chr12 2440588 T A Chr12_2440588_T_AT_A SNP 16590.63 34 15 9 23 18 23 21 29 23 31 16 17 13 19 34 15 9 23 18 23 21 29 23 31 16 17 13 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_2990-Pp3c12_3030Pp3c12_2990-Pp3c12_3030intergenic_regionPp3c12_2990-Pp3c12_3030NA NA n.2440588T>ANA NA NA NA NA
Chr12 2440617 T A Chr12_2440617_T_AT_A SNP 16839.63 33 16 12 25 17 25 24 29 24 28 18 16 11 21 33 16 12 25 17 25 24 29 24 28 18 16 11 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_2990-Pp3c12_3030Pp3c12_2990-Pp3c12_3030intergenic_regionPp3c12_2990-Pp3c12_3030NA NA n.2440617T>ANA NA NA NA NA
Chr12 2444528 C A Chr12_2444528_C_AC_A SNP 22583.63 29 12 14 28 26 35 37 27 26 35 10 18 9 9 29 12 14 28 26 35 37 27 26 35 10 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_2990-Pp3c12_3030Pp3c12_2990-Pp3c12_3030intergenic_regionPp3c12_2990-Pp3c12_3030NA NA n.2444528C>ANA NA NA NA NA
Chr12 2444542 TA T Chr12_2444542_TA_TTA_T INDEL 22736.59 31 12 16 26 26 35 38 28 23 35 10 20 11 10 31 12 16 26 26 35 38 28 23 35 10 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_2990-Pp3c12_3030Pp3c12_2990-Pp3c12_3030intergenic_regionPp3c12_2990-Pp3c12_3030NA NA n.2444543delANA NA NA NA NA
Chr12 2588560 C CAT Chr12_2588560_C_CATC_CAT INDEL 10481.59 11 10 16 2 0 1 0 0 11 11 8 14 6 5 11 10 16 16 5 19 16 18 12 11 8 16 6 6 1 1 1 0.125 0 0 0 0 0.917 1 1 0.875 1 0.833 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c12_3220Pp3c12_3220transcript PAC:32974564protein_codingNA c.*2187_*2188insATNA NA NA NA 1565
Chr12 2588560 C CAT Chr12_2588560_C_CATC_CAT INDEL 10481.59 11 10 16 2 0 1 0 0 11 11 8 14 6 5 11 10 16 16 5 19 16 18 12 11 8 16 6 6 1 1 1 0.125 0 0 0 0 0.917 1 1 0.875 1 0.833 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c12_3220Pp3c12_3220transcript PAC:32974566protein_codingNA c.*2187_*2188insATNA NA NA NA 1679
Chr12 2588560 C CAT Chr12_2588560_C_CATC_CAT INDEL 10481.59 11 10 16 2 0 1 0 0 11 11 8 14 6 5 11 10 16 16 5 19 16 18 12 11 8 16 6 6 1 1 1 0.125 0 0 0 0 0.917 1 1 0.875 1 0.833 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c12_3220Pp3c12_3220transcript PAC:32974565protein_codingNA c.*2187_*2188insATNA NA NA NA 2188
Chr12 2588560 C CAT Chr12_2588560_C_CATC_CAT INDEL 10481.59 11 10 16 2 0 1 0 0 11 11 8 14 6 5 11 10 16 16 5 19 16 18 12 11 8 16 6 6 1 1 1 0.125 0 0 0 0 0.917 1 1 0.875 1 0.833 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c12_3220-Pp3c12_3280Pp3c12_3220-Pp3c12_3280intergenic_regionPp3c12_3220-Pp3c12_3280NA NA n.2588560_2588561insATNA NA NA NA NA
Chr12 2588560 C CATAT Chr12_2588560_C_CATATC_CATAT INDEL 10481.59 0 0 0 14 5 18 16 18 1 0 0 1 0 0 11 10 16 16 5 19 16 18 12 11 8 16 6 6 0 0 0 0.875 1 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_3220Pp3c12_3220transcript PAC:32974564protein_codingNA c.*2187_*2188insATATNA NA NA NA 1565
Chr12 2588560 C CATAT Chr12_2588560_C_CATATC_CATAT INDEL 10481.59 0 0 0 14 5 18 16 18 1 0 0 1 0 0 11 10 16 16 5 19 16 18 12 11 8 16 6 6 0 0 0 0.875 1 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_3220Pp3c12_3220transcript PAC:32974566protein_codingNA c.*2187_*2188insATATNA NA NA NA 1679
Chr12 2588560 C CATAT Chr12_2588560_C_CATATC_CATAT INDEL 10481.59 0 0 0 14 5 18 16 18 1 0 0 1 0 0 11 10 16 16 5 19 16 18 12 11 8 16 6 6 0 0 0 0.875 1 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_3220Pp3c12_3220transcript PAC:32974565protein_codingNA c.*2187_*2188insATATNA NA NA NA 2188
Chr12 2588560 C CATAT Chr12_2588560_C_CATATC_CATAT INDEL 10481.59 0 0 0 14 5 18 16 18 1 0 0 1 0 0 11 10 16 16 5 19 16 18 12 11 8 16 6 6 0 0 0 0.875 1 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_3220-Pp3c12_3280Pp3c12_3220-Pp3c12_3280intergenic_regionPp3c12_3220-Pp3c12_3280NA NA n.2588560_2588561insATATNA NA NA NA NA
Chr12 2643103 T TC Chr12_2643103_T_TCT_TC INDEL 18434.59 23 13 12 35 15 19 33 19 25 29 13 19 11 10 23 13 12 35 15 19 33 19 25 29 13 19 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_codingNA c.-1510_-1509insCNA NA NA NA 1071
Chr12 2643103 T TC Chr12_2643103_T_TCT_TC INDEL 18434.59 23 13 12 35 15 19 33 19 25 29 13 19 11 10 23 13 12 35 15 19 33 19 25 29 13 19 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.-1510_-1509insCNA NA NA NA 1047
Chr12 2643103 T TC Chr12_2643103_T_TCT_TC INDEL 18434.59 23 13 12 35 15 19 33 19 25 29 13 19 11 10 23 13 12 35 15 19 33 19 25 29 13 19 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_3350-Pp3c12_3360Pp3c12_3350-Pp3c12_3360intergenic_regionPp3c12_3350-Pp3c12_3360NA NA n.2643103_2643104insCNA NA NA NA NA
Chr12 2652629 C CA Chr12_2652629_C_CAC_CA INDEL 15396.59 27 12 12 22 17 14 15 17 15 12 8 15 10 6 27 12 12 22 17 14 15 17 15 12 8 15 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*263_*264insANA NA NA NA 264
Chr12 2652629 C CA Chr12_2652629_C_CAC_CA INDEL 15396.59 27 12 12 22 17 14 15 17 15 12 8 15 10 6 27 12 12 22 17 14 15 17 15 12 8 15 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*1002_*1003insTNA NA NA NA 512
Chr12 2652629 C CA Chr12_2652629_C_CAC_CA INDEL 15396.59 27 12 12 22 17 14 15 17 15 12 8 15 10 6 27 12 12 22 17 14 15 17 15 12 8 15 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*263_*264insANA NA NA NA 1
Chr12 2652629 C CA Chr12_2652629_C_CAC_CA INDEL 15396.59 27 12 12 22 17 14 15 17 15 12 8 15 10 6 27 12 12 22 17 14 15 17 15 12 8 15 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3872_*3873insTNA NA NA NA 3542
Chr12 2652630 C T Chr12_2652630_C_TC_T SNP 16620.63 27 12 13 21 18 14 16 17 15 13 8 16 10 6 27 12 13 21 18 14 16 17 15 13 8 16 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*264C>T NA NA NA NA 264
Chr12 2652630 C T Chr12_2652630_C_TC_T SNP 16620.63 27 12 13 21 18 14 16 17 15 13 8 16 10 6 27 12 13 21 18 14 16 17 15 13 8 16 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*1002G>A NA NA NA NA 512
Chr12 2652630 C T Chr12_2652630_C_TC_T SNP 16620.63 27 12 13 21 18 14 16 17 15 13 8 16 10 6 27 12 13 21 18 14 16 17 15 13 8 16 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*264C>T NA NA NA NA 1
Chr12 2652630 C T Chr12_2652630_C_TC_T SNP 16620.63 27 12 13 21 18 14 16 17 15 13 8 16 10 6 27 12 13 21 18 14 16 17 15 13 8 16 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3872G>A NA NA NA NA 3542
Chr12 2652631 G GTTTGA Chr12_2652631_G_GTTTGAG_GTTTGA INDEL 16701.59 27 10 13 19 18 14 16 17 15 13 8 16 11 6 27 10 13 19 18 14 16 17 15 13 8 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*265_*266insTTTGANA NA NA NA 266
Chr12 2652631 G GTTTGA Chr12_2652631_G_GTTTGAG_GTTTGA INDEL 16701.59 27 10 13 19 18 14 16 17 15 13 8 16 11 6 27 10 13 19 18 14 16 17 15 13 8 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*1000_*1001insTCAAANA NA NA NA 510
Chr12 2652631 G GTTTGA Chr12_2652631_G_GTTTGAG_GTTTGA INDEL 16701.59 27 10 13 19 18 14 16 17 15 13 8 16 11 6 27 10 13 19 18 14 16 17 15 13 8 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*265_*266insTTTGANA NA NA NA 3
Chr12 2652631 G GTTTGA Chr12_2652631_G_GTTTGAG_GTTTGA INDEL 16701.59 27 10 13 19 18 14 16 17 15 13 8 16 11 6 27 10 13 19 18 14 16 17 15 13 8 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3870_*3871insTCAAANA NA NA NA 3540
Chr12 2652634 C G Chr12_2652634_C_GC_G SNP 16085.63 30 11 14 20 19 13 20 19 16 13 8 18 12 5 30 11 14 20 19 13 20 19 16 13 8 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*268C>G NA NA NA NA 268
Chr12 2652634 C G Chr12_2652634_C_GC_G SNP 16085.63 30 11 14 20 19 13 20 19 16 13 8 18 12 5 30 11 14 20 19 13 20 19 16 13 8 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*998G>C NA NA NA NA 508
Chr12 2652634 C G Chr12_2652634_C_GC_G SNP 16085.63 30 11 14 20 19 13 20 19 16 13 8 18 12 5 30 11 14 20 19 13 20 19 16 13 8 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*268C>G NA NA NA NA 5
Chr12 2652634 C G Chr12_2652634_C_GC_G SNP 16085.63 30 11 14 20 19 13 20 19 16 13 8 18 12 5 30 11 14 20 19 13 20 19 16 13 8 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3868G>C NA NA NA NA 3538
Chr12 2652637 A G Chr12_2652637_A_GA_G SNP 16355.63 29 13 14 21 19 13 22 20 16 14 7 18 12 5 29 13 14 21 19 13 22 20 16 14 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*271A>G NA NA NA NA 271
Chr12 2652637 A G Chr12_2652637_A_GA_G SNP 16355.63 29 13 14 21 19 13 22 20 16 14 7 18 12 5 29 13 14 21 19 13 22 20 16 14 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*995T>C NA NA NA NA 505
Chr12 2652637 A G Chr12_2652637_A_GA_G SNP 16355.63 29 13 14 21 19 13 22 20 16 14 7 18 12 5 29 13 14 21 19 13 22 20 16 14 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*271A>G NA NA NA NA 8
Chr12 2652637 A G Chr12_2652637_A_GA_G SNP 16355.63 29 13 14 21 19 13 22 20 16 14 7 18 12 5 29 13 14 21 19 13 22 20 16 14 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3865T>C NA NA NA NA 3535
Chr12 2652639 AAG A Chr12_2652639_AAG_AAAG_A INDEL 16211.59 30 13 14 20 19 13 22 20 16 15 7 18 12 5 30 13 14 20 19 13 22 20 16 15 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*274_*275delAGNA NA NA NA 274
Chr12 2652639 AAG A Chr12_2652639_AAG_AAAG_A INDEL 16211.59 30 13 14 20 19 13 22 20 16 15 7 18 12 5 30 13 14 20 19 13 22 20 16 15 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*991_*992delCTNA NA NA NA 502
Chr12 2652639 AAG A Chr12_2652639_AAG_AAAG_A INDEL 16211.59 30 13 14 20 19 13 22 20 16 15 7 18 12 5 30 13 14 20 19 13 22 20 16 15 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*274_*275delAGNA NA NA NA 11
Chr12 2652639 AAG A Chr12_2652639_AAG_AAAG_A INDEL 16211.59 30 13 14 20 19 13 22 20 16 15 7 18 12 5 30 13 14 20 19 13 22 20 16 15 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3861_*3862delCTNA NA NA NA 3532
Chr12 2652643 G T Chr12_2652643_G_TG_T SNP 16265.63 30 13 14 20 19 13 22 21 16 15 7 18 12 5 30 13 14 20 19 13 22 21 16 15 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*277G>T NA NA NA NA 277
Chr12 2652643 G T Chr12_2652643_G_TG_T SNP 16265.63 30 13 14 20 19 13 22 21 16 15 7 18 12 5 30 13 14 20 19 13 22 21 16 15 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*989C>A NA NA NA NA 499
Chr12 2652643 G T Chr12_2652643_G_TG_T SNP 16265.63 30 13 14 20 19 13 22 21 16 15 7 18 12 5 30 13 14 20 19 13 22 21 16 15 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*277G>T NA NA NA NA 14
Chr12 2652643 G T Chr12_2652643_G_TG_T SNP 16265.63 30 13 14 20 19 13 22 21 16 15 7 18 12 5 30 13 14 20 19 13 22 21 16 15 7 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3859C>A NA NA NA NA 3529
Chr12 2652646 C T Chr12_2652646_C_TC_T SNP 16400.63 29 13 14 20 18 15 22 21 16 15 7 18 12 6 29 13 14 20 18 15 22 21 16 15 7 18 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*280C>T NA NA NA NA 280
Chr12 2652646 C T Chr12_2652646_C_TC_T SNP 16400.63 29 13 14 20 18 15 22 21 16 15 7 18 12 6 29 13 14 20 18 15 22 21 16 15 7 18 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*986G>A NA NA NA NA 496
Chr12 2652646 C T Chr12_2652646_C_TC_T SNP 16400.63 29 13 14 20 18 15 22 21 16 15 7 18 12 6 29 13 14 20 18 15 22 21 16 15 7 18 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*280C>T NA NA NA NA 17
Chr12 2652646 C T Chr12_2652646_C_TC_T SNP 16400.63 29 13 14 20 18 15 22 21 16 15 7 18 12 6 29 13 14 20 18 15 22 21 16 15 7 18 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3856G>A NA NA NA NA 3526
Chr12 2652648 G T Chr12_2652648_G_TG_T SNP 16310.63 27 13 14 20 18 14 23 21 16 14 7 17 13 6 27 13 14 20 18 14 23 21 16 14 7 17 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*282G>T NA NA NA NA 282
Chr12 2652648 G T Chr12_2652648_G_TG_T SNP 16310.63 27 13 14 20 18 14 23 21 16 14 7 17 13 6 27 13 14 20 18 14 23 21 16 14 7 17 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*984C>A NA NA NA NA 494
Chr12 2652648 G T Chr12_2652648_G_TG_T SNP 16310.63 27 13 14 20 18 14 23 21 16 14 7 17 13 6 27 13 14 20 18 14 23 21 16 14 7 17 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*282G>T NA NA NA NA 19
Chr12 2652648 G T Chr12_2652648_G_TG_T SNP 16310.63 27 13 14 20 18 14 23 21 16 14 7 17 13 6 27 13 14 20 18 14 23 21 16 14 7 17 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3854C>A NA NA NA NA 3524
Chr12 2652651 T A Chr12_2652651_T_AT_A SNP 16265.63 29 13 14 18 18 14 24 21 14 14 7 17 13 5 29 13 14 18 18 14 24 21 14 14 7 17 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*285T>A NA NA NA NA 285
Chr12 2652651 T A Chr12_2652651_T_AT_A SNP 16265.63 29 13 14 18 18 14 24 21 14 14 7 17 13 5 29 13 14 18 18 14 24 21 14 14 7 17 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*981A>T NA NA NA NA 491
Chr12 2652651 T A Chr12_2652651_T_AT_A SNP 16265.63 29 13 14 18 18 14 24 21 14 14 7 17 13 5 29 13 14 18 18 14 24 21 14 14 7 17 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*285T>A NA NA NA NA 22
Chr12 2652651 T A Chr12_2652651_T_AT_A SNP 16265.63 29 13 14 18 18 14 24 21 14 14 7 17 13 5 29 13 14 18 18 14 24 21 14 14 7 17 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3851A>T NA NA NA NA 3521
Chr12 2652653 C G Chr12_2652653_C_GC_G SNP 16265.63 29 13 14 17 18 14 24 21 14 15 7 17 13 5 29 13 14 17 18 14 24 21 14 15 7 17 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*287C>G NA NA NA NA 287
Chr12 2652653 C G Chr12_2652653_C_GC_G SNP 16265.63 29 13 14 17 18 14 24 21 14 15 7 17 13 5 29 13 14 17 18 14 24 21 14 15 7 17 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*979G>C NA NA NA NA 489
Chr12 2652653 C G Chr12_2652653_C_GC_G SNP 16265.63 29 13 14 17 18 14 24 21 14 15 7 17 13 5 29 13 14 17 18 14 24 21 14 15 7 17 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*287C>G NA NA NA NA 24
Chr12 2652653 C G Chr12_2652653_C_GC_G SNP 16265.63 29 13 14 17 18 14 24 21 14 15 7 17 13 5 29 13 14 17 18 14 24 21 14 15 7 17 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3849G>C NA NA NA NA 3519
Chr12 2652654 T A Chr12_2652654_T_AT_A SNP 16355.63 30 13 14 16 18 14 24 21 14 15 7 17 12 5 30 13 14 16 18 14 24 21 14 15 7 17 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*288T>A NA NA NA NA 288
Chr12 2652654 T A Chr12_2652654_T_AT_A SNP 16355.63 30 13 14 16 18 14 24 21 14 15 7 17 12 5 30 13 14 16 18 14 24 21 14 15 7 17 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*978A>T NA NA NA NA 488
Chr12 2652654 T A Chr12_2652654_T_AT_A SNP 16355.63 30 13 14 16 18 14 24 21 14 15 7 17 12 5 30 13 14 16 18 14 24 21 14 15 7 17 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*288T>A NA NA NA NA 25
Chr12 2652654 T A Chr12_2652654_T_AT_A SNP 16355.63 30 13 14 16 18 14 24 21 14 15 7 17 12 5 30 13 14 16 18 14 24 21 14 15 7 17 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3848A>T NA NA NA NA 3518
Chr12 2652658 C CTT Chr12_2652658_C_CTTC_CTT INDEL 16616.59 30 13 14 17 18 14 24 22 14 16 8 16 12 6 30 13 14 17 18 14 24 22 14 16 8 16 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*293_*294insTTNA NA NA NA 294
Chr12 2652658 C CTT Chr12_2652658_C_CTTC_CTT INDEL 16616.59 30 13 14 17 18 14 24 22 14 16 8 16 12 6 30 13 14 17 18 14 24 22 14 16 8 16 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*973_*974insAANA NA NA NA 483
Chr12 2652658 C CTT Chr12_2652658_C_CTTC_CTT INDEL 16616.59 30 13 14 17 18 14 24 22 14 16 8 16 12 6 30 13 14 17 18 14 24 22 14 16 8 16 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*292_*293insTTNA NA NA NA 30
Chr12 2652658 C CTT Chr12_2652658_C_CTTC_CTT INDEL 16616.59 30 13 14 17 18 14 24 22 14 16 8 16 12 6 30 13 14 17 18 14 24 22 14 16 8 16 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3843_*3844insAANA NA NA NA 3513
Chr12 2652662 A ATAT Chr12_2652662_A_ATATA_ATAT INDEL 16796.59 29 13 13 15 16 14 23 20 16 19 8 17 11 7 29 13 13 15 16 14 23 20 16 19 8 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*296_*297insTATNA NA NA NA 297
Chr12 2652662 A ATAT Chr12_2652662_A_ATATA_ATAT INDEL 16796.59 29 13 13 15 16 14 23 20 16 19 8 17 11 7 29 13 13 15 16 14 23 20 16 19 8 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*969_*970insATANA NA NA NA 479
Chr12 2652662 A ATAT Chr12_2652662_A_ATATA_ATAT INDEL 16796.59 29 13 13 15 16 14 23 20 16 19 8 17 11 7 29 13 13 15 16 14 23 20 16 19 8 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*296_*297insTATNA NA NA NA 34
Chr12 2652662 A ATAT Chr12_2652662_A_ATATA_ATAT INDEL 16796.59 29 13 13 15 16 14 23 20 16 19 8 17 11 7 29 13 13 15 16 14 23 20 16 19 8 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3839_*3840insATANA NA NA NA 3509
Chr12 2652663 C CGA Chr12_2652663_C_CGAC_CGA INDEL 16796.59 28 13 13 15 16 14 22 21 15 19 8 16 11 7 28 13 13 15 16 14 22 21 15 19 8 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*297_*298insGANA NA NA NA 298
Chr12 2652663 C CGA Chr12_2652663_C_CGAC_CGA INDEL 16796.59 28 13 13 15 16 14 22 21 15 19 8 16 11 7 28 13 13 15 16 14 22 21 15 19 8 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*968_*969insTCNA NA NA NA 478
Chr12 2652663 C CGA Chr12_2652663_C_CGAC_CGA INDEL 16796.59 28 13 13 15 16 14 22 21 15 19 8 16 11 7 28 13 13 15 16 14 22 21 15 19 8 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*297_*298insGANA NA NA NA 35
Chr12 2652663 C CGA Chr12_2652663_C_CGAC_CGA INDEL 16796.59 28 13 13 15 16 14 22 21 15 19 8 16 11 7 28 13 13 15 16 14 22 21 15 19 8 16 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3838_*3839insTCNA NA NA NA 3508
Chr12 2652666 C CCAG Chr12_2652666_C_CCAGC_CCAG INDEL 16526.59 26 12 13 15 14 17 22 20 15 19 6 18 11 7 26 12 13 15 14 17 22 20 15 19 6 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*300_*301insCAGNA NA NA NA 301
Chr12 2652666 C CCAG Chr12_2652666_C_CCAGC_CCAG INDEL 16526.59 26 12 13 15 14 17 22 20 15 19 6 18 11 7 26 12 13 15 14 17 22 20 15 19 6 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*965_*966insCTGNA NA NA NA 475
Chr12 2652666 C CCAG Chr12_2652666_C_CCAGC_CCAG INDEL 16526.59 26 12 13 15 14 17 22 20 15 19 6 18 11 7 26 12 13 15 14 17 22 20 15 19 6 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*300_*301insCAGNA NA NA NA 38
Chr12 2652666 C CCAG Chr12_2652666_C_CCAGC_CCAG INDEL 16526.59 26 12 13 15 14 17 22 20 15 19 6 18 11 7 26 12 13 15 14 17 22 20 15 19 6 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3835_*3836insCTGNA NA NA NA 3505
Chr12 2652669 AT A Chr12_2652669_AT_AAT_A INDEL 16436.59 25 13 12 16 14 20 24 19 14 19 6 19 12 8 25 13 12 16 14 20 24 19 14 19 6 19 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*304delT NA NA NA NA 304
Chr12 2652669 AT A Chr12_2652669_AT_AAT_A INDEL 16436.59 25 13 12 16 14 20 24 19 14 19 6 19 12 8 25 13 12 16 14 20 24 19 14 19 6 19 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*962delA NA NA NA NA 472
Chr12 2652669 AT A Chr12_2652669_AT_AAT_A INDEL 16436.59 25 13 12 16 14 20 24 19 14 19 6 19 12 8 25 13 12 16 14 20 24 19 14 19 6 19 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*304delT NA NA NA NA 41
Chr12 2652669 AT A Chr12_2652669_AT_AAT_A INDEL 16436.59 25 13 12 16 14 20 24 19 14 19 6 19 12 8 25 13 12 16 14 20 24 19 14 19 6 19 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3832delA NA NA NA NA 3502
Chr12 2652671 GGCCC G Chr12_2652671_GGCCC_GGGCCC_G INDEL 16211.59 25 15 12 16 14 20 24 20 14 19 6 18 12 8 25 15 12 16 14 20 24 20 14 19 6 18 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*306_*309delGCCCNA NA NA NA 306
Chr12 2652671 GGCCC G Chr12_2652671_GGCCC_GGGCCC_G INDEL 16211.59 25 15 12 16 14 20 24 20 14 19 6 18 12 8 25 15 12 16 14 20 24 20 14 19 6 18 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*957_*960delGGGCNA NA NA NA 470
Chr12 2652671 GGCCC G Chr12_2652671_GGCCC_GGGCCC_G INDEL 16211.59 25 15 12 16 14 20 24 20 14 19 6 18 12 8 25 15 12 16 14 20 24 20 14 19 6 18 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*306_*309delGCCCNA NA NA NA 43
Chr12 2652671 GGCCC G Chr12_2652671_GGCCC_GGGCCC_G INDEL 16211.59 25 15 12 16 14 20 24 20 14 19 6 18 12 8 25 15 12 16 14 20 24 20 14 19 6 18 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3827_*3830delGGGCNA NA NA NA 3500
Chr12 2652680 G T Chr12_2652680_G_TG_T SNP 16130.63 25 15 11 16 12 19 24 21 13 17 5 20 12 9 25 15 11 16 12 19 24 21 13 17 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*314G>T NA NA NA NA 314
Chr12 2652680 G T Chr12_2652680_G_TG_T SNP 16130.63 25 15 11 16 12 19 24 21 13 17 5 20 12 9 25 15 11 16 12 19 24 21 13 17 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*952C>A NA NA NA NA 462
Chr12 2652680 G T Chr12_2652680_G_TG_T SNP 16130.63 25 15 11 16 12 19 24 21 13 17 5 20 12 9 25 15 11 16 12 19 24 21 13 17 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*314G>T NA NA NA NA 51
Chr12 2652680 G T Chr12_2652680_G_TG_T SNP 16130.63 25 15 11 16 12 19 24 21 13 17 5 20 12 9 25 15 11 16 12 19 24 21 13 17 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3822C>A NA NA NA NA 3492
Chr12 2652681 TGG T Chr12_2652681_TGG_TTGG_T INDEL 16076.59 25 15 11 16 12 20 23 21 12 16 5 20 12 9 25 15 11 16 12 20 23 21 12 16 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*316_*317delGGNA NA NA NA 316
Chr12 2652681 TGG T Chr12_2652681_TGG_TTGG_T INDEL 16076.59 25 15 11 16 12 20 23 21 12 16 5 20 12 9 25 15 11 16 12 20 23 21 12 16 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*949_*950delCCNA NA NA NA 460
Chr12 2652681 TGG T Chr12_2652681_TGG_TTGG_T INDEL 16076.59 25 15 11 16 12 20 23 21 12 16 5 20 12 9 25 15 11 16 12 20 23 21 12 16 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*316_*317delGGNA NA NA NA 53
Chr12 2652681 TGG T Chr12_2652681_TGG_TTGG_T INDEL 16076.59 25 15 11 16 12 20 23 21 12 16 5 20 12 9 25 15 11 16 12 20 23 21 12 16 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3819_*3820delCCNA NA NA NA 3490
Chr12 2652684 TCA T Chr12_2652684_TCA_TTCA_T INDEL 15941.59 26 15 10 16 12 20 23 21 12 16 5 20 12 9 26 15 10 16 12 20 23 21 12 16 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*319_*320delCANA NA NA NA 319
Chr12 2652684 TCA T Chr12_2652684_TCA_TTCA_T INDEL 15941.59 26 15 10 16 12 20 23 21 12 16 5 20 12 9 26 15 10 16 12 20 23 21 12 16 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*946_*947delTGNA NA NA NA 457
Chr12 2652684 TCA T Chr12_2652684_TCA_TTCA_T INDEL 15941.59 26 15 10 16 12 20 23 21 12 16 5 20 12 9 26 15 10 16 12 20 23 21 12 16 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*319_*320delCANA NA NA NA 56
Chr12 2652684 TCA T Chr12_2652684_TCA_TTCA_T INDEL 15941.59 26 15 10 16 12 20 23 21 12 16 5 20 12 9 26 15 10 16 12 20 23 21 12 16 5 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3816_*3817delTGNA NA NA NA 3487



Chr12 2652689 TA T Chr12_2652689_TA_TTA_T INDEL 16076.59 26 14 9 16 11 20 22 20 12 18 6 20 12 9 26 14 9 16 11 20 22 20 12 18 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*324delA NA NA NA NA 324
Chr12 2652689 TA T Chr12_2652689_TA_TTA_T INDEL 16076.59 26 14 9 16 11 20 22 20 12 18 6 20 12 9 26 14 9 16 11 20 22 20 12 18 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*942delT NA NA NA NA 452
Chr12 2652689 TA T Chr12_2652689_TA_TTA_T INDEL 16076.59 26 14 9 16 11 20 22 20 12 18 6 20 12 9 26 14 9 16 11 20 22 20 12 18 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*324delA NA NA NA NA 61
Chr12 2652689 TA T Chr12_2652689_TA_TTA_T INDEL 16076.59 26 14 9 16 11 20 22 20 12 18 6 20 12 9 26 14 9 16 11 20 22 20 12 18 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3812delT NA NA NA NA 3482
Chr12 2652691 CATT C Chr12_2652691_CATT_CCATT_C INDEL 15986.59 26 14 9 16 11 20 21 20 12 18 6 20 12 9 26 14 9 16 11 20 21 20 12 18 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*326_*328delATTNA NA NA NA 326
Chr12 2652691 CATT C Chr12_2652691_CATT_CCATT_C INDEL 15986.59 26 14 9 16 11 20 21 20 12 18 6 20 12 9 26 14 9 16 11 20 21 20 12 18 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*938_*940delAATNA NA NA NA 450
Chr12 2652691 CATT C Chr12_2652691_CATT_CCATT_C INDEL 15986.59 26 14 9 16 11 20 21 20 12 18 6 20 12 9 26 14 9 16 11 20 21 20 12 18 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*326_*328delATTNA NA NA NA 63
Chr12 2652691 CATT C Chr12_2652691_CATT_CCATT_C INDEL 15986.59 26 14 9 16 11 20 21 20 12 18 6 20 12 9 26 14 9 16 11 20 21 20 12 18 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3808_*3810delAATNA NA NA NA 3480
Chr12 2652696 GGAGC G Chr12_2652696_GGAGC_GGGAGC_G INDEL 16166.59 25 13 9 16 10 20 21 20 13 18 6 20 11 10 25 13 9 16 10 20 21 20 13 18 6 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*331_*334delGAGCNA NA NA NA 331
Chr12 2652696 GGAGC G Chr12_2652696_GGAGC_GGGAGC_G INDEL 16166.59 25 13 9 16 10 20 21 20 13 18 6 20 11 10 25 13 9 16 10 20 21 20 13 18 6 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*932_*935delGCTCNA NA NA NA 445
Chr12 2652696 GGAGC G Chr12_2652696_GGAGC_GGGAGC_G INDEL 16166.59 25 13 9 16 10 20 21 20 13 18 6 20 11 10 25 13 9 16 10 20 21 20 13 18 6 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*331_*334delGAGCNA NA NA NA 68
Chr12 2652696 GGAGC G Chr12_2652696_GGAGC_GGGAGC_G INDEL 16166.59 25 13 9 16 10 20 21 20 13 18 6 20 11 10 25 13 9 16 10 20 21 20 13 18 6 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3802_*3805delGCTCNA NA NA NA 3475
Chr12 2652702 A T Chr12_2652702_A_TA_T SNP 16310.63 25 13 9 17 10 21 21 20 13 18 7 20 11 10 25 13 9 17 10 21 21 20 13 18 7 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*336A>T NA NA NA NA 336
Chr12 2652702 A T Chr12_2652702_A_TA_T SNP 16310.63 25 13 9 17 10 21 21 20 13 18 7 20 11 10 25 13 9 17 10 21 21 20 13 18 7 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*930T>A NA NA NA NA 440
Chr12 2652702 A T Chr12_2652702_A_TA_T SNP 16310.63 25 13 9 17 10 21 21 20 13 18 7 20 11 10 25 13 9 17 10 21 21 20 13 18 7 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*336A>T NA NA NA NA 73
Chr12 2652702 A T Chr12_2652702_A_TA_T SNP 16310.63 25 13 9 17 10 21 21 20 13 18 7 20 11 10 25 13 9 17 10 21 21 20 13 18 7 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3800T>A NA NA NA NA 3470
Chr12 2652705 T G Chr12_2652705_T_GT_G SNP 16490.63 25 13 9 19 9 22 21 20 14 18 9 20 10 10 25 13 9 19 9 22 21 20 14 18 9 20 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*339T>G NA NA NA NA 339
Chr12 2652705 T G Chr12_2652705_T_GT_G SNP 16490.63 25 13 9 19 9 22 21 20 14 18 9 20 10 10 25 13 9 19 9 22 21 20 14 18 9 20 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*927A>C NA NA NA NA 437
Chr12 2652705 T G Chr12_2652705_T_GT_G SNP 16490.63 25 13 9 19 9 22 21 20 14 18 9 20 10 10 25 13 9 19 9 22 21 20 14 18 9 20 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*339T>G NA NA NA NA 76
Chr12 2652705 T G Chr12_2652705_T_GT_G SNP 16490.63 25 13 9 19 9 22 21 20 14 18 9 20 10 10 25 13 9 19 9 22 21 20 14 18 9 20 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3797A>C NA NA NA NA 3467
Chr12 2652708 C G Chr12_2652708_C_GC_G SNP 16967.63 24 13 10 18 9 22 22 19 15 18 10 21 10 10 24 13 10 18 9 22 22 19 15 18 10 21 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*342C>G NA NA NA NA 342
Chr12 2652708 C G Chr12_2652708_C_GC_G SNP 16967.63 24 13 10 18 9 22 22 19 15 18 10 21 10 10 24 13 10 18 9 22 22 19 15 18 10 21 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*924G>C NA NA NA NA 434
Chr12 2652708 C G Chr12_2652708_C_GC_G SNP 16967.63 24 13 10 18 9 22 22 19 15 18 10 21 10 10 24 13 10 18 9 22 22 19 15 18 10 21 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*342C>G NA NA NA NA 79
Chr12 2652708 C G Chr12_2652708_C_GC_G SNP 16967.63 24 13 10 18 9 22 22 19 15 18 10 21 10 10 24 13 10 18 9 22 22 19 15 18 10 21 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3794G>C NA NA NA NA 3464
Chr12 2652709 C CAG Chr12_2652709_C_CAGC_CAG INDEL 17003.59 25 13 9 18 9 22 22 19 14 19 10 21 10 10 25 13 9 18 9 22 22 19 14 19 10 21 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*343_*344insAGNA NA NA NA 344
Chr12 2652709 C CAG Chr12_2652709_C_CAGC_CAG INDEL 17003.59 25 13 9 18 9 22 22 19 14 19 10 21 10 10 25 13 9 18 9 22 22 19 14 19 10 21 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*922_*923insCTNA NA NA NA 432
Chr12 2652709 C CAG Chr12_2652709_C_CAGC_CAG INDEL 17003.59 25 13 9 18 9 22 22 19 14 19 10 21 10 10 25 13 9 18 9 22 22 19 14 19 10 21 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*343_*344insAGNA NA NA NA 81
Chr12 2652709 C CAG Chr12_2652709_C_CAGC_CAG INDEL 17003.59 25 13 9 18 9 22 22 19 14 19 10 21 10 10 25 13 9 18 9 22 22 19 14 19 10 21 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3792_*3793insCTNA NA NA NA 3462
Chr12 2652710 T A Chr12_2652710_T_AT_A SNP 16922.63 23 13 8 18 10 23 21 18 13 19 10 22 10 9 23 13 8 18 10 23 21 18 13 19 10 22 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*344T>A NA NA NA NA 344
Chr12 2652710 T A Chr12_2652710_T_AT_A SNP 16922.63 23 13 8 18 10 23 21 18 13 19 10 22 10 9 23 13 8 18 10 23 21 18 13 19 10 22 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*922A>T NA NA NA NA 432
Chr12 2652710 T A Chr12_2652710_T_AT_A SNP 16922.63 23 13 8 18 10 23 21 18 13 19 10 22 10 9 23 13 8 18 10 23 21 18 13 19 10 22 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*344T>A NA NA NA NA 81
Chr12 2652710 T A Chr12_2652710_T_AT_A SNP 16922.63 23 13 8 18 10 23 21 18 13 19 10 22 10 9 23 13 8 18 10 23 21 18 13 19 10 22 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3792A>T NA NA NA NA 3462
Chr12 2652712 T TAG Chr12_2652712_T_TAGT_TAG INDEL 16481.59 21 13 8 18 10 22 20 18 13 19 9 22 10 9 21 13 8 18 10 22 20 18 13 19 9 22 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974717protein_coding22/22 c.*346_*347insAGNA NA NA NA 347
Chr12 2652712 T TAG Chr12_2652712_T_TAGT_TAG INDEL 16481.59 21 13 8 18 10 22 20 18 13 19 9 22 10 9 21 13 8 18 10 22 20 18 13 19 9 22 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974952protein_codingNA c.*919_*920insCTNA NA NA NA 429
Chr12 2652712 T TAG Chr12_2652712_T_TAGT_TAG INDEL 16481.59 21 13 8 18 10 22 20 18 13 19 9 22 10 9 21 13 8 18 10 22 20 18 13 19 9 22 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3360Pp3c12_3360transcript PAC:32974718protein_codingNA c.*346_*347insAGNA NA NA NA 84
Chr12 2652712 T TAG Chr12_2652712_T_TAGT_TAG INDEL 16481.59 21 13 8 18 10 22 20 18 13 19 9 22 10 9 21 13 8 18 10 22 20 18 13 19 9 22 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_3390Pp3c12_3390transcript PAC:32974953protein_codingNA c.*3789_*3790insCTNA NA NA NA 3459
Chr12 2685186 C T Chr12_2685186_C_TC_T SNP 20391.63 26 15 20 17 37 28 32 30 33 31 18 16 14 10 26 15 20 17 37 28 32 30 33 31 18 16 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_3390-Pp3c12_3400Pp3c12_3390-Pp3c12_3400intergenic_regionPp3c12_3390-Pp3c12_3400NA NA n.2685186C>TNA NA NA NA NA
Chr12 2685277 G T Chr12_2685277_G_TG_T SNP 13966.63 20 9 12 12 28 18 19 16 20 22 10 12 12 8 20 9 12 12 28 18 19 16 20 22 10 12 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_3390-Pp3c12_3400Pp3c12_3390-Pp3c12_3400intergenic_regionPp3c12_3390-Pp3c12_3400NA NA n.2685277G>TNA NA NA NA NA
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_3620Pp3c12_3620transcript PAC:32973553protein_codingNA c.-4776_-4775insTANA NA NA NA 4596
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_3630Pp3c12_3630transcript PAC:32973624protein_codingNA c.-1132_-1131insTANA NA NA NA 890
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_3620Pp3c12_3620transcript PAC:32973556protein_codingNA c.-4776_-4775insTANA NA NA NA 4581
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_3620Pp3c12_3620transcript PAC:32973560protein_codingNA c.-6205_-6204insTANA NA NA NA 4581
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_3620Pp3c12_3620transcript PAC:32973559protein_codingNA c.-6205_-6204insTANA NA NA NA 4581
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_3620Pp3c12_3620transcript PAC:32973555protein_codingNA c.-4776_-4775insTANA NA NA NA 4581
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_3620Pp3c12_3620transcript PAC:32973554protein_codingNA c.-4776_-4775insTANA NA NA NA 4581
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_3620Pp3c12_3620transcript PAC:32973558protein_codingNA c.-6205_-6204insTANA NA NA NA 4581
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_3620Pp3c12_3620transcript PAC:32973557protein_codingNA c.-6205_-6204insTANA NA NA NA 4972
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_3630Pp3c12_3630transcript PAC:32973625protein_codingNA c.-1132_-1131insTANA NA NA NA 916
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_3630Pp3c12_3630transcript PAC:32973626protein_codingNA c.-1132_-1131insTANA NA NA NA 916
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 downstream_gene_variantMODIFIER Pp3c12_3640Pp3c12_3640transcript PAC:32972214protein_codingNA c.*1621_*1622insTANA NA NA NA 1621
Chr12 2846886 G GTA Chr12_2846886_G_GTAG_GTA INDEL 293.37 1 2 1 0 0 13 0 1 2 1 0 0 0 1 15 12 6 13 9 13 25 17 13 11 10 15 5 6 0 0.167 0 0 0 1 0 0 0.154 0 0 0 0 0 0 1 1 2 0 1 0 intergenic_regionMODIFIER Pp3c12_3630-Pp3c12_3640Pp3c12_3630-Pp3c12_3640intergenic_regionPp3c12_3630-Pp3c12_3640NA NA n.2846886_2846887insTANA NA NA NA NA
Chr12 2860771 T TTA Chr12_2860771_T_TTAT_TTA INDEL 6680.24 26 12 8 1 1 0 0 0 12 15 11 10 7 8 26 12 9 18 15 26 21 17 12 15 11 11 7 8 1 1 0.889 0 0 0 0 0 1 1 1 0.909 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c12_3660-Pp3c12_3709Pp3c12_3660-Pp3c12_3709intergenic_regionPp3c12_3660-Pp3c12_3709NA NA n.2860771_2860772insTANA NA NA NA NA
Chr12 2895109 A AAT Chr12_2895109_A_AATA_AAT INDEL 1477.35 28 10 10 0 0 0 0 0 0 1 0 1 0 0 28 10 10 14 9 21 25 19 12 18 19 8 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c12_3709Pp3c12_3709transcript PAC:32974944protein_codingNA c.*4187_*4188insATNA NA NA NA 4016
Chr12 2895109 A AAT Chr12_2895109_A_AATA_AAT INDEL 1477.35 28 10 10 0 0 0 0 0 0 1 0 1 0 0 28 10 10 14 9 21 25 19 12 18 19 8 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c12_3660-Pp3c12_3709Pp3c12_3660-Pp3c12_3709intergenic_regionPp3c12_3660-Pp3c12_3709NA NA n.2895109_2895110insATNA NA NA NA NA
Chr12 3001684 G A Chr12_3001684_G_AG_A SNP 12554.63 16 10 13 13 15 24 17 13 15 14 11 13 5 6 16 10 13 13 16 24 17 13 15 14 11 13 5 6 1 1 1 1 0.938 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_3906-Pp3c12_3930Pp3c12_3906-Pp3c12_3930intergenic_regionPp3c12_3906-Pp3c12_3930NA NA n.3001684G>ANA NA NA NA NA
Chr12 3001685 A T Chr12_3001685_A_TA_T SNP 12554.63 17 10 13 13 15 24 17 13 15 14 11 13 5 6 17 10 13 13 16 24 17 13 15 14 11 13 5 6 1 1 1 1 0.938 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_3906-Pp3c12_3930Pp3c12_3906-Pp3c12_3930intergenic_regionPp3c12_3906-Pp3c12_3930NA NA n.3001685A>TNA NA NA NA NA
Chr12 3122575 A AAT Chr12_3122575_A_AATA_AAT INDEL 3865.24 9 10 14 2 0 1 0 1 14 11 6 6 11 4 9 11 14 14 13 13 16 14 14 11 6 7 11 5 1 0.909 1 0.143 0 0 0 0 1 1 1 0.857 1 0.8 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c12_4190Pp3c12_4190transcript PAC:32974100protein_codingNA c.-2721_-2720insATNA NA NA NA 2341
Chr12 3122575 A AAT Chr12_3122575_A_AATA_AAT INDEL 3865.24 9 10 14 2 0 1 0 1 14 11 6 6 11 4 9 11 14 14 13 13 16 14 14 11 6 7 11 5 1 0.909 1 0.143 0 0 0 0 1 1 1 0.857 1 0.8 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c12_4190Pp3c12_4190transcript PAC:32974102protein_codingNA c.-3653_-3652insATNA NA NA NA 3589
Chr12 3122575 A AAT Chr12_3122575_A_AATA_AAT INDEL 3865.24 9 10 14 2 0 1 0 1 14 11 6 6 11 4 9 11 14 14 13 13 16 14 14 11 6 7 11 5 1 0.909 1 0.143 0 0 0 0 1 1 1 0.857 1 0.8 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c12_4190Pp3c12_4190transcript PAC:32974103protein_codingNA c.-3927_-3926insATNA NA NA NA 2337
Chr12 3122575 A AAT Chr12_3122575_A_AATA_AAT INDEL 3865.24 9 10 14 2 0 1 0 1 14 11 6 6 11 4 9 11 14 14 13 13 16 14 14 11 6 7 11 5 1 0.909 1 0.143 0 0 0 0 1 1 1 0.857 1 0.8 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c12_4190Pp3c12_4190transcript PAC:32974104protein_codingNA c.-3927_-3926insATNA NA NA NA 2337
Chr12 3122575 A AAT Chr12_3122575_A_AATA_AAT INDEL 3865.24 9 10 14 2 0 1 0 1 14 11 6 6 11 4 9 11 14 14 13 13 16 14 14 11 6 7 11 5 1 0.909 1 0.143 0 0 0 0 1 1 1 0.857 1 0.8 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c12_4190Pp3c12_4190transcript PAC:32974101protein_codingNA c.-2721_-2720insATNA NA NA NA 2321
Chr12 3122575 A AAT Chr12_3122575_A_AATA_AAT INDEL 3865.24 9 10 14 2 0 1 0 1 14 11 6 6 11 4 9 11 14 14 13 13 16 14 14 11 6 7 11 5 1 0.909 1 0.143 0 0 0 0 1 1 1 0.857 1 0.8 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c12_4200Pp3c12_4200transcript PAC:32974509protein_codingNA c.*2028_*2029insATNA NA NA NA 2028
Chr12 3122575 A AAT Chr12_3122575_A_AATA_AAT INDEL 3865.24 9 10 14 2 0 1 0 1 14 11 6 6 11 4 9 11 14 14 13 13 16 14 14 11 6 7 11 5 1 0.909 1 0.143 0 0 0 0 1 1 1 0.857 1 0.8 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c12_4210Pp3c12_4210transcript PAC:32972822protein_codingNA c.*4234_*4235insATNA NA NA NA 4234
Chr12 3122575 A AAT Chr12_3122575_A_AATA_AAT INDEL 3865.24 9 10 14 2 0 1 0 1 14 11 6 6 11 4 9 11 14 14 13 13 16 14 14 11 6 7 11 5 1 0.909 1 0.143 0 0 0 0 1 1 1 0.857 1 0.8 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c12_4190-Pp3c12_4200Pp3c12_4190-Pp3c12_4200intergenic_regionPp3c12_4190-Pp3c12_4200NA NA n.3122575_3122576insATNA NA NA NA NA
Chr12 3210087 CAT C Chr12_3210087_CAT_CCAT_C INDEL 11950.59 20 16 18 19 11 18 22 19 20 17 12 10 11 11 20 16 18 21 11 18 22 19 20 17 12 10 11 11 1 1 1 0.905 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_4420Pp3c12_4420transcript PAC:32974709protein_codingNA c.-2430_-2429delATNA NA NA NA 1207
Chr12 3210087 CAT C Chr12_3210087_CAT_CCAT_C INDEL 11950.59 20 16 18 19 11 18 22 19 20 17 12 10 11 11 20 16 18 21 11 18 22 19 20 17 12 10 11 11 1 1 1 0.905 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_4420Pp3c12_4420transcript PAC:32974710protein_codingNA c.-2430_-2429delATNA NA NA NA 1178
Chr12 3210087 CAT C Chr12_3210087_CAT_CCAT_C INDEL 11950.59 20 16 18 19 11 18 22 19 20 17 12 10 11 11 20 16 18 21 11 18 22 19 20 17 12 10 11 11 1 1 1 0.905 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_4420Pp3c12_4420transcript PAC:32974711protein_codingNA c.-2430_-2429delATNA NA NA NA 1207
Chr12 3210087 CAT C Chr12_3210087_CAT_CCAT_C INDEL 11950.59 20 16 18 19 11 18 22 19 20 17 12 10 11 11 20 16 18 21 11 18 22 19 20 17 12 10 11 11 1 1 1 0.905 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_4420Pp3c12_4420transcript PAC:32974712protein_codingNA c.-2430_-2429delATNA NA NA NA 1245
Chr12 3210087 CAT C Chr12_3210087_CAT_CCAT_C INDEL 11950.59 20 16 18 19 11 18 22 19 20 17 12 10 11 11 20 16 18 21 11 18 22 19 20 17 12 10 11 11 1 1 1 0.905 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4400Pp3c12_4400transcript PAC:32975040protein_codingNA c.*3354_*3355delATNA NA NA NA 3354
Chr12 3210087 CAT C Chr12_3210087_CAT_CCAT_C INDEL 11950.59 20 16 18 19 11 18 22 19 20 17 12 10 11 11 20 16 18 21 11 18 22 19 20 17 12 10 11 11 1 1 1 0.905 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4410Pp3c12_4410transcript PAC:32972318protein_codingNA c.*2805_*2806delATNA NA NA NA 2805
Chr12 3210087 CAT C Chr12_3210087_CAT_CCAT_C INDEL 11950.59 20 16 18 19 11 18 22 19 20 17 12 10 11 11 20 16 18 21 11 18 22 19 20 17 12 10 11 11 1 1 1 0.905 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_4410-Pp3c12_4420Pp3c12_4410-Pp3c12_4420intergenic_regionPp3c12_4410-Pp3c12_4420NA NA n.3210088_3210089delATNA NA NA NA NA
Chr12 3226336 G GAT Chr12_3226336_G_GATG_GAT INDEL 6208.24 13 15 13 0 0 0 0 0 9 14 6 7 10 8 13 15 13 19 9 20 27 21 9 14 7 7 10 8 1 1 1 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c12_4430Pp3c12_4430transcript PAC:32974865protein_codingNA c.-419_-418insATNA NA NA NA 253
Chr12 3226336 G GAT Chr12_3226336_G_GATG_GAT INDEL 6208.24 13 15 13 0 0 0 0 0 9 14 6 7 10 8 13 15 13 19 9 20 27 21 9 14 7 7 10 8 1 1 1 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c12_4430Pp3c12_4430transcript PAC:32974866protein_codingNA c.-419_-418insATNA NA NA NA 221
Chr12 3226336 G GAT Chr12_3226336_G_GATG_GAT INDEL 6208.24 13 15 13 0 0 0 0 0 9 14 6 7 10 8 13 15 13 19 9 20 27 21 9 14 7 7 10 8 1 1 1 0 0 0 0 0 1 1 0.857 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c12_4430-Pp3c12_4460Pp3c12_4430-Pp3c12_4460intergenic_regionPp3c12_4430-Pp3c12_4460NA NA n.3226336_3226337insATNA NA NA NA NA
Chr12 3308013 C A Chr12_3308013_C_AC_A SNP 16749.63 25 11 11 27 20 23 19 20 14 19 10 12 8 6 25 11 11 27 20 23 19 20 14 19 10 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4630Pp3c12_4630transcript PAC:32973226protein_codingNA c.*5558C>A NA NA NA NA 4854
Chr12 3308013 C A Chr12_3308013_C_AC_A SNP 16749.63 25 11 11 27 20 23 19 20 14 19 10 12 8 6 25 11 11 27 20 23 19 20 14 19 10 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4630Pp3c12_4630transcript PAC:32973229protein_codingNA c.*5558C>A NA NA NA NA 4889
Chr12 3308013 C A Chr12_3308013_C_AC_A SNP 16749.63 25 11 11 27 20 23 19 20 14 19 10 12 8 6 25 11 11 27 20 23 19 20 14 19 10 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4630Pp3c12_4630transcript PAC:32973228protein_codingNA c.*5558C>A NA NA NA NA 4889
Chr12 3308013 C A Chr12_3308013_C_AC_A SNP 16749.63 25 11 11 27 20 23 19 20 14 19 10 12 8 6 25 11 11 27 20 23 19 20 14 19 10 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4630Pp3c12_4630transcript PAC:32973227protein_codingNA c.*5558C>A NA NA NA NA 4869
Chr12 3308013 C A Chr12_3308013_C_AC_A SNP 16749.63 25 11 11 27 20 23 19 20 14 19 10 12 8 6 25 11 11 27 20 23 19 20 14 19 10 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4630Pp3c12_4630transcript PAC:32973230protein_codingNA c.*5558C>A NA NA NA NA 4911
Chr12 3308013 C A Chr12_3308013_C_AC_A SNP 16749.63 25 11 11 27 20 23 19 20 14 19 10 12 8 6 25 11 11 27 20 23 19 20 14 19 10 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_4630-Pp3c12_4660Pp3c12_4630-Pp3c12_4660intergenic_regionPp3c12_4630-Pp3c12_4660NA NA n.3308013C>ANA NA NA NA NA
Chr12 3308015 C A Chr12_3308015_C_AC_A SNP 16749.63 27 11 11 27 22 23 21 20 14 19 10 13 8 6 27 11 11 27 22 23 21 20 14 19 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4630Pp3c12_4630transcript PAC:32973226protein_codingNA c.*5560C>A NA NA NA NA 4856
Chr12 3308015 C A Chr12_3308015_C_AC_A SNP 16749.63 27 11 11 27 22 23 21 20 14 19 10 13 8 6 27 11 11 27 22 23 21 20 14 19 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4630Pp3c12_4630transcript PAC:32973229protein_codingNA c.*5560C>A NA NA NA NA 4891
Chr12 3308015 C A Chr12_3308015_C_AC_A SNP 16749.63 27 11 11 27 22 23 21 20 14 19 10 13 8 6 27 11 11 27 22 23 21 20 14 19 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4630Pp3c12_4630transcript PAC:32973228protein_codingNA c.*5560C>A NA NA NA NA 4891
Chr12 3308015 C A Chr12_3308015_C_AC_A SNP 16749.63 27 11 11 27 22 23 21 20 14 19 10 13 8 6 27 11 11 27 22 23 21 20 14 19 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4630Pp3c12_4630transcript PAC:32973227protein_codingNA c.*5560C>A NA NA NA NA 4871
Chr12 3308015 C A Chr12_3308015_C_AC_A SNP 16749.63 27 11 11 27 22 23 21 20 14 19 10 13 8 6 27 11 11 27 22 23 21 20 14 19 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_4630Pp3c12_4630transcript PAC:32973230protein_codingNA c.*5560C>A NA NA NA NA 4913
Chr12 3308015 C A Chr12_3308015_C_AC_A SNP 16749.63 27 11 11 27 22 23 21 20 14 19 10 13 8 6 27 11 11 27 22 23 21 20 14 19 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_4630-Pp3c12_4660Pp3c12_4630-Pp3c12_4660intergenic_regionPp3c12_4630-Pp3c12_4660NA NA n.3308015C>ANA NA NA NA NA
Chr12 3340830 C CAT Chr12_3340830_C_CATC_CAT INDEL 109.37 0 0 0 0 0 0 0 0 1 0 5 1 0 1 8 7 9 22 10 20 13 18 12 8 6 14 5 9 0 0 0 0 0 0 0 0 0 0 0.833 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c12_4670Pp3c12_4670transcript PAC:32974333protein_codingNA c.-1723_-1722insATNA NA NA NA 907
Chr12 3340830 C CAT Chr12_3340830_C_CATC_CAT INDEL 109.37 0 0 0 0 0 0 0 0 1 0 5 1 0 1 8 7 9 22 10 20 13 18 12 8 6 14 5 9 0 0 0 0 0 0 0 0 0 0 0.833 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c12_4670Pp3c12_4670transcript PAC:32974334protein_codingNA c.-1723_-1722insATNA NA NA NA 907
Chr12 3340830 C CAT Chr12_3340830_C_CATC_CAT INDEL 109.37 0 0 0 0 0 0 0 0 1 0 5 1 0 1 8 7 9 22 10 20 13 18 12 8 6 14 5 9 0 0 0 0 0 0 0 0 0 0 0.833 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c12_4670Pp3c12_4670transcript PAC:32974336protein_codingNA c.-1723_-1722insATNA NA NA NA 907
Chr12 3340830 C CAT Chr12_3340830_C_CATC_CAT INDEL 109.37 0 0 0 0 0 0 0 0 1 0 5 1 0 1 8 7 9 22 10 20 13 18 12 8 6 14 5 9 0 0 0 0 0 0 0 0 0 0 0.833 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c12_4670Pp3c12_4670transcript PAC:32974337protein_codingNA c.-1723_-1722insATNA NA NA NA 907
Chr12 3340830 C CAT Chr12_3340830_C_CATC_CAT INDEL 109.37 0 0 0 0 0 0 0 0 1 0 5 1 0 1 8 7 9 22 10 20 13 18 12 8 6 14 5 9 0 0 0 0 0 0 0 0 0 0 0.833 0 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c12_4670Pp3c12_4670transcript PAC:32974335protein_codingNA c.-1723_-1722insATNA NA NA NA 946
Chr12 3340830 C CAT Chr12_3340830_C_CATC_CAT INDEL 109.37 0 0 0 0 0 0 0 0 1 0 5 1 0 1 8 7 9 22 10 20 13 18 12 8 6 14 5 9 0 0 0 0 0 0 0 0 0 0 0.833 0 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c12_4660Pp3c12_4660transcript PAC:32972179protein_codingNA c.*5526_*5527insATNA NA NA NA 4783
Chr12 3340830 C CAT Chr12_3340830_C_CATC_CAT INDEL 109.37 0 0 0 0 0 0 0 0 1 0 5 1 0 1 8 7 9 22 10 20 13 18 12 8 6 14 5 9 0 0 0 0 0 0 0 0 0 0 0.833 0 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c12_4660Pp3c12_4660transcript PAC:32972180protein_codingNA c.*5526_*5527insATNA NA NA NA 3028
Chr12 3340830 C CAT Chr12_3340830_C_CATC_CAT INDEL 109.37 0 0 0 0 0 0 0 0 1 0 5 1 0 1 8 7 9 22 10 20 13 18 12 8 6 14 5 9 0 0 0 0 0 0 0 0 0 0 0.833 0 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c12_4660Pp3c12_4660transcript PAC:32972181protein_codingNA c.*5526_*5527insATNA NA NA NA 3028
Chr12 3340830 C CAT Chr12_3340830_C_CATC_CAT INDEL 109.37 0 0 0 0 0 0 0 0 1 0 5 1 0 1 8 7 9 22 10 20 13 18 12 8 6 14 5 9 0 0 0 0 0 0 0 0 0 0 0.833 0 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c12_4670-Pp3c12_4690Pp3c12_4670-Pp3c12_4690intergenic_regionPp3c12_4670-Pp3c12_4690NA NA n.3340830_3340831insATNA NA NA NA NA
Chr12 3612924 C A Chr12_3612924_C_AC_A SNP 15485.63 27 12 13 21 17 19 20 21 26 22 12 14 15 5 27 12 13 21 17 20 20 21 26 22 12 14 15 5 1 1 1 1 1 0.95 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5100-Pp3c12_5120Pp3c12_5100-Pp3c12_5120intergenic_regionPp3c12_5100-Pp3c12_5120NA NA n.3612924C>ANA NA NA NA NA
Chr12 3616324 G GA Chr12_3616324_G_GAG_GA INDEL 14445.59 26 8 11 18 27 22 38 25 28 23 10 21 8 4 26 8 11 18 27 22 38 25 28 23 10 21 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5100-Pp3c12_5120Pp3c12_5100-Pp3c12_5120intergenic_regionPp3c12_5100-Pp3c12_5120NA NA n.3616324_3616325insANA NA NA NA NA
Chr12 3646120 G T Chr12_3646120_G_TG_T SNP 22061.63 38 22 27 30 33 35 36 35 29 29 16 10 11 14 38 22 27 30 33 35 36 35 29 29 16 10 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_5140Pp3c12_5140transcript PAC:32974659protein_codingNA c.-5643G>T NA NA NA NA 4796
Chr12 3646120 G T Chr12_3646120_G_TG_T SNP 22061.63 38 22 27 30 33 35 36 35 29 29 16 10 11 14 38 22 27 30 33 35 36 35 29 29 16 10 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_5140Pp3c12_5140transcript PAC:32974661protein_codingNA c.-5643G>T NA NA NA NA 4796
Chr12 3646120 G T Chr12_3646120_G_TG_T SNP 22061.63 38 22 27 30 33 35 36 35 29 29 16 10 11 14 38 22 27 30 33 35 36 35 29 29 16 10 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_5140Pp3c12_5140transcript PAC:32974660protein_codingNA c.-5643G>T NA NA NA NA 4962
Chr12 3646120 G T Chr12_3646120_G_TG_T SNP 22061.63 38 22 27 30 33 35 36 35 29 29 16 10 11 14 38 22 27 30 33 35 36 35 29 29 16 10 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5120-Pp3c12_5140Pp3c12_5120-Pp3c12_5140intergenic_regionPp3c12_5120-Pp3c12_5140NA NA n.3646120G>TNA NA NA NA NA
Chr12 3646212 A T Chr12_3646212_A_TA_T SNP 20992.63 32 23 21 26 26 34 33 26 22 21 18 10 9 14 32 23 21 27 26 34 33 26 22 21 18 10 9 14 1 1 1 0.963 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_5140Pp3c12_5140transcript PAC:32974659protein_codingNA c.-5551A>T NA NA NA NA 4704
Chr12 3646212 A T Chr12_3646212_A_TA_T SNP 20992.63 32 23 21 26 26 34 33 26 22 21 18 10 9 14 32 23 21 27 26 34 33 26 22 21 18 10 9 14 1 1 1 0.963 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_5140Pp3c12_5140transcript PAC:32974661protein_codingNA c.-5551A>T NA NA NA NA 4704
Chr12 3646212 A T Chr12_3646212_A_TA_T SNP 20992.63 32 23 21 26 26 34 33 26 22 21 18 10 9 14 32 23 21 27 26 34 33 26 22 21 18 10 9 14 1 1 1 0.963 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_5140Pp3c12_5140transcript PAC:32974660protein_codingNA c.-5551A>T NA NA NA NA 4870
Chr12 3646212 A T Chr12_3646212_A_TA_T SNP 20992.63 32 23 21 26 26 34 33 26 22 21 18 10 9 14 32 23 21 27 26 34 33 26 22 21 18 10 9 14 1 1 1 0.963 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5120-Pp3c12_5140Pp3c12_5120-Pp3c12_5140intergenic_regionPp3c12_5120-Pp3c12_5140NA NA n.3646212A>TNA NA NA NA NA
Chr12 3647163 C CTA Chr12_3647163_C_CTAC_CTA INDEL 970.35 20 9 10 0 1 1 3 0 1 1 0 0 1 1 20 9 10 9 8 17 25 18 13 9 5 6 6 9 1 1 1 0 0 0 0.12 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c12_5140Pp3c12_5140transcript PAC:32974659protein_codingNA c.-4600_-4599insTANA NA NA NA 3752
Chr12 3647163 C CTA Chr12_3647163_C_CTAC_CTA INDEL 970.35 20 9 10 0 1 1 3 0 1 1 0 0 1 1 20 9 10 9 8 17 25 18 13 9 5 6 6 9 1 1 1 0 0 0 0.12 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c12_5140Pp3c12_5140transcript PAC:32974661protein_codingNA c.-4600_-4599insTANA NA NA NA 3752
Chr12 3647163 C CTA Chr12_3647163_C_CTAC_CTA INDEL 970.35 20 9 10 0 1 1 3 0 1 1 0 0 1 1 20 9 10 9 8 17 25 18 13 9 5 6 6 9 1 1 1 0 0 0 0.12 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c12_5140Pp3c12_5140transcript PAC:32974660protein_codingNA c.-4600_-4599insTANA NA NA NA 3918
Chr12 3647163 C CTA Chr12_3647163_C_CTAC_CTA INDEL 970.35 20 9 10 0 1 1 3 0 1 1 0 0 1 1 20 9 10 9 8 17 25 18 13 9 5 6 6 9 1 1 1 0 0 0 0.12 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c12_5120-Pp3c12_5140Pp3c12_5120-Pp3c12_5140intergenic_regionPp3c12_5120-Pp3c12_5140NA NA n.3647163_3647164insTANA NA NA NA NA
Chr12 3804086 T C Chr12_3804086_T_CT_C SNP 19064.63 30 14 15 25 21 32 20 32 18 39 8 10 5 6 30 14 15 25 21 33 20 32 18 39 8 10 6 6 1 1 1 1 1 0.97 1 1 1 1 1 1 0.833 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_5370Pp3c12_5370transcript PAC:32973336protein_codingNA c.*3557A>G NA NA NA NA 3557
Chr12 3804086 T C Chr12_3804086_T_CT_C SNP 19064.63 30 14 15 25 21 32 20 32 18 39 8 10 5 6 30 14 15 25 21 33 20 32 18 39 8 10 6 6 1 1 1 1 1 0.97 1 1 1 1 1 1 0.833 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_5370Pp3c12_5370transcript PAC:32973337protein_codingNA c.*3448A>G NA NA NA NA 3245
Chr12 3804086 T C Chr12_3804086_T_CT_C SNP 19064.63 30 14 15 25 21 32 20 32 18 39 8 10 5 6 30 14 15 25 21 33 20 32 18 39 8 10 6 6 1 1 1 1 1 0.97 1 1 1 1 1 1 0.833 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5310-Pp3c12_5370Pp3c12_5310-Pp3c12_5370intergenic_regionPp3c12_5310-Pp3c12_5370NA NA n.3804086T>CNA NA NA NA NA
Chr12 3804088 G A Chr12_3804088_G_AG_A SNP 19073.63 31 14 15 25 21 32 23 29 16 36 9 13 7 6 31 14 15 25 21 32 23 29 16 36 9 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_5370Pp3c12_5370transcript PAC:32973336protein_codingNA c.*3555C>T NA NA NA NA 3555
Chr12 3804088 G A Chr12_3804088_G_AG_A SNP 19073.63 31 14 15 25 21 32 23 29 16 36 9 13 7 6 31 14 15 25 21 32 23 29 16 36 9 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_5370Pp3c12_5370transcript PAC:32973337protein_codingNA c.*3446C>T NA NA NA NA 3243
Chr12 3804088 G A Chr12_3804088_G_AG_A SNP 19073.63 31 14 15 25 21 32 23 29 16 36 9 13 7 6 31 14 15 25 21 32 23 29 16 36 9 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5310-Pp3c12_5370Pp3c12_5310-Pp3c12_5370intergenic_regionPp3c12_5310-Pp3c12_5370NA NA n.3804088G>ANA NA NA NA NA
Chr12 3804171 G GT Chr12_3804171_G_GTG_GT INDEL 14293.59 29 17 12 23 26 31 27 27 18 22 13 13 14 7 29 17 12 23 26 31 27 27 18 22 13 13 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_5370Pp3c12_5370transcript PAC:32973336protein_codingNA c.*3471_*3472insANA NA NA NA 3471
Chr12 3804171 G GT Chr12_3804171_G_GTG_GT INDEL 14293.59 29 17 12 23 26 31 27 27 18 22 13 13 14 7 29 17 12 23 26 31 27 27 18 22 13 13 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_5370Pp3c12_5370transcript PAC:32973337protein_codingNA c.*3362_*3363insANA NA NA NA 3159
Chr12 3804171 G GT Chr12_3804171_G_GTG_GT INDEL 14293.59 29 17 12 23 26 31 27 27 18 22 13 13 14 7 29 17 12 23 26 31 27 27 18 22 13 13 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5310-Pp3c12_5370Pp3c12_5310-Pp3c12_5370intergenic_regionPp3c12_5310-Pp3c12_5370NA NA n.3804171_3804172insTNA NA NA NA NA
Chr12 3838036 TC T Chr12_3838036_TC_TTC_T INDEL 14556.59 20 23 16 23 22 28 19 30 19 22 11 17 11 8 20 23 16 23 22 28 19 30 19 22 11 17 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5420-Pp3c12_5470Pp3c12_5420-Pp3c12_5470intergenic_regionPp3c12_5420-Pp3c12_5470NA NA n.3838037delCNA NA NA NA NA
Chr12 3892922 C A Chr12_3892922_C_AC_A SNP 19758.63 36 13 15 29 18 36 22 28 27 17 15 24 8 7 36 13 15 29 18 36 22 28 27 17 15 24 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5520-Pp3c12_5540Pp3c12_5520-Pp3c12_5540intergenic_regionPp3c12_5520-Pp3c12_5540NA NA n.3892922C>ANA NA NA NA NA
Chr12 4051142 A T Chr12_4051142_A_TA_T SNP 18261.63 29 22 14 17 22 33 24 15 18 24 26 10 6 7 29 22 14 17 22 33 24 15 18 24 26 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_5730Pp3c12_5730transcript PAC:32973547protein_coding 01-janv c.28-67A>T NA NA NA NA NA
Chr12 4051143 G T Chr12_4051143_G_TG_T SNP 18261.63 29 22 14 17 21 32 24 15 17 24 27 10 6 7 29 22 14 17 21 32 24 15 17 24 27 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_5730Pp3c12_5730transcript PAC:32973547protein_coding 01-janv c.28-66G>T NA NA NA NA NA
Chr12 4132053 A G Chr12_4132053_A_GA_G SNP 13111.63 11 11 13 13 13 16 20 16 8 15 8 11 5 5 11 11 13 13 13 16 20 16 8 15 8 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5820-Pp3c12_5860Pp3c12_5820-Pp3c12_5860intergenic_regionPp3c12_5820-Pp3c12_5860NA NA n.4132053A>GNA NA NA NA NA
Chr12 4132056 G A Chr12_4132056_G_AG_A SNP 13148.63 11 11 13 13 13 18 20 16 10 14 8 8 4 5 11 11 13 13 13 18 20 16 10 14 8 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5820-Pp3c12_5860Pp3c12_5820-Pp3c12_5860intergenic_regionPp3c12_5820-Pp3c12_5860NA NA n.4132056G>ANA NA NA NA NA
Chr12 4132086 C T Chr12_4132086_C_TC_T SNP 12789.63 17 12 14 16 14 22 22 15 12 13 8 9 8 8 17 12 14 16 14 23 22 15 12 13 8 9 8 8 1 1 1 1 1 0.957 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5820-Pp3c12_5860Pp3c12_5820-Pp3c12_5860intergenic_regionPp3c12_5820-Pp3c12_5860NA NA n.4132086C>TNA NA NA NA NA
Chr12 4147590 C T Chr12_4147590_C_TC_T SNP 14002.63 21 14 17 17 16 23 32 17 14 28 10 16 6 6 21 14 17 17 16 23 32 17 15 28 10 16 6 6 1 1 1 1 1 1 1 1 0.933 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5820-Pp3c12_5860Pp3c12_5820-Pp3c12_5860intergenic_regionPp3c12_5820-Pp3c12_5860NA NA n.4147590C>TNA NA NA NA NA
Chr12 4157765 C A Chr12_4157765_C_AC_A SNP 16581.63 30 14 17 24 16 27 39 15 20 14 14 13 13 12 30 14 17 24 16 27 39 15 20 14 14 13 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5820-Pp3c12_5860Pp3c12_5820-Pp3c12_5860intergenic_regionPp3c12_5820-Pp3c12_5860NA NA n.4157765C>ANA NA NA NA NA
Chr12 4308756 ACTT A Chr12_4308756_ACTT_AACTT_A INDEL 19199.59 25 15 15 25 18 16 28 22 17 21 13 12 18 16 25 15 15 25 18 16 28 22 17 21 13 12 18 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5950-Pp3c12_6040Pp3c12_5950-Pp3c12_6040intergenic_regionPp3c12_5950-Pp3c12_6040NA NA n.4308757_4308759delCTTNA NA NA NA NA
Chr12 4308759 T TACCAAA Chr12_4308759_T_TACCAAAT_TACCAAA INDEL 19200.59 25 15 15 25 18 16 28 22 17 21 13 12 18 16 25 15 15 25 18 16 28 22 17 21 13 12 18 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5950-Pp3c12_6040Pp3c12_5950-Pp3c12_6040intergenic_regionPp3c12_5950-Pp3c12_6040NA NA n.4308759_4308760insACCAAANA NA NA NA NA
Chr12 4308762 C CTA Chr12_4308762_C_CTAC_CTA INDEL 18892.59 27 15 14 24 18 18 30 22 20 20 12 12 16 16 27 15 14 24 18 18 30 22 20 20 12 12 16 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5950-Pp3c12_6040Pp3c12_5950-Pp3c12_6040intergenic_regionPp3c12_5950-Pp3c12_6040NA NA n.4308762_4308763insTANA NA NA NA NA
Chr12 4308763 AGC A Chr12_4308763_AGC_AAGC_A INDEL 18847.59 28 15 13 24 18 18 30 23 21 19 13 12 16 16 28 15 13 24 18 18 30 23 21 19 13 12 16 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5950-Pp3c12_6040Pp3c12_5950-Pp3c12_6040intergenic_regionPp3c12_5950-Pp3c12_6040NA NA n.4308764_4308765delGCNA NA NA NA NA
Chr12 4317035 A T Chr12_4317035_A_TA_T SNP 15475.63 16 15 16 18 16 15 30 18 21 21 12 10 4 9 16 15 16 18 16 15 30 18 21 21 12 10 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5950-Pp3c12_6040Pp3c12_5950-Pp3c12_6040intergenic_regionPp3c12_5950-Pp3c12_6040NA NA n.4317035A>TNA NA NA NA NA
Chr12 4317116 A T Chr12_4317116_A_TA_T SNP 14676.63 23 7 15 15 18 21 22 12 18 25 17 12 7 11 23 7 15 15 18 21 22 12 18 25 17 12 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5950-Pp3c12_6040Pp3c12_5950-Pp3c12_6040intergenic_regionPp3c12_5950-Pp3c12_6040NA NA n.4317116A>TNA NA NA NA NA
Chr12 4317164 TA T Chr12_4317164_TA_TTA_T INDEL 8981.59 15 5 8 12 15 19 10 9 11 17 14 6 5 10 15 5 8 12 15 19 10 9 11 17 14 6 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5950-Pp3c12_6040Pp3c12_5950-Pp3c12_6040intergenic_regionPp3c12_5950-Pp3c12_6040NA NA n.4317165delANA NA NA NA NA
Chr12 4317201 TGCGAC T Chr12_4317201_TGCGAC_TTGCGAC_T INDEL 9399.59 12 7 5 12 11 13 10 8 12 12 7 8 4 8 12 7 5 12 11 13 10 8 12 12 7 8 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5950-Pp3c12_6040Pp3c12_5950-Pp3c12_6040intergenic_regionPp3c12_5950-Pp3c12_6040NA NA n.4317202_4317206delGCGACNA NA NA NA NA
Chr12 4317208 T TAA Chr12_4317208_T_TAAT_TAA INDEL 10029.59 13 7 6 12 10 12 10 8 12 12 7 8 4 8 13 7 6 12 10 12 10 8 12 12 7 8 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_5950-Pp3c12_6040Pp3c12_5950-Pp3c12_6040intergenic_regionPp3c12_5950-Pp3c12_6040NA NA n.4317208_4317209insAANA NA NA NA NA
Chr12 4593326 A AT Chr12_4593326_A_ATA_AT INDEL 30743.59 66 28 38 55 45 44 69 36 45 50 35 22 25 22 66 28 38 55 45 44 69 36 45 50 35 22 25 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_6560-Pp3c12_6690Pp3c12_6560-Pp3c12_6690intergenic_regionPp3c12_6560-Pp3c12_6690NA NA n.4593326_4593327insTNA NA NA NA NA
Chr12 4786706 A G Chr12_4786706_A_GA_G SNP 18052.63 27 9 18 26 22 21 34 23 27 28 19 10 14 21 27 9 18 26 22 21 34 23 27 28 19 10 14 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_6890-Pp3c12_6920Pp3c12_6890-Pp3c12_6920intergenic_regionPp3c12_6890-Pp3c12_6920NA NA n.4786706A>GNA NA NA NA NA
Chr12 4936423 TG T Chr12_4936423_TG_TTG_T INDEL 15492.59 20 11 21 25 19 27 31 22 35 28 15 12 8 8 20 11 21 25 19 27 31 22 35 28 15 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_7090Pp3c12_7090transcript PAC:32972958protein_codingNA c.*4045delC NA NA NA NA 2754
Chr12 4936423 TG T Chr12_4936423_TG_TTG_T INDEL 15492.59 20 11 21 25 19 27 31 22 35 28 15 12 8 8 20 11 21 25 19 27 31 22 35 28 15 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_7090Pp3c12_7090transcript PAC:32972959protein_codingNA c.*3718delC NA NA NA NA 2662
Chr12 4936423 TG T Chr12_4936423_TG_TTG_T INDEL 15492.59 20 11 21 25 19 27 31 22 35 28 15 12 8 8 20 11 21 25 19 27 31 22 35 28 15 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_7090Pp3c12_7090transcript PAC:32972960protein_codingNA c.*3718delC NA NA NA NA 3656
Chr12 4936423 TG T Chr12_4936423_TG_TTG_T INDEL 15492.59 20 11 21 25 19 27 31 22 35 28 15 12 8 8 20 11 21 25 19 27 31 22 35 28 15 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7050-Pp3c12_7090Pp3c12_7050-Pp3c12_7090intergenic_regionPp3c12_7050-Pp3c12_7090NA NA n.4936424delGNA NA NA NA NA
Chr12 4936494 G T Chr12_4936494_G_TG_T SNP 19050.63 21 20 21 26 16 28 43 25 34 25 14 16 13 10 21 20 21 26 16 28 43 25 34 25 14 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_7090Pp3c12_7090transcript PAC:32972958protein_codingNA c.*3975C>A NA NA NA NA 2684
Chr12 4936494 G T Chr12_4936494_G_TG_T SNP 19050.63 21 20 21 26 16 28 43 25 34 25 14 16 13 10 21 20 21 26 16 28 43 25 34 25 14 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_7090Pp3c12_7090transcript PAC:32972959protein_codingNA c.*3648C>A NA NA NA NA 2592
Chr12 4936494 G T Chr12_4936494_G_TG_T SNP 19050.63 21 20 21 26 16 28 43 25 34 25 14 16 13 10 21 20 21 26 16 28 43 25 34 25 14 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_7090Pp3c12_7090transcript PAC:32972960protein_codingNA c.*3648C>A NA NA NA NA 3586
Chr12 4936494 G T Chr12_4936494_G_TG_T SNP 19050.63 21 20 21 26 16 28 43 25 34 25 14 16 13 10 21 20 21 26 16 28 43 25 34 25 14 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7050-Pp3c12_7090Pp3c12_7050-Pp3c12_7090intergenic_regionPp3c12_7050-Pp3c12_7090NA NA n.4936494G>TNA NA NA NA NA
Chr12 4949490 A T Chr12_4949490_A_TA_T SNP 7063.63 8 4 4 5 5 5 6 9 7 10 10 8 4 6 8 4 4 5 5 5 6 9 7 10 10 8 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7090-Pp3c12_7180Pp3c12_7090-Pp3c12_7180intergenic_regionPp3c12_7090-Pp3c12_7180NA NA n.4949490A>TNA NA NA NA NA
Chr12 4949492 G T Chr12_4949492_G_TG_T SNP 7063.63 9 4 4 7 5 7 7 9 8 12 10 8 4 7 9 4 4 7 5 7 7 9 8 12 10 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7090-Pp3c12_7180Pp3c12_7090-Pp3c12_7180intergenic_regionPp3c12_7090-Pp3c12_7180NA NA n.4949492G>TNA NA NA NA NA
Chr12 5051975 G C Chr12_5051975_G_CG_C SNP 12715.63 22 13 13 18 12 12 22 12 17 16 13 12 7 5 22 13 13 18 12 12 22 12 17 16 13 12 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7090-Pp3c12_7180Pp3c12_7090-Pp3c12_7180intergenic_regionPp3c12_7090-Pp3c12_7180NA NA n.5051975G>CNA NA NA NA NA
Chr12 5117819 A AT Chr12_5117819_A_ATA_AT INDEL 14065.59 28 19 18 23 16 22 29 25 18 23 17 17 6 9 28 19 18 23 16 22 29 25 18 23 17 17 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7180-Pp3c12_7280Pp3c12_7180-Pp3c12_7280intergenic_regionPp3c12_7180-Pp3c12_7280NA NA n.5117819_5117820insTNA NA NA NA NA
Chr12 5117844 G T Chr12_5117844_G_TG_T SNP 19650.63 37 19 20 24 18 26 28 24 23 24 15 13 6 8 37 19 20 24 18 26 28 24 23 24 15 13 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7180-Pp3c12_7280Pp3c12_7180-Pp3c12_7280intergenic_regionPp3c12_7180-Pp3c12_7280NA NA n.5117844G>TNA NA NA NA NA
Chr12 5141983 G T Chr12_5141983_G_TG_T SNP 19191.63 33 14 14 33 16 28 42 18 22 22 18 26 16 9 33 14 14 33 16 28 42 18 22 22 18 26 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_7280Pp3c12_7280transcript PAC:32974971protein_codingNA c.-4443G>T NA NA NA NA 2597
Chr12 5141983 G T Chr12_5141983_G_TG_T SNP 19191.63 33 14 14 33 16 28 42 18 22 22 18 26 16 9 33 14 14 33 16 28 42 18 22 22 18 26 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_7280Pp3c12_7280transcript PAC:32974972protein_codingNA c.-4443G>T NA NA NA NA 2549
Chr12 5141983 G T Chr12_5141983_G_TG_T SNP 19191.63 33 14 14 33 16 28 42 18 22 22 18 26 16 9 33 14 14 33 16 28 42 18 22 22 18 26 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_7280Pp3c12_7280transcript PAC:32974973protein_codingNA c.-4443G>T NA NA NA NA 3243
Chr12 5141983 G T Chr12_5141983_G_TG_T SNP 19191.63 33 14 14 33 16 28 42 18 22 22 18 26 16 9 33 14 14 33 16 28 42 18 22 22 18 26 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7180-Pp3c12_7280Pp3c12_7180-Pp3c12_7280intergenic_regionPp3c12_7180-Pp3c12_7280NA NA n.5141983G>TNA NA NA NA NA
Chr12 5304478 T TTA Chr12_5304478_T_TTAT_TTA INDEL 2865.24 0 0 0 16 14 20 27 10 0 0 0 0 0 0 22 9 9 16 15 21 28 10 16 16 8 8 4 7 0 0 0 1 0.933 0.952 0.964 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_7560Pp3c12_7560transcript PAC:32975068protein_codingNA c.-2675_-2674insTANA NA NA NA 2675
Chr12 5304478 T TTA Chr12_5304478_T_TTAT_TTA INDEL 2865.24 0 0 0 16 14 20 27 10 0 0 0 0 0 0 22 9 9 16 15 21 28 10 16 16 8 8 4 7 0 0 0 1 0.933 0.952 0.964 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_7560Pp3c12_7560transcript PAC:32975069protein_codingNA c.-2693_-2692insTANA NA NA NA 2693
Chr12 5304478 T TTA Chr12_5304478_T_TTAT_TTA INDEL 2865.24 0 0 0 16 14 20 27 10 0 0 0 0 0 0 22 9 9 16 15 21 28 10 16 16 8 8 4 7 0 0 0 1 0.933 0.952 0.964 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_7570Pp3c12_7570transcript PAC:32972507protein_codingNA c.*1308_*1309insTANA NA NA NA 635
Chr12 5304478 T TTA Chr12_5304478_T_TTAT_TTA INDEL 2865.24 0 0 0 16 14 20 27 10 0 0 0 0 0 0 22 9 9 16 15 21 28 10 16 16 8 8 4 7 0 0 0 1 0.933 0.952 0.964 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_7570Pp3c12_7570transcript PAC:32972508protein_codingNA c.*1308_*1309insTANA NA NA NA 678
Chr12 5304478 T TTA Chr12_5304478_T_TTAT_TTA INDEL 2865.24 0 0 0 16 14 20 27 10 0 0 0 0 0 0 22 9 9 16 15 21 28 10 16 16 8 8 4 7 0 0 0 1 0.933 0.952 0.964 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_7560-Pp3c12_7570Pp3c12_7560-Pp3c12_7570intergenic_regionPp3c12_7560-Pp3c12_7570NA NA n.5304478_5304479insTANA NA NA NA NA
Chr12 5388918 G A Chr12_5388918_G_AG_A SNP 4843.98 0 0 0 0 0 0 0 0 25 29 10 21 11 8 37 12 13 13 23 26 34 16 25 29 10 21 11 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c12_7720-Pp3c12_7730Pp3c12_7720-Pp3c12_7730intergenic_regionPp3c12_7720-Pp3c12_7730NA NA n.5388918G>ANA NA NA NA NA
Chr12 5608819 G A Chr12_5608819_G_AG_A SNP 14633.63 26 13 12 15 15 19 32 18 16 16 5 8 8 7 26 13 12 15 15 19 32 18 16 16 5 8 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7950-Pp3c12_8050Pp3c12_7950-Pp3c12_8050intergenic_regionPp3c12_7950-Pp3c12_8050NA NA n.5608819G>ANA NA NA NA NA
Chr12 5733569 G A Chr12_5733569_G_AG_A SNP 9871.63 14 11 7 18 11 15 17 13 14 10 10 10 7 5 14 11 7 18 11 15 17 13 14 10 10 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7950-Pp3c12_8050Pp3c12_7950-Pp3c12_8050intergenic_regionPp3c12_7950-Pp3c12_8050NA NA n.5733569G>ANA NA NA NA NA
Chr12 5733627 T C Chr12_5733627_T_CT_C SNP 14112.63 18 14 10 22 16 16 25 18 20 15 13 13 8 9 18 14 10 22 16 16 25 18 20 15 13 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7950-Pp3c12_8050Pp3c12_7950-Pp3c12_8050intergenic_regionPp3c12_7950-Pp3c12_8050NA NA n.5733627T>CNA NA NA NA NA
Chr12 5733785 A G Chr12_5733785_A_GA_G SNP 11292.63 14 10 4 17 13 16 19 18 10 12 10 13 4 12 14 10 4 17 13 16 19 18 10 12 10 13 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_7950-Pp3c12_8050Pp3c12_7950-Pp3c12_8050intergenic_regionPp3c12_7950-Pp3c12_8050NA NA n.5733785A>GNA NA NA NA NA
Chr12 5750233 T C Chr12_5750233_T_CT_C SNP 11391.63 21 4 5 26 11 15 13 20 10 12 6 6 5 4 21 4 5 26 11 15 13 20 10 12 6 6 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8070Pp3c12_8070transcript PAC:32973278protein_codingNA c.*4600T>C NA NA NA NA 3791
Chr12 5750233 T C Chr12_5750233_T_CT_C SNP 11391.63 21 4 5 26 11 15 13 20 10 12 6 6 5 4 21 4 5 26 11 15 13 20 10 12 6 6 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8070Pp3c12_8070transcript PAC:32973279protein_codingNA c.*4600T>C NA NA NA NA 3886
Chr12 5750233 T C Chr12_5750233_T_CT_C SNP 11391.63 21 4 5 26 11 15 13 20 10 12 6 6 5 4 21 4 5 26 11 15 13 20 10 12 6 6 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_8070-Pp3c12_8100Pp3c12_8070-Pp3c12_8100intergenic_regionPp3c12_8070-Pp3c12_8100NA NA n.5750233T>CNA NA NA NA NA
Chr12 5750493 G A Chr12_5750493_G_AG_A SNP 19911.63 25 20 17 30 25 25 25 22 18 16 17 14 10 19 25 20 17 30 25 25 25 22 18 16 17 14 10 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8070Pp3c12_8070transcript PAC:32973278protein_codingNA c.*4860G>A NA NA NA NA 4051
Chr12 5750493 G A Chr12_5750493_G_AG_A SNP 19911.63 25 20 17 30 25 25 25 22 18 16 17 14 10 19 25 20 17 30 25 25 25 22 18 16 17 14 10 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8070Pp3c12_8070transcript PAC:32973279protein_codingNA c.*4860G>A NA NA NA NA 4146
Chr12 5750493 G A Chr12_5750493_G_AG_A SNP 19911.63 25 20 17 30 25 25 25 22 18 16 17 14 10 19 25 20 17 30 25 25 25 22 18 16 17 14 10 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_8070-Pp3c12_8100Pp3c12_8070-Pp3c12_8100intergenic_regionPp3c12_8070-Pp3c12_8100NA NA n.5750493G>ANA NA NA NA NA
Chr12 5750497 C T Chr12_5750497_C_TC_T SNP 20259.63 25 21 16 28 26 24 25 23 19 16 17 14 10 18 25 21 16 28 26 24 25 23 19 16 17 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8070Pp3c12_8070transcript PAC:32973278protein_codingNA c.*4864C>T NA NA NA NA 4055
Chr12 5750497 C T Chr12_5750497_C_TC_T SNP 20259.63 25 21 16 28 26 24 25 23 19 16 17 14 10 18 25 21 16 28 26 24 25 23 19 16 17 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8070Pp3c12_8070transcript PAC:32973279protein_codingNA c.*4864C>T NA NA NA NA 4150
Chr12 5750497 C T Chr12_5750497_C_TC_T SNP 20259.63 25 21 16 28 26 24 25 23 19 16 17 14 10 18 25 21 16 28 26 24 25 23 19 16 17 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_8070-Pp3c12_8100Pp3c12_8070-Pp3c12_8100intergenic_regionPp3c12_8070-Pp3c12_8100NA NA n.5750497C>TNA NA NA NA NA
Chr12 5750501 A G Chr12_5750501_A_GA_G SNP 20280.63 25 21 16 27 27 24 26 24 19 18 18 14 10 17 25 21 16 27 27 24 26 24 19 18 18 14 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8070Pp3c12_8070transcript PAC:32973278protein_codingNA c.*4868A>G NA NA NA NA 4059
Chr12 5750501 A G Chr12_5750501_A_GA_G SNP 20280.63 25 21 16 27 27 24 26 24 19 18 18 14 10 17 25 21 16 27 27 24 26 24 19 18 18 14 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8070Pp3c12_8070transcript PAC:32973279protein_codingNA c.*4868A>G NA NA NA NA 4154
Chr12 5750501 A G Chr12_5750501_A_GA_G SNP 20280.63 25 21 16 27 27 24 26 24 19 18 18 14 10 17 25 21 16 27 27 24 26 24 19 18 18 14 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_8070-Pp3c12_8100Pp3c12_8070-Pp3c12_8100intergenic_regionPp3c12_8070-Pp3c12_8100NA NA n.5750501A>GNA NA NA NA NA
Chr12 5750825 G A Chr12_5750825_G_AG_A SNP 14781.63 9 14 9 24 16 18 23 21 25 15 18 17 14 10 9 14 9 24 16 18 23 21 25 15 18 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8070Pp3c12_8070transcript PAC:32973278protein_codingNA c.*5192G>A NA NA NA NA 4383
Chr12 5750825 G A Chr12_5750825_G_AG_A SNP 14781.63 9 14 9 24 16 18 23 21 25 15 18 17 14 10 9 14 9 24 16 18 23 21 25 15 18 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8070Pp3c12_8070transcript PAC:32973279protein_codingNA c.*5192G>A NA NA NA NA 4478
Chr12 5750825 G A Chr12_5750825_G_AG_A SNP 14781.63 9 14 9 24 16 18 23 21 25 15 18 17 14 10 9 14 9 24 16 18 23 21 25 15 18 17 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_8070-Pp3c12_8100Pp3c12_8070-Pp3c12_8100intergenic_regionPp3c12_8070-Pp3c12_8100NA NA n.5750825G>ANA NA NA NA NA
Chr12 5796415 AAT A Chr12_5796415_AAT_AAAT_A INDEL 2022.93 1 1 0 0 0 0 3 0 11 19 13 13 7 6 19 13 11 16 11 13 32 14 13 20 13 14 7 7 0 0 0 0 0 0 0.094 0 0.846 0.95 1 0.929 1 0.857 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c12_8120-Pp3c12_8140Pp3c12_8120-Pp3c12_8140intergenic_regionPp3c12_8120-Pp3c12_8140NA NA n.5796416_5796417delATNA NA NA NA NA
Chr12 5819844 C A Chr12_5819844_C_AC_A SNP 7089.29 0 0 0 27 21 29 44 19 0 0 0 0 0 0 32 22 12 28 21 29 44 19 38 24 17 22 8 4 0 0 0 0.964 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_8140Pp3c12_8140transcript PAC:32974644protein_codingNA c.-3041C>A NA NA NA NA 2638
Chr12 5819844 C A Chr12_5819844_C_AC_A SNP 7089.29 0 0 0 27 21 29 44 19 0 0 0 0 0 0 32 22 12 28 21 29 44 19 38 24 17 22 8 4 0 0 0 0.964 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_8140Pp3c12_8140transcript PAC:32974645protein_codingNA c.-3041C>A NA NA NA NA 2117
Chr12 5819844 C A Chr12_5819844_C_AC_A SNP 7089.29 0 0 0 27 21 29 44 19 0 0 0 0 0 0 32 22 12 28 21 29 44 19 38 24 17 22 8 4 0 0 0 0.964 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_8140Pp3c12_8140transcript PAC:32974646protein_codingNA c.-2423C>A NA NA NA NA 2117
Chr12 5819844 C A Chr12_5819844_C_AC_A SNP 7089.29 0 0 0 27 21 29 44 19 0 0 0 0 0 0 32 22 12 28 21 29 44 19 38 24 17 22 8 4 0 0 0 0.964 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_8140Pp3c12_8140transcript PAC:32974647protein_codingNA c.-2423C>A NA NA NA NA 2172
Chr12 5819844 C A Chr12_5819844_C_AC_A SNP 7089.29 0 0 0 27 21 29 44 19 0 0 0 0 0 0 32 22 12 28 21 29 44 19 38 24 17 22 8 4 0 0 0 0.964 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_8120-Pp3c12_8140Pp3c12_8120-Pp3c12_8140intergenic_regionPp3c12_8120-Pp3c12_8140NA NA n.5819844C>ANA NA NA NA NA
Chr12 5823606 A T Chr12_5823606_A_TA_T SNP 34931.63 54 17 31 38 38 41 78 38 46 51 37 36 29 22 54 17 31 38 38 41 78 38 46 51 37 36 29 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_8140Pp3c12_8140transcript PAC:32974644protein_coding 02-juil c.93+116A>T NA NA NA NA NA
Chr12 5823606 A T Chr12_5823606_A_TA_T SNP 34931.63 54 17 31 38 38 41 78 38 46 51 37 36 29 22 54 17 31 38 38 41 78 38 46 51 37 36 29 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_8140Pp3c12_8140transcript PAC:32974645protein_coding 03-août c.93+116A>T NA NA NA NA NA
Chr12 5823606 A T Chr12_5823606_A_TA_T SNP 34931.63 54 17 31 38 38 41 78 38 46 51 37 36 29 22 54 17 31 38 38 41 78 38 46 51 37 36 29 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_8140Pp3c12_8140transcript PAC:32974646protein_coding 02-juil c.87+116A>T NA NA NA NA NA
Chr12 5823606 A T Chr12_5823606_A_TA_T SNP 34931.63 54 17 31 38 38 41 78 38 46 51 37 36 29 22 54 17 31 38 38 41 78 38 46 51 37 36 29 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_8140Pp3c12_8140transcript PAC:32974647protein_coding 02-juil c.87+116A>T NA NA NA NA NA
Chr12 5834439 A AAT Chr12_5834439_A_AATA_AAT INDEL 4846.24 24 11 6 0 0 0 1 0 9 8 8 10 4 4 24 12 6 13 14 17 24 16 9 8 8 10 5 4 1 0.917 1 0 0 0 0 0 1 1 1 1 0.8 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c12_8160Pp3c12_8160transcript PAC:32972696protein_codingNA c.*1943_*1944insATNA NA NA NA 1770
Chr12 5834439 A AAT Chr12_5834439_A_AATA_AAT INDEL 4846.24 24 11 6 0 0 0 1 0 9 8 8 10 4 4 24 12 6 13 14 17 24 16 9 8 8 10 5 4 1 0.917 1 0 0 0 0 0 1 1 1 1 0.8 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c12_8140-Pp3c12_8160Pp3c12_8140-Pp3c12_8160intergenic_regionPp3c12_8140-Pp3c12_8160NA NA n.5834439_5834440insATNA NA NA NA NA
Chr12 6298122 G A Chr12_6298122_G_AG_A SNP 18245.63 27 15 9 32 24 21 32 18 17 17 13 15 11 11 27 15 9 32 24 21 32 18 17 17 13 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8990Pp3c12_8990transcript PAC:32972918protein_codingNA c.*3455G>A NA NA NA NA 2935
Chr12 6298122 G A Chr12_6298122_G_AG_A SNP 18245.63 27 15 9 32 24 21 32 18 17 17 13 15 11 11 27 15 9 32 24 21 32 18 17 17 13 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8990Pp3c12_8990transcript PAC:32972920protein_codingNA c.*3455G>A NA NA NA NA 2935
Chr12 6298122 G A Chr12_6298122_G_AG_A SNP 18245.63 27 15 9 32 24 21 32 18 17 17 13 15 11 11 27 15 9 32 24 21 32 18 17 17 13 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_8990Pp3c12_8990transcript PAC:32972919protein_codingNA c.*3455G>A NA NA NA NA 2948
Chr12 6298122 G A Chr12_6298122_G_AG_A SNP 18245.63 27 15 9 32 24 21 32 18 17 17 13 15 11 11 27 15 9 32 24 21 32 18 17 17 13 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_9000Pp3c12_9000transcript PAC:32974938protein_coding 04-août c.566-121C>TNA NA NA NA NA
Chr12 6298122 G A Chr12_6298122_G_AG_A SNP 18245.63 27 15 9 32 24 21 32 18 17 17 13 15 11 11 27 15 9 32 24 21 32 18 17 17 13 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_9000Pp3c12_9000transcript PAC:32974939protein_coding 04-août c.566-121C>TNA NA NA NA NA
Chr12 6309867 A AATTTTTT Chr12_6309867_A_AATTTTTTA_AATTTTTT INDEL 15761.59 28 10 5 20 15 14 27 25 15 16 7 9 10 7 28 10 5 20 15 14 27 25 15 16 7 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_9030Pp3c12_9030transcript PAC:32972800protein_codingNA c.-2666_-2665insAAAAAATNA NA NA NA 639
Chr12 6309867 A AATTTTTT Chr12_6309867_A_AATTTTTTA_AATTTTTT INDEL 15761.59 28 10 5 20 15 14 27 25 15 16 7 9 10 7 28 10 5 20 15 14 27 25 15 16 7 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_9050Pp3c12_9050transcript PAC:32973020protein_codingNA c.-2737_-2736insATTTTTTNA NA NA NA 1429
Chr12 6309867 A AATTTTTT Chr12_6309867_A_AATTTTTTA_AATTTTTT INDEL 15761.59 28 10 5 20 15 14 27 25 15 16 7 9 10 7 28 10 5 20 15 14 27 25 15 16 7 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_9030Pp3c12_9030transcript PAC:32972801protein_codingNA c.-2666_-2665insAAAAAATNA NA NA NA 639
Chr12 6309867 A AATTTTTT Chr12_6309867_A_AATTTTTTA_AATTTTTT INDEL 15761.59 28 10 5 20 15 14 27 25 15 16 7 9 10 7 28 10 5 20 15 14 27 25 15 16 7 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_9030Pp3c12_9030transcript PAC:32972802protein_codingNA c.-2666_-2665insAAAAAATNA NA NA NA 2601
Chr12 6309867 A AATTTTTT Chr12_6309867_A_AATTTTTTA_AATTTTTT INDEL 15761.59 28 10 5 20 15 14 27 25 15 16 7 9 10 7 28 10 5 20 15 14 27 25 15 16 7 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_9050Pp3c12_9050transcript PAC:32973024protein_codingNA c.-3779_-3778insATTTTTTNA NA NA NA 1388



Chr12 6309867 A AATTTTTT Chr12_6309867_A_AATTTTTTA_AATTTTTT INDEL 15761.59 28 10 5 20 15 14 27 25 15 16 7 9 10 7 28 10 5 20 15 14 27 25 15 16 7 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_9050Pp3c12_9050transcript PAC:32973023protein_codingNA c.-3779_-3778insATTTTTTNA NA NA NA 1430
Chr12 6309867 A AATTTTTT Chr12_6309867_A_AATTTTTTA_AATTTTTT INDEL 15761.59 28 10 5 20 15 14 27 25 15 16 7 9 10 7 28 10 5 20 15 14 27 25 15 16 7 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_9050Pp3c12_9050transcript PAC:32973021protein_codingNA c.-3779_-3778insATTTTTTNA NA NA NA 1510
Chr12 6309867 A AATTTTTT Chr12_6309867_A_AATTTTTTA_AATTTTTT INDEL 15761.59 28 10 5 20 15 14 27 25 15 16 7 9 10 7 28 10 5 20 15 14 27 25 15 16 7 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_9050Pp3c12_9050transcript PAC:32973022protein_codingNA c.-3779_-3778insATTTTTTNA NA NA NA 1666
Chr12 6309867 A AATTTTTT Chr12_6309867_A_AATTTTTTA_AATTTTTT INDEL 15761.59 28 10 5 20 15 14 27 25 15 16 7 9 10 7 28 10 5 20 15 14 27 25 15 16 7 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_9010Pp3c12_9010transcript PAC:32972294protein_codingNA c.*4926_*4927insATTTTTTNA NA NA NA 4725
Chr12 6309867 A AATTTTTT Chr12_6309867_A_AATTTTTTA_AATTTTTT INDEL 15761.59 28 10 5 20 15 14 27 25 15 16 7 9 10 7 28 10 5 20 15 14 27 25 15 16 7 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_9010Pp3c12_9010transcript PAC:32972295protein_codingNA c.*4926_*4927insATTTTTTNA NA NA NA 4741
Chr12 6309867 A AATTTTTT Chr12_6309867_A_AATTTTTTA_AATTTTTT INDEL 15761.59 28 10 5 20 15 14 27 25 15 16 7 9 10 7 28 10 5 20 15 14 27 25 15 16 7 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_9030-Pp3c12_9050Pp3c12_9030-Pp3c12_9050intergenic_regionPp3c12_9030-Pp3c12_9050NA NA n.6309867_6309868insATTTTTTNA NA NA NA NA
Chr12 6338349 G T Chr12_6338349_G_TG_T SNP 18986.63 28 9 19 25 25 22 34 22 25 33 16 12 14 13 28 9 19 25 25 22 34 22 25 33 16 12 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_9120Pp3c12_9120transcript PAC:32972546protein_codingNA c.-3914C>A NA NA NA NA 3914
Chr12 6338349 G T Chr12_6338349_G_TG_T SNP 18986.63 28 9 19 25 25 22 34 22 25 33 16 12 14 13 28 9 19 25 25 22 34 22 25 33 16 12 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_9120Pp3c12_9120transcript PAC:32972547protein_codingNA c.-3914C>A NA NA NA NA 3914
Chr12 6338349 G T Chr12_6338349_G_TG_T SNP 18986.63 28 9 19 25 25 22 34 22 25 33 16 12 14 13 28 9 19 25 25 22 34 22 25 33 16 12 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_9120Pp3c12_9120transcript PAC:32972548protein_codingNA c.-3914C>A NA NA NA NA 3914
Chr12 6338349 G T Chr12_6338349_G_TG_T SNP 18986.63 28 9 19 25 25 22 34 22 25 33 16 12 14 13 28 9 19 25 25 22 34 22 25 33 16 12 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_9120-Pp3c12_9135Pp3c12_9120-Pp3c12_9135intergenic_regionPp3c12_9120-Pp3c12_9135NA NA n.6338349G>TNA NA NA NA NA
Chr12 6648493 T A Chr12_6648493_T_AT_A SNP 19333.63 29 14 17 23 23 26 21 27 26 24 21 15 6 5 29 14 17 23 23 26 21 27 26 24 21 15 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_9690-Pp3c12_9730Pp3c12_9690-Pp3c12_9730intergenic_regionPp3c12_9690-Pp3c12_9730NA NA n.6648493T>ANA NA NA NA NA
Chr12 6923721 A G Chr12_6923721_A_GA_G SNP 23143.63 31 18 14 23 32 26 33 17 40 28 17 15 16 11 31 18 14 23 32 26 33 17 40 28 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10120Pp3c12_10120transcript PAC:32974012protein_codingNA c.*2357A>G NA NA NA NA 1798
Chr12 6923721 A G Chr12_6923721_A_GA_G SNP 23143.63 31 18 14 23 32 26 33 17 40 28 17 15 16 11 31 18 14 23 32 26 33 17 40 28 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10130Pp3c12_10130transcript PAC:32973325protein_codingNA c.*2719T>C NA NA NA NA 2201
Chr12 6923721 A G Chr12_6923721_A_GA_G SNP 23143.63 31 18 14 23 32 26 33 17 40 28 17 15 16 11 31 18 14 23 32 26 33 17 40 28 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10120Pp3c12_10120transcript PAC:32974013protein_codingNA c.*2357A>G NA NA NA NA 1890
Chr12 6923721 A G Chr12_6923721_A_GA_G SNP 23143.63 31 18 14 23 32 26 33 17 40 28 17 15 16 11 31 18 14 23 32 26 33 17 40 28 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10130Pp3c12_10130transcript PAC:32973326protein_codingNA c.*2719T>C NA NA NA NA 2201
Chr12 6923721 A G Chr12_6923721_A_GA_G SNP 23143.63 31 18 14 23 32 26 33 17 40 28 17 15 16 11 31 18 14 23 32 26 33 17 40 28 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10130Pp3c12_10130transcript PAC:32973327protein_codingNA c.*2958T>C NA NA NA NA 2958
Chr12 6923721 A G Chr12_6923721_A_GA_G SNP 23143.63 31 18 14 23 32 26 33 17 40 28 17 15 16 11 31 18 14 23 32 26 33 17 40 28 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_10120-Pp3c12_10130Pp3c12_10120-Pp3c12_10130intergenic_regionPp3c12_10120-Pp3c12_10130NA NA n.6923721A>GNA NA NA NA NA
Chr12 6923724 G GTT Chr12_6923724_G_GTTG_GTT INDEL 23471.59 31 18 15 23 31 26 32 18 39 29 17 15 16 11 31 18 15 23 31 26 32 18 39 29 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10120Pp3c12_10120transcript PAC:32974012protein_codingNA c.*2360_*2361insTTNA NA NA NA 1802
Chr12 6923724 G GTT Chr12_6923724_G_GTTG_GTT INDEL 23471.59 31 18 15 23 31 26 32 18 39 29 17 15 16 11 31 18 15 23 31 26 32 18 39 29 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10130Pp3c12_10130transcript PAC:32973325protein_codingNA c.*2715_*2716insAANA NA NA NA 2197
Chr12 6923724 G GTT Chr12_6923724_G_GTTG_GTT INDEL 23471.59 31 18 15 23 31 26 32 18 39 29 17 15 16 11 31 18 15 23 31 26 32 18 39 29 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10120Pp3c12_10120transcript PAC:32974013protein_codingNA c.*2360_*2361insTTNA NA NA NA 1894
Chr12 6923724 G GTT Chr12_6923724_G_GTTG_GTT INDEL 23471.59 31 18 15 23 31 26 32 18 39 29 17 15 16 11 31 18 15 23 31 26 32 18 39 29 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10130Pp3c12_10130transcript PAC:32973326protein_codingNA c.*2715_*2716insAANA NA NA NA 2197
Chr12 6923724 G GTT Chr12_6923724_G_GTTG_GTT INDEL 23471.59 31 18 15 23 31 26 32 18 39 29 17 15 16 11 31 18 15 23 31 26 32 18 39 29 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10130Pp3c12_10130transcript PAC:32973327protein_codingNA c.*2954_*2955insAANA NA NA NA 2954
Chr12 6923724 G GTT Chr12_6923724_G_GTTG_GTT INDEL 23471.59 31 18 15 23 31 26 32 18 39 29 17 15 16 11 31 18 15 23 31 26 32 18 39 29 17 15 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_10120-Pp3c12_10130Pp3c12_10120-Pp3c12_10130intergenic_regionPp3c12_10120-Pp3c12_10130NA NA n.6923724_6923725insTTNA NA NA NA NA
Chr12 7106966 TG T Chr12_7106966_TG_TTG_T INDEL 13418.59 21 15 10 25 16 16 16 16 7 19 16 12 8 7 21 15 10 25 16 16 16 16 7 19 16 12 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_10421-Pp3c12_10460Pp3c12_10421-Pp3c12_10460intergenic_regionPp3c12_10421-Pp3c12_10460NA NA n.7106967delGNA NA NA NA NA
Chr12 7106995 TG T Chr12_7106995_TG_TTG_T INDEL 15779.59 22 19 12 24 20 16 17 16 8 19 14 15 7 7 22 19 12 24 20 16 17 16 8 19 14 15 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_10421-Pp3c12_10460Pp3c12_10421-Pp3c12_10460intergenic_regionPp3c12_10421-Pp3c12_10460NA NA n.7106996delGNA NA NA NA NA
Chr12 7107011 G T Chr12_7107011_G_TG_T SNP 16970.63 23 19 12 25 22 17 17 16 8 21 16 16 9 9 23 19 12 25 22 17 17 16 8 21 16 16 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_10421-Pp3c12_10460Pp3c12_10421-Pp3c12_10460intergenic_regionPp3c12_10421-Pp3c12_10460NA NA n.7107011G>TNA NA NA NA NA
Chr12 7107015 G T Chr12_7107015_G_TG_T SNP 16677.63 20 20 12 26 19 17 17 15 9 21 16 16 9 10 20 20 12 26 19 17 17 15 9 21 16 16 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_10421-Pp3c12_10460Pp3c12_10421-Pp3c12_10460intergenic_regionPp3c12_10421-Pp3c12_10460NA NA n.7107015G>TNA NA NA NA NA
Chr12 7109026 GA G Chr12_7109026_GA_GGA_G INDEL 14175.59 36 13 15 25 10 24 35 20 27 25 18 18 9 16 36 13 15 26 10 24 35 20 27 25 18 18 9 16 1 1 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_10421-Pp3c12_10460Pp3c12_10421-Pp3c12_10460intergenic_regionPp3c12_10421-Pp3c12_10460NA NA n.7109027delANA NA NA NA NA
Chr12 7168752 C A Chr12_7168752_C_AC_A SNP 15035.63 29 18 18 24 14 23 16 18 22 17 8 8 10 6 29 18 18 24 14 23 16 18 22 17 8 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10520Pp3c12_10520transcript PAC:32975168protein_codingNA c.*4374C>A NA NA NA NA 4374
Chr12 7168752 C A Chr12_7168752_C_AC_A SNP 15035.63 29 18 18 24 14 23 16 18 22 17 8 8 10 6 29 18 18 24 14 23 16 18 22 17 8 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_10520-Pp3c12_10530Pp3c12_10520-Pp3c12_10530intergenic_regionPp3c12_10520-Pp3c12_10530NA NA n.7168752C>ANA NA NA NA NA
Chr12 7168804 A G Chr12_7168804_A_GA_G SNP 17777.63 32 18 14 29 14 26 24 23 25 27 10 14 10 4 32 18 14 30 14 26 24 23 25 27 10 14 10 4 1 1 1 0.967 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_10520Pp3c12_10520transcript PAC:32975168protein_codingNA c.*4426A>G NA NA NA NA 4426
Chr12 7168804 A G Chr12_7168804_A_GA_G SNP 17777.63 32 18 14 29 14 26 24 23 25 27 10 14 10 4 32 18 14 30 14 26 24 23 25 27 10 14 10 4 1 1 1 0.967 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_10520-Pp3c12_10530Pp3c12_10520-Pp3c12_10530intergenic_regionPp3c12_10520-Pp3c12_10530NA NA n.7168804A>GNA NA NA NA NA
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973503protein_codingNA c.*1304_*1305delATNA NA NA NA 449
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973511protein_codingNA c.*2351_*2352delATNA NA NA NA 469
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973512protein_codingNA c.*2351_*2352delATNA NA NA NA 469
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973513protein_codingNA c.*3003_*3004delATNA NA NA NA 469
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973514protein_codingNA c.*3003_*3004delATNA NA NA NA 469
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973504protein_codingNA c.*1304_*1305delATNA NA NA NA 480
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973505protein_codingNA c.*1304_*1305delATNA NA NA NA 480
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973506protein_codingNA c.*1304_*1305delATNA NA NA NA 480
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973508protein_codingNA c.*1953_*1954delATNA NA NA NA 529
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973509protein_codingNA c.*1953_*1954delATNA NA NA NA 529
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973507protein_codingNA c.*1953_*1954delATNA NA NA NA 551
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11230Pp3c12_11230transcript PAC:32973510protein_codingNA c.*2351_*2352delATNA NA NA NA 551
Chr12 7489273 AAT A Chr12_7489273_AAT_AAAT_A INDEL 9798.59 18 8 8 9 18 23 29 10 17 16 12 9 6 9 18 8 8 9 18 23 29 10 19 16 12 9 6 9 1 1 1 1 1 1 1 1 0.895 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_11200-Pp3c12_11230Pp3c12_11200-Pp3c12_11230intergenic_regionPp3c12_11200-Pp3c12_11230NA NA n.7489274_7489275delATNA NA NA NA NA
Chr12 7540620 AAT A Chr12_7540620_AAT_AAAT_A INDEL 9033.59 22 8 11 20 7 20 27 11 11 12 6 7 9 8 23 8 12 22 7 20 27 11 11 12 6 8 9 8 0.957 1 0.917 0.909 1 1 1 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_11300Pp3c12_11300transcript PAC:32974795protein_codingNA c.-507_-506delATNA NA NA NA 506
Chr12 7540620 AAT A Chr12_7540620_AAT_AAAT_A INDEL 9033.59 22 8 11 20 7 20 27 11 11 12 6 7 9 8 23 8 12 22 7 20 27 11 11 12 6 8 9 8 0.957 1 0.917 0.909 1 1 1 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_11310Pp3c12_11310transcript PAC:32974044protein_codingNA c.-2050_-2049delATNA NA NA NA 2050
Chr12 7540620 AAT A Chr12_7540620_AAT_AAAT_A INDEL 9033.59 22 8 11 20 7 20 27 11 11 12 6 7 9 8 23 8 12 22 7 20 27 11 11 12 6 8 9 8 0.957 1 0.917 0.909 1 1 1 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_11300Pp3c12_11300transcript PAC:32974796protein_codingNA c.-507_-506delATNA NA NA NA 285
Chr12 7540620 AAT A Chr12_7540620_AAT_AAAT_A INDEL 9033.59 22 8 11 20 7 20 27 11 11 12 6 7 9 8 23 8 12 22 7 20 27 11 11 12 6 8 9 8 0.957 1 0.917 0.909 1 1 1 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11309Pp3c12_11309transcript PAC:32973740protein_codingNA c.*2641_*2642delATNA NA NA NA 1929
Chr12 7540620 AAT A Chr12_7540620_AAT_AAAT_A INDEL 9033.59 22 8 11 20 7 20 27 11 11 12 6 7 9 8 23 8 12 22 7 20 27 11 11 12 6 8 9 8 0.957 1 0.917 0.909 1 1 1 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_11300-Pp3c12_11309Pp3c12_11300-Pp3c12_11309intergenic_regionPp3c12_11300-Pp3c12_11309NA NA n.7540621_7540622delATNA NA NA NA NA
Chr12 7661805 G GA Chr12_7661805_G_GAG_GA INDEL 14734.59 32 13 9 21 18 26 27 21 19 27 13 21 8 13 32 13 9 21 18 26 27 21 19 27 13 21 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11500Pp3c12_11500transcript PAC:32974257protein_codingNA c.*4474_*4475insANA NA NA NA 4289
Chr12 7661805 G GA Chr12_7661805_G_GAG_GA INDEL 14734.59 32 13 9 21 18 26 27 21 19 27 13 21 8 13 32 13 9 21 18 26 27 21 19 27 13 21 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11530Pp3c12_11530transcript PAC:32974340protein_codingNA c.*4173_*4174insTNA NA NA NA 3940
Chr12 7661805 G GA Chr12_7661805_G_GAG_GA INDEL 14734.59 32 13 9 21 18 26 27 21 19 27 13 21 8 13 32 13 9 21 18 26 27 21 19 27 13 21 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11500Pp3c12_11500transcript PAC:32974258protein_codingNA c.*4474_*4475insANA NA NA NA 4221
Chr12 7661805 G GA Chr12_7661805_G_GAG_GA INDEL 14734.59 32 13 9 21 18 26 27 21 19 27 13 21 8 13 32 13 9 21 18 26 27 21 19 27 13 21 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11530Pp3c12_11530transcript PAC:32974341protein_codingNA c.*4173_*4174insTNA NA NA NA 1043
Chr12 7661805 G GA Chr12_7661805_G_GAG_GA INDEL 14734.59 32 13 9 21 18 26 27 21 19 27 13 21 8 13 32 13 9 21 18 26 27 21 19 27 13 21 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11530Pp3c12_11530transcript PAC:32974342protein_codingNA c.*4173_*4174insTNA NA NA NA 1043
Chr12 7661805 G GA Chr12_7661805_G_GAG_GA INDEL 14734.59 32 13 9 21 18 26 27 21 19 27 13 21 8 13 32 13 9 21 18 26 27 21 19 27 13 21 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_11530Pp3c12_11530transcript PAC:32974343protein_codingNA c.*4173_*4174insTNA NA NA NA 1043
Chr12 7661805 G GA Chr12_7661805_G_GAG_GA INDEL 14734.59 32 13 9 21 18 26 27 21 19 27 13 21 8 13 32 13 9 21 18 26 27 21 19 27 13 21 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_11500-Pp3c12_11530Pp3c12_11500-Pp3c12_11530intergenic_regionPp3c12_11500-Pp3c12_11530NA NA n.7661805_7661806insANA NA NA NA NA
Chr12 7709959 G A Chr12_7709959_G_AG_A SNP 21410.63 26 19 15 36 18 40 30 35 23 27 5 18 12 13 26 19 15 36 18 40 30 36 23 27 5 18 12 13 1 1 1 1 1 1 1 0.972 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_11660-Pp3c12_11669Pp3c12_11660-Pp3c12_11669intergenic_regionPp3c12_11660-Pp3c12_11669NA NA n.7709959G>ANA NA NA NA NA
Chr12 7710704 C T Chr12_7710704_C_TC_T SNP 13597.63 12 9 6 22 9 22 18 28 20 18 9 8 7 11 12 9 6 22 9 22 18 28 20 18 9 8 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_11660-Pp3c12_11669Pp3c12_11660-Pp3c12_11669intergenic_regionPp3c12_11660-Pp3c12_11669NA NA n.7710704C>TNA NA NA NA NA
Chr12 7710732 A AT Chr12_7710732_A_ATA_AT INDEL 12611.59 8 8 4 20 9 19 14 22 17 16 8 8 4 12 8 8 4 20 9 19 14 22 17 16 8 8 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_11660-Pp3c12_11669Pp3c12_11660-Pp3c12_11669intergenic_regionPp3c12_11660-Pp3c12_11669NA NA n.7710732_7710733insTNA NA NA NA NA
Chr12 7710734 G T Chr12_7710734_G_TG_T SNP 12620.63 9 8 4 20 10 19 14 22 17 16 8 8 4 12 9 8 4 20 10 19 14 22 17 16 8 8 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_11660-Pp3c12_11669Pp3c12_11660-Pp3c12_11669intergenic_regionPp3c12_11660-Pp3c12_11669NA NA n.7710734G>TNA NA NA NA NA
Chr12 7710823 G T Chr12_7710823_G_TG_T SNP 15813.63 15 11 7 24 11 20 15 28 24 21 12 12 7 11 15 11 7 24 11 20 15 28 24 21 12 12 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_11660-Pp3c12_11669Pp3c12_11660-Pp3c12_11669intergenic_regionPp3c12_11660-Pp3c12_11669NA NA n.7710823G>TNA NA NA NA NA
Chr12 7710845 A AT Chr12_7710845_A_ATA_AT INDEL 15772.59 15 10 8 23 14 23 16 25 22 18 12 9 6 8 15 10 8 23 14 23 16 25 22 18 12 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_11660-Pp3c12_11669Pp3c12_11660-Pp3c12_11669intergenic_regionPp3c12_11660-Pp3c12_11669NA NA n.7710845_7710846insTNA NA NA NA NA
Chr12 7710847 CG C Chr12_7710847_CG_CCG_C INDEL 15496.59 14 10 9 23 15 22 16 25 21 19 13 9 6 7 14 10 9 23 15 22 16 25 21 19 13 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_11660-Pp3c12_11669Pp3c12_11660-Pp3c12_11669intergenic_regionPp3c12_11660-Pp3c12_11669NA NA n.7710848delGNA NA NA NA NA
Chr12 7869115 G GA Chr12_7869115_G_GAG_GA INDEL 14668.59 19 11 12 20 14 20 29 21 18 18 14 13 17 7 19 11 12 20 14 20 29 21 18 18 14 13 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_11940-Pp3c12_11990Pp3c12_11940-Pp3c12_11990intergenic_regionPp3c12_11940-Pp3c12_11990NA NA n.7869115_7869116insANA NA NA NA NA
Chr12 7916969 A AAT Chr12_7916969_A_AATA_AAT INDEL 1861.24 1 0 0 8 10 17 17 13 0 0 1 1 0 0 12 13 4 8 11 17 17 14 8 15 13 9 5 5 0 0 0 1 0.909 1 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_12010-Pp3c12_12070Pp3c12_12010-Pp3c12_12070intergenic_regionPp3c12_12010-Pp3c12_12070NA NA n.7916969_7916970insATNA NA NA NA NA
Chr12 8049873 A AAT Chr12_8049873_A_AATA_AAT INDEL 3332.24 0 1 0 20 19 23 20 14 0 0 0 2 0 1 15 11 11 20 19 23 21 14 9 13 7 7 4 7 0 0 0 1 1 1 0.952 1 0 0 0 0.286 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c12_12240Pp3c12_12240transcript PAC:32973818protein_codingNA c.-1530_-1529insATNA NA NA NA 1530
Chr12 8049873 A AAT Chr12_8049873_A_AATA_AAT INDEL 3332.24 0 1 0 20 19 23 20 14 0 0 0 2 0 1 15 11 11 20 19 23 21 14 9 13 7 7 4 7 0 0 0 1 1 1 0.952 1 0 0 0 0.286 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c12_12240Pp3c12_12240transcript PAC:32973819protein_codingNA c.-1530_-1529insATNA NA NA NA 1530
Chr12 8049873 A AAT Chr12_8049873_A_AATA_AAT INDEL 3332.24 0 1 0 20 19 23 20 14 0 0 0 2 0 1 15 11 11 20 19 23 21 14 9 13 7 7 4 7 0 0 0 1 1 1 0.952 1 0 0 0 0.286 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c12_12249Pp3c12_12249transcript PAC:32973175protein_codingNA c.*23_*24insATNA NA NA NA 24
Chr12 8049873 A AAT Chr12_8049873_A_AATA_AAT INDEL 3332.24 0 1 0 20 19 23 20 14 0 0 0 2 0 1 15 11 11 20 19 23 21 14 9 13 7 7 4 7 0 0 0 1 1 1 0.952 1 0 0 0 0.286 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c12_12250Pp3c12_12250transcript PAC:32972560protein_codingNA c.*395_*396insATNA NA NA NA 395
Chr12 8049873 A AAT Chr12_8049873_A_AATA_AAT INDEL 3332.24 0 1 0 20 19 23 20 14 0 0 0 2 0 1 15 11 11 20 19 23 21 14 9 13 7 7 4 7 0 0 0 1 1 1 0.952 1 0 0 0 0.286 0 0 0 5 5 1 0 5 0 intron_variantMODIFIER Pp3c12_12250Pp3c12_12250transcript PAC:32972561protein_coding 01-janv c.*322+73_*322+74insATNA NA NA NA NA
Chr12 8052211 A AAT Chr12_8052211_A_AATA_AAT INDEL 950.35 16 8 7 0 0 1 0 0 0 0 0 0 0 0 17 8 7 12 14 21 19 15 13 17 11 11 9 10 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_12240Pp3c12_12240transcript PAC:32973818protein_codingNA c.-3868_-3867insATNA NA NA NA 3868
Chr12 8052211 A AAT Chr12_8052211_A_AATA_AAT INDEL 950.35 16 8 7 0 0 1 0 0 0 0 0 0 0 0 17 8 7 12 14 21 19 15 13 17 11 11 9 10 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_12250Pp3c12_12250transcript PAC:32972560protein_codingNA c.-1791_-1790insATNA NA NA NA 1791
Chr12 8052211 A AAT Chr12_8052211_A_AATA_AAT INDEL 950.35 16 8 7 0 0 1 0 0 0 0 0 0 0 0 17 8 7 12 14 21 19 15 13 17 11 11 9 10 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_12240Pp3c12_12240transcript PAC:32973819protein_codingNA c.-3868_-3867insATNA NA NA NA 3868
Chr12 8052211 A AAT Chr12_8052211_A_AATA_AAT INDEL 950.35 16 8 7 0 0 1 0 0 0 0 0 0 0 0 17 8 7 12 14 21 19 15 13 17 11 11 9 10 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_12250Pp3c12_12250transcript PAC:32972561protein_codingNA c.-1791_-1790insATNA NA NA NA 1718
Chr12 8052211 A AAT Chr12_8052211_A_AATA_AAT INDEL 950.35 16 8 7 0 0 1 0 0 0 0 0 0 0 0 17 8 7 12 14 21 19 15 13 17 11 11 9 10 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c12_12249Pp3c12_12249transcript PAC:32973175protein_codingNA c.*2361_*2362insATNA NA NA NA 2362
Chr12 8052211 A AAT Chr12_8052211_A_AATA_AAT INDEL 950.35 16 8 7 0 0 1 0 0 0 0 0 0 0 0 17 8 7 12 14 21 19 15 13 17 11 11 9 10 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c12_12250-Pp3c12_12270Pp3c12_12250-Pp3c12_12270intergenic_regionPp3c12_12250-Pp3c12_12270NA NA n.8052211_8052212insATNA NA NA NA NA
Chr12 8078381 A AAT Chr12_8078381_A_AATA_AAT INDEL 237.37 1 0 0 1 0 1 0 0 1 1 0 0 0 9 22 13 11 17 15 15 31 14 18 15 5 4 4 9 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c12_12330Pp3c12_12330transcript PAC:32973043protein_codingNA c.-4504_-4503insATNA NA NA NA 4504
Chr12 8078381 A AAT Chr12_8078381_A_AATA_AAT INDEL 237.37 1 0 0 1 0 1 0 0 1 1 0 0 0 9 22 13 11 17 15 15 31 14 18 15 5 4 4 9 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c12_12340Pp3c12_12340transcript PAC:32972212protein_codingNA c.-2410_-2409insATNA NA NA NA 2246
Chr12 8078381 A AAT Chr12_8078381_A_AATA_AAT INDEL 237.37 1 0 0 1 0 1 0 0 1 1 0 0 0 9 22 13 11 17 15 15 31 14 18 15 5 4 4 9 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c12_12360Pp3c12_12360transcript PAC:32974084protein_codingNA c.-925_-924insATNA NA NA NA 925
Chr12 8078381 A AAT Chr12_8078381_A_AATA_AAT INDEL 237.37 1 0 0 1 0 1 0 0 1 1 0 0 0 9 22 13 11 17 15 15 31 14 18 15 5 4 4 9 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c12_12340Pp3c12_12340transcript PAC:32972213protein_codingNA c.-2410_-2409insATNA NA NA NA 2329
Chr12 8078381 A AAT Chr12_8078381_A_AATA_AAT INDEL 237.37 1 0 0 1 0 1 0 0 1 1 0 0 0 9 22 13 11 17 15 15 31 14 18 15 5 4 4 9 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c12_12360-Pp3c12_12390Pp3c12_12360-Pp3c12_12390intergenic_regionPp3c12_12360-Pp3c12_12390NA NA n.8078381_8078382insATNA NA NA NA NA
Chr12 8132115 T TA Chr12_8132115_T_TAT_TA INDEL 16025.59 18 12 17 29 21 28 20 29 23 17 7 17 9 13 18 12 17 29 21 28 20 29 23 17 7 17 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_12420-Pp3c12_12440Pp3c12_12420-Pp3c12_12440intergenic_regionPp3c12_12420-Pp3c12_12440NA NA n.8132115_8132116insANA NA NA NA NA
Chr12 8155626 A AT Chr12_8155626_A_ATA_AT INDEL 19289.59 27 13 18 24 15 26 18 31 30 15 15 9 10 16 27 13 18 24 15 26 18 31 30 15 15 9 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12440Pp3c12_12440transcript PAC:32972252protein_codingNA c.-1500_-1499insANA NA NA NA 1500
Chr12 8155626 A AT Chr12_8155626_A_ATA_AT INDEL 19289.59 27 13 18 24 15 26 18 31 30 15 15 9 10 16 27 13 18 24 15 26 18 31 30 15 15 9 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973237protein_codingNA c.-1302_-1301insANA NA NA NA 1302
Chr12 8155626 A AT Chr12_8155626_A_ATA_AT INDEL 19289.59 27 13 18 24 15 26 18 31 30 15 15 9 10 16 27 13 18 24 15 26 18 31 30 15 15 9 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973238protein_codingNA c.-1320_-1319insANA NA NA NA 1320
Chr12 8155626 A AT Chr12_8155626_A_ATA_AT INDEL 19289.59 27 13 18 24 15 26 18 31 30 15 15 9 10 16 27 13 18 24 15 26 18 31 30 15 15 9 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_12450-Pp3c12_12460Pp3c12_12450-Pp3c12_12460intergenic_regionPp3c12_12450-Pp3c12_12460NA NA n.8155626_8155627insTNA NA NA NA NA
Chr12 8155631 G GT Chr12_8155631_G_GTG_GT INDEL 20775.59 29 14 19 24 15 27 19 31 30 17 15 9 10 16 29 14 19 24 15 27 19 31 30 17 15 9 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12440Pp3c12_12440transcript PAC:32972252protein_codingNA c.-1505_-1504insANA NA NA NA 1505
Chr12 8155631 G GT Chr12_8155631_G_GTG_GT INDEL 20775.59 29 14 19 24 15 27 19 31 30 17 15 9 10 16 29 14 19 24 15 27 19 31 30 17 15 9 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973237protein_codingNA c.-1307_-1306insANA NA NA NA 1307
Chr12 8155631 G GT Chr12_8155631_G_GTG_GT INDEL 20775.59 29 14 19 24 15 27 19 31 30 17 15 9 10 16 29 14 19 24 15 27 19 31 30 17 15 9 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973238protein_codingNA c.-1325_-1324insANA NA NA NA 1325
Chr12 8155631 G GT Chr12_8155631_G_GTG_GT INDEL 20775.59 29 14 19 24 15 27 19 31 30 17 15 9 10 16 29 14 19 24 15 27 19 31 30 17 15 9 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_12450-Pp3c12_12460Pp3c12_12450-Pp3c12_12460intergenic_regionPp3c12_12450-Pp3c12_12460NA NA n.8155631_8155632insTNA NA NA NA NA
Chr12 8155633 AACCC A Chr12_8155633_AACCC_AAACCC_A INDEL 20969.59 28 15 20 24 16 28 20 29 29 16 16 10 11 17 28 15 20 24 16 28 20 29 29 16 16 10 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12440Pp3c12_12440transcript PAC:32972252protein_codingNA c.-1510_-1507delGGGTNA NA NA NA 1507
Chr12 8155633 AACCC A Chr12_8155633_AACCC_AAACCC_A INDEL 20969.59 28 15 20 24 16 28 20 29 29 16 16 10 11 17 28 15 20 24 16 28 20 29 29 16 16 10 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973237protein_codingNA c.-1312_-1309delGGGTNA NA NA NA 1309
Chr12 8155633 AACCC A Chr12_8155633_AACCC_AAACCC_A INDEL 20969.59 28 15 20 24 16 28 20 29 29 16 16 10 11 17 28 15 20 24 16 28 20 29 29 16 16 10 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973238protein_codingNA c.-1330_-1327delGGGTNA NA NA NA 1327
Chr12 8155633 AACCC A Chr12_8155633_AACCC_AAACCC_A INDEL 20969.59 28 15 20 24 16 28 20 29 29 16 16 10 11 17 28 15 20 24 16 28 20 29 29 16 16 10 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_12450-Pp3c12_12460Pp3c12_12450-Pp3c12_12460intergenic_regionPp3c12_12450-Pp3c12_12460NA NA n.8155634_8155637delACCCNA NA NA NA NA
Chr12 8155638 C T Chr12_8155638_C_TC_T SNP 20495.63 28 15 20 25 16 28 20 28 29 16 16 10 10 17 28 15 20 25 16 28 20 28 29 16 16 10 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12440Pp3c12_12440transcript PAC:32972252protein_codingNA c.-1511G>A NA NA NA NA 1511
Chr12 8155638 C T Chr12_8155638_C_TC_T SNP 20495.63 28 15 20 25 16 28 20 28 29 16 16 10 10 17 28 15 20 25 16 28 20 28 29 16 16 10 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973237protein_codingNA c.-1313G>A NA NA NA NA 1313
Chr12 8155638 C T Chr12_8155638_C_TC_T SNP 20495.63 28 15 20 25 16 28 20 28 29 16 16 10 10 17 28 15 20 25 16 28 20 28 29 16 16 10 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973238protein_codingNA c.-1331G>A NA NA NA NA 1331
Chr12 8155638 C T Chr12_8155638_C_TC_T SNP 20495.63 28 15 20 25 16 28 20 28 29 16 16 10 10 17 28 15 20 25 16 28 20 28 29 16 16 10 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_12450-Pp3c12_12460Pp3c12_12450-Pp3c12_12460intergenic_regionPp3c12_12450-Pp3c12_12460NA NA n.8155638C>TNA NA NA NA NA
Chr12 8155641 G T Chr12_8155641_G_TG_T SNP 21454.63 27 15 21 23 16 29 20 29 30 15 15 11 9 16 27 15 21 23 16 29 20 29 30 15 15 11 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12440Pp3c12_12440transcript PAC:32972252protein_codingNA c.-1514C>A NA NA NA NA 1514
Chr12 8155641 G T Chr12_8155641_G_TG_T SNP 21454.63 27 15 21 23 16 29 20 29 30 15 15 11 9 16 27 15 21 23 16 29 20 29 30 15 15 11 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973237protein_codingNA c.-1316C>A NA NA NA NA 1316
Chr12 8155641 G T Chr12_8155641_G_TG_T SNP 21454.63 27 15 21 23 16 29 20 29 30 15 15 11 9 16 27 15 21 23 16 29 20 29 30 15 15 11 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973238protein_codingNA c.-1334C>A NA NA NA NA 1334
Chr12 8155641 G T Chr12_8155641_G_TG_T SNP 21454.63 27 15 21 23 16 29 20 29 30 15 15 11 9 16 27 15 21 23 16 29 20 29 30 15 15 11 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_12450-Pp3c12_12460Pp3c12_12450-Pp3c12_12460intergenic_regionPp3c12_12450-Pp3c12_12460NA NA n.8155641G>TNA NA NA NA NA
Chr12 8155642 C CTAAA Chr12_8155642_C_CTAAAC_CTAAA INDEL 21522.59 26 15 22 24 16 29 21 29 28 15 14 10 9 16 26 15 22 24 16 29 21 29 28 15 14 10 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12440Pp3c12_12440transcript PAC:32972252protein_codingNA c.-1516_-1515insTTTANA NA NA NA 1516
Chr12 8155642 C CTAAA Chr12_8155642_C_CTAAAC_CTAAA INDEL 21522.59 26 15 22 24 16 29 21 29 28 15 14 10 9 16 26 15 22 24 16 29 21 29 28 15 14 10 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973237protein_codingNA c.-1318_-1317insTTTANA NA NA NA 1318
Chr12 8155642 C CTAAA Chr12_8155642_C_CTAAAC_CTAAA INDEL 21522.59 26 15 22 24 16 29 21 29 28 15 14 10 9 16 26 15 22 24 16 29 21 29 28 15 14 10 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973238protein_codingNA c.-1336_-1335insTTTANA NA NA NA 1336
Chr12 8155642 C CTAAA Chr12_8155642_C_CTAAAC_CTAAA INDEL 21522.59 26 15 22 24 16 29 21 29 28 15 14 10 9 16 26 15 22 24 16 29 21 29 28 15 14 10 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_12450-Pp3c12_12460Pp3c12_12450-Pp3c12_12460intergenic_regionPp3c12_12450-Pp3c12_12460NA NA n.8155642_8155643insTAAANA NA NA NA NA
Chr12 8155647 T C Chr12_8155647_T_CT_C SNP 20634.63 27 19 23 27 17 29 18 29 29 15 14 11 9 17 27 19 23 27 17 29 18 29 29 15 14 11 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12440Pp3c12_12440transcript PAC:32972252protein_codingNA c.-1520A>G NA NA NA NA 1520
Chr12 8155647 T C Chr12_8155647_T_CT_C SNP 20634.63 27 19 23 27 17 29 18 29 29 15 14 11 9 17 27 19 23 27 17 29 18 29 29 15 14 11 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973237protein_codingNA c.-1322A>G NA NA NA NA 1322
Chr12 8155647 T C Chr12_8155647_T_CT_C SNP 20634.63 27 19 23 27 17 29 18 29 29 15 14 11 9 17 27 19 23 27 17 29 18 29 29 15 14 11 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_12450Pp3c12_12450transcript PAC:32973238protein_codingNA c.-1340A>G NA NA NA NA 1340
Chr12 8155647 T C Chr12_8155647_T_CT_C SNP 20634.63 27 19 23 27 17 29 18 29 29 15 14 11 9 17 27 19 23 27 17 29 18 29 29 15 14 11 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_12450-Pp3c12_12460Pp3c12_12450-Pp3c12_12460intergenic_regionPp3c12_12450-Pp3c12_12460NA NA n.8155647T>CNA NA NA NA NA
Chr12 8195075 C CAT Chr12_8195075_C_CATC_CAT INDEL 2680.82 0 0 1 4 17 16 26 23 1 0 0 0 0 0 22 22 13 20 17 16 26 23 15 9 15 12 9 7 0 0 0 0.2 1 1 1 1 0 0 0 0 0 0 0 4 4 1 0 4 0 upstream_gene_variantMODIFIER Pp3c12_12500Pp3c12_12500transcript PAC:32974942protein_codingNA c.-3563_-3562insATNA NA NA NA 3266
Chr12 8195075 C CAT Chr12_8195075_C_CATC_CAT INDEL 2680.82 0 0 1 4 17 16 26 23 1 0 0 0 0 0 22 22 13 20 17 16 26 23 15 9 15 12 9 7 0 0 0 0.2 1 1 1 1 0 0 0 0 0 0 0 4 4 1 0 4 0 upstream_gene_variantMODIFIER Pp3c12_12510Pp3c12_12510transcript PAC:32974419protein_codingNA c.-305_-304insATNA NA NA NA 182
Chr12 8195075 C CAT Chr12_8195075_C_CATC_CAT INDEL 2680.82 0 0 1 4 17 16 26 23 1 0 0 0 0 0 22 22 13 20 17 16 26 23 15 9 15 12 9 7 0 0 0 0.2 1 1 1 1 0 0 0 0 0 0 0 4 4 1 0 4 0 upstream_gene_variantMODIFIER Pp3c12_12500Pp3c12_12500transcript PAC:32974943protein_codingNA c.-3563_-3562insATNA NA NA NA 3563
Chr12 8195075 C CAT Chr12_8195075_C_CATC_CAT INDEL 2680.82 0 0 1 4 17 16 26 23 1 0 0 0 0 0 22 22 13 20 17 16 26 23 15 9 15 12 9 7 0 0 0 0.2 1 1 1 1 0 0 0 0 0 0 0 4 4 1 0 4 0 upstream_gene_variantMODIFIER Pp3c12_12510Pp3c12_12510transcript PAC:32974420protein_codingNA c.-305_-304insATNA NA NA NA 196
Chr12 8195075 C CAT Chr12_8195075_C_CATC_CAT INDEL 2680.82 0 0 1 4 17 16 26 23 1 0 0 0 0 0 22 22 13 20 17 16 26 23 15 9 15 12 9 7 0 0 0 0.2 1 1 1 1 0 0 0 0 0 0 0 4 4 1 0 4 0 downstream_gene_variantMODIFIER Pp3c12_12490Pp3c12_12490transcript PAC:32975022protein_codingNA c.*4818_*4819insATNA NA NA NA 4819
Chr12 8195075 C CAT Chr12_8195075_C_CATC_CAT INDEL 2680.82 0 0 1 4 17 16 26 23 1 0 0 0 0 0 22 22 13 20 17 16 26 23 15 9 15 12 9 7 0 0 0 0.2 1 1 1 1 0 0 0 0 0 0 0 4 4 1 0 4 0 intergenic_regionMODIFIER Pp3c12_12510-Pp3c12_12670Pp3c12_12510-Pp3c12_12670intergenic_regionPp3c12_12510-Pp3c12_12670NA NA n.8195075_8195076insATNA NA NA NA NA
Chr12 8275220 C T Chr12_8275220_C_TC_T SNP 6274.29 0 0 0 27 21 27 36 16 0 0 0 0 0 0 28 9 13 27 21 27 36 16 21 26 11 14 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_12510-Pp3c12_12670Pp3c12_12510-Pp3c12_12670intergenic_regionPp3c12_12510-Pp3c12_12670NA NA n.8275220C>TNA NA NA NA NA
Chr12 8279111 C G Chr12_8279111_C_GC_G SNP 4368.98 0 0 0 1 0 0 0 0 14 21 15 20 13 21 31 12 19 23 26 29 39 27 14 21 15 20 13 21 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c12_12510-Pp3c12_12670Pp3c12_12510-Pp3c12_12670intergenic_regionPp3c12_12510-Pp3c12_12670NA NA n.8279111C>GNA NA NA NA NA
Chr12 8514656 G A Chr12_8514656_G_AG_A SNP 2153.39 31 8 13 0 0 0 0 0 0 0 0 0 0 0 31 8 13 21 16 16 27 21 19 18 18 14 5 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c12_12730-Pp3c12_12810Pp3c12_12730-Pp3c12_12810intergenic_regionPp3c12_12730-Pp3c12_12810NA NA n.8514656G>ANA NA NA NA NA
Chr12 8593457 C T Chr12_8593457_C_TC_T SNP 4110.98 0 0 0 0 0 0 0 0 33 21 21 18 8 8 27 21 6 27 20 25 32 25 33 21 21 18 8 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c12_12730-Pp3c12_12810Pp3c12_12730-Pp3c12_12810intergenic_regionPp3c12_12730-Pp3c12_12810NA NA n.8593457C>TNA NA NA NA NA
Chr12 8747977 A AAT Chr12_8747977_A_AATA_AAT INDEL 919.35 17 13 9 0 1 3 1 0 0 1 0 0 2 0 17 14 9 9 9 25 16 19 12 13 6 8 9 4 1 0.929 1 0 0 0.12 0 0 0 0 0 0 0.222 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c12_13020-Pp3c12_13060Pp3c12_13020-Pp3c12_13060intergenic_regionPp3c12_13020-Pp3c12_13060NA NA n.8747977_8747978insATNA NA NA NA NA
Chr12 8787128 G T Chr12_8787128_G_TG_T SNP 15542.63 20 13 14 26 14 33 21 19 19 23 11 9 6 12 20 13 14 26 14 33 21 19 19 23 11 9 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_13060-Pp3c12_13250Pp3c12_13060-Pp3c12_13250intergenic_regionPp3c12_13060-Pp3c12_13250NA NA n.8787128G>TNA NA NA NA NA
Chr12 8787209 C A Chr12_8787209_C_AC_A SNP 16948.63 19 15 10 28 17 30 23 18 22 24 15 19 8 15 19 15 10 28 17 30 23 18 22 24 15 19 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_13060-Pp3c12_13250Pp3c12_13060-Pp3c12_13250intergenic_regionPp3c12_13060-Pp3c12_13250NA NA n.8787209C>ANA NA NA NA NA
Chr12 8796617 T G Chr12_8796617_T_GT_G SNP 6546.29 0 0 0 29 16 29 35 26 0 0 0 0 0 0 27 12 12 30 16 29 35 26 22 29 14 14 16 15 0 0 0 0.967 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_13060-Pp3c12_13250Pp3c12_13060-Pp3c12_13250intergenic_regionPp3c12_13060-Pp3c12_13250NA NA n.8796617T>GNA NA NA NA NA
Chr12 8811801 G A Chr12_8811801_G_AG_A SNP 16005.63 25 12 6 22 13 25 28 25 20 19 19 9 8 7 25 12 6 22 13 25 28 25 20 19 19 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_13060-Pp3c12_13250Pp3c12_13060-Pp3c12_13250intergenic_regionPp3c12_13060-Pp3c12_13250NA NA n.8811801G>ANA NA NA NA NA
Chr12 9081106 A AAT Chr12_9081106_A_AATA_AAT INDEL 5696.93 13 10 12 14 13 16 19 18 3 0 0 1 0 0 14 10 12 15 13 20 20 18 17 17 12 11 9 13 0.929 1 1 0.933 1 0.8 0.95 1 0.176 0 0 0 0 0 0 8 8 1 0 5 3 upstream_gene_variantMODIFIER Pp3c12_13560Pp3c12_13560transcript PAC:32972642protein_codingNA c.-2150_-2149insATNA NA NA NA 1483
Chr12 9081106 A AAT Chr12_9081106_A_AATA_AAT INDEL 5696.93 13 10 12 14 13 16 19 18 3 0 0 1 0 0 14 10 12 15 13 20 20 18 17 17 12 11 9 13 0.929 1 1 0.933 1 0.8 0.95 1 0.176 0 0 0 0 0 0 8 8 1 0 5 3 upstream_gene_variantMODIFIER Pp3c12_13560Pp3c12_13560transcript PAC:32972644protein_codingNA c.-2150_-2149insATNA NA NA NA 1482
Chr12 9081106 A AAT Chr12_9081106_A_AATA_AAT INDEL 5696.93 13 10 12 14 13 16 19 18 3 0 0 1 0 0 14 10 12 15 13 20 20 18 17 17 12 11 9 13 0.929 1 1 0.933 1 0.8 0.95 1 0.176 0 0 0 0 0 0 8 8 1 0 5 3 upstream_gene_variantMODIFIER Pp3c12_13560Pp3c12_13560transcript PAC:32972645protein_codingNA c.-2150_-2149insATNA NA NA NA 1483
Chr12 9081106 A AAT Chr12_9081106_A_AATA_AAT INDEL 5696.93 13 10 12 14 13 16 19 18 3 0 0 1 0 0 14 10 12 15 13 20 20 18 17 17 12 11 9 13 0.929 1 1 0.933 1 0.8 0.95 1 0.176 0 0 0 0 0 0 8 8 1 0 5 3 upstream_gene_variantMODIFIER Pp3c12_13560Pp3c12_13560transcript PAC:32972643protein_codingNA c.-2150_-2149insATNA NA NA NA 1483
Chr12 9081106 A AAT Chr12_9081106_A_AATA_AAT INDEL 5696.93 13 10 12 14 13 16 19 18 3 0 0 1 0 0 14 10 12 15 13 20 20 18 17 17 12 11 9 13 0.929 1 1 0.933 1 0.8 0.95 1 0.176 0 0 0 0 0 0 8 8 1 0 5 3 intergenic_regionMODIFIER Pp3c12_13470-Pp3c12_13560Pp3c12_13470-Pp3c12_13560intergenic_regionPp3c12_13470-Pp3c12_13560NA NA n.9081106_9081107insATNA NA NA NA NA
Chr12 9218346 G GA Chr12_9218346_G_GAG_GA INDEL 15026.59 22 11 13 23 15 28 27 23 26 23 22 20 10 6 22 11 13 23 15 28 27 23 26 23 22 20 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_13780Pp3c12_13780transcript PAC:32974220protein_coding mai-14 c.1465+100_1465+101insANA NA NA NA NA
Chr12 9218346 G GA Chr12_9218346_G_GAG_GA INDEL 15026.59 22 11 13 23 15 28 27 23 26 23 22 20 10 6 22 11 13 23 15 28 27 23 26 23 22 20 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_13780Pp3c12_13780transcript PAC:32974222protein_coding 05-déc c.1465+100_1465+101insANA NA NA NA NA
Chr12 9218346 G GA Chr12_9218346_G_GAG_GA INDEL 15026.59 22 11 13 23 15 28 27 23 26 23 22 20 10 6 22 11 13 23 15 28 27 23 26 23 22 20 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_13780Pp3c12_13780transcript PAC:32974221protein_coding avr-13 c.1084+100_1084+101insANA NA NA NA NA
Chr12 9224375 G T Chr12_9224375_G_TG_T SNP 16515.63 25 10 16 16 16 22 29 16 20 15 19 15 6 13 25 10 16 16 16 22 29 16 20 15 19 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_13790Pp3c12_13790transcript PAC:32973922protein_codingNA c.-3866G>T NA NA NA NA 3396
Chr12 9224375 G T Chr12_9224375_G_TG_T SNP 16515.63 25 10 16 16 16 22 29 16 20 15 19 15 6 13 25 10 16 16 16 22 29 16 20 15 19 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_13790Pp3c12_13790transcript PAC:32973923protein_codingNA c.-3866G>T NA NA NA NA 3393
Chr12 9224375 G T Chr12_9224375_G_TG_T SNP 16515.63 25 10 16 16 16 22 29 16 20 15 19 15 6 13 25 10 16 16 16 22 29 16 20 15 19 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_13780Pp3c12_13780transcript PAC:32974220protein_coding déc-14 c.5712-14G>TNA NA NA NA NA
Chr12 9224375 G T Chr12_9224375_G_TG_T SNP 16515.63 25 10 16 16 16 22 29 16 20 15 19 15 6 13 25 10 16 16 16 22 29 16 20 15 19 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_13780Pp3c12_13780transcript PAC:32974222protein_coding 12-déc c.5712-14G>TNA NA NA NA NA
Chr12 9224375 G T Chr12_9224375_G_TG_T SNP 16515.63 25 10 16 16 16 22 29 16 20 15 19 15 6 13 25 10 16 16 16 22 29 16 20 15 19 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_13780Pp3c12_13780transcript PAC:32974221protein_coding nov-13 c.5331-14G>TNA NA NA NA NA
Chr12 9480144 G GA Chr12_9480144_G_GAG_GA INDEL 14996.59 20 15 18 17 26 24 34 22 18 9 6 13 10 13 20 15 18 17 26 24 34 22 18 9 6 13 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_14150-Pp3c12_14169Pp3c12_14150-Pp3c12_14169intergenic_regionPp3c12_14150-Pp3c12_14169NA NA n.9480144_9480145insANA NA NA NA NA
Chr12 9699183 TCTAAACCAAATCCTAATCCTAAATCAAATCCTAACCAAAACCTAATCT Chr12_9699183_TCTAAACCAAATCCTAATCCTAAATCAAATCCTAACCAAAACCTAATC_TTCTAAACCAAATCCTAATCCTAAATCAAATCCTAACCAAAACCTAATC_TINDEL 11093.59 14 10 10 17 13 16 26 14 6 13 5 6 6 6 14 10 10 17 13 16 26 14 6 13 5 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_14478Pp3c12_14478transcript PAC:32974738protein_codingNA c.-4940_-4894delCTAAACCAAATCCTAATCCTAAATCAAATCCTAACCAAAACCTAATCNA NA NA NA 4940
Chr12 9699183 TCTAAACCAAATCCTAATCCTAAATCAAATCCTAACCAAAACCTAATCT Chr12_9699183_TCTAAACCAAATCCTAATCCTAAATCAAATCCTAACCAAAACCTAATC_TTCTAAACCAAATCCTAATCCTAAATCAAATCCTAACCAAAACCTAATC_TINDEL 11093.59 14 10 10 17 13 16 26 14 6 13 5 6 6 6 14 10 10 17 13 16 26 14 6 13 5 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_14430-Pp3c12_14478Pp3c12_14430-Pp3c12_14478intergenic_regionPp3c12_14430-Pp3c12_14478NA NA n.9699184_9699230delCTAAACCAAATCCTAATCCTAAATCAAATCCTAACCAAAACCTAATCNA NA NA NA NA
Chr12 9767883 T TTAATCCTTGATAATTTGTCATAATTTTTGTATATGATATAAAATAAGCChr12_9767883_T_TTAATCCTTGATAATTTGTCATAATTTTTGTATATGATATAAAATAAGCT_TTAATCCTTGATAATTTGTCATAATTTTTGTATATGATATAAAATAAGCINDEL 24236.59 21 14 19 19 20 31 12 16 28 20 15 9 15 7 21 14 19 19 20 31 12 16 28 20 15 9 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_14510-Pp3c12_14540Pp3c12_14510-Pp3c12_14540intergenic_regionPp3c12_14510-Pp3c12_14540NA NA n.9767883_9767884insTAATCCTTGATAATTTGTCATAATTTTTGTATATGATATAAAATAAGCNA NA NA NA NA
Chr12 9822514 G A Chr12_9822514_G_AG_A SNP 11489.29 22 16 16 0 0 0 0 0 21 23 14 12 12 12 22 16 16 36 19 24 37 18 21 23 14 12 12 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c12_14590-Pp3c12_14600Pp3c12_14590-Pp3c12_14600intergenic_regionPp3c12_14590-Pp3c12_14600NA NA n.9822514G>ANA NA NA NA NA
Chr12 9842294 A AT Chr12_9842294_A_ATA_AT INDEL 18856.59 28 16 18 33 20 38 31 29 15 18 11 18 12 18 28 16 18 33 20 38 31 29 15 18 11 18 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_14590-Pp3c12_14600Pp3c12_14590-Pp3c12_14600intergenic_regionPp3c12_14590-Pp3c12_14600NA NA n.9842294_9842295insTNA NA NA NA NA
Chr12 9904689 A AAT Chr12_9904689_A_AATA_AAT INDEL 180.37 0 0 0 0 0 0 0 0 0 2 0 0 7 0 25 7 11 19 12 27 30 17 15 26 18 8 7 9 0 0 0 0 0 0 0 0 0 0.077 0 0 1 0 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c12_14710Pp3c12_14710transcript PAC:32975189protein_codingNA c.*3703_*3704insATNA NA NA NA 3367
Chr12 9904689 A AAT Chr12_9904689_A_AATA_AAT INDEL 180.37 0 0 0 0 0 0 0 0 0 2 0 0 7 0 25 7 11 19 12 27 30 17 15 26 18 8 7 9 0 0 0 0 0 0 0 0 0 0.077 0 0 1 0 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c12_14710Pp3c12_14710transcript PAC:32975191protein_codingNA c.*3703_*3704insATNA NA NA NA 3367
Chr12 9904689 A AAT Chr12_9904689_A_AATA_AAT INDEL 180.37 0 0 0 0 0 0 0 0 0 2 0 0 7 0 25 7 11 19 12 27 30 17 15 26 18 8 7 9 0 0 0 0 0 0 0 0 0 0.077 0 0 1 0 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c12_14710Pp3c12_14710transcript PAC:32975190protein_codingNA c.*3703_*3704insATNA NA NA NA 3364
Chr12 9904689 A AAT Chr12_9904689_A_AATA_AAT INDEL 180.37 0 0 0 0 0 0 0 0 0 2 0 0 7 0 25 7 11 19 12 27 30 17 15 26 18 8 7 9 0 0 0 0 0 0 0 0 0 0.077 0 0 1 0 0 1 1 2 1 0 0 downstream_gene_variantMODIFIER Pp3c12_14710Pp3c12_14710transcript PAC:32975192protein_codingNA c.*3703_*3704insATNA NA NA NA 3370
Chr12 9904689 A AAT Chr12_9904689_A_AATA_AAT INDEL 180.37 0 0 0 0 0 0 0 0 0 2 0 0 7 0 25 7 11 19 12 27 30 17 15 26 18 8 7 9 0 0 0 0 0 0 0 0 0 0.077 0 0 1 0 0 1 1 2 1 0 0 intergenic_regionMODIFIER Pp3c12_14710-Pp3c12_14730Pp3c12_14710-Pp3c12_14730intergenic_regionPp3c12_14710-Pp3c12_14730NA NA n.9904689_9904690insATNA NA NA NA NA
Chr12 10151585 A T Chr12_10151585_A_TA_T SNP 17444.63 16 8 15 30 19 30 28 19 19 26 13 20 13 14 16 8 15 30 19 30 28 19 19 26 13 20 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_15129-Pp3c12_15180Pp3c12_15129-Pp3c12_15180intergenic_regionPp3c12_15129-Pp3c12_15180NA NA n.10151585A>TNA NA NA NA NA
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15180Pp3c12_15180transcript PAC:32974479protein_codingNA c.*2220_*2221insTATANA NA NA NA 2033
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15190Pp3c12_15190transcript PAC:32975098protein_codingNA c.*1712_*1713insTATANA NA NA NA 917
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15180Pp3c12_15180transcript PAC:32974483protein_codingNA c.*2220_*2221insTATANA NA NA NA 2033
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15180Pp3c12_15180transcript PAC:32974481protein_codingNA c.*2220_*2221insTATANA NA NA NA 2033
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15180Pp3c12_15180transcript PAC:32974482protein_codingNA c.*2220_*2221insTATANA NA NA NA 2033
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15180Pp3c12_15180transcript PAC:32974480protein_codingNA c.*2220_*2221insTATANA NA NA NA 2015
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15180Pp3c12_15180transcript PAC:32974484protein_codingNA c.*2220_*2221insTATANA NA NA NA 2033
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15180Pp3c12_15180transcript PAC:32974485protein_codingNA c.*2220_*2221insTATANA NA NA NA 2033
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15180Pp3c12_15180transcript PAC:32974486protein_codingNA c.*2220_*2221insTATANA NA NA NA 1984
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15190Pp3c12_15190transcript PAC:32975108protein_codingNA c.*1712_*1713insTATANA NA NA NA 899
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15190Pp3c12_15190transcript PAC:32975105protein_codingNA c.*1712_*1713insTATANA NA NA NA 917
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15190Pp3c12_15190transcript PAC:32975099protein_codingNA c.*1712_*1713insTATANA NA NA NA 917
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15190Pp3c12_15190transcript PAC:32975100protein_codingNA c.*1712_*1713insTATANA NA NA NA 917
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15190Pp3c12_15190transcript PAC:32975101protein_codingNA c.*1712_*1713insTATANA NA NA NA 917
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15190Pp3c12_15190transcript PAC:32975102protein_codingNA c.*1712_*1713insTATANA NA NA NA 917
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15190Pp3c12_15190transcript PAC:32975103protein_codingNA c.*1712_*1713insTATANA NA NA NA 917
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15190Pp3c12_15190transcript PAC:32975104protein_codingNA c.*1712_*1713insTATANA NA NA NA 917
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15190Pp3c12_15190transcript PAC:32975106protein_codingNA c.*1712_*1713insTATANA NA NA NA 917
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_15190Pp3c12_15190transcript PAC:32975107protein_codingNA c.*1712_*1713insTATANA NA NA NA 917
Chr12 10166483 T TTATA Chr12_10166483_T_TTATAT_TTATA INDEL 5806.24 0 0 0 23 14 20 36 22 0 0 0 0 0 0 28 18 14 23 14 20 36 22 21 25 14 11 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_15180-Pp3c12_15190Pp3c12_15180-Pp3c12_15190intergenic_regionPp3c12_15180-Pp3c12_15190NA NA n.10166483_10166484insTATANA NA NA NA NA
Chr12 10254146 A G Chr12_10254146_A_GA_G SNP 18421.63 31 16 23 23 22 33 32 20 17 14 14 15 8 9 31 16 23 23 22 33 32 20 17 14 14 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_15340Pp3c12_15340transcript PAC:32973081protein_codingNA c.*139A>G NA NA NA NA 37
Chr12 10254146 A G Chr12_10254146_A_GA_G SNP 18421.63 31 16 23 23 22 33 32 20 17 14 14 15 8 9 31 16 23 23 22 33 32 20 17 14 14 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_15340Pp3c12_15340transcript PAC:32973080protein_coding 01-août c.898-71A>G NA NA NA NA NA
Chr12 10254188 A G Chr12_10254188_A_GA_G SNP 17737.63 30 15 19 25 19 30 31 18 18 18 9 16 8 12 30 15 19 25 19 30 31 18 18 18 9 16 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_15340Pp3c12_15340transcript PAC:32973081protein_codingNA c.*181A>G NA NA NA NA 79
Chr12 10254188 A G Chr12_10254188_A_GA_G SNP 17737.63 30 15 19 25 19 30 31 18 18 18 9 16 8 12 30 15 19 25 19 30 31 18 18 18 9 16 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_15340Pp3c12_15340transcript PAC:32973080protein_coding 01-août c.898-29A>G NA NA NA NA NA
Chr12 10382719 T C Chr12_10382719_T_CT_C SNP 17757.63 37 16 7 29 14 31 24 18 20 20 17 14 10 9 37 16 7 29 14 31 24 18 20 20 17 14 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_15440-Pp3c12_15480Pp3c12_15440-Pp3c12_15480intergenic_regionPp3c12_15440-Pp3c12_15480NA NA n.10382719T>CNA NA NA NA NA
Chr12 10386302 G GA Chr12_10386302_G_GAG_GA INDEL 13876.59 22 16 8 15 19 39 19 16 24 13 12 18 9 11 22 16 8 15 19 39 19 16 24 13 12 18 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_15440-Pp3c12_15480Pp3c12_15440-Pp3c12_15480intergenic_regionPp3c12_15440-Pp3c12_15480NA NA n.10386302_10386303insANA NA NA NA NA
Chr12 10511901 G T Chr12_10511901_G_TG_T SNP 20336.63 22 14 13 25 18 28 36 27 27 13 19 23 13 12 22 14 13 25 18 28 36 27 27 13 19 23 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_15740-Pp3c12_15789Pp3c12_15740-Pp3c12_15789intergenic_regionPp3c12_15740-Pp3c12_15789NA NA n.10511901G>TNA NA NA NA NA
Chr12 10828690 A AAT Chr12_10828690_A_AATA_AAT INDEL 6317.24 27 10 12 0 0 0 1 0 17 10 5 14 5 10 27 10 12 14 16 21 31 19 17 11 5 14 5 10 1 1 1 0 0 0 0 0 1 0.909 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c12_16280-Pp3c12_16320Pp3c12_16280-Pp3c12_16320intergenic_regionPp3c12_16280-Pp3c12_16320NA NA n.10828690_10828691insATNA NA NA NA NA
Chr12 10877816 C T Chr12_10877816_C_TC_T SNP 4955.29 0 0 0 21 13 23 27 17 0 0 0 0 0 0 19 15 10 21 13 23 27 17 24 17 30 15 15 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_16340-Pp3c12_16390Pp3c12_16340-Pp3c12_16390intergenic_regionPp3c12_16340-Pp3c12_16390NA NA n.10877816C>TNA NA NA NA NA
Chr12 10906957 T A Chr12_10906957_T_AT_A SNP 17607.63 35 14 20 30 22 27 26 21 18 13 7 21 17 8 35 14 20 30 22 27 26 21 18 13 7 21 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_16340-Pp3c12_16390Pp3c12_16340-Pp3c12_16390intergenic_regionPp3c12_16340-Pp3c12_16390NA NA n.10906957T>ANA NA NA NA NA
Chr12 11115483 A AC Chr12_11115483_A_ACA_AC INDEL 7159.59 9 7 6 11 5 10 10 12 11 9 5 4 4 4 9 7 6 11 5 10 10 12 11 9 5 4 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_16620-Pp3c12_16880Pp3c12_16620-Pp3c12_16880intergenic_regionPp3c12_16620-Pp3c12_16880NA NA n.11115483_11115484insCNA NA NA NA NA
Chr12 11183297 T TTC Chr12_11183297_T_TTCT_TTC INDEL 831.35 19 5 14 1 1 2 1 0 1 2 1 1 0 0 19 5 14 17 7 19 9 13 14 15 11 10 4 4 1 1 1 0 0 0.105 0 0 0 0.133 0 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c12_16950-Pp3c12_17000Pp3c12_16950-Pp3c12_17000intergenic_regionPp3c12_16950-Pp3c12_17000NA NA n.11183297_11183298insTCNA NA NA NA NA
Chr12 11185488 C T Chr12_11185488_C_TC_T SNP 18780.63 27 9 16 24 14 26 19 13 23 28 19 25 10 12 27 9 16 24 14 26 19 13 23 28 19 25 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_16950-Pp3c12_17000Pp3c12_16950-Pp3c12_17000intergenic_regionPp3c12_16950-Pp3c12_17000NA NA n.11185488C>TNA NA NA NA NA
Chr12 11193655 G GT Chr12_11193655_G_GTG_GT INDEL 17833.59 24 17 21 29 18 32 19 32 26 26 16 14 15 10 24 17 21 29 18 32 19 32 26 26 16 14 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_16950-Pp3c12_17000Pp3c12_16950-Pp3c12_17000intergenic_regionPp3c12_16950-Pp3c12_17000NA NA n.11193655_11193656insTNA NA NA NA NA
Chr12 11254569 C G Chr12_11254569_C_GC_G SNP 3880.98 0 0 0 0 0 0 0 0 19 18 13 16 5 10 30 9 12 38 16 18 31 19 19 18 13 16 5 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c12_17000-Pp3c12_17130Pp3c12_17000-Pp3c12_17130intergenic_regionPp3c12_17000-Pp3c12_17130NA NA n.11254569C>GNA NA NA NA NA
Chr12 11254739 C G Chr12_11254739_C_GC_G SNP 3728.98 0 0 0 0 0 0 0 0 19 13 16 22 11 5 20 14 15 29 23 18 22 31 19 13 16 22 11 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c12_17000-Pp3c12_17130Pp3c12_17000-Pp3c12_17130intergenic_regionPp3c12_17000-Pp3c12_17130NA NA n.11254739C>GNA NA NA NA NA
Chr12 11306931 G T Chr12_11306931_G_TG_T SNP 10745.63 21 9 5 18 8 17 20 13 15 14 10 7 13 6 21 9 5 18 8 17 20 13 15 14 10 7 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_17000-Pp3c12_17130Pp3c12_17000-Pp3c12_17130intergenic_regionPp3c12_17000-Pp3c12_17130NA NA n.11306931G>TNA NA NA NA NA
Chr12 11753556 A T Chr12_11753556_A_TA_T SNP 2255.39 25 18 11 0 0 0 0 0 0 0 0 0 0 0 25 18 11 24 21 29 32 13 13 24 11 18 10 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_18060Pp3c12_18060transcript PAC:32974835protein_codingNA c.-4310T>A NA NA NA NA 4310
Chr12 11753556 A T Chr12_11753556_A_TA_T SNP 2255.39 25 18 11 0 0 0 0 0 0 0 0 0 0 0 25 18 11 24 21 29 32 13 13 24 11 18 10 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_18060Pp3c12_18060transcript PAC:32974836protein_codingNA c.-4310T>A NA NA NA NA 4250
Chr12 11753556 A T Chr12_11753556_A_TA_T SNP 2255.39 25 18 11 0 0 0 0 0 0 0 0 0 0 0 25 18 11 24 21 29 32 13 13 24 11 18 10 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_18100Pp3c12_18100transcript PAC:32972661protein_codingNA c.-5958A>T NA NA NA NA 4080
Chr12 11753556 A T Chr12_11753556_A_TA_T SNP 2255.39 25 18 11 0 0 0 0 0 0 0 0 0 0 0 25 18 11 24 21 29 32 13 13 24 11 18 10 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c12_18060-Pp3c12_18100Pp3c12_18060-Pp3c12_18100intergenic_regionPp3c12_18060-Pp3c12_18100NA NA n.11753556A>TNA NA NA NA NA
Chr12 11756580 CTA C Chr12_11756580_CTA_CCTA_C INDEL 11607.59 24 18 10 20 18 18 27 24 19 23 9 10 9 11 27 18 10 21 18 18 27 24 20 24 9 10 10 11 0.889 1 1 0.952 1 1 1 1 0.95 0.958 1 1 0.9 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_18100Pp3c12_18100transcript PAC:32972660protein_codingNA c.-2933_-2932delTANA NA NA NA 2933
Chr12 11756580 CTA C Chr12_11756580_CTA_CCTA_C INDEL 11607.59 24 18 10 20 18 18 27 24 19 23 9 10 9 11 27 18 10 21 18 18 27 24 20 24 9 10 10 11 0.889 1 1 0.952 1 1 1 1 0.95 0.958 1 1 0.9 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_18100Pp3c12_18100transcript PAC:32972661protein_codingNA c.-2933_-2932delTANA NA NA NA 1055
Chr12 11756580 CTA C Chr12_11756580_CTA_CCTA_C INDEL 11607.59 24 18 10 20 18 18 27 24 19 23 9 10 9 11 27 18 10 21 18 18 27 24 20 24 9 10 10 11 0.889 1 1 0.952 1 1 1 1 0.95 0.958 1 1 0.9 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_18060-Pp3c12_18100Pp3c12_18060-Pp3c12_18100intergenic_regionPp3c12_18060-Pp3c12_18100NA NA n.11756581_11756582delTANA NA NA NA NA
Chr12 11787051 A AT Chr12_11787051_A_ATA_AT INDEL 18910.59 42 14 15 28 29 27 40 28 24 25 9 14 15 21 42 14 15 28 29 27 40 28 24 25 9 14 15 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_18150Pp3c12_18150transcript PAC:32974427protein_codingNA c.*1334_*1335insANA NA NA NA 1334
Chr12 11787051 A AT Chr12_11787051_A_ATA_AT INDEL 18910.59 42 14 15 28 29 27 40 28 24 25 9 14 15 21 42 14 15 28 29 27 40 28 24 25 9 14 15 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_18130-Pp3c12_18150Pp3c12_18130-Pp3c12_18150intergenic_regionPp3c12_18130-Pp3c12_18150NA NA n.11787051_11787052insTNA NA NA NA NA
Chr12 11924286 C CT Chr12_11924286_C_CTC_CT INDEL 18169.59 35 10 8 23 31 28 23 23 17 31 18 11 12 14 35 10 8 23 31 28 23 23 17 31 18 11 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_18340Pp3c12_18340transcript PAC:32974018protein_codingNA c.-4459_-4458insANA NA NA NA 4459
Chr12 11924286 C CT Chr12_11924286_C_CTC_CT INDEL 18169.59 35 10 8 23 31 28 23 23 17 31 18 11 12 14 35 10 8 23 31 28 23 23 17 31 18 11 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_18350Pp3c12_18350transcript PAC:32974841protein_codingNA c.*1331_*1332insTNA NA NA NA 295
Chr12 11924286 C CT Chr12_11924286_C_CTC_CT INDEL 18169.59 35 10 8 23 31 28 23 23 17 31 18 11 12 14 35 10 8 23 31 28 23 23 17 31 18 11 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_18350Pp3c12_18350transcript PAC:32974842protein_codingNA c.*1331_*1332insTNA NA NA NA 348
Chr12 11924286 C CT Chr12_11924286_C_CTC_CT INDEL 18169.59 35 10 8 23 31 28 23 23 17 31 18 11 12 14 35 10 8 23 31 28 23 23 17 31 18 11 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_18350Pp3c12_18350transcript PAC:32974843protein_codingNA c.*1331_*1332insTNA NA NA NA 348
Chr12 11924286 C CT Chr12_11924286_C_CTC_CT INDEL 18169.59 35 10 8 23 31 28 23 23 17 31 18 11 12 14 35 10 8 23 31 28 23 23 17 31 18 11 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_18350Pp3c12_18350transcript PAC:32974844protein_codingNA c.*1331_*1332insTNA NA NA NA 313



Chr12 11924286 C CT Chr12_11924286_C_CTC_CT INDEL 18169.59 35 10 8 23 31 28 23 23 17 31 18 11 12 14 35 10 8 23 31 28 23 23 17 31 18 11 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_18350Pp3c12_18350transcript PAC:32974845protein_codingNA c.*1331_*1332insTNA NA NA NA 313
Chr12 11924286 C CT Chr12_11924286_C_CTC_CT INDEL 18169.59 35 10 8 23 31 28 23 23 17 31 18 11 12 14 35 10 8 23 31 28 23 23 17 31 18 11 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_18350Pp3c12_18350transcript PAC:32974846protein_codingNA c.*1331_*1332insTNA NA NA NA 313
Chr12 11924286 C CT Chr12_11924286_C_CTC_CT INDEL 18169.59 35 10 8 23 31 28 23 23 17 31 18 11 12 14 35 10 8 23 31 28 23 23 17 31 18 11 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_18350-Pp3c12_18370Pp3c12_18350-Pp3c12_18370intergenic_regionPp3c12_18350-Pp3c12_18370NA NA n.11924286_11924287insTNA NA NA NA NA
Chr12 11973323 G GAT Chr12_11973323_G_GATG_GAT INDEL 2380.24 0 0 0 15 6 11 10 18 0 1 1 0 0 0 18 16 7 18 6 11 10 18 13 12 9 5 9 4 0 0 0 0.833 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_18430Pp3c12_18430transcript PAC:32972734protein_codingNA c.-4505_-4504insATNA NA NA NA 4505
Chr12 11973323 G GAT Chr12_11973323_G_GATG_GAT INDEL 2380.24 0 0 0 15 6 11 10 18 0 1 1 0 0 0 18 16 7 18 6 11 10 18 13 12 9 5 9 4 0 0 0 0.833 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_18442Pp3c12_18442transcript PAC:32973968protein_codingNA c.-1198_-1197insATNA NA NA NA 701
Chr12 11973323 G GAT Chr12_11973323_G_GATG_GAT INDEL 2380.24 0 0 0 15 6 11 10 18 0 1 1 0 0 0 18 16 7 18 6 11 10 18 13 12 9 5 9 4 0 0 0 0.833 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_18450Pp3c12_18450transcript PAC:32974223protein_codingNA c.-2789_-2788insATNA NA NA NA 1928
Chr12 11973323 G GAT Chr12_11973323_G_GATG_GAT INDEL 2380.24 0 0 0 15 6 11 10 18 0 1 1 0 0 0 18 16 7 18 6 11 10 18 13 12 9 5 9 4 0 0 0 0.833 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_18450Pp3c12_18450transcript PAC:32974225protein_codingNA c.-2789_-2788insATNA NA NA NA 1636
Chr12 11973323 G GAT Chr12_11973323_G_GATG_GAT INDEL 2380.24 0 0 0 15 6 11 10 18 0 1 1 0 0 0 18 16 7 18 6 11 10 18 13 12 9 5 9 4 0 0 0 0.833 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_18450Pp3c12_18450transcript PAC:32974226protein_codingNA c.-2789_-2788insATNA NA NA NA 1739
Chr12 11973323 G GAT Chr12_11973323_G_GATG_GAT INDEL 2380.24 0 0 0 15 6 11 10 18 0 1 1 0 0 0 18 16 7 18 6 11 10 18 13 12 9 5 9 4 0 0 0 0.833 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_18450Pp3c12_18450transcript PAC:32974224protein_codingNA c.-2789_-2788insATNA NA NA NA 1791
Chr12 11973323 G GAT Chr12_11973323_G_GATG_GAT INDEL 2380.24 0 0 0 15 6 11 10 18 0 1 1 0 0 0 18 16 7 18 6 11 10 18 13 12 9 5 9 4 0 0 0 0.833 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_18450Pp3c12_18450transcript PAC:32974227protein_codingNA c.-3612_-3611insATNA NA NA NA 1791
Chr12 11973323 G GAT Chr12_11973323_G_GATG_GAT INDEL 2380.24 0 0 0 15 6 11 10 18 0 1 1 0 0 0 18 16 7 18 6 11 10 18 13 12 9 5 9 4 0 0 0 0.833 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_18450Pp3c12_18450transcript PAC:32974228protein_codingNA c.-3612_-3611insATNA NA NA NA 1791
Chr12 11973323 G GAT Chr12_11973323_G_GATG_GAT INDEL 2380.24 0 0 0 15 6 11 10 18 0 1 1 0 0 0 18 16 7 18 6 11 10 18 13 12 9 5 9 4 0 0 0 0.833 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_18442-Pp3c12_18450Pp3c12_18442-Pp3c12_18450intergenic_regionPp3c12_18442-Pp3c12_18450NA NA n.11973323_11973324insATNA NA NA NA NA
Chr12 12005957 G GTA Chr12_12005957_G_GTAG_GTA INDEL 5035.24 15 11 10 1 0 0 0 1 11 17 12 9 6 7 15 11 10 15 10 21 20 16 12 18 12 11 6 7 1 1 1 0 0 0 0 0 0.917 0.944 1 0.818 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c12_18510-Pp3c12_18530Pp3c12_18510-Pp3c12_18530intergenic_regionPp3c12_18510-Pp3c12_18530NA NA n.12005957_12005958insTANA NA NA NA NA
Chr12 12109257 A AAAGG Chr12_12109257_A_AAAGGA_AAAGG INDEL 20325.59 24 16 13 25 22 24 33 21 19 30 11 17 12 9 24 16 13 25 22 24 33 21 19 30 11 17 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974007protein_coding14/14 c.*164_*165insCCTTNA NA NA NA 164
Chr12 12109257 A AAAGG Chr12_12109257_A_AAAGGA_AAAGG INDEL 20325.59 24 16 13 25 22 24 33 21 19 30 11 17 12 9 24 16 13 25 22 24 33 21 19 30 11 17 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974011protein_coding13/13 c.*164_*165insCCTTNA NA NA NA 164
Chr12 12109257 A AAAGG Chr12_12109257_A_AAAGGA_AAAGG INDEL 20325.59 24 16 13 25 22 24 33 21 19 30 11 17 12 9 24 16 13 25 22 24 33 21 19 30 11 17 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974008protein_coding15/15 c.*164_*165insCCTTNA NA NA NA 164
Chr12 12109257 A AAAGG Chr12_12109257_A_AAAGGA_AAAGG INDEL 20325.59 24 16 13 25 22 24 33 21 19 30 11 17 12 9 24 16 13 25 22 24 33 21 19 30 11 17 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974009protein_coding15/15 c.*164_*165insCCTTNA NA NA NA 164
Chr12 12109257 A AAAGG Chr12_12109257_A_AAAGGA_AAAGG INDEL 20325.59 24 16 13 25 22 24 33 21 19 30 11 17 12 9 24 16 13 25 22 24 33 21 19 30 11 17 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974010protein_coding14/14 c.*164_*165insCCTTNA NA NA NA 164
Chr12 12109261 GCTGGAA G Chr12_12109261_GCTGGAA_GGCTGGAA_GINDEL 19616.59 23 15 14 23 23 22 32 20 20 28 11 16 12 9 23 15 14 23 23 22 32 20 20 28 11 16 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974007protein_coding14/14 c.*155_*160delTTCCAGNA NA NA NA 155
Chr12 12109261 GCTGGAA G Chr12_12109261_GCTGGAA_GGCTGGAA_GINDEL 19616.59 23 15 14 23 23 22 32 20 20 28 11 16 12 9 23 15 14 23 23 22 32 20 20 28 11 16 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974011protein_coding13/13 c.*155_*160delTTCCAGNA NA NA NA 155
Chr12 12109261 GCTGGAA G Chr12_12109261_GCTGGAA_GGCTGGAA_GINDEL 19616.59 23 15 14 23 23 22 32 20 20 28 11 16 12 9 23 15 14 23 23 22 32 20 20 28 11 16 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974008protein_coding15/15 c.*155_*160delTTCCAGNA NA NA NA 155
Chr12 12109261 GCTGGAA G Chr12_12109261_GCTGGAA_GGCTGGAA_GINDEL 19616.59 23 15 14 23 23 22 32 20 20 28 11 16 12 9 23 15 14 23 23 22 32 20 20 28 11 16 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974009protein_coding15/15 c.*155_*160delTTCCAGNA NA NA NA 155
Chr12 12109261 GCTGGAA G Chr12_12109261_GCTGGAA_GGCTGGAA_GINDEL 19616.59 23 15 14 23 23 22 32 20 20 28 11 16 12 9 23 15 14 23 23 22 32 20 20 28 11 16 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974010protein_coding14/14 c.*155_*160delTTCCAGNA NA NA NA 155
Chr12 12109269 G C Chr12_12109269_G_CG_C SNP 18860.63 23 13 14 21 23 20 30 22 19 27 11 16 13 9 23 13 14 21 23 20 30 22 19 27 11 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974007protein_coding14/14 c.*153C>G NA NA NA NA 153
Chr12 12109269 G C Chr12_12109269_G_CG_C SNP 18860.63 23 13 14 21 23 20 30 22 19 27 11 16 13 9 23 13 14 21 23 20 30 22 19 27 11 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974011protein_coding13/13 c.*153C>G NA NA NA NA 153
Chr12 12109269 G C Chr12_12109269_G_CG_C SNP 18860.63 23 13 14 21 23 20 30 22 19 27 11 16 13 9 23 13 14 21 23 20 30 22 19 27 11 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974008protein_coding15/15 c.*153C>G NA NA NA NA 153
Chr12 12109269 G C Chr12_12109269_G_CG_C SNP 18860.63 23 13 14 21 23 20 30 22 19 27 11 16 13 9 23 13 14 21 23 20 30 22 19 27 11 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974009protein_coding15/15 c.*153C>G NA NA NA NA 153
Chr12 12109269 G C Chr12_12109269_G_CG_C SNP 18860.63 23 13 14 21 23 20 30 22 19 27 11 16 13 9 23 13 14 21 23 20 30 22 19 27 11 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_18750Pp3c12_18750transcript PAC:32974010protein_coding14/14 c.*153C>G NA NA NA NA 153
Chr12 12250114 G GA Chr12_12250114_G_GAG_GA INDEL 12494.59 23 9 17 20 23 22 30 18 24 13 11 14 8 7 23 9 17 20 23 22 30 18 24 13 11 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_18890-Pp3c12_18938Pp3c12_18890-Pp3c12_18938intergenic_regionPp3c12_18890-Pp3c12_18938NA NA n.12250114_12250115insANA NA NA NA NA
Chr12 12402886 G A Chr12_12402886_G_AG_A SNP 5298.29 0 0 0 15 19 26 20 30 0 0 0 0 0 0 31 15 16 15 19 26 20 30 27 16 17 22 19 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_19230-Pp3c12_19260Pp3c12_19230-Pp3c12_19260intergenic_regionPp3c12_19230-Pp3c12_19260NA NA n.12402886G>ANA NA NA NA NA
Chr12 12439623 G GT Chr12_12439623_G_GTG_GT INDEL 13163.59 13 8 8 24 19 28 40 11 14 16 12 23 11 11 13 8 8 24 19 28 42 11 14 16 12 23 11 11 1 1 1 1 1 1 0.952 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_19230-Pp3c12_19260Pp3c12_19230-Pp3c12_19260intergenic_regionPp3c12_19230-Pp3c12_19260NA NA n.12439623_12439624insTNA NA NA NA NA
Chr12 12504793 CTA C Chr12_12504793_CTA_CCTA_C INDEL 133.37 1 0 0 0 0 0 0 0 0 0 0 1 1 6 17 8 10 22 16 17 21 14 16 12 13 6 10 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c12_19360-Pp3c12_19370Pp3c12_19360-Pp3c12_19370intergenic_regionPp3c12_19360-Pp3c12_19370NA NA n.12504794_12504795delTANA NA NA NA NA
Chr12 12575271 T C Chr12_12575271_T_CT_C SNP 16691.63 30 20 12 23 14 24 27 18 22 20 10 26 12 8 30 20 12 23 14 24 27 18 22 20 10 26 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_19450-Pp3c12_19570Pp3c12_19450-Pp3c12_19570intergenic_regionPp3c12_19450-Pp3c12_19570NA NA n.12575271T>CNA NA NA NA NA
Chr12 12798808 A AAT Chr12_12798808_A_AATA_AAT INDEL 1905.24 1 1 0 8 8 15 21 10 1 1 0 0 1 1 18 14 6 8 9 15 21 11 8 11 11 11 6 8 0 0 0 1 0.889 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_19810-Pp3c12_19870Pp3c12_19810-Pp3c12_19870intergenic_regionPp3c12_19810-Pp3c12_19870NA NA n.12798808_12798809insATNA NA NA NA NA
Chr12 12913295 C T Chr12_12913295_C_TC_T SNP 3975.98 0 0 0 0 0 0 0 0 22 21 13 16 14 6 21 16 14 24 24 32 28 29 22 21 13 16 16 6 0 0 0 0 0 0 0 0 1 1 1 1 0.875 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c12_19890-Pp3c12_20030Pp3c12_19890-Pp3c12_20030intergenic_regionPp3c12_19890-Pp3c12_20030NA NA n.12913295C>TNA NA NA NA NA
Chr12 12930740 C T Chr12_12930740_C_TC_T SNP 6608.29 0 0 0 25 31 20 27 25 0 0 0 0 0 0 33 16 16 25 31 20 27 25 18 28 17 22 10 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_19890-Pp3c12_20030Pp3c12_19890-Pp3c12_20030intergenic_regionPp3c12_19890-Pp3c12_20030NA NA n.12930740C>TNA NA NA NA NA
Chr12 13016094 A T Chr12_13016094_A_TA_T SNP 19901.63 34 14 19 22 23 24 28 19 13 21 15 16 10 14 34 14 19 22 23 24 28 19 13 21 15 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_20040-Pp3c12_20050Pp3c12_20040-Pp3c12_20050intergenic_regionPp3c12_20040-Pp3c12_20050NA NA n.13016094A>TNA NA NA NA NA
Chr12 13016112 C T Chr12_13016112_C_TC_T SNP 21000.63 43 16 17 23 23 25 26 25 11 28 13 15 14 13 43 16 17 23 23 25 26 25 11 28 13 15 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_20040-Pp3c12_20050Pp3c12_20040-Pp3c12_20050intergenic_regionPp3c12_20040-Pp3c12_20050NA NA n.13016112C>TNA NA NA NA NA
Chr12 13016113 A G Chr12_13016113_A_GA_G SNP 20955.63 42 16 17 23 23 27 26 25 11 28 13 15 14 13 42 16 17 23 23 27 26 25 11 28 13 15 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_20040-Pp3c12_20050Pp3c12_20040-Pp3c12_20050intergenic_regionPp3c12_20040-Pp3c12_20050NA NA n.13016113A>GNA NA NA NA NA
Chr12 13019519 C CA Chr12_13019519_C_CAC_CA INDEL 14391.59 29 13 16 30 16 19 20 28 24 23 13 16 12 7 29 13 16 30 16 19 20 28 24 23 13 16 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_20040-Pp3c12_20050Pp3c12_20040-Pp3c12_20050intergenic_regionPp3c12_20040-Pp3c12_20050NA NA n.13019519_13019520insANA NA NA NA NA
Chr12 13049624 G GAT Chr12_13049624_G_GATG_GAT INDEL 3717.24 1 0 0 25 15 16 26 20 2 0 0 0 0 0 30 8 15 26 15 16 26 20 12 11 15 12 8 8 0 0 0 0.962 1 1 1 1 0.167 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c12_20050-Pp3c12_20100Pp3c12_20050-Pp3c12_20100intergenic_regionPp3c12_20050-Pp3c12_20100NA NA n.13049624_13049625insATNA NA NA NA NA
Chr12 13339641 A AT Chr12_13339641_A_ATA_AT INDEL 17184.59 21 8 16 20 18 19 26 23 31 19 23 12 10 10 21 8 16 20 18 19 26 23 31 19 23 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_20320-Pp3c12_20420Pp3c12_20320-Pp3c12_20420intergenic_regionPp3c12_20320-Pp3c12_20420NA NA n.13339641_13339642insTNA NA NA NA NA
Chr12 13339653 G T Chr12_13339653_G_TG_T SNP 17140.63 19 8 13 22 19 19 26 21 27 19 25 9 8 10 19 8 13 22 19 19 26 21 27 19 25 9 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_20320-Pp3c12_20420Pp3c12_20320-Pp3c12_20420intergenic_regionPp3c12_20320-Pp3c12_20420NA NA n.13339653G>TNA NA NA NA NA
Chr12 13422048 G A Chr12_13422048_G_AG_A SNP 17840.63 36 13 15 16 18 34 20 10 20 34 12 19 11 15 39 13 15 16 19 34 23 11 21 34 12 21 11 15 0.923 1 1 1 0.947 1 0.87 0.909 0.952 1 1 0.905 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_20440-Pp3c12_20500Pp3c12_20440-Pp3c12_20500intergenic_regionPp3c12_20440-Pp3c12_20500NA NA n.13422048G>ANA NA NA NA NA
Chr12 13562992 G GAT Chr12_13562992_G_GATG_GAT INDEL 366.37 0 1 0 0 3 1 1 14 0 0 1 0 0 0 18 14 13 14 21 18 17 14 9 13 8 8 10 8 0 0 0 0 0.143 0 0 1 0 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_20620Pp3c12_20620transcript PAC:32973938protein_codingNA c.-3314_-3313insATNA NA NA NA 1199
Chr12 13562992 G GAT Chr12_13562992_G_GATG_GAT INDEL 366.37 0 1 0 0 3 1 1 14 0 0 1 0 0 0 18 14 13 14 21 18 17 14 9 13 8 8 10 8 0 0 0 0 0.143 0 0 1 0 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c12_20620Pp3c12_20620transcript PAC:32973939protein_codingNA c.-3314_-3313insATNA NA NA NA 1225
Chr12 13562992 G GAT Chr12_13562992_G_GATG_GAT INDEL 366.37 0 1 0 0 3 1 1 14 0 0 1 0 0 0 18 14 13 14 21 18 17 14 9 13 8 8 10 8 0 0 0 0 0.143 0 0 1 0 0 0 0 0 0 0 1 1 2 0 1 0 intergenic_regionMODIFIER Pp3c12_20620-Pp3c12_20650Pp3c12_20620-Pp3c12_20650intergenic_regionPp3c12_20620-Pp3c12_20650NA NA n.13562992_13562993insATNA NA NA NA NA
Chr12 13611953 A T Chr12_13611953_A_TA_T SNP 19252.63 21 12 16 28 20 27 18 18 30 23 16 20 17 21 21 12 16 28 20 27 18 18 30 23 16 20 17 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_20650-Pp3c12_20700Pp3c12_20650-Pp3c12_20700intergenic_regionPp3c12_20650-Pp3c12_20700NA NA n.13611953A>TNA NA NA NA NA
Chr12 13612022 C A Chr12_13612022_C_AC_A SNP 19850.63 24 16 15 27 19 31 20 24 27 28 19 17 15 13 24 16 15 27 19 31 20 24 27 28 19 17 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_20650-Pp3c12_20700Pp3c12_20650-Pp3c12_20700intergenic_regionPp3c12_20650-Pp3c12_20700NA NA n.13612022C>ANA NA NA NA NA
Chr12 13738305 G GT Chr12_13738305_G_GTG_GT INDEL 14973.59 26 14 14 29 21 24 31 25 26 13 15 10 8 6 26 14 14 29 21 24 31 25 26 13 15 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_20750-Pp3c12_20950Pp3c12_20750-Pp3c12_20950intergenic_regionPp3c12_20750-Pp3c12_20950NA NA n.13738305_13738306insTNA NA NA NA NA
Chr12 13921681 C A Chr12_13921681_C_AC_A SNP 22534.63 29 17 20 19 20 28 35 28 31 20 21 18 15 14 29 17 20 19 20 28 35 28 31 20 21 18 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21020-Pp3c12_21080Pp3c12_21020-Pp3c12_21080intergenic_regionPp3c12_21020-Pp3c12_21080NA NA n.13921681C>ANA NA NA NA NA
Chr12 13921682 C A Chr12_13921682_C_AC_A SNP 22534.63 29 17 20 19 19 28 35 28 30 20 21 18 15 14 29 17 20 19 19 28 35 28 30 20 21 18 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21020-Pp3c12_21080Pp3c12_21020-Pp3c12_21080intergenic_regionPp3c12_21020-Pp3c12_21080NA NA n.13921682C>ANA NA NA NA NA
Chr12 13921693 G A Chr12_13921693_G_AG_A SNP 21891.63 26 14 21 19 21 25 37 25 27 18 22 18 13 15 26 14 21 19 21 25 37 25 27 18 22 18 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21020-Pp3c12_21080Pp3c12_21020-Pp3c12_21080intergenic_regionPp3c12_21020-Pp3c12_21080NA NA n.13921693G>ANA NA NA NA NA
Chr12 13921697 AG A Chr12_13921697_AG_AAG_A INDEL 21948.59 26 14 20 19 21 25 36 28 28 18 21 18 13 15 26 14 20 19 21 25 36 28 28 18 21 18 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21020-Pp3c12_21080Pp3c12_21020-Pp3c12_21080intergenic_regionPp3c12_21020-Pp3c12_21080NA NA n.13921698delGNA NA NA NA NA
Chr12 13921712 G T Chr12_13921712_G_TG_T SNP 19868.63 30 15 19 16 26 25 35 26 27 18 15 18 12 15 30 15 19 16 26 25 35 26 27 18 15 18 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21020-Pp3c12_21080Pp3c12_21020-Pp3c12_21080intergenic_regionPp3c12_21020-Pp3c12_21080NA NA n.13921712G>TNA NA NA NA NA
Chr12 13937082 C CA Chr12_13937082_C_CAC_CA INDEL 15673.59 34 14 15 24 26 23 29 21 25 22 12 16 7 9 34 14 15 24 26 23 29 21 25 22 12 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21020-Pp3c12_21080Pp3c12_21020-Pp3c12_21080intergenic_regionPp3c12_21020-Pp3c12_21080NA NA n.13937082_13937083insANA NA NA NA NA
Chr12 13982962 C CT Chr12_13982962_C_CTC_CT INDEL 17601.59 24 14 14 34 21 33 28 25 27 30 15 21 13 12 24 14 14 34 21 33 28 25 27 30 15 21 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_21180Pp3c12_21180transcript PAC:32972103protein_codingNA c.-1217_-1216insANA NA NA NA 1217
Chr12 13982962 C CT Chr12_13982962_C_CTC_CT INDEL 17601.59 24 14 14 34 21 33 28 25 27 30 15 21 13 12 24 14 14 34 21 33 28 25 27 30 15 21 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21180-Pp3c12_21240Pp3c12_21180-Pp3c12_21240intergenic_regionPp3c12_21180-Pp3c12_21240NA NA n.13982962_13982963insTNA NA NA NA NA
Chr12 13995435 G T Chr12_13995435_G_TG_T SNP 17788.63 17 7 18 12 9 25 29 23 16 23 9 14 13 12 17 7 18 12 9 25 29 23 16 23 9 14 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21180-Pp3c12_21240Pp3c12_21180-Pp3c12_21240intergenic_regionPp3c12_21180-Pp3c12_21240NA NA n.13995435G>TNA NA NA NA NA
Chr12 13995436 G T Chr12_13995436_G_TG_T SNP 17923.63 17 7 18 12 9 24 29 23 15 22 9 14 13 12 17 7 18 12 9 24 29 23 15 22 9 14 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21180-Pp3c12_21240Pp3c12_21180-Pp3c12_21240intergenic_regionPp3c12_21180-Pp3c12_21240NA NA n.13995436G>TNA NA NA NA NA
Chr12 13995441 TGGG T Chr12_13995441_TGGG_TTGGG_T INDEL 17884.59 19 7 17 10 8 24 28 22 16 19 10 16 13 12 19 7 17 10 8 24 28 22 16 19 10 16 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21180-Pp3c12_21240Pp3c12_21180-Pp3c12_21240intergenic_regionPp3c12_21180-Pp3c12_21240NA NA n.13995442_13995444delGGGNA NA NA NA NA
Chr12 13995444 G GTT Chr12_13995444_G_GTTG_GTT INDEL 17212.59 19 7 17 9 8 24 28 22 16 18 10 16 12 12 19 7 17 9 8 24 28 22 16 18 10 16 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21180-Pp3c12_21240Pp3c12_21180-Pp3c12_21240intergenic_regionPp3c12_21180-Pp3c12_21240NA NA n.13995444_13995445insTTNA NA NA NA NA
Chr12 14044750 T TTA Chr12_14044750_T_TTAT_TTA INDEL 1307.93 0 0 0 0 1 1 2 0 8 13 7 8 4 4 20 4 5 14 14 15 9 14 8 14 7 8 4 4 0 0 0 0 0 0 0.222 0 1 0.929 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c12_21240Pp3c12_21240transcript PAC:32972347protein_codingNA c.*5024_*5025insTANA NA NA NA 3954
Chr12 14044750 T TTA Chr12_14044750_T_TTAT_TTA INDEL 1307.93 0 0 0 0 1 1 2 0 8 13 7 8 4 4 20 4 5 14 14 15 9 14 8 14 7 8 4 4 0 0 0 0 0 0 0.222 0 1 0.929 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c12_21240Pp3c12_21240transcript PAC:32972348protein_codingNA c.*5024_*5025insTANA NA NA NA 3898
Chr12 14044750 T TTA Chr12_14044750_T_TTAT_TTA INDEL 1307.93 0 0 0 0 1 1 2 0 8 13 7 8 4 4 20 4 5 14 14 15 9 14 8 14 7 8 4 4 0 0 0 0 0 0 0.222 0 1 0.929 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c12_21180-Pp3c12_21240Pp3c12_21180-Pp3c12_21240intergenic_regionPp3c12_21180-Pp3c12_21240NA NA n.14044750_14044751insTANA NA NA NA NA
Chr12 14177050 C T Chr12_14177050_C_TC_T SNP 15104.63 16 17 14 24 8 22 26 19 24 19 11 12 8 15 16 17 14 24 8 22 26 19 24 20 11 12 8 15 1 1 1 1 1 1 1 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21300-Pp3c12_21430Pp3c12_21300-Pp3c12_21430intergenic_regionPp3c12_21300-Pp3c12_21430NA NA n.14177050C>TNA NA NA NA NA
Chr12 14272319 G GA Chr12_14272319_G_GAG_GA INDEL 12658.59 20 15 12 28 12 12 32 25 28 21 7 9 7 12 20 15 12 28 12 12 32 25 28 21 7 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_21560Pp3c12_21560transcript PAC:32973751protein_codingNA c.-2267_-2266insANA NA NA NA 356
Chr12 14272319 G GA Chr12_14272319_G_GAG_GA INDEL 12658.59 20 15 12 28 12 12 32 25 28 21 7 9 7 12 20 15 12 28 12 12 32 25 28 21 7 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_21560Pp3c12_21560transcript PAC:32973752protein_codingNA c.-2267_-2266insANA NA NA NA 484
Chr12 14272319 G GA Chr12_14272319_G_GAG_GA INDEL 12658.59 20 15 12 28 12 12 32 25 28 21 7 9 7 12 20 15 12 28 12 12 32 25 28 21 7 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_21540Pp3c12_21540transcript PAC:32972572protein_codingNA c.*1604_*1605insANA NA NA NA 1075
Chr12 14272319 G GA Chr12_14272319_G_GAG_GA INDEL 12658.59 20 15 12 28 12 12 32 25 28 21 7 9 7 12 20 15 12 28 12 12 32 25 28 21 7 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_21540Pp3c12_21540transcript PAC:32972573protein_codingNA c.*1604_*1605insANA NA NA NA 1003
Chr12 14272319 G GA Chr12_14272319_G_GAG_GA INDEL 12658.59 20 15 12 28 12 12 32 25 28 21 7 9 7 12 20 15 12 28 12 12 32 25 28 21 7 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_21540Pp3c12_21540transcript PAC:32972576protein_codingNA c.*1604_*1605insANA NA NA NA 1003
Chr12 14272319 G GA Chr12_14272319_G_GAG_GA INDEL 12658.59 20 15 12 28 12 12 32 25 28 21 7 9 7 12 20 15 12 28 12 12 32 25 28 21 7 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_21540Pp3c12_21540transcript PAC:32972577protein_codingNA c.*1604_*1605insANA NA NA NA 1003
Chr12 14272319 G GA Chr12_14272319_G_GAG_GA INDEL 12658.59 20 15 12 28 12 12 32 25 28 21 7 9 7 12 20 15 12 28 12 12 32 25 28 21 7 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_21540Pp3c12_21540transcript PAC:32972579protein_codingNA c.*1604_*1605insANA NA NA NA 1003
Chr12 14272319 G GA Chr12_14272319_G_GAG_GA INDEL 12658.59 20 15 12 28 12 12 32 25 28 21 7 9 7 12 20 15 12 28 12 12 32 25 28 21 7 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_21540Pp3c12_21540transcript PAC:32972575protein_codingNA c.*1604_*1605insANA NA NA NA 968
Chr12 14272319 G GA Chr12_14272319_G_GAG_GA INDEL 12658.59 20 15 12 28 12 12 32 25 28 21 7 9 7 12 20 15 12 28 12 12 32 25 28 21 7 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_21540Pp3c12_21540transcript PAC:32972578protein_codingNA c.*1604_*1605insANA NA NA NA 713
Chr12 14272319 G GA Chr12_14272319_G_GAG_GA INDEL 12658.59 20 15 12 28 12 12 32 25 28 21 7 9 7 12 20 15 12 28 12 12 32 25 28 21 7 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_21540Pp3c12_21540transcript PAC:32972574protein_codingNA c.*1604_*1605insANA NA NA NA 713
Chr12 14272319 G GA Chr12_14272319_G_GAG_GA INDEL 12658.59 20 15 12 28 12 12 32 25 28 21 7 9 7 12 20 15 12 28 12 12 32 25 28 21 7 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21540-Pp3c12_21560Pp3c12_21540-Pp3c12_21560intergenic_regionPp3c12_21540-Pp3c12_21560NA NA n.14272319_14272320insANA NA NA NA NA
Chr12 14310671 AT A Chr12_14310671_AT_AAT_A INDEL 11996.59 13 17 11 26 12 17 20 15 13 14 14 12 8 13 13 17 11 26 12 17 20 15 13 14 14 12 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21640-Pp3c12_21720Pp3c12_21640-Pp3c12_21720intergenic_regionPp3c12_21640-Pp3c12_21720NA NA n.14310672delTNA NA NA NA NA
Chr12 14315726 GC G Chr12_14315726_GC_GGC_G INDEL 20512.59 28 17 25 28 20 37 29 29 28 35 17 18 12 12 28 17 25 28 20 37 29 29 28 35 17 18 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21640-Pp3c12_21720Pp3c12_21640-Pp3c12_21720intergenic_regionPp3c12_21640-Pp3c12_21720NA NA n.14315727delCNA NA NA NA NA
Chr12 14345820 G GA Chr12_14345820_G_GAG_GA INDEL 17244.59 19 16 21 21 12 30 36 20 30 29 17 32 11 13 19 16 21 21 12 30 36 20 30 29 17 32 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21640-Pp3c12_21720Pp3c12_21640-Pp3c12_21720intergenic_regionPp3c12_21640-Pp3c12_21720NA NA n.14345820_14345821insANA NA NA NA NA
Chr12 14363579 G A Chr12_14363579_G_AG_A SNP 16092.63 18 11 23 15 13 27 34 21 18 19 11 16 11 11 18 11 23 15 13 27 34 21 18 19 11 16 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21640-Pp3c12_21720Pp3c12_21640-Pp3c12_21720intergenic_regionPp3c12_21640-Pp3c12_21720NA NA n.14363579G>ANA NA NA NA NA
Chr12 14377467 G T Chr12_14377467_G_TG_T SNP 17378.63 23 18 16 29 16 19 28 31 13 23 12 16 10 8 23 18 16 29 16 19 28 31 13 23 12 16 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21640-Pp3c12_21720Pp3c12_21640-Pp3c12_21720intergenic_regionPp3c12_21640-Pp3c12_21720NA NA n.14377467G>TNA NA NA NA NA
Chr12 14377582 C T Chr12_14377582_C_TC_T SNP 17979.63 31 17 17 27 16 28 24 32 14 26 14 17 8 11 31 17 17 27 16 28 24 32 14 26 14 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21640-Pp3c12_21720Pp3c12_21640-Pp3c12_21720intergenic_regionPp3c12_21640-Pp3c12_21720NA NA n.14377582C>TNA NA NA NA NA
Chr12 14377687 C T Chr12_14377687_C_TC_T SNP 18843.63 29 12 17 24 26 26 25 26 25 19 17 15 8 5 29 12 17 24 26 26 25 26 25 19 17 15 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_21640-Pp3c12_21720Pp3c12_21640-Pp3c12_21720intergenic_regionPp3c12_21640-Pp3c12_21720NA NA n.14377687C>TNA NA NA NA NA
Chr12 14388398 G C Chr12_14388398_G_CG_C SNP 6494.29 0 0 0 30 21 25 29 23 0 0 0 0 0 0 29 14 15 30 21 25 29 23 20 24 14 22 13 18 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_21640-Pp3c12_21720Pp3c12_21640-Pp3c12_21720intergenic_regionPp3c12_21640-Pp3c12_21720NA NA n.14388398G>CNA NA NA NA NA
Chr12 14535132 T C Chr12_14535132_T_CT_C SNP 1885.39 24 10 11 0 0 0 0 0 0 0 0 0 0 0 24 10 11 28 11 22 34 20 39 30 12 15 16 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_21850Pp3c12_21850transcript PAC:32973633protein_codingNA c.-3395A>G NA NA NA NA 1887
Chr12 14535132 T C Chr12_14535132_T_CT_C SNP 1885.39 24 10 11 0 0 0 0 0 0 0 0 0 0 0 24 10 11 28 11 22 34 20 39 30 12 15 16 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_21850Pp3c12_21850transcript PAC:32973634protein_codingNA c.-3395A>G NA NA NA NA 1951
Chr12 14535132 T C Chr12_14535132_T_CT_C SNP 1885.39 24 10 11 0 0 0 0 0 0 0 0 0 0 0 24 10 11 28 11 22 34 20 39 30 12 15 16 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975156protein_codingNA c.*5041A>G NA NA NA NA 3005
Chr12 14535132 T C Chr12_14535132_T_CT_C SNP 1885.39 24 10 11 0 0 0 0 0 0 0 0 0 0 0 24 10 11 28 11 22 34 20 39 30 12 15 16 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975159protein_codingNA c.*5041A>G NA NA NA NA 3009
Chr12 14535132 T C Chr12_14535132_T_CT_C SNP 1885.39 24 10 11 0 0 0 0 0 0 0 0 0 0 0 24 10 11 28 11 22 34 20 39 30 12 15 16 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975162protein_codingNA c.*4821A>G NA NA NA NA 3009
Chr12 14535132 T C Chr12_14535132_T_CT_C SNP 1885.39 24 10 11 0 0 0 0 0 0 0 0 0 0 0 24 10 11 28 11 22 34 20 39 30 12 15 16 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975157protein_codingNA c.*5041A>G NA NA NA NA 3025
Chr12 14535132 T C Chr12_14535132_T_CT_C SNP 1885.39 24 10 11 0 0 0 0 0 0 0 0 0 0 0 24 10 11 28 11 22 34 20 39 30 12 15 16 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975158protein_codingNA c.*5041A>G NA NA NA NA 3025
Chr12 14535132 T C Chr12_14535132_T_CT_C SNP 1885.39 24 10 11 0 0 0 0 0 0 0 0 0 0 0 24 10 11 28 11 22 34 20 39 30 12 15 16 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975160protein_codingNA c.*5041A>G NA NA NA NA 3025
Chr12 14535132 T C Chr12_14535132_T_CT_C SNP 1885.39 24 10 11 0 0 0 0 0 0 0 0 0 0 0 24 10 11 28 11 22 34 20 39 30 12 15 16 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975161protein_codingNA c.*5041A>G NA NA NA NA 3025
Chr12 14535132 T C Chr12_14535132_T_CT_C SNP 1885.39 24 10 11 0 0 0 0 0 0 0 0 0 0 0 24 10 11 28 11 22 34 20 39 30 12 15 16 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c12_21850-Pp3c12_21860Pp3c12_21850-Pp3c12_21860intergenic_regionPp3c12_21850-Pp3c12_21860NA NA n.14535132T>CNA NA NA NA NA
Chr12 14537433 T TTA Chr12_14537433_T_TTAT_TTA INDEL 68.37 2 0 0 0 1 0 0 1 0 0 0 4 0 0 19 8 9 21 10 19 23 14 8 19 5 4 8 4 0.105 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c12_21850Pp3c12_21850transcript PAC:32973633protein_codingNA c.-5697_-5696insTANA NA NA NA 4189
Chr12 14537433 T TTA Chr12_14537433_T_TTAT_TTA INDEL 68.37 2 0 0 0 1 0 0 1 0 0 0 4 0 0 19 8 9 21 10 19 23 14 8 19 5 4 8 4 0.105 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c12_21850Pp3c12_21850transcript PAC:32973634protein_codingNA c.-5697_-5696insTANA NA NA NA 4253
Chr12 14537433 T TTA Chr12_14537433_T_TTAT_TTA INDEL 68.37 2 0 0 0 1 0 0 1 0 0 0 4 0 0 19 8 9 21 10 19 23 14 8 19 5 4 8 4 0.105 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975156protein_codingNA c.*2739_*2740insTANA NA NA NA 703
Chr12 14537433 T TTA Chr12_14537433_T_TTAT_TTA INDEL 68.37 2 0 0 0 1 0 0 1 0 0 0 4 0 0 19 8 9 21 10 19 23 14 8 19 5 4 8 4 0.105 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975159protein_codingNA c.*2739_*2740insTANA NA NA NA 707
Chr12 14537433 T TTA Chr12_14537433_T_TTAT_TTA INDEL 68.37 2 0 0 0 1 0 0 1 0 0 0 4 0 0 19 8 9 21 10 19 23 14 8 19 5 4 8 4 0.105 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975162protein_codingNA c.*2519_*2520insTANA NA NA NA 707
Chr12 14537433 T TTA Chr12_14537433_T_TTAT_TTA INDEL 68.37 2 0 0 0 1 0 0 1 0 0 0 4 0 0 19 8 9 21 10 19 23 14 8 19 5 4 8 4 0.105 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975157protein_codingNA c.*2739_*2740insTANA NA NA NA 723
Chr12 14537433 T TTA Chr12_14537433_T_TTAT_TTA INDEL 68.37 2 0 0 0 1 0 0 1 0 0 0 4 0 0 19 8 9 21 10 19 23 14 8 19 5 4 8 4 0.105 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975158protein_codingNA c.*2739_*2740insTANA NA NA NA 723
Chr12 14537433 T TTA Chr12_14537433_T_TTAT_TTA INDEL 68.37 2 0 0 0 1 0 0 1 0 0 0 4 0 0 19 8 9 21 10 19 23 14 8 19 5 4 8 4 0.105 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975160protein_codingNA c.*2739_*2740insTANA NA NA NA 723
Chr12 14537433 T TTA Chr12_14537433_T_TTAT_TTA INDEL 68.37 2 0 0 0 1 0 0 1 0 0 0 4 0 0 19 8 9 21 10 19 23 14 8 19 5 4 8 4 0.105 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c12_21860Pp3c12_21860transcript PAC:32975161protein_codingNA c.*2739_*2740insTANA NA NA NA 723
Chr12 14537433 T TTA Chr12_14537433_T_TTAT_TTA INDEL 68.37 2 0 0 0 1 0 0 1 0 0 0 4 0 0 19 8 9 21 10 19 23 14 8 19 5 4 8 4 0.105 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c12_21850-Pp3c12_21860Pp3c12_21850-Pp3c12_21860intergenic_regionPp3c12_21850-Pp3c12_21860NA NA n.14537433_14537434insTANA NA NA NA NA
Chr12 14541457 G T Chr12_14541457_G_TG_T SNP 18124.63 30 10 11 26 28 21 36 26 24 14 18 18 8 13 30 10 11 26 28 21 36 26 24 14 18 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c12_21860Pp3c12_21860transcript PAC:32975156protein_coding 01-févr c.1022C>A p.Thr341Lys 1691/4856 1022/2151 341/716 NA
Chr12 14541457 G T Chr12_14541457_G_TG_T SNP 18124.63 30 10 11 26 28 21 36 26 24 14 18 18 8 13 30 10 11 26 28 21 36 26 24 14 18 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c12_21860Pp3c12_21860transcript PAC:32975159protein_coding 01-avr c.1022C>A p.Thr341Lys 1288/4120 1022/2151 341/716 NA
Chr12 14541457 G T Chr12_14541457_G_TG_T SNP 18124.63 30 10 11 26 28 21 36 26 24 14 18 18 8 13 30 10 11 26 28 21 36 26 24 14 18 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c12_21860Pp3c12_21860transcript PAC:32975162protein_coding 01-mai c.1022C>A p.Thr341Lys 1579/4131 1022/2091 341/696 NA
Chr12 14541457 G T Chr12_14541457_G_TG_T SNP 18124.63 30 10 11 26 28 21 36 26 24 14 18 18 8 13 30 10 11 26 28 21 36 26 24 14 18 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c12_21860Pp3c12_21860transcript PAC:32975157protein_coding 01-mai c.1022C>A p.Thr341Lys 1288/3592 1022/2151 341/716 NA
Chr12 14541457 G T Chr12_14541457_G_TG_T SNP 18124.63 30 10 11 26 28 21 36 26 24 14 18 18 8 13 30 10 11 26 28 21 36 26 24 14 18 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c12_21860Pp3c12_21860transcript PAC:32975158protein_coding 01-avr c.1022C>A p.Thr341Lys 1403/3994 1022/2151 341/716 NA
Chr12 14541457 G T Chr12_14541457_G_TG_T SNP 18124.63 30 10 11 26 28 21 36 26 24 14 18 18 8 13 30 10 11 26 28 21 36 26 24 14 18 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c12_21860Pp3c12_21860transcript PAC:32975160protein_coding 01-avr c.1022C>A p.Thr341Lys 1600/4327 1022/2151 341/716 NA
Chr12 14541457 G T Chr12_14541457_G_TG_T SNP 18124.63 30 10 11 26 28 21 36 26 24 14 18 18 8 13 30 10 11 26 28 21 36 26 24 14 18 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c12_21860Pp3c12_21860transcript PAC:32975161protein_coding 01-mars c.1022C>A p.Thr341Lys 1672/4636 1022/2151 341/716 NA
Chr12 14541457 G T Chr12_14541457_G_TG_T SNP 18124.63 30 10 11 26 28 21 36 26 24 14 18 18 8 13 30 10 11 26 28 21 36 26 24 14 18 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_21890Pp3c12_21890transcript PAC:32974876protein_codingNA c.-2201G>T NA NA NA NA 1860
Chr12 14541457 G T Chr12_14541457_G_TG_T SNP 18124.63 30 10 11 26 28 21 36 26 24 14 18 18 8 13 30 10 11 26 28 21 36 26 24 14 18 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_21890Pp3c12_21890transcript PAC:32974877protein_codingNA c.-2201G>T NA NA NA NA 1987
Chr12 14541457 G T Chr12_14541457_G_TG_T SNP 18124.63 30 10 11 26 28 21 36 26 24 14 18 18 8 13 30 10 11 26 28 21 36 26 24 14 18 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_21880Pp3c12_21880transcript PAC:32974473protein_codingNA c.*4576C>A NA NA NA NA 1793
Chr12 14541457 G T Chr12_14541457_G_TG_T SNP 18124.63 30 10 11 26 28 21 36 26 24 14 18 18 8 13 30 10 11 26 28 21 36 26 24 14 18 18 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_21880Pp3c12_21880transcript PAC:32974474protein_codingNA c.*4576C>A NA NA NA NA 3740
Chr12 14574487 A C Chr12_14574487_A_CA_C SNP 2176.29 0 0 0 12 8 20 12 10 0 0 0 0 0 0 30 14 14 12 8 20 12 11 16 23 10 13 9 11 0 0 0 1 1 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_21960Pp3c12_21960transcript PAC:32973402protein_codingNA c.-3882T>G NA NA NA NA 2951
Chr12 14574487 A C Chr12_14574487_A_CA_C SNP 2176.29 0 0 0 12 8 20 12 10 0 0 0 0 0 0 30 14 14 12 8 20 12 11 16 23 10 13 9 11 0 0 0 1 1 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_21960Pp3c12_21960transcript PAC:32973403protein_codingNA c.-3882T>G NA NA NA NA 2949
Chr12 14574487 A C Chr12_14574487_A_CA_C SNP 2176.29 0 0 0 12 8 20 12 10 0 0 0 0 0 0 30 14 14 12 8 20 12 11 16 23 10 13 9 11 0 0 0 1 1 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_21960-Pp3c12_22070Pp3c12_21960-Pp3c12_22070intergenic_regionPp3c12_21960-Pp3c12_22070NA NA n.14574487A>CNA NA NA NA NA
Chr12 14636390 T TTA Chr12_14636390_T_TTAT_TTA INDEL 5497.24 14 7 14 1 0 1 0 0 13 8 9 7 4 7 14 7 14 14 9 18 23 13 13 9 9 7 4 8 1 1 1 0 0 0 0 0 1 0.889 1 1 1 0.875 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c12_21960-Pp3c12_22070Pp3c12_21960-Pp3c12_22070intergenic_regionPp3c12_21960-Pp3c12_22070NA NA n.14636390_14636391insTANA NA NA NA NA
Chr12 14817323 A AT Chr12_14817323_A_ATA_AT INDEL 15944.59 22 11 15 29 23 26 29 25 26 26 10 15 11 5 22 11 15 29 24 26 30 25 26 26 10 15 11 5 1 1 1 1 0.958 1 0.967 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_22350-Pp3c12_22360Pp3c12_22350-Pp3c12_22360intergenic_regionPp3c12_22350-Pp3c12_22360NA NA n.14817323_14817324insTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973773protein_coding 05-juin c.*100dupT NA NA NA NA 101
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973766protein_coding 05-juin c.*100dupT NA NA NA NA 101
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_22450Pp3c12_22450transcript PAC:32973187protein_codingNA c.*3805_*3806insTNA NA NA NA 3806
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973759protein_coding 05-juin c.519-32dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973765protein_coding 05-juin c.519-54dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973772protein_coding 05-juin c.393-54dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973762protein_coding 05-juil c.393-32dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973763protein_coding 05-juin c.393-32dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973767protein_coding 05-juil c.246-32dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973768protein_coding 05-juil c.246-32dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973769protein_coding 05-juin c.246-32dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973770protein_coding 05-juin c.246-32dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973761protein_coding 05-juin c.519-32dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973760protein_coding 05-juil c.519-32dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973764protein_coding 04-juin c.384-32dupTNA NA NA NA NA
Chr12 14893766 A AT Chr12_14893766_A_ATA_AT INDEL 13971.59 20 16 15 23 23 16 20 25 25 25 13 27 11 6 20 16 15 23 23 16 20 25 25 25 15 27 11 6 1 1 1 1 1 1 1 1 1 1 0.867 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c12_22470Pp3c12_22470transcript PAC:32973771protein_coding 03-avr c.246-32dupTNA NA NA NA NA
Chr12 14921013 GTA G Chr12_14921013_GTA_GGTA_G INDEL 6512.59 15 11 9 11 14 13 11 10 6 12 6 6 5 7 16 11 9 12 14 13 12 12 7 12 7 6 5 7 0.938 1 1 0.917 1 1 0.917 0.833 0.857 1 0.857 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_22470-Pp3c12_22500Pp3c12_22470-Pp3c12_22500intergenic_regionPp3c12_22470-Pp3c12_22500NA NA n.14921014_14921015delTANA NA NA NA NA
Chr12 14932823 C T Chr12_14932823_C_TC_T SNP 7339.29 0 0 0 25 23 35 37 30 0 0 0 0 0 0 21 14 15 26 23 35 37 30 18 23 21 16 13 11 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_22500Pp3c12_22500transcript PAC:32973541protein_codingNA c.*2608C>T NA NA NA NA 471
Chr12 14932823 C T Chr12_14932823_C_TC_T SNP 7339.29 0 0 0 25 23 35 37 30 0 0 0 0 0 0 21 14 15 26 23 35 37 30 18 23 21 16 13 11 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_22530Pp3c12_22530transcript PAC:32974090protein_codingNA c.*1022G>A NA NA NA NA 368
Chr12 14932823 C T Chr12_14932823_C_TC_T SNP 7339.29 0 0 0 25 23 35 37 30 0 0 0 0 0 0 21 14 15 26 23 35 37 30 18 23 21 16 13 11 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_22500Pp3c12_22500transcript PAC:32973542protein_codingNA c.*2608C>T NA NA NA NA 769
Chr12 14932823 C T Chr12_14932823_C_TC_T SNP 7339.29 0 0 0 25 23 35 37 30 0 0 0 0 0 0 21 14 15 26 23 35 37 30 18 23 21 16 13 11 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_22500Pp3c12_22500transcript PAC:32973543protein_codingNA c.*2608C>T NA NA NA NA 571
Chr12 14932823 C T Chr12_14932823_C_TC_T SNP 7339.29 0 0 0 25 23 35 37 30 0 0 0 0 0 0 21 14 15 26 23 35 37 30 18 23 21 16 13 11 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_22500Pp3c12_22500transcript PAC:32973544protein_codingNA c.*2608C>T NA NA NA NA 2078
Chr12 14932823 C T Chr12_14932823_C_TC_T SNP 7339.29 0 0 0 25 23 35 37 30 0 0 0 0 0 0 21 14 15 26 23 35 37 30 18 23 21 16 13 11 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_22530Pp3c12_22530transcript PAC:32974091protein_codingNA c.*1022G>A NA NA NA NA 383
Chr12 14932823 C T Chr12_14932823_C_TC_T SNP 7339.29 0 0 0 25 23 35 37 30 0 0 0 0 0 0 21 14 15 26 23 35 37 30 18 23 21 16 13 11 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_22500-Pp3c12_22530Pp3c12_22500-Pp3c12_22530intergenic_regionPp3c12_22500-Pp3c12_22530NA NA n.14932823C>TNA NA NA NA NA
Chr12 14955562 G T Chr12_14955562_G_TG_T SNP 15036.63 20 15 11 12 15 27 21 12 14 20 19 13 7 7 20 15 11 12 15 27 21 12 14 20 19 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_22570Pp3c12_22570transcript PAC:32972835protein_codingNA c.*4125C>A NA NA NA NA 4125
Chr12 14955562 G T Chr12_14955562_G_TG_T SNP 15036.63 20 15 11 12 15 27 21 12 14 20 19 13 7 7 20 15 11 12 15 27 21 12 14 20 19 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_22530-Pp3c12_22570Pp3c12_22530-Pp3c12_22570intergenic_regionPp3c12_22530-Pp3c12_22570NA NA n.14955562G>TNA NA NA NA NA
Chr12 14955563 A ACC Chr12_14955563_A_ACCA_ACC INDEL 15027.59 20 15 11 12 15 27 21 12 14 20 17 13 7 5 20 15 11 12 15 27 21 12 14 20 17 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_22570Pp3c12_22570transcript PAC:32972835protein_codingNA c.*4123_*4124insGGNA NA NA NA 4123
Chr12 14955563 A ACC Chr12_14955563_A_ACCA_ACC INDEL 15027.59 20 15 11 12 15 27 21 12 14 20 17 13 7 5 20 15 11 12 15 27 21 12 14 20 17 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_22530-Pp3c12_22570Pp3c12_22530-Pp3c12_22570intergenic_regionPp3c12_22530-Pp3c12_22570NA NA n.14955563_14955564insCCNA NA NA NA NA
Chr12 14955566 G A Chr12_14955566_G_AG_A SNP 14982.63 20 16 12 12 17 28 21 10 14 21 17 13 8 5 20 16 12 12 17 28 21 10 14 21 17 13 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_22570Pp3c12_22570transcript PAC:32972835protein_codingNA c.*4121C>T NA NA NA NA 4121
Chr12 14955566 G A Chr12_14955566_G_AG_A SNP 14982.63 20 16 12 12 17 28 21 10 14 21 17 13 8 5 20 16 12 12 17 28 21 10 14 21 17 13 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_22530-Pp3c12_22570Pp3c12_22530-Pp3c12_22570intergenic_regionPp3c12_22530-Pp3c12_22570NA NA n.14955566G>ANA NA NA NA NA
Chr12 15046531 T C Chr12_15046531_T_CT_C SNP 14578.63 19 11 11 22 21 17 25 15 19 24 9 20 13 5 19 11 11 22 21 17 25 15 19 24 9 20 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_22660-Pp3c12_22677Pp3c12_22660-Pp3c12_22677intergenic_regionPp3c12_22660-Pp3c12_22677NA NA n.15046531T>CNA NA NA NA NA
Chr12 15183412 AG A Chr12_15183412_AG_AAG_A INDEL 21060.59 21 25 28 28 36 38 32 25 37 26 28 18 12 8 21 25 28 28 36 38 32 25 37 26 28 18 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_22920Pp3c12_22920transcript PAC:32973533protein_codingNA c.*4031delG NA NA NA NA 3773
Chr12 15183412 AG A Chr12_15183412_AG_AAG_A INDEL 21060.59 21 25 28 28 36 38 32 25 37 26 28 18 12 8 21 25 28 28 36 38 32 25 37 26 28 18 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_22920Pp3c12_22920transcript PAC:32973534protein_codingNA c.*4031delG NA NA NA NA 3694
Chr12 15183412 AG A Chr12_15183412_AG_AAG_A INDEL 21060.59 21 25 28 28 36 38 32 25 37 26 28 18 12 8 21 25 28 28 36 38 32 25 37 26 28 18 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_22920Pp3c12_22920transcript PAC:32973535protein_codingNA c.*4031delG NA NA NA NA 3694
Chr12 15183412 AG A Chr12_15183412_AG_AAG_A INDEL 21060.59 21 25 28 28 36 38 32 25 37 26 28 18 12 8 21 25 28 28 36 38 32 25 37 26 28 18 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_22920-Pp3c12_22929Pp3c12_22920-Pp3c12_22929intergenic_regionPp3c12_22920-Pp3c12_22929NA NA n.15183413delGNA NA NA NA NA
Chr12 15210544 G A Chr12_15210544_G_AG_A SNP 13468.63 24 18 8 18 22 14 20 21 19 11 10 14 8 10 24 18 8 18 22 14 20 21 19 11 10 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_22990Pp3c12_22990transcript PAC:32974254protein_codingNA c.-3386C>T NA NA NA NA 2817
Chr12 15210544 G A Chr12_15210544_G_AG_A SNP 13468.63 24 18 8 18 22 14 20 21 19 11 10 14 8 10 24 18 8 18 22 14 20 21 19 11 10 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_23023Pp3c12_23023transcript PAC:32974618protein_codingNA c.-1504G>A NA NA NA NA 1504
Chr12 15210544 G A Chr12_15210544_G_AG_A SNP 13468.63 24 18 8 18 22 14 20 21 19 11 10 14 8 10 24 18 8 18 22 14 20 21 19 11 10 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_22990Pp3c12_22990transcript PAC:32974255protein_codingNA c.-3386C>T NA NA NA NA 2827
Chr12 15210544 G A Chr12_15210544_G_AG_A SNP 13468.63 24 18 8 18 22 14 20 21 19 11 10 14 8 10 24 18 8 18 22 14 20 21 19 11 10 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_22990Pp3c12_22990transcript PAC:32974256protein_codingNA c.-3386C>T NA NA NA NA 2827
Chr12 15210544 G A Chr12_15210544_G_AG_A SNP 13468.63 24 18 8 18 22 14 20 21 19 11 10 14 8 10 24 18 8 18 22 14 20 21 19 11 10 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_22990-Pp3c12_23023Pp3c12_22990-Pp3c12_23023intergenic_regionPp3c12_22990-Pp3c12_23023NA NA n.15210544G>ANA NA NA NA NA
Chr12 15210561 C T Chr12_15210561_C_TC_T SNP 12581.63 21 17 8 15 18 12 19 20 17 10 10 12 6 8 21 17 8 15 18 12 19 20 17 10 10 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_22990Pp3c12_22990transcript PAC:32974254protein_codingNA c.-3403G>A NA NA NA NA 2834
Chr12 15210561 C T Chr12_15210561_C_TC_T SNP 12581.63 21 17 8 15 18 12 19 20 17 10 10 12 6 8 21 17 8 15 18 12 19 20 17 10 10 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_23023Pp3c12_23023transcript PAC:32974618protein_codingNA c.-1487C>T NA NA NA NA 1487
Chr12 15210561 C T Chr12_15210561_C_TC_T SNP 12581.63 21 17 8 15 18 12 19 20 17 10 10 12 6 8 21 17 8 15 18 12 19 20 17 10 10 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_22990Pp3c12_22990transcript PAC:32974255protein_codingNA c.-3403G>A NA NA NA NA 2844
Chr12 15210561 C T Chr12_15210561_C_TC_T SNP 12581.63 21 17 8 15 18 12 19 20 17 10 10 12 6 8 21 17 8 15 18 12 19 20 17 10 10 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_22990Pp3c12_22990transcript PAC:32974256protein_codingNA c.-3403G>A NA NA NA NA 2844
Chr12 15210561 C T Chr12_15210561_C_TC_T SNP 12581.63 21 17 8 15 18 12 19 20 17 10 10 12 6 8 21 17 8 15 18 12 19 20 17 10 10 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_22990-Pp3c12_23023Pp3c12_22990-Pp3c12_23023intergenic_regionPp3c12_22990-Pp3c12_23023NA NA n.15210561C>TNA NA NA NA NA
Chr12 15289646 G GTA Chr12_15289646_G_GTAG_GTA INDEL 1060.35 16 15 4 0 0 0 0 0 0 0 0 0 1 1 17 15 4 17 8 19 26 17 19 16 15 18 8 8 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_23140Pp3c12_23140transcript PAC:32974359protein_codingNA c.-2598_-2597insTANA NA NA NA 1627
Chr12 15289646 G GTA Chr12_15289646_G_GTAG_GTA INDEL 1060.35 16 15 4 0 0 0 0 0 0 0 0 0 1 1 17 15 4 17 8 19 26 17 19 16 15 18 8 8 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_23160Pp3c12_23160transcript PAC:32972872protein_codingNA c.-313_-312insTANA NA NA NA 313
Chr12 15289646 G GTA Chr12_15289646_G_GTAG_GTA INDEL 1060.35 16 15 4 0 0 0 0 0 0 0 0 0 1 1 17 15 4 17 8 19 26 17 19 16 15 18 8 8 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_23140Pp3c12_23140transcript PAC:32974360protein_codingNA c.-2598_-2597insTANA NA NA NA 1651
Chr12 15289646 G GTA Chr12_15289646_G_GTAG_GTA INDEL 1060.35 16 15 4 0 0 0 0 0 0 0 0 0 1 1 17 15 4 17 8 19 26 17 19 16 15 18 8 8 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_23140Pp3c12_23140transcript PAC:32974361protein_codingNA c.-2598_-2597insTANA NA NA NA 1651
Chr12 15289646 G GTA Chr12_15289646_G_GTAG_GTA INDEL 1060.35 16 15 4 0 0 0 0 0 0 0 0 0 1 1 17 15 4 17 8 19 26 17 19 16 15 18 8 8 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_23140Pp3c12_23140transcript PAC:32974362protein_codingNA c.-2598_-2597insTANA NA NA NA 1636
Chr12 15289646 G GTA Chr12_15289646_G_GTAG_GTA INDEL 1060.35 16 15 4 0 0 0 0 0 0 0 0 0 1 1 17 15 4 17 8 19 26 17 19 16 15 18 8 8 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c12_23140Pp3c12_23140transcript PAC:32974363protein_codingNA c.-2598_-2597insTANA NA NA NA 1629
Chr12 15289646 G GTA Chr12_15289646_G_GTAG_GTA INDEL 1060.35 16 15 4 0 0 0 0 0 0 0 0 0 1 1 17 15 4 17 8 19 26 17 19 16 15 18 8 8 0.941 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c12_23160-Pp3c12_23190Pp3c12_23160-Pp3c12_23190intergenic_regionPp3c12_23160-Pp3c12_23190NA NA n.15289646_15289647insTANA NA NA NA NA
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974765protein_codingNA c.-2422_-2421insATNA NA NA NA 1226
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23370Pp3c12_23370transcript PAC:32974907protein_codingNA c.-2767_-2766insATNA NA NA NA 2766
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974772protein_codingNA c.-2422_-2421insATNA NA NA NA 1335
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974770protein_codingNA c.-2422_-2421insATNA NA NA NA 1226
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974771protein_codingNA c.-2422_-2421insATNA NA NA NA 1335
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974769protein_codingNA c.-2422_-2421insATNA NA NA NA 1226
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974777protein_codingNA c.-2422_-2421insATNA NA NA NA 1780
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974766protein_codingNA c.-2422_-2421insATNA NA NA NA 1226
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974767protein_codingNA c.-2422_-2421insATNA NA NA NA 1226
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974768protein_codingNA c.-2422_-2421insATNA NA NA NA 1226
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974773protein_codingNA c.-2422_-2421insATNA NA NA NA 1226
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974774protein_codingNA c.-2422_-2421insATNA NA NA NA 1226
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974775protein_codingNA c.-2422_-2421insATNA NA NA NA 1226
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_23350Pp3c12_23350transcript PAC:32974776protein_codingNA c.-2422_-2421insATNA NA NA NA 1226
Chr12 15406376 A AAT Chr12_15406376_A_AATA_AAT INDEL 1958.24 1 0 0 14 12 15 6 10 1 0 0 1 0 0 20 8 6 14 12 15 7 10 9 14 13 10 5 6 0 0 0 1 1 1 0.857 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_23350-Pp3c12_23370Pp3c12_23350-Pp3c12_23370intergenic_regionPp3c12_23350-Pp3c12_23370NA NA n.15406376_15406377insATNA NA NA NA NA
Chr12 15670040 AAT A Chr12_15670040_AAT_AAAT_A INDEL 5950.24 17 9 16 0 1 0 1 0 20 16 11 15 6 4 18 10 16 14 15 15 31 14 20 18 11 15 6 5 0.944 0.9 1 0 0 0 0 0 1 0.889 1 1 1 0.8 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c12_23880Pp3c12_23880transcript PAC:32973343protein_codingNA c.-3391_-3390delATNA NA NA NA 3391
Chr12 15670040 AAT A Chr12_15670040_AAT_AAAT_A INDEL 5950.24 17 9 16 0 1 0 1 0 20 16 11 15 6 4 18 10 16 14 15 15 31 14 20 18 11 15 6 5 0.944 0.9 1 0 0 0 0 0 1 0.889 1 1 1 0.8 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c12_23870Pp3c12_23870transcript PAC:32974238protein_codingNA c.*2083_*2084delATNA NA NA NA 2084
Chr12 15670040 AAT A Chr12_15670040_AAT_AAAT_A INDEL 5950.24 17 9 16 0 1 0 1 0 20 16 11 15 6 4 18 10 16 14 15 15 31 14 20 18 11 15 6 5 0.944 0.9 1 0 0 0 0 0 1 0.889 1 1 1 0.8 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c12_23850-Pp3c12_23870Pp3c12_23850-Pp3c12_23870intergenic_regionPp3c12_23850-Pp3c12_23870NA NA n.15670041_15670042delATNA NA NA NA NA
Chr12 15714451 T TTA Chr12_15714451_T_TTAT_TTA INDEL 9479.59 26 14 10 13 15 16 16 12 18 16 8 5 8 6 26 14 10 14 15 16 17 12 18 16 8 5 8 6 1 1 1 0.929 1 1 0.941 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_23990Pp3c12_23990transcript PAC:32975152protein_codingNA c.*1747_*1748insTANA NA NA NA 1263
Chr12 15714451 T TTA Chr12_15714451_T_TTAT_TTA INDEL 9479.59 26 14 10 13 15 16 16 12 18 16 8 5 8 6 26 14 10 14 15 16 17 12 18 16 8 5 8 6 1 1 1 0.929 1 1 0.941 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_23990Pp3c12_23990transcript PAC:32975153protein_codingNA c.*1747_*1748insTANA NA NA NA 1175
Chr12 15714451 T TTA Chr12_15714451_T_TTAT_TTA INDEL 9479.59 26 14 10 13 15 16 16 12 18 16 8 5 8 6 26 14 10 14 15 16 17 12 18 16 8 5 8 6 1 1 1 0.929 1 1 0.941 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_23990-Pp3c12_24000Pp3c12_23990-Pp3c12_24000intergenic_regionPp3c12_23990-Pp3c12_24000NA NA n.15714451_15714452insTANA NA NA NA NA
Chr12 15802863 C T Chr12_15802863_C_TC_T SNP 2189.39 27 9 15 0 0 0 0 0 0 0 0 0 0 0 27 9 15 34 18 27 32 19 22 21 16 13 11 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c12_24140-Pp3c12_24320Pp3c12_24140-Pp3c12_24320intergenic_regionPp3c12_24140-Pp3c12_24320NA NA n.15802863C>TNA NA NA NA NA
Chr12 15821902 C A Chr12_15821902_C_AC_A SNP 22501.63 37 18 14 32 38 32 38 33 21 31 16 18 12 14 37 18 14 32 38 32 38 33 21 31 16 18 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24140-Pp3c12_24320Pp3c12_24140-Pp3c12_24320intergenic_regionPp3c12_24140-Pp3c12_24320NA NA n.15821902C>ANA NA NA NA NA
Chr12 15821976 A AT Chr12_15821976_A_ATA_AT INDEL 16550.59 23 19 11 31 31 27 32 36 23 27 19 27 7 10 23 19 11 31 31 27 32 36 23 27 19 27 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24140-Pp3c12_24320Pp3c12_24140-Pp3c12_24320intergenic_regionPp3c12_24140-Pp3c12_24320NA NA n.15821976_15821977insTNA NA NA NA NA
Chr12 15824328 T TAAG Chr12_15824328_T_TAAGT_TAAG INDEL 22149.59 31 18 22 26 22 28 19 31 23 24 15 12 10 12 31 18 22 26 22 28 19 31 23 24 15 12 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24140-Pp3c12_24320Pp3c12_24140-Pp3c12_24320intergenic_regionPp3c12_24140-Pp3c12_24320NA NA n.15824328_15824329insAAGNA NA NA NA NA
Chr12 15824329 C A Chr12_15824329_C_AC_A SNP 22248.63 32 19 22 26 22 28 18 32 22 24 15 12 10 13 32 19 22 26 22 28 18 32 22 24 15 12 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24140-Pp3c12_24320Pp3c12_24140-Pp3c12_24320intergenic_regionPp3c12_24140-Pp3c12_24320NA NA n.15824329C>ANA NA NA NA NA
Chr12 15824332 TCCA T Chr12_15824332_TCCA_TTCCA_T INDEL 21760.59 30 21 21 27 22 26 19 32 22 22 15 12 10 13 30 21 21 27 22 26 19 32 22 22 15 12 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24140-Pp3c12_24320Pp3c12_24140-Pp3c12_24320intergenic_regionPp3c12_24140-Pp3c12_24320NA NA n.15824333_15824335delCCANA NA NA NA NA
Chr12 15969136 A T Chr12_15969136_A_TA_T SNP 12477.63 17 11 15 17 15 30 28 14 10 15 11 16 5 7 17 11 15 17 16 30 28 14 10 15 11 16 5 7 1 1 1 1 0.938 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_24398Pp3c12_24398transcript PAC:32975136protein_codingNA c.*4588A>T NA NA NA NA 4435
Chr12 15969136 A T Chr12_15969136_A_TA_T SNP 12477.63 17 11 15 17 15 30 28 14 10 15 11 16 5 7 17 11 15 17 16 30 28 14 10 15 11 16 5 7 1 1 1 1 0.938 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24398-Pp3c12_24430Pp3c12_24398-Pp3c12_24430intergenic_regionPp3c12_24398-Pp3c12_24430NA NA n.15969136A>TNA NA NA NA NA



Chr12 15973318 C A Chr12_15973318_C_AC_A SNP 19894.63 28 13 11 23 19 22 26 31 22 34 28 19 10 10 28 13 11 23 19 22 26 31 22 34 28 19 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24398-Pp3c12_24430Pp3c12_24398-Pp3c12_24430intergenic_regionPp3c12_24398-Pp3c12_24430NA NA n.15973318C>ANA NA NA NA NA
Chr12 15973372 C T Chr12_15973372_C_TC_T SNP 19154.63 23 10 7 24 25 26 27 23 23 30 23 19 11 6 23 10 7 24 25 27 27 23 23 30 23 19 11 6 1 1 1 1 1 0.963 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24398-Pp3c12_24430Pp3c12_24398-Pp3c12_24430intergenic_regionPp3c12_24398-Pp3c12_24430NA NA n.15973372C>TNA NA NA NA NA
Chr12 15973511 T G Chr12_15973511_T_GT_G SNP 18934.63 29 12 15 17 18 38 24 27 17 31 22 20 13 17 29 12 15 17 18 38 24 27 17 31 22 20 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24398-Pp3c12_24430Pp3c12_24398-Pp3c12_24430intergenic_regionPp3c12_24398-Pp3c12_24430NA NA n.15973511T>GNA NA NA NA NA
Chr12 16044262 G A Chr12_16044262_G_AG_A SNP 12131.63 16 8 15 26 19 25 23 14 9 15 5 8 6 4 18 8 18 26 19 30 26 15 9 16 5 9 7 5 0.889 1 0.833 1 1 0.833 0.885 0.933 1 0.938 1 0.889 0.857 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24430-Pp3c12_24460Pp3c12_24430-Pp3c12_24460intergenic_regionPp3c12_24430-Pp3c12_24460NA NA n.16044262G>ANA NA NA NA NA
Chr12 16090346 C T Chr12_16090346_C_TC_T SNP 4944.29 0 0 0 22 13 21 24 16 0 0 0 0 0 0 28 21 17 22 13 21 24 16 28 24 24 12 6 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_24460-Pp3c12_24560Pp3c12_24460-Pp3c12_24560intergenic_regionPp3c12_24460-Pp3c12_24560NA NA n.16090346C>TNA NA NA NA NA
Chr12 16266255 CAT C Chr12_16266255_CAT_CCAT_C INDEL 1338.5 1 0 0 4 9 9 16 13 0 0 0 0 0 0 17 7 5 18 9 9 17 13 10 6 8 6 5 4 0 0 0 0.222 1 1 0.941 1 0 0 0 0 0 0 0 4 4 1 0 4 0 intergenic_regionMODIFIER Pp3c12_24800-Pp3c12_24810Pp3c12_24800-Pp3c12_24810intergenic_regionPp3c12_24800-Pp3c12_24810NA NA n.16266256_16266257delATNA NA NA NA NA
Chr12 16306510 T TTA Chr12_16306510_T_TTAT_TTA INDEL 9163.59 14 14 7 22 17 13 24 13 12 16 12 11 7 4 14 14 8 22 17 13 25 13 12 18 12 11 7 4 1 1 0.875 1 1 1 0.96 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_24890Pp3c12_24890transcript PAC:32974686protein_codingNA c.*2870_*2871insTANA NA NA NA 2430
Chr12 16306510 T TTA Chr12_16306510_T_TTAT_TTA INDEL 9163.59 14 14 7 22 17 13 24 13 12 16 12 11 7 4 14 14 8 22 17 13 25 13 12 18 12 11 7 4 1 1 0.875 1 1 1 0.96 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_24890Pp3c12_24890transcript PAC:32974687protein_codingNA c.*2870_*2871insTANA NA NA NA 2332
Chr12 16306510 T TTA Chr12_16306510_T_TTAT_TTA INDEL 9163.59 14 14 7 22 17 13 24 13 12 16 12 11 7 4 14 14 8 22 17 13 25 13 12 18 12 11 7 4 1 1 0.875 1 1 1 0.96 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24890-Pp3c12_24927Pp3c12_24890-Pp3c12_24927intergenic_regionPp3c12_24890-Pp3c12_24927NA NA n.16306510_16306511insTANA NA NA NA NA
Chr12 16353563 TTA T Chr12_16353563_TTA_TTTA_T INDEL 12031.59 31 18 12 20 12 25 22 16 17 23 15 13 8 7 31 18 12 21 12 27 22 17 19 23 15 13 8 7 1 1 1 0.952 1 0.926 1 0.941 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_24970Pp3c12_24970transcript PAC:32972111protein_codingNA c.*4699_*4700delTANA NA NA NA 4095
Chr12 16353563 TTA T Chr12_16353563_TTA_TTTA_T INDEL 12031.59 31 18 12 20 12 25 22 16 17 23 15 13 8 7 31 18 12 21 12 27 22 17 19 23 15 13 8 7 1 1 1 0.952 1 0.926 1 0.941 0.895 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_24970Pp3c12_24970transcript PAC:32972112protein_codingNA c.*4699_*4700delTANA NA NA NA 4257
Chr12 16353563 TTA T Chr12_16353563_TTA_TTTA_T INDEL 12031.59 31 18 12 20 12 25 22 16 17 23 15 13 8 7 31 18 12 21 12 27 22 17 19 23 15 13 8 7 1 1 1 0.952 1 0.926 1 0.941 0.895 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_24970-Pp3c12_25000Pp3c12_24970-Pp3c12_25000intergenic_regionPp3c12_24970-Pp3c12_25000NA NA n.16353564_16353565delTANA NA NA NA NA
Chr12 16446393 G GTA Chr12_16446393_G_GTAG_GTA INDEL 9219.24 21 15 11 2 1 0 0 0 25 26 16 9 12 4 21 15 11 30 12 20 18 20 25 27 16 9 12 4 1 1 1 0.067 0 0 0 0 1 0.963 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c12_25170Pp3c12_25170transcript PAC:32974156protein_codingNA c.*5017_*5018insTANA NA NA NA 4360
Chr12 16446393 G GTA Chr12_16446393_G_GTAG_GTA INDEL 9219.24 21 15 11 2 1 0 0 0 25 26 16 9 12 4 21 15 11 30 12 20 18 20 25 27 16 9 12 4 1 1 1 0.067 0 0 0 0 1 0.963 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c12_25189Pp3c12_25189transcript PAC:32973164protein_codingNA c.*2252_*2253insTANA NA NA NA 1410
Chr12 16446393 G GTA Chr12_16446393_G_GTAG_GTA INDEL 9219.24 21 15 11 2 1 0 0 0 25 26 16 9 12 4 21 15 11 30 12 20 18 20 25 27 16 9 12 4 1 1 1 0.067 0 0 0 0 1 0.963 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c12_25170-Pp3c12_25189Pp3c12_25170-Pp3c12_25189intergenic_regionPp3c12_25170-Pp3c12_25189NA NA n.16446393_16446394insTANA NA NA NA NA
Chr12 16490813 C G Chr12_16490813_C_GC_G SNP 19096.63 16 14 17 16 16 31 30 19 24 23 18 17 14 14 16 14 17 16 16 31 30 19 24 23 18 17 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25290-Pp3c12_25310Pp3c12_25290-Pp3c12_25310intergenic_regionPp3c12_25290-Pp3c12_25310NA NA n.16490813C>GNA NA NA NA NA
Chr12 16490823 G T Chr12_16490823_G_TG_T SNP 19086.63 15 15 17 18 18 33 33 17 23 21 17 18 13 15 15 15 17 18 18 33 33 17 23 21 17 18 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25290-Pp3c12_25310Pp3c12_25290-Pp3c12_25310intergenic_regionPp3c12_25290-Pp3c12_25310NA NA n.16490823G>TNA NA NA NA NA
Chr12 16490844 G GT Chr12_16490844_G_GTG_GT INDEL 15130.59 11 14 13 20 17 33 29 20 23 16 13 21 12 15 11 14 13 20 17 33 29 20 23 16 13 21 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25290-Pp3c12_25310Pp3c12_25290-Pp3c12_25310intergenic_regionPp3c12_25290-Pp3c12_25310NA NA n.16490844_16490845insTNA NA NA NA NA
Chr12 16753860 T TA Chr12_16753860_T_TAT_TA INDEL 20176.59 25 16 14 34 20 34 39 19 29 39 15 10 17 20 25 16 14 34 20 34 39 19 29 39 15 10 17 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_25480Pp3c12_25480transcript PAC:32972487protein_codingNA c.*4750_*4751insANA NA NA NA 4751
Chr12 16753860 T TA Chr12_16753860_T_TAT_TA INDEL 20176.59 25 16 14 34 20 34 39 19 29 39 15 10 17 20 25 16 14 34 20 34 39 19 29 39 15 10 17 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25480-Pp3c12_25550Pp3c12_25480-Pp3c12_25550intergenic_regionPp3c12_25480-Pp3c12_25550NA NA n.16753860_16753861insANA NA NA NA NA
Chr12 16779730 T TA Chr12_16779730_T_TAT_TA INDEL 13286.59 32 11 18 15 15 23 27 15 8 18 11 14 10 7 32 11 18 15 15 23 27 15 8 18 11 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25480-Pp3c12_25550Pp3c12_25480-Pp3c12_25550intergenic_regionPp3c12_25480-Pp3c12_25550NA NA n.16779730_16779731insANA NA NA NA NA
Chr12 16783805 G GA Chr12_16783805_G_GAG_GA INDEL 11958.59 26 12 9 14 19 19 26 18 11 13 4 8 6 12 26 12 9 14 19 19 26 18 11 13 4 8 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25480-Pp3c12_25550Pp3c12_25480-Pp3c12_25550intergenic_regionPp3c12_25480-Pp3c12_25550NA NA n.16783805_16783806insANA NA NA NA NA
Chr12 16808049 G T Chr12_16808049_G_TG_T SNP 13127.63 24 5 11 23 14 10 21 15 12 18 13 16 6 4 24 5 11 23 14 10 21 15 12 18 13 16 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_25560Pp3c12_25560transcript PAC:32975211protein_codingNA c.-5246G>T NA NA NA NA 4413
Chr12 16808049 G T Chr12_16808049_G_TG_T SNP 13127.63 24 5 11 23 14 10 21 15 12 18 13 16 6 4 24 5 11 23 14 10 21 15 12 18 13 16 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_25560Pp3c12_25560transcript PAC:32975212protein_codingNA c.-5246G>T NA NA NA NA 4462
Chr12 16808049 G T Chr12_16808049_G_TG_T SNP 13127.63 24 5 11 23 14 10 21 15 12 18 13 16 6 4 24 5 11 23 14 10 21 15 12 18 13 16 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_25550Pp3c12_25550transcript PAC:32972320protein_codingNA c.*622C>A NA NA NA NA 622
Chr12 16808049 G T Chr12_16808049_G_TG_T SNP 13127.63 24 5 11 23 14 10 21 15 12 18 13 16 6 4 24 5 11 23 14 10 21 15 12 18 13 16 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c12_25550Pp3c12_25550transcript PAC:32972321protein_codingNA c.*622C>A NA NA NA NA 622
Chr12 16808049 G T Chr12_16808049_G_TG_T SNP 13127.63 24 5 11 23 14 10 21 15 12 18 13 16 6 4 24 5 11 23 14 10 21 15 12 18 13 16 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25480-Pp3c12_25550Pp3c12_25480-Pp3c12_25550intergenic_regionPp3c12_25480-Pp3c12_25550NA NA n.16808049G>TNA NA NA NA NA
Chr12 16864190 TA T Chr12_16864190_TA_TTA_T INDEL 14038.59 19 10 19 21 19 19 24 21 23 16 9 29 14 15 19 10 19 21 19 19 24 21 23 16 9 29 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864191delANA NA NA NA NA
Chr12 16864308 CA C Chr12_16864308_CA_CCA_C INDEL 13748.59 15 11 10 20 19 11 11 15 15 16 11 14 5 11 15 11 10 20 19 11 11 15 15 16 11 14 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864309delANA NA NA NA NA
Chr12 16864315 G T Chr12_16864315_G_TG_T SNP 14612.63 15 11 10 20 21 11 11 16 16 18 11 15 5 13 15 11 10 20 21 11 11 16 16 18 11 15 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864315G>TNA NA NA NA NA
Chr12 16864346 C T Chr12_16864346_C_TC_T SNP 14690.63 19 13 16 19 17 11 14 22 13 17 15 13 5 12 19 13 16 19 17 11 14 22 13 17 15 13 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864346C>TNA NA NA NA NA
Chr12 16864348 A G Chr12_16864348_A_GA_G SNP 14960.63 18 13 16 19 16 11 14 22 13 17 15 13 5 12 18 13 16 19 16 11 14 22 13 17 15 13 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864348A>GNA NA NA NA NA
Chr12 16864351 C A Chr12_16864351_C_AC_A SNP 15230.63 19 11 16 18 17 10 14 22 13 18 15 14 5 12 19 11 16 18 17 10 14 22 13 18 15 14 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864351C>ANA NA NA NA NA
Chr12 16864354 C A Chr12_16864354_C_AC_A SNP 15050.63 19 11 16 18 16 10 15 21 13 18 14 14 5 12 19 11 16 18 16 10 15 21 13 18 14 14 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864354C>ANA NA NA NA NA
Chr12 16864367 T A Chr12_16864367_T_AT_A SNP 14870.63 20 10 18 16 14 10 16 20 10 19 10 16 4 12 20 10 18 16 14 10 16 20 10 19 10 16 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864367T>ANA NA NA NA NA
Chr12 16864372 C A Chr12_16864372_C_AC_A SNP 14690.63 19 9 17 17 14 11 15 17 9 19 9 15 4 10 19 9 17 17 14 11 15 17 9 19 9 15 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864372C>ANA NA NA NA NA
Chr12 16864374 A T Chr12_16864374_A_TA_T SNP 14600.63 19 8 17 17 15 11 16 17 9 19 9 15 4 10 19 8 17 17 15 11 16 17 9 19 9 15 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864374A>TNA NA NA NA NA
Chr12 16864378 T G Chr12_16864378_T_GT_G SNP 14735.63 21 8 17 16 14 12 18 18 9 18 7 14 5 10 21 8 17 16 14 12 18 18 9 18 7 14 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864378T>GNA NA NA NA NA
Chr12 16864380 A G Chr12_16864380_A_GA_G SNP 14195.63 19 8 17 16 14 12 18 18 9 18 7 14 5 10 19 8 17 16 14 12 18 18 9 18 7 14 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864380A>GNA NA NA NA NA
Chr12 16864388 A T Chr12_16864388_A_TA_T SNP 14105.63 19 7 17 16 13 12 18 17 11 17 6 13 5 9 19 7 17 16 13 12 18 17 11 17 6 13 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864388A>TNA NA NA NA NA
Chr12 16864389 T A Chr12_16864389_T_AT_A SNP 14105.63 22 7 17 16 13 12 18 17 11 16 6 12 5 8 22 7 17 16 13 12 18 17 11 16 6 12 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864389T>ANA NA NA NA NA
Chr12 16864399 T A Chr12_16864399_T_AT_A SNP 14510.63 22 11 16 16 12 15 19 18 12 17 7 17 5 13 22 11 16 16 12 15 19 18 12 17 7 17 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864399T>ANA NA NA NA NA
Chr12 16864403 TG T Chr12_16864403_TG_TTG_T INDEL 14498.59 23 10 15 15 12 16 19 18 14 16 7 18 5 13 23 10 15 15 12 16 19 18 14 16 7 18 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864404delGNA NA NA NA NA
Chr12 16864427 G A Chr12_16864427_G_AG_A SNP 16220.63 26 11 20 17 13 22 21 20 17 19 11 20 10 13 26 11 20 17 13 22 21 20 17 19 11 20 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864427G>ANA NA NA NA NA
Chr12 16864476 G A Chr12_16864476_G_AG_A SNP 18924.63 29 12 22 17 20 26 27 20 25 17 17 26 11 14 29 12 22 17 20 26 27 20 25 17 17 26 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864476G>ANA NA NA NA NA
Chr12 16864506 G A Chr12_16864506_G_AG_A SNP 19812.63 28 12 20 19 23 27 27 18 24 18 19 27 11 13 28 12 20 19 23 27 27 18 24 18 19 27 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864506G>ANA NA NA NA NA
Chr12 16864558 G A Chr12_16864558_G_AG_A SNP 19480.63 29 16 22 23 25 20 28 21 30 20 17 20 11 10 29 16 22 23 25 20 28 21 30 20 17 20 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25690-Pp3c12_25750Pp3c12_25690-Pp3c12_25750intergenic_regionPp3c12_25690-Pp3c12_25750NA NA n.16864558G>ANA NA NA NA NA
Chr12 16940418 C A Chr12_16940418_C_AC_A SNP 4904.29 0 0 0 17 24 16 19 19 0 0 0 0 0 0 35 9 24 17 24 16 19 19 11 16 8 14 9 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c12_25790Pp3c12_25790transcript PAC:32973316protein_codingNA c.-4612G>T NA NA NA NA 4610
Chr12 16940418 C A Chr12_16940418_C_AC_A SNP 4904.29 0 0 0 17 24 16 19 19 0 0 0 0 0 0 35 9 24 17 24 16 19 19 11 16 8 14 9 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_25810Pp3c12_25810transcript PAC:32974230protein_codingNA c.*263G>T NA NA NA NA 263
Chr12 16940418 C A Chr12_16940418_C_AC_A SNP 4904.29 0 0 0 17 24 16 19 19 0 0 0 0 0 0 35 9 24 17 24 16 19 19 11 16 8 14 9 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c12_25810Pp3c12_25810transcript PAC:32974231protein_codingNA c.*263G>T NA NA NA NA 263
Chr12 16940418 C A Chr12_16940418_C_AC_A SNP 4904.29 0 0 0 17 24 16 19 19 0 0 0 0 0 0 35 9 24 17 24 16 19 19 11 16 8 14 9 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c12_25790-Pp3c12_25810Pp3c12_25790-Pp3c12_25810intergenic_regionPp3c12_25790-Pp3c12_25810NA NA n.16940418C>ANA NA NA NA NA
Chr12 16943042 C CA Chr12_16943042_C_CAC_CA INDEL 16744.59 28 14 5 15 14 25 30 18 25 19 29 19 10 12 28 14 5 15 14 25 30 18 25 19 29 19 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_25810Pp3c12_25810transcript PAC:32974230protein_codingNA c.-2164_-2163insTNA NA NA NA 2164
Chr12 16943042 C CA Chr12_16943042_C_CAC_CA INDEL 16744.59 28 14 5 15 14 25 30 18 25 19 29 19 10 12 28 14 5 15 14 25 30 18 25 19 29 19 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_25810Pp3c12_25810transcript PAC:32974231protein_codingNA c.-2164_-2163insTNA NA NA NA 1184
Chr12 16943042 C CA Chr12_16943042_C_CAC_CA INDEL 16744.59 28 14 5 15 14 25 30 18 25 19 29 19 10 12 28 14 5 15 14 25 30 18 25 19 29 19 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25810-Pp3c12_25890Pp3c12_25810-Pp3c12_25890intergenic_regionPp3c12_25810-Pp3c12_25890NA NA n.16943042_16943043insANA NA NA NA NA
Chr12 17000414 C CAG Chr12_17000414_C_CAGC_CAG INDEL 16616.59 27 10 10 15 12 15 24 16 17 27 7 12 6 10 27 10 10 15 12 15 24 16 17 27 7 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25810-Pp3c12_25890Pp3c12_25810-Pp3c12_25890intergenic_regionPp3c12_25810-Pp3c12_25890NA NA n.17000414_17000415insAGNA NA NA NA NA
Chr12 17000417 T G Chr12_17000417_T_GT_G SNP 16895.63 29 10 10 16 12 15 24 17 17 28 8 12 5 10 29 10 10 16 12 15 24 17 17 28 8 12 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25810-Pp3c12_25890Pp3c12_25810-Pp3c12_25890intergenic_regionPp3c12_25810-Pp3c12_25890NA NA n.17000417T>GNA NA NA NA NA
Chr12 17000420 C T Chr12_17000420_C_TC_T SNP 16940.63 29 11 10 17 12 15 24 17 17 28 8 12 5 10 29 11 10 17 12 15 24 17 17 28 8 12 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25810-Pp3c12_25890Pp3c12_25810-Pp3c12_25890intergenic_regionPp3c12_25810-Pp3c12_25890NA NA n.17000420C>TNA NA NA NA NA
Chr12 17000422 C A Chr12_17000422_C_AC_A SNP 16977.63 29 11 10 17 12 15 24 17 18 29 8 12 5 10 29 11 10 17 12 15 24 17 18 29 8 12 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25810-Pp3c12_25890Pp3c12_25810-Pp3c12_25890intergenic_regionPp3c12_25810-Pp3c12_25890NA NA n.17000422C>ANA NA NA NA NA
Chr12 17000424 C A Chr12_17000424_C_AC_A SNP 16977.63 30 11 10 17 12 15 24 17 19 29 7 13 5 10 30 11 10 17 12 15 24 17 19 29 7 13 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25810-Pp3c12_25890Pp3c12_25810-Pp3c12_25890intergenic_regionPp3c12_25810-Pp3c12_25890NA NA n.17000424C>ANA NA NA NA NA
Chr12 17039719 C G Chr12_17039719_C_GC_G SNP 15464.63 16 12 13 15 19 20 25 25 9 17 12 18 6 7 16 12 13 15 19 20 25 25 9 17 12 18 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_25900Pp3c12_25900transcript PAC:32974051protein_coding 02-févr c.*101C>G NA NA NA NA 101
Chr12 17039719 C G Chr12_17039719_C_GC_G SNP 15464.63 16 12 13 15 19 20 25 25 9 17 12 18 6 7 16 12 13 15 19 20 25 25 9 17 12 18 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c12_25900Pp3c12_25900transcript PAC:32974052protein_coding 02-févr c.*101C>G NA NA NA NA 101
Chr12 17039719 C G Chr12_17039719_C_GC_G SNP 15464.63 16 12 13 15 19 20 25 25 9 17 12 18 6 7 16 12 13 15 19 20 25 25 9 17 12 18 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_25890Pp3c12_25890transcript PAC:32972142protein_codingNA c.-4174G>C NA NA NA NA 4174
Chr12 17039719 C G Chr12_17039719_C_GC_G SNP 15464.63 16 12 13 15 19 20 25 25 9 17 12 18 6 7 16 12 13 15 19 20 25 25 9 17 12 18 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_25910Pp3c12_25910transcript PAC:32974405protein_codingNA c.-1602C>G NA NA NA NA 751
Chr12 17039719 C G Chr12_17039719_C_GC_G SNP 15464.63 16 12 13 15 19 20 25 25 9 17 12 18 6 7 16 12 13 15 19 20 25 25 9 17 12 18 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c12_25910Pp3c12_25910transcript PAC:32974406protein_codingNA c.-1602C>G NA NA NA NA 1300
Chr12 17102597 A ATT Chr12_17102597_A_ATTA_ATT INDEL 21090.59 35 17 12 25 20 25 36 18 18 25 7 6 7 12 35 17 12 25 20 25 36 18 18 25 7 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25950-Pp3c12_25990Pp3c12_25950-Pp3c12_25990intergenic_regionPp3c12_25950-Pp3c12_25990NA NA n.17102597_17102598insTTNA NA NA NA NA
Chr12 17102602 C A Chr12_17102602_C_AC_A SNP 21391.63 35 17 11 30 23 24 34 17 19 26 7 7 7 12 35 17 11 30 23 24 34 17 19 26 7 7 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25950-Pp3c12_25990Pp3c12_25950-Pp3c12_25990intergenic_regionPp3c12_25950-Pp3c12_25990NA NA n.17102602C>ANA NA NA NA NA
Chr12 17102605 G A Chr12_17102605_G_AG_A SNP 21232.63 34 16 11 30 22 25 35 19 19 27 7 8 7 12 34 16 11 30 22 25 35 19 19 27 7 8 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25950-Pp3c12_25990Pp3c12_25950-Pp3c12_25990intergenic_regionPp3c12_25950-Pp3c12_25990NA NA n.17102605G>ANA NA NA NA NA
Chr12 17102606 C A Chr12_17102606_C_AC_A SNP 21097.63 35 16 11 30 22 25 35 19 20 28 7 8 7 12 35 16 11 30 22 25 35 19 20 28 7 8 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_25950-Pp3c12_25990Pp3c12_25950-Pp3c12_25990intergenic_regionPp3c12_25950-Pp3c12_25990NA NA n.17102606C>ANA NA NA NA NA
Chr12 17222553 C A Chr12_17222553_C_AC_A SNP 19782.63 21 11 12 33 17 24 37 28 17 22 23 15 16 13 21 11 12 33 17 24 37 28 17 22 23 15 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_26090-Pp3c12_26130Pp3c12_26090-Pp3c12_26130intergenic_regionPp3c12_26090-Pp3c12_26130NA NA n.17222553C>ANA NA NA NA NA
Chr12 17430806 G A Chr12_17430806_G_AG_A SNP 19241.63 23 11 17 29 26 29 36 24 15 28 13 17 8 14 23 11 17 29 26 29 36 24 15 28 13 17 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c12_26240-CHR_ENDPp3c12_26240-CHR_ENDintergenic_regionPp3c12_26240-CHR_ENDNA NA n.17430806G>ANA NA NA NA NA
Chr13 26794 A T Chr13_26794_A_TA_T SNP 13707.63 30 7 12 16 12 20 18 13 14 13 7 18 10 6 30 7 12 16 12 20 18 13 14 13 7 18 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26794A>T NA NA NA NA NA
Chr13 26799 A AGT Chr13_26799_A_AGTA_AGT INDEL 14068.59 29 7 9 17 12 20 17 14 14 13 7 16 9 8 29 7 9 17 12 20 17 14 14 13 7 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26799_26800insGTNA NA NA NA NA
Chr13 26802 AATTCAT A Chr13_26802_AATTCAT_AAATTCAT_A INDEL 12543.37 29 8 10 18 11 19 17 13 11 14 7 13 7 8 29 8 10 18 11 19 17 13 12 14 7 13 7 8 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26803_26808delATTCATNA NA NA NA NA
Chr13 26812 T TATC Chr13_26812_T_TATCT_TATC INDEL 12453.39 28 9 11 18 11 19 18 13 11 15 5 12 7 8 28 9 11 18 11 19 18 13 12 15 5 12 7 8 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26812_26813insATCNA NA NA NA NA
Chr13 26816 TCTG T Chr13_26816_TCTG_TTCTG_T INDEL 12183.37 26 10 11 18 11 21 19 13 11 16 4 10 6 8 26 10 11 18 11 21 19 13 12 16 4 10 6 8 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26817_26819delCTGNA NA NA NA NA
Chr13 26821 AGAT A Chr13_26821_AGAT_AAGAT_A INDEL 12228.38 26 10 11 19 11 22 20 12 11 15 4 10 6 8 26 10 11 19 11 22 20 12 12 15 4 10 6 8 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26822_26824delGATNA NA NA NA NA
Chr13 26831 AG A Chr13_26831_AG_AAG_A INDEL 12452.63 28 10 11 18 10 22 23 11 11 15 6 8 7 6 28 10 11 18 10 22 23 11 12 15 6 8 7 6 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26832delG NA NA NA NA NA
Chr13 26833 T TAA Chr13_26833_T_TAAT_TAA INDEL 12317.63 28 10 11 17 10 21 23 12 10 16 6 8 7 6 28 10 11 17 10 21 23 12 11 16 6 8 7 6 1 1 1 1 1 1 1 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26833_26834insAANA NA NA NA NA
Chr13 26836 T A Chr13_26836_T_AT_A SNP 12439.41 30 9 13 18 10 20 24 12 10 17 5 9 8 5 30 9 13 18 10 20 24 12 11 17 5 9 8 5 1 1 1 1 1 1 1 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26836T>A NA NA NA NA NA
Chr13 26839 A ATT Chr13_26839_A_ATTA_ATT INDEL 12610.37 29 9 13 19 10 21 23 11 11 19 5 10 8 6 29 9 13 19 10 21 23 11 12 19 5 10 8 6 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26839_26840insTTNA NA NA NA NA
Chr13 26842 C CAAAGAAAGGTATTTTChr13_26842_C_CAAAGAAAGGTATTTTC_CAAAGAAAGGTATTTTINDEL 14702.61 29 9 13 19 11 21 25 10 10 19 5 9 8 6 29 9 13 19 11 21 25 10 11 19 5 9 8 6 1 1 1 1 1 1 1 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26842_26843insAAAGAAAGGTATTTTNA NA NA NA NA
Chr13 26844 C T Chr13_26844_C_TC_T SNP 14711.63 30 8 16 22 11 18 25 8 12 18 9 11 8 7 30 8 16 22 11 18 25 8 13 18 9 11 8 7 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26844C>T NA NA NA NA NA
Chr13 26845 C A Chr13_26845_C_AC_A SNP 12911.66 29 8 16 21 11 18 24 8 12 17 9 11 8 7 29 8 16 21 11 18 24 8 13 17 9 11 8 7 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26845C>A NA NA NA NA NA
Chr13 26848 T TAGAAGAA Chr13_26848_T_TAGAAGAAT_TAGAAGAAINDEL 14252.59 27 7 16 22 13 17 24 9 13 19 9 8 10 7 27 7 16 22 13 17 24 9 14 19 9 8 10 7 1 1 1 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26848_26849insAGAAGAANA NA NA NA NA
Chr13 26851 C CA Chr13_26851_C_CAC_CA INDEL 13757.59 23 8 15 23 13 17 24 11 16 20 8 10 8 7 23 8 15 23 13 17 24 11 17 20 8 10 8 7 1 1 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26851_26852insANA NA NA NA NA
Chr13 26854 GC G Chr13_26854_GC_GGC_G INDEL 13802.59 24 7 16 23 15 18 26 12 17 21 8 11 6 7 24 7 16 23 15 18 26 12 18 21 8 11 6 7 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26855delC NA NA NA NA NA
Chr13 26856 C T Chr13_26856_C_TC_T SNP 13451.63 25 8 16 23 14 19 25 12 17 21 9 12 6 7 25 8 16 23 14 19 25 12 18 21 9 12 6 7 1 1 1 1 1 1 1 1 0.944 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26856C>T NA NA NA NA NA
Chr13 26859 TCAGCTAAAATCAAGT Chr13_26859_TCAGCTAAAATCAAG_TTCAGCTAAAATCAAG_TINDEL 13411.6 25 8 16 22 16 19 25 13 16 22 9 13 6 9 25 8 16 22 16 19 25 13 17 22 9 13 6 9 1 1 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_120-Pp3c13_150Pp3c13_120-Pp3c13_150intergenic_regionPp3c13_120-Pp3c13_150NA NA n.26860_26873delCAGCTAAAATCAAGNA NA NA NA NA
Chr13 201171 A AT Chr13_201171_A_ATA_AT INDEL 22728.59 26 15 17 33 22 24 34 25 25 23 20 28 24 10 26 15 17 33 22 24 34 25 25 23 20 28 24 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_300-Pp3c13_340Pp3c13_300-Pp3c13_340intergenic_regionPp3c13_300-Pp3c13_340NA NA n.201171_201172insTNA NA NA NA NA
Chr13 201172 C CA Chr13_201172_C_CAC_CA INDEL 22835.59 26 15 17 34 22 24 34 25 25 23 21 25 26 10 26 15 17 34 22 24 34 25 25 23 21 25 26 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_300-Pp3c13_340Pp3c13_300-Pp3c13_340intergenic_regionPp3c13_300-Pp3c13_340NA NA n.201172_201173insANA NA NA NA NA
Chr13 201174 T A Chr13_201174_T_AT_A SNP 22761.63 26 15 17 34 22 24 34 24 25 22 21 26 26 10 26 15 17 34 22 24 34 24 25 22 21 26 26 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_300-Pp3c13_340Pp3c13_300-Pp3c13_340intergenic_regionPp3c13_300-Pp3c13_340NA NA n.201174T>ANA NA NA NA NA
Chr13 561778 C A Chr13_561778_C_AC_A SNP 16442.63 27 12 7 19 18 27 5 30 18 13 16 9 8 11 27 12 7 19 18 27 5 30 18 13 16 9 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561778C>ANA NA NA NA NA
Chr13 561784 AC A Chr13_561784_AC_AAC_A INDEL 16267.59 23 11 7 18 16 25 5 28 17 13 15 9 7 10 23 11 7 18 16 25 5 28 17 13 15 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561785delCNA NA NA NA NA
Chr13 561790 G T Chr13_561790_G_TG_T SNP 16175.63 22 12 8 18 16 22 4 26 17 12 15 10 7 9 22 12 8 18 16 22 4 26 17 12 15 10 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561790G>TNA NA NA NA NA
Chr13 561827 CG C Chr13_561827_CG_CCG_C INDEL 16076.59 22 14 11 21 17 23 4 25 16 11 11 9 10 9 22 14 11 21 17 23 4 25 16 11 11 9 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561828delGNA NA NA NA NA
Chr13 561831 AC A Chr13_561831_AC_AAC_A INDEL 15851.59 22 15 11 20 17 24 4 25 17 11 10 8 10 9 22 15 11 20 17 24 4 25 17 11 10 8 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561832delCNA NA NA NA NA
Chr13 561834 CA C Chr13_561834_CA_CCA_C INDEL 15941.59 22 15 11 20 19 25 4 25 17 11 10 8 9 9 22 15 11 20 19 25 4 25 17 11 10 8 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561835delANA NA NA NA NA
Chr13 561845 G T Chr13_561845_G_TG_T SNP 16445.63 20 15 11 20 19 26 5 27 18 12 10 9 13 9 20 15 11 20 19 26 5 27 18 12 10 9 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561845G>TNA NA NA NA NA
Chr13 561846 C A Chr13_561846_C_AC_A SNP 16445.63 19 15 11 20 19 27 5 27 18 12 10 9 13 9 19 15 11 20 19 27 5 27 18 12 10 9 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561846C>ANA NA NA NA NA
Chr13 561854 G T Chr13_561854_G_TG_T SNP 16265.63 17 14 10 20 19 26 6 23 15 12 10 9 13 8 17 14 10 20 19 26 6 23 15 12 10 9 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561854G>TNA NA NA NA NA
Chr13 561855 AC A Chr13_561855_AC_AAC_A INDEL 16571.59 18 14 11 20 19 26 6 23 15 12 11 9 13 8 18 14 11 20 19 26 6 23 15 12 11 9 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561856delCNA NA NA NA NA
Chr13 561859 T TAG Chr13_561859_T_TAGT_TAG INDEL 16526.59 19 14 11 20 20 24 6 24 13 12 11 9 13 8 19 14 11 20 20 24 6 24 13 12 11 9 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561859_561860insAGNA NA NA NA NA
Chr13 561860 TTTC T Chr13_561860_TTTC_TTTTC_T INDEL 16526.59 20 14 11 19 20 25 6 23 13 13 11 9 13 8 20 14 11 19 20 25 6 23 13 13 11 9 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561861_561863delTTCNA NA NA NA NA
Chr13 561869 G GT Chr13_561869_G_GTG_GT INDEL 16346.59 19 14 11 18 18 27 5 23 12 15 11 8 13 8 19 14 11 18 18 27 5 23 12 15 11 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561869_561870insTNA NA NA NA NA
Chr13 561871 G T Chr13_561871_G_TG_T SNP 16310.63 19 15 11 18 18 27 6 25 14 15 11 8 13 8 19 15 11 18 18 27 6 25 14 15 11 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561871G>TNA NA NA NA NA
Chr13 561873 A C Chr13_561873_A_CA_C SNP 16220.63 18 14 11 18 16 27 6 24 14 14 10 8 13 8 18 14 11 18 16 27 6 24 14 14 10 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561873A>CNA NA NA NA NA
Chr13 561874 TCGAGGAA T Chr13_561874_TCGAGGAA_TTCGAGGAA_TINDEL 16031.59 17 14 11 18 16 26 6 25 14 13 10 8 13 8 17 14 11 18 16 26 6 25 14 13 10 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561875_561881delCGAGGAANA NA NA NA NA
Chr13 561885 C T Chr13_561885_C_TC_T SNP 15815.63 17 13 11 16 15 27 6 24 15 13 9 7 13 8 17 13 11 16 15 27 6 24 15 13 9 7 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561885C>T NA NA NA NA NA
Chr13 561888 G GAT Chr13_561888_G_GATG_GAT INDEL 16031.59 16 13 12 16 16 28 6 24 15 13 9 7 13 8 16 13 12 16 16 28 6 24 15 13 9 7 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561888_561889insATNA NA NA NA NA
Chr13 561889 G GTTAC Chr13_561889_G_GTTACG_GTTAC INDEL 16076.59 16 13 12 16 16 28 6 24 15 13 9 7 13 7 16 13 12 16 16 28 6 24 15 13 9 7 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561889_561890insTTACNA NA NA NA NA
Chr13 561892 AAT A Chr13_561892_AAT_AAAT_A INDEL 16366.59 17 11 12 17 16 27 10 24 15 14 9 7 13 6 17 11 12 17 16 27 10 24 15 14 9 7 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561893_561894delATNA NA NA NA NA
Chr13 561895 C CAA Chr13_561895_C_CAAC_CAA INDEL 16075.59 17 11 12 17 16 27 10 24 15 14 9 8 13 6 17 11 12 17 16 27 10 24 15 14 9 8 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561895_561896insAANA NA NA NA NA
Chr13 561912 T TA Chr13_561912_T_TAT_TA INDEL 14416.59 14 9 14 16 15 23 12 21 10 14 14 9 12 5 14 9 14 16 15 23 12 21 10 14 14 9 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_970-Pp3c13_980Pp3c13_970-Pp3c13_980intergenic_regionPp3c13_970-Pp3c13_980NA NA n.561912_561913insANA NA NA NA NA
Chr13 621537 A AAT Chr13_621537_A_AATA_AAT INDEL 3563.24 0 0 0 18 10 12 27 18 0 1 0 0 0 0 27 19 11 18 10 12 27 18 18 17 16 7 8 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_1100Pp3c13_1100transcript PAC:32932263protein_codingNA c.-3375_-3374insATNA NA NA NA 2795
Chr13 621537 A AAT Chr13_621537_A_AATA_AAT INDEL 3563.24 0 0 0 18 10 12 27 18 0 1 0 0 0 0 27 19 11 18 10 12 27 18 18 17 16 7 8 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_1130Pp3c13_1130transcript PAC:32931956protein_codingNA c.-1128_-1127insATNA NA NA NA 1127
Chr13 621537 A AAT Chr13_621537_A_AATA_AAT INDEL 3563.24 0 0 0 18 10 12 27 18 0 1 0 0 0 0 27 19 11 18 10 12 27 18 18 17 16 7 8 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_1100Pp3c13_1100transcript PAC:32932264protein_codingNA c.-3375_-3374insATNA NA NA NA 2709
Chr13 621537 A AAT Chr13_621537_A_AATA_AAT INDEL 3563.24 0 0 0 18 10 12 27 18 0 1 0 0 0 0 27 19 11 18 10 12 27 18 18 17 16 7 8 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_1100-Pp3c13_1130Pp3c13_1100-Pp3c13_1130intergenic_regionPp3c13_1100-Pp3c13_1130NA NA n.621537_621538insATNA NA NA NA NA
Chr13 653537 CAT C Chr13_653537_CAT_CCAT_C INDEL 11454.59 14 12 12 20 15 16 17 24 23 21 8 14 14 6 15 13 12 20 15 16 17 25 23 21 8 14 14 6 0.933 0.923 1 1 1 1 1 0.96 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1200Pp3c13_1200transcript PAC:32931523protein_codingNA c.-4133_-4132delATNA NA NA NA 4132
Chr13 653537 CAT C Chr13_653537_CAT_CCAT_C INDEL 11454.59 14 12 12 20 15 16 17 24 23 21 8 14 14 6 15 13 12 20 15 16 17 25 23 21 8 14 14 6 0.933 0.923 1 1 1 1 1 0.96 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1200Pp3c13_1200transcript PAC:32931524protein_codingNA c.-4133_-4132delATNA NA NA NA 4132
Chr13 653537 CAT C Chr13_653537_CAT_CCAT_C INDEL 11454.59 14 12 12 20 15 16 17 24 23 21 8 14 14 6 15 13 12 20 15 16 17 25 23 21 8 14 14 6 0.933 0.923 1 1 1 1 1 0.96 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1200-Pp3c13_1230Pp3c13_1200-Pp3c13_1230intergenic_regionPp3c13_1200-Pp3c13_1230NA NA n.653538_653539delATNA NA NA NA NA
Chr13 658497 AAT A Chr13_658497_AAT_AAAT_A INDEL 11650.59 12 12 14 24 20 15 22 24 18 16 10 8 5 5 12 12 14 24 20 15 22 25 19 16 11 8 5 5 1 1 1 1 1 1 1 0.96 0.947 1 0.909 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1200-Pp3c13_1230Pp3c13_1200-Pp3c13_1230intergenic_regionPp3c13_1200-Pp3c13_1230NA NA n.658498_658499delATNA NA NA NA NA
Chr13 714310 G T Chr13_714310_G_TG_T SNP 22978.63 34 16 13 22 26 26 32 23 24 20 18 27 10 10 34 16 13 22 26 26 32 23 24 20 18 27 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1250Pp3c13_1250transcript PAC:32931292protein_codingNA c.-7088C>A NA NA NA NA 4394
Chr13 714310 G T Chr13_714310_G_TG_T SNP 22978.63 34 16 13 22 26 26 32 23 24 20 18 27 10 10 34 16 13 22 26 26 32 23 24 20 18 27 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_1260Pp3c13_1260transcript PAC:32931325protein_codingNA c.*5140G>T NA NA NA NA 4394
Chr13 714310 G T Chr13_714310_G_TG_T SNP 22978.63 34 16 13 22 26 26 32 23 24 20 18 27 10 10 34 16 13 22 26 26 32 23 24 20 18 27 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1250-Pp3c13_1280Pp3c13_1250-Pp3c13_1280intergenic_regionPp3c13_1250-Pp3c13_1280NA NA n.714310G>TNA NA NA NA NA
Chr13 714311 G T Chr13_714311_G_TG_T SNP 23089.63 35 16 13 22 26 26 32 23 24 19 18 27 10 10 35 16 13 22 26 26 32 23 24 19 18 27 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1250Pp3c13_1250transcript PAC:32931292protein_codingNA c.-7089C>A NA NA NA NA 4395
Chr13 714311 G T Chr13_714311_G_TG_T SNP 23089.63 35 16 13 22 26 26 32 23 24 19 18 27 10 10 35 16 13 22 26 26 32 23 24 19 18 27 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_1260Pp3c13_1260transcript PAC:32931325protein_codingNA c.*5141G>T NA NA NA NA 4395
Chr13 714311 G T Chr13_714311_G_TG_T SNP 23089.63 35 16 13 22 26 26 32 23 24 19 18 27 10 10 35 16 13 22 26 26 32 23 24 19 18 27 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1250-Pp3c13_1280Pp3c13_1250-Pp3c13_1280intergenic_regionPp3c13_1250-Pp3c13_1280NA NA n.714311G>TNA NA NA NA NA
Chr13 714313 A T Chr13_714313_A_TA_T SNP 23016.63 36 16 12 22 27 26 32 23 23 18 17 27 10 10 36 16 12 22 27 26 32 23 23 18 17 27 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1250Pp3c13_1250transcript PAC:32931292protein_codingNA c.-7091T>A NA NA NA NA 4397
Chr13 714313 A T Chr13_714313_A_TA_T SNP 23016.63 36 16 12 22 27 26 32 23 23 18 17 27 10 10 36 16 12 22 27 26 32 23 23 18 17 27 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_1260Pp3c13_1260transcript PAC:32931325protein_codingNA c.*5143A>T NA NA NA NA 4397
Chr13 714313 A T Chr13_714313_A_TA_T SNP 23016.63 36 16 12 22 27 26 32 23 23 18 17 27 10 10 36 16 12 22 27 26 32 23 23 18 17 27 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1250-Pp3c13_1280Pp3c13_1250-Pp3c13_1280intergenic_regionPp3c13_1250-Pp3c13_1280NA NA n.714313A>TNA NA NA NA NA
Chr13 729402 G C Chr13_729402_G_CG_C SNP 16229.63 29 17 15 31 18 22 26 15 22 23 5 15 6 9 29 17 15 31 18 22 26 15 22 23 5 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_1310Pp3c13_1310transcript PAC:32932072protein_coding 01-juin c.-133G>C NA NA NA NA 133
Chr13 729402 G C Chr13_729402_G_CG_C SNP 16229.63 29 17 15 31 18 22 26 15 22 23 5 15 6 9 29 17 15 31 18 22 26 15 22 23 5 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_1310Pp3c13_1310transcript PAC:32932074protein_coding 01-juin c.-133G>C NA NA NA NA 133
Chr13 729402 G C Chr13_729402_G_CG_C SNP 16229.63 29 17 15 31 18 22 26 15 22 23 5 15 6 9 29 17 15 31 18 22 26 15 22 23 5 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_1310Pp3c13_1310transcript PAC:32932075protein_coding 01-juin c.-133G>C NA NA NA NA 133
Chr13 729402 G C Chr13_729402_G_CG_C SNP 16229.63 29 17 15 31 18 22 26 15 22 23 5 15 6 9 29 17 15 31 18 22 26 15 22 23 5 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_1300Pp3c13_1300transcript PAC:32931437protein_codingNA c.*2023G>C NA NA NA NA 2023
Chr13 729402 G C Chr13_729402_G_CG_C SNP 16229.63 29 17 15 31 18 22 26 15 22 23 5 15 6 9 29 17 15 31 18 22 26 15 22 23 5 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_1290Pp3c13_1290transcript PAC:32932307protein_codingNA c.*2023G>C NA NA NA NA 1926
Chr13 729402 G C Chr13_729402_G_CG_C SNP 16229.63 29 17 15 31 18 22 26 15 22 23 5 15 6 9 29 17 15 31 18 22 26 15 22 23 5 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_1300Pp3c13_1300transcript PAC:32931438protein_codingNA c.*4922G>C NA NA NA NA 4922
Chr13 729402 G C Chr13_729402_G_CG_C SNP 16229.63 29 17 15 31 18 22 26 15 22 23 5 15 6 9 29 17 15 31 18 22 26 15 22 23 5 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_1340Pp3c13_1340transcript PAC:32931930protein_codingNA c.*6229C>G NA NA NA NA 4969
Chr13 729402 G C Chr13_729402_G_CG_C SNP 16229.63 29 17 15 31 18 22 26 15 22 23 5 15 6 9 29 17 15 31 18 22 26 15 22 23 5 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_1340Pp3c13_1340transcript PAC:32931931protein_codingNA c.*6229C>G NA NA NA NA 4969
Chr13 729402 G C Chr13_729402_G_CG_C SNP 16229.63 29 17 15 31 18 22 26 15 22 23 5 15 6 9 29 17 15 31 18 22 26 15 22 23 5 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_1340Pp3c13_1340transcript PAC:32931932protein_codingNA c.*6621C>G NA NA NA NA 4969
Chr13 729402 G C Chr13_729402_G_CG_C SNP 16229.63 29 17 15 31 18 22 26 15 22 23 5 15 6 9 29 17 15 31 18 22 26 15 22 23 5 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_1310Pp3c13_1310transcript PAC:32932073protein_coding 01-juin c.-24+54G>C NA NA NA NA NA
Chr13 744815 G GAT Chr13_744815_G_GATG_GAT INDEL 180.37 1 0 0 0 1 1 0 1 2 1 1 0 0 6 18 17 12 12 16 22 22 13 12 20 16 12 11 6 0 0 0 0 0 0 0 0 0.167 0 0 0 0 1 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c13_1350Pp3c13_1350transcript PAC:32932136protein_codingNA c.-4376_-4375insATNA NA NA NA 3803
Chr13 744815 G GAT Chr13_744815_G_GATG_GAT INDEL 180.37 1 0 0 0 1 1 0 1 2 1 1 0 0 6 18 17 12 12 16 22 22 13 12 20 16 12 11 6 0 0 0 0 0 0 0 0 0.167 0 0 0 0 1 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c13_1350Pp3c13_1350transcript PAC:32932137protein_codingNA c.-4376_-4375insATNA NA NA NA 4376
Chr13 744815 G GAT Chr13_744815_G_GATG_GAT INDEL 180.37 1 0 0 0 1 1 0 1 2 1 1 0 0 6 18 17 12 12 16 22 22 13 12 20 16 12 11 6 0 0 0 0 0 0 0 0 0.167 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c13_1360Pp3c13_1360transcript PAC:32932170protein_codingNA c.*1446_*1447insATNA NA NA NA 576
Chr13 744815 G GAT Chr13_744815_G_GATG_GAT INDEL 180.37 1 0 0 0 1 1 0 1 2 1 1 0 0 6 18 17 12 12 16 22 22 13 12 20 16 12 11 6 0 0 0 0 0 0 0 0 0.167 0 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c13_1360Pp3c13_1360transcript PAC:32932171protein_codingNA c.*1446_*1447insATNA NA NA NA 641
Chr13 744815 G GAT Chr13_744815_G_GATG_GAT INDEL 180.37 1 0 0 0 1 1 0 1 2 1 1 0 0 6 18 17 12 12 16 22 22 13 12 20 16 12 11 6 0 0 0 0 0 0 0 0 0.167 0 0 0 0 1 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c13_1350-Pp3c13_1360Pp3c13_1350-Pp3c13_1360intergenic_regionPp3c13_1350-Pp3c13_1360NA NA n.744815_744816insATNA NA NA NA NA
Chr13 822370 AGT A Chr13_822370_AGT_AAGT_A INDEL 4300 15 5 4 9 9 9 13 7 8 12 8 5 6 6 17 5 4 9 10 9 14 7 8 12 8 5 6 6 0.882 1 1 1 0.9 1 0.929 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1470-Pp3c13_1500Pp3c13_1470-Pp3c13_1500intergenic_regionPp3c13_1470-Pp3c13_1500NA NA n.822371_822372delGTNA NA NA NA NA
Chr13 822374 TTA T Chr13_822374_TTA_TTTA_T INDEL 3953.65 15 5 4 9 9 9 13 7 7 12 8 5 6 6 17 5 4 10 11 9 15 7 7 13 8 5 6 6 0.882 1 1 0.9 0.818 1 0.867 1 1 0.923 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1470-Pp3c13_1500Pp3c13_1470-Pp3c13_1500intergenic_regionPp3c13_1470-Pp3c13_1500NA NA n.822375_822376delTANA NA NA NA NA
Chr13 876859 T A Chr13_876859_T_AT_A SNP 11349.63 9 7 8 18 11 21 18 7 16 16 13 8 13 8 9 7 8 18 11 21 18 7 16 16 13 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1510Pp3c13_1510transcript PAC:32931785protein_codingNA c.-4782A>T NA NA NA NA 4728
Chr13 876859 T A Chr13_876859_T_AT_A SNP 11349.63 9 7 8 18 11 21 18 7 16 16 13 8 13 8 9 7 8 18 11 21 18 7 16 16 13 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931532protein_codingNA c.-1613A>T NA NA NA NA 1431
Chr13 876859 T A Chr13_876859_T_AT_A SNP 11349.63 9 7 8 18 11 21 18 7 16 16 13 8 13 8 9 7 8 18 11 21 18 7 16 16 13 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1510Pp3c13_1510transcript PAC:32931787protein_codingNA c.-5149A>T NA NA NA NA 4728
Chr13 876859 T A Chr13_876859_T_AT_A SNP 11349.63 9 7 8 18 11 21 18 7 16 16 13 8 13 8 9 7 8 18 11 21 18 7 16 16 13 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1510Pp3c13_1510transcript PAC:32931786protein_codingNA c.-4984A>T NA NA NA NA 4983
Chr13 876859 T A Chr13_876859_T_AT_A SNP 11349.63 9 7 8 18 11 21 18 7 16 16 13 8 13 8 9 7 8 18 11 21 18 7 16 16 13 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931534protein_codingNA c.-1613A>T NA NA NA NA 1431
Chr13 876859 T A Chr13_876859_T_AT_A SNP 11349.63 9 7 8 18 11 21 18 7 16 16 13 8 13 8 9 7 8 18 11 21 18 7 16 16 13 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931535protein_codingNA c.-1691A>T NA NA NA NA 1297
Chr13 876859 T A Chr13_876859_T_AT_A SNP 11349.63 9 7 8 18 11 21 18 7 16 16 13 8 13 8 9 7 8 18 11 21 18 7 16 16 13 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931533protein_codingNA c.-1613A>T NA NA NA NA 1613
Chr13 876859 T A Chr13_876859_T_AT_A SNP 11349.63 9 7 8 18 11 21 18 7 16 16 13 8 13 8 9 7 8 18 11 21 18 7 16 16 13 8 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1520-Pp3c13_1530Pp3c13_1520-Pp3c13_1530intergenic_regionPp3c13_1520-Pp3c13_1530NA NA n.876859T>ANA NA NA NA NA
Chr13 877805 C A Chr13_877805_C_AC_A SNP 17839.63 17 17 11 21 20 24 10 25 32 25 24 14 11 19 17 17 11 21 20 24 10 25 32 25 24 14 11 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931532protein_codingNA c.-2559G>T NA NA NA NA 2377
Chr13 877805 C A Chr13_877805_C_AC_A SNP 17839.63 17 17 11 21 20 24 10 25 32 25 24 14 11 19 17 17 11 21 20 24 10 25 32 25 24 14 11 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931534protein_codingNA c.-2559G>T NA NA NA NA 2377
Chr13 877805 C A Chr13_877805_C_AC_A SNP 17839.63 17 17 11 21 20 24 10 25 32 25 24 14 11 19 17 17 11 21 20 24 10 25 32 25 24 14 11 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931535protein_codingNA c.-2637G>T NA NA NA NA 2243
Chr13 877805 C A Chr13_877805_C_AC_A SNP 17839.63 17 17 11 21 20 24 10 25 32 25 24 14 11 19 17 17 11 21 20 24 10 25 32 25 24 14 11 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931533protein_codingNA c.-2559G>T NA NA NA NA 2559
Chr13 877805 C A Chr13_877805_C_AC_A SNP 17839.63 17 17 11 21 20 24 10 25 32 25 24 14 11 19 17 17 11 21 20 24 10 25 32 25 24 14 11 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1520-Pp3c13_1530Pp3c13_1520-Pp3c13_1530intergenic_regionPp3c13_1520-Pp3c13_1530NA NA n.877805C>ANA NA NA NA NA
Chr13 878748 G GC Chr13_878748_G_GCG_GC INDEL 19985.59 19 14 14 24 13 21 18 33 23 26 13 15 15 12 19 14 14 24 13 21 18 33 23 26 13 15 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931532protein_codingNA c.-3503_-3502insGNA NA NA NA 3321
Chr13 878748 G GC Chr13_878748_G_GCG_GC INDEL 19985.59 19 14 14 24 13 21 18 33 23 26 13 15 15 12 19 14 14 24 13 21 18 33 23 26 13 15 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931534protein_codingNA c.-3503_-3502insGNA NA NA NA 3321
Chr13 878748 G GC Chr13_878748_G_GCG_GC INDEL 19985.59 19 14 14 24 13 21 18 33 23 26 13 15 15 12 19 14 14 24 13 21 18 33 23 26 13 15 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931535protein_codingNA c.-3581_-3580insGNA NA NA NA 3187
Chr13 878748 G GC Chr13_878748_G_GCG_GC INDEL 19985.59 19 14 14 24 13 21 18 33 23 26 13 15 15 12 19 14 14 24 13 21 18 33 23 26 13 15 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931533protein_codingNA c.-3503_-3502insGNA NA NA NA 3503
Chr13 878748 G GC Chr13_878748_G_GCG_GC INDEL 19985.59 19 14 14 24 13 21 18 33 23 26 13 15 15 12 19 14 14 24 13 21 18 33 23 26 13 15 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1520-Pp3c13_1530Pp3c13_1520-Pp3c13_1530intergenic_regionPp3c13_1520-Pp3c13_1530NA NA n.878748_878749insCNA NA NA NA NA
Chr13 878769 G T Chr13_878769_G_TG_T SNP 20658.63 24 15 15 28 17 25 14 32 26 25 13 11 15 17 24 15 15 28 17 25 14 32 26 25 13 11 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931532protein_codingNA c.-3523C>A NA NA NA NA 3341
Chr13 878769 G T Chr13_878769_G_TG_T SNP 20658.63 24 15 15 28 17 25 14 32 26 25 13 11 15 17 24 15 15 28 17 25 14 32 26 25 13 11 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931534protein_codingNA c.-3523C>A NA NA NA NA 3341
Chr13 878769 G T Chr13_878769_G_TG_T SNP 20658.63 24 15 15 28 17 25 14 32 26 25 13 11 15 17 24 15 15 28 17 25 14 32 26 25 13 11 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931535protein_codingNA c.-3601C>A NA NA NA NA 3207
Chr13 878769 G T Chr13_878769_G_TG_T SNP 20658.63 24 15 15 28 17 25 14 32 26 25 13 11 15 17 24 15 15 28 17 25 14 32 26 25 13 11 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_1520Pp3c13_1520transcript PAC:32931533protein_codingNA c.-3523C>A NA NA NA NA 3523
Chr13 878769 G T Chr13_878769_G_TG_T SNP 20658.63 24 15 15 28 17 25 14 32 26 25 13 11 15 17 24 15 15 28 17 25 14 32 26 25 13 11 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1520-Pp3c13_1530Pp3c13_1520-Pp3c13_1530intergenic_regionPp3c13_1520-Pp3c13_1530NA NA n.878769G>TNA NA NA NA NA
Chr13 916629 A T Chr13_916629_A_TA_T SNP 8199.63 19 8 5 20 7 7 23 8 8 9 8 10 8 7 19 8 5 20 7 7 23 8 8 9 8 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1540-Pp3c13_1640Pp3c13_1540-Pp3c13_1640intergenic_regionPp3c13_1540-Pp3c13_1640NA NA n.916629A>TNA NA NA NA NA
Chr13 1001933 C CA Chr13_1001933_C_CAC_CA INDEL 16793.59 28 7 21 26 18 27 34 22 21 27 26 26 14 11 28 7 21 26 18 27 34 22 21 27 26 26 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1540-Pp3c13_1640Pp3c13_1540-Pp3c13_1640intergenic_regionPp3c13_1540-Pp3c13_1640NA NA n.1001933_1001934insANA NA NA NA NA
Chr13 1001952 A C Chr13_1001952_A_CA_C SNP 20998.63 28 7 23 29 17 28 35 20 23 27 22 28 16 11 28 7 23 29 17 28 35 20 23 27 22 28 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1540-Pp3c13_1640Pp3c13_1540-Pp3c13_1640intergenic_regionPp3c13_1540-Pp3c13_1640NA NA n.1001952A>CNA NA NA NA NA
Chr13 1001953 C A Chr13_1001953_C_AC_A SNP 20998.63 28 7 22 29 17 27 35 20 24 27 23 28 16 11 28 7 22 29 17 27 35 20 24 27 23 28 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1540-Pp3c13_1640Pp3c13_1540-Pp3c13_1640intergenic_regionPp3c13_1540-Pp3c13_1640NA NA n.1001953C>ANA NA NA NA NA
Chr13 1001985 A G Chr13_1001985_A_GA_G SNP 19732.63 31 7 22 22 21 27 32 20 24 27 21 28 18 9 31 7 22 22 21 27 32 20 24 27 21 28 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1540-Pp3c13_1640Pp3c13_1540-Pp3c13_1640intergenic_regionPp3c13_1540-Pp3c13_1640NA NA n.1001985A>GNA NA NA NA NA
Chr13 1005847 C T Chr13_1005847_C_TC_T SNP 15993.63 18 23 12 17 13 20 20 17 11 10 14 20 15 7 18 23 12 17 13 20 20 17 11 10 14 20 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1540-Pp3c13_1640Pp3c13_1540-Pp3c13_1640intergenic_regionPp3c13_1540-Pp3c13_1640NA NA n.1005847C>TNA NA NA NA NA
Chr13 1005867 A T Chr13_1005867_A_TA_T SNP 16731.63 17 23 12 20 13 19 17 19 15 11 15 18 13 7 17 23 12 20 13 19 17 19 15 11 15 18 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1540-Pp3c13_1640Pp3c13_1540-Pp3c13_1640intergenic_regionPp3c13_1540-Pp3c13_1640NA NA n.1005867A>TNA NA NA NA NA
Chr13 1005869 A C Chr13_1005869_A_CA_C SNP 16725.63 19 23 12 21 14 19 18 19 15 11 15 17 13 7 19 23 12 21 14 19 18 19 15 11 15 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1540-Pp3c13_1640Pp3c13_1540-Pp3c13_1640intergenic_regionPp3c13_1540-Pp3c13_1640NA NA n.1005869A>CNA NA NA NA NA
Chr13 1005871 A G Chr13_1005871_A_GA_G SNP 16635.63 19 23 13 22 15 19 17 19 15 11 14 17 13 7 19 23 13 22 15 19 17 19 15 11 14 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1540-Pp3c13_1640Pp3c13_1540-Pp3c13_1640intergenic_regionPp3c13_1540-Pp3c13_1640NA NA n.1005871A>GNA NA NA NA NA
Chr13 1006007 A AT Chr13_1006007_A_ATA_AT INDEL 16389.59 36 24 12 27 21 27 23 21 24 20 12 19 12 11 36 24 12 27 21 27 23 21 24 20 12 19 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1540-Pp3c13_1640Pp3c13_1540-Pp3c13_1640intergenic_regionPp3c13_1540-Pp3c13_1640NA NA n.1006007_1006008insTNA NA NA NA NA
Chr13 1006045 G GT Chr13_1006045_G_GTG_GT INDEL 15190.59 30 19 15 29 19 28 25 19 26 25 16 13 15 14 30 19 15 29 19 28 25 19 26 25 16 13 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_1540-Pp3c13_1640Pp3c13_1540-Pp3c13_1640intergenic_regionPp3c13_1540-Pp3c13_1640NA NA n.1006045_1006046insTNA NA NA NA NA
Chr13 1475499 G GAT Chr13_1475499_G_GATG_GAT INDEL 2015.93 1 1 1 1 1 0 1 1 12 15 5 11 7 5 14 11 12 22 11 16 25 16 12 15 5 11 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_2440Pp3c13_2440transcript PAC:32931721protein_codingNA c.-2771_-2770insATNA NA NA NA 2771
Chr13 1475499 G GAT Chr13_1475499_G_GATG_GAT INDEL 2015.93 1 1 1 1 1 0 1 1 12 15 5 11 7 5 14 11 12 22 11 16 25 16 12 15 5 11 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_2440Pp3c13_2440transcript PAC:32931722protein_codingNA c.-2771_-2770insATNA NA NA NA 2577
Chr13 1475499 G GAT Chr13_1475499_G_GATG_GAT INDEL 2015.93 1 1 1 1 1 0 1 1 12 15 5 11 7 5 14 11 12 22 11 16 25 16 12 15 5 11 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_2427Pp3c13_2427transcript PAC:32929862protein_codingNA c.*4110_*4111insATNA NA NA NA 3720
Chr13 1475499 G GAT Chr13_1475499_G_GATG_GAT INDEL 2015.93 1 1 1 1 1 0 1 1 12 15 5 11 7 5 14 11 12 22 11 16 25 16 12 15 5 11 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_2450Pp3c13_2450transcript PAC:32932097protein_codingNA c.*2839_*2840insATNA NA NA NA 2375
Chr13 1475499 G GAT Chr13_1475499_G_GATG_GAT INDEL 2015.93 1 1 1 1 1 0 1 1 12 15 5 11 7 5 14 11 12 22 11 16 25 16 12 15 5 11 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_2450Pp3c13_2450transcript PAC:32932098protein_codingNA c.*2839_*2840insATNA NA NA NA 2192
Chr13 1475499 G GAT Chr13_1475499_G_GATG_GAT INDEL 2015.93 1 1 1 1 1 0 1 1 12 15 5 11 7 5 14 11 12 22 11 16 25 16 12 15 5 11 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_2450Pp3c13_2450transcript PAC:32932099protein_codingNA c.*2839_*2840insATNA NA NA NA 2342
Chr13 1475499 G GAT Chr13_1475499_G_GATG_GAT INDEL 2015.93 1 1 1 1 1 0 1 1 12 15 5 11 7 5 14 11 12 22 11 16 25 16 12 15 5 11 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_2440-Pp3c13_2450Pp3c13_2440-Pp3c13_2450intergenic_regionPp3c13_2440-Pp3c13_2450NA NA n.1475499_1475500insATNA NA NA NA NA
Chr13 1516971 A AT Chr13_1516971_A_ATA_AT INDEL 18890.59 32 15 17 27 24 21 29 21 18 36 16 17 5 8 32 15 17 27 24 21 29 21 18 36 16 17 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_2510-Pp3c13_2561Pp3c13_2510-Pp3c13_2561intergenic_regionPp3c13_2510-Pp3c13_2561NA NA n.1516971_1516972insTNA NA NA NA NA
Chr13 1516972 A G Chr13_1516972_A_GA_G SNP 19068.63 33 15 17 27 25 22 28 21 18 35 16 16 5 8 33 15 17 27 25 22 28 21 18 35 16 16 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_2510-Pp3c13_2561Pp3c13_2510-Pp3c13_2561intergenic_regionPp3c13_2510-Pp3c13_2561NA NA n.1516972A>GNA NA NA NA NA
Chr13 1516974 G C Chr13_1516974_G_CG_C SNP 18921.63 33 15 17 28 26 22 28 22 19 34 16 16 5 8 33 15 17 28 26 22 28 22 19 34 16 16 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_2510-Pp3c13_2561Pp3c13_2510-Pp3c13_2561intergenic_regionPp3c13_2510-Pp3c13_2561NA NA n.1516974G>CNA NA NA NA NA
Chr13 1530991 C T Chr13_1530991_C_TC_T SNP 3832.98 0 0 0 0 0 0 0 0 12 23 10 19 8 13 23 11 13 13 10 25 29 20 12 23 10 19 8 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_2510-Pp3c13_2561Pp3c13_2510-Pp3c13_2561intergenic_regionPp3c13_2510-Pp3c13_2561NA NA n.1530991C>TNA NA NA NA NA
Chr13 1623513 A AAT Chr13_1623513_A_AATA_AAT INDEL 2100.24 0 0 0 12 6 22 15 8 1 2 0 1 0 0 21 19 7 13 6 22 15 9 10 11 8 8 4 6 0 0 0 0.923 1 1 1 0.889 0 0.182 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c13_2720-Pp3c13_2730Pp3c13_2720-Pp3c13_2730intergenic_regionPp3c13_2720-Pp3c13_2730NA NA n.1623513_1623514insATNA NA NA NA NA
Chr13 1709385 C CT Chr13_1709385_C_CTC_CT INDEL 17473.59 28 12 20 15 22 16 29 21 30 26 17 18 5 6 28 12 20 15 22 16 29 21 30 26 17 18 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_2890Pp3c13_2890transcript PAC:32932480protein_codingNA c.-2856_-2855insTNA NA NA NA 2855
Chr13 1709385 C CT Chr13_1709385_C_CTC_CT INDEL 17473.59 28 12 20 15 22 16 29 21 30 26 17 18 5 6 28 12 20 15 22 16 29 21 30 26 17 18 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_2880-Pp3c13_2890Pp3c13_2880-Pp3c13_2890intergenic_regionPp3c13_2880-Pp3c13_2890NA NA n.1709385_1709386insTNA NA NA NA NA
Chr13 1760374 T G Chr13_1760374_T_GT_G SNP 9621.63 20 5 5 10 9 9 20 8 9 14 5 8 8 5 20 5 5 10 9 9 20 8 9 14 5 8 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_2960-Pp3c13_3090Pp3c13_2960-Pp3c13_3090intergenic_regionPp3c13_2960-Pp3c13_3090NA NA n.1760374T>GNA NA NA NA NA
Chr13 1760375 T C Chr13_1760375_T_CT_C SNP 9621.63 19 5 5 10 9 9 20 8 10 15 5 8 8 5 19 5 5 10 9 9 20 8 10 15 5 8 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_2960-Pp3c13_3090Pp3c13_2960-Pp3c13_3090intergenic_regionPp3c13_2960-Pp3c13_3090NA NA n.1760375T>CNA NA NA NA NA
Chr13 1771270 G A Chr13_1771270_G_AG_A SNP 10848.63 25 16 15 6 12 15 17 14 11 9 8 13 9 7 26 16 15 6 12 15 17 15 11 9 8 14 9 7 0.962 1 1 1 1 1 1 0.933 1 1 1 0.929 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_2960-Pp3c13_3090Pp3c13_2960-Pp3c13_3090intergenic_regionPp3c13_2960-Pp3c13_3090NA NA n.1771270G>ANA NA NA NA NA
Chr13 1774272 T TA Chr13_1774272_T_TAT_TA INDEL 18221.59 28 19 13 23 18 29 27 18 30 18 10 13 11 4 28 19 13 23 18 29 27 18 30 18 10 13 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_2960-Pp3c13_3090Pp3c13_2960-Pp3c13_3090intergenic_regionPp3c13_2960-Pp3c13_3090NA NA n.1774272_1774273insANA NA NA NA NA
Chr13 1774282 C CA Chr13_1774282_C_CAC_CA INDEL 18476.59 29 19 13 20 21 30 27 20 31 22 8 14 11 5 29 19 13 20 21 30 27 20 31 22 8 14 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_2960-Pp3c13_3090Pp3c13_2960-Pp3c13_3090intergenic_regionPp3c13_2960-Pp3c13_3090NA NA n.1774282_1774283insANA NA NA NA NA
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3330Pp3c13_3330transcript PAC:32930509protein_codingNA c.*2192_*2193insANA NA NA NA 2192
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3330Pp3c13_3330transcript PAC:32930510protein_codingNA c.*2192_*2193insANA NA NA NA 1842



Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_3320Pp3c13_3320transcript PAC:32929974protein_coding 06-juil c.874-37_874-36insTNA NA NA NA NA
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_3320Pp3c13_3320transcript PAC:32929981protein_coding 06-juil c.874-37_874-36insTNA NA NA NA NA
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_3320Pp3c13_3320transcript PAC:32929979protein_coding 06-juil c.874-37_874-36insTNA NA NA NA NA
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_3320Pp3c13_3320transcript PAC:32929976protein_coding 07-août c.874-37_874-36insTNA NA NA NA NA
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_3320Pp3c13_3320transcript PAC:32929975protein_coding 07-août c.874-37_874-36insTNA NA NA NA NA
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_3320Pp3c13_3320transcript PAC:32929977protein_coding 06-juil c.874-37_874-36insTNA NA NA NA NA
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_3320Pp3c13_3320transcript PAC:32929983protein_coding 07-sept c.874-37_874-36insTNA NA NA NA NA
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_3320Pp3c13_3320transcript PAC:32929984protein_coding 06-août c.874-37_874-36insTNA NA NA NA NA
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_3320Pp3c13_3320transcript PAC:32929982protein_coding 06-août c.874-37_874-36insTNA NA NA NA NA
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_3320Pp3c13_3320transcript PAC:32929978protein_coding 07-août c.874-37_874-36insTNA NA NA NA NA
Chr13 1911584 G GT Chr13_1911584_G_GTG_GT INDEL 16666.59 24 6 11 21 18 26 33 24 22 21 13 17 9 8 24 6 11 21 18 26 33 24 22 21 13 17 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_3320Pp3c13_3320transcript PAC:32929980protein_coding 06-juil c.874-37_874-36insTNA NA NA NA NA
Chr13 1959227 A T Chr13_1959227_A_TA_T SNP 19648.63 35 28 15 21 27 23 34 18 19 24 19 15 17 18 35 28 15 21 27 23 34 18 19 24 19 15 17 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_3360-Pp3c13_3389Pp3c13_3360-Pp3c13_3389intergenic_regionPp3c13_3360-Pp3c13_3389NA NA n.1959227A>TNA NA NA NA NA
Chr13 2064722 C T Chr13_2064722_C_TC_T SNP 4782.29 0 0 0 12 12 14 40 22 0 0 0 0 0 0 33 15 10 12 12 15 40 22 18 21 13 22 12 16 0 0 0 1 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_3470-Pp3c13_3530Pp3c13_3470-Pp3c13_3530intergenic_regionPp3c13_3470-Pp3c13_3530NA NA n.2064722C>TNA NA NA NA NA
Chr13 2077259 T C Chr13_2077259_T_CT_C SNP 5956.29 0 0 0 24 23 23 30 22 0 0 0 0 0 0 22 19 15 24 23 23 30 22 23 17 12 24 9 15 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_3470-Pp3c13_3530Pp3c13_3470-Pp3c13_3530intergenic_regionPp3c13_3470-Pp3c13_3530NA NA n.2077259T>CNA NA NA NA NA
Chr13 2082755 G A Chr13_2082755_G_AG_A SNP 16340.63 29 12 13 24 17 23 28 15 15 19 22 22 8 11 29 12 13 24 17 23 28 15 15 19 22 22 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_3470-Pp3c13_3530Pp3c13_3470-Pp3c13_3530intergenic_regionPp3c13_3470-Pp3c13_3530NA NA n.2082755G>ANA NA NA NA NA
Chr13 2194799 AG A Chr13_2194799_AG_AAG_A INDEL 16672.59 13 20 21 22 18 14 31 20 20 18 13 20 8 15 13 20 21 22 18 14 31 20 20 18 13 20 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_3620-Pp3c13_3710Pp3c13_3620-Pp3c13_3710intergenic_regionPp3c13_3620-Pp3c13_3710NA NA n.2194800delGNA NA NA NA NA
Chr13 2243904 G T Chr13_2243904_G_TG_T SNP 18885.63 30 7 20 19 16 25 28 23 23 17 21 15 8 16 30 7 20 19 16 25 28 23 23 17 21 15 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_3620-Pp3c13_3710Pp3c13_3620-Pp3c13_3710intergenic_regionPp3c13_3620-Pp3c13_3710NA NA n.2243904G>TNA NA NA NA NA
Chr13 2266043 C CAT Chr13_2266043_C_CATC_CAT INDEL 3928.24 12 9 15 0 0 2 1 0 12 8 8 5 4 5 12 9 16 13 8 18 12 16 12 8 8 6 4 5 1 1 0.938 0 0 0.111 0 0 1 1 1 0.833 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c13_3620-Pp3c13_3710Pp3c13_3620-Pp3c13_3710intergenic_regionPp3c13_3620-Pp3c13_3710NA NA n.2266043_2266044insATNA NA NA NA NA
Chr13 2286446 T C Chr13_2286446_T_CT_C SNP 18705.63 30 20 22 24 21 31 30 28 18 22 14 23 10 12 30 20 22 24 21 31 30 28 18 23 14 23 10 12 1 1 1 1 1 1 1 1 1 0.957 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_3740Pp3c13_3740transcript PAC:32929854protein_codingNA c.-1355T>C NA NA NA NA 1355
Chr13 2286446 T C Chr13_2286446_T_CT_C SNP 18705.63 30 20 22 24 21 31 30 28 18 22 14 23 10 12 30 20 22 24 21 31 30 28 18 23 14 23 10 12 1 1 1 1 1 1 1 1 1 0.957 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_3740Pp3c13_3740transcript PAC:32929855protein_codingNA c.-1355T>C NA NA NA NA 888
Chr13 2286446 T C Chr13_2286446_T_CT_C SNP 18705.63 30 20 22 24 21 31 30 28 18 22 14 23 10 12 30 20 22 24 21 31 30 28 18 23 14 23 10 12 1 1 1 1 1 1 1 1 1 0.957 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_3710-Pp3c13_3740Pp3c13_3710-Pp3c13_3740intergenic_regionPp3c13_3710-Pp3c13_3740NA NA n.2286446T>CNA NA NA NA NA
Chr13 2293933 T TGTGC Chr13_2293933_T_TGTGCT_TGTGC INDEL 19750.59 34 8 17 29 23 20 26 24 21 14 19 10 13 8 34 8 17 29 23 20 26 24 21 14 19 10 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_3740-Pp3c13_3750Pp3c13_3740-Pp3c13_3750intergenic_regionPp3c13_3740-Pp3c13_3750NA NA n.2293933_2293934insGTGCNA NA NA NA NA
Chr13 2293934 A C Chr13_2293934_A_CA_C SNP 19797.63 34 8 17 28 24 20 23 23 23 14 19 11 13 9 34 8 17 28 24 20 23 23 23 14 19 11 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_3740-Pp3c13_3750Pp3c13_3740-Pp3c13_3750intergenic_regionPp3c13_3740-Pp3c13_3750NA NA n.2293934A>CNA NA NA NA NA
Chr13 2293939 TATCA T Chr13_2293939_TATCA_TTATCA_T INDEL 19164.59 37 9 16 27 23 20 26 22 22 13 19 11 13 8 37 9 16 27 23 20 26 22 22 13 19 11 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_3740-Pp3c13_3750Pp3c13_3740-Pp3c13_3750intergenic_regionPp3c13_3740-Pp3c13_3750NA NA n.2293940_2293943delATCANA NA NA NA NA
Chr13 2363031 CA C Chr13_2363031_CA_CCA_C INDEL 11092.59 25 14 16 16 16 15 24 17 15 20 16 18 10 8 25 14 16 16 16 15 24 17 15 20 16 18 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_3880Pp3c13_3880transcript PAC:32931916protein_coding 01-janv c.-105delT NA NA NA NA 105
Chr13 2363031 CA C Chr13_2363031_CA_CCA_C INDEL 11092.59 25 14 16 16 16 15 24 17 15 20 16 18 10 8 25 14 16 16 16 15 24 17 15 20 16 18 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_3880Pp3c13_3880transcript PAC:32931917protein_coding 01-janv c.-105delT NA NA NA NA 105
Chr13 2363031 CA C Chr13_2363031_CA_CCA_C INDEL 11092.59 25 14 16 16 16 15 24 17 15 20 16 18 10 8 25 14 16 16 16 15 24 17 15 20 16 18 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3860Pp3c13_3860transcript PAC:32932409protein_codingNA c.*4502delA NA NA NA NA 4502
Chr13 2363031 CA C Chr13_2363031_CA_CCA_C INDEL 11092.59 25 14 16 16 16 15 24 17 15 20 16 18 10 8 25 14 16 16 16 15 24 17 15 20 16 18 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3890Pp3c13_3890transcript PAC:32930581protein_codingNA c.*4127delT NA NA NA NA 3819
Chr13 2363031 CA C Chr13_2363031_CA_CCA_C INDEL 11092.59 25 14 16 16 16 15 24 17 15 20 16 18 10 8 25 14 16 16 16 15 24 17 15 20 16 18 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3890Pp3c13_3890transcript PAC:32930582protein_codingNA c.*4127delT NA NA NA NA 3832
Chr13 2363031 CA C Chr13_2363031_CA_CCA_C INDEL 11092.59 25 14 16 16 16 15 24 17 15 20 16 18 10 8 25 14 16 16 16 15 24 17 15 20 16 18 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3890Pp3c13_3890transcript PAC:32930583protein_codingNA c.*4127delT NA NA NA NA 3832
Chr13 2369378 T TA Chr13_2369378_T_TAT_TA INDEL 14369.59 13 7 13 22 15 10 27 14 20 20 5 14 9 5 13 7 13 22 15 10 27 14 20 20 5 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_3890Pp3c13_3890transcript PAC:32930581protein_codingNA c.-655_-654insTNA NA NA NA 499
Chr13 2369378 T TA Chr13_2369378_T_TAT_TA INDEL 14369.59 13 7 13 22 15 10 27 14 20 20 5 14 9 5 13 7 13 22 15 10 27 14 20 20 5 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_3890Pp3c13_3890transcript PAC:32930582protein_codingNA c.-655_-654insTNA NA NA NA 486
Chr13 2369378 T TA Chr13_2369378_T_TAT_TA INDEL 14369.59 13 7 13 22 15 10 27 14 20 20 5 14 9 5 13 7 13 22 15 10 27 14 20 20 5 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_3890Pp3c13_3890transcript PAC:32930583protein_codingNA c.-1088_-1087insTNA NA NA NA 486
Chr13 2369378 T TA Chr13_2369378_T_TAT_TA INDEL 14369.59 13 7 13 22 15 10 27 14 20 20 5 14 9 5 13 7 13 22 15 10 27 14 20 20 5 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3900Pp3c13_3900transcript PAC:32930401protein_codingNA c.*1380_*1381insTNA NA NA NA 1158
Chr13 2369378 T TA Chr13_2369378_T_TAT_TA INDEL 14369.59 13 7 13 22 15 10 27 14 20 20 5 14 9 5 13 7 13 22 15 10 27 14 20 20 5 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3900Pp3c13_3900transcript PAC:32930403protein_codingNA c.*1380_*1381insTNA NA NA NA 945
Chr13 2369378 T TA Chr13_2369378_T_TAT_TA INDEL 14369.59 13 7 13 22 15 10 27 14 20 20 5 14 9 5 13 7 13 22 15 10 27 14 20 20 5 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3900Pp3c13_3900transcript PAC:32930402protein_codingNA c.*1380_*1381insTNA NA NA NA 965
Chr13 2369378 T TA Chr13_2369378_T_TAT_TA INDEL 14369.59 13 7 13 22 15 10 27 14 20 20 5 14 9 5 13 7 13 22 15 10 27 14 20 20 5 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_3890-Pp3c13_3900Pp3c13_3890-Pp3c13_3900intergenic_regionPp3c13_3890-Pp3c13_3900NA NA n.2369378_2369379insANA NA NA NA NA
Chr13 2369394 G A Chr13_2369394_G_AG_A SNP 13958.63 11 7 11 22 14 9 24 14 17 20 5 12 8 4 11 7 11 22 14 9 24 14 17 20 5 12 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_3890Pp3c13_3890transcript PAC:32930581protein_codingNA c.-670C>T NA NA NA NA 514
Chr13 2369394 G A Chr13_2369394_G_AG_A SNP 13958.63 11 7 11 22 14 9 24 14 17 20 5 12 8 4 11 7 11 22 14 9 24 14 17 20 5 12 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_3890Pp3c13_3890transcript PAC:32930582protein_codingNA c.-670C>T NA NA NA NA 501
Chr13 2369394 G A Chr13_2369394_G_AG_A SNP 13958.63 11 7 11 22 14 9 24 14 17 20 5 12 8 4 11 7 11 22 14 9 24 14 17 20 5 12 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_3890Pp3c13_3890transcript PAC:32930583protein_codingNA c.-1103C>T NA NA NA NA 501
Chr13 2369394 G A Chr13_2369394_G_AG_A SNP 13958.63 11 7 11 22 14 9 24 14 17 20 5 12 8 4 11 7 11 22 14 9 24 14 17 20 5 12 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3900Pp3c13_3900transcript PAC:32930401protein_codingNA c.*1365C>T NA NA NA NA 1143
Chr13 2369394 G A Chr13_2369394_G_AG_A SNP 13958.63 11 7 11 22 14 9 24 14 17 20 5 12 8 4 11 7 11 22 14 9 24 14 17 20 5 12 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3900Pp3c13_3900transcript PAC:32930403protein_codingNA c.*1365C>T NA NA NA NA 930
Chr13 2369394 G A Chr13_2369394_G_AG_A SNP 13958.63 11 7 11 22 14 9 24 14 17 20 5 12 8 4 11 7 11 22 14 9 24 14 17 20 5 12 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_3900Pp3c13_3900transcript PAC:32930402protein_codingNA c.*1365C>T NA NA NA NA 950
Chr13 2369394 G A Chr13_2369394_G_AG_A SNP 13958.63 11 7 11 22 14 9 24 14 17 20 5 12 8 4 11 7 11 22 14 9 24 14 17 20 5 12 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_3890-Pp3c13_3900Pp3c13_3890-Pp3c13_3900intergenic_regionPp3c13_3890-Pp3c13_3900NA NA n.2369394G>ANA NA NA NA NA
Chr13 2376070 TTA T Chr13_2376070_TTA_TTTA_T INDEL 3632.24 0 0 0 23 10 26 16 18 0 0 0 0 0 0 21 10 17 23 10 26 17 18 12 10 8 13 8 8 0 0 0 1 1 1 0.941 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_3900Pp3c13_3900transcript PAC:32930401protein_codingNA c.-2518_-2517delTANA NA NA NA 1971
Chr13 2376070 TTA T Chr13_2376070_TTA_TTTA_T INDEL 3632.24 0 0 0 23 10 26 16 18 0 0 0 0 0 0 21 10 17 23 10 26 17 18 12 10 8 13 8 8 0 0 0 1 1 1 0.941 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_3900Pp3c13_3900transcript PAC:32930403protein_codingNA c.-2518_-2517delTANA NA NA NA 1078
Chr13 2376070 TTA T Chr13_2376070_TTA_TTTA_T INDEL 3632.24 0 0 0 23 10 26 16 18 0 0 0 0 0 0 21 10 17 23 10 26 17 18 12 10 8 13 8 8 0 0 0 1 1 1 0.941 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_3900Pp3c13_3900transcript PAC:32930402protein_codingNA c.-2518_-2517delTANA NA NA NA 1671
Chr13 2376070 TTA T Chr13_2376070_TTA_TTTA_T INDEL 3632.24 0 0 0 23 10 26 16 18 0 0 0 0 0 0 21 10 17 23 10 26 17 18 12 10 8 13 8 8 0 0 0 1 1 1 0.941 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_3900-Pp3c13_3940Pp3c13_3900-Pp3c13_3940intergenic_regionPp3c13_3900-Pp3c13_3940NA NA n.2376071_2376072delTANA NA NA NA NA
Chr13 2527472 T TTA Chr13_2527472_T_TTAT_TTA INDEL 2052.5 17 4 10 0 0 0 6 1 2 2 1 0 0 0 17 4 11 14 8 10 24 7 15 12 12 6 7 6 1 1 0.909 0 0 0 0.25 0 0.133 0.167 0 0 0 0 0 3 3 3 0 0 3 upstream_gene_variantMODIFIER Pp3c13_4190Pp3c13_4190transcript PAC:32929971protein_codingNA c.-3917_-3916insTANA NA NA NA 2188
Chr13 2527472 T TTA Chr13_2527472_T_TTAT_TTA INDEL 2052.5 17 4 10 0 0 0 6 1 2 2 1 0 0 0 17 4 11 14 8 10 24 7 15 12 12 6 7 6 1 1 0.909 0 0 0 0.25 0 0.133 0.167 0 0 0 0 0 3 3 3 0 0 3 upstream_gene_variantMODIFIER Pp3c13_4190Pp3c13_4190transcript PAC:32929972protein_codingNA c.-3917_-3916insTANA NA NA NA 2179
Chr13 2527472 T TTA Chr13_2527472_T_TTAT_TTA INDEL 2052.5 17 4 10 0 0 0 6 1 2 2 1 0 0 0 17 4 11 14 8 10 24 7 15 12 12 6 7 6 1 1 0.909 0 0 0 0.25 0 0.133 0.167 0 0 0 0 0 3 3 3 0 0 3 upstream_gene_variantMODIFIER Pp3c13_4190Pp3c13_4190transcript PAC:32929973protein_codingNA c.-3917_-3916insTANA NA NA NA 3410
Chr13 2527472 T TTA Chr13_2527472_T_TTAT_TTA INDEL 2052.5 17 4 10 0 0 0 6 1 2 2 1 0 0 0 17 4 11 14 8 10 24 7 15 12 12 6 7 6 1 1 0.909 0 0 0 0.25 0 0.133 0.167 0 0 0 0 0 3 3 3 0 0 3 intergenic_regionMODIFIER Pp3c13_4170-Pp3c13_4190Pp3c13_4170-Pp3c13_4190intergenic_regionPp3c13_4170-Pp3c13_4190NA NA n.2527472_2527473insTANA NA NA NA NA
Chr13 2550792 G T Chr13_2550792_G_TG_T SNP 9931.63 14 10 5 14 7 11 6 11 10 10 18 11 9 7 14 10 5 14 7 11 6 11 10 10 18 11 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4190-Pp3c13_4210Pp3c13_4190-Pp3c13_4210intergenic_regionPp3c13_4190-Pp3c13_4210NA NA n.2550792G>TNA NA NA NA NA
Chr13 2550813 G T Chr13_2550813_G_TG_T SNP 11352.63 16 11 5 15 8 17 6 14 12 14 14 12 10 7 16 11 5 15 8 17 6 14 12 14 14 12 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4190-Pp3c13_4210Pp3c13_4190-Pp3c13_4210intergenic_regionPp3c13_4190-Pp3c13_4210NA NA n.2550813G>TNA NA NA NA NA
Chr13 2578449 A AT Chr13_2578449_A_ATA_AT INDEL 15851.59 25 21 15 18 23 24 24 19 24 16 20 16 10 14 25 21 15 18 23 24 24 19 24 16 20 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4190-Pp3c13_4210Pp3c13_4190-Pp3c13_4210intergenic_regionPp3c13_4190-Pp3c13_4210NA NA n.2578449_2578450insTNA NA NA NA NA
Chr13 2592568 C T Chr13_2592568_C_TC_T SNP 19682.63 22 9 19 20 24 20 36 34 25 27 18 14 8 7 22 9 19 20 24 20 36 34 25 27 18 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4190-Pp3c13_4210Pp3c13_4190-Pp3c13_4210intergenic_regionPp3c13_4190-Pp3c13_4210NA NA n.2592568C>TNA NA NA NA NA
Chr13 2754636 C A Chr13_2754636_C_AC_A SNP 18900.63 28 19 15 20 16 39 27 14 18 29 9 13 8 12 28 19 15 20 16 39 27 14 18 29 9 13 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4470-Pp3c13_4480Pp3c13_4470-Pp3c13_4480intergenic_regionPp3c13_4470-Pp3c13_4480NA NA n.2754636C>ANA NA NA NA NA
Chr13 2754648 G T Chr13_2754648_G_TG_T SNP 19052.63 25 20 15 19 18 40 26 16 18 26 9 12 6 11 25 20 15 19 18 40 26 16 18 26 9 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4470-Pp3c13_4480Pp3c13_4470-Pp3c13_4480intergenic_regionPp3c13_4470-Pp3c13_4480NA NA n.2754648G>TNA NA NA NA NA
Chr13 2754654 A T Chr13_2754654_A_TA_T SNP 19230.63 21 18 16 19 18 38 28 16 19 27 11 14 7 11 21 18 16 19 18 38 28 16 19 27 11 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4470-Pp3c13_4480Pp3c13_4470-Pp3c13_4480intergenic_regionPp3c13_4470-Pp3c13_4480NA NA n.2754654A>TNA NA NA NA NA
Chr13 2754657 C T Chr13_2754657_C_TC_T SNP 18693.63 21 18 16 18 17 38 27 15 20 27 13 14 7 11 21 18 16 18 17 38 27 15 20 27 13 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4470-Pp3c13_4480Pp3c13_4470-Pp3c13_4480intergenic_regionPp3c13_4470-Pp3c13_4480NA NA n.2754657C>TNA NA NA NA NA
Chr13 2755010 A AG Chr13_2755010_A_AGA_AG INDEL 18756.59 24 25 17 26 14 27 28 18 22 30 27 15 13 9 24 25 17 26 14 27 28 18 22 30 27 15 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4470-Pp3c13_4480Pp3c13_4470-Pp3c13_4480intergenic_regionPp3c13_4470-Pp3c13_4480NA NA n.2755010_2755011insGNA NA NA NA NA
Chr13 2755201 G T Chr13_2755201_G_TG_T SNP 20793.63 26 12 5 31 16 27 23 37 47 30 27 20 14 12 26 12 5 31 16 27 23 37 47 30 27 20 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4470-Pp3c13_4480Pp3c13_4470-Pp3c13_4480intergenic_regionPp3c13_4470-Pp3c13_4480NA NA n.2755201G>TNA NA NA NA NA
Chr13 2906363 G C Chr13_2906363_G_CG_C SNP 10706.63 15 8 9 15 10 13 16 10 16 11 11 16 6 6 15 8 9 15 10 13 16 10 16 11 11 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931305protein_coding janv-18 c.-972C>G NA NA NA NA 1439
Chr13 2906363 G C Chr13_2906363_G_CG_C SNP 10706.63 15 8 9 15 10 13 16 10 16 11 11 16 6 6 15 8 9 15 10 13 16 10 16 11 11 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931306protein_coding janv-18 c.-958C>G NA NA NA NA 1439
Chr13 2906363 G C Chr13_2906363_G_CG_C SNP 10706.63 15 8 9 15 10 13 16 10 16 11 11 16 6 6 15 8 9 15 10 13 16 10 16 11 11 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931307protein_coding janv-18 c.-972C>G NA NA NA NA 1439
Chr13 2906363 G C Chr13_2906363_G_CG_C SNP 10706.63 15 8 9 15 10 13 16 10 16 11 11 16 6 6 15 8 9 15 10 13 16 10 16 11 11 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931308protein_coding janv-18 c.-1106C>G NA NA NA NA 1439
Chr13 2906363 G C Chr13_2906363_G_CG_C SNP 10706.63 15 8 9 15 10 13 16 10 16 11 11 16 6 6 15 8 9 15 10 13 16 10 16 11 11 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931309protein_coding janv-18 c.-1120C>G NA NA NA NA 1439
Chr13 2906363 G C Chr13_2906363_G_CG_C SNP 10706.63 15 8 9 15 10 13 16 10 16 11 11 16 6 6 15 8 9 15 10 13 16 10 16 11 11 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931310protein_coding janv-17 c.-1295C>G NA NA NA NA 1439
Chr13 2906363 G C Chr13_2906363_G_CG_C SNP 10706.63 15 8 9 15 10 13 16 10 16 11 11 16 6 6 15 8 9 15 10 13 16 10 16 11 11 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931311protein_coding janv-17 c.-1309C>G NA NA NA NA 1439
Chr13 2906363 G C Chr13_2906363_G_CG_C SNP 10706.63 15 8 9 15 10 13 16 10 16 11 11 16 6 6 15 8 9 15 10 13 16 10 16 11 11 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931312protein_codingNA c.-1439C>G NA NA NA NA 483
Chr13 2906396 G C Chr13_2906396_G_CG_C SNP 9651.63 11 6 7 13 10 6 20 9 17 9 8 11 5 5 11 6 7 13 10 6 20 9 17 9 8 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931305protein_coding janv-18 c.-1005C>G NA NA NA NA 1472
Chr13 2906396 G C Chr13_2906396_G_CG_C SNP 9651.63 11 6 7 13 10 6 20 9 17 9 8 11 5 5 11 6 7 13 10 6 20 9 17 9 8 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931306protein_coding janv-18 c.-991C>G NA NA NA NA 1472
Chr13 2906396 G C Chr13_2906396_G_CG_C SNP 9651.63 11 6 7 13 10 6 20 9 17 9 8 11 5 5 11 6 7 13 10 6 20 9 17 9 8 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931307protein_coding janv-18 c.-1005C>G NA NA NA NA 1472
Chr13 2906396 G C Chr13_2906396_G_CG_C SNP 9651.63 11 6 7 13 10 6 20 9 17 9 8 11 5 5 11 6 7 13 10 6 20 9 17 9 8 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931308protein_coding janv-18 c.-1139C>G NA NA NA NA 1472
Chr13 2906396 G C Chr13_2906396_G_CG_C SNP 9651.63 11 6 7 13 10 6 20 9 17 9 8 11 5 5 11 6 7 13 10 6 20 9 17 9 8 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931309protein_coding janv-18 c.-1153C>G NA NA NA NA 1472
Chr13 2906396 G C Chr13_2906396_G_CG_C SNP 9651.63 11 6 7 13 10 6 20 9 17 9 8 11 5 5 11 6 7 13 10 6 20 9 17 9 8 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931310protein_coding janv-17 c.-1328C>G NA NA NA NA 1472
Chr13 2906396 G C Chr13_2906396_G_CG_C SNP 9651.63 11 6 7 13 10 6 20 9 17 9 8 11 5 5 11 6 7 13 10 6 20 9 17 9 8 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931311protein_coding janv-17 c.-1342C>G NA NA NA NA 1472
Chr13 2906396 G C Chr13_2906396_G_CG_C SNP 9651.63 11 6 7 13 10 6 20 9 17 9 8 11 5 5 11 6 7 13 10 6 20 9 17 9 8 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_4720Pp3c13_4720transcript PAC:32931312protein_codingNA c.-1472C>G NA NA NA NA 516
Chr13 2915966 G T Chr13_2915966_G_TG_T SNP 14349.63 28 16 10 18 10 19 26 18 16 13 13 19 6 6 28 16 10 18 10 19 26 18 16 13 13 19 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4720-Pp3c13_4730Pp3c13_4720-Pp3c13_4730intergenic_regionPp3c13_4720-Pp3c13_4730NA NA n.2915966G>TNA NA NA NA NA
Chr13 3012394 C A Chr13_3012394_C_AC_A SNP 16525.63 32 11 10 24 11 17 26 27 25 19 9 13 8 12 32 11 10 24 11 17 26 27 25 19 9 13 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_4790Pp3c13_4790transcript PAC:32931521protein_codingNA c.*4640C>A NA NA NA NA 4027
Chr13 3012394 C A Chr13_3012394_C_AC_A SNP 16525.63 32 11 10 24 11 17 26 27 25 19 9 13 8 12 32 11 10 24 11 17 26 27 25 19 9 13 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_4790Pp3c13_4790transcript PAC:32931522protein_codingNA c.*4640C>A NA NA NA NA 4124
Chr13 3012394 C A Chr13_3012394_C_AC_A SNP 16525.63 32 11 10 24 11 17 26 27 25 19 9 13 8 12 32 11 10 24 11 17 26 27 25 19 9 13 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4790-Pp3c13_4850Pp3c13_4790-Pp3c13_4850intergenic_regionPp3c13_4790-Pp3c13_4850NA NA n.3012394C>ANA NA NA NA NA
Chr13 3012457 GA G Chr13_3012457_GA_GGA_G INDEL 12476.59 27 10 6 17 6 12 16 17 14 14 8 13 7 7 27 10 6 17 6 12 16 17 14 14 8 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_4790Pp3c13_4790transcript PAC:32931521protein_codingNA c.*4704delA NA NA NA NA 4091
Chr13 3012457 GA G Chr13_3012457_GA_GGA_G INDEL 12476.59 27 10 6 17 6 12 16 17 14 14 8 13 7 7 27 10 6 17 6 12 16 17 14 14 8 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_4790Pp3c13_4790transcript PAC:32931522protein_codingNA c.*4704delA NA NA NA NA 4188
Chr13 3012457 GA G Chr13_3012457_GA_GGA_G INDEL 12476.59 27 10 6 17 6 12 16 17 14 14 8 13 7 7 27 10 6 17 6 12 16 17 14 14 8 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4790-Pp3c13_4850Pp3c13_4790-Pp3c13_4850intergenic_regionPp3c13_4790-Pp3c13_4850NA NA n.3012458delANA NA NA NA NA
Chr13 3012462 C CA Chr13_3012462_C_CAC_CA INDEL 12476.59 27 10 6 19 6 12 16 17 14 14 8 14 7 7 27 10 6 19 6 12 16 17 14 14 8 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_4790Pp3c13_4790transcript PAC:32931521protein_codingNA c.*4708_*4709insANA NA NA NA 4096
Chr13 3012462 C CA Chr13_3012462_C_CAC_CA INDEL 12476.59 27 10 6 19 6 12 16 17 14 14 8 14 7 7 27 10 6 19 6 12 16 17 14 14 8 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_4790Pp3c13_4790transcript PAC:32931522protein_codingNA c.*4708_*4709insANA NA NA NA 4193
Chr13 3012462 C CA Chr13_3012462_C_CAC_CA INDEL 12476.59 27 10 6 19 6 12 16 17 14 14 8 14 7 7 27 10 6 19 6 12 16 17 14 14 8 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_4790-Pp3c13_4850Pp3c13_4790-Pp3c13_4850intergenic_regionPp3c13_4790-Pp3c13_4850NA NA n.3012462_3012463insANA NA NA NA NA
Chr13 3060015 AAT A Chr13_3060015_AAT_AAAT_A INDEL 2330.93 0 0 0 0 0 0 0 1 12 16 14 13 10 7 19 7 7 18 13 13 21 10 13 16 14 13 10 7 0 0 0 0 0 0 0 0 0.923 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_4790-Pp3c13_4850Pp3c13_4790-Pp3c13_4850intergenic_regionPp3c13_4790-Pp3c13_4850NA NA n.3060016_3060017delATNA NA NA NA NA
Chr13 3259936 G A Chr13_3259936_G_AG_A SNP 13700.63 21 13 10 15 15 18 31 19 19 21 11 13 9 5 21 13 10 15 15 18 31 19 19 21 11 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_5200Pp3c13_5200transcript PAC:32931471protein_codingNA c.-4220G>A NA NA NA NA 4077
Chr13 3259936 G A Chr13_3259936_G_AG_A SNP 13700.63 21 13 10 15 15 18 31 19 19 21 11 13 9 5 21 13 10 15 15 18 31 19 19 21 11 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_5200Pp3c13_5200transcript PAC:32931472protein_codingNA c.-4220G>A NA NA NA NA 4068
Chr13 3259936 G A Chr13_3259936_G_AG_A SNP 13700.63 21 13 10 15 15 18 31 19 19 21 11 13 9 5 21 13 10 15 15 18 31 19 19 21 11 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_5190Pp3c13_5190transcript PAC:32931231protein_codingNA c.*1674G>A NA NA NA NA 653
Chr13 3259936 G A Chr13_3259936_G_AG_A SNP 13700.63 21 13 10 15 15 18 31 19 19 21 11 13 9 5 21 13 10 15 15 18 31 19 19 21 11 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_5190Pp3c13_5190transcript PAC:32931232protein_codingNA c.*1674G>A NA NA NA NA 648
Chr13 3259936 G A Chr13_3259936_G_AG_A SNP 13700.63 21 13 10 15 15 18 31 19 19 21 11 13 9 5 21 13 10 15 15 18 31 19 19 21 11 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_5190-Pp3c13_5200Pp3c13_5190-Pp3c13_5200intergenic_regionPp3c13_5190-Pp3c13_5200NA NA n.3259936G>ANA NA NA NA NA
Chr13 3273647 A T Chr13_3273647_A_TA_T SNP 9308.63 11 6 8 16 16 11 17 16 8 10 4 5 6 5 11 6 8 16 16 11 17 16 8 10 4 5 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_5211-Pp3c13_5280Pp3c13_5211-Pp3c13_5280intergenic_regionPp3c13_5211-Pp3c13_5280NA NA n.3273647A>TNA NA NA NA NA
Chr13 3273744 A G Chr13_3273744_A_GA_G SNP 10301.63 17 10 10 15 16 17 18 16 15 15 8 6 8 4 17 10 10 15 16 17 18 16 15 15 8 6 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_5211-Pp3c13_5280Pp3c13_5211-Pp3c13_5280intergenic_regionPp3c13_5211-Pp3c13_5280NA NA n.3273744A>GNA NA NA NA NA
Chr13 3298324 G T Chr13_3298324_G_TG_T SNP 18576.63 29 14 12 13 20 19 33 23 18 25 10 14 9 11 29 14 12 13 20 19 33 23 18 25 10 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_5211-Pp3c13_5280Pp3c13_5211-Pp3c13_5280intergenic_regionPp3c13_5211-Pp3c13_5280NA NA n.3298324G>TNA NA NA NA NA
Chr13 3298328 A G Chr13_3298328_A_GA_G SNP 18587.63 27 15 12 15 19 19 34 24 17 25 11 14 9 11 27 15 12 15 19 19 34 24 17 25 11 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_5211-Pp3c13_5280Pp3c13_5211-Pp3c13_5280intergenic_regionPp3c13_5211-Pp3c13_5280NA NA n.3298328A>GNA NA NA NA NA
Chr13 3328859 C A Chr13_3328859_C_AC_A SNP 19253.63 36 16 10 25 15 28 28 18 23 29 8 15 9 14 36 16 10 25 15 28 28 18 23 29 8 15 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_5211-Pp3c13_5280Pp3c13_5211-Pp3c13_5280intergenic_regionPp3c13_5211-Pp3c13_5280NA NA n.3328859C>ANA NA NA NA NA
Chr13 3328974 C A Chr13_3328974_C_AC_A SNP 19658.63 27 17 20 20 23 32 30 34 16 25 16 20 8 16 27 17 20 20 23 32 30 34 16 25 16 20 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_5211-Pp3c13_5280Pp3c13_5211-Pp3c13_5280intergenic_regionPp3c13_5211-Pp3c13_5280NA NA n.3328974C>ANA NA NA NA NA
Chr13 3515902 C CA Chr13_3515902_C_CAC_CA INDEL 18318.59 29 15 18 16 14 29 24 21 16 18 17 12 16 9 29 15 18 16 14 29 24 21 16 18 17 12 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_5490-Pp3c13_5530Pp3c13_5490-Pp3c13_5530intergenic_regionPp3c13_5490-Pp3c13_5530NA NA n.3515902_3515903insANA NA NA NA NA
Chr13 3515907 AG A Chr13_3515907_AG_AAG_A INDEL 18579.59 28 14 17 15 15 30 23 21 15 19 17 12 16 9 28 14 17 15 15 30 23 21 15 19 17 12 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_5490-Pp3c13_5530Pp3c13_5490-Pp3c13_5530intergenic_regionPp3c13_5490-Pp3c13_5530NA NA n.3515908delGNA NA NA NA NA
Chr13 3622417 G T Chr13_3622417_G_TG_T SNP 18561.63 24 6 14 21 23 17 31 32 22 16 17 16 4 13 24 6 14 21 23 17 31 32 22 16 17 16 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_5590-Pp3c13_5639Pp3c13_5590-Pp3c13_5639intergenic_regionPp3c13_5590-Pp3c13_5639NA NA n.3622417G>TNA NA NA NA NA
Chr13 3771752 G GAT Chr13_3771752_G_GATG_GAT INDEL 3697.24 2 1 0 20 14 21 24 19 0 0 0 0 0 1 23 12 11 22 14 21 25 19 16 30 10 8 5 4 0.087 0 0 0.909 1 1 0.96 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c13_5750Pp3c13_5750transcript PAC:32930834protein_codingNA c.-1722_-1721insATNA NA NA NA 1494
Chr13 3771752 G GAT Chr13_3771752_G_GATG_GAT INDEL 3697.24 2 1 0 20 14 21 24 19 0 0 0 0 0 1 23 12 11 22 14 21 25 19 16 30 10 8 5 4 0.087 0 0 0.909 1 1 0.96 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c13_5750Pp3c13_5750transcript PAC:32930835protein_codingNA c.-1722_-1721insATNA NA NA NA 1328
Chr13 3771752 G GAT Chr13_3771752_G_GATG_GAT INDEL 3697.24 2 1 0 20 14 21 24 19 0 0 0 0 0 1 23 12 11 22 14 21 25 19 16 30 10 8 5 4 0.087 0 0 0.909 1 1 0.96 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c13_5760Pp3c13_5760transcript PAC:32932042protein_codingNA c.*3144_*3145insATNA NA NA NA 2787
Chr13 3771752 G GAT Chr13_3771752_G_GATG_GAT INDEL 3697.24 2 1 0 20 14 21 24 19 0 0 0 0 0 1 23 12 11 22 14 21 25 19 16 30 10 8 5 4 0.087 0 0 0.909 1 1 0.96 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c13_5760Pp3c13_5760transcript PAC:32932043protein_codingNA c.*3144_*3145insATNA NA NA NA 2361
Chr13 3771752 G GAT Chr13_3771752_G_GATG_GAT INDEL 3697.24 2 1 0 20 14 21 24 19 0 0 0 0 0 1 23 12 11 22 14 21 25 19 16 30 10 8 5 4 0.087 0 0 0.909 1 1 0.96 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c13_5730-Pp3c13_5750Pp3c13_5730-Pp3c13_5750intergenic_regionPp3c13_5730-Pp3c13_5750NA NA n.3771752_3771753insATNA NA NA NA NA
Chr13 3984434 G A Chr13_3984434_G_AG_A SNP 4194.29 0 0 0 20 18 21 24 15 0 0 0 0 0 0 27 10 17 21 18 22 26 15 9 23 11 14 18 7 0 0 0 0.952 1 0.955 0.923 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_5930-Pp3c13_6090Pp3c13_5930-Pp3c13_6090intergenic_regionPp3c13_5930-Pp3c13_6090NA NA n.3984434G>ANA NA NA NA NA
Chr13 4062316 AATATATAT AATATATATATChr13_4062316_AATATATAT_AATATATATATAATATATAT_AATATATATATINDEL 2890.91 0 0 1 12 12 9 24 10 0 0 0 0 0 0 15 6 10 13 12 9 24 10 12 11 9 10 10 4 0 0 0 0.923 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_6090Pp3c13_6090transcript PAC:32932326protein_codingNA c.-909_-908insATNA NA NA NA 594
Chr13 4062316 AATATATAT AATATATATATChr13_4062316_AATATATAT_AATATATATATAATATATAT_AATATATATATINDEL 2890.91 0 0 1 12 12 9 24 10 0 0 0 0 0 0 15 6 10 13 12 9 24 10 12 11 9 10 10 4 0 0 0 0.923 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_6090Pp3c13_6090transcript PAC:32932328protein_codingNA c.-909_-908insATNA NA NA NA 582
Chr13 4062316 AATATATAT AATATATATATChr13_4062316_AATATATAT_AATATATATATAATATATAT_AATATATATATINDEL 2890.91 0 0 1 12 12 9 24 10 0 0 0 0 0 0 15 6 10 13 12 9 24 10 12 11 9 10 10 4 0 0 0 0.923 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_6090Pp3c13_6090transcript PAC:32932329protein_codingNA c.-1502_-1501insATNA NA NA NA 621
Chr13 4062316 AATATATAT AATATATATATChr13_4062316_AATATATAT_AATATATATATAATATATAT_AATATATATATINDEL 2890.91 0 0 1 12 12 9 24 10 0 0 0 0 0 0 15 6 10 13 12 9 24 10 12 11 9 10 10 4 0 0 0 0.923 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_6090Pp3c13_6090transcript PAC:32932327protein_codingNA c.-909_-908insATNA NA NA NA 753
Chr13 4062316 AATATATAT AATATATATATChr13_4062316_AATATATAT_AATATATATATAATATATAT_AATATATATATINDEL 2890.91 0 0 1 12 12 9 24 10 0 0 0 0 0 0 15 6 10 13 12 9 24 10 12 11 9 10 10 4 0 0 0 0.923 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_5930-Pp3c13_6090Pp3c13_5930-Pp3c13_6090intergenic_regionPp3c13_5930-Pp3c13_6090NA NA n.4062324_4062325insATNA NA NA NA NA
Chr13 4064924 G GT Chr13_4064924_G_GTG_GT INDEL 15167.59 28 20 15 21 25 22 23 20 27 18 11 13 17 8 28 20 15 21 25 22 23 20 27 18 11 13 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_6110Pp3c13_6110transcript PAC:32930805protein_codingNA c.-4861_-4860insTNA NA NA NA 4860
Chr13 4064924 G GT Chr13_4064924_G_GTG_GT INDEL 15167.59 28 20 15 21 25 22 23 20 27 18 11 13 17 8 28 20 15 21 25 22 23 20 27 18 11 13 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_6090Pp3c13_6090transcript PAC:32932326protein_coding 04-oct c.166-14_166-13insTNA NA NA NA NA
Chr13 4064924 G GT Chr13_4064924_G_GTG_GT INDEL 15167.59 28 20 15 21 25 22 23 20 27 18 11 13 17 8 28 20 15 21 25 22 23 20 27 18 11 13 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_6090Pp3c13_6090transcript PAC:32932328protein_coding 04-oct c.166-14_166-13insTNA NA NA NA NA
Chr13 4064924 G GT Chr13_4064924_G_GTG_GT INDEL 15167.59 28 20 15 21 25 22 23 20 27 18 11 13 17 8 28 20 15 21 25 22 23 20 27 18 11 13 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_6090Pp3c13_6090transcript PAC:32932329protein_coding 03-sept c.64-14_64-13insTNA NA NA NA NA
Chr13 4064924 G GT Chr13_4064924_G_GTG_GT INDEL 15167.59 28 20 15 21 25 22 23 20 27 18 11 13 17 8 28 20 15 21 25 22 23 20 27 18 11 13 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_6090Pp3c13_6090transcript PAC:32932327protein_coding 04-oct c.166-14_166-13insTNA NA NA NA NA
Chr13 4163297 T TA Chr13_4163297_T_TAT_TA INDEL 13885.59 23 22 11 22 15 29 28 18 17 15 15 8 12 8 23 22 11 22 15 29 28 18 17 15 15 8 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_6260-Pp3c13_6290Pp3c13_6260-Pp3c13_6290intergenic_regionPp3c13_6260-Pp3c13_6290NA NA n.4163297_4163298insANA NA NA NA NA
Chr13 4183883 T A Chr13_4183883_T_AT_A SNP 14519.63 30 12 13 19 20 17 31 13 15 16 10 19 10 5 30 12 13 19 20 17 31 13 15 16 10 19 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_6300Pp3c13_6300transcript PAC:32932150protein_codingNA c.-4575A>T NA NA NA NA 4575
Chr13 4183883 T A Chr13_4183883_T_AT_A SNP 14519.63 30 12 13 19 20 17 31 13 15 16 10 19 10 5 30 12 13 19 20 17 31 13 15 16 10 19 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_6300-Pp3c13_6400Pp3c13_6300-Pp3c13_6400intergenic_regionPp3c13_6300-Pp3c13_6400NA NA n.4183883T>ANA NA NA NA NA
Chr13 4224715 T TA Chr13_4224715_T_TAT_TA INDEL 15134.59 36 14 14 25 21 23 30 24 27 21 12 10 10 18 36 14 14 25 21 23 30 24 27 21 12 10 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_6400-Pp3c13_6460Pp3c13_6400-Pp3c13_6460intergenic_regionPp3c13_6400-Pp3c13_6460NA NA n.4224715_4224716insANA NA NA NA NA
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c13_6460Pp3c13_6460transcript PAC:32930541protein_codingNA c.-1230_-1229insATNA NA NA NA 1229
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_6470Pp3c13_6470transcript PAC:32931116protein_codingNA c.*3585_*3586insATNA NA NA NA 2889
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_6470Pp3c13_6470transcript PAC:32931117protein_codingNA c.*3585_*3586insATNA NA NA NA 2889
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_6470Pp3c13_6470transcript PAC:32931122protein_codingNA c.*3585_*3586insATNA NA NA NA 2889
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_6470Pp3c13_6470transcript PAC:32931121protein_codingNA c.*3585_*3586insATNA NA NA NA 2889
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_6470Pp3c13_6470transcript PAC:32931118protein_codingNA c.*3585_*3586insATNA NA NA NA 2889
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_6470Pp3c13_6470transcript PAC:32931119protein_codingNA c.*3585_*3586insATNA NA NA NA 2889
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_6470Pp3c13_6470transcript PAC:32931120protein_codingNA c.*3585_*3586insATNA NA NA NA 2889
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_6470Pp3c13_6470transcript PAC:32931124protein_codingNA c.*3585_*3586insATNA NA NA NA 2889
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_6470Pp3c13_6470transcript PAC:32931125protein_codingNA c.*3585_*3586insATNA NA NA NA 2889
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_6470Pp3c13_6470transcript PAC:32931123protein_codingNA c.*3585_*3586insATNA NA NA NA 2943
Chr13 4271101 A AAT Chr13_4271101_A_AATA_AAT INDEL 1138.35 18 13 9 0 0 0 0 0 2 0 0 1 0 0 19 13 10 27 15 18 25 15 13 23 12 14 5 7 0.947 1 0.9 0 0 0 0 0 0.154 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c13_6400-Pp3c13_6460Pp3c13_6400-Pp3c13_6460intergenic_regionPp3c13_6400-Pp3c13_6460NA NA n.4271101_4271102insATNA NA NA NA NA
Chr13 4445259 T C Chr13_4445259_T_CT_C SNP 15843.63 24 14 12 16 17 16 23 22 18 20 13 13 9 12 24 14 12 16 17 16 23 22 18 20 13 13 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_6640Pp3c13_6640transcript PAC:32931914protein_coding16/16 c.1815+53T>CNA NA NA NA NA
Chr13 4445259 T C Chr13_4445259_T_CT_C SNP 15843.63 24 14 12 16 17 16 23 22 18 20 13 13 9 12 24 14 12 16 17 16 23 22 18 20 13 13 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_6640Pp3c13_6640transcript PAC:32931915protein_coding16/16 c.1815+53T>CNA NA NA NA NA
Chr13 4483822 C T Chr13_4483822_C_TC_T SNP 19496.63 40 22 16 24 26 25 46 30 18 18 12 21 13 18 40 22 16 24 26 25 46 30 18 18 12 21 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_6640-Pp3c13_6760Pp3c13_6640-Pp3c13_6760intergenic_regionPp3c13_6640-Pp3c13_6760NA NA n.4483822C>TNA NA NA NA NA
Chr13 4599828 T A Chr13_4599828_T_AT_A SNP 9335.63 6 9 8 12 12 11 8 9 7 13 4 12 6 5 6 9 8 12 12 11 8 9 7 13 4 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_6840-Pp3c13_6849Pp3c13_6840-Pp3c13_6849intergenic_regionPp3c13_6840-Pp3c13_6849NA NA n.4599828T>ANA NA NA NA NA
Chr13 4599837 G T Chr13_4599837_G_TG_T SNP 10460.63 7 9 10 13 14 13 11 10 8 14 4 12 6 5 7 9 10 13 14 13 11 10 8 14 4 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_6840-Pp3c13_6849Pp3c13_6840-Pp3c13_6849intergenic_regionPp3c13_6840-Pp3c13_6849NA NA n.4599837G>TNA NA NA NA NA
Chr13 4599853 G T Chr13_4599853_G_TG_T SNP 13132.63 12 12 15 18 17 18 13 13 9 19 6 12 6 5 12 12 15 18 17 18 13 13 9 19 6 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_6840-Pp3c13_6849Pp3c13_6840-Pp3c13_6849intergenic_regionPp3c13_6840-Pp3c13_6849NA NA n.4599853G>TNA NA NA NA NA
Chr13 4599857 T G Chr13_4599857_T_GT_G SNP 13124.63 13 12 15 19 17 18 14 14 10 21 6 12 6 5 13 12 15 19 17 18 14 14 10 21 6 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_6840-Pp3c13_6849Pp3c13_6840-Pp3c13_6849intergenic_regionPp3c13_6840-Pp3c13_6849NA NA n.4599857T>GNA NA NA NA NA
Chr13 4800038 C T Chr13_4800038_C_TC_T SNP 20019.63 27 20 20 28 19 31 22 22 26 22 9 16 10 17 27 20 20 28 19 31 22 22 26 22 9 16 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_7070-Pp3c13_7110Pp3c13_7070-Pp3c13_7110intergenic_regionPp3c13_7070-Pp3c13_7110NA NA n.4800038C>TNA NA NA NA NA
Chr13 5131021 A ATTTAGG Chr13_5131021_A_ATTTAGGA_ATTTAGG INDEL 16613.59 17 8 18 18 12 18 25 18 20 18 10 18 7 7 17 8 18 18 12 18 25 18 20 18 10 18 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_7700-Pp3c13_7730Pp3c13_7700-Pp3c13_7730intergenic_regionPp3c13_7700-Pp3c13_7730NA NA n.5131021_5131022insTTTAGGNA NA NA NA NA
Chr13 5131027 G GAGATTGTTTAChr13_5131027_G_GAGATTGTTTAG_GAGATTGTTTAINDEL 17935.59 17 8 19 21 12 19 27 17 19 16 8 18 11 5 17 8 19 21 12 19 27 17 19 16 8 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_7700-Pp3c13_7730Pp3c13_7700-Pp3c13_7730intergenic_regionPp3c13_7700-Pp3c13_7730NA NA n.5131027_5131028insAGATTGTTTANA NA NA NA NA
Chr13 5131031 T TTTGATTTAGGAChr13_5131031_T_TTTGATTTAGGAT_TTTGATTTAGGAINDEL 17766.59 18 8 17 24 11 17 29 16 18 16 10 18 12 6 18 8 17 24 11 17 30 16 18 16 10 18 12 6 1 1 1 1 1 1 0.967 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_7700-Pp3c13_7730Pp3c13_7700-Pp3c13_7730intergenic_regionPp3c13_7700-Pp3c13_7730NA NA n.5131031_5131032insTTGATTTAGGANA NA NA NA NA
Chr13 5388755 T A Chr13_5388755_T_AT_A SNP 16972.63 25 15 9 23 17 18 16 19 27 23 18 20 12 12 25 15 9 23 17 18 16 19 27 23 18 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_7910-Pp3c13_8000Pp3c13_7910-Pp3c13_8000intergenic_regionPp3c13_7910-Pp3c13_8000NA NA n.5388755T>ANA NA NA NA NA
Chr13 5398798 G A Chr13_5398798_G_AG_A SNP 18716.63 30 16 20 30 22 32 25 21 19 24 18 8 16 10 30 16 20 30 22 32 25 21 19 24 18 8 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_7910-Pp3c13_8000Pp3c13_7910-Pp3c13_8000intergenic_regionPp3c13_7910-Pp3c13_8000NA NA n.5398798G>ANA NA NA NA NA
Chr13 5476837 T TGA Chr13_5476837_T_TGAT_TGA INDEL 20779.59 27 17 13 24 13 23 48 31 24 15 15 23 7 18 27 17 13 24 13 23 48 31 24 15 15 23 7 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_8140Pp3c13_8140transcript PAC:32932583protein_codingNA c.*2958_*2959insTCNA NA NA NA 2376
Chr13 5476837 T TGA Chr13_5476837_T_TGAT_TGA INDEL 20779.59 27 17 13 24 13 23 48 31 24 15 15 23 7 18 27 17 13 24 13 23 48 31 24 15 15 23 7 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_8120-Pp3c13_8140Pp3c13_8120-Pp3c13_8140intergenic_regionPp3c13_8120-Pp3c13_8140NA NA n.5476837_5476838insGANA NA NA NA NA
Chr13 5476838 TCC T Chr13_5476838_TCC_TTCC_T INDEL 20779.59 28 16 13 24 13 22 47 30 24 15 15 24 7 19 28 16 13 24 13 22 47 30 24 15 15 24 7 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_8140Pp3c13_8140transcript PAC:32932583protein_codingNA c.*2956_*2957delGGNA NA NA NA 2375
Chr13 5476838 TCC T Chr13_5476838_TCC_TTCC_T INDEL 20779.59 28 16 13 24 13 22 47 30 24 15 15 24 7 19 28 16 13 24 13 22 47 30 24 15 15 24 7 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_8120-Pp3c13_8140Pp3c13_8120-Pp3c13_8140intergenic_regionPp3c13_8120-Pp3c13_8140NA NA n.5476839_5476840delCCNA NA NA NA NA
Chr13 5636893 C CTA Chr13_5636893_C_CTAC_CTA INDEL 3699.24 4 1 1 19 20 19 21 21 0 0 0 0 0 0 22 9 14 19 20 19 22 21 19 23 13 11 4 6 0.182 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c13_8460Pp3c13_8460transcript PAC:32932038protein_codingNA c.-4544_-4543insTANA NA NA NA 3468
Chr13 5636893 C CTA Chr13_5636893_C_CTAC_CTA INDEL 3699.24 4 1 1 19 20 19 21 21 0 0 0 0 0 0 22 9 14 19 20 19 22 21 19 23 13 11 4 6 0.182 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c13_8480Pp3c13_8480transcript PAC:32930078protein_codingNA c.-4321_-4320insTANA NA NA NA 3661
Chr13 5636893 C CTA Chr13_5636893_C_CTAC_CTA INDEL 3699.24 4 1 1 19 20 19 21 21 0 0 0 0 0 0 22 9 14 19 20 19 22 21 19 23 13 11 4 6 0.182 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c13_8460Pp3c13_8460transcript PAC:32932039protein_codingNA c.-4544_-4543insTANA NA NA NA 2295
Chr13 5636893 C CTA Chr13_5636893_C_CTAC_CTA INDEL 3699.24 4 1 1 19 20 19 21 21 0 0 0 0 0 0 22 9 14 19 20 19 22 21 19 23 13 11 4 6 0.182 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c13_8480Pp3c13_8480transcript PAC:32930079protein_codingNA c.-4321_-4320insTANA NA NA NA 3671
Chr13 5636893 C CTA Chr13_5636893_C_CTAC_CTA INDEL 3699.24 4 1 1 19 20 19 21 21 0 0 0 0 0 0 22 9 14 19 20 19 22 21 19 23 13 11 4 6 0.182 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c13_8480Pp3c13_8480transcript PAC:32930080protein_codingNA c.-4321_-4320insTANA NA NA NA 3671
Chr13 5636893 C CTA Chr13_5636893_C_CTAC_CTA INDEL 3699.24 4 1 1 19 20 19 21 21 0 0 0 0 0 0 22 9 14 19 20 19 22 21 19 23 13 11 4 6 0.182 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c13_8460-Pp3c13_8480Pp3c13_8460-Pp3c13_8480intergenic_regionPp3c13_8460-Pp3c13_8480NA NA n.5636893_5636894insTANA NA NA NA NA
Chr13 5766194 AATATATATATATATATTTATA Chr13_5766194_AATATATATATATATATTTAT_AAATATATATATATATATTTAT_AINDEL 5339.93 14 6 7 13 7 13 16 10 0 0 0 0 0 0 14 6 7 13 7 13 16 10 11 9 10 12 5 6 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 intergenic_regionMODIFIER Pp3c13_8670-Pp3c13_8700Pp3c13_8670-Pp3c13_8700intergenic_regionPp3c13_8670-Pp3c13_8700NA NA n.5766195_5766214delATATATATATATATATTTATNA NA NA NA NA
Chr13 5766233 ATATATATATATATATATTA Chr13_5766233_ATATATATATATATATATT_AATATATATATATATATATT_AINDEL 2453.93 0 0 0 0 0 0 0 0 15 9 13 13 7 7 21 13 15 23 10 18 22 15 15 9 13 13 7 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_8670-Pp3c13_8700Pp3c13_8670-Pp3c13_8700intergenic_regionPp3c13_8670-Pp3c13_8700NA NA n.5766234_5766251delTATATATATATATATATTNA NA NA NA NA
Chr13 5767981 AAT AATAT Chr13_5767981_AAT_AATATAAT_AATAT INDEL 2680.5 17 6 14 1 1 0 0 0 1 0 1 0 0 1 17 6 14 16 13 16 15 10 19 9 9 10 8 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c13_8670-Pp3c13_8700Pp3c13_8670-Pp3c13_8700intergenic_regionPp3c13_8670-Pp3c13_8700NA NA n.5767983_5767984insATNA NA NA NA NA
Chr13 5907244 A T Chr13_5907244_A_TA_T SNP 10867.63 18 6 11 15 12 13 15 11 10 13 16 11 10 5 18 6 11 15 12 13 15 11 10 13 16 11 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_8850-Pp3c13_8870Pp3c13_8850-Pp3c13_8870intergenic_regionPp3c13_8850-Pp3c13_8870NA NA n.5907244A>TNA NA NA NA NA
Chr13 6124868 A T Chr13_6124868_A_TA_T SNP 13309.63 21 6 9 18 11 22 19 16 16 14 10 10 10 5 21 6 9 18 11 22 19 16 16 14 10 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_9090Pp3c13_9090transcript PAC:32930263protein_codingNA c.*973A>T NA NA NA NA 973
Chr13 6124868 A T Chr13_6124868_A_TA_T SNP 13309.63 21 6 9 18 11 22 19 16 16 14 10 10 10 5 21 6 9 18 11 22 19 16 16 14 10 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9090-Pp3c13_9170Pp3c13_9090-Pp3c13_9170intergenic_regionPp3c13_9090-Pp3c13_9170NA NA n.6124868A>TNA NA NA NA NA
Chr13 6181672 G T Chr13_6181672_G_TG_T SNP 16013.63 27 15 9 26 20 24 19 18 19 17 12 4 9 8 27 15 9 26 20 24 19 18 19 17 12 4 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9240-Pp3c13_9260Pp3c13_9240-Pp3c13_9260intergenic_regionPp3c13_9240-Pp3c13_9260NA NA n.6181672G>TNA NA NA NA NA
Chr13 6498683 A AAT Chr13_6498683_A_AATA_AAT INDEL 3497.93 0 0 0 0 1 0 0 0 25 25 19 14 7 6 25 15 14 29 15 26 22 20 25 25 19 14 7 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_9460Pp3c13_9460transcript PAC:32932574protein_codingNA c.*2344_*2345insATNA NA NA NA 2344
Chr13 6498683 A AAT Chr13_6498683_A_AATA_AAT INDEL 3497.93 0 0 0 0 1 0 0 0 25 25 19 14 7 6 25 15 14 29 15 26 22 20 25 25 19 14 7 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_9460Pp3c13_9460transcript PAC:32932575protein_codingNA c.*2344_*2345insATNA NA NA NA 1853
Chr13 6498683 A AAT Chr13_6498683_A_AATA_AAT INDEL 3497.93 0 0 0 0 1 0 0 0 25 25 19 14 7 6 25 15 14 29 15 26 22 20 25 25 19 14 7 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_9360-Pp3c13_9460Pp3c13_9360-Pp3c13_9460intergenic_regionPp3c13_9360-Pp3c13_9460NA NA n.6498683_6498684insATNA NA NA NA NA
Chr13 6546060 T A Chr13_6546060_T_AT_A SNP 13889.63 23 20 10 16 14 22 29 33 15 16 7 16 4 6 23 20 10 16 14 22 29 33 15 16 7 16 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6546060T>ANA NA NA NA NA
Chr13 6549838 G T Chr13_6549838_G_TG_T SNP 19203.63 34 29 36 18 23 32 39 33 16 32 16 16 13 13 34 29 36 18 23 32 39 33 16 32 16 16 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6549838G>TNA NA NA NA NA
Chr13 6558423 A G Chr13_6558423_A_GA_G SNP 18118.63 19 11 16 19 16 17 33 26 18 23 13 20 13 11 19 11 16 19 16 17 33 26 18 23 13 20 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6558423A>GNA NA NA NA NA
Chr13 6558446 G GA Chr13_6558446_G_GAG_GA INDEL 18429.59 20 12 15 20 19 17 31 26 18 28 12 18 15 9 20 12 15 20 19 17 31 26 18 28 12 18 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6558446_6558447insANA NA NA NA NA
Chr13 6562413 C G Chr13_6562413_C_GC_G SNP 14779.63 28 16 8 19 16 16 24 11 21 12 7 14 9 8 28 16 8 19 16 16 24 11 21 12 7 14 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6562413C>GNA NA NA NA NA
Chr13 6562416 C T Chr13_6562416_C_TC_T SNP 14779.63 28 16 8 19 16 16 25 12 21 12 7 14 9 8 28 16 8 19 16 16 25 12 21 12 7 14 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6562416C>TNA NA NA NA NA
Chr13 6563288 G T Chr13_6563288_G_TG_T SNP 16189.63 27 13 21 23 18 26 27 21 16 19 16 20 17 10 27 13 21 23 18 26 27 21 16 19 16 20 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6563288G>TNA NA NA NA NA
Chr13 6563318 C T Chr13_6563318_C_TC_T SNP 16226.63 29 14 21 24 17 24 24 19 19 18 19 18 16 11 29 14 21 24 17 24 24 19 19 18 19 18 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6563318C>TNA NA NA NA NA
Chr13 6564004 G A Chr13_6564004_G_AG_A SNP 7868.63 9 4 8 10 8 9 19 9 10 9 4 6 6 5 10 4 8 11 8 9 20 9 10 9 4 6 6 6 0.9 1 1 0.909 1 1 0.95 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6564004G>ANA NA NA NA NA
Chr13 6566614 G A Chr13_6566614_G_AG_A SNP 12109.63 13 8 11 12 13 11 16 16 11 19 10 14 6 8 13 8 11 12 13 11 16 16 11 19 10 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6566614G>ANA NA NA NA NA
Chr13 6566615 A T Chr13_6566615_A_TA_T SNP 12109.63 13 7 11 12 11 11 16 16 11 19 10 14 6 8 13 7 11 12 11 11 16 16 11 19 10 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6566615A>TNA NA NA NA NA
Chr13 6566644 A G Chr13_6566644_A_GA_G SNP 7947.63 12 5 6 13 10 8 11 9 6 11 9 11 5 5 12 5 6 13 10 8 11 9 6 11 9 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6566644A>GNA NA NA NA NA
Chr13 6566873 T G Chr13_6566873_T_GT_G SNP 8833.63 14 7 5 14 7 9 17 13 12 9 10 6 10 5 14 7 5 14 7 9 17 13 12 9 10 6 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6566873T>GNA NA NA NA NA
Chr13 6568546 A T Chr13_6568546_A_TA_T SNP 6737.63 13 4 4 7 9 11 11 6 14 10 4 4 9 6 13 4 4 7 9 11 11 6 14 10 4 4 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6568546A>TNA NA NA NA NA
Chr13 6568687 A G Chr13_6568687_A_GA_G SNP 11323.63 13 9 11 12 6 15 16 12 11 13 10 11 11 6 13 9 11 12 6 15 16 12 11 13 10 11 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6568687A>GNA NA NA NA NA
Chr13 6568697 T G Chr13_6568697_T_GT_G SNP 11579.63 14 9 11 14 6 14 18 12 11 17 10 11 8 7 14 9 11 14 6 14 18 12 11 17 10 11 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6568697T>GNA NA NA NA NA
Chr13 6592679 T A Chr13_6592679_T_AT_A SNP 20952.63 31 15 18 22 15 31 44 26 28 27 23 20 9 21 31 15 18 22 15 31 44 26 28 27 23 20 9 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6592679T>ANA NA NA NA NA
Chr13 6593938 C G Chr13_6593938_C_GC_G SNP 13834.63 15 10 9 9 17 20 20 11 28 27 9 11 13 14 15 10 9 9 17 20 20 11 28 27 9 11 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6593938C>GNA NA NA NA NA
Chr13 6593947 A G Chr13_6593947_A_GA_G SNP 13320.63 14 9 9 8 16 19 18 10 25 25 9 9 13 14 14 9 9 8 16 19 18 10 25 25 9 9 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6593947A>GNA NA NA NA NA
Chr13 6594587 T C Chr13_6594587_T_CT_C SNP 12115.63 11 11 12 13 14 16 29 21 18 17 12 13 7 4 11 11 12 13 14 16 29 21 18 17 12 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9460-Pp3c13_9680Pp3c13_9460-Pp3c13_9680intergenic_regionPp3c13_9460-Pp3c13_9680NA NA n.6594587T>CNA NA NA NA NA
Chr13 6674441 A T Chr13_6674441_A_TA_T SNP 18282.63 42 16 10 23 15 27 22 23 20 19 10 22 14 7 42 16 10 23 15 27 22 23 20 19 10 22 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9680-Pp3c13_9737Pp3c13_9680-Pp3c13_9737intergenic_regionPp3c13_9680-Pp3c13_9737NA NA n.6674441A>TNA NA NA NA NA
Chr13 6674468 C A Chr13_6674468_C_AC_A SNP 17049.63 38 15 10 20 15 26 24 19 17 20 10 20 12 8 38 15 10 20 15 26 24 19 17 20 10 20 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9680-Pp3c13_9737Pp3c13_9680-Pp3c13_9737intergenic_regionPp3c13_9680-Pp3c13_9737NA NA n.6674468C>ANA NA NA NA NA
Chr13 6733381 C CA Chr13_6733381_C_CAC_CA INDEL 15693.59 22 11 15 27 20 21 28 22 17 25 20 16 13 8 22 11 15 27 20 21 28 22 17 25 20 16 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9680-Pp3c13_9737Pp3c13_9680-Pp3c13_9737intergenic_regionPp3c13_9680-Pp3c13_9737NA NA n.6733381_6733382insANA NA NA NA NA
Chr13 6782214 C T Chr13_6782214_C_TC_T SNP 10364.29 24 20 14 0 0 1 0 0 24 22 7 16 8 6 24 20 14 23 25 24 29 23 24 24 7 16 8 6 1 1 1 0 0 0 0 0 1 0.917 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c13_9737-Pp3c13_9770Pp3c13_9737-Pp3c13_9770intergenic_regionPp3c13_9737-Pp3c13_9770NA NA n.6782214C>TNA NA NA NA NA
Chr13 6825574 C T Chr13_6825574_C_TC_T SNP 2287.98 0 0 0 0 0 0 0 0 14 9 5 10 7 5 21 11 14 19 13 24 26 16 14 9 5 10 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_9800Pp3c13_9800transcript PAC:32931399protein_codingNA c.*1487C>T NA NA NA NA 695
Chr13 6825574 C T Chr13_6825574_C_TC_T SNP 2287.98 0 0 0 0 0 0 0 0 14 9 5 10 7 5 21 11 14 19 13 24 26 16 14 9 5 10 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_9800Pp3c13_9800transcript PAC:32931401protein_codingNA c.*1487C>T NA NA NA NA 695
Chr13 6825574 C T Chr13_6825574_C_TC_T SNP 2287.98 0 0 0 0 0 0 0 0 14 9 5 10 7 5 21 11 14 19 13 24 26 16 14 9 5 10 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_9800Pp3c13_9800transcript PAC:32931400protein_codingNA c.*1487C>T NA NA NA NA 1012
Chr13 6825574 C T Chr13_6825574_C_TC_T SNP 2287.98 0 0 0 0 0 0 0 0 14 9 5 10 7 5 21 11 14 19 13 24 26 16 14 9 5 10 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_9800-Pp3c13_9880Pp3c13_9800-Pp3c13_9880intergenic_regionPp3c13_9800-Pp3c13_9880NA NA n.6825574C>TNA NA NA NA NA
Chr13 6888514 G C Chr13_6888514_G_CG_C SNP 20344.63 30 16 15 30 25 22 30 21 29 23 14 16 9 14 30 16 15 30 25 22 30 21 29 23 14 16 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_9880Pp3c13_9880transcript PAC:32932100protein_codingNA c.*2778C>G NA NA NA NA 2363
Chr13 6888514 G C Chr13_6888514_G_CG_C SNP 20344.63 30 16 15 30 25 22 30 21 29 23 14 16 9 14 30 16 15 30 25 22 30 21 29 23 14 16 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_9880Pp3c13_9880transcript PAC:32932101protein_codingNA c.*2778C>G NA NA NA NA 2382
Chr13 6888514 G C Chr13_6888514_G_CG_C SNP 20344.63 30 16 15 30 25 22 30 21 29 23 14 16 9 14 30 16 15 30 25 22 30 21 29 23 14 16 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9800-Pp3c13_9880Pp3c13_9800-Pp3c13_9880intergenic_regionPp3c13_9800-Pp3c13_9880NA NA n.6888514G>CNA NA NA NA NA
Chr13 6948176 G GC Chr13_6948176_G_GCG_GC INDEL 14802.59 23 13 11 25 17 17 32 16 22 15 12 19 6 8 23 13 11 25 17 17 32 16 22 15 12 19 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9880-Pp3c13_10000Pp3c13_9880-Pp3c13_10000intergenic_regionPp3c13_9880-Pp3c13_10000NA NA n.6948176_6948177insCNA NA NA NA NA
Chr13 6964430 G T Chr13_6964430_G_TG_T SNP 5497.29 0 0 0 22 9 27 34 19 0 0 0 0 0 0 31 16 17 22 9 27 34 19 20 24 18 13 11 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_9880-Pp3c13_10000Pp3c13_9880-Pp3c13_10000intergenic_regionPp3c13_9880-Pp3c13_10000NA NA n.6964430G>TNA NA NA NA NA
Chr13 7026409 T TA Chr13_7026409_T_TAT_TA INDEL 14770.59 24 12 9 24 15 23 14 29 20 17 17 20 7 17 24 12 9 24 15 23 14 29 20 17 17 20 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_9880-Pp3c13_10000Pp3c13_9880-Pp3c13_10000intergenic_regionPp3c13_9880-Pp3c13_10000NA NA n.7026409_7026410insANA NA NA NA NA



Chr13 7117733 C T Chr13_7117733_C_TC_T SNP 5270.98 0 0 0 1 0 0 0 0 30 32 20 13 10 13 30 26 16 30 21 19 27 21 30 32 20 13 10 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_10120-Pp3c13_10330Pp3c13_10120-Pp3c13_10330intergenic_regionPp3c13_10120-Pp3c13_10330NA NA n.7117733C>TNA NA NA NA NA
Chr13 7348218 C T Chr13_7348218_C_TC_T SNP 11669.63 17 9 8 17 6 18 26 16 10 11 8 8 5 6 17 9 8 17 6 18 26 16 10 11 8 8 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_10330-Pp3c13_10410Pp3c13_10330-Pp3c13_10410intergenic_regionPp3c13_10330-Pp3c13_10410NA NA n.7348218C>TNA NA NA NA NA
Chr13 7351119 G A Chr13_7351119_G_AG_A SNP 12472.63 23 10 6 21 16 23 25 15 13 16 24 13 6 4 23 10 6 21 16 23 25 15 13 16 24 13 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_10330-Pp3c13_10410Pp3c13_10330-Pp3c13_10410intergenic_regionPp3c13_10330-Pp3c13_10410NA NA n.7351119G>ANA NA NA NA NA
Chr13 7414336 T C Chr13_7414336_T_CT_C SNP 13583.63 19 11 14 15 19 13 17 15 21 22 14 10 7 11 19 11 14 15 19 13 17 15 21 22 14 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_10420Pp3c13_10420transcript PAC:32931236protein_codingNA c.-4932A>G NA NA NA NA 4593
Chr13 7414336 T C Chr13_7414336_T_CT_C SNP 13583.63 19 11 14 15 19 13 17 15 21 22 14 10 7 11 19 11 14 15 19 13 17 15 21 22 14 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_10420Pp3c13_10420transcript PAC:32931237protein_codingNA c.-4932A>G NA NA NA NA 4561
Chr13 7414336 T C Chr13_7414336_T_CT_C SNP 13583.63 19 11 14 15 19 13 17 15 21 22 14 10 7 11 19 11 14 15 19 13 17 15 21 22 14 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_10420Pp3c13_10420transcript PAC:32931238protein_codingNA c.-4932A>G NA NA NA NA 4561
Chr13 7414336 T C Chr13_7414336_T_CT_C SNP 13583.63 19 11 14 15 19 13 17 15 21 22 14 10 7 11 19 11 14 15 19 13 17 15 21 22 14 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_10420Pp3c13_10420transcript PAC:32931239protein_codingNA c.-4932A>G NA NA NA NA 4561
Chr13 7414336 T C Chr13_7414336_T_CT_C SNP 13583.63 19 11 14 15 19 13 17 15 21 22 14 10 7 11 19 11 14 15 19 13 17 15 21 22 14 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_10420-Pp3c13_10489Pp3c13_10420-Pp3c13_10489intergenic_regionPp3c13_10420-Pp3c13_10489NA NA n.7414336T>CNA NA NA NA NA
Chr13 7630415 T TA Chr13_7630415_T_TAT_TA INDEL 15603.59 23 11 19 23 17 24 34 18 30 18 23 31 9 7 23 11 19 23 17 24 34 18 30 18 23 31 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_10590-Pp3c13_10710Pp3c13_10590-Pp3c13_10710intergenic_regionPp3c13_10590-Pp3c13_10710NA NA n.7630415_7630416insANA NA NA NA NA
Chr13 7652752 C T Chr13_7652752_C_TC_T SNP 5561.29 0 0 0 19 20 20 21 21 0 0 0 0 0 0 29 10 17 19 20 20 21 21 14 28 20 26 7 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_10590-Pp3c13_10710Pp3c13_10590-Pp3c13_10710intergenic_regionPp3c13_10590-Pp3c13_10710NA NA n.7652752C>TNA NA NA NA NA
Chr13 7901804 A T Chr13_7901804_A_TA_T SNP 4896.98 0 0 0 0 0 0 0 0 29 35 15 18 8 6 25 14 15 20 22 35 40 29 29 35 15 18 8 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_10960-Pp3c13_11070Pp3c13_10960-Pp3c13_11070intergenic_regionPp3c13_10960-Pp3c13_11070NA NA n.7901804A>TNA NA NA NA NA
Chr13 7915703 A G Chr13_7915703_A_GA_G SNP 15856.63 23 13 12 33 12 25 21 25 15 20 9 12 16 12 23 13 12 33 12 25 21 25 15 20 9 12 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_10960-Pp3c13_11070Pp3c13_10960-Pp3c13_11070intergenic_regionPp3c13_10960-Pp3c13_11070NA NA n.7915703A>GNA NA NA NA NA
Chr13 8429113 T C Chr13_8429113_T_CT_C SNP 3701.98 0 0 0 0 0 0 0 0 15 23 11 23 10 7 17 11 20 28 13 24 32 21 15 23 11 23 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_11610Pp3c13_11610transcript PAC:32930584protein_codingNA c.-2447A>G NA NA NA NA 2381
Chr13 8429113 T C Chr13_8429113_T_CT_C SNP 3701.98 0 0 0 0 0 0 0 0 15 23 11 23 10 7 17 11 20 28 13 24 32 21 15 23 11 23 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_11610Pp3c13_11610transcript PAC:32930590protein_codingNA c.-2627A>G NA NA NA NA 2371
Chr13 8429113 T C Chr13_8429113_T_CT_C SNP 3701.98 0 0 0 0 0 0 0 0 15 23 11 23 10 7 17 11 20 28 13 24 32 21 15 23 11 23 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_11610Pp3c13_11610transcript PAC:32930585protein_codingNA c.-2627A>G NA NA NA NA 2371
Chr13 8429113 T C Chr13_8429113_T_CT_C SNP 3701.98 0 0 0 0 0 0 0 0 15 23 11 23 10 7 17 11 20 28 13 24 32 21 15 23 11 23 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_11610Pp3c13_11610transcript PAC:32930586protein_codingNA c.-2627A>G NA NA NA NA 2371
Chr13 8429113 T C Chr13_8429113_T_CT_C SNP 3701.98 0 0 0 0 0 0 0 0 15 23 11 23 10 7 17 11 20 28 13 24 32 21 15 23 11 23 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_11610Pp3c13_11610transcript PAC:32930587protein_codingNA c.-2627A>G NA NA NA NA 2371
Chr13 8429113 T C Chr13_8429113_T_CT_C SNP 3701.98 0 0 0 0 0 0 0 0 15 23 11 23 10 7 17 11 20 28 13 24 32 21 15 23 11 23 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_11610Pp3c13_11610transcript PAC:32930588protein_codingNA c.-2627A>G NA NA NA NA 2371
Chr13 8429113 T C Chr13_8429113_T_CT_C SNP 3701.98 0 0 0 0 0 0 0 0 15 23 11 23 10 7 17 11 20 28 13 24 32 21 15 23 11 23 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_11610Pp3c13_11610transcript PAC:32930589protein_codingNA c.-2627A>G NA NA NA NA 2371
Chr13 8429113 T C Chr13_8429113_T_CT_C SNP 3701.98 0 0 0 0 0 0 0 0 15 23 11 23 10 7 17 11 20 28 13 24 32 21 15 23 11 23 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_11630Pp3c13_11630transcript PAC:32930682protein_codingNA c.*1287A>G NA NA NA NA 964
Chr13 8429113 T C Chr13_8429113_T_CT_C SNP 3701.98 0 0 0 0 0 0 0 0 15 23 11 23 10 7 17 11 20 28 13 24 32 21 15 23 11 23 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_11630Pp3c13_11630transcript PAC:32930684protein_codingNA c.*1287A>G NA NA NA NA 964
Chr13 8429113 T C Chr13_8429113_T_CT_C SNP 3701.98 0 0 0 0 0 0 0 0 15 23 11 23 10 7 17 11 20 28 13 24 32 21 15 23 11 23 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_11630Pp3c13_11630transcript PAC:32930683protein_codingNA c.*1287A>G NA NA NA NA 1137
Chr13 8429113 T C Chr13_8429113_T_CT_C SNP 3701.98 0 0 0 0 0 0 0 0 15 23 11 23 10 7 17 11 20 28 13 24 32 21 15 23 11 23 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_11610-Pp3c13_11630Pp3c13_11610-Pp3c13_11630intergenic_regionPp3c13_11610-Pp3c13_11630NA NA n.8429113T>CNA NA NA NA NA
Chr13 8472767 T C Chr13_8472767_T_CT_C SNP 18449.63 22 18 16 21 21 30 21 27 28 21 22 20 7 9 22 18 16 21 21 30 21 27 28 21 22 20 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11640-Pp3c13_11650Pp3c13_11640-Pp3c13_11650intergenic_regionPp3c13_11640-Pp3c13_11650NA NA n.8472767T>CNA NA NA NA NA
Chr13 8472941 C CA Chr13_8472941_C_CAC_CA INDEL 12939.59 16 11 8 26 27 20 18 18 25 20 12 6 6 6 16 11 8 26 27 20 18 18 25 20 12 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11640-Pp3c13_11650Pp3c13_11640-Pp3c13_11650intergenic_regionPp3c13_11640-Pp3c13_11650NA NA n.8472941_8472942insANA NA NA NA NA
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932522protein_codingNA c.*3642_*3643insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932538protein_codingNA c.*3471_*3472insANA NA NA NA 2890
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932532protein_codingNA c.*3471_*3472insANA NA NA NA 2890
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932539protein_codingNA c.*4349_*4350insANA NA NA NA 2890
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932540protein_codingNA c.*4349_*4350insANA NA NA NA 2890
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932524protein_codingNA c.*3642_*3643insANA NA NA NA 2967
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932523protein_codingNA c.*3642_*3643insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932531protein_codingNA c.*3634_*3635insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932527protein_codingNA c.*3524_*3525insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932528protein_codingNA c.*3524_*3525insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932535protein_codingNA c.*3634_*3635insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932537protein_codingNA c.*3634_*3635insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932525protein_codingNA c.*3524_*3525insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932529protein_codingNA c.*3471_*3472insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932534protein_codingNA c.*3634_*3635insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932530protein_codingNA c.*3524_*3525insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932533protein_codingNA c.*3524_*3525insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932536protein_codingNA c.*3471_*3472insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932526protein_codingNA c.*3524_*3525insANA NA NA NA 3169
Chr13 8477669 G GT Chr13_8477669_G_GTG_GT INDEL 24830.59 26 19 18 31 17 45 31 20 30 39 15 21 15 14 26 19 18 31 17 45 31 20 30 39 15 21 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11640-Pp3c13_11650Pp3c13_11640-Pp3c13_11650intergenic_regionPp3c13_11640-Pp3c13_11650NA NA n.8477669_8477670insTNA NA NA NA NA
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932522protein_codingNA c.*3628_*3629insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932538protein_codingNA c.*3457_*3458insANA NA NA NA 2876
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932532protein_codingNA c.*3457_*3458insANA NA NA NA 2876
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932539protein_codingNA c.*4335_*4336insANA NA NA NA 2876
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932540protein_codingNA c.*4335_*4336insANA NA NA NA 2876
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932524protein_codingNA c.*3628_*3629insANA NA NA NA 2953
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932523protein_codingNA c.*3628_*3629insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932531protein_codingNA c.*3620_*3621insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932527protein_codingNA c.*3510_*3511insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932528protein_codingNA c.*3510_*3511insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932535protein_codingNA c.*3620_*3621insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932537protein_codingNA c.*3620_*3621insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932525protein_codingNA c.*3510_*3511insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932529protein_codingNA c.*3457_*3458insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932534protein_codingNA c.*3620_*3621insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932530protein_codingNA c.*3510_*3511insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932533protein_codingNA c.*3510_*3511insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932536protein_codingNA c.*3457_*3458insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932526protein_codingNA c.*3510_*3511insANA NA NA NA 3155
Chr13 8477683 G GT Chr13_8477683_G_GTG_GT INDEL 25292.59 26 21 20 32 17 48 31 17 29 36 15 24 17 15 26 21 20 32 17 48 31 17 29 36 15 24 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11640-Pp3c13_11650Pp3c13_11640-Pp3c13_11650intergenic_regionPp3c13_11640-Pp3c13_11650NA NA n.8477683_8477684insTNA NA NA NA NA
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932522protein_codingNA c.*3448G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932538protein_codingNA c.*3277G>T NA NA NA NA 2696
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932532protein_codingNA c.*3277G>T NA NA NA NA 2696
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932539protein_codingNA c.*4155G>T NA NA NA NA 2696
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932540protein_codingNA c.*4155G>T NA NA NA NA 2696
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932524protein_codingNA c.*3448G>T NA NA NA NA 2773
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932523protein_codingNA c.*3448G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932531protein_codingNA c.*3440G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932527protein_codingNA c.*3330G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932528protein_codingNA c.*3330G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932535protein_codingNA c.*3440G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932537protein_codingNA c.*3440G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932525protein_codingNA c.*3330G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932529protein_codingNA c.*3277G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932534protein_codingNA c.*3440G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932530protein_codingNA c.*3330G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932533protein_codingNA c.*3330G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932536protein_codingNA c.*3277G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932526protein_codingNA c.*3330G>T NA NA NA NA 2975
Chr13 8477864 C A Chr13_8477864_C_AC_A SNP 20492.63 17 17 11 36 19 41 38 21 22 25 12 20 12 12 17 17 11 36 19 41 38 21 22 25 12 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11640-Pp3c13_11650Pp3c13_11640-Pp3c13_11650intergenic_regionPp3c13_11640-Pp3c13_11650NA NA n.8477864C>ANA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932522protein_coding 01-juil c.95-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932538protein_coding 01-août c.-5-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932532protein_coding 01-août c.95-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932539protein_coding 01-juil c.95-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932540protein_coding 01-août c.95-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932524protein_coding 01-juil c.95-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932523protein_coding 01-juil c.95-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932531protein_coding 01-août c.95-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932527protein_coding 01-août c.50-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932528protein_coding 01-août c.50-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932535protein_coding 01-août c.50-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932537protein_coding 01-août c.50-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932525protein_coding 01-août c.95-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932529protein_coding 01-août c.95-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932534protein_coding 01-août c.95-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932530protein_coding 01-août c.-5-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932533protein_coding 01-août c.-5-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932536protein_coding 01-août c.-5-46G>T NA NA NA NA NA
Chr13 8483957 C A Chr13_8483957_C_AC_A SNP 18230.63 34 10 16 31 15 25 28 25 21 22 9 21 12 5 34 10 16 31 15 25 28 25 21 22 9 21 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_11650Pp3c13_11650transcript PAC:32932526protein_coding 01-août c.95-46G>T NA NA NA NA NA
Chr13 8522186 G T Chr13_8522186_G_TG_T SNP 17972.63 27 13 12 28 13 27 24 27 25 25 8 18 8 17 27 13 12 28 13 27 24 27 25 25 8 18 8 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11720-Pp3c13_11750Pp3c13_11720-Pp3c13_11750intergenic_regionPp3c13_11720-Pp3c13_11750NA NA n.8522186G>TNA NA NA NA NA
Chr13 8553925 T TTA Chr13_8553925_T_TTAT_TTA INDEL 18842.59 16 7 16 29 16 26 32 22 22 15 16 16 14 7 16 7 16 29 16 26 32 22 22 15 16 16 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11720-Pp3c13_11750Pp3c13_11720-Pp3c13_11750intergenic_regionPp3c13_11720-Pp3c13_11750NA NA n.8553925_8553926insTANA NA NA NA NA
Chr13 8591815 C T Chr13_8591815_C_TC_T SNP 12393.29 34 21 11 0 0 0 0 0 29 31 12 12 11 10 34 21 11 23 14 22 36 25 29 31 12 12 11 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c13_11750-Pp3c13_11781Pp3c13_11750-Pp3c13_11781intergenic_regionPp3c13_11750-Pp3c13_11781NA NA n.8591815C>TNA NA NA NA NA
Chr13 8639350 G GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAChr13_8639350_G_GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAG_GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAINDEL 13498.59 19 8 8 14 12 17 17 13 14 12 14 6 5 7 19 8 8 14 12 17 17 13 14 12 14 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_11820Pp3c13_11820transcript PAC:32930656protein_codingNA c.-4149_-4148insTTGAAAGGTGTATATAATCAACCATGTCTTTAGAAGCTANA NA NA NA 4149
Chr13 8639350 G GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAChr13_8639350_G_GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAG_GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAINDEL 13498.59 19 8 8 14 12 17 17 13 14 12 14 6 5 7 19 8 8 14 12 17 17 13 14 12 14 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_11820Pp3c13_11820transcript PAC:32930657protein_codingNA c.-4149_-4148insTTGAAAGGTGTATATAATCAACCATGTCTTTAGAAGCTANA NA NA NA 3562
Chr13 8639350 G GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAChr13_8639350_G_GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAG_GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAINDEL 13498.59 19 8 8 14 12 17 17 13 14 12 14 6 5 7 19 8 8 14 12 17 17 13 14 12 14 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11829Pp3c13_11829transcript PAC:32932450protein_codingNA c.*539_*540insTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAANA NA NA NA 157
Chr13 8639350 G GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAChr13_8639350_G_GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAG_GTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAAINDEL 13498.59 19 8 8 14 12 17 17 13 14 12 14 6 5 7 19 8 8 14 12 17 17 13 14 12 14 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11829-Pp3c13_11910Pp3c13_11829-Pp3c13_11910intergenic_regionPp3c13_11829-Pp3c13_11910NA NA n.8639350_8639351insTAGCTTCTAAAGACATGGTTGATTATATACACCTTTCAANA NA NA NA NA
Chr13 8639400 TCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAGT Chr13_8639400_TCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAG_TTCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAG_TINDEL 10156.59 23 10 6 11 10 15 12 9 14 9 9 9 6 4 25 10 6 11 10 15 12 9 14 9 9 9 6 4 0.92 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_11820Pp3c13_11820transcript PAC:32930656protein_codingNA c.-4234_-4199delCTTGCTTGTCTTATGTGGAATTGCTTCTGGCTTATGNA NA NA NA 4199
Chr13 8639400 TCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAGT Chr13_8639400_TCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAG_TTCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAG_TINDEL 10156.59 23 10 6 11 10 15 12 9 14 9 9 9 6 4 25 10 6 11 10 15 12 9 14 9 9 9 6 4 0.92 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_11820Pp3c13_11820transcript PAC:32930657protein_codingNA c.-4234_-4199delCTTGCTTGTCTTATGTGGAATTGCTTCTGGCTTATGNA NA NA NA 3612
Chr13 8639400 TCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAGT Chr13_8639400_TCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAG_TTCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAG_TINDEL 10156.59 23 10 6 11 10 15 12 9 14 9 9 9 6 4 25 10 6 11 10 15 12 9 14 9 9 9 6 4 0.92 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_11829Pp3c13_11829transcript PAC:32932450protein_codingNA c.*590_*625delCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAGNA NA NA NA 207
Chr13 8639400 TCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAGT Chr13_8639400_TCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAG_TTCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAG_TINDEL 10156.59 23 10 6 11 10 15 12 9 14 9 9 9 6 4 25 10 6 11 10 15 12 9 14 9 9 9 6 4 0.92 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11829-Pp3c13_11910Pp3c13_11829-Pp3c13_11910intergenic_regionPp3c13_11829-Pp3c13_11910NA NA n.8639401_8639436delCATAAGCCAGAAGCAATTCCACATAAGACAAGCAAGNA NA NA NA NA
Chr13 8642550 G A Chr13_8642550_G_AG_A SNP 6540.29 0 0 0 24 26 26 35 23 0 0 0 0 0 0 25 18 14 24 26 27 35 23 35 35 15 20 13 16 0 0 0 1 1 0.963 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c13_11829Pp3c13_11829transcript PAC:32932450protein_codingNA c.*3739G>A NA NA NA NA 3356
Chr13 8642550 G A Chr13_8642550_G_AG_A SNP 6540.29 0 0 0 24 26 26 35 23 0 0 0 0 0 0 25 18 14 24 26 27 35 23 35 35 15 20 13 16 0 0 0 1 1 0.963 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_11829-Pp3c13_11910Pp3c13_11829-Pp3c13_11910intergenic_regionPp3c13_11829-Pp3c13_11910NA NA n.8642550G>ANA NA NA NA NA
Chr13 8677788 T G Chr13_8677788_T_GT_G SNP 18594.63 30 11 17 19 16 15 28 18 23 23 15 19 9 15 30 11 17 19 16 15 28 18 23 23 15 19 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11829-Pp3c13_11910Pp3c13_11829-Pp3c13_11910intergenic_regionPp3c13_11829-Pp3c13_11910NA NA n.8677788T>GNA NA NA NA NA
Chr13 8677789 G T Chr13_8677789_G_TG_T SNP 18594.63 30 11 17 19 18 15 28 18 24 23 14 19 9 15 30 11 17 19 18 15 28 18 24 23 14 19 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11829-Pp3c13_11910Pp3c13_11829-Pp3c13_11910intergenic_regionPp3c13_11829-Pp3c13_11910NA NA n.8677789G>TNA NA NA NA NA
Chr13 8677863 G T Chr13_8677863_G_TG_T SNP 16375.63 21 11 17 16 17 15 29 20 25 19 18 8 8 13 21 11 17 16 17 15 29 20 25 19 18 8 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11829-Pp3c13_11910Pp3c13_11829-Pp3c13_11910intergenic_regionPp3c13_11829-Pp3c13_11910NA NA n.8677863G>TNA NA NA NA NA
Chr13 8677867 G T Chr13_8677867_G_TG_T SNP 16185.63 20 11 16 15 16 15 29 20 24 18 19 8 7 13 20 11 16 15 16 15 29 20 24 18 19 8 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11829-Pp3c13_11910Pp3c13_11829-Pp3c13_11910intergenic_regionPp3c13_11829-Pp3c13_11910NA NA n.8677867G>TNA NA NA NA NA
Chr13 8677970 TA T Chr13_8677970_TA_TTA_T INDEL 12040.59 16 15 13 8 14 11 22 10 11 21 7 9 8 11 16 15 13 8 14 11 22 10 11 21 7 9 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11829-Pp3c13_11910Pp3c13_11829-Pp3c13_11910intergenic_regionPp3c13_11829-Pp3c13_11910NA NA n.8677971delANA NA NA NA NA
Chr13 8677980 TG T Chr13_8677980_TG_TTG_T INDEL 12363.59 18 10 13 8 16 14 26 10 11 22 6 11 8 8 18 10 13 8 16 14 26 10 11 22 6 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11829-Pp3c13_11910Pp3c13_11829-Pp3c13_11910intergenic_regionPp3c13_11829-Pp3c13_11910NA NA n.8677981delGNA NA NA NA NA
Chr13 8683561 G A Chr13_8683561_G_AG_A SNP 5341.29 0 0 0 20 22 14 34 20 0 0 0 0 0 0 29 13 9 20 22 14 34 20 14 14 18 10 14 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_11829-Pp3c13_11910Pp3c13_11829-Pp3c13_11910intergenic_regionPp3c13_11829-Pp3c13_11910NA NA n.8683561G>ANA NA NA NA NA
Chr13 8738935 G A Chr13_8738935_G_AG_A SNP 12025.63 14 4 10 16 9 14 25 17 13 15 5 11 5 7 14 4 10 16 9 14 25 17 13 15 5 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11920-Pp3c13_11960Pp3c13_11920-Pp3c13_11960intergenic_regionPp3c13_11920-Pp3c13_11960NA NA n.8738935G>ANA NA NA NA NA
Chr13 8738956 T A Chr13_8738956_T_AT_A SNP 10723.63 12 4 7 15 9 12 18 16 9 13 8 10 4 4 12 4 7 15 9 12 18 16 9 13 8 10 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11920-Pp3c13_11960Pp3c13_11920-Pp3c13_11960intergenic_regionPp3c13_11920-Pp3c13_11960NA NA n.8738956T>ANA NA NA NA NA
Chr13 8790046 G A Chr13_8790046_G_AG_A SNP 10303.63 12 11 8 12 15 11 9 10 17 11 11 7 6 5 12 11 8 12 15 11 9 10 17 11 11 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11920-Pp3c13_11960Pp3c13_11920-Pp3c13_11960intergenic_regionPp3c13_11920-Pp3c13_11960NA NA n.8790046G>ANA NA NA NA NA
Chr13 8790115 G A Chr13_8790115_G_AG_A SNP 10228.63 16 9 11 9 11 7 13 13 16 4 5 11 11 6 16 9 11 9 11 7 13 13 16 4 5 11 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_11920-Pp3c13_11960Pp3c13_11920-Pp3c13_11960intergenic_regionPp3c13_11920-Pp3c13_11960NA NA n.8790115G>ANA NA NA NA NA
Chr13 8918516 G A Chr13_8918516_G_AG_A SNP 19858.63 30 18 24 30 29 24 28 16 31 19 18 15 13 10 31 18 24 30 29 24 28 16 31 19 18 15 13 10 0.968 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_12110Pp3c13_12110transcript PAC:32930435protein_codingNA c.*5326G>A NA NA NA NA 4802
Chr13 8918516 G A Chr13_8918516_G_AG_A SNP 19858.63 30 18 24 30 29 24 28 16 31 19 18 15 13 10 31 18 24 30 29 24 28 16 31 19 18 15 13 10 0.968 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_12110Pp3c13_12110transcript PAC:32930436protein_codingNA c.*5326G>A NA NA NA NA 4657
Chr13 8918516 G A Chr13_8918516_G_AG_A SNP 19858.63 30 18 24 30 29 24 28 16 31 19 18 15 13 10 31 18 24 30 29 24 28 16 31 19 18 15 13 10 0.968 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12110-Pp3c13_12120Pp3c13_12110-Pp3c13_12120intergenic_regionPp3c13_12110-Pp3c13_12120NA NA n.8918516G>ANA NA NA NA NA
Chr13 8962236 G A Chr13_8962236_G_AG_A SNP 1913.98 0 0 0 0 0 0 0 0 9 9 5 10 5 9 19 12 11 14 16 18 17 12 9 9 5 10 5 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_12120-Pp3c13_12160Pp3c13_12120-Pp3c13_12160intergenic_regionPp3c13_12120-Pp3c13_12160NA NA n.8962236G>ANA NA NA NA NA
Chr13 8982111 CTA C Chr13_8982111_CTA_CCTA_C INDEL 9877.59 25 11 13 15 8 22 27 13 8 17 11 8 5 9 26 12 13 16 8 22 27 13 8 17 12 9 5 10 0.962 0.917 1 0.938 1 1 1 1 1 1 0.917 0.889 1 0.9 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_12160Pp3c13_12160transcript PAC:32931112protein_codingNA c.-2468_-2467delTANA NA NA NA 2467
Chr13 8982111 CTA C Chr13_8982111_CTA_CCTA_C INDEL 9877.59 25 11 13 15 8 22 27 13 8 17 11 8 5 9 26 12 13 16 8 22 27 13 8 17 12 9 5 10 0.962 0.917 1 0.938 1 1 1 1 1 1 0.917 0.889 1 0.9 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_12161Pp3c13_12161transcript PAC:32931378protein_codingNA c.-2468_-2467delTANA NA NA NA 2467
Chr13 8982111 CTA C Chr13_8982111_CTA_CCTA_C INDEL 9877.59 25 11 13 15 8 22 27 13 8 17 11 8 5 9 26 12 13 16 8 22 27 13 8 17 12 9 5 10 0.962 0.917 1 0.938 1 1 1 1 1 1 0.917 0.889 1 0.9 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_12170Pp3c13_12170transcript PAC:32932014protein_codingNA c.-2587_-2586delTANA NA NA NA 1204
Chr13 8982111 CTA C Chr13_8982111_CTA_CCTA_C INDEL 9877.59 25 11 13 15 8 22 27 13 8 17 11 8 5 9 26 12 13 16 8 22 27 13 8 17 12 9 5 10 0.962 0.917 1 0.938 1 1 1 1 1 1 0.917 0.889 1 0.9 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_12170Pp3c13_12170transcript PAC:32932015protein_codingNA c.-2587_-2586delTANA NA NA NA 1254
Chr13 8982111 CTA C Chr13_8982111_CTA_CCTA_C INDEL 9877.59 25 11 13 15 8 22 27 13 8 17 11 8 5 9 26 12 13 16 8 22 27 13 8 17 12 9 5 10 0.962 0.917 1 0.938 1 1 1 1 1 1 0.917 0.889 1 0.9 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_12170Pp3c13_12170transcript PAC:32932016protein_codingNA c.-2587_-2586delTANA NA NA NA 1289
Chr13 8982111 CTA C Chr13_8982111_CTA_CCTA_C INDEL 9877.59 25 11 13 15 8 22 27 13 8 17 11 8 5 9 26 12 13 16 8 22 27 13 8 17 12 9 5 10 0.962 0.917 1 0.938 1 1 1 1 1 1 0.917 0.889 1 0.9 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12160-Pp3c13_12170Pp3c13_12160-Pp3c13_12170intergenic_regionPp3c13_12160-Pp3c13_12170NA NA n.8982112_8982113delTANA NA NA NA NA
Chr13 9037117 G A Chr13_9037117_G_AG_A SNP 9774.29 20 15 19 0 0 0 0 0 17 19 8 14 8 7 20 15 19 17 18 27 26 16 17 20 8 14 8 7 1 1 1 0 0 0 0 0 1 0.95 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c13_12220-Pp3c13_12280Pp3c13_12220-Pp3c13_12280intergenic_regionPp3c13_12220-Pp3c13_12280NA NA n.9037117G>ANA NA NA NA NA
Chr13 9061835 C A Chr13_9061835_C_AC_A SNP 3403.98 0 0 0 0 0 0 0 0 11 27 13 11 8 6 19 4 9 13 15 23 17 16 11 27 13 11 8 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_12220-Pp3c13_12280Pp3c13_12220-Pp3c13_12280intergenic_regionPp3c13_12220-Pp3c13_12280NA NA n.9061835C>ANA NA NA NA NA
Chr13 9110686 A G Chr13_9110686_A_GA_G SNP 17251.63 26 15 10 17 16 19 33 20 25 25 15 25 10 8 26 15 10 17 16 19 33 20 25 25 15 25 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12220-Pp3c13_12280Pp3c13_12220-Pp3c13_12280intergenic_regionPp3c13_12220-Pp3c13_12280NA NA n.9110686A>GNA NA NA NA NA
Chr13 9180793 GT G Chr13_9180793_GT_GGT_G INDEL 15844.59 32 8 11 27 19 24 25 18 17 19 11 10 6 6 32 8 11 27 19 24 25 18 17 19 11 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180794delTNA NA NA NA NA
Chr13 9180796 A T Chr13_9180796_A_TA_T SNP 15943.63 33 8 10 27 20 23 25 18 17 19 11 10 6 6 33 8 10 27 20 23 25 18 17 19 11 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180796A>TNA NA NA NA NA
Chr13 9180798 G C Chr13_9180798_G_CG_C SNP 16308.63 33 7 10 28 18 22 25 18 17 17 9 10 4 6 33 7 10 28 18 22 25 18 17 17 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180798G>CNA NA NA NA NA
Chr13 9180799 A AACCACCT Chr13_9180799_A_AACCACCTA_AACCACCTINDEL 16323.59 33 7 10 29 18 22 25 18 17 17 9 10 4 6 33 7 10 29 18 22 25 18 17 17 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180799_9180800insACCACCTNA NA NA NA NA
Chr13 9180802 AGG A Chr13_9180802_AGG_AAGG_A INDEL 15224.59 32 6 11 29 17 20 26 17 17 17 9 10 4 6 32 6 11 29 17 20 26 17 17 17 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180803_9180804delGGNA NA NA NA NA
Chr13 9180805 TC T Chr13_9180805_TC_TTC_T INDEL 14459.59 32 6 11 28 17 19 26 17 17 17 9 10 4 6 32 6 11 28 17 19 26 17 17 17 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180806delCNA NA NA NA NA
Chr13 9180810 A G Chr13_9180810_A_GA_G SNP 14468.63 31 6 11 27 18 19 26 15 16 17 8 9 4 6 31 6 11 27 18 19 26 15 16 17 8 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180810A>GNA NA NA NA NA
Chr13 9180813 A C Chr13_9180813_A_CA_C SNP 13307.42 30 6 11 26 18 18 26 15 16 17 9 9 4 5 30 6 11 26 18 18 26 15 17 17 9 9 4 5 1 1 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180813A>CNA NA NA NA NA
Chr13 9180815 TA T Chr13_9180815_TA_TTA_T INDEL 13073.38 30 6 12 26 18 18 25 15 16 17 9 9 4 4 30 6 12 26 18 18 25 15 17 17 9 9 4 4 1 1 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180816delANA NA NA NA NA
Chr13 9180817 CGA C Chr13_9180817_CGA_CCGA_C INDEL 12938.38 31 6 12 26 17 18 25 16 16 17 8 9 4 4 31 6 12 26 17 18 25 16 17 17 8 9 4 4 1 1 1 1 1 1 1 1 0.941 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180818_9180819delGANA NA NA NA NA
Chr13 9180825 CA C Chr13_9180825_CA_CCA_C INDEL 12533.38 29 6 11 27 18 20 25 15 15 14 7 9 4 4 29 6 11 27 18 20 25 15 16 14 7 9 4 4 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180826delANA NA NA NA NA
Chr13 9180837 AGCC A Chr13_9180837_AGCC_AAGCC_A INDEL 10580.46 25 6 9 23 16 21 21 14 14 13 7 7 4 5 25 6 9 23 16 21 21 14 15 13 7 7 4 6 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0.833 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180838_9180840delGCCNA NA NA NA NA
Chr13 9180842 A AT Chr13_9180842_A_ATA_AT INDEL 10625.46 24 6 9 21 15 21 22 16 14 14 7 7 4 5 24 6 9 21 15 21 22 16 15 14 7 7 4 6 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0.833 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180842_9180843insTNA NA NA NA NA
Chr13 9180844 G T Chr13_9180844_G_TG_T SNP 10589.5 24 6 10 23 13 21 22 15 13 14 6 7 4 5 24 6 10 23 13 21 22 15 14 14 6 7 4 6 1 1 1 1 1 1 1 1 0.929 1 1 1 1 0.833 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180844G>TNA NA NA NA NA
Chr13 9180849 TCTAAC T Chr13_9180849_TCTAAC_TTCTAAC_T INDEL 9620.56 22 8 10 23 13 20 21 14 12 13 6 7 4 5 22 8 10 23 13 20 21 14 13 13 6 7 4 6 1 1 1 1 1 1 1 1 0.923 1 1 1 1 0.833 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180850_9180854delCTAACNA NA NA NA NA
Chr13 9180856 A C Chr13_9180856_A_CA_C SNP 9404.61 22 8 10 22 13 19 21 15 10 12 7 8 4 5 22 8 10 22 13 19 21 15 11 12 7 8 5 6 1 1 1 1 1 1 1 1 0.909 1 1 1 0.8 0.833 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180856A>CNA NA NA NA NA
Chr13 9180865 G T Chr13_9180865_G_TG_T SNP 8863.56 21 5 9 20 11 16 20 15 9 11 7 8 5 4 21 5 9 20 11 16 20 15 10 11 7 8 6 5 1 1 1 1 1 1 1 1 0.9 1 1 1 0.833 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180865G>TNA NA NA NA NA
Chr13 9180870 G C Chr13_9180870_G_CG_C SNP 8523.33 21 5 9 19 11 15 19 13 8 12 7 6 5 4 21 5 9 19 11 15 19 13 9 12 7 6 6 5 1 1 1 1 1 1 1 1 0.889 1 1 1 0.833 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180870G>CNA NA NA NA NA
Chr13 9180875 G C Chr13_9180875_G_CG_C SNP 8212.55 19 5 7 18 9 12 19 13 8 10 7 6 5 4 19 5 7 18 9 12 19 13 9 10 7 6 6 5 1 1 1 1 1 1 1 1 0.889 1 1 1 0.833 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180875G>CNA NA NA NA NA
Chr13 9180881 C T Chr13_9180881_C_TC_T SNP 7598.55 19 5 5 18 9 11 18 12 8 11 7 6 6 4 19 5 5 18 9 11 18 12 9 12 7 6 7 5 1 1 1 1 1 1 1 1 0.889 0.917 1 1 0.857 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180881C>TNA NA NA NA NA
Chr13 9180884 T TA Chr13_9180884_T_TAT_TA INDEL 7499.5 18 5 5 17 8 11 17 12 8 11 7 6 6 4 18 5 5 17 8 11 17 12 9 12 7 6 7 5 1 1 1 1 1 1 1 1 0.889 0.917 1 1 0.857 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12320-Pp3c13_12379Pp3c13_12320-Pp3c13_12379intergenic_regionPp3c13_12320-Pp3c13_12379NA NA n.9180884_9180885insANA NA NA NA NA
Chr13 9317813 GTA G Chr13_9317813_GTA_GGTA_G INDEL 53.37 0 0 0 0 0 0 1 0 0 4 0 4 0 0 17 20 8 12 11 17 23 8 11 15 7 4 6 11 0 0 0 0 0 0 0 0 0 0.267 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c13_12620Pp3c13_12620transcript PAC:32932026protein_codingNA c.*1364_*1365delTANA NA NA NA 971
Chr13 9317813 GTA G Chr13_9317813_GTA_GGTA_G INDEL 53.37 0 0 0 0 0 0 1 0 0 4 0 4 0 0 17 20 8 12 11 17 23 8 11 15 7 4 6 11 0 0 0 0 0 0 0 0 0 0.267 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c13_12620Pp3c13_12620transcript PAC:32932027protein_codingNA c.*1364_*1365delTANA NA NA NA 963
Chr13 9317813 GTA G Chr13_9317813_GTA_GGTA_G INDEL 53.37 0 0 0 0 0 0 1 0 0 4 0 4 0 0 17 20 8 12 11 17 23 8 11 15 7 4 6 11 0 0 0 0 0 0 0 0 0 0.267 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c13_12620Pp3c13_12620transcript PAC:32932028protein_codingNA c.*1364_*1365delTANA NA NA NA 963
Chr13 9317813 GTA G Chr13_9317813_GTA_GGTA_G INDEL 53.37 0 0 0 0 0 0 1 0 0 4 0 4 0 0 17 20 8 12 11 17 23 8 11 15 7 4 6 11 0 0 0 0 0 0 0 0 0 0.267 0 1 0 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c13_12610-Pp3c13_12620Pp3c13_12610-Pp3c13_12620intergenic_regionPp3c13_12610-Pp3c13_12620NA NA n.9317814_9317815delTANA NA NA NA NA
Chr13 9536283 G A Chr13_9536283_G_AG_A SNP 6528.29 0 0 0 24 20 23 32 24 0 0 0 0 0 0 18 8 14 24 20 23 32 24 24 16 17 20 13 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_12900-Pp3c13_12950Pp3c13_12900-Pp3c13_12950intergenic_regionPp3c13_12900-Pp3c13_12950NA NA n.9536283G>ANA NA NA NA NA
Chr13 9571155 G GA Chr13_9571155_G_GAG_GA INDEL 16844.59 36 13 16 27 16 24 32 23 17 25 20 18 17 10 36 13 16 27 16 24 32 23 17 25 20 18 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_12950Pp3c13_12950transcript PAC:32930492protein_coding janv-18 c.169+262_169+263insANA NA NA NA NA
Chr13 9571155 G GA Chr13_9571155_G_GAG_GA INDEL 16844.59 36 13 16 27 16 24 32 23 17 25 20 18 17 10 36 13 16 27 16 24 32 23 17 25 20 18 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_12950Pp3c13_12950transcript PAC:32930493protein_coding janv-18 c.169+262_169+263insANA NA NA NA NA
Chr13 9571155 G GA Chr13_9571155_G_GAG_GA INDEL 16844.59 36 13 16 27 16 24 32 23 17 25 20 18 17 10 36 13 16 27 16 24 32 23 17 25 20 18 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_12950Pp3c13_12950transcript PAC:32930494protein_coding janv-19 c.169+262_169+263insANA NA NA NA NA
Chr13 9715356 G A Chr13_9715356_G_AG_A SNP 19514.63 23 15 10 21 16 28 32 26 24 18 24 16 13 10 23 15 10 21 16 28 32 26 24 18 24 16 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_12980-Pp3c13_13090Pp3c13_12980-Pp3c13_13090intergenic_regionPp3c13_12980-Pp3c13_13090NA NA n.9715356G>ANA NA NA NA NA
Chr13 9750582 CA C Chr13_9750582_CA_CCA_C INDEL 18109.59 23 9 20 22 18 20 28 25 13 19 13 23 9 7 23 9 20 22 18 20 28 25 13 19 13 23 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_13090Pp3c13_13090transcript PAC:32930364protein_coding 07-août c.2725-41delANA NA NA NA NA
Chr13 9750582 CA C Chr13_9750582_CA_CCA_C INDEL 18109.59 23 9 20 22 18 20 28 25 13 19 13 23 9 7 23 9 20 22 18 20 28 25 13 19 13 23 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_13090Pp3c13_13090transcript PAC:32930365protein_coding 07-août c.2725-41delANA NA NA NA NA
Chr13 9750591 G GA Chr13_9750591_G_GAG_GA INDEL 18966.59 26 9 20 23 18 20 31 25 16 24 13 25 10 8 26 9 20 23 18 20 31 25 16 24 13 25 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_13090Pp3c13_13090transcript PAC:32930364protein_coding 07-août c.2725-33_2725-32insANA NA NA NA NA
Chr13 9750591 G GA Chr13_9750591_G_GAG_GA INDEL 18966.59 26 9 20 23 18 20 31 25 16 24 13 25 10 8 26 9 20 23 18 20 31 25 16 24 13 25 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_13090Pp3c13_13090transcript PAC:32930365protein_coding 07-août c.2725-33_2725-32insANA NA NA NA NA
Chr13 10013889 AGTTCCCCACAGAGGCAGGCAGCTGCA Chr13_10013889_AGTTCCCCACAGAGGCAGGCAGCTGC_AAGTTCCCCACAGAGGCAGGCAGCTGC_AINDEL 18019.59 25 18 7 25 15 32 30 19 20 19 12 9 8 7 25 18 7 25 15 32 30 19 20 19 12 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_13360-Pp3c13_13560Pp3c13_13360-Pp3c13_13560intergenic_regionPp3c13_13360-Pp3c13_13560NA NA n.10013890_10013914delGTTCCCCACAGAGGCAGGCAGCTGCNA NA NA NA NA
Chr13 10171536 TGG T Chr13_10171536_TGG_TTGG_T INDEL 25019.59 38 18 16 25 23 48 26 25 23 29 19 13 15 13 38 18 16 25 23 48 26 25 23 29 19 13 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_13740Pp3c13_13740transcript PAC:32931321protein_codingNA c.*2829_*2830delGGNA NA NA NA 2829
Chr13 10171536 TGG T Chr13_10171536_TGG_TTGG_T INDEL 25019.59 38 18 16 25 23 48 26 25 23 29 19 13 15 13 38 18 16 25 23 48 26 25 23 29 19 13 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_13740-Pp3c13_13800Pp3c13_13740-Pp3c13_13800intergenic_regionPp3c13_13740-Pp3c13_13800NA NA n.10171537_10171538delGGNA NA NA NA NA
Chr13 10171539 A AATT Chr13_10171539_A_AATTA_AATT INDEL 25019.59 38 18 16 25 23 48 26 25 23 29 19 13 15 13 38 18 16 25 23 48 26 25 23 29 19 13 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_13740Pp3c13_13740transcript PAC:32931321protein_codingNA c.*2831_*2832insATTNA NA NA NA 2832
Chr13 10171539 A AATT Chr13_10171539_A_AATTA_AATT INDEL 25019.59 38 18 16 25 23 48 26 25 23 29 19 13 15 13 38 18 16 25 23 48 26 25 23 29 19 13 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_13740-Pp3c13_13800Pp3c13_13740-Pp3c13_13800intergenic_regionPp3c13_13740-Pp3c13_13800NA NA n.10171539_10171540insATTNA NA NA NA NA
Chr13 10204647 G T Chr13_10204647_G_TG_T SNP 2398.39 24 18 16 0 0 0 0 0 0 0 0 0 0 0 24 18 16 26 14 26 26 17 20 28 30 9 7 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c13_13740-Pp3c13_13800Pp3c13_13740-Pp3c13_13800intergenic_regionPp3c13_13740-Pp3c13_13800NA NA n.10204647G>TNA NA NA NA NA
Chr13 10290159 T TTA Chr13_10290159_T_TTAT_TTA INDEL 2952.24 1 1 0 24 12 19 10 24 2 0 0 0 0 0 16 10 8 24 12 19 10 24 8 17 9 8 6 10 0 0 0 1 1 1 1 1 0.25 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c13_13860-Pp3c13_13880Pp3c13_13860-Pp3c13_13880intergenic_regionPp3c13_13860-Pp3c13_13880NA NA n.10290159_10290160insTANA NA NA NA NA
Chr13 10383370 AAT A Chr13_10383370_AAT_AAAT_A INDEL 977.35 14 8 11 0 0 1 0 0 1 0 0 0 0 1 16 8 11 17 9 15 22 17 8 10 6 5 5 5 0.875 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c13_14080-Pp3c13_14095Pp3c13_14080-Pp3c13_14095intergenic_regionPp3c13_14080-Pp3c13_14095NA NA n.10383371_10383372delATNA NA NA NA NA
Chr13 10394734 T A Chr13_10394734_T_AT_A SNP 9776.63 13 12 7 14 9 15 12 10 12 16 13 10 4 4 13 12 7 14 9 16 12 10 12 16 13 10 4 4 1 1 1 1 1 0.938 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14080-Pp3c13_14095Pp3c13_14080-Pp3c13_14095intergenic_regionPp3c13_14080-Pp3c13_14095NA NA n.10394734T>ANA NA NA NA NA
Chr13 10396683 G T Chr13_10396683_G_TG_T SNP 19901.63 31 11 12 38 11 26 21 22 19 19 13 9 8 12 31 11 12 38 11 26 21 22 19 19 13 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14080-Pp3c13_14095Pp3c13_14080-Pp3c13_14095intergenic_regionPp3c13_14080-Pp3c13_14095NA NA n.10396683G>TNA NA NA NA NA
Chr13 10396691 G T Chr13_10396691_G_TG_T SNP 19737.63 29 11 11 38 9 26 20 22 19 20 13 11 8 12 29 11 11 38 9 26 20 22 19 20 13 11 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14080-Pp3c13_14095Pp3c13_14080-Pp3c13_14095intergenic_regionPp3c13_14080-Pp3c13_14095NA NA n.10396691G>TNA NA NA NA NA
Chr13 10396755 G T Chr13_10396755_G_TG_T SNP 18504.63 25 10 13 33 13 24 23 22 22 22 17 6 7 13 25 10 13 33 13 24 23 22 22 22 17 6 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14080-Pp3c13_14095Pp3c13_14080-Pp3c13_14095intergenic_regionPp3c13_14080-Pp3c13_14095NA NA n.10396755G>TNA NA NA NA NA
Chr13 10398214 A AT Chr13_10398214_A_ATA_AT INDEL 13600.59 12 5 8 19 13 18 14 14 19 19 10 7 6 10 12 5 8 19 13 18 14 14 19 19 10 7 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14080-Pp3c13_14095Pp3c13_14080-Pp3c13_14095intergenic_regionPp3c13_14080-Pp3c13_14095NA NA n.10398214_10398215insTNA NA NA NA NA
Chr13 10398218 A T Chr13_10398218_A_TA_T SNP 13609.63 12 5 8 19 11 18 14 13 19 19 10 7 6 9 12 5 8 19 11 18 14 13 19 19 10 7 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14080-Pp3c13_14095Pp3c13_14080-Pp3c13_14095intergenic_regionPp3c13_14080-Pp3c13_14095NA NA n.10398218A>TNA NA NA NA NA
Chr13 10398247 C T Chr13_10398247_C_TC_T SNP 10477.63 9 7 10 14 9 10 10 11 16 16 8 5 5 7 9 7 10 14 9 10 10 11 16 16 8 5 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14080-Pp3c13_14095Pp3c13_14080-Pp3c13_14095intergenic_regionPp3c13_14080-Pp3c13_14095NA NA n.10398247C>TNA NA NA NA NA
Chr13 10398255 A G Chr13_10398255_A_GA_G SNP 10997.63 10 8 13 16 7 10 11 11 16 16 6 5 5 6 10 8 13 16 7 10 11 11 16 16 6 5 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14080-Pp3c13_14095Pp3c13_14080-Pp3c13_14095intergenic_regionPp3c13_14080-Pp3c13_14095NA NA n.10398255A>GNA NA NA NA NA
Chr13 10475353 G A Chr13_10475353_G_AG_A SNP 6955.29 0 0 0 33 25 32 34 20 0 0 0 0 0 0 33 18 18 33 25 32 34 20 23 26 23 13 13 23 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_14130-Pp3c13_14170Pp3c13_14130-Pp3c13_14170intergenic_regionPp3c13_14130-Pp3c13_14170NA NA n.10475353G>ANA NA NA NA NA
Chr13 10485236 T A Chr13_10485236_T_AT_A SNP 23029.63 33 17 19 29 18 22 26 29 34 26 16 16 25 19 33 17 19 29 18 22 26 29 34 26 16 16 25 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14130-Pp3c13_14170Pp3c13_14130-Pp3c13_14170intergenic_regionPp3c13_14130-Pp3c13_14170NA NA n.10485236T>ANA NA NA NA NA
Chr13 10485243 T A Chr13_10485243_T_AT_A SNP 22875.63 35 17 20 31 18 22 27 27 33 26 18 16 25 18 35 17 20 31 18 22 27 27 33 26 18 16 25 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14130-Pp3c13_14170Pp3c13_14130-Pp3c13_14170intergenic_regionPp3c13_14130-Pp3c13_14170NA NA n.10485243T>ANA NA NA NA NA
Chr13 10485355 T A Chr13_10485355_T_AT_A SNP 15308.63 20 13 17 26 19 25 21 15 25 17 10 11 10 4 20 13 17 26 19 25 21 15 25 17 10 11 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14130-Pp3c13_14170Pp3c13_14130-Pp3c13_14170intergenic_regionPp3c13_14130-Pp3c13_14170NA NA n.10485355T>ANA NA NA NA NA
Chr13 10641146 G A Chr13_10641146_G_AG_A SNP 21450.63 48 23 9 26 33 39 24 31 19 35 17 9 13 6 48 23 9 26 33 39 24 31 19 35 17 9 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14340-Pp3c13_14360Pp3c13_14340-Pp3c13_14360intergenic_regionPp3c13_14340-Pp3c13_14360NA NA n.10641146G>ANA NA NA NA NA
Chr13 10766703 C T Chr13_10766703_C_TC_T SNP 6317.29 0 0 0 19 20 27 38 30 0 0 0 0 0 0 40 17 15 19 20 27 38 30 23 29 16 18 14 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_14620Pp3c13_14620transcript PAC:32931397protein_codingNA c.-4538G>A NA NA NA NA 3737
Chr13 10766703 C T Chr13_10766703_C_TC_T SNP 6317.29 0 0 0 19 20 27 38 30 0 0 0 0 0 0 40 17 15 19 20 27 38 30 23 29 16 18 14 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_14630Pp3c13_14630transcript PAC:32931328protein_codingNA c.-1668C>T NA NA NA NA 1668
Chr13 10766703 C T Chr13_10766703_C_TC_T SNP 6317.29 0 0 0 19 20 27 38 30 0 0 0 0 0 0 40 17 15 19 20 27 38 30 23 29 16 18 14 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_14620Pp3c13_14620transcript PAC:32931398protein_codingNA c.-4877G>A NA NA NA NA 4877
Chr13 10766703 C T Chr13_10766703_C_TC_T SNP 6317.29 0 0 0 19 20 27 38 30 0 0 0 0 0 0 40 17 15 19 20 27 38 30 23 29 16 18 14 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_14630Pp3c13_14630transcript PAC:32931329protein_codingNA c.-1668C>T NA NA NA NA 1668
Chr13 10766703 C T Chr13_10766703_C_TC_T SNP 6317.29 0 0 0 19 20 27 38 30 0 0 0 0 0 0 40 17 15 19 20 27 38 30 23 29 16 18 14 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c13_14623Pp3c13_14623transcript PAC:32929885protein_codingNA c.*4162C>T NA NA NA NA 3531
Chr13 10766703 C T Chr13_10766703_C_TC_T SNP 6317.29 0 0 0 19 20 27 38 30 0 0 0 0 0 0 40 17 15 19 20 27 38 30 23 29 16 18 14 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c13_14640Pp3c13_14640transcript PAC:32931243protein_codingNA c.*4238G>A NA NA NA NA 4238



Chr13 10766703 C T Chr13_10766703_C_TC_T SNP 6317.29 0 0 0 19 20 27 38 30 0 0 0 0 0 0 40 17 15 19 20 27 38 30 23 29 16 18 14 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_14623-Pp3c13_14630Pp3c13_14623-Pp3c13_14630intergenic_regionPp3c13_14623-Pp3c13_14630NA NA n.10766703C>TNA NA NA NA NA
Chr13 10814986 G GTA Chr13_10814986_G_GTAG_GTA INDEL 2092.93 1 0 0 1 0 1 3 1 18 14 4 12 4 8 22 8 14 16 17 22 36 15 18 14 4 13 4 8 0 0 0 0 0 0 0.083 0 1 1 1 0.923 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c13_14750Pp3c13_14750transcript PAC:32930576protein_codingNA c.-1485_-1484insTANA NA NA NA 727
Chr13 10814986 G GTA Chr13_10814986_G_GTAG_GTA INDEL 2092.93 1 0 0 1 0 1 3 1 18 14 4 12 4 8 22 8 14 16 17 22 36 15 18 14 4 13 4 8 0 0 0 0 0 0 0.083 0 1 1 1 0.923 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c13_14750Pp3c13_14750transcript PAC:32930578protein_codingNA c.-2361_-2360insTANA NA NA NA 727
Chr13 10814986 G GTA Chr13_10814986_G_GTAG_GTA INDEL 2092.93 1 0 0 1 0 1 3 1 18 14 4 12 4 8 22 8 14 16 17 22 36 15 18 14 4 13 4 8 0 0 0 0 0 0 0.083 0 1 1 1 0.923 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c13_14750Pp3c13_14750transcript PAC:32930579protein_codingNA c.-2361_-2360insTANA NA NA NA 727
Chr13 10814986 G GTA Chr13_10814986_G_GTAG_GTA INDEL 2092.93 1 0 0 1 0 1 3 1 18 14 4 12 4 8 22 8 14 16 17 22 36 15 18 14 4 13 4 8 0 0 0 0 0 0 0.083 0 1 1 1 0.923 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c13_14750Pp3c13_14750transcript PAC:32930577protein_codingNA c.-1485_-1484insTANA NA NA NA 1485
Chr13 10814986 G GTA Chr13_10814986_G_GTAG_GTA INDEL 2092.93 1 0 0 1 0 1 3 1 18 14 4 12 4 8 22 8 14 16 17 22 36 15 18 14 4 13 4 8 0 0 0 0 0 0 0.083 0 1 1 1 0.923 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c13_14750-Pp3c13_14780Pp3c13_14750-Pp3c13_14780intergenic_regionPp3c13_14750-Pp3c13_14780NA NA n.10814986_10814987insTANA NA NA NA NA
Chr13 10876831 A AAT Chr13_10876831_A_AATA_AAT INDEL 1264.35 23 11 6 0 0 1 0 0 0 0 0 2 0 0 23 11 6 21 16 21 41 23 21 26 16 15 10 9 1 1 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c13_14910Pp3c13_14910transcript PAC:32932341protein_codingNA c.-3268_-3267insATNA NA NA NA 2822
Chr13 10876831 A AAT Chr13_10876831_A_AATA_AAT INDEL 1264.35 23 11 6 0 0 1 0 0 0 0 0 2 0 0 23 11 6 21 16 21 41 23 21 26 16 15 10 9 1 1 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c13_14910Pp3c13_14910transcript PAC:32932342protein_codingNA c.-3268_-3267insATNA NA NA NA 2828
Chr13 10876831 A AAT Chr13_10876831_A_AATA_AAT INDEL 1264.35 23 11 6 0 0 1 0 0 0 0 0 2 0 0 23 11 6 21 16 21 41 23 21 26 16 15 10 9 1 1 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_14900Pp3c13_14900transcript PAC:32931774protein_codingNA c.*885_*886insATNA NA NA NA 885
Chr13 10876831 A AAT Chr13_10876831_A_AATA_AAT INDEL 1264.35 23 11 6 0 0 1 0 0 0 0 0 2 0 0 23 11 6 21 16 21 41 23 21 26 16 15 10 9 1 1 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c13_14870-Pp3c13_14900Pp3c13_14870-Pp3c13_14900intergenic_regionPp3c13_14870-Pp3c13_14900NA NA n.10876831_10876832insATNA NA NA NA NA
Chr13 10916344 AAT A Chr13_10916344_AAT_AAAT_A INDEL 9357.59 21 7 13 14 14 20 34 24 12 9 13 7 8 8 22 7 13 14 14 20 35 24 13 9 13 7 8 8 0.955 1 1 1 1 1 0.971 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_14940Pp3c13_14940transcript PAC:32930332protein_codingNA c.*5419_*5420delATNA NA NA NA 4419
Chr13 10916344 AAT A Chr13_10916344_AAT_AAAT_A INDEL 9357.59 21 7 13 14 14 20 34 24 12 9 13 7 8 8 22 7 13 14 14 20 35 24 13 9 13 7 8 8 0.955 1 1 1 1 1 0.971 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_14960Pp3c13_14960transcript PAC:32930551protein_codingNA c.*2096_*2097delATNA NA NA NA 1704
Chr13 10916344 AAT A Chr13_10916344_AAT_AAAT_A INDEL 9357.59 21 7 13 14 14 20 34 24 12 9 13 7 8 8 22 7 13 14 14 20 35 24 13 9 13 7 8 8 0.955 1 1 1 1 1 0.971 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_14960Pp3c13_14960transcript PAC:32930553protein_codingNA c.*2096_*2097delATNA NA NA NA 1704
Chr13 10916344 AAT A Chr13_10916344_AAT_AAAT_A INDEL 9357.59 21 7 13 14 14 20 34 24 12 9 13 7 8 8 22 7 13 14 14 20 35 24 13 9 13 7 8 8 0.955 1 1 1 1 1 0.971 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_14960Pp3c13_14960transcript PAC:32930552protein_codingNA c.*2096_*2097delATNA NA NA NA 1783
Chr13 10916344 AAT A Chr13_10916344_AAT_AAAT_A INDEL 9357.59 21 7 13 14 14 20 34 24 12 9 13 7 8 8 22 7 13 14 14 20 35 24 13 9 13 7 8 8 0.955 1 1 1 1 1 0.971 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_14940-Pp3c13_14960Pp3c13_14940-Pp3c13_14960intergenic_regionPp3c13_14940-Pp3c13_14960NA NA n.10916345_10916346delATNA NA NA NA NA
Chr13 10990102 GTA G Chr13_10990102_GTA_GGTA_G INDEL 1595.5 1 0 0 1 0 1 0 1 16 8 10 7 4 4 26 10 10 21 13 14 26 9 16 9 10 7 4 4 0 0 0 0 0 0 0 0 1 0.889 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_15069Pp3c13_15069transcript PAC:32931079protein_codingNA c.-2084_-2083delTANA NA NA NA 2063
Chr13 10990102 GTA G Chr13_10990102_GTA_GGTA_G INDEL 1595.5 1 0 0 1 0 1 0 1 16 8 10 7 4 4 26 10 10 21 13 14 26 9 16 9 10 7 4 4 0 0 0 0 0 0 0 0 1 0.889 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_15081Pp3c13_15081transcript PAC:32932521protein_codingNA c.*1760_*1761delTANA NA NA NA 1508
Chr13 10990102 GTA G Chr13_10990102_GTA_GGTA_G INDEL 1595.5 1 0 0 1 0 1 0 1 16 8 10 7 4 4 26 10 10 21 13 14 26 9 16 9 10 7 4 4 0 0 0 0 0 0 0 0 1 0.889 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_15081-Pp3c13_15090Pp3c13_15081-Pp3c13_15090intergenic_regionPp3c13_15081-Pp3c13_15090NA NA n.10990103_10990104delTANA NA NA NA NA
Chr13 10990504 C A Chr13_10990504_C_AC_A SNP 20247.63 42 12 11 19 17 26 28 31 19 33 19 7 14 15 42 12 11 19 17 26 28 31 19 33 19 7 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15069Pp3c13_15069transcript PAC:32931079protein_codingNA c.-2484G>T NA NA NA NA 2464
Chr13 10990504 C A Chr13_10990504_C_AC_A SNP 20247.63 42 12 11 19 17 26 28 31 19 33 19 7 14 15 42 12 11 19 17 26 28 31 19 33 19 7 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15081Pp3c13_15081transcript PAC:32932521protein_codingNA c.*2161C>A NA NA NA NA 1909
Chr13 10990504 C A Chr13_10990504_C_AC_A SNP 20247.63 42 12 11 19 17 26 28 31 19 33 19 7 14 15 42 12 11 19 17 26 28 31 19 33 19 7 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15081-Pp3c13_15090Pp3c13_15081-Pp3c13_15090intergenic_regionPp3c13_15081-Pp3c13_15090NA NA n.10990504C>ANA NA NA NA NA
Chr13 11023996 A T Chr13_11023996_A_TA_T SNP 15465.63 25 11 17 15 22 30 28 27 24 27 7 6 7 12 25 11 17 15 22 30 28 27 24 27 7 6 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15090-Pp3c13_15150Pp3c13_15090-Pp3c13_15150intergenic_regionPp3c13_15090-Pp3c13_15150NA NA n.11023996A>TNA NA NA NA NA
Chr13 11030984 A G Chr13_11030984_A_GA_G SNP 16200.63 20 13 12 24 24 25 24 18 16 22 9 17 9 11 20 13 12 24 24 25 24 18 16 22 9 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15090-Pp3c13_15150Pp3c13_15090-Pp3c13_15150intergenic_regionPp3c13_15090-Pp3c13_15150NA NA n.11030984A>GNA NA NA NA NA
Chr13 11039034 AT A Chr13_11039034_AT_AAT_A INDEL 20267.59 33 14 16 24 22 29 17 25 20 25 14 11 8 12 33 14 16 24 22 29 17 25 20 25 14 11 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15090-Pp3c13_15150Pp3c13_15090-Pp3c13_15150intergenic_regionPp3c13_15090-Pp3c13_15150NA NA n.11039035delTNA NA NA NA NA
Chr13 11039039 T TA Chr13_11039039_T_TAT_TA INDEL 20544.59 35 14 16 24 22 32 18 25 20 25 14 11 8 12 35 14 16 24 22 32 18 25 20 25 14 11 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15090-Pp3c13_15150Pp3c13_15090-Pp3c13_15150intergenic_regionPp3c13_15090-Pp3c13_15150NA NA n.11039039_11039040insANA NA NA NA NA
Chr13 11039087 A T Chr13_11039087_A_TA_T SNP 18847.63 32 16 16 21 15 29 13 27 25 24 18 18 6 10 32 16 16 21 15 29 13 27 25 24 18 18 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15090-Pp3c13_15150Pp3c13_15090-Pp3c13_15150intergenic_regionPp3c13_15090-Pp3c13_15150NA NA n.11039087A>TNA NA NA NA NA
Chr13 11041082 A AT Chr13_11041082_A_ATA_AT INDEL 23508.59 36 23 11 37 21 29 28 24 24 18 15 18 12 11 36 23 11 37 21 29 28 24 24 18 15 18 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15090-Pp3c13_15150Pp3c13_15090-Pp3c13_15150intergenic_regionPp3c13_15090-Pp3c13_15150NA NA n.11041082_11041083insTNA NA NA NA NA
Chr13 11041096 AG A Chr13_11041096_AG_AAG_A INDEL 23322.59 38 23 13 39 18 30 25 24 24 18 19 16 11 13 38 23 13 39 18 30 25 24 24 18 19 16 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15090-Pp3c13_15150Pp3c13_15090-Pp3c13_15150intergenic_regionPp3c13_15090-Pp3c13_15150NA NA n.11041097delGNA NA NA NA NA
Chr13 11168227 C G Chr13_11168227_C_GC_G SNP 19616.63 30 14 15 23 30 27 34 29 10 21 16 11 8 9 30 14 15 23 30 27 34 29 10 21 16 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c13_15370Pp3c13_15370transcript PAC:32931230protein_coding 01-avr c.-820C>G NA NA NA NA NA
Chr13 11168227 C G Chr13_11168227_C_GC_G SNP 19616.63 30 14 15 23 30 27 34 29 10 21 16 11 8 9 30 14 15 23 30 27 34 29 10 21 16 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_15370Pp3c13_15370transcript PAC:32931230protein_coding 01-avr c.-820C>G NA NA NA NA 820
Chr13 11168227 C G Chr13_11168227_C_GC_G SNP 19616.63 30 14 15 23 30 27 34 29 10 21 16 11 8 9 30 14 15 23 30 27 34 29 10 21 16 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15379Pp3c13_15379transcript PAC:32931936protein_codingNA c.*3694G>C NA NA NA NA 3616
Chr13 11168227 C G Chr13_11168227_C_GC_G SNP 19616.63 30 14 15 23 30 27 34 29 10 21 16 11 8 9 30 14 15 23 30 27 34 29 10 21 16 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15370Pp3c13_15370transcript PAC:32931227protein_coding 01-avr c.86+175C>GNA NA NA NA NA
Chr13 11168227 C G Chr13_11168227_C_GC_G SNP 19616.63 30 14 15 23 30 27 34 29 10 21 16 11 8 9 30 14 15 23 30 27 34 29 10 21 16 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15370Pp3c13_15370transcript PAC:32931228protein_coding 01-avr c.86+175C>GNA NA NA NA NA
Chr13 11168227 C G Chr13_11168227_C_GC_G SNP 19616.63 30 14 15 23 30 27 34 29 10 21 16 11 8 9 30 14 15 23 30 27 34 29 10 21 16 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15370Pp3c13_15370transcript PAC:32931229protein_coding 01-avr c.-282+175C>GNA NA NA NA NA
Chr13 11168228 T TG Chr13_11168228_T_TGT_TG INDEL 19607.59 30 13 15 23 31 28 34 29 11 20 17 11 8 9 30 13 15 23 31 28 34 29 11 20 17 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_15370Pp3c13_15370transcript PAC:32931230protein_coding 01-avr c.-819_-818insGNA NA NA NA 818
Chr13 11168228 T TG Chr13_11168228_T_TGT_TG INDEL 19607.59 30 13 15 23 31 28 34 29 11 20 17 11 8 9 30 13 15 23 31 28 34 29 11 20 17 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15379Pp3c13_15379transcript PAC:32931936protein_codingNA c.*3692_*3693insCNA NA NA NA 3614
Chr13 11168228 T TG Chr13_11168228_T_TGT_TG INDEL 19607.59 30 13 15 23 31 28 34 29 11 20 17 11 8 9 30 13 15 23 31 28 34 29 11 20 17 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15370Pp3c13_15370transcript PAC:32931227protein_coding 01-avr c.86+176_86+177insGNA NA NA NA NA
Chr13 11168228 T TG Chr13_11168228_T_TGT_TG INDEL 19607.59 30 13 15 23 31 28 34 29 11 20 17 11 8 9 30 13 15 23 31 28 34 29 11 20 17 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15370Pp3c13_15370transcript PAC:32931228protein_coding 01-avr c.86+176_86+177insGNA NA NA NA NA
Chr13 11168228 T TG Chr13_11168228_T_TGT_TG INDEL 19607.59 30 13 15 23 31 28 34 29 11 20 17 11 8 9 30 13 15 23 31 28 34 29 11 20 17 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15370Pp3c13_15370transcript PAC:32931229protein_coding 01-avr c.-282+176_-282+177insGNA NA NA NA NA
Chr13 11218950 G C Chr13_11218950_G_CG_C SNP 10930.63 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c13_15450Pp3c13_15450transcript PAC:32930176protein_coding 02-févr c.*169G>C NA NA NA NA 169
Chr13 11218950 G C Chr13_11218950_G_CG_C SNP 10930.63 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930968protein_codingNA c.-1255G>C NA NA NA NA 788
Chr13 11218950 G C Chr13_11218950_G_CG_C SNP 10930.63 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930973protein_codingNA c.-1255G>C NA NA NA NA 585
Chr13 11218950 G C Chr13_11218950_G_CG_C SNP 10930.63 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930970protein_codingNA c.-1255G>C NA NA NA NA 788
Chr13 11218950 G C Chr13_11218950_G_CG_C SNP 10930.63 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930971protein_codingNA c.-1255G>C NA NA NA NA 788
Chr13 11218950 G C Chr13_11218950_G_CG_C SNP 10930.63 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930972protein_codingNA c.-1255G>C NA NA NA NA 788
Chr13 11218950 G C Chr13_11218950_G_CG_C SNP 10930.63 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930969protein_codingNA c.-1255G>C NA NA NA NA 838
Chr13 11218954 G GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAChr13_11218954_G_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAG_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAINDEL 10942.59 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c13_15450Pp3c13_15450transcript PAC:32930176protein_coding 02-févr c.*52_*53insGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAANA NA NA NA 53
Chr13 11218954 G GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAChr13_11218954_G_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAG_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAINDEL 10942.59 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930968protein_codingNA c.-1251_-1250insAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAANA NA NA NA 783
Chr13 11218954 G GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAChr13_11218954_G_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAG_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAINDEL 10942.59 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930973protein_codingNA c.-1251_-1250insAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAANA NA NA NA 580
Chr13 11218954 G GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAChr13_11218954_G_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAG_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAINDEL 10942.59 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930970protein_codingNA c.-1251_-1250insAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAANA NA NA NA 783
Chr13 11218954 G GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAChr13_11218954_G_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAG_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAINDEL 10942.59 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930971protein_codingNA c.-1251_-1250insAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAANA NA NA NA 783
Chr13 11218954 G GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAChr13_11218954_G_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAG_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAINDEL 10942.59 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930972protein_codingNA c.-1251_-1250insAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAANA NA NA NA 783
Chr13 11218954 G GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAChr13_11218954_G_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAG_GAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAAINDEL 10942.59 14 12 6 19 9 14 13 16 20 10 9 9 12 8 14 12 6 20 10 14 13 17 21 12 9 9 14 8 1 1 1 0.95 0.9 1 1 0.941 0.952 0.833 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15460Pp3c13_15460transcript PAC:32930969protein_codingNA c.-1251_-1250insAGGTGTCGCAAGCTGTTCGTGAATTCGCTAGTGCTATCTATATATATATCTTACAGCATCTGCTAGTTTTGGAGCGTGGAGTCTGCATGGTGGAAGGGAATCGTCTTTTTCGATAGAAANA NA NA NA 833
Chr13 11300548 C T Chr13_11300548_C_TC_T SNP 21550.63 28 19 17 34 21 27 24 24 17 27 22 17 14 6 28 19 17 34 21 27 24 24 17 27 22 17 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15520-Pp3c13_15600Pp3c13_15520-Pp3c13_15600intergenic_regionPp3c13_15520-Pp3c13_15600NA NA n.11300548C>TNA NA NA NA NA
Chr13 11300549 A T Chr13_11300549_A_TA_T SNP 21698.63 28 19 17 34 22 26 23 24 17 27 22 16 14 6 28 19 17 34 22 26 23 24 17 27 22 16 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15520-Pp3c13_15600Pp3c13_15520-Pp3c13_15600intergenic_regionPp3c13_15520-Pp3c13_15600NA NA n.11300549A>TNA NA NA NA NA
Chr13 11300553 AT A Chr13_11300553_AT_AAT_A INDEL 21847.59 28 19 17 34 22 27 23 25 17 27 22 17 14 7 28 19 17 34 22 27 23 25 17 27 22 17 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15520-Pp3c13_15600Pp3c13_15520-Pp3c13_15600intergenic_regionPp3c13_15520-Pp3c13_15600NA NA n.11300554delTNA NA NA NA NA
Chr13 11300555 AT A Chr13_11300555_AT_AAT_A INDEL 21802.59 28 20 17 35 21 27 23 26 17 30 23 17 14 7 28 20 17 35 21 27 23 26 17 30 23 17 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15520-Pp3c13_15600Pp3c13_15520-Pp3c13_15600intergenic_regionPp3c13_15520-Pp3c13_15600NA NA n.11300556delTNA NA NA NA NA
Chr13 11430671 T TAGCATACAAGTATTATTCAChr13_11430671_T_TAGCATACAAGTATTATTCAT_TAGCATACAAGTATTATTCAINDEL 98986.59 132 67 64 112 112 116 168 106 103 123 69 72 52 44 132 67 64 112 112 117 168 106 103 123 69 72 52 44 1 1 1 1 1 0.991 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_codingNA c.-1543_-1542insAGCATACAAGTATTATTCANA NA NA NA 1542
Chr13 11430671 T TAGCATACAAGTATTATTCAChr13_11430671_T_TAGCATACAAGTATTATTCAT_TAGCATACAAGTATTATTCAINDEL 98986.59 132 67 64 112 112 116 168 106 103 123 69 72 52 44 132 67 64 112 112 117 168 106 103 123 69 72 52 44 1 1 1 1 1 0.991 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_codingNA c.*1256_*1257insTGAATAATACTTGTATGCTNA NA NA NA 1256
Chr13 11430671 T TAGCATACAAGTATTATTCAChr13_11430671_T_TAGCATACAAGTATTATTCAT_TAGCATACAAGTATTATTCAINDEL 98986.59 132 67 64 112 112 116 168 106 103 123 69 72 52 44 132 67 64 112 112 117 168 106 103 123 69 72 52 44 1 1 1 1 1 0.991 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_codingNA c.*1715_*1716insTGAATAATACTTGTATGCTNA NA NA NA 88
Chr13 11430671 T TAGCATACAAGTATTATTCAChr13_11430671_T_TAGCATACAAGTATTATTCAT_TAGCATACAAGTATTATTCAINDEL 98986.59 132 67 64 112 112 116 168 106 103 123 69 72 52 44 132 67 64 112 112 117 168 106 103 123 69 72 52 44 1 1 1 1 1 0.991 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15770-Pp3c13_15786Pp3c13_15770-Pp3c13_15786intergenic_regionPp3c13_15770-Pp3c13_15786NA NA n.11430671_11430672insAGCATACAAGTATTATTCANA NA NA NA NA
Chr13 11430701 C T Chr13_11430701_C_TC_T SNP 58974.63 82 60 53 79 78 91 128 75 65 89 45 46 31 36 83 60 53 81 78 94 128 77 66 90 49 47 31 38 0.988 1 1 0.975 1 0.968 1 0.974 0.985 0.989 0.918 0.979 1 0.947 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_codingNA c.-1513C>T NA NA NA NA 1513
Chr13 11430701 C T Chr13_11430701_C_TC_T SNP 58974.63 82 60 53 79 78 91 128 75 65 89 45 46 31 36 83 60 53 81 78 94 128 77 66 90 49 47 31 38 0.988 1 1 0.975 1 0.968 1 0.974 0.985 0.989 0.918 0.979 1 0.947 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_codingNA c.*1227G>A NA NA NA NA 1227
Chr13 11430701 C T Chr13_11430701_C_TC_T SNP 58974.63 82 60 53 79 78 91 128 75 65 89 45 46 31 36 83 60 53 81 78 94 128 77 66 90 49 47 31 38 0.988 1 1 0.975 1 0.968 1 0.974 0.985 0.989 0.918 0.979 1 0.947 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_codingNA c.*1686G>A NA NA NA NA 59
Chr13 11430701 C T Chr13_11430701_C_TC_T SNP 58974.63 82 60 53 79 78 91 128 75 65 89 45 46 31 36 83 60 53 81 78 94 128 77 66 90 49 47 31 38 0.988 1 1 0.975 1 0.968 1 0.974 0.985 0.989 0.918 0.979 1 0.947 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15770-Pp3c13_15786Pp3c13_15770-Pp3c13_15786intergenic_regionPp3c13_15770-Pp3c13_15786NA NA n.11430701C>TNA NA NA NA NA
Chr13 11431165 C G Chr13_11431165_C_GC_G SNP 13526.63 29 10 15 29 27 25 31 24 15 21 20 15 12 8 29 10 15 29 27 25 31 24 16 21 20 15 12 8 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_coding 08-août c.*1071G>C NA NA NA NA 1222
Chr13 11431165 C G Chr13_11431165_C_GC_G SNP 13526.63 29 10 15 29 27 25 31 24 15 21 20 15 12 8 29 10 15 29 27 25 31 24 16 21 20 15 12 8 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_codingNA c.-1049C>G NA NA NA NA 1049
Chr13 11431165 C G Chr13_11431165_C_GC_G SNP 13526.63 29 10 15 29 27 25 31 24 15 21 20 15 12 8 29 10 15 29 27 25 31 24 16 21 20 15 12 8 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_codingNA c.*763G>C NA NA NA NA 763
Chr13 11432973 A G Chr13_11432973_A_GA_G SNP 24187.63 36 25 30 37 32 39 47 37 25 39 19 26 13 13 36 25 30 37 32 39 47 37 25 39 19 26 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_coding 05-juil c.503+89T>C NA NA NA NA NA
Chr13 11432973 A G Chr13_11432973_A_GA_G SNP 24187.63 36 25 30 37 32 39 47 37 25 39 19 26 13 13 36 25 30 37 32 39 47 37 25 39 19 26 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_coding 01-janv c.614-49A>G NA NA NA NA NA
Chr13 11432973 A G Chr13_11432973_A_GA_G SNP 24187.63 36 25 30 37 32 39 47 37 25 39 19 26 13 13 36 25 30 37 32 39 47 37 25 39 19 26 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_coding 05-juil c.503+89T>C NA NA NA NA NA
Chr13 11432977 C CT Chr13_11432977_C_CTC_CT INDEL 16164.59 28 22 25 28 27 34 41 30 19 28 15 21 12 11 28 22 25 28 27 34 41 30 19 28 15 21 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_coding 05-juil c.503+84_503+85insANA NA NA NA NA
Chr13 11432977 C CT Chr13_11432977_C_CTC_CT INDEL 16164.59 28 22 25 28 27 34 41 30 19 28 15 21 12 11 28 22 25 28 27 34 41 30 19 28 15 21 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_coding 01-janv c.614-45_614-44insTNA NA NA NA NA
Chr13 11432977 C CT Chr13_11432977_C_CTC_CT INDEL 16164.59 28 22 25 28 27 34 41 30 19 28 15 21 12 11 28 22 25 28 27 34 41 30 19 28 15 21 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_coding 05-juil c.503+84_503+85insANA NA NA NA NA
Chr13 11433292 C T Chr13_11433292_C_TC_T SNP 22158.63 37 23 16 26 19 28 44 23 27 22 10 15 9 9 37 23 16 26 19 28 44 23 27 22 10 15 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_coding 02-févr c.884C>T p.Pro295Leu 884/1377 884/1146 295/381 NA
Chr13 11433292 C T Chr13_11433292_C_TC_T SNP 22158.63 37 23 16 26 19 28 44 23 27 22 10 15 9 9 37 23 16 26 19 28 44 23 27 22 10 15 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_coding 04-août c.315G>A p.Gly105Gly 315/1134 315/1134 105/377 NA
Chr13 11433292 C T Chr13_11433292_C_TC_T SNP 22158.63 37 23 16 26 19 28 44 23 27 22 10 15 9 9 37 23 16 26 19 28 44 23 27 22 10 15 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_coding 04-août c.315G>A p.Gly105Gly 315/2298 315/822 105/273 NA
Chr13 11433316 A T Chr13_11433316_A_TA_T SNP 20242.63 32 26 16 19 16 26 38 24 25 20 12 14 7 8 32 26 16 19 16 26 38 24 25 20 12 14 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_coding 02-févr c.908A>T p.His303Leu 908/1377 908/1146 303/381 NA
Chr13 11433316 A T Chr13_11433316_A_TA_T SNP 20242.63 32 26 16 19 16 26 38 24 25 20 12 14 7 8 32 26 16 19 16 26 38 24 25 20 12 14 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_coding 03-juil c.308-17T>A NA NA NA NA NA
Chr13 11433316 A T Chr13_11433316_A_TA_T SNP 20242.63 32 26 16 19 16 26 38 24 25 20 12 14 7 8 32 26 16 19 16 26 38 24 25 20 12 14 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_coding 03-juil c.308-17T>A NA NA NA NA NA
Chr13 11433993 C G Chr13_11433993_C_GC_G SNP 15738.63 24 7 14 24 15 16 32 22 11 21 12 8 6 11 24 7 14 24 15 16 32 22 11 21 12 8 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_codingNA c.*439C>G NA NA NA NA 208
Chr13 11433993 C G Chr13_11433993_C_GC_G SNP 15738.63 24 7 14 24 15 16 32 22 11 21 12 8 6 11 24 7 14 24 15 16 32 22 11 21 12 8 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_coding 01-juil c.90+9G>C NA NA NA NA NA
Chr13 11433993 C G Chr13_11433993_C_GC_G SNP 15738.63 24 7 14 24 15 16 32 22 11 21 12 8 6 11 24 7 14 24 15 16 32 22 11 21 12 8 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_coding 01-juil c.90+9G>C NA NA NA NA NA
Chr13 11433995 T G Chr13_11433995_T_GT_G SNP 15734.63 23 7 14 22 15 15 29 20 11 19 10 7 6 9 23 7 14 22 15 15 29 20 11 19 10 7 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_coding 01-juil c.90+7A>C NA NA NA NA NA
Chr13 11433995 T G Chr13_11433995_T_GT_G SNP 15734.63 23 7 14 22 15 15 29 20 11 19 10 7 6 9 23 7 14 22 15 15 29 20 11 19 10 7 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_coding 01-juil c.90+7A>C NA NA NA NA NA
Chr13 11433995 T G Chr13_11433995_T_GT_G SNP 15734.63 23 7 14 22 15 15 29 20 11 19 10 7 6 9 23 7 14 22 15 15 29 20 11 19 10 7 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_codingNA c.*441T>G NA NA NA NA 210
Chr13 11433996 A C Chr13_11433996_A_CA_C SNP 15331.63 22 7 14 22 14 15 29 20 10 18 10 7 6 9 22 7 14 22 14 15 29 20 10 18 10 7 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_coding 01-juil c.90+6T>G NA NA NA NA NA
Chr13 11433996 A C Chr13_11433996_A_CA_C SNP 15331.63 22 7 14 22 14 15 29 20 10 18 10 7 6 9 22 7 14 22 14 15 29 20 10 18 10 7 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_coding 01-juil c.90+6T>G NA NA NA NA NA
Chr13 11433996 A C Chr13_11433996_A_CA_C SNP 15331.63 22 7 14 22 14 15 29 20 10 18 10 7 6 9 22 7 14 22 14 15 29 20 10 18 10 7 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_codingNA c.*442A>C NA NA NA NA 211
Chr13 11434000 A G Chr13_11434000_A_GA_G SNP 13879.63 20 6 14 20 12 15 28 19 10 15 9 6 6 7 20 6 14 20 12 15 28 19 10 15 9 6 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_donor_variant&intron_variantHIGH Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_coding 01-juil c.90+2T>C NA NA NA NA NA
Chr13 11434000 A G Chr13_11434000_A_GA_G SNP 13879.63 20 6 14 20 12 15 28 19 10 15 9 6 6 7 20 6 14 20 12 15 28 19 10 15 9 6 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_donor_variant&intron_variantHIGH Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_coding 01-juil c.90+2T>C NA NA NA NA NA
Chr13 11434000 A G Chr13_11434000_A_GA_G SNP 13879.63 20 6 14 20 12 15 28 19 10 15 9 6 6 7 20 6 14 20 12 15 28 19 10 15 9 6 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_codingNA c.*446A>G NA NA NA NA 215
Chr13 11434001 C T Chr13_11434001_C_TC_T SNP 13789.63 19 6 14 20 12 15 28 16 9 15 7 6 6 7 19 6 14 20 12 15 28 16 9 15 7 6 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_donor_variant&intron_variantHIGH Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_coding 01-juil c.90+1G>A NA NA NA NA NA
Chr13 11434001 C T Chr13_11434001_C_TC_T SNP 13789.63 19 6 14 20 12 15 28 16 9 15 7 6 6 7 19 6 14 20 12 15 28 16 9 15 7 6 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_donor_variant&intron_variantHIGH Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_coding 01-juil c.90+1G>A NA NA NA NA NA
Chr13 11434001 C T Chr13_11434001_C_TC_T SNP 13789.63 19 6 14 20 12 15 28 16 9 15 7 6 6 7 19 6 14 20 12 15 28 16 9 15 7 6 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_codingNA c.*447C>T NA NA NA NA 216
Chr13 11434007 T C Chr13_11434007_T_CT_C SNP 11405.63 16 6 13 17 11 11 23 15 6 10 6 5 4 4 16 6 13 17 11 11 23 15 6 10 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c13_15786Pp3c13_15786transcript PAC:32932591protein_coding 01-août c.85A>G p.Ser29Gly 85/1134 85/1134 29/377 NA
Chr13 11434007 T C Chr13_11434007_T_CT_C SNP 11405.63 16 6 13 17 11 11 23 15 6 10 6 5 4 4 16 6 13 17 11 11 23 15 6 10 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c13_15786Pp3c13_15786transcript PAC:32932592protein_coding 01-août c.85A>G p.Ser29Gly 85/2298 85/822 29/273 NA
Chr13 11434007 T C Chr13_11434007_T_CT_C SNP 11405.63 16 6 13 17 11 11 23 15 6 10 6 5 4 4 16 6 13 17 11 11 23 15 6 10 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15790Pp3c13_15790transcript PAC:32930506protein_codingNA c.*453T>C NA NA NA NA 222
Chr13 11448899 C T Chr13_11448899_C_TC_T SNP 20361.63 31 19 19 19 24 30 38 22 35 17 14 18 16 12 31 19 19 19 24 30 38 22 35 17 14 18 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_15800-Pp3c13_15890Pp3c13_15800-Pp3c13_15890intergenic_regionPp3c13_15800-Pp3c13_15890NA NA n.11448899C>TNA NA NA NA NA
Chr13 11546951 AAT A Chr13_11546951_AAT_AAAT_A INDEL 951.35 15 7 11 0 1 0 0 0 0 1 0 0 0 0 16 7 11 19 26 14 19 15 16 17 14 7 7 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_15890Pp3c13_15890transcript PAC:32930977protein_codingNA c.*4336_*4337delATNA NA NA NA 4089
Chr13 11546951 AAT A Chr13_11546951_AAT_AAAT_A INDEL 951.35 15 7 11 0 1 0 0 0 0 1 0 0 0 0 16 7 11 19 26 14 19 15 16 17 14 7 7 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_15890Pp3c13_15890transcript PAC:32930985protein_codingNA c.*4336_*4337delATNA NA NA NA 4089
Chr13 11546951 AAT A Chr13_11546951_AAT_AAAT_A INDEL 951.35 15 7 11 0 1 0 0 0 0 1 0 0 0 0 16 7 11 19 26 14 19 15 16 17 14 7 7 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_15890Pp3c13_15890transcript PAC:32930980protein_codingNA c.*4336_*4337delATNA NA NA NA 4089
Chr13 11546951 AAT A Chr13_11546951_AAT_AAAT_A INDEL 951.35 15 7 11 0 1 0 0 0 0 1 0 0 0 0 16 7 11 19 26 14 19 15 16 17 14 7 7 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_15890Pp3c13_15890transcript PAC:32930978protein_codingNA c.*4336_*4337delATNA NA NA NA 4073
Chr13 11546951 AAT A Chr13_11546951_AAT_AAAT_A INDEL 951.35 15 7 11 0 1 0 0 0 0 1 0 0 0 0 16 7 11 19 26 14 19 15 16 17 14 7 7 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_15890Pp3c13_15890transcript PAC:32930983protein_codingNA c.*4336_*4337delATNA NA NA NA 4089
Chr13 11546951 AAT A Chr13_11546951_AAT_AAAT_A INDEL 951.35 15 7 11 0 1 0 0 0 0 1 0 0 0 0 16 7 11 19 26 14 19 15 16 17 14 7 7 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_15890Pp3c13_15890transcript PAC:32930984protein_codingNA c.*4336_*4337delATNA NA NA NA 4089
Chr13 11546951 AAT A Chr13_11546951_AAT_AAAT_A INDEL 951.35 15 7 11 0 1 0 0 0 0 1 0 0 0 0 16 7 11 19 26 14 19 15 16 17 14 7 7 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_15890Pp3c13_15890transcript PAC:32930981protein_codingNA c.*4336_*4337delATNA NA NA NA 4089
Chr13 11546951 AAT A Chr13_11546951_AAT_AAAT_A INDEL 951.35 15 7 11 0 1 0 0 0 0 1 0 0 0 0 16 7 11 19 26 14 19 15 16 17 14 7 7 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_15890Pp3c13_15890transcript PAC:32930979protein_codingNA c.*4336_*4337delATNA NA NA NA 4089
Chr13 11546951 AAT A Chr13_11546951_AAT_AAAT_A INDEL 951.35 15 7 11 0 1 0 0 0 0 1 0 0 0 0 16 7 11 19 26 14 19 15 16 17 14 7 7 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_15890Pp3c13_15890transcript PAC:32930982protein_codingNA c.*4336_*4337delATNA NA NA NA 4089
Chr13 11546951 AAT A Chr13_11546951_AAT_AAAT_A INDEL 951.35 15 7 11 0 1 0 0 0 0 1 0 0 0 0 16 7 11 19 26 14 19 15 16 17 14 7 7 8 0.938 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c13_15890-Pp3c13_15900Pp3c13_15890-Pp3c13_15900intergenic_regionPp3c13_15890-Pp3c13_15900NA NA n.11546952_11546953delATNA NA NA NA NA
Chr13 11625207 G A Chr13_11625207_G_AG_A SNP 27476.63 34 29 25 24 34 36 44 28 54 32 26 42 13 16 34 29 25 24 34 36 44 28 54 32 26 42 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930067protein_coding 01-mars c.-307G>A NA NA NA NA 307
Chr13 11625207 G A Chr13_11625207_G_AG_A SNP 27476.63 34 29 25 24 34 36 44 28 54 32 26 42 13 16 34 29 25 24 34 36 44 28 54 32 26 42 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c13_15990Pp3c13_15990transcript PAC:32930428protein_coding 08-août c.*2415C>T NA NA NA NA 2415
Chr13 11625207 G A Chr13_11625207_G_AG_A SNP 27476.63 34 29 25 24 34 36 44 28 54 32 26 42 13 16 34 29 25 24 34 36 44 28 54 32 26 42 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930068protein_codingNA c.-307G>A NA NA NA NA 224
Chr13 11625207 G A Chr13_11625207_G_AG_A SNP 27476.63 34 29 25 24 34 36 44 28 54 32 26 42 13 16 34 29 25 24 34 36 44 28 54 32 26 42 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15990Pp3c13_15990transcript PAC:32930429protein_codingNA c.*2415C>T NA NA NA NA 1887
Chr13 11625207 G A Chr13_11625207_G_AG_A SNP 27476.63 34 29 25 24 34 36 44 28 54 32 26 42 13 16 34 29 25 24 34 36 44 28 54 32 26 42 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930066protein_coding 01-mars c.-184+100G>ANA NA NA NA NA
Chr13 11625212 G GA Chr13_11625212_G_GAG_GA INDEL 27115.59 32 26 26 22 32 34 45 26 52 31 25 39 12 14 32 26 26 22 32 34 45 26 52 31 25 39 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930067protein_coding 01-mars c.-300dupA NA NA NA NA 299
Chr13 11625212 G GA Chr13_11625212_G_GAG_GA INDEL 27115.59 32 26 26 22 32 34 45 26 52 31 25 39 12 14 32 26 26 22 32 34 45 26 52 31 25 39 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c13_15990Pp3c13_15990transcript PAC:32930428protein_coding 08-août c.*2409dupT NA NA NA NA 2409
Chr13 11625212 G GA Chr13_11625212_G_GAG_GA INDEL 27115.59 32 26 26 22 32 34 45 26 52 31 25 39 12 14 32 26 26 22 32 34 45 26 52 31 25 39 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930068protein_codingNA c.-302_-301insANA NA NA NA 218
Chr13 11625212 G GA Chr13_11625212_G_GAG_GA INDEL 27115.59 32 26 26 22 32 34 45 26 52 31 25 39 12 14 32 26 26 22 32 34 45 26 52 31 25 39 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15990Pp3c13_15990transcript PAC:32930429protein_codingNA c.*2409dupT NA NA NA NA 1881
Chr13 11625212 G GA Chr13_11625212_G_GAG_GA INDEL 27115.59 32 26 26 22 32 34 45 26 52 31 25 39 12 14 32 26 26 22 32 34 45 26 52 31 25 39 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930066protein_coding 01-mars c.-184+107dupANA NA NA NA NA
Chr13 11625217 A G Chr13_11625217_A_GA_G SNP 25802.63 31 25 24 21 34 31 40 26 49 31 21 32 12 13 31 25 24 21 34 31 40 26 49 31 21 32 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930067protein_coding 01-mars c.-297A>G NA NA NA NA 297
Chr13 11625217 A G Chr13_11625217_A_GA_G SNP 25802.63 31 25 24 21 34 31 40 26 49 31 21 32 12 13 31 25 24 21 34 31 40 26 49 31 21 32 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c13_15990Pp3c13_15990transcript PAC:32930428protein_coding 08-août c.*2405T>C NA NA NA NA 2405
Chr13 11625217 A G Chr13_11625217_A_GA_G SNP 25802.63 31 25 24 21 34 31 40 26 49 31 21 32 12 13 31 25 24 21 34 31 40 26 49 31 21 32 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930068protein_codingNA c.-297A>G NA NA NA NA 214
Chr13 11625217 A G Chr13_11625217_A_GA_G SNP 25802.63 31 25 24 21 34 31 40 26 49 31 21 32 12 13 31 25 24 21 34 31 40 26 49 31 21 32 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15990Pp3c13_15990transcript PAC:32930429protein_codingNA c.*2405T>C NA NA NA NA 1877
Chr13 11625217 A G Chr13_11625217_A_GA_G SNP 25802.63 31 25 24 21 34 31 40 26 49 31 21 32 12 13 31 25 24 21 34 31 40 26 49 31 21 32 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930066protein_coding 01-mars c.-184+110A>GNA NA NA NA NA
Chr13 11625221 G A Chr13_11625221_G_AG_A SNP 24702.63 29 25 23 21 35 27 38 24 47 31 19 31 12 12 29 25 23 21 35 27 38 24 47 31 19 31 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930067protein_coding 01-mars c.-293G>A NA NA NA NA 293
Chr13 11625221 G A Chr13_11625221_G_AG_A SNP 24702.63 29 25 23 21 35 27 38 24 47 31 19 31 12 12 29 25 23 21 35 27 38 24 47 31 19 31 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c13_15990Pp3c13_15990transcript PAC:32930428protein_coding 08-août c.*2401C>T NA NA NA NA 2401
Chr13 11625221 G A Chr13_11625221_G_AG_A SNP 24702.63 29 25 23 21 35 27 38 24 47 31 19 31 12 12 29 25 23 21 35 27 38 24 47 31 19 31 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930068protein_codingNA c.-293G>A NA NA NA NA 210
Chr13 11625221 G A Chr13_11625221_G_AG_A SNP 24702.63 29 25 23 21 35 27 38 24 47 31 19 31 12 12 29 25 23 21 35 27 38 24 47 31 19 31 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_15990Pp3c13_15990transcript PAC:32930429protein_codingNA c.*2401C>T NA NA NA NA 1873
Chr13 11625221 G A Chr13_11625221_G_AG_A SNP 24702.63 29 25 23 21 35 27 38 24 47 31 19 31 12 12 29 25 23 21 35 27 38 24 47 31 19 31 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_16000Pp3c13_16000transcript PAC:32930066protein_coding 01-mars c.-183-110G>ANA NA NA NA NA
Chr13 11673804 A G Chr13_11673804_A_GA_G SNP 8500.63 13 5 5 8 4 13 20 9 7 7 5 4 4 8 13 5 5 8 4 13 20 9 7 7 5 4 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16130Pp3c13_16130transcript PAC:32932414protein_codingNA c.-4940A>G NA NA NA NA 4725
Chr13 11673804 A G Chr13_11673804_A_GA_G SNP 8500.63 13 5 5 8 4 13 20 9 7 7 5 4 4 8 13 5 5 8 4 13 20 9 7 7 5 4 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16130Pp3c13_16130transcript PAC:32932415protein_codingNA c.-4940A>G NA NA NA NA 4857
Chr13 11673804 A G Chr13_11673804_A_GA_G SNP 8500.63 13 5 5 8 4 13 20 9 7 7 5 4 4 8 13 5 5 8 4 13 20 9 7 7 5 4 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_16030-Pp3c13_16130Pp3c13_16030-Pp3c13_16130intergenic_regionPp3c13_16030-Pp3c13_16130NA NA n.11673804A>GNA NA NA NA NA
Chr13 11674144 C T Chr13_11674144_C_TC_T SNP 17472.63 25 16 9 20 23 34 39 16 24 22 16 23 10 7 25 16 9 21 23 34 39 16 24 23 18 23 10 7 1 1 1 0.952 1 1 1 1 1 0.957 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16130Pp3c13_16130transcript PAC:32932414protein_codingNA c.-4600C>T NA NA NA NA 4385
Chr13 11674144 C T Chr13_11674144_C_TC_T SNP 17472.63 25 16 9 20 23 34 39 16 24 22 16 23 10 7 25 16 9 21 23 34 39 16 24 23 18 23 10 7 1 1 1 0.952 1 1 1 1 1 0.957 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16130Pp3c13_16130transcript PAC:32932415protein_codingNA c.-4600C>T NA NA NA NA 4517
Chr13 11674144 C T Chr13_11674144_C_TC_T SNP 17472.63 25 16 9 20 23 34 39 16 24 22 16 23 10 7 25 16 9 21 23 34 39 16 24 23 18 23 10 7 1 1 1 0.952 1 1 1 1 1 0.957 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_16030-Pp3c13_16130Pp3c13_16030-Pp3c13_16130intergenic_regionPp3c13_16030-Pp3c13_16130NA NA n.11674144C>TNA NA NA NA NA
Chr13 11674298 T C Chr13_11674298_T_CT_C SNP 15401.63 22 16 12 12 21 27 29 18 20 18 23 10 9 11 22 16 13 14 21 27 29 18 20 19 25 11 10 11 1 1 0.923 0.857 1 1 1 1 1 0.947 0.92 0.909 0.9 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16130Pp3c13_16130transcript PAC:32932414protein_codingNA c.-4446T>C NA NA NA NA 4231
Chr13 11674298 T C Chr13_11674298_T_CT_C SNP 15401.63 22 16 12 12 21 27 29 18 20 18 23 10 9 11 22 16 13 14 21 27 29 18 20 19 25 11 10 11 1 1 0.923 0.857 1 1 1 1 1 0.947 0.92 0.909 0.9 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16130Pp3c13_16130transcript PAC:32932415protein_codingNA c.-4446T>C NA NA NA NA 4363
Chr13 11674298 T C Chr13_11674298_T_CT_C SNP 15401.63 22 16 12 12 21 27 29 18 20 18 23 10 9 11 22 16 13 14 21 27 29 18 20 19 25 11 10 11 1 1 0.923 0.857 1 1 1 1 1 0.947 0.92 0.909 0.9 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_16030-Pp3c13_16130Pp3c13_16030-Pp3c13_16130intergenic_regionPp3c13_16030-Pp3c13_16130NA NA n.11674298T>CNA NA NA NA NA
Chr13 11816583 AAT A Chr13_11816583_AAT_AAAT_A INDEL 2911.24 0 0 0 15 15 15 19 10 0 0 0 0 0 0 19 7 9 15 16 15 19 10 14 21 16 5 5 8 0 0 0 1 0.938 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c13_16370Pp3c13_16370transcript PAC:32930382protein_codingNA c.*4392_*4393delATNA NA NA NA 4392
Chr13 11816583 AAT A Chr13_11816583_AAT_AAAT_A INDEL 2911.24 0 0 0 15 15 15 19 10 0 0 0 0 0 0 19 7 9 15 16 15 19 10 14 21 16 5 5 8 0 0 0 1 0.938 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_16370-Pp3c13_16380Pp3c13_16370-Pp3c13_16380intergenic_regionPp3c13_16370-Pp3c13_16380NA NA n.11816584_11816585delATNA NA NA NA NA
Chr13 11954633 C CTA Chr13_11954633_C_CTAC_CTA INDEL 1656.35 26 14 12 0 1 0 0 2 0 0 0 2 0 0 26 14 12 16 20 24 25 18 16 11 9 12 6 6 1 1 1 0 0 0 0 0.111 0 0 0 0.167 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c13_16500Pp3c13_16500transcript PAC:32931910protein_codingNA c.-5222_-5221insTANA NA NA NA 3958
Chr13 11954633 C CTA Chr13_11954633_C_CTAC_CTA INDEL 1656.35 26 14 12 0 1 0 0 2 0 0 0 2 0 0 26 14 12 16 20 24 25 18 16 11 9 12 6 6 1 1 1 0 0 0 0 0.111 0 0 0 0.167 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c13_16530Pp3c13_16530transcript PAC:32932032protein_codingNA c.-2031_-2030insTANA NA NA NA 2030
Chr13 11954633 C CTA Chr13_11954633_C_CTAC_CTA INDEL 1656.35 26 14 12 0 1 0 0 2 0 0 0 2 0 0 26 14 12 16 20 24 25 18 16 11 9 12 6 6 1 1 1 0 0 0 0 0.111 0 0 0 0.167 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c13_16540Pp3c13_16540transcript PAC:32930769protein_codingNA c.-4815_-4814insTANA NA NA NA 4673
Chr13 11954633 C CTA Chr13_11954633_C_CTAC_CTA INDEL 1656.35 26 14 12 0 1 0 0 2 0 0 0 2 0 0 26 14 12 16 20 24 25 18 16 11 9 12 6 6 1 1 1 0 0 0 0 0.111 0 0 0 0.167 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c13_16540Pp3c13_16540transcript PAC:32930770protein_codingNA c.-5187_-5186insTANA NA NA NA 4633
Chr13 11954633 C CTA Chr13_11954633_C_CTAC_CTA INDEL 1656.35 26 14 12 0 1 0 0 2 0 0 0 2 0 0 26 14 12 16 20 24 25 18 16 11 9 12 6 6 1 1 1 0 0 0 0 0.111 0 0 0 0.167 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c13_16540Pp3c13_16540transcript PAC:32930771protein_codingNA c.-5187_-5186insTANA NA NA NA 4673
Chr13 11954633 C CTA Chr13_11954633_C_CTAC_CTA INDEL 1656.35 26 14 12 0 1 0 0 2 0 0 0 2 0 0 26 14 12 16 20 24 25 18 16 11 9 12 6 6 1 1 1 0 0 0 0 0.111 0 0 0 0.167 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c13_16490Pp3c13_16490transcript PAC:32930060protein_codingNA c.*4476_*4477insTANA NA NA NA 3958
Chr13 11954633 C CTA Chr13_11954633_C_CTAC_CTA INDEL 1656.35 26 14 12 0 1 0 0 2 0 0 0 2 0 0 26 14 12 16 20 24 25 18 16 11 9 12 6 6 1 1 1 0 0 0 0 0.111 0 0 0 0.167 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c13_16490Pp3c13_16490transcript PAC:32930061protein_codingNA c.*4476_*4477insTANA NA NA NA 4477
Chr13 11954633 C CTA Chr13_11954633_C_CTAC_CTA INDEL 1656.35 26 14 12 0 1 0 0 2 0 0 0 2 0 0 26 14 12 16 20 24 25 18 16 11 9 12 6 6 1 1 1 0 0 0 0 0.111 0 0 0 0.167 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c13_16490-Pp3c13_16530Pp3c13_16490-Pp3c13_16530intergenic_regionPp3c13_16490-Pp3c13_16530NA NA n.11954633_11954634insTANA NA NA NA NA
Chr13 12056688 T TTA Chr13_12056688_T_TTAT_TTA INDEL 1952.35 33 14 15 0 0 0 1 0 2 1 0 0 0 0 33 14 15 15 17 24 27 12 20 14 9 9 5 4 1 1 1 0 0 0 0 0 0.1 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c13_16640Pp3c13_16640transcript PAC:32931473protein_codingNA c.-2538_-2537insTANA NA NA NA 2538
Chr13 12056688 T TTA Chr13_12056688_T_TTAT_TTA INDEL 1952.35 33 14 15 0 0 0 1 0 2 1 0 0 0 0 33 14 15 15 17 24 27 12 20 14 9 9 5 4 1 1 1 0 0 0 0 0 0.1 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c13_16640Pp3c13_16640transcript PAC:32931474protein_codingNA c.-2538_-2537insTANA NA NA NA 2538
Chr13 12056688 T TTA Chr13_12056688_T_TTAT_TTA INDEL 1952.35 33 14 15 0 0 0 1 0 2 1 0 0 0 0 33 14 15 15 17 24 27 12 20 14 9 9 5 4 1 1 1 0 0 0 0 0 0.1 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c13_16650Pp3c13_16650transcript PAC:32932467protein_codingNA c.*621_*622insTANA NA NA NA 621
Chr13 12056688 T TTA Chr13_12056688_T_TTAT_TTA INDEL 1952.35 33 14 15 0 0 0 1 0 2 1 0 0 0 0 33 14 15 15 17 24 27 12 20 14 9 9 5 4 1 1 1 0 0 0 0 0 0.1 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c13_16640-Pp3c13_16650Pp3c13_16640-Pp3c13_16650intergenic_regionPp3c13_16640-Pp3c13_16650NA NA n.12056688_12056689insTANA NA NA NA NA
Chr13 12137625 G GA Chr13_12137625_G_GAG_GA INDEL 11396.59 30 14 11 21 12 14 22 16 10 25 16 13 7 4 31 14 11 22 13 14 24 16 11 25 16 13 7 4 0.968 1 1 0.955 0.923 1 0.917 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16820Pp3c13_16820transcript PAC:32931911protein_codingNA c.-889_-888insANA NA NA NA 657
Chr13 12137625 G GA Chr13_12137625_G_GAG_GA INDEL 11396.59 30 14 11 21 12 14 22 16 10 25 16 13 7 4 31 14 11 22 13 14 24 16 11 25 16 13 7 4 0.968 1 1 0.955 0.923 1 0.917 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16820Pp3c13_16820transcript PAC:32931913protein_codingNA c.-889_-888insANA NA NA NA 657
Chr13 12137625 G GA Chr13_12137625_G_GAG_GA INDEL 11396.59 30 14 11 21 12 14 22 16 10 25 16 13 7 4 31 14 11 22 13 14 24 16 11 25 16 13 7 4 0.968 1 1 0.955 0.923 1 0.917 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_16820Pp3c13_16820transcript PAC:32931912protein_codingNA c.-889_-888insANA NA NA NA 682
Chr13 12137625 G GA Chr13_12137625_G_GAG_GA INDEL 11396.59 30 14 11 21 12 14 22 16 10 25 16 13 7 4 31 14 11 22 13 14 24 16 11 25 16 13 7 4 0.968 1 1 0.955 0.923 1 0.917 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_16799-Pp3c13_16820Pp3c13_16799-Pp3c13_16820intergenic_regionPp3c13_16799-Pp3c13_16820NA NA n.12137625_12137626insANA NA NA NA NA
Chr13 12536950 T TTA Chr13_12536950_T_TTAT_TTA INDEL 40328.59 67 40 34 46 37 50 53 45 51 47 30 35 19 20 67 40 34 46 37 50 53 45 51 47 30 35 19 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17510Pp3c13_17510transcript PAC:32931421protein_codingNA c.*3062_*3063insTANA NA NA NA 926
Chr13 12536950 T TTA Chr13_12536950_T_TTAT_TTA INDEL 40328.59 67 40 34 46 37 50 53 45 51 47 30 35 19 20 67 40 34 46 37 50 53 45 51 47 30 35 19 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17510Pp3c13_17510transcript PAC:32931422protein_codingNA c.*3062_*3063insTANA NA NA NA 1264
Chr13 12536950 T TTA Chr13_12536950_T_TTAT_TTA INDEL 40328.59 67 40 34 46 37 50 53 45 51 47 30 35 19 20 67 40 34 46 37 50 53 45 51 47 30 35 19 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17480-Pp3c13_17510Pp3c13_17480-Pp3c13_17510intergenic_regionPp3c13_17480-Pp3c13_17510NA NA n.12536950_12536951insTANA NA NA NA NA
Chr13 12616177 GAT G Chr13_12616177_GAT_GGAT_G INDEL 2388.93 2 0 0 0 1 1 0 1 14 18 17 7 6 6 14 15 11 23 16 23 18 9 14 18 17 7 6 6 0.143 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c13_17650Pp3c13_17650transcript PAC:32932275protein_codingNA c.-4199_-4198delATNA NA NA NA 4095
Chr13 12616177 GAT G Chr13_12616177_GAT_GGAT_G INDEL 2388.93 2 0 0 0 1 1 0 1 14 18 17 7 6 6 14 15 11 23 16 23 18 9 14 18 17 7 6 6 0.143 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c13_17680Pp3c13_17680transcript PAC:32932337protein_codingNA c.-963_-962delATNA NA NA NA 383
Chr13 12616177 GAT G Chr13_12616177_GAT_GGAT_G INDEL 2388.93 2 0 0 0 1 1 0 1 14 18 17 7 6 6 14 15 11 23 16 23 18 9 14 18 17 7 6 6 0.143 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c13_17650Pp3c13_17650transcript PAC:32932276protein_codingNA c.-4199_-4198delATNA NA NA NA 3612
Chr13 12616177 GAT G Chr13_12616177_GAT_GGAT_G INDEL 2388.93 2 0 0 0 1 1 0 1 14 18 17 7 6 6 14 15 11 23 16 23 18 9 14 18 17 7 6 6 0.143 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c13_17680Pp3c13_17680transcript PAC:32932338protein_codingNA c.-963_-962delATNA NA NA NA 284
Chr13 12616177 GAT G Chr13_12616177_GAT_GGAT_G INDEL 2388.93 2 0 0 0 1 1 0 1 14 18 17 7 6 6 14 15 11 23 16 23 18 9 14 18 17 7 6 6 0.143 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c13_17680Pp3c13_17680transcript PAC:32932339protein_codingNA c.-963_-962delATNA NA NA NA 284
Chr13 12616177 GAT G Chr13_12616177_GAT_GGAT_G INDEL 2388.93 2 0 0 0 1 1 0 1 14 18 17 7 6 6 14 15 11 23 16 23 18 9 14 18 17 7 6 6 0.143 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c13_17670Pp3c13_17670transcript PAC:32931549protein_codingNA c.*1667_*1668delATNA NA NA NA 868
Chr13 12616177 GAT G Chr13_12616177_GAT_GGAT_G INDEL 2388.93 2 0 0 0 1 1 0 1 14 18 17 7 6 6 14 15 11 23 16 23 18 9 14 18 17 7 6 6 0.143 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c13_17670Pp3c13_17670transcript PAC:32931550protein_codingNA c.*1667_*1668delATNA NA NA NA 829
Chr13 12616177 GAT G Chr13_12616177_GAT_GGAT_G INDEL 2388.93 2 0 0 0 1 1 0 1 14 18 17 7 6 6 14 15 11 23 16 23 18 9 14 18 17 7 6 6 0.143 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c13_17670-Pp3c13_17680Pp3c13_17670-Pp3c13_17680intergenic_regionPp3c13_17670-Pp3c13_17680NA NA n.12616178_12616179delATNA NA NA NA NA
Chr13 12622131 A AAT Chr13_12622131_A_AATA_AAT INDEL 10394.59 16 11 8 15 18 27 22 23 18 19 13 5 6 12 16 11 8 15 18 27 22 23 18 19 13 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17680Pp3c13_17680transcript PAC:32932337protein_codingNA c.*2158_*2159insATNA NA NA NA 1428
Chr13 12622131 A AAT Chr13_12622131_A_AATA_AAT INDEL 10394.59 16 11 8 15 18 27 22 23 18 19 13 5 6 12 16 11 8 15 18 27 22 23 18 19 13 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17710Pp3c13_17710transcript PAC:32931129protein_codingNA c.*2451_*2452insATNA NA NA NA 2196
Chr13 12622131 A AAT Chr13_12622131_A_AATA_AAT INDEL 10394.59 16 11 8 15 18 27 22 23 18 19 13 5 6 12 16 11 8 15 18 27 22 23 18 19 13 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17680Pp3c13_17680transcript PAC:32932338protein_codingNA c.*2158_*2159insATNA NA NA NA 1445
Chr13 12622131 A AAT Chr13_12622131_A_AATA_AAT INDEL 10394.59 16 11 8 15 18 27 22 23 18 19 13 5 6 12 16 11 8 15 18 27 22 23 18 19 13 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17680Pp3c13_17680transcript PAC:32932339protein_codingNA c.*2158_*2159insATNA NA NA NA 1315
Chr13 12622131 A AAT Chr13_12622131_A_AATA_AAT INDEL 10394.59 16 11 8 15 18 27 22 23 18 19 13 5 6 12 16 11 8 15 18 27 22 23 18 19 13 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17710Pp3c13_17710transcript PAC:32931130protein_codingNA c.*2451_*2452insATNA NA NA NA 647
Chr13 12622131 A AAT Chr13_12622131_A_AATA_AAT INDEL 10394.59 16 11 8 15 18 27 22 23 18 19 13 5 6 12 16 11 8 15 18 27 22 23 18 19 13 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17710Pp3c13_17710transcript PAC:32931131protein_codingNA c.*2451_*2452insATNA NA NA NA 647
Chr13 12622131 A AAT Chr13_12622131_A_AATA_AAT INDEL 10394.59 16 11 8 15 18 27 22 23 18 19 13 5 6 12 16 11 8 15 18 27 22 23 18 19 13 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17710Pp3c13_17710transcript PAC:32931132protein_codingNA c.*2451_*2452insATNA NA NA NA 647
Chr13 12622131 A AAT Chr13_12622131_A_AATA_AAT INDEL 10394.59 16 11 8 15 18 27 22 23 18 19 13 5 6 12 16 11 8 15 18 27 22 23 18 19 13 5 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17680-Pp3c13_17710Pp3c13_17680-Pp3c13_17710intergenic_regionPp3c13_17680-Pp3c13_17710NA NA n.12622131_12622132insATNA NA NA NA NA
Chr13 12685515 A ATTTATGGCTAGAATTTGGTTAAGATTTAGChr13_12685515_A_ATTTATGGCTAGAATTTGGTTAAGATTTAGA_ATTTATGGCTAGAATTTGGTTAAGATTTAGINDEL 21794.59 23 11 18 18 16 20 35 15 18 22 11 13 12 8 23 11 18 18 16 20 35 15 18 22 11 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17740-Pp3c13_17810Pp3c13_17740-Pp3c13_17810intergenic_regionPp3c13_17740-Pp3c13_17810NA NA n.12685515_12685516insTTTATGGCTAGAATTTGGTTAAGATTTAGNA NA NA NA NA
Chr13 12784553 CT C Chr13_12784553_CT_CCT_C INDEL 7868.59 17 7 6 7 9 14 6 16 18 13 11 10 6 5 17 7 6 7 9 14 6 16 18 13 11 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17860-Pp3c13_17960Pp3c13_17860-Pp3c13_17960intergenic_regionPp3c13_17860-Pp3c13_17960NA NA n.12784554delTNA NA NA NA NA
Chr13 12784565 T A Chr13_12784565_T_AT_A SNP 10592.63 16 8 7 7 12 17 7 17 19 16 11 10 6 5 16 8 7 7 12 17 7 17 19 16 11 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17860-Pp3c13_17960Pp3c13_17860-Pp3c13_17960intergenic_regionPp3c13_17860-Pp3c13_17960NA NA n.12784565T>ANA NA NA NA NA
Chr13 12784567 G A Chr13_12784567_G_AG_A SNP 10592.63 17 8 8 6 12 17 7 17 21 17 13 10 6 5 17 8 8 6 12 17 7 17 21 17 13 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17860-Pp3c13_17960Pp3c13_17860-Pp3c13_17960intergenic_regionPp3c13_17860-Pp3c13_17960NA NA n.12784567G>ANA NA NA NA NA
Chr13 12787213 C T Chr13_12787213_C_TC_T SNP 14703.63 28 10 14 19 23 13 25 16 22 25 7 11 5 9 28 10 14 19 23 13 25 16 22 25 7 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17860-Pp3c13_17960Pp3c13_17860-Pp3c13_17960intergenic_regionPp3c13_17860-Pp3c13_17960NA NA n.12787213C>TNA NA NA NA NA
Chr13 12787252 A G Chr13_12787252_A_GA_G SNP 15826.63 33 8 11 25 24 17 24 15 17 19 12 14 8 12 33 8 11 25 24 17 24 15 17 19 12 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17860-Pp3c13_17960Pp3c13_17860-Pp3c13_17960intergenic_regionPp3c13_17860-Pp3c13_17960NA NA n.12787252A>GNA NA NA NA NA
Chr13 12814094 T A Chr13_12814094_T_AT_A SNP 19415.63 22 22 18 21 15 24 29 17 32 24 24 12 12 8 22 22 18 21 15 24 29 17 32 24 24 12 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929934protein_codingNA c.-1885T>A NA NA NA NA 1335
Chr13 12814094 T A Chr13_12814094_T_AT_A SNP 19415.63 22 22 18 21 15 24 29 17 32 24 24 12 12 8 22 22 18 21 15 24 29 17 32 24 24 12 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929936protein_codingNA c.-1885T>A NA NA NA NA 710
Chr13 12814094 T A Chr13_12814094_T_AT_A SNP 19415.63 22 22 18 21 15 24 29 17 32 24 24 12 12 8 22 22 18 21 15 24 29 17 32 24 24 12 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929935protein_codingNA c.-1885T>A NA NA NA NA 1274
Chr13 12814094 T A Chr13_12814094_T_AT_A SNP 19415.63 22 22 18 21 15 24 29 17 32 24 24 12 12 8 22 22 18 21 15 24 29 17 32 24 24 12 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931965protein_codingNA c.*3833T>A NA NA NA NA 1839
Chr13 12814094 T A Chr13_12814094_T_AT_A SNP 19415.63 22 22 18 21 15 24 29 17 32 24 24 12 12 8 22 22 18 21 15 24 29 17 32 24 24 12 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931969protein_codingNA c.*3833T>A NA NA NA NA 1592
Chr13 12814094 T A Chr13_12814094_T_AT_A SNP 19415.63 22 22 18 21 15 24 29 17 32 24 24 12 12 8 22 22 18 21 15 24 29 17 32 24 24 12 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931970protein_codingNA c.*3833T>A NA NA NA NA 1592
Chr13 12814094 T A Chr13_12814094_T_AT_A SNP 19415.63 22 22 18 21 15 24 29 17 32 24 24 12 12 8 22 22 18 21 15 24 29 17 32 24 24 12 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931967protein_codingNA c.*3833T>A NA NA NA NA 1592
Chr13 12814094 T A Chr13_12814094_T_AT_A SNP 19415.63 22 22 18 21 15 24 29 17 32 24 24 12 12 8 22 22 18 21 15 24 29 17 32 24 24 12 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931966protein_codingNA c.*3833T>A NA NA NA NA 1592
Chr13 12814094 T A Chr13_12814094_T_AT_A SNP 19415.63 22 22 18 21 15 24 29 17 32 24 24 12 12 8 22 22 18 21 15 24 29 17 32 24 24 12 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931968protein_codingNA c.*3833T>A NA NA NA NA 1592
Chr13 12814094 T A Chr13_12814094_T_AT_A SNP 19415.63 22 22 18 21 15 24 29 17 32 24 24 12 12 8 22 22 18 21 15 24 29 17 32 24 24 12 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17970-Pp3c13_18000Pp3c13_17970-Pp3c13_18000intergenic_regionPp3c13_17970-Pp3c13_18000NA NA n.12814094T>ANA NA NA NA NA
Chr13 12814095 T G Chr13_12814095_T_GT_G SNP 19505.63 23 22 18 21 15 24 29 17 32 24 24 12 12 7 23 22 18 21 15 24 29 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929934protein_codingNA c.-1884T>G NA NA NA NA 1334
Chr13 12814095 T G Chr13_12814095_T_GT_G SNP 19505.63 23 22 18 21 15 24 29 17 32 24 24 12 12 7 23 22 18 21 15 24 29 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929936protein_codingNA c.-1884T>G NA NA NA NA 709
Chr13 12814095 T G Chr13_12814095_T_GT_G SNP 19505.63 23 22 18 21 15 24 29 17 32 24 24 12 12 7 23 22 18 21 15 24 29 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929935protein_codingNA c.-1884T>G NA NA NA NA 1273
Chr13 12814095 T G Chr13_12814095_T_GT_G SNP 19505.63 23 22 18 21 15 24 29 17 32 24 24 12 12 7 23 22 18 21 15 24 29 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931965protein_codingNA c.*3834T>G NA NA NA NA 1840
Chr13 12814095 T G Chr13_12814095_T_GT_G SNP 19505.63 23 22 18 21 15 24 29 17 32 24 24 12 12 7 23 22 18 21 15 24 29 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931969protein_codingNA c.*3834T>G NA NA NA NA 1593
Chr13 12814095 T G Chr13_12814095_T_GT_G SNP 19505.63 23 22 18 21 15 24 29 17 32 24 24 12 12 7 23 22 18 21 15 24 29 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931970protein_codingNA c.*3834T>G NA NA NA NA 1593
Chr13 12814095 T G Chr13_12814095_T_GT_G SNP 19505.63 23 22 18 21 15 24 29 17 32 24 24 12 12 7 23 22 18 21 15 24 29 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931967protein_codingNA c.*3834T>G NA NA NA NA 1593
Chr13 12814095 T G Chr13_12814095_T_GT_G SNP 19505.63 23 22 18 21 15 24 29 17 32 24 24 12 12 7 23 22 18 21 15 24 29 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931966protein_codingNA c.*3834T>G NA NA NA NA 1593
Chr13 12814095 T G Chr13_12814095_T_GT_G SNP 19505.63 23 22 18 21 15 24 29 17 32 24 24 12 12 7 23 22 18 21 15 24 29 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931968protein_codingNA c.*3834T>G NA NA NA NA 1593
Chr13 12814095 T G Chr13_12814095_T_GT_G SNP 19505.63 23 22 18 21 15 24 29 17 32 24 24 12 12 7 23 22 18 21 15 24 29 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17970-Pp3c13_18000Pp3c13_17970-Pp3c13_18000intergenic_regionPp3c13_17970-Pp3c13_18000NA NA n.12814095T>GNA NA NA NA NA
Chr13 12814097 C G Chr13_12814097_C_GC_G SNP 19519.63 23 22 18 22 16 23 30 17 32 24 24 12 12 7 23 22 18 22 16 23 30 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929934protein_codingNA c.-1882C>G NA NA NA NA 1332



Chr13 12814097 C G Chr13_12814097_C_GC_G SNP 19519.63 23 22 18 22 16 23 30 17 32 24 24 12 12 7 23 22 18 22 16 23 30 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929936protein_codingNA c.-1882C>G NA NA NA NA 707
Chr13 12814097 C G Chr13_12814097_C_GC_G SNP 19519.63 23 22 18 22 16 23 30 17 32 24 24 12 12 7 23 22 18 22 16 23 30 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929935protein_codingNA c.-1882C>G NA NA NA NA 1271
Chr13 12814097 C G Chr13_12814097_C_GC_G SNP 19519.63 23 22 18 22 16 23 30 17 32 24 24 12 12 7 23 22 18 22 16 23 30 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931965protein_codingNA c.*3836C>G NA NA NA NA 1842
Chr13 12814097 C G Chr13_12814097_C_GC_G SNP 19519.63 23 22 18 22 16 23 30 17 32 24 24 12 12 7 23 22 18 22 16 23 30 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931969protein_codingNA c.*3836C>G NA NA NA NA 1595
Chr13 12814097 C G Chr13_12814097_C_GC_G SNP 19519.63 23 22 18 22 16 23 30 17 32 24 24 12 12 7 23 22 18 22 16 23 30 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931970protein_codingNA c.*3836C>G NA NA NA NA 1595
Chr13 12814097 C G Chr13_12814097_C_GC_G SNP 19519.63 23 22 18 22 16 23 30 17 32 24 24 12 12 7 23 22 18 22 16 23 30 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931967protein_codingNA c.*3836C>G NA NA NA NA 1595
Chr13 12814097 C G Chr13_12814097_C_GC_G SNP 19519.63 23 22 18 22 16 23 30 17 32 24 24 12 12 7 23 22 18 22 16 23 30 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931966protein_codingNA c.*3836C>G NA NA NA NA 1595
Chr13 12814097 C G Chr13_12814097_C_GC_G SNP 19519.63 23 22 18 22 16 23 30 17 32 24 24 12 12 7 23 22 18 22 16 23 30 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931968protein_codingNA c.*3836C>G NA NA NA NA 1595
Chr13 12814097 C G Chr13_12814097_C_GC_G SNP 19519.63 23 22 18 22 16 23 30 17 32 24 24 12 12 7 23 22 18 22 16 23 30 17 32 24 24 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17970-Pp3c13_18000Pp3c13_17970-Pp3c13_18000intergenic_regionPp3c13_17970-Pp3c13_18000NA NA n.12814097C>GNA NA NA NA NA
Chr13 12814098 C A Chr13_12814098_C_AC_A SNP 19339.63 22 22 18 22 16 22 30 17 32 24 25 12 11 7 22 22 18 22 16 22 30 17 32 24 25 12 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929934protein_codingNA c.-1881C>A NA NA NA NA 1331
Chr13 12814098 C A Chr13_12814098_C_AC_A SNP 19339.63 22 22 18 22 16 22 30 17 32 24 25 12 11 7 22 22 18 22 16 22 30 17 32 24 25 12 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929936protein_codingNA c.-1881C>A NA NA NA NA 706
Chr13 12814098 C A Chr13_12814098_C_AC_A SNP 19339.63 22 22 18 22 16 22 30 17 32 24 25 12 11 7 22 22 18 22 16 22 30 17 32 24 25 12 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_18000Pp3c13_18000transcript PAC:32929935protein_codingNA c.-1881C>A NA NA NA NA 1270
Chr13 12814098 C A Chr13_12814098_C_AC_A SNP 19339.63 22 22 18 22 16 22 30 17 32 24 25 12 11 7 22 22 18 22 16 22 30 17 32 24 25 12 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931965protein_codingNA c.*3837C>A NA NA NA NA 1843
Chr13 12814098 C A Chr13_12814098_C_AC_A SNP 19339.63 22 22 18 22 16 22 30 17 32 24 25 12 11 7 22 22 18 22 16 22 30 17 32 24 25 12 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931969protein_codingNA c.*3837C>A NA NA NA NA 1596
Chr13 12814098 C A Chr13_12814098_C_AC_A SNP 19339.63 22 22 18 22 16 22 30 17 32 24 25 12 11 7 22 22 18 22 16 22 30 17 32 24 25 12 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931970protein_codingNA c.*3837C>A NA NA NA NA 1596
Chr13 12814098 C A Chr13_12814098_C_AC_A SNP 19339.63 22 22 18 22 16 22 30 17 32 24 25 12 11 7 22 22 18 22 16 22 30 17 32 24 25 12 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931967protein_codingNA c.*3837C>A NA NA NA NA 1596
Chr13 12814098 C A Chr13_12814098_C_AC_A SNP 19339.63 22 22 18 22 16 22 30 17 32 24 25 12 11 7 22 22 18 22 16 22 30 17 32 24 25 12 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931966protein_codingNA c.*3837C>A NA NA NA NA 1596
Chr13 12814098 C A Chr13_12814098_C_AC_A SNP 19339.63 22 22 18 22 16 22 30 17 32 24 25 12 11 7 22 22 18 22 16 22 30 17 32 24 25 12 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_17970Pp3c13_17970transcript PAC:32931968protein_codingNA c.*3837C>A NA NA NA NA 1596
Chr13 12814098 C A Chr13_12814098_C_AC_A SNP 19339.63 22 22 18 22 16 22 30 17 32 24 25 12 11 7 22 22 18 22 16 22 30 17 32 24 25 12 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_17970-Pp3c13_18000Pp3c13_17970-Pp3c13_18000intergenic_regionPp3c13_17970-Pp3c13_18000NA NA n.12814098C>ANA NA NA NA NA
Chr13 13089514 G GT Chr13_13089514_G_GTG_GT INDEL 14321.59 29 11 10 22 17 26 19 19 8 16 10 14 9 6 29 11 10 22 17 26 19 19 8 16 10 14 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_18360-Pp3c13_18410Pp3c13_18360-Pp3c13_18410intergenic_regionPp3c13_18360-Pp3c13_18410NA NA n.13089514_13089515insTNA NA NA NA NA
Chr13 13188354 T TA Chr13_13188354_T_TAT_TA INDEL 20959.59 24 21 12 31 30 23 24 31 17 28 10 16 12 16 24 21 12 31 30 23 24 31 17 28 10 16 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_18520-Pp3c13_18690Pp3c13_18520-Pp3c13_18690intergenic_regionPp3c13_18520-Pp3c13_18690NA NA n.13188354_13188355insANA NA NA NA NA
Chr13 13188365 A T Chr13_13188365_A_TA_T SNP 21690.63 25 21 15 32 28 21 27 34 19 28 10 16 13 15 25 21 15 32 28 21 27 34 19 29 10 16 13 15 1 1 1 1 1 1 1 1 1 0.966 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_18520-Pp3c13_18690Pp3c13_18520-Pp3c13_18690intergenic_regionPp3c13_18520-Pp3c13_18690NA NA n.13188365A>TNA NA NA NA NA
Chr13 13245094 C CA Chr13_13245094_C_CAC_CA INDEL 8716.59 15 12 5 16 9 9 28 8 10 10 9 8 6 6 15 12 5 16 9 9 28 8 10 10 9 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_18520-Pp3c13_18690Pp3c13_18520-Pp3c13_18690intergenic_regionPp3c13_18520-Pp3c13_18690NA NA n.13245094_13245095insANA NA NA NA NA
Chr13 13358044 A AAT Chr13_13358044_A_AATA_AAT INDEL 3055.24 0 0 0 12 10 20 28 14 0 0 0 1 0 0 18 13 15 12 10 21 29 14 15 16 26 14 6 8 0 0 0 1 1 0.952 0.966 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_18780-Pp3c13_18810Pp3c13_18780-Pp3c13_18810intergenic_regionPp3c13_18780-Pp3c13_18810NA NA n.13358044_13358045insATNA NA NA NA NA
Chr13 13502095 T A Chr13_13502095_T_AT_A SNP 19088.63 23 10 23 20 20 37 24 22 18 31 15 19 11 9 23 10 23 20 20 37 24 22 18 31 15 20 11 9 1 1 1 1 1 1 1 1 1 1 1 0.95 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_19021-Pp3c13_19160Pp3c13_19021-Pp3c13_19160intergenic_regionPp3c13_19021-Pp3c13_19160NA NA n.13502095T>ANA NA NA NA NA
Chr13 13660080 G A Chr13_13660080_G_AG_A SNP 14631.63 15 6 11 25 20 11 27 20 22 13 10 15 10 8 15 6 11 25 20 11 27 20 22 13 10 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_19160-Pp3c13_19170Pp3c13_19160-Pp3c13_19170intergenic_regionPp3c13_19160-Pp3c13_19170NA NA n.13660080G>ANA NA NA NA NA
Chr13 13660119 G T Chr13_13660119_G_TG_T SNP 17179.63 20 9 13 26 18 12 26 29 18 20 12 19 9 11 20 9 13 26 18 12 26 29 18 20 12 19 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_19160-Pp3c13_19170Pp3c13_19160-Pp3c13_19170intergenic_regionPp3c13_19160-Pp3c13_19170NA NA n.13660119G>TNA NA NA NA NA
Chr13 13692441 C CAA Chr13_13692441_C_CAAC_CAA INDEL 19563.59 25 6 10 22 28 29 23 22 32 23 13 19 12 11 25 6 10 22 28 29 23 22 32 23 13 19 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_19170-Pp3c13_19220Pp3c13_19170-Pp3c13_19220intergenic_regionPp3c13_19170-Pp3c13_19220NA NA n.13692441_13692442insAANA NA NA NA NA
Chr13 13692442 CT C Chr13_13692442_CT_CCT_C INDEL 19886.59 25 5 11 22 30 29 22 22 33 24 15 19 12 12 25 5 11 22 30 29 22 22 33 24 15 19 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_19170-Pp3c13_19220Pp3c13_19170-Pp3c13_19220intergenic_regionPp3c13_19170-Pp3c13_19220NA NA n.13692443delTNA NA NA NA NA
Chr13 13692444 T G Chr13_13692444_T_GT_G SNP 19878.63 25 5 11 22 30 30 22 22 33 25 15 20 12 13 25 5 11 22 30 30 22 22 33 25 15 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_19170-Pp3c13_19220Pp3c13_19170-Pp3c13_19220intergenic_regionPp3c13_19170-Pp3c13_19220NA NA n.13692444T>GNA NA NA NA NA
Chr13 13692447 C A Chr13_13692447_C_AC_A SNP 20033.63 25 5 12 23 30 30 26 21 33 25 15 21 12 13 25 5 12 23 30 30 26 21 33 25 15 21 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 0.929 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_19170-Pp3c13_19220Pp3c13_19170-Pp3c13_19220intergenic_regionPp3c13_19170-Pp3c13_19220NA NA n.13692447C>ANA NA NA NA NA
Chr13 13715421 G C Chr13_13715421_G_CG_C SNP 2669.39 33 18 13 0 0 0 0 0 0 0 0 0 0 0 33 18 13 20 18 30 21 38 25 26 22 23 12 27 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c13_19170-Pp3c13_19220Pp3c13_19170-Pp3c13_19220intergenic_regionPp3c13_19170-Pp3c13_19220NA NA n.13715421G>CNA NA NA NA NA
Chr13 13732599 C T Chr13_13732599_C_TC_T SNP 6231.29 0 0 0 20 14 26 27 30 0 0 0 0 0 0 25 12 12 20 14 26 27 30 32 26 20 22 9 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_19170-Pp3c13_19220Pp3c13_19170-Pp3c13_19220intergenic_regionPp3c13_19170-Pp3c13_19220NA NA n.13732599C>TNA NA NA NA NA
Chr13 13757110 G A Chr13_13757110_G_AG_A SNP 1414.39 15 10 10 0 0 0 0 0 0 1 0 0 0 0 15 10 10 21 18 22 37 23 25 16 12 31 9 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c13_19230-Pp3c13_19271Pp3c13_19230-Pp3c13_19271intergenic_regionPp3c13_19230-Pp3c13_19271NA NA n.13757110G>ANA NA NA NA NA
Chr13 13758044 C T Chr13_13758044_C_TC_T SNP 9611.63 20 17 5 16 12 14 24 15 9 7 7 5 6 5 20 17 5 16 12 14 24 15 9 7 7 5 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_19230-Pp3c13_19271Pp3c13_19230-Pp3c13_19271intergenic_regionPp3c13_19230-Pp3c13_19271NA NA n.13758044C>TNA NA NA NA NA
Chr13 13758091 G A Chr13_13758091_G_AG_A SNP 10630.63 22 19 7 18 11 14 23 12 12 8 11 7 7 6 22 19 7 18 11 14 23 12 12 8 11 7 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_19230-Pp3c13_19271Pp3c13_19230-Pp3c13_19271intergenic_regionPp3c13_19230-Pp3c13_19271NA NA n.13758091G>ANA NA NA NA NA
Chr13 13801429 C A Chr13_13801429_C_AC_A SNP 18934.63 22 9 19 15 16 19 27 21 31 28 16 21 11 10 22 9 19 15 16 19 27 21 31 28 16 21 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_19300Pp3c13_19300transcript PAC:32930042protein_codingNA c.*6182G>T NA NA NA NA 4657
Chr13 13801429 C A Chr13_13801429_C_AC_A SNP 18934.63 22 9 19 15 16 19 27 21 31 28 16 21 11 10 22 9 19 15 16 19 27 21 31 28 16 21 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_19300Pp3c13_19300transcript PAC:32930043protein_codingNA c.*6182G>T NA NA NA NA 4610
Chr13 13801429 C A Chr13_13801429_C_AC_A SNP 18934.63 22 9 19 15 16 19 27 21 31 28 16 21 11 10 22 9 19 15 16 19 27 21 31 28 16 21 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_19271-Pp3c13_19300Pp3c13_19271-Pp3c13_19300intergenic_regionPp3c13_19271-Pp3c13_19300NA NA n.13801429C>ANA NA NA NA NA
Chr13 13840060 A AAT Chr13_13840060_A_AATA_AAT INDEL 2452.24 1 0 0 13 6 21 24 8 1 0 1 0 0 1 17 12 10 13 6 22 25 8 22 19 10 13 4 5 0 0 0 1 1 0.955 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_19350Pp3c13_19350transcript PAC:32930357protein_codingNA c.-1409_-1408insATNA NA NA NA 1408
Chr13 13840060 A AAT Chr13_13840060_A_AATA_AAT INDEL 2452.24 1 0 0 13 6 21 24 8 1 0 1 0 0 1 17 12 10 13 6 22 25 8 22 19 10 13 4 5 0 0 0 1 1 0.955 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_19350Pp3c13_19350transcript PAC:32930358protein_codingNA c.-1409_-1408insATNA NA NA NA 1408
Chr13 13840060 A AAT Chr13_13840060_A_AATA_AAT INDEL 2452.24 1 0 0 13 6 21 24 8 1 0 1 0 0 1 17 12 10 13 6 22 25 8 22 19 10 13 4 5 0 0 0 1 1 0.955 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_19300-Pp3c13_19350Pp3c13_19300-Pp3c13_19350intergenic_regionPp3c13_19300-Pp3c13_19350NA NA n.13840060_13840061insATNA NA NA NA NA
Chr13 13973272 C CAT Chr13_13973272_C_CATC_CAT INDEL 678.37 0 0 0 0 0 0 23 0 0 0 0 0 1 0 20 6 14 20 19 17 23 15 16 22 9 13 9 6 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c13_19580Pp3c13_19580transcript PAC:32930387protein_codingNA c.-3939_-3938insATNA NA NA NA 2885
Chr13 13973272 C CAT Chr13_13973272_C_CATC_CAT INDEL 678.37 0 0 0 0 0 0 23 0 0 0 0 0 1 0 20 6 14 20 19 17 23 15 16 22 9 13 9 6 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c13_19580Pp3c13_19580transcript PAC:32930388protein_codingNA c.-3939_-3938insATNA NA NA NA 2864
Chr13 13973272 C CAT Chr13_13973272_C_CATC_CAT INDEL 678.37 0 0 0 0 0 0 23 0 0 0 0 0 1 0 20 6 14 20 19 17 23 15 16 22 9 13 9 6 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c13_19570Pp3c13_19570transcript PAC:32932482protein_codingNA c.*2450_*2451insATNA NA NA NA 1636
Chr13 13973272 C CAT Chr13_13973272_C_CATC_CAT INDEL 678.37 0 0 0 0 0 0 23 0 0 0 0 0 1 0 20 6 14 20 19 17 23 15 16 22 9 13 9 6 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c13_19570Pp3c13_19570transcript PAC:32932483protein_codingNA c.*2450_*2451insATNA NA NA NA 1607
Chr13 13973272 C CAT Chr13_13973272_C_CATC_CAT INDEL 678.37 0 0 0 0 0 0 23 0 0 0 0 0 1 0 20 6 14 20 19 17 23 15 16 22 9 13 9 6 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c13_19570Pp3c13_19570transcript PAC:32932484protein_codingNA c.*2450_*2451insATNA NA NA NA 1607
Chr13 13973272 C CAT Chr13_13973272_C_CATC_CAT INDEL 678.37 0 0 0 0 0 0 23 0 0 0 0 0 1 0 20 6 14 20 19 17 23 15 16 22 9 13 9 6 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c13_19570Pp3c13_19570transcript PAC:32932485protein_codingNA c.*2450_*2451insATNA NA NA NA 1607
Chr13 13973272 C CAT Chr13_13973272_C_CATC_CAT INDEL 678.37 0 0 0 0 0 0 23 0 0 0 0 0 1 0 20 6 14 20 19 17 23 15 16 22 9 13 9 6 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c13_19570-Pp3c13_19580Pp3c13_19570-Pp3c13_19580intergenic_regionPp3c13_19570-Pp3c13_19580NA NA n.13973272_13973273insATNA NA NA NA NA
Chr13 14212698 C CTA Chr13_14212698_C_CTAC_CTA INDEL 4193.24 0 1 0 17 19 23 32 21 0 1 0 1 0 1 25 9 13 17 20 23 32 21 20 10 5 6 10 11 0 0 0 1 0.95 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_20171Pp3c13_20171transcript PAC:32932277protein_codingNA c.-372_-371insTANA NA NA NA 346
Chr13 14212698 C CTA Chr13_14212698_C_CTAC_CTA INDEL 4193.24 0 1 0 17 19 23 32 21 0 1 0 1 0 1 25 9 13 17 20 23 32 21 20 10 5 6 10 11 0 0 0 1 0.95 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_20170Pp3c13_20170transcript PAC:32931314protein_codingNA c.-372_-371insTANA NA NA NA 372
Chr13 14212698 C CTA Chr13_14212698_C_CTAC_CTA INDEL 4193.24 0 1 0 17 19 23 32 21 0 1 0 1 0 1 25 9 13 17 20 23 32 21 20 10 5 6 10 11 0 0 0 1 0.95 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c13_20160Pp3c13_20160transcript PAC:32932477protein_codingNA c.*2412_*2413insTANA NA NA NA 1993
Chr13 14212698 C CTA Chr13_14212698_C_CTAC_CTA INDEL 4193.24 0 1 0 17 19 23 32 21 0 1 0 1 0 1 25 9 13 17 20 23 32 21 20 10 5 6 10 11 0 0 0 1 0.95 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c13_20160Pp3c13_20160transcript PAC:32932478protein_codingNA c.*2412_*2413insTANA NA NA NA 1993
Chr13 14212698 C CTA Chr13_14212698_C_CTAC_CTA INDEL 4193.24 0 1 0 17 19 23 32 21 0 1 0 1 0 1 25 9 13 17 20 23 32 21 20 10 5 6 10 11 0 0 0 1 0.95 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c13_20160Pp3c13_20160transcript PAC:32932479protein_codingNA c.*2412_*2413insTANA NA NA NA 1881
Chr13 14212698 C CTA Chr13_14212698_C_CTAC_CTA INDEL 4193.24 0 1 0 17 19 23 32 21 0 1 0 1 0 1 25 9 13 17 20 23 32 21 20 10 5 6 10 11 0 0 0 1 0.95 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_20171-Pp3c13_20180Pp3c13_20171-Pp3c13_20180intergenic_regionPp3c13_20171-Pp3c13_20180NA NA n.14212698_14212699insTANA NA NA NA NA
Chr13 14381822 GAT G Chr13_14381822_GAT_GGAT_G INDEL 2547.24 0 0 0 16 16 13 17 13 1 0 0 0 0 0 22 10 13 17 18 13 17 14 13 9 9 8 8 8 0 0 0 0.941 0.889 1 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_20430-Pp3c13_20480Pp3c13_20430-Pp3c13_20480intergenic_regionPp3c13_20430-Pp3c13_20480NA NA n.14381823_14381824delATNA NA NA NA NA
Chr13 14551774 G GT Chr13_14551774_G_GTG_GT INDEL 6608.59 20 4 8 12 6 15 19 9 8 6 4 8 7 4 20 4 8 12 6 15 19 9 8 6 4 8 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_20730Pp3c13_20730transcript PAC:32930439protein_codingNA c.-3918_-3917insANA NA NA NA 3918
Chr13 14551774 G GT Chr13_14551774_G_GTG_GT INDEL 6608.59 20 4 8 12 6 15 19 9 8 6 4 8 7 4 20 4 8 12 6 15 19 9 8 6 4 8 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_20730Pp3c13_20730transcript PAC:32930440protein_codingNA c.-4428_-4427insANA NA NA NA 3121
Chr13 14551774 G GT Chr13_14551774_G_GTG_GT INDEL 6608.59 20 4 8 12 6 15 19 9 8 6 4 8 7 4 20 4 8 12 6 15 19 9 8 6 4 8 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_20730-Pp3c13_20770Pp3c13_20730-Pp3c13_20770intergenic_regionPp3c13_20730-Pp3c13_20770NA NA n.14551774_14551775insTNA NA NA NA NA
Chr13 14574437 C A Chr13_14574437_C_AC_A SNP 18856.63 34 19 12 24 20 27 7 21 25 19 14 22 8 12 34 19 12 24 20 27 7 21 25 19 14 22 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_20730-Pp3c13_20770Pp3c13_20730-Pp3c13_20770intergenic_regionPp3c13_20730-Pp3c13_20770NA NA n.14574437C>ANA NA NA NA NA
Chr13 14574503 G T Chr13_14574503_G_TG_T SNP 17735.63 34 12 11 27 21 20 10 21 29 19 22 23 4 8 34 12 11 27 21 20 10 21 29 19 22 23 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_20730-Pp3c13_20770Pp3c13_20730-Pp3c13_20770intergenic_regionPp3c13_20730-Pp3c13_20770NA NA n.14574503G>TNA NA NA NA NA
Chr13 14574585 G T Chr13_14574585_G_TG_T SNP 18254.63 23 11 13 27 23 30 10 21 39 27 16 14 6 7 23 11 13 27 23 30 10 21 39 27 16 14 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_20730-Pp3c13_20770Pp3c13_20730-Pp3c13_20770intergenic_regionPp3c13_20730-Pp3c13_20770NA NA n.14574585G>TNA NA NA NA NA
Chr13 14822597 T TA Chr13_14822597_T_TAT_TA INDEL 15860.59 24 16 16 30 18 26 29 25 19 27 10 14 5 12 24 16 16 30 18 26 29 25 19 27 10 14 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21070Pp3c13_21070transcript PAC:32930671protein_codingNA c.-5474_-5473insTNA NA NA NA 4677
Chr13 14822597 T TA Chr13_14822597_T_TAT_TA INDEL 15860.59 24 16 16 30 18 26 29 25 19 27 10 14 5 12 24 16 16 30 18 26 29 25 19 27 10 14 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21070Pp3c13_21070transcript PAC:32930676protein_codingNA c.-5474_-5473insTNA NA NA NA 4567
Chr13 14822597 T TA Chr13_14822597_T_TAT_TA INDEL 15860.59 24 16 16 30 18 26 29 25 19 27 10 14 5 12 24 16 16 30 18 26 29 25 19 27 10 14 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21070Pp3c13_21070transcript PAC:32930674protein_codingNA c.-5474_-5473insTNA NA NA NA 4522
Chr13 14822597 T TA Chr13_14822597_T_TAT_TA INDEL 15860.59 24 16 16 30 18 26 29 25 19 27 10 14 5 12 24 16 16 30 18 26 29 25 19 27 10 14 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21070Pp3c13_21070transcript PAC:32930675protein_codingNA c.-5474_-5473insTNA NA NA NA 4511
Chr13 14822597 T TA Chr13_14822597_T_TAT_TA INDEL 15860.59 24 16 16 30 18 26 29 25 19 27 10 14 5 12 24 16 16 30 18 26 29 25 19 27 10 14 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21070Pp3c13_21070transcript PAC:32930673protein_codingNA c.-5474_-5473insTNA NA NA NA 4705
Chr13 14822597 T TA Chr13_14822597_T_TAT_TA INDEL 15860.59 24 16 16 30 18 26 29 25 19 27 10 14 5 12 24 16 16 30 18 26 29 25 19 27 10 14 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21070Pp3c13_21070transcript PAC:32930672protein_codingNA c.-5474_-5473insTNA NA NA NA 4677
Chr13 14822597 T TA Chr13_14822597_T_TAT_TA INDEL 15860.59 24 16 16 30 18 26 29 25 19 27 10 14 5 12 24 16 16 30 18 26 29 25 19 27 10 14 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21070-Pp3c13_21080Pp3c13_21070-Pp3c13_21080intergenic_regionPp3c13_21070-Pp3c13_21080NA NA n.14822597_14822598insANA NA NA NA NA
Chr13 14899753 G A Chr13_14899753_G_AG_A SNP 6675.29 0 0 0 30 22 33 21 19 0 0 0 0 0 0 17 13 19 30 22 33 21 19 26 19 11 11 16 19 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_21080-Pp3c13_21160Pp3c13_21080-Pp3c13_21160intergenic_regionPp3c13_21080-Pp3c13_21160NA NA n.14899753G>ANA NA NA NA NA
Chr13 14961071 G C Chr13_14961071_G_CG_C SNP 14033.63 25 16 12 17 13 22 24 17 14 13 7 11 5 7 25 16 12 17 13 22 24 17 14 13 7 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21200Pp3c13_21200transcript PAC:32930432protein_codingNA c.-3993C>G NA NA NA NA 3993
Chr13 14961071 G C Chr13_14961071_G_CG_C SNP 14033.63 25 16 12 17 13 22 24 17 14 13 7 11 5 7 25 16 12 17 13 22 24 17 14 13 7 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21220Pp3c13_21220transcript PAC:32931342protein_codingNA c.-1336G>C NA NA NA NA 496
Chr13 14961071 G C Chr13_14961071_G_CG_C SNP 14033.63 25 16 12 17 13 22 24 17 14 13 7 11 5 7 25 16 12 17 13 22 24 17 14 13 7 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21220Pp3c13_21220transcript PAC:32931346protein_codingNA c.-1336G>C NA NA NA NA 336
Chr13 14961071 G C Chr13_14961071_G_CG_C SNP 14033.63 25 16 12 17 13 22 24 17 14 13 7 11 5 7 25 16 12 17 13 22 24 17 14 13 7 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21220Pp3c13_21220transcript PAC:32931343protein_codingNA c.-1336G>C NA NA NA NA 351
Chr13 14961071 G C Chr13_14961071_G_CG_C SNP 14033.63 25 16 12 17 13 22 24 17 14 13 7 11 5 7 25 16 12 17 13 22 24 17 14 13 7 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21220Pp3c13_21220transcript PAC:32931344protein_codingNA c.-1336G>C NA NA NA NA 353
Chr13 14961071 G C Chr13_14961071_G_CG_C SNP 14033.63 25 16 12 17 13 22 24 17 14 13 7 11 5 7 25 16 12 17 13 22 24 17 14 13 7 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21220Pp3c13_21220transcript PAC:32931345protein_codingNA c.-1336G>C NA NA NA NA 496
Chr13 14961071 G C Chr13_14961071_G_CG_C SNP 14033.63 25 16 12 17 13 22 24 17 14 13 7 11 5 7 25 16 12 17 13 22 24 17 14 13 7 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21200-Pp3c13_21220Pp3c13_21200-Pp3c13_21220intergenic_regionPp3c13_21200-Pp3c13_21220NA NA n.14961071G>CNA NA NA NA NA
Chr13 14961088 G C Chr13_14961088_G_CG_C SNP 14393.63 28 15 12 17 13 22 24 17 18 13 7 14 5 9 28 15 12 17 13 22 24 17 18 13 7 14 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21200Pp3c13_21200transcript PAC:32930432protein_codingNA c.-4010C>G NA NA NA NA 4010
Chr13 14961088 G C Chr13_14961088_G_CG_C SNP 14393.63 28 15 12 17 13 22 24 17 18 13 7 14 5 9 28 15 12 17 13 22 24 17 18 13 7 14 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21220Pp3c13_21220transcript PAC:32931342protein_codingNA c.-1319G>C NA NA NA NA 479
Chr13 14961088 G C Chr13_14961088_G_CG_C SNP 14393.63 28 15 12 17 13 22 24 17 18 13 7 14 5 9 28 15 12 17 13 22 24 17 18 13 7 14 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21220Pp3c13_21220transcript PAC:32931346protein_codingNA c.-1319G>C NA NA NA NA 319
Chr13 14961088 G C Chr13_14961088_G_CG_C SNP 14393.63 28 15 12 17 13 22 24 17 18 13 7 14 5 9 28 15 12 17 13 22 24 17 18 13 7 14 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21220Pp3c13_21220transcript PAC:32931343protein_codingNA c.-1319G>C NA NA NA NA 334
Chr13 14961088 G C Chr13_14961088_G_CG_C SNP 14393.63 28 15 12 17 13 22 24 17 18 13 7 14 5 9 28 15 12 17 13 22 24 17 18 13 7 14 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21220Pp3c13_21220transcript PAC:32931344protein_codingNA c.-1319G>C NA NA NA NA 336
Chr13 14961088 G C Chr13_14961088_G_CG_C SNP 14393.63 28 15 12 17 13 22 24 17 18 13 7 14 5 9 28 15 12 17 13 22 24 17 18 13 7 14 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21220Pp3c13_21220transcript PAC:32931345protein_codingNA c.-1319G>C NA NA NA NA 479
Chr13 14961088 G C Chr13_14961088_G_CG_C SNP 14393.63 28 15 12 17 13 22 24 17 18 13 7 14 5 9 28 15 12 17 13 22 24 17 18 13 7 14 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21200-Pp3c13_21220Pp3c13_21200-Pp3c13_21220intergenic_regionPp3c13_21200-Pp3c13_21220NA NA n.14961088G>CNA NA NA NA NA
Chr13 14995232 C CTA Chr13_14995232_C_CTAC_CTA INDEL 1875.35 27 17 13 0 0 0 0 0 0 0 0 1 1 0 27 17 13 14 18 13 23 24 14 19 9 21 6 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_21290Pp3c13_21290transcript PAC:32931881protein_codingNA c.*926_*927insTANA NA NA NA 927
Chr13 14995232 C CTA Chr13_14995232_C_CTAC_CTA INDEL 1875.35 27 17 13 0 0 0 0 0 0 0 0 1 1 0 27 17 13 14 18 13 23 24 14 19 9 21 6 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_21290Pp3c13_21290transcript PAC:32931882protein_codingNA c.*3531_*3532insTANA NA NA NA 3532
Chr13 14995232 C CTA Chr13_14995232_C_CTAC_CTA INDEL 1875.35 27 17 13 0 0 0 0 0 0 0 0 1 1 0 27 17 13 14 18 13 23 24 14 19 9 21 6 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_21290Pp3c13_21290transcript PAC:32931883protein_codingNA c.*1383_*1384insTANA NA NA NA 1384
Chr13 14995232 C CTA Chr13_14995232_C_CTAC_CTA INDEL 1875.35 27 17 13 0 0 0 0 0 0 0 0 1 1 0 27 17 13 14 18 13 23 24 14 19 9 21 6 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c13_21290Pp3c13_21290transcript PAC:32931884protein_codingNA c.*926_*927insTANA NA NA NA 790
Chr13 14995232 C CTA Chr13_14995232_C_CTAC_CTA INDEL 1875.35 27 17 13 0 0 0 0 0 0 0 0 1 1 0 27 17 13 14 18 13 23 24 14 19 9 21 6 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c13_21290-Pp3c13_21311Pp3c13_21290-Pp3c13_21311intergenic_regionPp3c13_21290-Pp3c13_21311NA NA n.14995232_14995233insTANA NA NA NA NA
Chr13 15138155 G T Chr13_15138155_G_TG_T SNP 18307.63 31 17 10 21 15 21 31 18 27 29 7 12 5 9 31 17 10 21 15 21 31 18 27 29 7 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930811protein_codingNA c.-5078C>A NA NA NA NA 4078
Chr13 15138155 G T Chr13_15138155_G_TG_T SNP 18307.63 31 17 10 21 15 21 31 18 27 29 7 12 5 9 31 17 10 21 15 21 31 18 27 29 7 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930813protein_codingNA c.-5078C>A NA NA NA NA 4070
Chr13 15138155 G T Chr13_15138155_G_TG_T SNP 18307.63 31 17 10 21 15 21 31 18 27 29 7 12 5 9 31 17 10 21 15 21 31 18 27 29 7 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930812protein_codingNA c.-5078C>A NA NA NA NA 4078
Chr13 15138155 G T Chr13_15138155_G_TG_T SNP 18307.63 31 17 10 21 15 21 31 18 27 29 7 12 5 9 31 17 10 21 15 21 31 18 27 29 7 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21598Pp3c13_21598transcript PAC:32930251protein_codingNA c.*3393G>T NA NA NA NA 2577
Chr13 15138155 G T Chr13_15138155_G_TG_T SNP 18307.63 31 17 10 21 15 21 31 18 27 29 7 12 5 9 31 17 10 21 15 21 31 18 27 29 7 12 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21598-Pp3c13_21610Pp3c13_21598-Pp3c13_21610intergenic_regionPp3c13_21598-Pp3c13_21610NA NA n.15138155G>TNA NA NA NA NA
Chr13 15138157 GC G Chr13_15138157_GC_GGC_G INDEL 18298.59 31 17 10 21 15 21 31 17 27 29 7 12 4 8 31 17 10 21 15 21 31 17 27 29 7 12 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930811protein_codingNA c.-5081delG NA NA NA NA 4081
Chr13 15138157 GC G Chr13_15138157_GC_GGC_G INDEL 18298.59 31 17 10 21 15 21 31 17 27 29 7 12 4 8 31 17 10 21 15 21 31 17 27 29 7 12 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930813protein_codingNA c.-5081delG NA NA NA NA 4073
Chr13 15138157 GC G Chr13_15138157_GC_GGC_G INDEL 18298.59 31 17 10 21 15 21 31 17 27 29 7 12 4 8 31 17 10 21 15 21 31 17 27 29 7 12 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930812protein_codingNA c.-5081delG NA NA NA NA 4081
Chr13 15138157 GC G Chr13_15138157_GC_GGC_G INDEL 18298.59 31 17 10 21 15 21 31 17 27 29 7 12 4 8 31 17 10 21 15 21 31 17 27 29 7 12 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21598Pp3c13_21598transcript PAC:32930251protein_codingNA c.*3396delC NA NA NA NA 2580
Chr13 15138157 GC G Chr13_15138157_GC_GGC_G INDEL 18298.59 31 17 10 21 15 21 31 17 27 29 7 12 4 8 31 17 10 21 15 21 31 17 27 29 7 12 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21598-Pp3c13_21610Pp3c13_21598-Pp3c13_21610intergenic_regionPp3c13_21598-Pp3c13_21610NA NA n.15138158delCNA NA NA NA NA
Chr13 15138164 A T Chr13_15138164_A_TA_T SNP 17885.63 29 17 10 20 15 21 30 17 26 26 9 11 4 8 29 17 10 20 15 21 30 17 26 26 9 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930811protein_codingNA c.-5087T>A NA NA NA NA 4087
Chr13 15138164 A T Chr13_15138164_A_TA_T SNP 17885.63 29 17 10 20 15 21 30 17 26 26 9 11 4 8 29 17 10 20 15 21 30 17 26 26 9 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930813protein_codingNA c.-5087T>A NA NA NA NA 4079
Chr13 15138164 A T Chr13_15138164_A_TA_T SNP 17885.63 29 17 10 20 15 21 30 17 26 26 9 11 4 8 29 17 10 20 15 21 30 17 26 26 9 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930812protein_codingNA c.-5087T>A NA NA NA NA 4087
Chr13 15138164 A T Chr13_15138164_A_TA_T SNP 17885.63 29 17 10 20 15 21 30 17 26 26 9 11 4 8 29 17 10 20 15 21 30 17 26 26 9 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21598Pp3c13_21598transcript PAC:32930251protein_codingNA c.*3402A>T NA NA NA NA 2586
Chr13 15138164 A T Chr13_15138164_A_TA_T SNP 17885.63 29 17 10 20 15 21 30 17 26 26 9 11 4 8 29 17 10 20 15 21 30 17 26 26 9 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21598-Pp3c13_21610Pp3c13_21598-Pp3c13_21610intergenic_regionPp3c13_21598-Pp3c13_21610NA NA n.15138164A>TNA NA NA NA NA
Chr13 15138173 G A Chr13_15138173_G_AG_A SNP 17494.63 30 15 11 19 14 20 26 18 27 24 11 10 5 8 30 15 11 19 14 20 26 18 27 24 11 10 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930811protein_codingNA c.-5096C>T NA NA NA NA 4096
Chr13 15138173 G A Chr13_15138173_G_AG_A SNP 17494.63 30 15 11 19 14 20 26 18 27 24 11 10 5 8 30 15 11 19 14 20 26 18 27 24 11 10 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930813protein_codingNA c.-5096C>T NA NA NA NA 4088
Chr13 15138173 G A Chr13_15138173_G_AG_A SNP 17494.63 30 15 11 19 14 20 26 18 27 24 11 10 5 8 30 15 11 19 14 20 26 18 27 24 11 10 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930812protein_codingNA c.-5096C>T NA NA NA NA 4096
Chr13 15138173 G A Chr13_15138173_G_AG_A SNP 17494.63 30 15 11 19 14 20 26 18 27 24 11 10 5 8 30 15 11 19 14 20 26 18 27 24 11 10 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21598Pp3c13_21598transcript PAC:32930251protein_codingNA c.*3411G>A NA NA NA NA 2595
Chr13 15138173 G A Chr13_15138173_G_AG_A SNP 17494.63 30 15 11 19 14 20 26 18 27 24 11 10 5 8 30 15 11 19 14 20 26 18 27 24 11 10 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21598-Pp3c13_21610Pp3c13_21598-Pp3c13_21610intergenic_regionPp3c13_21598-Pp3c13_21610NA NA n.15138173G>ANA NA NA NA NA
Chr13 15138175 C A Chr13_15138175_C_AC_A SNP 17494.63 30 15 9 20 14 20 25 19 27 25 11 11 5 8 30 15 9 20 14 20 25 19 27 25 11 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930811protein_codingNA c.-5098G>T NA NA NA NA 4098
Chr13 15138175 C A Chr13_15138175_C_AC_A SNP 17494.63 30 15 9 20 14 20 25 19 27 25 11 11 5 8 30 15 9 20 14 20 25 19 27 25 11 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930813protein_codingNA c.-5098G>T NA NA NA NA 4090
Chr13 15138175 C A Chr13_15138175_C_AC_A SNP 17494.63 30 15 9 20 14 20 25 19 27 25 11 11 5 8 30 15 9 20 14 20 25 19 27 25 11 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930812protein_codingNA c.-5098G>T NA NA NA NA 4098
Chr13 15138175 C A Chr13_15138175_C_AC_A SNP 17494.63 30 15 9 20 14 20 25 19 27 25 11 11 5 8 30 15 9 20 14 20 25 19 27 25 11 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21598Pp3c13_21598transcript PAC:32930251protein_codingNA c.*3413C>A NA NA NA NA 2597
Chr13 15138175 C A Chr13_15138175_C_AC_A SNP 17494.63 30 15 9 20 14 20 25 19 27 25 11 11 5 8 30 15 9 20 14 20 25 19 27 25 11 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21598-Pp3c13_21610Pp3c13_21598-Pp3c13_21610intergenic_regionPp3c13_21598-Pp3c13_21610NA NA n.15138175C>ANA NA NA NA NA
Chr13 15138379 C A Chr13_15138379_C_AC_A SNP 11560.63 17 13 8 29 5 18 14 10 14 16 5 9 6 7 17 13 8 29 5 18 14 10 14 16 5 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930811protein_codingNA c.-5302G>T NA NA NA NA 4302
Chr13 15138379 C A Chr13_15138379_C_AC_A SNP 11560.63 17 13 8 29 5 18 14 10 14 16 5 9 6 7 17 13 8 29 5 18 14 10 14 16 5 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930813protein_codingNA c.-5302G>T NA NA NA NA 4294
Chr13 15138379 C A Chr13_15138379_C_AC_A SNP 11560.63 17 13 8 29 5 18 14 10 14 16 5 9 6 7 17 13 8 29 5 18 14 10 14 16 5 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930812protein_codingNA c.-5302G>T NA NA NA NA 4302
Chr13 15138379 C A Chr13_15138379_C_AC_A SNP 11560.63 17 13 8 29 5 18 14 10 14 16 5 9 6 7 17 13 8 29 5 18 14 10 14 16 5 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21598Pp3c13_21598transcript PAC:32930251protein_codingNA c.*3617C>A NA NA NA NA 2801
Chr13 15138379 C A Chr13_15138379_C_AC_A SNP 11560.63 17 13 8 29 5 18 14 10 14 16 5 9 6 7 17 13 8 29 5 18 14 10 14 16 5 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21598-Pp3c13_21610Pp3c13_21598-Pp3c13_21610intergenic_regionPp3c13_21598-Pp3c13_21610NA NA n.15138379C>ANA NA NA NA NA
Chr13 15138413 TC T Chr13_15138413_TC_TTC_T INDEL 16696.59 25 18 12 34 12 27 22 15 18 21 8 14 10 11 25 18 12 34 12 27 22 15 18 21 8 14 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930811protein_codingNA c.-5337delG NA NA NA NA 4337
Chr13 15138413 TC T Chr13_15138413_TC_TTC_T INDEL 16696.59 25 18 12 34 12 27 22 15 18 21 8 14 10 11 25 18 12 34 12 27 22 15 18 21 8 14 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930813protein_codingNA c.-5337delG NA NA NA NA 4329
Chr13 15138413 TC T Chr13_15138413_TC_TTC_T INDEL 16696.59 25 18 12 34 12 27 22 15 18 21 8 14 10 11 25 18 12 34 12 27 22 15 18 21 8 14 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930812protein_codingNA c.-5337delG NA NA NA NA 4337
Chr13 15138413 TC T Chr13_15138413_TC_TTC_T INDEL 16696.59 25 18 12 34 12 27 22 15 18 21 8 14 10 11 25 18 12 34 12 27 22 15 18 21 8 14 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21598Pp3c13_21598transcript PAC:32930251protein_codingNA c.*3652delC NA NA NA NA 2836
Chr13 15138413 TC T Chr13_15138413_TC_TTC_T INDEL 16696.59 25 18 12 34 12 27 22 15 18 21 8 14 10 11 25 18 12 34 12 27 22 15 18 21 8 14 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21598-Pp3c13_21610Pp3c13_21598-Pp3c13_21610intergenic_regionPp3c13_21598-Pp3c13_21610NA NA n.15138414delCNA NA NA NA NA
Chr13 15138434 A T Chr13_15138434_A_TA_T SNP 19144.63 28 18 14 37 16 31 28 21 18 23 11 15 11 11 28 18 14 37 16 31 28 21 18 23 11 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930811protein_codingNA c.-5357T>A NA NA NA NA 4357
Chr13 15138434 A T Chr13_15138434_A_TA_T SNP 19144.63 28 18 14 37 16 31 28 21 18 23 11 15 11 11 28 18 14 37 16 31 28 21 18 23 11 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930813protein_codingNA c.-5357T>A NA NA NA NA 4349
Chr13 15138434 A T Chr13_15138434_A_TA_T SNP 19144.63 28 18 14 37 16 31 28 21 18 23 11 15 11 11 28 18 14 37 16 31 28 21 18 23 11 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_21590Pp3c13_21590transcript PAC:32930812protein_codingNA c.-5357T>A NA NA NA NA 4357
Chr13 15138434 A T Chr13_15138434_A_TA_T SNP 19144.63 28 18 14 37 16 31 28 21 18 23 11 15 11 11 28 18 14 37 16 31 28 21 18 23 11 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21598Pp3c13_21598transcript PAC:32930251protein_codingNA c.*3672A>T NA NA NA NA 2856
Chr13 15138434 A T Chr13_15138434_A_TA_T SNP 19144.63 28 18 14 37 16 31 28 21 18 23 11 15 11 11 28 18 14 37 16 31 28 21 18 23 11 15 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21598-Pp3c13_21610Pp3c13_21598-Pp3c13_21610intergenic_regionPp3c13_21598-Pp3c13_21610NA NA n.15138434A>TNA NA NA NA NA
Chr13 15217363 T A Chr13_15217363_T_AT_A SNP 20794.63 31 15 19 25 22 26 27 24 19 26 14 19 10 14 31 15 19 25 22 26 27 24 19 26 14 19 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21770-Pp3c13_21800Pp3c13_21770-Pp3c13_21800intergenic_regionPp3c13_21770-Pp3c13_21800NA NA n.15217363T>ANA NA NA NA NA
Chr13 15217365 C T Chr13_15217365_C_TC_T SNP 20794.63 31 15 18 25 22 25 28 25 20 26 14 19 9 14 31 15 18 25 22 25 28 25 20 26 14 19 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21770-Pp3c13_21800Pp3c13_21770-Pp3c13_21800intergenic_regionPp3c13_21770-Pp3c13_21800NA NA n.15217365C>TNA NA NA NA NA
Chr13 15224309 G A Chr13_15224309_G_AG_A SNP 21711.63 29 13 23 29 18 33 38 25 22 26 26 25 11 11 29 13 23 29 18 33 38 25 22 26 26 25 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21800Pp3c13_21800transcript PAC:32930537protein_codingNA c.*381C>T NA NA NA NA 381
Chr13 15224309 G A Chr13_15224309_G_AG_A SNP 21711.63 29 13 23 29 18 33 38 25 22 26 26 25 11 11 29 13 23 29 18 33 38 25 22 26 26 25 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21810Pp3c13_21810transcript PAC:32931258protein_codingNA c.*726C>T NA NA NA NA 726
Chr13 15224309 G A Chr13_15224309_G_AG_A SNP 21711.63 29 13 23 29 18 33 38 25 22 26 26 25 11 11 29 13 23 29 18 33 38 25 22 26 26 25 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21820Pp3c13_21820transcript PAC:32931613protein_codingNA c.*4182C>T NA NA NA NA 4182
Chr13 15224309 G A Chr13_15224309_G_AG_A SNP 21711.63 29 13 23 29 18 33 38 25 22 26 26 25 11 11 29 13 23 29 18 33 38 25 22 26 26 25 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c13_21810Pp3c13_21810transcript PAC:32931259protein_codingNA c.*3054C>T NA NA NA NA 2892
Chr13 15224309 G A Chr13_15224309_G_AG_A SNP 21711.63 29 13 23 29 18 33 38 25 22 26 26 25 11 11 29 13 23 29 18 33 38 25 22 26 26 25 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_21770-Pp3c13_21800Pp3c13_21770-Pp3c13_21800intergenic_regionPp3c13_21770-Pp3c13_21800NA NA n.15224309G>ANA NA NA NA NA
Chr13 15433986 T TTA Chr13_15433986_T_TTAT_TTA INDEL 1456.35 28 8 14 1 0 1 1 0 1 0 0 1 1 1 29 9 14 15 13 23 25 16 16 10 14 12 10 12 0.966 0.889 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c13_22190Pp3c13_22190transcript PAC:32930658protein_codingNA c.-1522_-1521insTANA NA NA NA 612
Chr13 15433986 T TTA Chr13_15433986_T_TTAT_TTA INDEL 1456.35 28 8 14 1 0 1 1 0 1 0 0 1 1 1 29 9 14 15 13 23 25 16 16 10 14 12 10 12 0.966 0.889 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c13_22190Pp3c13_22190transcript PAC:32930659protein_codingNA c.-1522_-1521insTANA NA NA NA 611
Chr13 15433986 T TTA Chr13_15433986_T_TTAT_TTA INDEL 1456.35 28 8 14 1 0 1 1 0 1 0 0 1 1 1 29 9 14 15 13 23 25 16 16 10 14 12 10 12 0.966 0.889 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c13_22190Pp3c13_22190transcript PAC:32930660protein_codingNA c.-2590_-2589insTANA NA NA NA 2068
Chr13 15433986 T TTA Chr13_15433986_T_TTAT_TTA INDEL 1456.35 28 8 14 1 0 1 1 0 1 0 0 1 1 1 29 9 14 15 13 23 25 16 16 10 14 12 10 12 0.966 0.889 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c13_22180-Pp3c13_22190Pp3c13_22180-Pp3c13_22190intergenic_regionPp3c13_22180-Pp3c13_22190NA NA n.15433986_15433987insTANA NA NA NA NA
Chr13 15616618 G A Chr13_15616618_G_AG_A SNP 3112.98 0 0 0 0 0 0 0 0 11 14 19 19 5 9 14 8 9 15 10 17 20 12 11 14 19 19 5 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_22470-Pp3c13_22560Pp3c13_22470-Pp3c13_22560intergenic_regionPp3c13_22470-Pp3c13_22560NA NA n.15616618G>ANA NA NA NA NA
Chr13 15772953 C T Chr13_15772953_C_TC_T SNP 20406.63 29 13 22 28 23 22 29 23 27 28 17 14 15 12 29 13 22 28 23 22 29 23 27 28 17 14 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932090protein_codingNA c.-5151C>T NA NA NA NA 3823
Chr13 15772953 C T Chr13_15772953_C_TC_T SNP 20406.63 29 13 22 28 23 22 29 23 27 28 17 14 15 12 29 13 22 28 23 22 29 23 27 28 17 14 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932091protein_codingNA c.-5151C>T NA NA NA NA 3801
Chr13 15772953 C T Chr13_15772953_C_TC_T SNP 20406.63 29 13 22 28 23 22 29 23 27 28 17 14 15 12 29 13 22 28 23 22 29 23 27 28 17 14 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932092protein_codingNA c.-5151C>T NA NA NA NA 3801
Chr13 15772953 C T Chr13_15772953_C_TC_T SNP 20406.63 29 13 22 28 23 22 29 23 27 28 17 14 15 12 29 13 22 28 23 22 29 23 27 28 17 14 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932093protein_codingNA c.-5151C>T NA NA NA NA 3801
Chr13 15772953 C T Chr13_15772953_C_TC_T SNP 20406.63 29 13 22 28 23 22 29 23 27 28 17 14 15 12 29 13 22 28 23 22 29 23 27 28 17 14 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932094protein_codingNA c.-5151C>T NA NA NA NA 3801
Chr13 15772953 C T Chr13_15772953_C_TC_T SNP 20406.63 29 13 22 28 23 22 29 23 27 28 17 14 15 12 29 13 22 28 23 22 29 23 27 28 17 14 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932095protein_codingNA c.-5151C>T NA NA NA NA 3801
Chr13 15772953 C T Chr13_15772953_C_TC_T SNP 20406.63 29 13 22 28 23 22 29 23 27 28 17 14 15 12 29 13 22 28 23 22 29 23 27 28 17 14 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_22640-Pp3c13_22730Pp3c13_22640-Pp3c13_22730intergenic_regionPp3c13_22640-Pp3c13_22730NA NA n.15772953C>TNA NA NA NA NA
Chr13 15772973 C A Chr13_15772973_C_AC_A SNP 20675.63 26 13 18 34 21 22 32 26 23 26 18 13 14 12 26 13 18 34 21 22 32 26 23 26 18 13 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932090protein_codingNA c.-5131C>A NA NA NA NA 3803
Chr13 15772973 C A Chr13_15772973_C_AC_A SNP 20675.63 26 13 18 34 21 22 32 26 23 26 18 13 14 12 26 13 18 34 21 22 32 26 23 26 18 13 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932091protein_codingNA c.-5131C>A NA NA NA NA 3781
Chr13 15772973 C A Chr13_15772973_C_AC_A SNP 20675.63 26 13 18 34 21 22 32 26 23 26 18 13 14 12 26 13 18 34 21 22 32 26 23 26 18 13 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932092protein_codingNA c.-5131C>A NA NA NA NA 3781
Chr13 15772973 C A Chr13_15772973_C_AC_A SNP 20675.63 26 13 18 34 21 22 32 26 23 26 18 13 14 12 26 13 18 34 21 22 32 26 23 26 18 13 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932093protein_codingNA c.-5131C>A NA NA NA NA 3781
Chr13 15772973 C A Chr13_15772973_C_AC_A SNP 20675.63 26 13 18 34 21 22 32 26 23 26 18 13 14 12 26 13 18 34 21 22 32 26 23 26 18 13 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932094protein_codingNA c.-5131C>A NA NA NA NA 3781
Chr13 15772973 C A Chr13_15772973_C_AC_A SNP 20675.63 26 13 18 34 21 22 32 26 23 26 18 13 14 12 26 13 18 34 21 22 32 26 23 26 18 13 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932095protein_codingNA c.-5131C>A NA NA NA NA 3781
Chr13 15772973 C A Chr13_15772973_C_AC_A SNP 20675.63 26 13 18 34 21 22 32 26 23 26 18 13 14 12 26 13 18 34 21 22 32 26 23 26 18 13 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_22640-Pp3c13_22730Pp3c13_22640-Pp3c13_22730intergenic_regionPp3c13_22640-Pp3c13_22730NA NA n.15772973C>ANA NA NA NA NA
Chr13 15772979 C A Chr13_15772979_C_AC_A SNP 20736.63 28 13 16 35 20 22 34 24 22 26 15 12 15 12 28 13 16 35 20 22 34 24 22 26 15 12 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932090protein_codingNA c.-5125C>A NA NA NA NA 3797
Chr13 15772979 C A Chr13_15772979_C_AC_A SNP 20736.63 28 13 16 35 20 22 34 24 22 26 15 12 15 12 28 13 16 35 20 22 34 24 22 26 15 12 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932091protein_codingNA c.-5125C>A NA NA NA NA 3775
Chr13 15772979 C A Chr13_15772979_C_AC_A SNP 20736.63 28 13 16 35 20 22 34 24 22 26 15 12 15 12 28 13 16 35 20 22 34 24 22 26 15 12 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932092protein_codingNA c.-5125C>A NA NA NA NA 3775
Chr13 15772979 C A Chr13_15772979_C_AC_A SNP 20736.63 28 13 16 35 20 22 34 24 22 26 15 12 15 12 28 13 16 35 20 22 34 24 22 26 15 12 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932093protein_codingNA c.-5125C>A NA NA NA NA 3775
Chr13 15772979 C A Chr13_15772979_C_AC_A SNP 20736.63 28 13 16 35 20 22 34 24 22 26 15 12 15 12 28 13 16 35 20 22 34 24 22 26 15 12 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932094protein_codingNA c.-5125C>A NA NA NA NA 3775
Chr13 15772979 C A Chr13_15772979_C_AC_A SNP 20736.63 28 13 16 35 20 22 34 24 22 26 15 12 15 12 28 13 16 35 20 22 34 24 22 26 15 12 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932095protein_codingNA c.-5125C>A NA NA NA NA 3775
Chr13 15772979 C A Chr13_15772979_C_AC_A SNP 20736.63 28 13 16 35 20 22 34 24 22 26 15 12 15 12 28 13 16 35 20 22 34 24 22 26 15 12 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_22640-Pp3c13_22730Pp3c13_22640-Pp3c13_22730intergenic_regionPp3c13_22640-Pp3c13_22730NA NA n.15772979C>ANA NA NA NA NA
Chr13 15772995 G T Chr13_15772995_G_TG_T SNP 20726.63 29 13 15 33 20 23 40 24 18 27 20 15 14 14 29 13 15 33 20 23 40 24 18 27 20 15 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932090protein_codingNA c.-5109G>T NA NA NA NA 3781
Chr13 15772995 G T Chr13_15772995_G_TG_T SNP 20726.63 29 13 15 33 20 23 40 24 18 27 20 15 14 14 29 13 15 33 20 23 40 24 18 27 20 15 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932091protein_codingNA c.-5109G>T NA NA NA NA 3759
Chr13 15772995 G T Chr13_15772995_G_TG_T SNP 20726.63 29 13 15 33 20 23 40 24 18 27 20 15 14 14 29 13 15 33 20 23 40 24 18 27 20 15 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932092protein_codingNA c.-5109G>T NA NA NA NA 3759
Chr13 15772995 G T Chr13_15772995_G_TG_T SNP 20726.63 29 13 15 33 20 23 40 24 18 27 20 15 14 14 29 13 15 33 20 23 40 24 18 27 20 15 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932093protein_codingNA c.-5109G>T NA NA NA NA 3759
Chr13 15772995 G T Chr13_15772995_G_TG_T SNP 20726.63 29 13 15 33 20 23 40 24 18 27 20 15 14 14 29 13 15 33 20 23 40 24 18 27 20 15 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932094protein_codingNA c.-5109G>T NA NA NA NA 3759
Chr13 15772995 G T Chr13_15772995_G_TG_T SNP 20726.63 29 13 15 33 20 23 40 24 18 27 20 15 14 14 29 13 15 33 20 23 40 24 18 27 20 15 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932095protein_codingNA c.-5109G>T NA NA NA NA 3759
Chr13 15772995 G T Chr13_15772995_G_TG_T SNP 20726.63 29 13 15 33 20 23 40 24 18 27 20 15 14 14 29 13 15 33 20 23 40 24 18 27 20 15 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_22640-Pp3c13_22730Pp3c13_22640-Pp3c13_22730intergenic_regionPp3c13_22640-Pp3c13_22730NA NA n.15772995G>TNA NA NA NA NA
Chr13 15773601 G A Chr13_15773601_G_AG_A SNP 5615.98 0 0 0 0 0 0 0 0 29 29 24 28 14 7 36 13 18 35 17 22 31 22 29 29 24 28 14 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932090protein_codingNA c.-4503G>A NA NA NA NA 3175
Chr13 15773601 G A Chr13_15773601_G_AG_A SNP 5615.98 0 0 0 0 0 0 0 0 29 29 24 28 14 7 36 13 18 35 17 22 31 22 29 29 24 28 14 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932091protein_codingNA c.-4503G>A NA NA NA NA 3153
Chr13 15773601 G A Chr13_15773601_G_AG_A SNP 5615.98 0 0 0 0 0 0 0 0 29 29 24 28 14 7 36 13 18 35 17 22 31 22 29 29 24 28 14 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932092protein_codingNA c.-4503G>A NA NA NA NA 3153
Chr13 15773601 G A Chr13_15773601_G_AG_A SNP 5615.98 0 0 0 0 0 0 0 0 29 29 24 28 14 7 36 13 18 35 17 22 31 22 29 29 24 28 14 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932093protein_codingNA c.-4503G>A NA NA NA NA 3153
Chr13 15773601 G A Chr13_15773601_G_AG_A SNP 5615.98 0 0 0 0 0 0 0 0 29 29 24 28 14 7 36 13 18 35 17 22 31 22 29 29 24 28 14 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932094protein_codingNA c.-4503G>A NA NA NA NA 3153
Chr13 15773601 G A Chr13_15773601_G_AG_A SNP 5615.98 0 0 0 0 0 0 0 0 29 29 24 28 14 7 36 13 18 35 17 22 31 22 29 29 24 28 14 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_22730Pp3c13_22730transcript PAC:32932095protein_codingNA c.-4503G>A NA NA NA NA 3153
Chr13 15773601 G A Chr13_15773601_G_AG_A SNP 5615.98 0 0 0 0 0 0 0 0 29 29 24 28 14 7 36 13 18 35 17 22 31 22 29 29 24 28 14 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_22640-Pp3c13_22730Pp3c13_22640-Pp3c13_22730intergenic_regionPp3c13_22640-Pp3c13_22730NA NA n.15773601G>ANA NA NA NA NA
Chr13 15850196 T A Chr13_15850196_T_AT_A SNP 8245.63 12 5 10 11 6 8 13 13 6 11 4 6 6 4 12 5 10 11 6 8 13 13 6 11 4 6 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_22800-Pp3c13_22880Pp3c13_22800-Pp3c13_22880intergenic_regionPp3c13_22800-Pp3c13_22880NA NA n.15850196T>ANA NA NA NA NA
Chr13 15850197 T A Chr13_15850197_T_AT_A SNP 8245.63 12 5 10 11 6 8 13 12 7 10 4 7 6 4 12 5 10 11 6 8 13 12 7 10 4 7 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_22800-Pp3c13_22880Pp3c13_22800-Pp3c13_22880intergenic_regionPp3c13_22800-Pp3c13_22880NA NA n.15850197T>ANA NA NA NA NA
Chr13 15850248 T A Chr13_15850248_T_AT_A SNP 11830.63 15 6 11 16 8 17 22 10 14 12 6 9 8 10 15 6 11 16 8 17 22 10 14 12 6 9 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_22800-Pp3c13_22880Pp3c13_22800-Pp3c13_22880intergenic_regionPp3c13_22800-Pp3c13_22880NA NA n.15850248T>ANA NA NA NA NA
Chr13 15850259 T A Chr13_15850259_T_AT_A SNP 12887.63 16 6 10 19 10 20 24 11 17 18 6 9 11 10 16 6 10 19 10 20 24 11 17 18 6 9 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_22800-Pp3c13_22880Pp3c13_22800-Pp3c13_22880intergenic_regionPp3c13_22800-Pp3c13_22880NA NA n.15850259T>ANA NA NA NA NA
Chr13 15916377 C T Chr13_15916377_C_TC_T SNP 4817.98 0 0 0 0 0 0 0 0 22 25 15 23 11 15 22 17 18 13 16 24 30 23 22 25 15 23 11 15 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_22800-Pp3c13_22880Pp3c13_22800-Pp3c13_22880intergenic_regionPp3c13_22800-Pp3c13_22880NA NA n.15916377C>TNA NA NA NA NA
Chr13 16007218 A G Chr13_16007218_A_GA_G SNP 30037.63 49 33 18 38 38 55 56 41 39 49 9 25 13 11 49 33 18 38 38 55 56 41 39 49 9 25 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_22920-Pp3c13_23010Pp3c13_22920-Pp3c13_23010intergenic_regionPp3c13_22920-Pp3c13_23010NA NA n.16007218A>GNA NA NA NA NA
Chr13 16008428 A T Chr13_16008428_A_TA_T SNP 16827.63 31 22 17 27 14 24 19 19 18 25 10 11 9 12 31 22 17 27 14 24 19 19 18 25 10 11 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_22920-Pp3c13_23010Pp3c13_22920-Pp3c13_23010intergenic_regionPp3c13_22920-Pp3c13_23010NA NA n.16008428A>TNA NA NA NA NA
Chr13 16017597 T A Chr13_16017597_T_AT_A SNP 14533.63 25 11 13 26 17 25 35 18 22 16 15 12 9 12 25 11 13 26 17 25 35 18 22 16 15 12 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_22920-Pp3c13_23010Pp3c13_22920-Pp3c13_23010intergenic_regionPp3c13_22920-Pp3c13_23010NA NA n.16017597T>ANA NA NA NA NA
Chr13 16134175 C T Chr13_16134175_C_TC_T SNP 11959.29 30 18 13 0 0 0 0 0 25 22 20 27 17 6 30 18 13 19 18 19 36 25 25 22 20 27 17 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c13_23110Pp3c13_23110transcript PAC:32931067protein_codingNA c.-3068C>T NA NA NA NA 3068
Chr13 16134175 C T Chr13_16134175_C_TC_T SNP 11959.29 30 18 13 0 0 0 0 0 25 22 20 27 17 6 30 18 13 19 18 19 36 25 25 22 20 27 17 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c13_23110Pp3c13_23110transcript PAC:32931068protein_codingNA c.-3068C>T NA NA NA NA 2967
Chr13 16134175 C T Chr13_16134175_C_TC_T SNP 11959.29 30 18 13 0 0 0 0 0 25 22 20 27 17 6 30 18 13 19 18 19 36 25 25 22 20 27 17 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c13_23080Pp3c13_23080transcript PAC:32931804protein_codingNA c.*1098C>T NA NA NA NA 374
Chr13 16134175 C T Chr13_16134175_C_TC_T SNP 11959.29 30 18 13 0 0 0 0 0 25 22 20 27 17 6 30 18 13 19 18 19 36 25 25 22 20 27 17 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c13_23080Pp3c13_23080transcript PAC:32931805protein_codingNA c.*1098C>T NA NA NA NA 439
Chr13 16134175 C T Chr13_16134175_C_TC_T SNP 11959.29 30 18 13 0 0 0 0 0 25 22 20 27 17 6 30 18 13 19 18 19 36 25 25 22 20 27 17 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c13_23080-Pp3c13_23110Pp3c13_23080-Pp3c13_23110intergenic_regionPp3c13_23080-Pp3c13_23110NA NA n.16134175C>TNA NA NA NA NA
Chr13 16254840 A AAT Chr13_16254840_A_AATA_AAT INDEL 3402.24 0 0 0 16 14 17 26 18 1 0 0 2 0 0 20 13 12 16 14 18 26 18 19 14 6 13 7 11 0 0 0 1 1 0.944 1 1 0 0 0 0.154 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c13_23230-Pp3c13_23280Pp3c13_23230-Pp3c13_23280intergenic_regionPp3c13_23230-Pp3c13_23280NA NA n.16254840_16254841insATNA NA NA NA NA
Chr13 16257642 T TGG Chr13_16257642_T_TGGT_TGG INDEL 19573.59 27 13 16 27 21 15 25 29 17 23 13 15 12 9 27 13 16 27 21 15 25 29 17 23 13 15 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_23230-Pp3c13_23280Pp3c13_23230-Pp3c13_23280intergenic_regionPp3c13_23230-Pp3c13_23280NA NA n.16257642_16257643insGGNA NA NA NA NA
Chr13 16257643 CT C Chr13_16257643_CT_CCT_C INDEL 19978.59 28 11 16 25 21 13 24 27 17 24 13 15 12 9 28 11 16 25 21 13 24 27 17 24 13 15 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_23230-Pp3c13_23280Pp3c13_23230-Pp3c13_23280intergenic_regionPp3c13_23230-Pp3c13_23280NA NA n.16257644delTNA NA NA NA NA
Chr13 16257645 T A Chr13_16257645_T_AT_A SNP 19652.63 27 11 16 25 21 14 25 27 17 25 13 15 12 10 27 11 16 25 21 14 25 27 17 25 13 15 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_23230-Pp3c13_23280Pp3c13_23230-Pp3c13_23280intergenic_regionPp3c13_23230-Pp3c13_23280NA NA n.16257645T>ANA NA NA NA NA
Chr13 16257647 C A Chr13_16257647_C_AC_A SNP 19607.63 28 12 16 25 21 14 26 27 17 24 13 15 11 10 28 12 16 25 21 14 26 27 17 24 13 15 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_23230-Pp3c13_23280Pp3c13_23230-Pp3c13_23280intergenic_regionPp3c13_23230-Pp3c13_23280NA NA n.16257647C>ANA NA NA NA NA
Chr13 16304309 C T Chr13_16304309_C_TC_T SNP 4408.98 0 0 0 0 0 0 0 0 17 11 21 20 17 16 24 22 19 18 14 23 30 26 17 11 21 20 17 16 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_23300-Pp3c13_23360Pp3c13_23300-Pp3c13_23360intergenic_regionPp3c13_23300-Pp3c13_23360NA NA n.16304309C>TNA NA NA NA NA
Chr13 16492251 AAT A Chr13_16492251_AAT_AAAT_A INDEL 1993.35 33 10 16 0 0 0 0 0 0 0 0 0 0 0 33 10 16 24 20 20 29 17 23 16 12 16 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c13_23540Pp3c13_23540transcript PAC:32932230protein_codingNA c.-4757_-4756delATNA NA NA NA 4627
Chr13 16492251 AAT A Chr13_16492251_AAT_AAAT_A INDEL 1993.35 33 10 16 0 0 0 0 0 0 0 0 0 0 0 33 10 16 24 20 20 29 17 23 16 12 16 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c13_23540Pp3c13_23540transcript PAC:32932231protein_codingNA c.-4757_-4756delATNA NA NA NA 4631
Chr13 16492251 AAT A Chr13_16492251_AAT_AAAT_A INDEL 1993.35 33 10 16 0 0 0 0 0 0 0 0 0 0 0 33 10 16 24 20 20 29 17 23 16 12 16 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c13_23450-Pp3c13_23540Pp3c13_23450-Pp3c13_23540intergenic_regionPp3c13_23450-Pp3c13_23540NA NA n.16492252_16492253delATNA NA NA NA NA
Chr13 16494094 T TTA Chr13_16494094_T_TTAT_TTA INDEL 2666.93 0 0 0 1 1 0 1 0 13 19 9 14 7 8 25 10 9 17 12 21 21 15 14 19 9 14 7 8 0 0 0 0 0 0 0 0 0.929 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_23540Pp3c13_23540transcript PAC:32932230protein_codingNA c.-2915_-2914insTANA NA NA NA 2784
Chr13 16494094 T TTA Chr13_16494094_T_TTAT_TTA INDEL 2666.93 0 0 0 1 1 0 1 0 13 19 9 14 7 8 25 10 9 17 12 21 21 15 14 19 9 14 7 8 0 0 0 0 0 0 0 0 0.929 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c13_23540Pp3c13_23540transcript PAC:32932231protein_codingNA c.-2915_-2914insTANA NA NA NA 2788
Chr13 16494094 T TTA Chr13_16494094_T_TTAT_TTA INDEL 2666.93 0 0 0 1 1 0 1 0 13 19 9 14 7 8 25 10 9 17 12 21 21 15 14 19 9 14 7 8 0 0 0 0 0 0 0 0 0.929 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_23550Pp3c13_23550transcript PAC:32931093protein_codingNA c.*5371_*5372insTANA NA NA NA 4453
Chr13 16494094 T TTA Chr13_16494094_T_TTAT_TTA INDEL 2666.93 0 0 0 1 1 0 1 0 13 19 9 14 7 8 25 10 9 17 12 21 21 15 14 19 9 14 7 8 0 0 0 0 0 0 0 0 0.929 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c13_23550Pp3c13_23550transcript PAC:32931094protein_codingNA c.*5371_*5372insTANA NA NA NA 4521



Chr13 16494094 T TTA Chr13_16494094_T_TTAT_TTA INDEL 2666.93 0 0 0 1 1 0 1 0 13 19 9 14 7 8 25 10 9 17 12 21 21 15 14 19 9 14 7 8 0 0 0 0 0 0 0 0 0.929 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c13_23450-Pp3c13_23540Pp3c13_23450-Pp3c13_23540intergenic_regionPp3c13_23450-Pp3c13_23540NA NA n.16494094_16494095insTANA NA NA NA NA
Chr13 16495271 A T Chr13_16495271_A_TA_T SNP 4480.29 0 0 0 21 20 25 20 18 0 0 0 0 0 0 33 9 13 23 20 25 20 18 19 25 9 19 8 13 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_23540Pp3c13_23540transcript PAC:32932230protein_codingNA c.-1738A>T NA NA NA NA 1608
Chr13 16495271 A T Chr13_16495271_A_TA_T SNP 4480.29 0 0 0 21 20 25 20 18 0 0 0 0 0 0 33 9 13 23 20 25 20 18 19 25 9 19 8 13 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c13_23540Pp3c13_23540transcript PAC:32932231protein_codingNA c.-1738A>T NA NA NA NA 1612
Chr13 16495271 A T Chr13_16495271_A_TA_T SNP 4480.29 0 0 0 21 20 25 20 18 0 0 0 0 0 0 33 9 13 23 20 25 20 18 19 25 9 19 8 13 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c13_23550Pp3c13_23550transcript PAC:32931093protein_codingNA c.*4195T>A NA NA NA NA 3277
Chr13 16495271 A T Chr13_16495271_A_TA_T SNP 4480.29 0 0 0 21 20 25 20 18 0 0 0 0 0 0 33 9 13 23 20 25 20 18 19 25 9 19 8 13 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c13_23550Pp3c13_23550transcript PAC:32931094protein_codingNA c.*4195T>A NA NA NA NA 3345
Chr13 16495271 A T Chr13_16495271_A_TA_T SNP 4480.29 0 0 0 21 20 25 20 18 0 0 0 0 0 0 33 9 13 23 20 25 20 18 19 25 9 19 8 13 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_23450-Pp3c13_23540Pp3c13_23450-Pp3c13_23540intergenic_regionPp3c13_23450-Pp3c13_23540NA NA n.16495271A>TNA NA NA NA NA
Chr13 16695650 G A Chr13_16695650_G_AG_A SNP 15825.63 9 20 11 29 13 19 29 16 15 26 11 14 4 4 9 20 11 29 13 19 29 16 15 26 11 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c13_23800Pp3c13_23800transcript PAC:32930270protein_codingNA c.-5326C>T NA NA NA NA 4966
Chr13 16695650 G A Chr13_16695650_G_AG_A SNP 15825.63 9 20 11 29 13 19 29 16 15 26 11 14 4 4 9 20 11 29 13 19 29 16 15 26 11 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c13_23800-Pp3c13_23840Pp3c13_23800-Pp3c13_23840intergenic_regionPp3c13_23800-Pp3c13_23840NA NA n.16695650G>ANA NA NA NA NA
Chr13 16716046 GC G Chr13_16716046_GC_GGC_G INDEL 4675.24 0 0 0 23 16 14 31 16 0 0 0 0 0 0 24 10 12 23 16 14 31 16 17 19 11 18 16 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c13_23800-Pp3c13_23840Pp3c13_23800-Pp3c13_23840intergenic_regionPp3c13_23800-Pp3c13_23840NA NA n.16716047delCNA NA NA NA NA
Chr13 16744346 A G Chr13_16744346_A_GA_G SNP 18663.63 22 15 25 31 23 28 18 25 21 23 16 9 12 11 22 15 25 31 23 28 18 25 21 23 16 9 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c13_23850Pp3c13_23850transcript PAC:32930736protein_coding 01-janv c.67-525A>G NA NA NA NA NA
Chr13 16921465 AAT A Chr13_16921465_AAT_AAAT_A INDEL 346.37 0 10 0 0 0 0 1 0 0 0 0 0 1 0 17 10 10 23 15 25 16 14 13 6 10 6 8 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c13_24050Pp3c13_24050transcript PAC:32930910protein_codingNA c.-736_-735delATNA NA NA NA 684
Chr13 16921465 AAT A Chr13_16921465_AAT_AAAT_A INDEL 346.37 0 10 0 0 0 0 1 0 0 0 0 0 1 0 17 10 10 23 15 25 16 14 13 6 10 6 8 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c13_24080Pp3c13_24080transcript PAC:32930713protein_codingNA c.-3955_-3954delATNA NA NA NA 3200
Chr13 16921465 AAT A Chr13_16921465_AAT_AAAT_A INDEL 346.37 0 10 0 0 0 0 1 0 0 0 0 0 1 0 17 10 10 23 15 25 16 14 13 6 10 6 8 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c13_24050Pp3c13_24050transcript PAC:32930911protein_codingNA c.-736_-735delATNA NA NA NA 692
Chr13 16921465 AAT A Chr13_16921465_AAT_AAAT_A INDEL 346.37 0 10 0 0 0 0 1 0 0 0 0 0 1 0 17 10 10 23 15 25 16 14 13 6 10 6 8 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c13_24080Pp3c13_24080transcript PAC:32930714protein_codingNA c.-3955_-3954delATNA NA NA NA 3352
Chr13 16921465 AAT A Chr13_16921465_AAT_AAAT_A INDEL 346.37 0 10 0 0 0 0 1 0 0 0 0 0 1 0 17 10 10 23 15 25 16 14 13 6 10 6 8 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c13_24050-Pp3c13_24080Pp3c13_24050-Pp3c13_24080intergenic_regionPp3c13_24050-Pp3c13_24080NA NA n.16921466_16921467delATNA NA NA NA NA
Chr14 138393 C T Chr14_138393_C_TC_T SNP 7033.29 0 0 0 30 17 36 35 20 0 0 0 0 0 0 26 13 20 30 17 36 35 20 23 27 18 20 20 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_231-Pp3c14_310Pp3c14_231-Pp3c14_310intergenic_regionPp3c14_231-Pp3c14_310NA NA n.138393C>T NA NA NA NA NA
Chr14 157890 C CA Chr14_157890_C_CAC_CA INDEL 12797.59 12 19 11 29 15 16 42 23 22 20 9 14 6 12 12 19 11 29 15 16 42 23 22 20 9 14 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_231-Pp3c14_310Pp3c14_231-Pp3c14_310intergenic_regionPp3c14_231-Pp3c14_310NA NA n.157890_157891insANA NA NA NA NA
Chr14 218818 T A Chr14_218818_T_AT_A SNP 14104.63 17 14 13 20 19 20 19 22 22 12 6 25 11 7 17 14 13 20 19 20 19 22 22 12 6 25 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_380 Pp3c14_380 transcript PAC:32960302protein_codingNA c.-4287T>A NA NA NA NA 3715
Chr14 218818 T A Chr14_218818_T_AT_A SNP 14104.63 17 14 13 20 19 20 19 22 22 12 6 25 11 7 17 14 13 20 19 20 19 22 22 12 6 25 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_380 Pp3c14_380 transcript PAC:32960305protein_codingNA c.-4287T>A NA NA NA NA 3600
Chr14 218818 T A Chr14_218818_T_AT_A SNP 14104.63 17 14 13 20 19 20 19 22 22 12 6 25 11 7 17 14 13 20 19 20 19 22 22 12 6 25 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_380 Pp3c14_380 transcript PAC:32960303protein_codingNA c.-4287T>A NA NA NA NA 3762
Chr14 218818 T A Chr14_218818_T_AT_A SNP 14104.63 17 14 13 20 19 20 19 22 22 12 6 25 11 7 17 14 13 20 19 20 19 22 22 12 6 25 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_380 Pp3c14_380 transcript PAC:32960304protein_codingNA c.-4287T>A NA NA NA NA 3762
Chr14 218818 T A Chr14_218818_T_AT_A SNP 14104.63 17 14 13 20 19 20 19 22 22 12 6 25 11 7 17 14 13 20 19 20 19 22 22 12 6 25 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_380 Pp3c14_380 transcript PAC:32960306protein_codingNA c.-4287T>A NA NA NA NA 3762
Chr14 218818 T A Chr14_218818_T_AT_A SNP 14104.63 17 14 13 20 19 20 19 22 22 12 6 25 11 7 17 14 13 20 19 20 19 22 22 12 6 25 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_369-Pp3c14_380Pp3c14_369-Pp3c14_380intergenic_regionPp3c14_369-Pp3c14_380NA NA n.218818T>ANA NA NA NA NA
Chr14 219594 C CAT Chr14_219594_C_CATC_CAT INDEL 4566.24 15 10 8 1 0 1 2 0 14 11 12 11 5 6 15 10 8 14 16 13 23 21 14 12 12 11 5 6 1 1 1 0 0 0 0.087 0 1 0.917 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c14_380 Pp3c14_380 transcript PAC:32960302protein_codingNA c.-3511_-3510insATNA NA NA NA 2938
Chr14 219594 C CAT Chr14_219594_C_CATC_CAT INDEL 4566.24 15 10 8 1 0 1 2 0 14 11 12 11 5 6 15 10 8 14 16 13 23 21 14 12 12 11 5 6 1 1 1 0 0 0 0.087 0 1 0.917 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c14_380 Pp3c14_380 transcript PAC:32960305protein_codingNA c.-3511_-3510insATNA NA NA NA 2823
Chr14 219594 C CAT Chr14_219594_C_CATC_CAT INDEL 4566.24 15 10 8 1 0 1 2 0 14 11 12 11 5 6 15 10 8 14 16 13 23 21 14 12 12 11 5 6 1 1 1 0 0 0 0.087 0 1 0.917 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c14_380 Pp3c14_380 transcript PAC:32960303protein_codingNA c.-3511_-3510insATNA NA NA NA 2985
Chr14 219594 C CAT Chr14_219594_C_CATC_CAT INDEL 4566.24 15 10 8 1 0 1 2 0 14 11 12 11 5 6 15 10 8 14 16 13 23 21 14 12 12 11 5 6 1 1 1 0 0 0 0.087 0 1 0.917 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c14_380 Pp3c14_380 transcript PAC:32960304protein_codingNA c.-3511_-3510insATNA NA NA NA 2985
Chr14 219594 C CAT Chr14_219594_C_CATC_CAT INDEL 4566.24 15 10 8 1 0 1 2 0 14 11 12 11 5 6 15 10 8 14 16 13 23 21 14 12 12 11 5 6 1 1 1 0 0 0 0.087 0 1 0.917 1 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c14_380 Pp3c14_380 transcript PAC:32960306protein_codingNA c.-3511_-3510insATNA NA NA NA 2985
Chr14 219594 C CAT Chr14_219594_C_CATC_CAT INDEL 4566.24 15 10 8 1 0 1 2 0 14 11 12 11 5 6 15 10 8 14 16 13 23 21 14 12 12 11 5 6 1 1 1 0 0 0 0.087 0 1 0.917 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c14_369-Pp3c14_380Pp3c14_369-Pp3c14_380intergenic_regionPp3c14_369-Pp3c14_380NA NA n.219594_219595insATNA NA NA NA NA
Chr14 448304 A AAATCAATTCTAATTAAATCCTChr14_448304_A_AAATCAATTCTAATTAAATCCTA_AAATCAATTCTAATTAAATCCTINDEL 19309.59 18 13 17 23 17 21 32 17 17 22 7 11 12 6 18 13 17 23 17 21 32 17 17 22 7 11 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_680-Pp3c14_710Pp3c14_680-Pp3c14_710intergenic_regionPp3c14_680-Pp3c14_710NA NA n.448304_448305insAATCAATTCTAATTAAATCCTNA NA NA NA NA
Chr14 658063 AT A Chr14_658063_AT_AAT_A INDEL 16987.59 14 18 12 22 28 21 33 23 21 23 18 13 7 9 14 18 12 22 28 21 33 23 21 23 18 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_960 Pp3c14_960 transcript PAC:32962285protein_codingNA c.*4333delA NA NA NA NA 3620
Chr14 658063 AT A Chr14_658063_AT_AAT_A INDEL 16987.59 14 18 12 22 28 21 33 23 21 23 18 13 7 9 14 18 12 22 28 21 33 23 21 23 18 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_960 Pp3c14_960 transcript PAC:32962287protein_codingNA c.*4333delA NA NA NA NA 3693
Chr14 658063 AT A Chr14_658063_AT_AAT_A INDEL 16987.59 14 18 12 22 28 21 33 23 21 23 18 13 7 9 14 18 12 22 28 21 33 23 21 23 18 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_960 Pp3c14_960 transcript PAC:32962286protein_codingNA c.*4333delA NA NA NA NA 3732
Chr14 658063 AT A Chr14_658063_AT_AAT_A INDEL 16987.59 14 18 12 22 28 21 33 23 21 23 18 13 7 9 14 18 12 22 28 21 33 23 21 23 18 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_880-Pp3c14_960Pp3c14_880-Pp3c14_960intergenic_regionPp3c14_880-Pp3c14_960NA NA n.658064delTNA NA NA NA NA
Chr14 748607 G C Chr14_748607_G_CG_C SNP 20315.63 29 16 26 24 19 32 24 28 34 21 14 14 15 15 29 16 26 24 19 32 24 28 34 21 14 14 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_1030-Pp3c14_1111Pp3c14_1030-Pp3c14_1111intergenic_regionPp3c14_1030-Pp3c14_1111NA NA n.748607G>CNA NA NA NA NA
Chr14 752387 G GA Chr14_752387_G_GAG_GA INDEL 16365.59 34 10 15 20 24 26 19 30 19 19 11 13 13 6 34 10 15 20 24 26 19 30 19 19 11 13 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_1030-Pp3c14_1111Pp3c14_1030-Pp3c14_1111intergenic_regionPp3c14_1030-Pp3c14_1111NA NA n.752387_752388insANA NA NA NA NA
Chr14 824852 A AAT Chr14_824852_A_AATA_AAT INDEL 99.37 0 0 0 1 0 0 0 0 0 0 0 0 5 0 23 10 14 14 17 23 12 25 14 22 10 7 5 4 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c14_1160-Pp3c14_1200Pp3c14_1160-Pp3c14_1200intergenic_regionPp3c14_1160-Pp3c14_1200NA NA n.824852_824853insATNA NA NA NA NA
Chr14 1084788 G GA Chr14_1084788_G_GAG_GA INDEL 14047.59 13 13 15 18 19 21 28 23 19 16 18 22 5 12 13 13 15 18 19 21 28 23 19 16 18 22 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_1470Pp3c14_1470transcript PAC:32961081protein_codingNA c.-2939_-2938insANA NA NA NA 2767
Chr14 1084788 G GA Chr14_1084788_G_GAG_GA INDEL 14047.59 13 13 15 18 19 21 28 23 19 16 18 22 5 12 13 13 15 18 19 21 28 23 19 16 18 22 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_1470Pp3c14_1470transcript PAC:32961082protein_codingNA c.-2939_-2938insANA NA NA NA 2774
Chr14 1084788 G GA Chr14_1084788_G_GAG_GA INDEL 14047.59 13 13 15 18 19 21 28 23 19 16 18 22 5 12 13 13 15 18 19 21 28 23 19 16 18 22 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_1460Pp3c14_1460transcript PAC:32960066protein_coding 07-juil c.2198+69_2198+70insANA NA NA NA NA
Chr14 1084788 G GA Chr14_1084788_G_GAG_GA INDEL 14047.59 13 13 15 18 19 21 28 23 19 16 18 22 5 12 13 13 15 18 19 21 28 23 19 16 18 22 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_1460Pp3c14_1460transcript PAC:32960067protein_coding 07-juil c.2198+69_2198+70insANA NA NA NA NA
Chr14 1368669 C T Chr14_1368669_C_TC_T SNP 18609.63 28 19 17 24 15 16 23 23 25 19 9 13 12 8 28 19 17 24 15 16 23 23 25 19 9 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_1930-Pp3c14_1940Pp3c14_1930-Pp3c14_1940intergenic_regionPp3c14_1930-Pp3c14_1940NA NA n.1368669C>TNA NA NA NA NA
Chr14 1368671 C T Chr14_1368671_C_TC_T SNP 18703.63 27 19 17 26 15 16 24 23 25 19 9 14 12 9 27 19 17 26 15 16 24 23 25 19 9 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_1930-Pp3c14_1940Pp3c14_1930-Pp3c14_1940intergenic_regionPp3c14_1930-Pp3c14_1940NA NA n.1368671C>TNA NA NA NA NA
Chr14 1368674 C A Chr14_1368674_C_AC_A SNP 18437.63 27 20 17 26 15 16 23 22 25 19 8 14 12 9 27 20 17 26 15 16 23 22 25 19 8 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_1930-Pp3c14_1940Pp3c14_1930-Pp3c14_1940intergenic_regionPp3c14_1930-Pp3c14_1940NA NA n.1368674C>ANA NA NA NA NA
Chr14 1368708 T TG Chr14_1368708_T_TGT_TG INDEL 13667.59 27 14 17 27 18 18 20 19 24 19 11 14 11 8 27 14 17 27 18 18 20 19 24 19 11 14 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_1930-Pp3c14_1940Pp3c14_1930-Pp3c14_1940intergenic_regionPp3c14_1930-Pp3c14_1940NA NA n.1368708_1368709insGNA NA NA NA NA
Chr14 1368774 C CA Chr14_1368774_C_CAC_CA INDEL 16803.59 35 17 17 25 22 22 23 22 16 22 13 14 9 11 35 17 17 25 22 22 23 22 16 22 13 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_1930-Pp3c14_1940Pp3c14_1930-Pp3c14_1940intergenic_regionPp3c14_1930-Pp3c14_1940NA NA n.1368774_1368775insANA NA NA NA NA
Chr14 1409161 A C Chr14_1409161_A_CA_C SNP 18051.63 24 12 14 24 20 26 23 26 18 14 15 15 12 11 24 12 14 24 20 26 23 26 18 14 15 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_1940Pp3c14_1940transcript PAC:32962042protein_coding 01-mai c.-57A>C NA NA NA NA 450
Chr14 1409161 A C Chr14_1409161_A_CA_C SNP 18051.63 24 12 14 24 20 26 23 26 18 14 15 15 12 11 24 12 14 24 20 26 23 26 18 14 15 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_1940Pp3c14_1940transcript PAC:32962043protein_coding 01-mai c.-57A>C NA NA NA NA 450
Chr14 1409161 A C Chr14_1409161_A_CA_C SNP 18051.63 24 12 14 24 20 26 23 26 18 14 15 15 12 11 24 12 14 24 20 26 23 26 18 14 15 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_1940Pp3c14_1940transcript PAC:32962044protein_coding 01-mai c.-62A>C NA NA NA NA 450
Chr14 1409162 G T Chr14_1409162_G_TG_T SNP 18051.63 24 12 14 24 18 26 23 26 18 14 15 15 12 11 24 12 14 24 18 26 23 26 18 14 15 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_1940Pp3c14_1940transcript PAC:32962042protein_coding 01-mai c.-56G>T NA NA NA NA 449
Chr14 1409162 G T Chr14_1409162_G_TG_T SNP 18051.63 24 12 14 24 18 26 23 26 18 14 15 15 12 11 24 12 14 24 18 26 23 26 18 14 15 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_1940Pp3c14_1940transcript PAC:32962043protein_coding 01-mai c.-56G>T NA NA NA NA 449
Chr14 1409162 G T Chr14_1409162_G_TG_T SNP 18051.63 24 12 14 24 18 26 23 26 18 14 15 15 12 11 24 12 14 24 18 26 23 26 18 14 15 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_1940Pp3c14_1940transcript PAC:32962044protein_coding 01-mai c.-61G>T NA NA NA NA 449
Chr14 1451412 G GA Chr14_1451412_G_GAG_GA INDEL 10340.59 11 13 7 13 15 19 8 16 8 12 12 16 9 4 11 13 7 13 15 19 8 16 8 12 12 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_1940-Pp3c14_1980Pp3c14_1940-Pp3c14_1980intergenic_regionPp3c14_1940-Pp3c14_1980NA NA n.1451412_1451413insANA NA NA NA NA
Chr14 1526017 C T Chr14_1526017_C_TC_T SNP 1624.39 18 16 7 0 0 0 0 0 0 0 0 0 0 0 18 16 7 24 28 30 31 18 14 28 17 10 8 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c14_1980-Pp3c14_2260Pp3c14_1980-Pp3c14_2260intergenic_regionPp3c14_1980-Pp3c14_2260NA NA n.1526017C>TNA NA NA NA NA
Chr14 1553338 G T Chr14_1553338_G_TG_T SNP 37290.63 60 32 25 45 42 67 65 39 34 57 30 34 16 25 60 32 25 45 42 67 65 39 34 57 30 34 16 25 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_1980-Pp3c14_2260Pp3c14_1980-Pp3c14_2260intergenic_regionPp3c14_1980-Pp3c14_2260NA NA n.1553338G>TNA NA NA NA NA
Chr14 1639431 T C Chr14_1639431_T_CT_C SNP 16858.63 21 11 8 20 15 27 38 14 23 13 21 13 4 9 21 11 8 20 15 27 38 14 23 13 21 13 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962330protein_codingNA c.*1561T>C NA NA NA NA 999
Chr14 1639431 T C Chr14_1639431_T_CT_C SNP 16858.63 21 11 8 20 15 27 38 14 23 13 21 13 4 9 21 11 8 20 15 27 38 14 23 13 21 13 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962331protein_codingNA c.*1561T>C NA NA NA NA 1121
Chr14 1639431 T C Chr14_1639431_T_CT_C SNP 16858.63 21 11 8 20 15 27 38 14 23 13 21 13 4 9 21 11 8 20 15 27 38 14 23 13 21 13 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962332protein_codingNA c.*1953T>C NA NA NA NA 1852
Chr14 1639431 T C Chr14_1639431_T_CT_C SNP 16858.63 21 11 8 20 15 27 38 14 23 13 21 13 4 9 21 11 8 20 15 27 38 14 23 13 21 13 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962333protein_codingNA c.*1739T>C NA NA NA NA 1632
Chr14 1639431 T C Chr14_1639431_T_CT_C SNP 16858.63 21 11 8 20 15 27 38 14 23 13 21 13 4 9 21 11 8 20 15 27 38 14 23 13 21 13 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962334protein_codingNA c.*1561T>C NA NA NA NA 999
Chr14 1639431 T C Chr14_1639431_T_CT_C SNP 16858.63 21 11 8 20 15 27 38 14 23 13 21 13 4 9 21 11 8 20 15 27 38 14 23 13 21 13 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2280-Pp3c14_2320Pp3c14_2280-Pp3c14_2320intergenic_regionPp3c14_2280-Pp3c14_2320NA NA n.1639431T>CNA NA NA NA NA
Chr14 1639450 T TA Chr14_1639450_T_TAT_TA INDEL 18099.59 22 11 10 20 13 26 39 12 23 14 21 11 4 10 22 11 10 20 13 26 39 12 23 14 21 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962330protein_codingNA c.*1580_*1581insANA NA NA NA 1019
Chr14 1639450 T TA Chr14_1639450_T_TAT_TA INDEL 18099.59 22 11 10 20 13 26 39 12 23 14 21 11 4 10 22 11 10 20 13 26 39 12 23 14 21 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962331protein_codingNA c.*1580_*1581insANA NA NA NA 1141
Chr14 1639450 T TA Chr14_1639450_T_TAT_TA INDEL 18099.59 22 11 10 20 13 26 39 12 23 14 21 11 4 10 22 11 10 20 13 26 39 12 23 14 21 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962332protein_codingNA c.*1972_*1973insANA NA NA NA 1872
Chr14 1639450 T TA Chr14_1639450_T_TAT_TA INDEL 18099.59 22 11 10 20 13 26 39 12 23 14 21 11 4 10 22 11 10 20 13 26 39 12 23 14 21 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962333protein_codingNA c.*1758_*1759insANA NA NA NA 1652
Chr14 1639450 T TA Chr14_1639450_T_TAT_TA INDEL 18099.59 22 11 10 20 13 26 39 12 23 14 21 11 4 10 22 11 10 20 13 26 39 12 23 14 21 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962334protein_codingNA c.*1580_*1581insANA NA NA NA 1019
Chr14 1639450 T TA Chr14_1639450_T_TAT_TA INDEL 18099.59 22 11 10 20 13 26 39 12 23 14 21 11 4 10 22 11 10 20 13 26 39 12 23 14 21 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2280-Pp3c14_2320Pp3c14_2280-Pp3c14_2320intergenic_regionPp3c14_2280-Pp3c14_2320NA NA n.1639450_1639451insANA NA NA NA NA
Chr14 1639477 C CT Chr14_1639477_C_CTC_CT INDEL 19180.59 19 11 12 23 17 31 37 13 22 17 19 8 5 11 19 11 12 23 17 31 37 13 22 17 19 8 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962330protein_codingNA c.*1607_*1608insTNA NA NA NA 1046
Chr14 1639477 C CT Chr14_1639477_C_CTC_CT INDEL 19180.59 19 11 12 23 17 31 37 13 22 17 19 8 5 11 19 11 12 23 17 31 37 13 22 17 19 8 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962331protein_codingNA c.*1607_*1608insTNA NA NA NA 1168
Chr14 1639477 C CT Chr14_1639477_C_CTC_CT INDEL 19180.59 19 11 12 23 17 31 37 13 22 17 19 8 5 11 19 11 12 23 17 31 37 13 22 17 19 8 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962332protein_codingNA c.*1999_*2000insTNA NA NA NA 1899
Chr14 1639477 C CT Chr14_1639477_C_CTC_CT INDEL 19180.59 19 11 12 23 17 31 37 13 22 17 19 8 5 11 19 11 12 23 17 31 37 13 22 17 19 8 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962333protein_codingNA c.*1785_*1786insTNA NA NA NA 1679
Chr14 1639477 C CT Chr14_1639477_C_CTC_CT INDEL 19180.59 19 11 12 23 17 31 37 13 22 17 19 8 5 11 19 11 12 23 17 31 37 13 22 17 19 8 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962334protein_codingNA c.*1607_*1608insTNA NA NA NA 1046
Chr14 1639477 C CT Chr14_1639477_C_CTC_CT INDEL 19180.59 19 11 12 23 17 31 37 13 22 17 19 8 5 11 19 11 12 23 17 31 37 13 22 17 19 8 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2280-Pp3c14_2320Pp3c14_2280-Pp3c14_2320intergenic_regionPp3c14_2280-Pp3c14_2320NA NA n.1639477_1639478insTNA NA NA NA NA
Chr14 1639480 T A Chr14_1639480_T_AT_A SNP 19104.63 19 11 12 23 16 29 37 14 24 17 18 8 4 11 19 11 12 23 16 29 37 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962330protein_codingNA c.*1610T>A NA NA NA NA 1048
Chr14 1639480 T A Chr14_1639480_T_AT_A SNP 19104.63 19 11 12 23 16 29 37 14 24 17 18 8 4 11 19 11 12 23 16 29 37 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962331protein_codingNA c.*1610T>A NA NA NA NA 1170
Chr14 1639480 T A Chr14_1639480_T_AT_A SNP 19104.63 19 11 12 23 16 29 37 14 24 17 18 8 4 11 19 11 12 23 16 29 37 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962332protein_codingNA c.*2002T>A NA NA NA NA 1901
Chr14 1639480 T A Chr14_1639480_T_AT_A SNP 19104.63 19 11 12 23 16 29 37 14 24 17 18 8 4 11 19 11 12 23 16 29 37 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962333protein_codingNA c.*1788T>A NA NA NA NA 1681
Chr14 1639480 T A Chr14_1639480_T_AT_A SNP 19104.63 19 11 12 23 16 29 37 14 24 17 18 8 4 11 19 11 12 23 16 29 37 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962334protein_codingNA c.*1610T>A NA NA NA NA 1048
Chr14 1639480 T A Chr14_1639480_T_AT_A SNP 19104.63 19 11 12 23 16 29 37 14 24 17 18 8 4 11 19 11 12 23 16 29 37 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2280-Pp3c14_2320Pp3c14_2280-Pp3c14_2320intergenic_regionPp3c14_2280-Pp3c14_2320NA NA n.1639480T>ANA NA NA NA NA
Chr14 1639481 A T Chr14_1639481_A_TA_T SNP 18924.63 20 11 12 23 17 29 35 14 24 17 18 8 4 11 20 11 12 23 17 29 35 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962330protein_codingNA c.*1611A>T NA NA NA NA 1049
Chr14 1639481 A T Chr14_1639481_A_TA_T SNP 18924.63 20 11 12 23 17 29 35 14 24 17 18 8 4 11 20 11 12 23 17 29 35 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962331protein_codingNA c.*1611A>T NA NA NA NA 1171
Chr14 1639481 A T Chr14_1639481_A_TA_T SNP 18924.63 20 11 12 23 17 29 35 14 24 17 18 8 4 11 20 11 12 23 17 29 35 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962332protein_codingNA c.*2003A>T NA NA NA NA 1902
Chr14 1639481 A T Chr14_1639481_A_TA_T SNP 18924.63 20 11 12 23 17 29 35 14 24 17 18 8 4 11 20 11 12 23 17 29 35 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962333protein_codingNA c.*1789A>T NA NA NA NA 1682
Chr14 1639481 A T Chr14_1639481_A_TA_T SNP 18924.63 20 11 12 23 17 29 35 14 24 17 18 8 4 11 20 11 12 23 17 29 35 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_2280Pp3c14_2280transcript PAC:32962334protein_codingNA c.*1611A>T NA NA NA NA 1049
Chr14 1639481 A T Chr14_1639481_A_TA_T SNP 18924.63 20 11 12 23 17 29 35 14 24 17 18 8 4 11 20 11 12 23 17 29 35 14 24 17 18 8 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2280-Pp3c14_2320Pp3c14_2280-Pp3c14_2320intergenic_regionPp3c14_2280-Pp3c14_2320NA NA n.1639481A>TNA NA NA NA NA
Chr14 1646321 CA C Chr14_1646321_CA_CCA_C INDEL 11161.59 14 11 7 13 7 14 14 17 13 9 13 11 4 5 14 11 7 13 7 14 14 17 13 9 13 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2280-Pp3c14_2320Pp3c14_2280-Pp3c14_2320intergenic_regionPp3c14_2280-Pp3c14_2320NA NA n.1646322delANA NA NA NA NA
Chr14 1646461 C CA Chr14_1646461_C_CAC_CA INDEL 9118.59 12 8 5 16 8 4 8 10 14 6 8 8 4 9 12 8 5 16 8 4 8 10 14 6 8 8 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2280-Pp3c14_2320Pp3c14_2280-Pp3c14_2320intergenic_regionPp3c14_2280-Pp3c14_2320NA NA n.1646461_1646462insANA NA NA NA NA
Chr14 1646466 T C Chr14_1646466_T_CT_C SNP 10081.63 16 9 6 17 9 7 8 10 17 6 9 11 4 8 16 9 6 17 9 7 8 10 17 6 9 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2280-Pp3c14_2320Pp3c14_2280-Pp3c14_2320intergenic_regionPp3c14_2280-Pp3c14_2320NA NA n.1646466T>CNA NA NA NA NA
Chr14 1646467 C A Chr14_1646467_C_AC_A SNP 10280.63 16 9 6 18 9 8 8 10 17 6 9 11 4 8 16 9 6 18 9 8 8 10 17 6 9 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2280-Pp3c14_2320Pp3c14_2280-Pp3c14_2320intergenic_regionPp3c14_2280-Pp3c14_2320NA NA n.1646467C>ANA NA NA NA NA
Chr14 1646471 TC T Chr14_1646471_TC_TTC_T INDEL 10899.59 18 9 6 21 11 9 8 12 17 6 8 11 4 8 18 9 6 21 11 9 8 12 17 6 8 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2280-Pp3c14_2320Pp3c14_2280-Pp3c14_2320intergenic_regionPp3c14_2280-Pp3c14_2320NA NA n.1646472delCNA NA NA NA NA
Chr14 1646473 A T Chr14_1646473_A_TA_T SNP 10863.63 18 10 7 21 11 10 8 12 18 6 8 12 5 8 18 10 7 21 11 10 8 12 18 6 8 12 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2280-Pp3c14_2320Pp3c14_2280-Pp3c14_2320intergenic_regionPp3c14_2280-Pp3c14_2320NA NA n.1646473A>TNA NA NA NA NA
Chr14 1863305 C G Chr14_1863305_C_GC_G SNP 20592.63 25 12 19 32 20 24 34 27 29 29 8 15 8 9 25 12 19 32 20 24 34 27 29 29 8 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_2690Pp3c14_2690transcript PAC:32961224protein_codingNA c.-3870G>C NA NA NA NA 3670
Chr14 1863305 C G Chr14_1863305_C_GC_G SNP 20592.63 25 12 19 32 20 24 34 27 29 29 8 15 8 9 25 12 19 32 20 24 34 27 29 29 8 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_2690Pp3c14_2690transcript PAC:32961225protein_codingNA c.-3870G>C NA NA NA NA 3448
Chr14 1863305 C G Chr14_1863305_C_GC_G SNP 20592.63 25 12 19 32 20 24 34 27 29 29 8 15 8 9 25 12 19 32 20 24 34 27 29 29 8 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2690-Pp3c14_2700Pp3c14_2690-Pp3c14_2700intergenic_regionPp3c14_2690-Pp3c14_2700NA NA n.1863305C>GNA NA NA NA NA
Chr14 1863306 T G Chr14_1863306_T_GT_G SNP 20592.63 25 12 19 31 20 23 34 26 29 29 8 15 8 8 25 12 19 31 20 23 34 26 29 29 8 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_2690Pp3c14_2690transcript PAC:32961224protein_codingNA c.-3871A>C NA NA NA NA 3671
Chr14 1863306 T G Chr14_1863306_T_GT_G SNP 20592.63 25 12 19 31 20 23 34 26 29 29 8 15 8 8 25 12 19 31 20 23 34 26 29 29 8 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_2690Pp3c14_2690transcript PAC:32961225protein_codingNA c.-3871A>C NA NA NA NA 3449
Chr14 1863306 T G Chr14_1863306_T_GT_G SNP 20592.63 25 12 19 31 20 23 34 26 29 29 8 15 8 8 25 12 19 31 20 23 34 26 29 29 8 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2690-Pp3c14_2700Pp3c14_2690-Pp3c14_2700intergenic_regionPp3c14_2690-Pp3c14_2700NA NA n.1863306T>GNA NA NA NA NA
Chr14 1863307 T A Chr14_1863307_T_AT_A SNP 20592.63 26 13 19 30 20 23 34 25 28 29 8 14 8 8 26 13 19 30 20 23 34 25 28 29 8 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_2690Pp3c14_2690transcript PAC:32961224protein_codingNA c.-3872A>T NA NA NA NA 3672
Chr14 1863307 T A Chr14_1863307_T_AT_A SNP 20592.63 26 13 19 30 20 23 34 25 28 29 8 14 8 8 26 13 19 30 20 23 34 25 28 29 8 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_2690Pp3c14_2690transcript PAC:32961225protein_codingNA c.-3872A>T NA NA NA NA 3450
Chr14 1863307 T A Chr14_1863307_T_AT_A SNP 20592.63 26 13 19 30 20 23 34 25 28 29 8 14 8 8 26 13 19 30 20 23 34 25 28 29 8 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2690-Pp3c14_2700Pp3c14_2690-Pp3c14_2700intergenic_regionPp3c14_2690-Pp3c14_2700NA NA n.1863307T>ANA NA NA NA NA
Chr14 1887341 C T Chr14_1887341_C_TC_T SNP 2425.39 28 11 19 0 0 0 0 0 0 0 0 0 0 0 28 11 19 22 17 15 34 27 15 13 9 12 10 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_2730Pp3c14_2730transcript PAC:32962829protein_codingNA c.*5739G>A NA NA NA NA 4971
Chr14 1887341 C T Chr14_1887341_C_TC_T SNP 2425.39 28 11 19 0 0 0 0 0 0 0 0 0 0 0 28 11 19 22 17 15 34 27 15 13 9 12 10 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c14_2700-Pp3c14_2730Pp3c14_2700-Pp3c14_2730intergenic_regionPp3c14_2700-Pp3c14_2730NA NA n.1887341C>TNA NA NA NA NA
Chr14 1887377 G A Chr14_1887377_G_AG_A SNP 2358.39 27 12 17 0 0 0 0 0 0 0 0 0 0 0 27 12 17 27 22 15 32 26 23 17 12 11 7 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_2730Pp3c14_2730transcript PAC:32962828protein_codingNA c.*5703C>T NA NA NA NA 4967
Chr14 1887377 G A Chr14_1887377_G_AG_A SNP 2358.39 27 12 17 0 0 0 0 0 0 0 0 0 0 0 27 12 17 27 22 15 32 26 23 17 12 11 7 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_2730Pp3c14_2730transcript PAC:32962829protein_codingNA c.*5703C>T NA NA NA NA 4935
Chr14 1887377 G A Chr14_1887377_G_AG_A SNP 2358.39 27 12 17 0 0 0 0 0 0 0 0 0 0 0 27 12 17 27 22 15 32 26 23 17 12 11 7 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c14_2700-Pp3c14_2730Pp3c14_2700-Pp3c14_2730intergenic_regionPp3c14_2700-Pp3c14_2730NA NA n.1887377G>ANA NA NA NA NA
Chr14 2032500 A G Chr14_2032500_A_GA_G SNP 14843.63 15 6 8 21 12 13 23 22 24 22 10 8 9 8 15 6 8 21 12 13 23 22 24 22 10 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_2960Pp3c14_2960transcript PAC:32960668protein_codingNA c.-3390A>G NA NA NA NA 2430
Chr14 2032500 A G Chr14_2032500_A_GA_G SNP 14843.63 15 6 8 21 12 13 23 22 24 22 10 8 9 8 15 6 8 21 12 13 23 22 24 22 10 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_2960Pp3c14_2960transcript PAC:32960670protein_codingNA c.-3390A>G NA NA NA NA 2476
Chr14 2032500 A G Chr14_2032500_A_GA_G SNP 14843.63 15 6 8 21 12 13 23 22 24 22 10 8 9 8 15 6 8 21 12 13 23 22 24 22 10 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_2960Pp3c14_2960transcript PAC:32960669protein_codingNA c.-3390A>G NA NA NA NA 2479
Chr14 2032500 A G Chr14_2032500_A_GA_G SNP 14843.63 15 6 8 21 12 13 23 22 24 22 10 8 9 8 15 6 8 21 12 13 23 22 24 22 10 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_2960Pp3c14_2960transcript PAC:32960671protein_codingNA c.-3390A>G NA NA NA NA 2479
Chr14 2032500 A G Chr14_2032500_A_GA_G SNP 14843.63 15 6 8 21 12 13 23 22 24 22 10 8 9 8 15 6 8 21 12 13 23 22 24 22 10 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_2910-Pp3c14_2960Pp3c14_2910-Pp3c14_2960intergenic_regionPp3c14_2910-Pp3c14_2960NA NA n.2032500A>GNA NA NA NA NA
Chr14 2083142 C CA Chr14_2083142_C_CAC_CA INDEL 19459.59 23 13 13 25 18 26 25 26 28 16 18 15 18 8 23 13 13 25 18 26 25 26 28 16 18 15 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3030-Pp3c14_3060Pp3c14_3030-Pp3c14_3060intergenic_regionPp3c14_3030-Pp3c14_3060NA NA n.2083142_2083143insANA NA NA NA NA
Chr14 2083150 A C Chr14_2083150_A_CA_C SNP 19526.63 23 14 13 27 19 25 24 25 26 16 19 15 17 8 23 14 13 27 19 25 24 25 26 16 19 15 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3030-Pp3c14_3060Pp3c14_3030-Pp3c14_3060intergenic_regionPp3c14_3030-Pp3c14_3060NA NA n.2083150A>CNA NA NA NA NA
Chr14 2083151 C A Chr14_2083151_C_AC_A SNP 19526.63 22 15 13 27 19 25 23 25 26 17 19 15 17 8 22 15 13 27 19 25 23 25 26 17 19 15 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3030-Pp3c14_3060Pp3c14_3030-Pp3c14_3060intergenic_regionPp3c14_3030-Pp3c14_3060NA NA n.2083151C>ANA NA NA NA NA
Chr14 2126644 G GT Chr14_2126644_G_GTG_GT INDEL 13998.59 32 8 11 23 13 20 28 15 24 16 15 28 10 4 32 8 11 23 13 20 28 15 24 16 15 28 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_3130Pp3c14_3130transcript PAC:32961376protein_coding 02-juin c.210+566_210+567insTNA NA NA NA NA
Chr14 2126644 G GT Chr14_2126644_G_GTG_GT INDEL 13998.59 32 8 11 23 13 20 28 15 24 16 15 28 10 4 32 8 11 23 13 20 28 15 24 16 15 28 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_3130Pp3c14_3130transcript PAC:32961377protein_coding 02-juin c.210+566_210+567insTNA NA NA NA NA
Chr14 2126644 G GT Chr14_2126644_G_GTG_GT INDEL 13998.59 32 8 11 23 13 20 28 15 24 16 15 28 10 4 32 8 11 23 13 20 28 15 24 16 15 28 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_3130Pp3c14_3130transcript PAC:32961379protein_coding 02-juil c.210+566_210+567insTNA NA NA NA NA
Chr14 2126644 G GT Chr14_2126644_G_GTG_GT INDEL 13998.59 32 8 11 23 13 20 28 15 24 16 15 28 10 4 32 8 11 23 13 20 28 15 24 16 15 28 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_3130Pp3c14_3130transcript PAC:32961380protein_coding 02-juin c.210+566_210+567insTNA NA NA NA NA
Chr14 2126644 G GT Chr14_2126644_G_GTG_GT INDEL 13998.59 32 8 11 23 13 20 28 15 24 16 15 28 10 4 32 8 11 23 13 20 28 15 24 16 15 28 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_3130Pp3c14_3130transcript PAC:32961378protein_coding 02-juin c.210+566_210+567insTNA NA NA NA NA
Chr14 2126644 G GT Chr14_2126644_G_GTG_GT INDEL 13998.59 32 8 11 23 13 20 28 15 24 16 15 28 10 4 32 8 11 23 13 20 28 15 24 16 15 28 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_3130Pp3c14_3130transcript PAC:32961381protein_coding 02-juin c.210+566_210+567insTNA NA NA NA NA
Chr14 2140202 A G Chr14_2140202_A_GA_G SNP 16559.63 19 8 14 19 19 28 25 19 17 18 20 14 12 5 19 8 14 19 19 28 25 19 17 18 20 14 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_3160Pp3c14_3160transcript PAC:32960294protein_codingNA c.*4215T>C NA NA NA NA 4215
Chr14 2140202 A G Chr14_2140202_A_GA_G SNP 16559.63 19 8 14 19 19 28 25 19 17 18 20 14 12 5 19 8 14 19 19 28 25 19 17 18 20 14 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_3160Pp3c14_3160transcript PAC:32960295protein_codingNA c.*4215T>C NA NA NA NA 3994
Chr14 2140202 A G Chr14_2140202_A_GA_G SNP 16559.63 19 8 14 19 19 28 25 19 17 18 20 14 12 5 19 8 14 19 19 28 25 19 17 18 20 14 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3130-Pp3c14_3160Pp3c14_3130-Pp3c14_3160intergenic_regionPp3c14_3130-Pp3c14_3160NA NA n.2140202A>GNA NA NA NA NA
Chr14 2255731 C A Chr14_2255731_C_AC_A SNP 19137.63 23 19 19 28 22 40 32 25 25 29 11 19 14 7 23 19 19 28 22 40 32 25 25 29 11 19 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3280-Pp3c14_3310Pp3c14_3280-Pp3c14_3310intergenic_regionPp3c14_3280-Pp3c14_3310NA NA n.2255731C>ANA NA NA NA NA
Chr14 2255805 C T Chr14_2255805_C_TC_T SNP 17872.63 26 10 17 27 17 31 40 16 21 22 15 17 8 16 26 10 17 27 17 31 40 16 21 22 15 17 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3280-Pp3c14_3310Pp3c14_3280-Pp3c14_3310intergenic_regionPp3c14_3280-Pp3c14_3310NA NA n.2255805C>TNA NA NA NA NA
Chr14 2407285 G A Chr14_2407285_G_AG_A SNP 19169.63 28 14 13 18 20 22 24 20 28 23 22 26 12 16 28 14 13 18 20 22 24 20 28 23 22 26 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3500-Pp3c14_3550Pp3c14_3500-Pp3c14_3550intergenic_regionPp3c14_3500-Pp3c14_3550NA NA n.2407285G>ANA NA NA NA NA
Chr14 2407342 G T Chr14_2407342_G_TG_T SNP 10624.63 18 7 7 11 9 13 12 6 18 13 13 18 6 11 18 7 7 11 9 13 12 6 18 13 13 18 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3500-Pp3c14_3550Pp3c14_3500-Pp3c14_3550intergenic_regionPp3c14_3500-Pp3c14_3550NA NA n.2407342G>TNA NA NA NA NA
Chr14 2407613 TC T Chr14_2407613_TC_TTC_T INDEL 13812.59 19 14 13 26 17 19 23 17 16 21 13 19 4 10 19 14 13 26 17 19 23 17 16 21 13 19 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3500-Pp3c14_3550Pp3c14_3500-Pp3c14_3550intergenic_regionPp3c14_3500-Pp3c14_3550NA NA n.2407614delCNA NA NA NA NA
Chr14 2659271 C A Chr14_2659271_C_AC_A SNP 20171.63 21 19 15 16 16 24 29 24 23 37 10 25 9 12 21 19 15 16 16 24 29 24 23 37 10 25 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961088protein_codingNA c.-3922G>T NA NA NA NA 3922
Chr14 2659271 C A Chr14_2659271_C_AC_A SNP 20171.63 21 19 15 16 16 24 29 24 23 37 10 25 9 12 21 19 15 16 16 24 29 24 23 37 10 25 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961089protein_codingNA c.-4546G>T NA NA NA NA 4546
Chr14 2659271 C A Chr14_2659271_C_AC_A SNP 20171.63 21 19 15 16 16 24 29 24 23 37 10 25 9 12 21 19 15 16 16 24 29 24 23 37 10 25 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961090protein_codingNA c.-3802G>T NA NA NA NA 3802
Chr14 2659271 C A Chr14_2659271_C_AC_A SNP 20171.63 21 19 15 16 16 24 29 24 23 37 10 25 9 12 21 19 15 16 16 24 29 24 23 37 10 25 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3900-Pp3c14_3960Pp3c14_3900-Pp3c14_3960intergenic_regionPp3c14_3900-Pp3c14_3960NA NA n.2659271C>ANA NA NA NA NA
Chr14 2659273 G T Chr14_2659273_G_TG_T SNP 20216.63 21 19 15 16 16 25 30 24 23 37 10 25 9 12 21 19 15 16 16 25 30 24 23 37 10 25 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961088protein_codingNA c.-3924C>A NA NA NA NA 3924
Chr14 2659273 G T Chr14_2659273_G_TG_T SNP 20216.63 21 19 15 16 16 25 30 24 23 37 10 25 9 12 21 19 15 16 16 25 30 24 23 37 10 25 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961089protein_codingNA c.-4548C>A NA NA NA NA 4548
Chr14 2659273 G T Chr14_2659273_G_TG_T SNP 20216.63 21 19 15 16 16 25 30 24 23 37 10 25 9 12 21 19 15 16 16 25 30 24 23 37 10 25 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961090protein_codingNA c.-3804C>A NA NA NA NA 3804
Chr14 2659273 G T Chr14_2659273_G_TG_T SNP 20216.63 21 19 15 16 16 25 30 24 23 37 10 25 9 12 21 19 15 16 16 25 30 24 23 37 10 25 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3900-Pp3c14_3960Pp3c14_3900-Pp3c14_3960intergenic_regionPp3c14_3900-Pp3c14_3960NA NA n.2659273G>TNA NA NA NA NA
Chr14 2659275 A AC Chr14_2659275_A_ACA_AC INDEL 20555.59 21 19 15 16 14 25 30 24 23 37 10 25 10 11 21 19 15 16 14 25 30 24 23 37 10 25 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961088protein_codingNA c.-3927_-3926insGNA NA NA NA 3927
Chr14 2659275 A AC Chr14_2659275_A_ACA_AC INDEL 20555.59 21 19 15 16 14 25 30 24 23 37 10 25 10 11 21 19 15 16 14 25 30 24 23 37 10 25 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961089protein_codingNA c.-4551_-4550insGNA NA NA NA 4551
Chr14 2659275 A AC Chr14_2659275_A_ACA_AC INDEL 20555.59 21 19 15 16 14 25 30 24 23 37 10 25 10 11 21 19 15 16 14 25 30 24 23 37 10 25 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961090protein_codingNA c.-3807_-3806insGNA NA NA NA 3807
Chr14 2659275 A AC Chr14_2659275_A_ACA_AC INDEL 20555.59 21 19 15 16 14 25 30 24 23 37 10 25 10 11 21 19 15 16 14 25 30 24 23 37 10 25 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3900-Pp3c14_3960Pp3c14_3900-Pp3c14_3960intergenic_regionPp3c14_3900-Pp3c14_3960NA NA n.2659275_2659276insCNA NA NA NA NA
Chr14 2659276 A AC Chr14_2659276_A_ACA_AC INDEL 20599.59 21 19 15 15 14 25 29 25 23 37 10 25 10 11 21 19 15 15 14 25 29 25 23 37 10 25 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961088protein_codingNA c.-3928_-3927insGNA NA NA NA 3928
Chr14 2659276 A AC Chr14_2659276_A_ACA_AC INDEL 20599.59 21 19 15 15 14 25 29 25 23 37 10 25 10 11 21 19 15 15 14 25 29 25 23 37 10 25 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961089protein_codingNA c.-4552_-4551insGNA NA NA NA 4552
Chr14 2659276 A AC Chr14_2659276_A_ACA_AC INDEL 20599.59 21 19 15 15 14 25 29 25 23 37 10 25 10 11 21 19 15 15 14 25 29 25 23 37 10 25 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961090protein_codingNA c.-3808_-3807insGNA NA NA NA 3808
Chr14 2659276 A AC Chr14_2659276_A_ACA_AC INDEL 20599.59 21 19 15 15 14 25 29 25 23 37 10 25 10 11 21 19 15 15 14 25 29 25 23 37 10 25 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3900-Pp3c14_3960Pp3c14_3900-Pp3c14_3960intergenic_regionPp3c14_3900-Pp3c14_3960NA NA n.2659276_2659277insCNA NA NA NA NA
Chr14 2659278 G C Chr14_2659278_G_CG_C SNP 20247.63 21 19 15 17 13 25 29 25 23 38 10 24 11 11 21 19 15 17 13 25 29 25 23 38 10 24 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961088protein_codingNA c.-3929C>G NA NA NA NA 3929
Chr14 2659278 G C Chr14_2659278_G_CG_C SNP 20247.63 21 19 15 17 13 25 29 25 23 38 10 24 11 11 21 19 15 17 13 25 29 25 23 38 10 24 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961089protein_codingNA c.-4553C>G NA NA NA NA 4553
Chr14 2659278 G C Chr14_2659278_G_CG_C SNP 20247.63 21 19 15 17 13 25 29 25 23 38 10 24 11 11 21 19 15 17 13 25 29 25 23 38 10 24 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_3900Pp3c14_3900transcript PAC:32961090protein_codingNA c.-3809C>G NA NA NA NA 3809
Chr14 2659278 G C Chr14_2659278_G_CG_C SNP 20247.63 21 19 15 17 13 25 29 25 23 38 10 24 11 11 21 19 15 17 13 25 29 25 23 38 10 24 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_3900-Pp3c14_3960Pp3c14_3900-Pp3c14_3960intergenic_regionPp3c14_3900-Pp3c14_3960NA NA n.2659278G>CNA NA NA NA NA
Chr14 2861437 T C Chr14_2861437_T_CT_C SNP 6432.29 0 0 0 28 23 18 28 21 0 0 0 0 0 0 25 5 10 28 23 18 28 21 25 23 15 23 13 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c14_4390Pp3c14_4390transcript PAC:32962676protein_codingNA c.-341A>G NA NA NA NA 341
Chr14 2861437 T C Chr14_2861437_T_CT_C SNP 6432.29 0 0 0 28 23 18 28 21 0 0 0 0 0 0 25 5 10 28 23 18 28 21 25 23 15 23 13 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_4390-Pp3c14_4399Pp3c14_4390-Pp3c14_4399intergenic_regionPp3c14_4390-Pp3c14_4399NA NA n.2861437T>CNA NA NA NA NA
Chr14 2992160 G GTA Chr14_2992160_G_GTAG_GTA INDEL 3215.24 0 1 0 22 12 21 22 19 0 0 1 0 0 0 22 9 10 22 12 21 22 19 19 13 10 4 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c14_4540Pp3c14_4540transcript PAC:32961916protein_codingNA c.-1819_-1818insTANA NA NA NA 1819
Chr14 2992160 G GTA Chr14_2992160_G_GTAG_GTA INDEL 3215.24 0 1 0 22 12 21 22 19 0 0 1 0 0 0 22 9 10 22 12 21 22 19 19 13 10 4 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c14_4540Pp3c14_4540transcript PAC:32961917protein_codingNA c.-1933_-1932insTANA NA NA NA 1395
Chr14 2992160 G GTA Chr14_2992160_G_GTAG_GTA INDEL 3215.24 0 1 0 22 12 21 22 19 0 0 1 0 0 0 22 9 10 22 12 21 22 19 19 13 10 4 7 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_4540-Pp3c14_4570Pp3c14_4540-Pp3c14_4570intergenic_regionPp3c14_4540-Pp3c14_4570NA NA n.2992160_2992161insTANA NA NA NA NA
Chr14 3279480 CA C Chr14_3279480_CA_CCA_C INDEL 16665.59 22 7 9 27 11 26 24 23 11 16 10 13 7 10 22 7 9 27 11 26 24 23 11 16 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_4980Pp3c14_4980transcript PAC:32963120protein_codingNA c.*5171delA NA NA NA NA 4601
Chr14 3279480 CA C Chr14_3279480_CA_CCA_C INDEL 16665.59 22 7 9 27 11 26 24 23 11 16 10 13 7 10 22 7 9 27 11 26 24 23 11 16 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_4980Pp3c14_4980transcript PAC:32963121protein_codingNA c.*5171delA NA NA NA NA 4601
Chr14 3279480 CA C Chr14_3279480_CA_CCA_C INDEL 16665.59 22 7 9 27 11 26 24 23 11 16 10 13 7 10 22 7 9 27 11 26 24 23 11 16 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_4980Pp3c14_4980transcript PAC:32963124protein_codingNA c.*5794delA NA NA NA NA 4601
Chr14 3279480 CA C Chr14_3279480_CA_CCA_C INDEL 16665.59 22 7 9 27 11 26 24 23 11 16 10 13 7 10 22 7 9 27 11 26 24 23 11 16 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_4980Pp3c14_4980transcript PAC:32963125protein_codingNA c.*5794delA NA NA NA NA 4601
Chr14 3279480 CA C Chr14_3279480_CA_CCA_C INDEL 16665.59 22 7 9 27 11 26 24 23 11 16 10 13 7 10 22 7 9 27 11 26 24 23 11 16 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_4980Pp3c14_4980transcript PAC:32963122protein_codingNA c.*5171delA NA NA NA NA 4601
Chr14 3279480 CA C Chr14_3279480_CA_CCA_C INDEL 16665.59 22 7 9 27 11 26 24 23 11 16 10 13 7 10 22 7 9 27 11 26 24 23 11 16 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_4980Pp3c14_4980transcript PAC:32963126protein_codingNA c.*5794delA NA NA NA NA 4601
Chr14 3279480 CA C Chr14_3279480_CA_CCA_C INDEL 16665.59 22 7 9 27 11 26 24 23 11 16 10 13 7 10 22 7 9 27 11 26 24 23 11 16 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_4980Pp3c14_4980transcript PAC:32963123protein_codingNA c.*5171delA NA NA NA NA 4714
Chr14 3279480 CA C Chr14_3279480_CA_CCA_C INDEL 16665.59 22 7 9 27 11 26 24 23 11 16 10 13 7 10 22 7 9 27 11 26 24 23 11 16 10 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_4980-Pp3c14_5020Pp3c14_4980-Pp3c14_5020intergenic_regionPp3c14_4980-Pp3c14_5020NA NA n.3279481delANA NA NA NA NA
Chr14 3280822 T A Chr14_3280822_T_AT_A SNP 21680.63 28 22 16 31 18 39 20 18 27 25 15 16 9 8 28 22 16 31 18 39 20 18 27 25 15 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_4980-Pp3c14_5020Pp3c14_4980-Pp3c14_5020intergenic_regionPp3c14_4980-Pp3c14_5020NA NA n.3280822T>ANA NA NA NA NA
Chr14 3280826 C A Chr14_3280826_C_AC_A SNP 21919.63 27 25 15 30 18 39 21 17 25 24 16 16 9 8 27 25 15 30 18 39 21 17 25 24 16 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_4980-Pp3c14_5020Pp3c14_4980-Pp3c14_5020intergenic_regionPp3c14_4980-Pp3c14_5020NA NA n.3280826C>ANA NA NA NA NA
Chr14 3280832 C A Chr14_3280832_C_AC_A SNP 21275.63 28 24 15 28 17 40 21 18 24 24 16 16 8 8 28 24 15 28 17 40 21 18 24 24 16 16 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_4980-Pp3c14_5020Pp3c14_4980-Pp3c14_5020intergenic_regionPp3c14_4980-Pp3c14_5020NA NA n.3280832C>ANA NA NA NA NA
Chr14 3281017 C A Chr14_3281017_C_AC_A SNP 19534.63 27 13 11 22 18 30 27 22 16 31 16 16 14 6 27 13 11 22 18 30 27 22 16 31 16 16 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_4980-Pp3c14_5020Pp3c14_4980-Pp3c14_5020intergenic_regionPp3c14_4980-Pp3c14_5020NA NA n.3281017C>ANA NA NA NA NA
Chr14 3281034 C A Chr14_3281034_C_AC_A SNP 18602.63 25 12 9 23 17 24 27 20 16 30 16 15 16 7 25 12 9 23 17 24 27 20 16 30 16 15 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_4980-Pp3c14_5020Pp3c14_4980-Pp3c14_5020intergenic_regionPp3c14_4980-Pp3c14_5020NA NA n.3281034C>ANA NA NA NA NA
Chr14 3281075 C A Chr14_3281075_C_AC_A SNP 15710.63 20 9 8 21 11 20 21 17 14 32 15 12 14 4 20 9 8 21 11 20 21 17 14 32 15 12 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_4980-Pp3c14_5020Pp3c14_4980-Pp3c14_5020intergenic_regionPp3c14_4980-Pp3c14_5020NA NA n.3281075C>ANA NA NA NA NA
Chr14 3358477 A ATC Chr14_3358477_A_ATCA_ATC INDEL 18950.59 30 8 13 21 21 29 35 15 11 16 19 23 6 15 30 8 13 21 21 29 35 15 11 16 19 23 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_4980-Pp3c14_5020Pp3c14_4980-Pp3c14_5020intergenic_regionPp3c14_4980-Pp3c14_5020NA NA n.3358477_3358478insTCNA NA NA NA NA
Chr14 3419751 C T Chr14_3419751_C_TC_T SNP 20133.63 36 22 16 27 21 34 34 31 23 25 15 17 13 20 36 22 16 27 21 34 34 31 23 25 15 17 13 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5040-Pp3c14_5110Pp3c14_5040-Pp3c14_5110intergenic_regionPp3c14_5040-Pp3c14_5110NA NA n.3419751C>TNA NA NA NA NA
Chr14 3477928 A T Chr14_3477928_A_TA_T SNP 18909.63 32 11 11 18 22 17 36 27 25 24 20 21 16 14 32 11 11 18 22 17 36 27 25 24 20 21 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_5150Pp3c14_5150transcript PAC:32961487protein_codingNA c.*4452T>A NA NA NA NA 4083
Chr14 3477928 A T Chr14_3477928_A_TA_T SNP 18909.63 32 11 11 18 22 17 36 27 25 24 20 21 16 14 32 11 11 18 22 17 36 27 25 24 20 21 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_5150Pp3c14_5150transcript PAC:32961488protein_codingNA c.*4452T>A NA NA NA NA 4137
Chr14 3477928 A T Chr14_3477928_A_TA_T SNP 18909.63 32 11 11 18 22 17 36 27 25 24 20 21 16 14 32 11 11 18 22 17 36 27 25 24 20 21 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5130-Pp3c14_5150Pp3c14_5130-Pp3c14_5150intergenic_regionPp3c14_5130-Pp3c14_5150NA NA n.3477928A>TNA NA NA NA NA
Chr14 3485816 T A Chr14_3485816_T_AT_A SNP 18735.63 36 24 9 21 25 16 36 18 10 21 8 23 12 9 36 24 9 21 25 16 36 18 10 21 8 23 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_5150Pp3c14_5150transcript PAC:32961487protein_codingNA c.-1220A>T NA NA NA NA 1206
Chr14 3485816 T A Chr14_3485816_T_AT_A SNP 18735.63 36 24 9 21 25 16 36 18 10 21 8 23 12 9 36 24 9 21 25 16 36 18 10 21 8 23 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_5150Pp3c14_5150transcript PAC:32961488protein_codingNA c.-1220A>T NA NA NA NA 1218
Chr14 3485816 T A Chr14_3485816_T_AT_A SNP 18735.63 36 24 9 21 25 16 36 18 10 21 8 23 12 9 36 24 9 21 25 16 36 18 10 21 8 23 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5150-Pp3c14_5170Pp3c14_5150-Pp3c14_5170intergenic_regionPp3c14_5150-Pp3c14_5170NA NA n.3485816T>ANA NA NA NA NA
Chr14 3485848 T A Chr14_3485848_T_AT_A SNP 20523.63 34 25 12 24 19 16 34 24 9 26 10 23 15 5 34 25 12 24 19 16 34 24 9 26 10 23 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_5150Pp3c14_5150transcript PAC:32961487protein_codingNA c.-1252A>T NA NA NA NA 1238
Chr14 3485848 T A Chr14_3485848_T_AT_A SNP 20523.63 34 25 12 24 19 16 34 24 9 26 10 23 15 5 34 25 12 24 19 16 34 24 9 26 10 23 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_5150Pp3c14_5150transcript PAC:32961488protein_codingNA c.-1252A>T NA NA NA NA 1250
Chr14 3485848 T A Chr14_3485848_T_AT_A SNP 20523.63 34 25 12 24 19 16 34 24 9 26 10 23 15 5 34 25 12 24 19 16 34 24 9 26 10 23 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5150-Pp3c14_5170Pp3c14_5150-Pp3c14_5170intergenic_regionPp3c14_5150-Pp3c14_5170NA NA n.3485848T>ANA NA NA NA NA
Chr14 3485851 C A Chr14_3485851_C_AC_A SNP 20486.63 34 24 12 26 18 15 33 23 10 23 10 23 15 5 34 24 12 26 18 15 33 23 10 23 10 23 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_5150Pp3c14_5150transcript PAC:32961487protein_codingNA c.-1255G>T NA NA NA NA 1241
Chr14 3485851 C A Chr14_3485851_C_AC_A SNP 20486.63 34 24 12 26 18 15 33 23 10 23 10 23 15 5 34 24 12 26 18 15 33 23 10 23 10 23 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_5150Pp3c14_5150transcript PAC:32961488protein_codingNA c.-1255G>T NA NA NA NA 1253
Chr14 3485851 C A Chr14_3485851_C_AC_A SNP 20486.63 34 24 12 26 18 15 33 23 10 23 10 23 15 5 34 24 12 26 18 15 33 23 10 23 10 23 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5150-Pp3c14_5170Pp3c14_5150-Pp3c14_5170intergenic_regionPp3c14_5150-Pp3c14_5170NA NA n.3485851C>ANA NA NA NA NA
Chr14 3595576 G T Chr14_3595576_G_TG_T SNP 20950.63 34 11 16 27 20 24 30 17 30 26 8 27 13 9 34 11 16 27 20 24 30 17 30 26 8 27 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_5260Pp3c14_5260transcript PAC:32962496protein_codingNA c.*3134C>A NA NA NA NA 2519
Chr14 3595576 G T Chr14_3595576_G_TG_T SNP 20950.63 34 11 16 27 20 24 30 17 30 26 8 27 13 9 34 11 16 27 20 24 30 17 30 26 8 27 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_5260Pp3c14_5260transcript PAC:32962498protein_codingNA c.*3134C>A NA NA NA NA 2495
Chr14 3595576 G T Chr14_3595576_G_TG_T SNP 20950.63 34 11 16 27 20 24 30 17 30 26 8 27 13 9 34 11 16 27 20 24 30 17 30 26 8 27 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_5260Pp3c14_5260transcript PAC:32962497protein_codingNA c.*3134C>A NA NA NA NA 2519
Chr14 3595576 G T Chr14_3595576_G_TG_T SNP 20950.63 34 11 16 27 20 24 30 17 30 26 8 27 13 9 34 11 16 27 20 24 30 17 30 26 8 27 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5240-Pp3c14_5260Pp3c14_5240-Pp3c14_5260intergenic_regionPp3c14_5240-Pp3c14_5260NA NA n.3595576G>TNA NA NA NA NA
Chr14 3595627 G T Chr14_3595627_G_TG_T SNP 20252.63 29 10 8 30 24 19 28 23 34 29 17 20 14 8 29 10 8 30 24 19 28 23 34 29 17 20 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_5260Pp3c14_5260transcript PAC:32962496protein_codingNA c.*3083C>A NA NA NA NA 2468
Chr14 3595627 G T Chr14_3595627_G_TG_T SNP 20252.63 29 10 8 30 24 19 28 23 34 29 17 20 14 8 29 10 8 30 24 19 28 23 34 29 17 20 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_5260Pp3c14_5260transcript PAC:32962498protein_codingNA c.*3083C>A NA NA NA NA 2444
Chr14 3595627 G T Chr14_3595627_G_TG_T SNP 20252.63 29 10 8 30 24 19 28 23 34 29 17 20 14 8 29 10 8 30 24 19 28 23 34 29 17 20 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_5260Pp3c14_5260transcript PAC:32962497protein_codingNA c.*3083C>A NA NA NA NA 2468
Chr14 3595627 G T Chr14_3595627_G_TG_T SNP 20252.63 29 10 8 30 24 19 28 23 34 29 17 20 14 8 29 10 8 30 24 19 28 23 34 29 17 20 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5240-Pp3c14_5260Pp3c14_5240-Pp3c14_5260intergenic_regionPp3c14_5240-Pp3c14_5260NA NA n.3595627G>TNA NA NA NA NA
Chr14 3644907 T C Chr14_3644907_T_CT_C SNP 17324.63 24 10 15 18 15 34 29 25 25 23 24 17 7 13 24 10 15 18 15 34 29 25 25 23 24 17 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5320-Pp3c14_5400Pp3c14_5320-Pp3c14_5400intergenic_regionPp3c14_5320-Pp3c14_5400NA NA n.3644907T>CNA NA NA NA NA
Chr14 3659225 A C Chr14_3659225_A_CA_C SNP 15499.63 16 10 13 22 14 15 26 22 17 20 5 16 6 7 17 12 15 23 14 17 27 25 18 21 6 17 6 7 0.941 0.833 0.867 0.957 1 0.882 0.963 0.88 0.944 0.952 0.833 0.941 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5320-Pp3c14_5400Pp3c14_5320-Pp3c14_5400intergenic_regionPp3c14_5320-Pp3c14_5400NA NA n.3659225A>CNA NA NA NA NA
Chr14 3659236 T C Chr14_3659236_T_CT_C SNP 16314.63 17 11 13 22 13 15 30 22 19 23 5 15 6 7 18 12 15 23 13 17 31 24 20 23 5 16 6 7 0.944 0.917 0.867 0.957 1 0.882 0.968 0.917 0.95 1 1 0.938 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5320-Pp3c14_5400Pp3c14_5320-Pp3c14_5400intergenic_regionPp3c14_5320-Pp3c14_5400NA NA n.3659236T>CNA NA NA NA NA
Chr14 3686919 C T Chr14_3686919_C_TC_T SNP 11976.63 18 5 12 15 24 14 22 14 11 12 10 5 5 11 18 5 12 16 26 14 22 15 11 15 11 6 6 12 1 1 1 0.938 0.923 1 1 0.933 1 0.8 0.909 0.833 0.833 0.917 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5320-Pp3c14_5400Pp3c14_5320-Pp3c14_5400intergenic_regionPp3c14_5320-Pp3c14_5400NA NA n.3686919C>TNA NA NA NA NA
Chr14 3686927 C T Chr14_3686927_C_TC_T SNP 12190.63 17 7 12 15 24 14 22 15 11 12 8 7 6 12 17 7 12 16 26 14 22 16 11 15 9 8 7 13 1 1 1 0.938 0.923 1 1 0.938 1 0.8 0.889 0.875 0.857 0.923 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5320-Pp3c14_5400Pp3c14_5320-Pp3c14_5400intergenic_regionPp3c14_5320-Pp3c14_5400NA NA n.3686927C>TNA NA NA NA NA
Chr14 3777243 GTAGCCATTGATAGTATCCCAAGCCTTCG Chr14_3777243_GTAGCCATTGATAGTATCCCAAGCCTTC_GGTAGCCATTGATAGTATCCCAAGCCTTC_GINDEL 13460.59 23 6 11 15 10 9 26 16 16 12 13 9 12 6 23 6 11 15 10 9 26 16 16 12 13 9 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5460-Pp3c14_5500Pp3c14_5460-Pp3c14_5500intergenic_regionPp3c14_5460-Pp3c14_5500NA NA n.3777244_3777270delTAGCCATTGATAGTATCCCAAGCCTTCNA NA NA NA NA
Chr14 3777350 A AACATTCTTTCTAAGAATCTTTTATAGGTChr14_3777350_A_AACATTCTTTCTAAGAATCTTTTATAGGTA_AACATTCTTTCTAAGAATCTTTTATAGGTINDEL 20085.59 25 12 13 22 12 14 22 17 27 15 16 14 16 6 25 12 13 22 12 14 22 17 27 15 16 14 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5460-Pp3c14_5500Pp3c14_5460-Pp3c14_5500intergenic_regionPp3c14_5460-Pp3c14_5500NA NA n.3777350_3777351insACATTCTTTCTAAGAATCTTTTATAGGTNA NA NA NA NA
Chr14 3777388 GTAGTTTAAGTAGTTCTTCATCTCGATGTG Chr14_3777388_GTAGTTTAAGTAGTTCTTCATCTCGATGT_GGTAGTTTAAGTAGTTCTTCATCTCGATGT_GINDEL 13847.59 19 10 9 25 10 13 18 14 14 20 12 8 12 8 19 10 9 25 10 13 18 14 14 20 12 8 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5460-Pp3c14_5500Pp3c14_5460-Pp3c14_5500intergenic_regionPp3c14_5460-Pp3c14_5500NA NA n.3777389_3777416delTAGTTTAAGTAGTTCTTCATCTCGATGTNA NA NA NA NA
Chr14 3777488 T TGTCTGTCTCTTGACATTTGATATCACATAAAATAGChr14_3777488_T_TGTCTGTCTCTTGACATTTGATATCACATAAAATAGT_TGTCTGTCTCTTGACATTTGATATCACATAAAATAGINDEL 13191.59 12 9 7 25 9 9 18 12 14 20 7 10 9 7 12 9 7 25 9 9 18 12 14 20 7 10 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_5460-Pp3c14_5500Pp3c14_5460-Pp3c14_5500intergenic_regionPp3c14_5460-Pp3c14_5500NA NA n.3777488_3777489insGTCTGTCTCTTGACATTTGATATCACATAAAATAGNA NA NA NA NA
Chr14 4099415 C CAT Chr14_4099415_C_CATC_CAT INDEL 1325.35 24 10 10 0 2 2 1 1 2 0 0 0 0 0 24 10 10 26 12 20 25 20 16 19 8 10 6 6 1 1 1 0 0.167 0.1 0 0 0.125 0 0 0 0 0 0 3 3 3 0 0 3 upstream_gene_variantMODIFIER Pp3c14_5940Pp3c14_5940transcript PAC:32960695protein_codingNA c.-1144_-1143insATNA NA NA NA 954
Chr14 4099415 C CAT Chr14_4099415_C_CATC_CAT INDEL 1325.35 24 10 10 0 2 2 1 1 2 0 0 0 0 0 24 10 10 26 12 20 25 20 16 19 8 10 6 6 1 1 1 0 0.167 0.1 0 0 0.125 0 0 0 0 0 0 3 3 3 0 0 3 upstream_gene_variantMODIFIER Pp3c14_5940Pp3c14_5940transcript PAC:32960697protein_codingNA c.-1144_-1143insATNA NA NA NA 954
Chr14 4099415 C CAT Chr14_4099415_C_CATC_CAT INDEL 1325.35 24 10 10 0 2 2 1 1 2 0 0 0 0 0 24 10 10 26 12 20 25 20 16 19 8 10 6 6 1 1 1 0 0.167 0.1 0 0 0.125 0 0 0 0 0 0 3 3 3 0 0 3 upstream_gene_variantMODIFIER Pp3c14_5940Pp3c14_5940transcript PAC:32960696protein_codingNA c.-1144_-1143insATNA NA NA NA 966
Chr14 4099415 C CAT Chr14_4099415_C_CATC_CAT INDEL 1325.35 24 10 10 0 2 2 1 1 2 0 0 0 0 0 24 10 10 26 12 20 25 20 16 19 8 10 6 6 1 1 1 0 0.167 0.1 0 0 0.125 0 0 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c14_5930Pp3c14_5930transcript PAC:32962924protein_codingNA c.*2263_*2264insATNA NA NA NA 1813
Chr14 4099415 C CAT Chr14_4099415_C_CATC_CAT INDEL 1325.35 24 10 10 0 2 2 1 1 2 0 0 0 0 0 24 10 10 26 12 20 25 20 16 19 8 10 6 6 1 1 1 0 0.167 0.1 0 0 0.125 0 0 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c14_5930Pp3c14_5930transcript PAC:32962926protein_codingNA c.*2833_*2834insATNA NA NA NA 1813



Chr14 4099415 C CAT Chr14_4099415_C_CATC_CAT INDEL 1325.35 24 10 10 0 2 2 1 1 2 0 0 0 0 0 24 10 10 26 12 20 25 20 16 19 8 10 6 6 1 1 1 0 0.167 0.1 0 0 0.125 0 0 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c14_5930Pp3c14_5930transcript PAC:32962925protein_codingNA c.*2263_*2264insATNA NA NA NA 1684
Chr14 4099415 C CAT Chr14_4099415_C_CATC_CAT INDEL 1325.35 24 10 10 0 2 2 1 1 2 0 0 0 0 0 24 10 10 26 12 20 25 20 16 19 8 10 6 6 1 1 1 0 0.167 0.1 0 0 0.125 0 0 0 0 0 0 3 3 3 0 0 3 intergenic_regionMODIFIER Pp3c14_5930-Pp3c14_5940Pp3c14_5930-Pp3c14_5940intergenic_regionPp3c14_5930-Pp3c14_5940NA NA n.4099415_4099416insATNA NA NA NA NA
Chr14 4229863 T TTA Chr14_4229863_T_TTAT_TTA INDEL 2808.5 12 7 12 0 1 0 0 0 0 1 0 0 0 0 12 7 12 17 10 16 20 9 8 11 9 5 7 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_6150Pp3c14_6150transcript PAC:32960488protein_codingNA c.*3305_*3306insTANA NA NA NA 2681
Chr14 4229863 T TTA Chr14_4229863_T_TTAT_TTA INDEL 2808.5 12 7 12 0 1 0 0 0 0 1 0 0 0 0 12 7 12 17 10 16 20 9 8 11 9 5 7 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_6160Pp3c14_6160transcript PAC:32962205protein_codingNA c.*2192_*2193insTANA NA NA NA 1978
Chr14 4229863 T TTA Chr14_4229863_T_TTAT_TTA INDEL 2808.5 12 7 12 0 1 0 0 0 0 1 0 0 0 0 12 7 12 17 10 16 20 9 8 11 9 5 7 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_6150Pp3c14_6150transcript PAC:32960490protein_codingNA c.*3305_*3306insTANA NA NA NA 2759
Chr14 4229863 T TTA Chr14_4229863_T_TTAT_TTA INDEL 2808.5 12 7 12 0 1 0 0 0 0 1 0 0 0 0 12 7 12 17 10 16 20 9 8 11 9 5 7 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_6150Pp3c14_6150transcript PAC:32960489protein_codingNA c.*3305_*3306insTANA NA NA NA 2738
Chr14 4229863 T TTA Chr14_4229863_T_TTAT_TTA INDEL 2808.5 12 7 12 0 1 0 0 0 0 1 0 0 0 0 12 7 12 17 10 16 20 9 8 11 9 5 7 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_6150Pp3c14_6150transcript PAC:32960491protein_codingNA c.*3305_*3306insTANA NA NA NA 2718
Chr14 4229863 T TTA Chr14_4229863_T_TTAT_TTA INDEL 2808.5 12 7 12 0 1 0 0 0 0 1 0 0 0 0 12 7 12 17 10 16 20 9 8 11 9 5 7 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_6160Pp3c14_6160transcript PAC:32962206protein_codingNA c.*2692_*2693insTANA NA NA NA 1978
Chr14 4229863 T TTA Chr14_4229863_T_TTAT_TTA INDEL 2808.5 12 7 12 0 1 0 0 0 0 1 0 0 0 0 12 7 12 17 10 16 20 9 8 11 9 5 7 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_6160Pp3c14_6160transcript PAC:32962208protein_codingNA c.*3134_*3135insTANA NA NA NA 1978
Chr14 4229863 T TTA Chr14_4229863_T_TTAT_TTA INDEL 2808.5 12 7 12 0 1 0 0 0 0 1 0 0 0 0 12 7 12 17 10 16 20 9 8 11 9 5 7 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_6160Pp3c14_6160transcript PAC:32962209protein_codingNA c.*3134_*3135insTANA NA NA NA 1978
Chr14 4229863 T TTA Chr14_4229863_T_TTAT_TTA INDEL 2808.5 12 7 12 0 1 0 0 0 0 1 0 0 0 0 12 7 12 17 10 16 20 9 8 11 9 5 7 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_6160Pp3c14_6160transcript PAC:32962207protein_codingNA c.*3278_*3279insTANA NA NA NA 2329
Chr14 4229863 T TTA Chr14_4229863_T_TTAT_TTA INDEL 2808.5 12 7 12 0 1 0 0 0 0 1 0 0 0 0 12 7 12 17 10 16 20 9 8 11 9 5 7 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c14_6150-Pp3c14_6160Pp3c14_6150-Pp3c14_6160intergenic_regionPp3c14_6150-Pp3c14_6160NA NA n.4229863_4229864insTANA NA NA NA NA
Chr14 4249364 A AAT Chr14_4249364_A_AATA_AAT INDEL 12478.59 23 13 12 15 13 14 15 17 13 19 18 17 15 11 23 13 12 15 13 14 15 17 13 19 18 17 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6200Pp3c14_6200transcript PAC:32962702protein_codingNA c.-3308_-3307insATNA NA NA NA 3308
Chr14 4249364 A AAT Chr14_4249364_A_AATA_AAT INDEL 12478.59 23 13 12 15 13 14 15 17 13 19 18 17 15 11 23 13 12 15 13 14 15 17 13 19 18 17 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6210Pp3c14_6210transcript PAC:32960194protein_codingNA c.-3308_-3307insATNA NA NA NA 3154
Chr14 4249364 A AAT Chr14_4249364_A_AATA_AAT INDEL 12478.59 23 13 12 15 13 14 15 17 13 19 18 17 15 11 23 13 12 15 13 14 15 17 13 19 18 17 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6220Pp3c14_6220transcript PAC:32961418protein_codingNA c.-52_-51insATNA NA NA NA 52
Chr14 4249364 A AAT Chr14_4249364_A_AATA_AAT INDEL 12478.59 23 13 12 15 13 14 15 17 13 19 18 17 15 11 23 13 12 15 13 14 15 17 13 19 18 17 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6250Pp3c14_6250transcript PAC:32961778protein_codingNA c.-3922_-3921insATNA NA NA NA 2773
Chr14 4249364 A AAT Chr14_4249364_A_AATA_AAT INDEL 12478.59 23 13 12 15 13 14 15 17 13 19 18 17 15 11 23 13 12 15 13 14 15 17 13 19 18 17 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6220Pp3c14_6220transcript PAC:32961420protein_codingNA c.-52_-51insATNA NA NA NA 52
Chr14 4249364 A AAT Chr14_4249364_A_AATA_AAT INDEL 12478.59 23 13 12 15 13 14 15 17 13 19 18 17 15 11 23 13 12 15 13 14 15 17 13 19 18 17 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6220Pp3c14_6220transcript PAC:32961419protein_codingNA c.-52_-51insATNA NA NA NA 36
Chr14 4249364 A AAT Chr14_4249364_A_AATA_AAT INDEL 12478.59 23 13 12 15 13 14 15 17 13 19 18 17 15 11 23 13 12 15 13 14 15 17 13 19 18 17 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6250Pp3c14_6250transcript PAC:32961779protein_codingNA c.-4786_-4785insATNA NA NA NA 3649
Chr14 4249364 A AAT Chr14_4249364_A_AATA_AAT INDEL 12478.59 23 13 12 15 13 14 15 17 13 19 18 17 15 11 23 13 12 15 13 14 15 17 13 19 18 17 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6220-Pp3c14_6250Pp3c14_6220-Pp3c14_6250intergenic_regionPp3c14_6220-Pp3c14_6250NA NA n.4249364_4249365insATNA NA NA NA NA
Chr14 4361073 C A Chr14_4361073_C_AC_A SNP 14566.63 21 13 8 20 14 22 23 24 11 19 14 9 4 6 21 13 8 20 14 22 23 24 11 19 14 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6360-Pp3c14_6380Pp3c14_6360-Pp3c14_6380intergenic_regionPp3c14_6360-Pp3c14_6380NA NA n.4361073C>ANA NA NA NA NA
Chr14 4361081 C A Chr14_4361081_C_AC_A SNP 14577.63 21 13 8 20 14 22 23 24 11 19 14 9 4 6 21 13 8 20 14 22 23 24 11 19 14 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6360-Pp3c14_6380Pp3c14_6360-Pp3c14_6380intergenic_regionPp3c14_6360-Pp3c14_6380NA NA n.4361081C>ANA NA NA NA NA
Chr14 4387561 T C Chr14_4387561_T_CT_C SNP 17271.63 29 16 16 24 21 20 30 14 25 23 21 19 13 9 29 16 16 24 22 20 30 14 25 23 21 19 13 9 1 1 1 1 0.955 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6410-Pp3c14_6460Pp3c14_6410-Pp3c14_6460intergenic_regionPp3c14_6410-Pp3c14_6460NA NA n.4387561T>CNA NA NA NA NA
Chr14 4552637 T TTA Chr14_4552637_T_TTAT_TTA INDEL 9873.59 19 13 18 17 13 20 19 26 15 16 8 11 9 7 19 13 19 17 13 20 19 27 15 17 8 11 9 7 1 1 0.947 1 1 1 1 0.963 1 0.941 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960774protein_codingNA c.-3740_-3739insTANA NA NA NA 2894
Chr14 4552637 T TTA Chr14_4552637_T_TTAT_TTA INDEL 9873.59 19 13 18 17 13 20 19 26 15 16 8 11 9 7 19 13 19 17 13 20 19 27 15 17 8 11 9 7 1 1 0.947 1 1 1 1 0.963 1 0.941 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960775protein_codingNA c.-3740_-3739insTANA NA NA NA 2913
Chr14 4552637 T TTA Chr14_4552637_T_TTAT_TTA INDEL 9873.59 19 13 18 17 13 20 19 26 15 16 8 11 9 7 19 13 19 17 13 20 19 27 15 17 8 11 9 7 1 1 0.947 1 1 1 1 0.963 1 0.941 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960776protein_codingNA c.-3740_-3739insTANA NA NA NA 2913
Chr14 4552637 T TTA Chr14_4552637_T_TTAT_TTA INDEL 9873.59 19 13 18 17 13 20 19 26 15 16 8 11 9 7 19 13 19 17 13 20 19 27 15 17 8 11 9 7 1 1 0.947 1 1 1 1 0.963 1 0.941 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6610-Pp3c14_6650Pp3c14_6610-Pp3c14_6650intergenic_regionPp3c14_6610-Pp3c14_6650NA NA n.4552637_4552638insTANA NA NA NA NA
Chr14 4553101 C A Chr14_4553101_C_AC_A SNP 15331.63 19 9 13 23 15 22 17 17 17 22 5 12 6 11 19 9 13 23 15 22 17 17 17 22 5 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960774protein_codingNA c.-3276C>A NA NA NA NA 2431
Chr14 4553101 C A Chr14_4553101_C_AC_A SNP 15331.63 19 9 13 23 15 22 17 17 17 22 5 12 6 11 19 9 13 23 15 22 17 17 17 22 5 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960775protein_codingNA c.-3276C>A NA NA NA NA 2450
Chr14 4553101 C A Chr14_4553101_C_AC_A SNP 15331.63 19 9 13 23 15 22 17 17 17 22 5 12 6 11 19 9 13 23 15 22 17 17 17 22 5 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960776protein_codingNA c.-3276C>A NA NA NA NA 2450
Chr14 4553101 C A Chr14_4553101_C_AC_A SNP 15331.63 19 9 13 23 15 22 17 17 17 22 5 12 6 11 19 9 13 23 15 22 17 17 17 22 5 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6610-Pp3c14_6650Pp3c14_6610-Pp3c14_6650intergenic_regionPp3c14_6610-Pp3c14_6650NA NA n.4553101C>ANA NA NA NA NA
Chr14 4553103 AT A Chr14_4553103_AT_AAT_A INDEL 15412.59 19 9 13 22 15 22 17 17 18 24 5 12 6 10 19 9 13 22 15 22 17 17 18 24 5 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960774protein_codingNA c.-3273delT NA NA NA NA 2428
Chr14 4553103 AT A Chr14_4553103_AT_AAT_A INDEL 15412.59 19 9 13 22 15 22 17 17 18 24 5 12 6 10 19 9 13 22 15 22 17 17 18 24 5 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960775protein_codingNA c.-3273delT NA NA NA NA 2447
Chr14 4553103 AT A Chr14_4553103_AT_AAT_A INDEL 15412.59 19 9 13 22 15 22 17 17 18 24 5 12 6 10 19 9 13 22 15 22 17 17 18 24 5 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960776protein_codingNA c.-3273delT NA NA NA NA 2447
Chr14 4553103 AT A Chr14_4553103_AT_AAT_A INDEL 15412.59 19 9 13 22 15 22 17 17 18 24 5 12 6 10 19 9 13 22 15 22 17 17 18 24 5 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6610-Pp3c14_6650Pp3c14_6610-Pp3c14_6650intergenic_regionPp3c14_6610-Pp3c14_6650NA NA n.4553104delTNA NA NA NA NA
Chr14 4553111 A G Chr14_4553111_A_GA_G SNP 15984.63 17 10 12 23 17 22 16 16 19 24 6 12 6 11 17 10 12 23 17 22 16 16 19 24 6 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960774protein_codingNA c.-3266A>G NA NA NA NA 2421
Chr14 4553111 A G Chr14_4553111_A_GA_G SNP 15984.63 17 10 12 23 17 22 16 16 19 24 6 12 6 11 17 10 12 23 17 22 16 16 19 24 6 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960775protein_codingNA c.-3266A>G NA NA NA NA 2440
Chr14 4553111 A G Chr14_4553111_A_GA_G SNP 15984.63 17 10 12 23 17 22 16 16 19 24 6 12 6 11 17 10 12 23 17 22 16 16 19 24 6 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960776protein_codingNA c.-3266A>G NA NA NA NA 2440
Chr14 4553111 A G Chr14_4553111_A_GA_G SNP 15984.63 17 10 12 23 17 22 16 16 19 24 6 12 6 11 17 10 12 23 17 22 16 16 19 24 6 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6610-Pp3c14_6650Pp3c14_6610-Pp3c14_6650intergenic_regionPp3c14_6610-Pp3c14_6650NA NA n.4553111A>GNA NA NA NA NA
Chr14 4553117 A T Chr14_4553117_A_TA_T SNP 15954.63 16 11 12 20 16 24 17 16 21 24 5 14 6 11 16 11 12 20 16 24 17 16 21 24 5 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960774protein_codingNA c.-3260A>T NA NA NA NA 2415
Chr14 4553117 A T Chr14_4553117_A_TA_T SNP 15954.63 16 11 12 20 16 24 17 16 21 24 5 14 6 11 16 11 12 20 16 24 17 16 21 24 5 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960775protein_codingNA c.-3260A>T NA NA NA NA 2434
Chr14 4553117 A T Chr14_4553117_A_TA_T SNP 15954.63 16 11 12 20 16 24 17 16 21 24 5 14 6 11 16 11 12 20 16 24 17 16 21 24 5 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960776protein_codingNA c.-3260A>T NA NA NA NA 2434
Chr14 4553117 A T Chr14_4553117_A_TA_T SNP 15954.63 16 11 12 20 16 24 17 16 21 24 5 14 6 11 16 11 12 20 16 24 17 16 21 24 5 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6610-Pp3c14_6650Pp3c14_6610-Pp3c14_6650intergenic_regionPp3c14_6610-Pp3c14_6650NA NA n.4553117A>TNA NA NA NA NA
Chr14 4553121 T A Chr14_4553121_T_AT_A SNP 15427.63 15 12 12 18 16 23 17 16 22 24 5 14 8 12 15 12 12 18 16 23 17 16 22 24 5 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960774protein_codingNA c.-3256T>A NA NA NA NA 2411
Chr14 4553121 T A Chr14_4553121_T_AT_A SNP 15427.63 15 12 12 18 16 23 17 16 22 24 5 14 8 12 15 12 12 18 16 23 17 16 22 24 5 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960775protein_codingNA c.-3256T>A NA NA NA NA 2430
Chr14 4553121 T A Chr14_4553121_T_AT_A SNP 15427.63 15 12 12 18 16 23 17 16 22 24 5 14 8 12 15 12 12 18 16 23 17 16 22 24 5 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6650Pp3c14_6650transcript PAC:32960776protein_codingNA c.-3256T>A NA NA NA NA 2430
Chr14 4553121 T A Chr14_4553121_T_AT_A SNP 15427.63 15 12 12 18 16 23 17 16 22 24 5 14 8 12 15 12 12 18 16 23 17 16 22 24 5 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6610-Pp3c14_6650Pp3c14_6610-Pp3c14_6650intergenic_regionPp3c14_6610-Pp3c14_6650NA NA n.4553121T>ANA NA NA NA NA
Chr14 4586464 G T Chr14_4586464_G_TG_T SNP 19103.63 31 14 21 31 18 20 27 22 27 22 15 14 17 8 31 14 21 31 18 20 27 22 27 22 15 14 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6676-Pp3c14_6702Pp3c14_6676-Pp3c14_6702intergenic_regionPp3c14_6676-Pp3c14_6702NA NA n.4586464G>TNA NA NA NA NA
Chr14 4586557 G T Chr14_4586557_G_TG_T SNP 19113.63 28 9 16 31 23 18 26 27 21 26 21 23 13 5 28 9 16 31 23 18 26 27 21 26 21 23 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_6676-Pp3c14_6702Pp3c14_6676-Pp3c14_6702intergenic_regionPp3c14_6676-Pp3c14_6702NA NA n.4586557G>TNA NA NA NA NA
Chr14 4599332 C A Chr14_4599332_C_AC_A SNP 13021.63 14 9 6 18 7 14 18 11 14 21 7 16 8 5 14 9 6 18 7 14 18 11 14 21 7 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6710Pp3c14_6710transcript PAC:32962918protein_codingNA c.-5130C>A NA NA NA NA 4856
Chr14 4599332 C A Chr14_4599332_C_AC_A SNP 13021.63 14 9 6 18 7 14 18 11 14 21 7 16 8 5 14 9 6 18 7 14 18 11 14 21 7 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6710Pp3c14_6710transcript PAC:32962919protein_codingNA c.-5130C>A NA NA NA NA 4879
Chr14 4599332 C A Chr14_4599332_C_AC_A SNP 13021.63 14 9 6 18 7 14 18 11 14 21 7 16 8 5 14 9 6 18 7 14 18 11 14 21 7 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_6702Pp3c14_6702transcript PAC:32961010protein_coding 01-janv c.60-1731G>TNA NA NA NA NA
Chr14 4599338 T A Chr14_4599338_T_AT_A SNP 12711.63 14 8 6 17 5 15 17 11 14 19 7 16 7 4 14 8 6 17 5 15 17 11 14 19 7 16 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6710Pp3c14_6710transcript PAC:32962918protein_codingNA c.-5124T>A NA NA NA NA 4850
Chr14 4599338 T A Chr14_4599338_T_AT_A SNP 12711.63 14 8 6 17 5 15 17 11 14 19 7 16 7 4 14 8 6 17 5 15 17 11 14 19 7 16 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6710Pp3c14_6710transcript PAC:32962919protein_codingNA c.-5124T>A NA NA NA NA 4873
Chr14 4599338 T A Chr14_4599338_T_AT_A SNP 12711.63 14 8 6 17 5 15 17 11 14 19 7 16 7 4 14 8 6 17 5 15 17 11 14 19 7 16 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_6702Pp3c14_6702transcript PAC:32961010protein_coding 01-janv c.60-1737A>TNA NA NA NA NA
Chr14 4599349 C A Chr14_4599349_C_AC_A SNP 11855.63 14 7 5 15 5 15 15 10 13 18 7 12 7 4 14 7 5 15 5 15 15 10 13 18 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6710Pp3c14_6710transcript PAC:32962918protein_codingNA c.-5113C>A NA NA NA NA 4839
Chr14 4599349 C A Chr14_4599349_C_AC_A SNP 11855.63 14 7 5 15 5 15 15 10 13 18 7 12 7 4 14 7 5 15 5 15 15 10 13 18 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_6710Pp3c14_6710transcript PAC:32962919protein_codingNA c.-5113C>A NA NA NA NA 4862
Chr14 4599349 C A Chr14_4599349_C_AC_A SNP 11855.63 14 7 5 15 5 15 15 10 13 18 7 12 7 4 14 7 5 15 5 15 15 10 13 18 7 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_6702Pp3c14_6702transcript PAC:32961010protein_coding 01-janv c.60-1748G>TNA NA NA NA NA
Chr14 4677630 G GAAAT Chr14_4677630_G_GAAATG_GAAAT INDEL 5741.24 0 0 0 21 14 27 18 25 0 0 0 0 0 0 19 10 10 21 14 27 18 25 14 24 14 10 8 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_6867Pp3c14_6867transcript PAC:32962413protein_codingNA c.*1913_*1914insAAATNA NA NA NA 1819
Chr14 4677630 G GAAAT Chr14_4677630_G_GAAATG_GAAAT INDEL 5741.24 0 0 0 21 14 27 18 25 0 0 0 0 0 0 19 10 10 21 14 27 18 25 14 24 14 10 8 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_6880Pp3c14_6880transcript PAC:32960318protein_codingNA c.*981_*982insAAATNA NA NA NA 982
Chr14 4677630 G GAAAT Chr14_4677630_G_GAAATG_GAAAT INDEL 5741.24 0 0 0 21 14 27 18 25 0 0 0 0 0 0 19 10 10 21 14 27 18 25 14 24 14 10 8 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_6900Pp3c14_6900transcript PAC:32963285protein_codingNA c.*994_*995insATTTNA NA NA NA 695
Chr14 4677630 G GAAAT Chr14_4677630_G_GAAATG_GAAAT INDEL 5741.24 0 0 0 21 14 27 18 25 0 0 0 0 0 0 19 10 10 21 14 27 18 25 14 24 14 10 8 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_6900Pp3c14_6900transcript PAC:32963287protein_codingNA c.*994_*995insATTTNA NA NA NA 695
Chr14 4677630 G GAAAT Chr14_4677630_G_GAAATG_GAAAT INDEL 5741.24 0 0 0 21 14 27 18 25 0 0 0 0 0 0 19 10 10 21 14 27 18 25 14 24 14 10 8 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_6900Pp3c14_6900transcript PAC:32963286protein_codingNA c.*994_*995insATTTNA NA NA NA 725
Chr14 4677630 G GAAAT Chr14_4677630_G_GAAATG_GAAAT INDEL 5741.24 0 0 0 21 14 27 18 25 0 0 0 0 0 0 19 10 10 21 14 27 18 25 14 24 14 10 8 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_6880-Pp3c14_6900Pp3c14_6880-Pp3c14_6900intergenic_regionPp3c14_6880-Pp3c14_6900NA NA n.4677630_4677631insAAATNA NA NA NA NA
Chr14 4742784 C T Chr14_4742784_C_TC_T SNP 15618.63 20 18 14 16 19 22 30 18 13 18 10 20 10 7 20 18 14 16 19 22 30 18 13 18 10 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c14_7090Pp3c14_7090transcript PAC:32960937protein_coding 02-févr c.*198C>T NA NA NA NA 198
Chr14 4742784 C T Chr14_4742784_C_TC_T SNP 15618.63 20 18 14 16 19 22 30 18 13 18 10 20 10 7 20 18 14 16 19 22 30 18 13 18 10 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c14_7090Pp3c14_7090transcript PAC:32960938protein_coding 02-févr c.*198C>T NA NA NA NA 198
Chr14 4742784 C T Chr14_4742784_C_TC_T SNP 15618.63 20 18 14 16 19 22 30 18 13 18 10 20 10 7 20 18 14 16 19 22 30 18 13 18 10 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_7080Pp3c14_7080transcript PAC:32960286protein_codingNA c.*3316C>T NA NA NA NA 3067
Chr14 4742784 C T Chr14_4742784_C_TC_T SNP 15618.63 20 18 14 16 19 22 30 18 13 18 10 20 10 7 20 18 14 16 19 22 30 18 13 18 10 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_7080Pp3c14_7080transcript PAC:32960287protein_codingNA c.*3316C>T NA NA NA NA 2926
Chr14 4742815 A T Chr14_4742815_A_TA_T SNP 16144.63 21 17 14 12 18 18 29 23 13 21 13 19 8 7 21 17 14 12 18 18 29 23 13 21 13 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c14_7090Pp3c14_7090transcript PAC:32960937protein_coding 02-févr c.*229A>T NA NA NA NA 229
Chr14 4742815 A T Chr14_4742815_A_TA_T SNP 16144.63 21 17 14 12 18 18 29 23 13 21 13 19 8 7 21 17 14 12 18 18 29 23 13 21 13 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c14_7090Pp3c14_7090transcript PAC:32960938protein_coding 02-févr c.*229A>T NA NA NA NA 229
Chr14 4742815 A T Chr14_4742815_A_TA_T SNP 16144.63 21 17 14 12 18 18 29 23 13 21 13 19 8 7 21 17 14 12 18 18 29 23 13 21 13 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_7080Pp3c14_7080transcript PAC:32960286protein_codingNA c.*3347A>T NA NA NA NA 3098
Chr14 4742815 A T Chr14_4742815_A_TA_T SNP 16144.63 21 17 14 12 18 18 29 23 13 21 13 19 8 7 21 17 14 12 18 18 29 23 13 21 13 19 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_7080Pp3c14_7080transcript PAC:32960287protein_codingNA c.*3347A>T NA NA NA NA 2957
Chr14 4742842 G T Chr14_4742842_G_TG_T SNP 18274.63 19 14 12 16 19 17 39 27 16 21 13 16 7 11 19 14 12 16 19 17 39 27 16 21 13 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c14_7090Pp3c14_7090transcript PAC:32960937protein_coding 02-févr c.*256G>T NA NA NA NA 256
Chr14 4742842 G T Chr14_4742842_G_TG_T SNP 18274.63 19 14 12 16 19 17 39 27 16 21 13 16 7 11 19 14 12 16 19 17 39 27 16 21 13 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c14_7090Pp3c14_7090transcript PAC:32960938protein_coding 02-févr c.*256G>T NA NA NA NA 256
Chr14 4742842 G T Chr14_4742842_G_TG_T SNP 18274.63 19 14 12 16 19 17 39 27 16 21 13 16 7 11 19 14 12 16 19 17 39 27 16 21 13 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_7080Pp3c14_7080transcript PAC:32960286protein_codingNA c.*3374G>T NA NA NA NA 3125
Chr14 4742842 G T Chr14_4742842_G_TG_T SNP 18274.63 19 14 12 16 19 17 39 27 16 21 13 16 7 11 19 14 12 16 19 17 39 27 16 21 13 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_7080Pp3c14_7080transcript PAC:32960287protein_codingNA c.*3374G>T NA NA NA NA 2984
Chr14 4742844 G T Chr14_4742844_G_TG_T SNP 18274.63 18 15 12 17 19 16 39 27 17 21 12 16 7 11 18 15 12 17 19 16 39 27 17 21 12 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c14_7090Pp3c14_7090transcript PAC:32960937protein_coding 02-févr c.*258G>T NA NA NA NA 258
Chr14 4742844 G T Chr14_4742844_G_TG_T SNP 18274.63 18 15 12 17 19 16 39 27 17 21 12 16 7 11 18 15 12 17 19 16 39 27 17 21 12 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c14_7090Pp3c14_7090transcript PAC:32960938protein_coding 02-févr c.*258G>T NA NA NA NA 258
Chr14 4742844 G T Chr14_4742844_G_TG_T SNP 18274.63 18 15 12 17 19 16 39 27 17 21 12 16 7 11 18 15 12 17 19 16 39 27 17 21 12 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_7080Pp3c14_7080transcript PAC:32960286protein_codingNA c.*3376G>T NA NA NA NA 3127
Chr14 4742844 G T Chr14_4742844_G_TG_T SNP 18274.63 18 15 12 17 19 16 39 27 17 21 12 16 7 11 18 15 12 17 19 16 39 27 17 21 12 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_7080Pp3c14_7080transcript PAC:32960287protein_codingNA c.*3376G>T NA NA NA NA 2986
Chr14 4764124 A AT Chr14_4764124_A_ATA_AT INDEL 16446.59 22 15 19 31 18 25 45 21 20 20 9 19 9 21 22 15 19 31 18 25 45 21 20 20 9 19 9 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_7090-Pp3c14_7140Pp3c14_7090-Pp3c14_7140intergenic_regionPp3c14_7090-Pp3c14_7140NA NA n.4764124_4764125insTNA NA NA NA NA
Chr14 4928558 C A Chr14_4928558_C_AC_A SNP 18438.63 25 16 18 38 23 17 20 22 20 22 15 13 13 13 25 16 18 38 23 17 20 22 20 22 15 13 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_7350-Pp3c14_7360Pp3c14_7350-Pp3c14_7360intergenic_regionPp3c14_7350-Pp3c14_7360NA NA n.4928558C>ANA NA NA NA NA
Chr14 5112167 C A Chr14_5112167_C_AC_A SNP 17860.63 32 16 19 17 11 27 33 20 21 16 20 14 8 7 32 16 19 17 11 27 33 20 21 16 20 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_7770Pp3c14_7770transcript PAC:32960365protein_coding 05-mai c.628-100G>TNA NA NA NA NA
Chr14 5112167 C A Chr14_5112167_C_AC_A SNP 17860.63 32 16 19 17 11 27 33 20 21 16 20 14 8 7 32 16 19 17 11 27 33 20 21 16 20 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_7770Pp3c14_7770transcript PAC:32960369protein_coding 04-avr c.625-100G>TNA NA NA NA NA
Chr14 5112167 C A Chr14_5112167_C_AC_A SNP 17860.63 32 16 19 17 11 27 33 20 21 16 20 14 8 7 32 16 19 17 11 27 33 20 21 16 20 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_7770Pp3c14_7770transcript PAC:32960366protein_coding 04-avr c.628-100G>TNA NA NA NA NA
Chr14 5112167 C A Chr14_5112167_C_AC_A SNP 17860.63 32 16 19 17 11 27 33 20 21 16 20 14 8 7 32 16 19 17 11 27 33 20 21 16 20 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_7770Pp3c14_7770transcript PAC:32960367protein_coding 04-avr c.628-100G>TNA NA NA NA NA
Chr14 5112167 C A Chr14_5112167_C_AC_A SNP 17860.63 32 16 19 17 11 27 33 20 21 16 20 14 8 7 32 16 19 17 11 27 33 20 21 16 20 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_7770Pp3c14_7770transcript PAC:32960368protein_coding 04-avr c.628-100G>TNA NA NA NA NA
Chr14 5112168 C A Chr14_5112168_C_AC_A SNP 17860.63 32 16 19 16 11 26 33 20 21 15 21 14 8 7 32 16 19 16 11 26 33 20 21 15 21 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_7770Pp3c14_7770transcript PAC:32960365protein_coding 05-mai c.628-101G>TNA NA NA NA NA
Chr14 5112168 C A Chr14_5112168_C_AC_A SNP 17860.63 32 16 19 16 11 26 33 20 21 15 21 14 8 7 32 16 19 16 11 26 33 20 21 15 21 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_7770Pp3c14_7770transcript PAC:32960369protein_coding 04-avr c.625-101G>TNA NA NA NA NA
Chr14 5112168 C A Chr14_5112168_C_AC_A SNP 17860.63 32 16 19 16 11 26 33 20 21 15 21 14 8 7 32 16 19 16 11 26 33 20 21 15 21 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_7770Pp3c14_7770transcript PAC:32960366protein_coding 04-avr c.628-101G>TNA NA NA NA NA
Chr14 5112168 C A Chr14_5112168_C_AC_A SNP 17860.63 32 16 19 16 11 26 33 20 21 15 21 14 8 7 32 16 19 16 11 26 33 20 21 15 21 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_7770Pp3c14_7770transcript PAC:32960367protein_coding 04-avr c.628-101G>TNA NA NA NA NA
Chr14 5112168 C A Chr14_5112168_C_AC_A SNP 17860.63 32 16 19 16 11 26 33 20 21 15 21 14 8 7 32 16 19 16 11 26 33 20 21 15 21 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_7770Pp3c14_7770transcript PAC:32960368protein_coding 04-avr c.628-101G>TNA NA NA NA NA
Chr14 5140965 T A Chr14_5140965_T_AT_A SNP 13935.63 21 11 12 15 14 19 25 20 10 22 14 14 8 7 21 11 12 15 14 19 25 20 10 22 14 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_7780-Pp3c14_7840Pp3c14_7780-Pp3c14_7840intergenic_regionPp3c14_7780-Pp3c14_7840NA NA n.5140965T>ANA NA NA NA NA
Chr14 5558527 T A Chr14_5558527_T_AT_A SNP 12986.63 19 13 12 17 13 15 9 13 17 16 11 10 6 7 19 13 12 17 13 15 9 13 17 16 11 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_8630-Pp3c14_8640Pp3c14_8630-Pp3c14_8640intergenic_regionPp3c14_8630-Pp3c14_8640NA NA n.5558527T>ANA NA NA NA NA
Chr14 5558545 AT A Chr14_5558545_AT_AAT_A INDEL 11439.59 14 10 7 15 11 11 8 9 18 12 9 10 6 7 14 10 7 15 11 11 8 9 18 12 9 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_8630-Pp3c14_8640Pp3c14_8630-Pp3c14_8640intergenic_regionPp3c14_8630-Pp3c14_8640NA NA n.5558546delTNA NA NA NA NA
Chr14 5558552 A AG Chr14_5558552_A_AGA_AG INDEL 10857.59 15 9 6 17 11 10 7 8 17 13 7 8 5 7 15 9 6 17 11 10 7 8 17 13 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_8630-Pp3c14_8640Pp3c14_8630-Pp3c14_8640intergenic_regionPp3c14_8630-Pp3c14_8640NA NA n.5558552_5558553insGNA NA NA NA NA
Chr14 5558610 TC T Chr14_5558610_TC_TTC_T INDEL 9504.59 20 5 14 10 10 10 11 14 11 14 10 9 5 5 20 5 14 10 10 10 11 14 11 14 10 9 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_8630-Pp3c14_8640Pp3c14_8630-Pp3c14_8640intergenic_regionPp3c14_8630-Pp3c14_8640NA NA n.5558611delCNA NA NA NA NA
Chr14 5566633 A G Chr14_5566633_A_GA_G SNP 17298.63 26 13 26 30 15 21 23 13 25 28 24 23 7 9 26 13 26 30 15 21 23 13 25 28 24 23 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_8630-Pp3c14_8640Pp3c14_8630-Pp3c14_8640intergenic_regionPp3c14_8630-Pp3c14_8640NA NA n.5566633A>GNA NA NA NA NA
Chr14 5569266 C A Chr14_5569266_C_AC_A SNP 10262.63 11 4 8 9 12 21 7 16 9 14 8 9 6 8 11 4 8 9 12 21 7 16 9 14 8 9 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_8630-Pp3c14_8640Pp3c14_8630-Pp3c14_8640intergenic_regionPp3c14_8630-Pp3c14_8640NA NA n.5569266C>ANA NA NA NA NA
Chr14 5649953 C CAT Chr14_5649953_C_CATC_CAT INDEL 1591.35 25 18 12 0 0 1 0 1 1 2 0 0 1 0 25 19 13 21 17 31 23 21 18 22 10 5 9 7 1 0.947 0.923 0 0 0 0 0 0 0.091 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c14_8750Pp3c14_8750transcript PAC:32961427protein_codingNA c.-4693_-4692insATNA NA NA NA 4029
Chr14 5649953 C CAT Chr14_5649953_C_CATC_CAT INDEL 1591.35 25 18 12 0 0 1 0 1 1 2 0 0 1 0 25 19 13 21 17 31 23 21 18 22 10 5 9 7 1 0.947 0.923 0 0 0 0 0 0 0.091 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c14_8760Pp3c14_8760transcript PAC:32960539protein_codingNA c.-4967_-4966insATNA NA NA NA 3702
Chr14 5649953 C CAT Chr14_5649953_C_CATC_CAT INDEL 1591.35 25 18 12 0 0 1 0 1 1 2 0 0 1 0 25 19 13 21 17 31 23 21 18 22 10 5 9 7 1 0.947 0.923 0 0 0 0 0 0 0.091 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c14_8750Pp3c14_8750transcript PAC:32961428protein_codingNA c.-4693_-4692insATNA NA NA NA 3975
Chr14 5649953 C CAT Chr14_5649953_C_CATC_CAT INDEL 1591.35 25 18 12 0 0 1 0 1 1 2 0 0 1 0 25 19 13 21 17 31 23 21 18 22 10 5 9 7 1 0.947 0.923 0 0 0 0 0 0 0.091 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c14_8760Pp3c14_8760transcript PAC:32960540protein_codingNA c.-4967_-4966insATNA NA NA NA 3678
Chr14 5649953 C CAT Chr14_5649953_C_CATC_CAT INDEL 1591.35 25 18 12 0 0 1 0 1 1 2 0 0 1 0 25 19 13 21 17 31 23 21 18 22 10 5 9 7 1 0.947 0.923 0 0 0 0 0 0 0.091 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c14_8750-Pp3c14_8760Pp3c14_8750-Pp3c14_8760intergenic_regionPp3c14_8750-Pp3c14_8760NA NA n.5649953_5649954insATNA NA NA NA NA
Chr14 5808513 CG C Chr14_5808513_CG_CCG_C INDEL 15801.59 29 11 15 14 17 19 25 18 16 14 6 15 6 12 29 11 15 14 17 19 25 18 16 14 6 15 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_9080Pp3c14_9080transcript PAC:32960813protein_coding 01-juin c.25delG p.Ala9fs 25/525 25/525 9/174 NA
Chr14 5808513 CG C Chr14_5808513_CG_CCG_C INDEL 15801.59 29 11 15 14 17 19 25 18 16 14 6 15 6 12 29 11 15 14 17 19 25 18 16 14 6 15 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_9080Pp3c14_9080transcript PAC:32960814protein_coding 01-juin c.25delG p.Ala9fs 278/1220 25/525 9/174 NA
Chr14 5808513 CG C Chr14_5808513_CG_CCG_C INDEL 15801.59 29 11 15 14 17 19 25 18 16 14 6 15 6 12 29 11 15 14 17 19 25 18 16 14 6 15 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9070Pp3c14_9070transcript PAC:32960027protein_codingNA c.-610delC NA NA NA NA 472
Chr14 5808513 CG C Chr14_5808513_CG_CCG_C INDEL 15801.59 29 11 15 14 17 19 25 18 16 14 6 15 6 12 29 11 15 14 17 19 25 18 16 14 6 15 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9070Pp3c14_9070transcript PAC:32960028protein_codingNA c.-610delC NA NA NA NA 476
Chr14 5808513 CG C Chr14_5808513_CG_CCG_C INDEL 15801.59 29 11 15 14 17 19 25 18 16 14 6 15 6 12 29 11 15 14 17 19 25 18 16 14 6 15 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9050Pp3c14_9050transcript PAC:32961453protein_codingNA c.*5420delG NA NA NA NA 4742
Chr14 5808513 CG C Chr14_5808513_CG_CCG_C INDEL 15801.59 29 11 15 14 17 19 25 18 16 14 6 15 6 12 29 11 15 14 17 19 25 18 16 14 6 15 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9050Pp3c14_9050transcript PAC:32961454protein_codingNA c.*5420delG NA NA NA NA 3997
Chr14 5808516 CT C Chr14_5808516_CT_CCT_C INDEL 15801.59 30 11 15 14 18 19 25 18 16 14 6 15 6 13 30 11 15 14 18 19 25 18 16 14 6 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_9080Pp3c14_9080transcript PAC:32960813protein_coding 01-juin c.28delT p.Tyr10fs 28/525 28/525 10/174 NA
Chr14 5808516 CT C Chr14_5808516_CT_CCT_C INDEL 15801.59 30 11 15 14 18 19 25 18 16 14 6 15 6 13 30 11 15 14 18 19 25 18 16 14 6 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_9080Pp3c14_9080transcript PAC:32960814protein_coding 01-juin c.28delT p.Tyr10fs 281/1220 28/525 10/174 NA
Chr14 5808516 CT C Chr14_5808516_CT_CCT_C INDEL 15801.59 30 11 15 14 18 19 25 18 16 14 6 15 6 13 30 11 15 14 18 19 25 18 16 14 6 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9070Pp3c14_9070transcript PAC:32960027protein_codingNA c.-613delA NA NA NA NA 475
Chr14 5808516 CT C Chr14_5808516_CT_CCT_C INDEL 15801.59 30 11 15 14 18 19 25 18 16 14 6 15 6 13 30 11 15 14 18 19 25 18 16 14 6 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9070Pp3c14_9070transcript PAC:32960028protein_codingNA c.-613delA NA NA NA NA 479
Chr14 5808516 CT C Chr14_5808516_CT_CCT_C INDEL 15801.59 30 11 15 14 18 19 25 18 16 14 6 15 6 13 30 11 15 14 18 19 25 18 16 14 6 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9050Pp3c14_9050transcript PAC:32961453protein_codingNA c.*5423delT NA NA NA NA 4745
Chr14 5808516 CT C Chr14_5808516_CT_CCT_C INDEL 15801.59 30 11 15 14 18 19 25 18 16 14 6 15 6 13 30 11 15 14 18 19 25 18 16 14 6 15 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9050Pp3c14_9050transcript PAC:32961454protein_codingNA c.*5423delT NA NA NA NA 4000
Chr14 5808603 GT G Chr14_5808603_GT_GGT_G INDEL 13586.59 22 11 11 17 19 21 29 16 15 15 8 21 8 11 22 11 11 17 19 21 29 16 15 15 8 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_9080Pp3c14_9080transcript PAC:32960813protein_coding 01-juin c.116delT p.Leu39fs 116/525 116/525 39/174 NA
Chr14 5808603 GT G Chr14_5808603_GT_GGT_G INDEL 13586.59 22 11 11 17 19 21 29 16 15 15 8 21 8 11 22 11 11 17 19 21 29 16 15 15 8 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_9080Pp3c14_9080transcript PAC:32960814protein_coding 01-juin c.116delT p.Leu39fs 369/1220 116/525 39/174 NA
Chr14 5808603 GT G Chr14_5808603_GT_GGT_G INDEL 13586.59 22 11 11 17 19 21 29 16 15 15 8 21 8 11 22 11 11 17 19 21 29 16 15 15 8 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9070Pp3c14_9070transcript PAC:32960027protein_codingNA c.-700delA NA NA NA NA 562
Chr14 5808603 GT G Chr14_5808603_GT_GGT_G INDEL 13586.59 22 11 11 17 19 21 29 16 15 15 8 21 8 11 22 11 11 17 19 21 29 16 15 15 8 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9070Pp3c14_9070transcript PAC:32960028protein_codingNA c.-700delA NA NA NA NA 566
Chr14 5808603 GT G Chr14_5808603_GT_GGT_G INDEL 13586.59 22 11 11 17 19 21 29 16 15 15 8 21 8 11 22 11 11 17 19 21 29 16 15 15 8 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9050Pp3c14_9050transcript PAC:32961453protein_codingNA c.*5510delT NA NA NA NA 4832
Chr14 5808603 GT G Chr14_5808603_GT_GGT_G INDEL 13586.59 22 11 11 17 19 21 29 16 15 15 8 21 8 11 22 11 11 17 19 21 29 16 15 15 8 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9050Pp3c14_9050transcript PAC:32961454protein_codingNA c.*5510delT NA NA NA NA 4087
Chr14 5867646 A T Chr14_5867646_A_TA_T SNP 16174.63 35 19 17 16 16 26 38 24 17 18 12 11 10 7 35 19 17 16 16 26 38 24 17 18 12 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9110Pp3c14_9110transcript PAC:32962251protein_codingNA c.-2776T>A NA NA NA NA 2145
Chr14 5867646 A T Chr14_5867646_A_TA_T SNP 16174.63 35 19 17 16 16 26 38 24 17 18 12 11 10 7 35 19 17 16 16 26 38 24 17 18 12 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9130Pp3c14_9130transcript PAC:32963230protein_codingNA c.-1567T>A NA NA NA NA 1567
Chr14 5867646 A T Chr14_5867646_A_TA_T SNP 16174.63 35 19 17 16 16 26 38 24 17 18 12 11 10 7 35 19 17 16 16 26 38 24 17 18 12 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9132Pp3c14_9132transcript PAC:32961455protein_codingNA c.-854T>A NA NA NA NA 637
Chr14 5867646 A T Chr14_5867646_A_TA_T SNP 16174.63 35 19 17 16 16 26 38 24 17 18 12 11 10 7 35 19 17 16 16 26 38 24 17 18 12 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9110Pp3c14_9110transcript PAC:32962252protein_codingNA c.-2776T>A NA NA NA NA 2611
Chr14 5867646 A T Chr14_5867646_A_TA_T SNP 16174.63 35 19 17 16 16 26 38 24 17 18 12 11 10 7 35 19 17 16 16 26 38 24 17 18 12 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9130Pp3c14_9130transcript PAC:32963231protein_codingNA c.-1567T>A NA NA NA NA 1567
Chr14 5867646 A T Chr14_5867646_A_TA_T SNP 16174.63 35 19 17 16 16 26 38 24 17 18 12 11 10 7 35 19 17 16 16 26 38 24 17 18 12 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_9132-Pp3c14_9150Pp3c14_9132-Pp3c14_9150intergenic_regionPp3c14_9132-Pp3c14_9150NA NA n.5867646A>TNA NA NA NA NA
Chr14 5867799 GTA G Chr14_5867799_GTA_GGTA_G INDEL 2764.93 0 0 1 0 0 0 0 0 20 18 12 7 11 6 21 14 9 16 7 29 33 20 20 19 12 7 11 6 0 0 0 0 0 0 0 0 1 0.947 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_9110Pp3c14_9110transcript PAC:32962251protein_codingNA c.-2931_-2930delTANA NA NA NA 2299
Chr14 5867799 GTA G Chr14_5867799_GTA_GGTA_G INDEL 2764.93 0 0 1 0 0 0 0 0 20 18 12 7 11 6 21 14 9 16 7 29 33 20 20 19 12 7 11 6 0 0 0 0 0 0 0 0 1 0.947 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_9130Pp3c14_9130transcript PAC:32963230protein_codingNA c.-1722_-1721delTANA NA NA NA 1721
Chr14 5867799 GTA G Chr14_5867799_GTA_GGTA_G INDEL 2764.93 0 0 1 0 0 0 0 0 20 18 12 7 11 6 21 14 9 16 7 29 33 20 20 19 12 7 11 6 0 0 0 0 0 0 0 0 1 0.947 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_9132Pp3c14_9132transcript PAC:32961455protein_codingNA c.-1009_-1008delTANA NA NA NA 791
Chr14 5867799 GTA G Chr14_5867799_GTA_GGTA_G INDEL 2764.93 0 0 1 0 0 0 0 0 20 18 12 7 11 6 21 14 9 16 7 29 33 20 20 19 12 7 11 6 0 0 0 0 0 0 0 0 1 0.947 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_9110Pp3c14_9110transcript PAC:32962252protein_codingNA c.-2931_-2930delTANA NA NA NA 2765
Chr14 5867799 GTA G Chr14_5867799_GTA_GGTA_G INDEL 2764.93 0 0 1 0 0 0 0 0 20 18 12 7 11 6 21 14 9 16 7 29 33 20 20 19 12 7 11 6 0 0 0 0 0 0 0 0 1 0.947 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_9130Pp3c14_9130transcript PAC:32963231protein_codingNA c.-1722_-1721delTANA NA NA NA 1721
Chr14 5867799 GTA G Chr14_5867799_GTA_GGTA_G INDEL 2764.93 0 0 1 0 0 0 0 0 20 18 12 7 11 6 21 14 9 16 7 29 33 20 20 19 12 7 11 6 0 0 0 0 0 0 0 0 1 0.947 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c14_9132-Pp3c14_9150Pp3c14_9132-Pp3c14_9150intergenic_regionPp3c14_9132-Pp3c14_9150NA NA n.5867800_5867801delTANA NA NA NA NA
Chr14 5976980 G GT Chr14_5976980_G_GTG_GT INDEL 21073.59 31 10 28 18 22 19 27 24 23 26 22 18 10 13 31 10 28 18 22 19 27 24 23 26 22 18 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_9270-Pp3c14_9390Pp3c14_9270-Pp3c14_9390intergenic_regionPp3c14_9270-Pp3c14_9390NA NA n.5976980_5976981insTNA NA NA NA NA
Chr14 5976988 GA G Chr14_5976988_GA_GGA_G INDEL 20858.59 31 10 26 19 22 17 27 24 24 25 24 17 9 11 31 10 26 19 22 17 27 24 24 25 24 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_9270-Pp3c14_9390Pp3c14_9270-Pp3c14_9390intergenic_regionPp3c14_9270-Pp3c14_9390NA NA n.5976989delANA NA NA NA NA
Chr14 5977018 A T Chr14_5977018_A_TA_T SNP 17648.63 28 10 27 16 20 16 28 20 18 20 25 19 7 10 28 10 27 16 20 16 28 20 18 20 25 19 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_9270-Pp3c14_9390Pp3c14_9270-Pp3c14_9390intergenic_regionPp3c14_9270-Pp3c14_9390NA NA n.5977018A>TNA NA NA NA NA
Chr14 6065288 A AAT Chr14_6065288_A_AATA_AAT INDEL 2046.93 0 0 0 1 0 1 0 0 12 15 5 6 6 8 17 5 11 22 12 15 17 18 13 15 5 6 7 8 0 0 0 0 0 0 0 0 0.923 1 1 1 0.857 1 0 7 7 0 7 0 0 5_prime_UTR_variantMODIFIER Pp3c14_9450Pp3c14_9450transcript PAC:32959995protein_coding 01-sept c.-824_-823dupATNA NA NA NA 1524
Chr14 6065288 A AAT Chr14_6065288_A_AATA_AAT INDEL 2046.93 0 0 0 1 0 1 0 0 12 15 5 6 6 8 17 5 11 22 12 15 17 18 13 15 5 6 7 8 0 0 0 0 0 0 0 0 0.923 1 1 1 0.857 1 0 7 7 0 7 0 0 5_prime_UTR_variantMODIFIER Pp3c14_9450Pp3c14_9450transcript PAC:32959996protein_coding 01-août c.-1239_-1238dupATNA NA NA NA 1524
Chr14 6065288 A AAT Chr14_6065288_A_AATA_AAT INDEL 2046.93 0 0 0 1 0 1 0 0 12 15 5 6 6 8 17 5 11 22 12 15 17 18 13 15 5 6 7 8 0 0 0 0 0 0 0 0 0.923 1 1 1 0.857 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_9450Pp3c14_9450transcript PAC:32959997protein_codingNA c.-1545_-1544insATNA NA NA NA 1544
Chr14 6121410 GAATTTAAAAATTTAG Chr14_6121410_GAATTTAAAAATTTA_GGAATTTAAAAATTTA_GINDEL 18227.59 34 10 18 28 16 21 21 29 18 19 14 12 5 6 35 10 18 28 16 21 22 29 18 20 14 12 5 6 0.971 1 1 1 1 1 0.955 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9530Pp3c14_9530transcript PAC:32963095protein_codingNA c.-4999_-4986delAATTTAAAAATTTANA NA NA NA 4999
Chr14 6121410 GAATTTAAAAATTTAG Chr14_6121410_GAATTTAAAAATTTA_GGAATTTAAAAATTTA_GINDEL 18227.59 34 10 18 28 16 21 21 29 18 19 14 12 5 6 35 10 18 28 16 21 22 29 18 20 14 12 5 6 0.971 1 1 1 1 1 0.955 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_9500-Pp3c14_9530Pp3c14_9500-Pp3c14_9530intergenic_regionPp3c14_9500-Pp3c14_9530NA NA n.6121411_6121424delAATTTAAAAATTTANA NA NA NA NA
Chr14 6170355 AAT A Chr14_6170355_AAT_AAAT_A INDEL 12026.59 23 10 18 26 25 13 31 14 22 10 13 13 12 9 23 10 18 26 25 13 32 14 23 10 13 13 12 9 1 1 1 1 1 1 0.969 1 0.957 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9588Pp3c14_9588transcript PAC:32963262protein_codingNA c.-1622_-1621delATNA NA NA NA 1591
Chr14 6170355 AAT A Chr14_6170355_AAT_AAAT_A INDEL 12026.59 23 10 18 26 25 13 31 14 22 10 13 13 12 9 23 10 18 26 25 13 32 14 23 10 13 13 12 9 1 1 1 1 1 1 0.969 1 0.957 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9600Pp3c14_9600transcript PAC:32959844protein_codingNA c.-1723_-1722delATNA NA NA NA 1555
Chr14 6170355 AAT A Chr14_6170355_AAT_AAAT_A INDEL 12026.59 23 10 18 26 25 13 31 14 22 10 13 13 12 9 23 10 18 26 25 13 32 14 23 10 13 13 12 9 1 1 1 1 1 1 0.969 1 0.957 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9600Pp3c14_9600transcript PAC:32959845protein_codingNA c.-1723_-1722delATNA NA NA NA 1555
Chr14 6170355 AAT A Chr14_6170355_AAT_AAAT_A INDEL 12026.59 23 10 18 26 25 13 31 14 22 10 13 13 12 9 23 10 18 26 25 13 32 14 23 10 13 13 12 9 1 1 1 1 1 1 0.969 1 0.957 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9590Pp3c14_9590transcript PAC:32962011protein_codingNA c.*1326_*1327delATNA NA NA NA 1326
Chr14 6170355 AAT A Chr14_6170355_AAT_AAAT_A INDEL 12026.59 23 10 18 26 25 13 31 14 22 10 13 13 12 9 23 10 18 26 25 13 32 14 23 10 13 13 12 9 1 1 1 1 1 1 0.969 1 0.957 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_9590-Pp3c14_9600Pp3c14_9590-Pp3c14_9600intergenic_regionPp3c14_9590-Pp3c14_9600NA NA n.6170356_6170357delATNA NA NA NA NA
Chr14 6245556 A AT Chr14_6245556_A_ATA_AT INDEL 12573.59 29 16 17 22 13 14 36 20 17 9 12 12 7 11 29 16 17 22 13 14 36 20 17 9 12 12 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9639Pp3c14_9639transcript PAC:32962767protein_codingNA c.-2109_-2108insANA NA NA NA 2048
Chr14 6245556 A AT Chr14_6245556_A_ATA_AT INDEL 12573.59 29 16 17 22 13 14 36 20 17 9 12 12 7 11 29 16 17 22 13 14 36 20 17 9 12 12 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9638Pp3c14_9638transcript PAC:32960706protein_codingNA c.*1650_*1651insTNA NA NA NA 1473
Chr14 6245556 A AT Chr14_6245556_A_ATA_AT INDEL 12573.59 29 16 17 22 13 14 36 20 17 9 12 12 7 11 29 16 17 22 13 14 36 20 17 9 12 12 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9660Pp3c14_9660transcript PAC:32961140protein_codingNA c.*1226_*1227insANA NA NA NA 1226
Chr14 6245556 A AT Chr14_6245556_A_ATA_AT INDEL 12573.59 29 16 17 22 13 14 36 20 17 9 12 12 7 11 29 16 17 22 13 14 36 20 17 9 12 12 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9660Pp3c14_9660transcript PAC:32961141protein_codingNA c.*1226_*1227insANA NA NA NA 847
Chr14 6245556 A AT Chr14_6245556_A_ATA_AT INDEL 12573.59 29 16 17 22 13 14 36 20 17 9 12 12 7 11 29 16 17 22 13 14 36 20 17 9 12 12 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_9650Pp3c14_9650transcript PAC:32959812protein_coding 02-févr c.212-192_212-191insTNA NA NA NA NA
Chr14 6245556 A AT Chr14_6245556_A_ATA_AT INDEL 12573.59 29 16 17 22 13 14 36 20 17 9 12 12 7 11 29 16 17 22 13 14 36 20 17 9 12 12 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_9650Pp3c14_9650transcript PAC:32959813protein_coding 02-févr c.212-192_212-191insTNA NA NA NA NA
Chr14 6245567 A AT Chr14_6245567_A_ATA_AT INDEL 15727.59 28 15 17 22 16 15 39 21 18 9 13 13 7 12 28 15 17 22 16 15 39 21 18 9 13 13 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_9639Pp3c14_9639transcript PAC:32962767protein_codingNA c.-2120_-2119insANA NA NA NA 2059
Chr14 6245567 A AT Chr14_6245567_A_ATA_AT INDEL 15727.59 28 15 17 22 16 15 39 21 18 9 13 13 7 12 28 15 17 22 16 15 39 21 18 9 13 13 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9638Pp3c14_9638transcript PAC:32960706protein_codingNA c.*1661_*1662insTNA NA NA NA 1484
Chr14 6245567 A AT Chr14_6245567_A_ATA_AT INDEL 15727.59 28 15 17 22 16 15 39 21 18 9 13 13 7 12 28 15 17 22 16 15 39 21 18 9 13 13 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9660Pp3c14_9660transcript PAC:32961140protein_codingNA c.*1215_*1216insANA NA NA NA 1215
Chr14 6245567 A AT Chr14_6245567_A_ATA_AT INDEL 15727.59 28 15 17 22 16 15 39 21 18 9 13 13 7 12 28 15 17 22 16 15 39 21 18 9 13 13 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_9660Pp3c14_9660transcript PAC:32961141protein_codingNA c.*1215_*1216insANA NA NA NA 836
Chr14 6245567 A AT Chr14_6245567_A_ATA_AT INDEL 15727.59 28 15 17 22 16 15 39 21 18 9 13 13 7 12 28 15 17 22 16 15 39 21 18 9 13 13 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_9650Pp3c14_9650transcript PAC:32959812protein_coding 02-févr c.212-181_212-180insTNA NA NA NA NA
Chr14 6245567 A AT Chr14_6245567_A_ATA_AT INDEL 15727.59 28 15 17 22 16 15 39 21 18 9 13 13 7 12 28 15 17 22 16 15 39 21 18 9 13 13 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_9650Pp3c14_9650transcript PAC:32959813protein_coding 02-févr c.212-181_212-180insTNA NA NA NA NA
Chr14 6251622 G GTATA Chr14_6251622_G_GTATAG_GTATA INDEL 3180.93 0 0 0 0 0 0 1 0 14 12 9 14 6 6 21 10 19 15 16 8 22 24 14 12 9 14 7 6 0 0 0 0 0 0 0 0 1 1 1 1 0.857 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_9660Pp3c14_9660transcript PAC:32961140protein_codingNA c.-3518_-3517insTATANA NA NA NA 3518
Chr14 6251622 G GTATA Chr14_6251622_G_GTATAG_GTATA INDEL 3180.93 0 0 0 0 0 0 1 0 14 12 9 14 6 6 21 10 19 15 16 8 22 24 14 12 9 14 7 6 0 0 0 0 0 0 0 0 1 1 1 1 0.857 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_9660Pp3c14_9660transcript PAC:32961141protein_codingNA c.-3518_-3517insTATANA NA NA NA 242
Chr14 6251622 G GTATA Chr14_6251622_G_GTATAG_GTATA INDEL 3180.93 0 0 0 0 0 0 1 0 14 12 9 14 6 6 21 10 19 15 16 8 22 24 14 12 9 14 7 6 0 0 0 0 0 0 0 0 1 1 1 1 0.857 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c14_9660-Pp3c14_9680Pp3c14_9660-Pp3c14_9680intergenic_regionPp3c14_9660-Pp3c14_9680NA NA n.6251622_6251623insTATANA NA NA NA NA
Chr14 6321352 T TTA Chr14_6321352_T_TTAT_TTA INDEL 1033.93 3 0 0 2 0 0 1 2 10 4 7 4 4 7 12 12 6 14 11 13 15 13 10 4 7 4 4 7 0.25 0 0 0.143 0 0 0 0.154 1 1 1 1 1 1 0 7 7 3 7 0 0 upstream_gene_variantMODIFIER Pp3c14_9849Pp3c14_9849transcript PAC:32962748protein_codingNA c.-4235_-4234insTANA NA NA NA 3859
Chr14 6321352 T TTA Chr14_6321352_T_TTAT_TTA INDEL 1033.93 3 0 0 2 0 0 1 2 10 4 7 4 4 7 12 12 6 14 11 13 15 13 10 4 7 4 4 7 0.25 0 0 0.143 0 0 0 0.154 1 1 1 1 1 1 0 7 7 3 7 0 0 intron_variantMODIFIER Pp3c14_9870Pp3c14_9870transcript PAC:32962762protein_coding 01-janv c.1146+143_1146+144insTANA NA NA NA NA
Chr14 6321352 T TTA Chr14_6321352_T_TTAT_TTA INDEL 1033.93 3 0 0 2 0 0 1 2 10 4 7 4 4 7 12 12 6 14 11 13 15 13 10 4 7 4 4 7 0.25 0 0 0.143 0 0 0 0.154 1 1 1 1 1 1 0 7 7 3 7 0 0 intron_variantMODIFIER Pp3c14_9870Pp3c14_9870transcript PAC:32962765protein_coding 01-févr c.1146+143_1146+144insTANA NA NA NA NA
Chr14 6321352 T TTA Chr14_6321352_T_TTAT_TTA INDEL 1033.93 3 0 0 2 0 0 1 2 10 4 7 4 4 7 12 12 6 14 11 13 15 13 10 4 7 4 4 7 0.25 0 0 0.143 0 0 0 0.154 1 1 1 1 1 1 0 7 7 3 7 0 0 intron_variantMODIFIER Pp3c14_9870Pp3c14_9870transcript PAC:32962764protein_coding 01-févr c.1146+143_1146+144insTANA NA NA NA NA
Chr14 6321352 T TTA Chr14_6321352_T_TTAT_TTA INDEL 1033.93 3 0 0 2 0 0 1 2 10 4 7 4 4 7 12 12 6 14 11 13 15 13 10 4 7 4 4 7 0.25 0 0 0.143 0 0 0 0.154 1 1 1 1 1 1 0 7 7 3 7 0 0 intron_variantMODIFIER Pp3c14_9870Pp3c14_9870transcript PAC:32962766protein_coding 01-mars c.1146+143_1146+144insTANA NA NA NA NA
Chr14 6321352 T TTA Chr14_6321352_T_TTAT_TTA INDEL 1033.93 3 0 0 2 0 0 1 2 10 4 7 4 4 7 12 12 6 14 11 13 15 13 10 4 7 4 4 7 0.25 0 0 0.143 0 0 0 0.154 1 1 1 1 1 1 0 7 7 3 7 0 0 intron_variantMODIFIER Pp3c14_9870Pp3c14_9870transcript PAC:32962763protein_coding 01-janv c.1146+143_1146+144insTANA NA NA NA NA
Chr14 6326028 A AAT Chr14_6326028_A_AATA_AAT INDEL 1768.24 0 0 0 9 6 14 10 11 1 0 1 1 0 1 17 4 6 9 6 15 10 12 12 10 4 7 5 6 0 0 0 1 1 0.933 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_9870Pp3c14_9870transcript PAC:32962762protein_codingNA c.*3063_*3064insATNA NA NA NA 2374
Chr14 6326028 A AAT Chr14_6326028_A_AATA_AAT INDEL 1768.24 0 0 0 9 6 14 10 11 1 0 1 1 0 1 17 4 6 9 6 15 10 12 12 10 4 7 5 6 0 0 0 1 1 0.933 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_9870Pp3c14_9870transcript PAC:32962765protein_codingNA c.*3063_*3064insATNA NA NA NA 2374
Chr14 6326028 A AAT Chr14_6326028_A_AATA_AAT INDEL 1768.24 0 0 0 9 6 14 10 11 1 0 1 1 0 1 17 4 6 9 6 15 10 12 12 10 4 7 5 6 0 0 0 1 1 0.933 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_9870Pp3c14_9870transcript PAC:32962764protein_codingNA c.*2742_*2743insATNA NA NA NA 2374
Chr14 6326028 A AAT Chr14_6326028_A_AATA_AAT INDEL 1768.24 0 0 0 9 6 14 10 11 1 0 1 1 0 1 17 4 6 9 6 15 10 12 12 10 4 7 5 6 0 0 0 1 1 0.933 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_9870Pp3c14_9870transcript PAC:32962766protein_codingNA c.*2742_*2743insATNA NA NA NA 2374
Chr14 6326028 A AAT Chr14_6326028_A_AATA_AAT INDEL 1768.24 0 0 0 9 6 14 10 11 1 0 1 1 0 1 17 4 6 9 6 15 10 12 12 10 4 7 5 6 0 0 0 1 1 0.933 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_9870Pp3c14_9870transcript PAC:32962763protein_codingNA c.*3063_*3064insATNA NA NA NA 2376
Chr14 6326028 A AAT Chr14_6326028_A_AATA_AAT INDEL 1768.24 0 0 0 9 6 14 10 11 1 0 1 1 0 1 17 4 6 9 6 15 10 12 12 10 4 7 5 6 0 0 0 1 1 0.933 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_9870-Pp3c14_9939Pp3c14_9870-Pp3c14_9939intergenic_regionPp3c14_9870-Pp3c14_9939NA NA n.6326028_6326029insATNA NA NA NA NA
Chr14 6419047 A C Chr14_6419047_A_CA_C SNP 17013.63 32 14 12 27 10 25 37 23 17 14 7 20 9 7 32 14 12 27 10 25 37 23 17 14 7 20 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_10060-Pp3c14_10090Pp3c14_10060-Pp3c14_10090intergenic_regionPp3c14_10060-Pp3c14_10090NA NA n.6419047A>CNA NA NA NA NA
Chr14 6626886 G T Chr14_6626886_G_TG_T SNP 14924.63 18 10 10 20 14 16 22 21 20 17 10 12 11 8 18 10 10 20 14 16 22 21 20 17 10 12 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_10430-Pp3c14_10460Pp3c14_10430-Pp3c14_10460intergenic_regionPp3c14_10430-Pp3c14_10460NA NA n.6626886G>TNA NA NA NA NA
Chr14 6631831 A G Chr14_6631831_A_GA_G SNP 11301.63 18 13 12 13 17 20 17 8 19 23 12 15 6 8 18 13 12 13 17 20 17 8 19 23 12 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_10460Pp3c14_10460transcript PAC:32960771protein_codingNA c.-4419A>G NA NA NA NA 4419
Chr14 6631831 A G Chr14_6631831_A_GA_G SNP 11301.63 18 13 12 13 17 20 17 8 19 23 12 15 6 8 18 13 12 13 17 20 17 8 19 23 12 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_10430-Pp3c14_10460Pp3c14_10430-Pp3c14_10460intergenic_regionPp3c14_10430-Pp3c14_10460NA NA n.6631831A>GNA NA NA NA NA
Chr14 6633885 A G Chr14_6633885_A_GA_G SNP 10584.63 16 8 10 17 13 26 21 15 14 9 11 11 10 7 17 8 10 18 13 26 21 17 16 9 13 12 11 8 0.941 1 1 0.944 1 1 1 0.882 0.875 1 0.846 0.917 0.909 0.875 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_10460Pp3c14_10460transcript PAC:32960771protein_codingNA c.-2365A>G NA NA NA NA 2365
Chr14 6633885 A G Chr14_6633885_A_GA_G SNP 10584.63 16 8 10 17 13 26 21 15 14 9 11 11 10 7 17 8 10 18 13 26 21 17 16 9 13 12 11 8 0.941 1 1 0.944 1 1 1 0.882 0.875 1 0.846 0.917 0.909 0.875 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_10470Pp3c14_10470transcript PAC:32960885protein_codingNA c.*4151T>C NA NA NA NA 3215
Chr14 6633885 A G Chr14_6633885_A_GA_G SNP 10584.63 16 8 10 17 13 26 21 15 14 9 11 11 10 7 17 8 10 18 13 26 21 17 16 9 13 12 11 8 0.941 1 1 0.944 1 1 1 0.882 0.875 1 0.846 0.917 0.909 0.875 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_10470Pp3c14_10470transcript PAC:32960888protein_codingNA c.*4151T>C NA NA NA NA 3648
Chr14 6633885 A G Chr14_6633885_A_GA_G SNP 10584.63 16 8 10 17 13 26 21 15 14 9 11 11 10 7 17 8 10 18 13 26 21 17 16 9 13 12 11 8 0.941 1 1 0.944 1 1 1 0.882 0.875 1 0.846 0.917 0.909 0.875 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_10470Pp3c14_10470transcript PAC:32960887protein_codingNA c.*4151T>C NA NA NA NA 3709
Chr14 6633885 A G Chr14_6633885_A_GA_G SNP 10584.63 16 8 10 17 13 26 21 15 14 9 11 11 10 7 17 8 10 18 13 26 21 17 16 9 13 12 11 8 0.941 1 1 0.944 1 1 1 0.882 0.875 1 0.846 0.917 0.909 0.875 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_10470Pp3c14_10470transcript PAC:32960886protein_codingNA c.*4151T>C NA NA NA NA 3711
Chr14 6633885 A G Chr14_6633885_A_GA_G SNP 10584.63 16 8 10 17 13 26 21 15 14 9 11 11 10 7 17 8 10 18 13 26 21 17 16 9 13 12 11 8 0.941 1 1 0.944 1 1 1 0.882 0.875 1 0.846 0.917 0.909 0.875 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_10430-Pp3c14_10460Pp3c14_10430-Pp3c14_10460intergenic_regionPp3c14_10430-Pp3c14_10460NA NA n.6633885A>GNA NA NA NA NA
Chr14 6733937 A AT Chr14_6733937_A_ATA_AT INDEL 17062.59 28 15 17 21 15 28 30 26 18 25 10 20 13 10 28 15 17 21 15 28 30 26 18 25 10 20 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_10640-Pp3c14_10750Pp3c14_10640-Pp3c14_10750intergenic_regionPp3c14_10640-Pp3c14_10750NA NA n.6733937_6733938insTNA NA NA NA NA
Chr14 6768112 A T Chr14_6768112_A_TA_T SNP 7841.63 12 8 7 17 7 9 17 9 7 10 4 4 6 5 12 8 7 17 7 9 17 9 7 10 4 4 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_10640-Pp3c14_10750Pp3c14_10640-Pp3c14_10750intergenic_regionPp3c14_10640-Pp3c14_10750NA NA n.6768112A>TNA NA NA NA NA
Chr14 6868009 T A Chr14_6868009_T_AT_A SNP 18067.63 38 10 16 23 19 16 33 36 19 26 9 6 15 13 38 10 16 23 19 16 33 36 19 26 9 6 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_10780-Pp3c14_10860Pp3c14_10780-Pp3c14_10860intergenic_regionPp3c14_10780-Pp3c14_10860NA NA n.6868009T>ANA NA NA NA NA
Chr14 6868134 T TA Chr14_6868134_T_TAT_TA INDEL 11143.59 14 11 16 20 13 17 22 22 17 11 11 9 4 5 14 11 16 20 13 17 22 22 17 11 11 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_10780-Pp3c14_10860Pp3c14_10780-Pp3c14_10860intergenic_regionPp3c14_10780-Pp3c14_10860NA NA n.6868134_6868135insANA NA NA NA NA
Chr14 7058248 G GA Chr14_7058248_G_GAG_GA INDEL 14037.59 16 11 8 15 17 37 31 23 20 21 13 20 15 9 16 11 8 15 17 37 31 23 20 21 13 20 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11250Pp3c14_11250transcript PAC:32960876protein_codingNA c.*3709_*3710insANA NA NA NA 3282
Chr14 7058248 G GA Chr14_7058248_G_GAG_GA INDEL 14037.59 16 11 8 15 17 37 31 23 20 21 13 20 15 9 16 11 8 15 17 37 31 23 20 21 13 20 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11270Pp3c14_11270transcript PAC:32962171protein_codingNA c.*4387_*4388insTNA NA NA NA 4387
Chr14 7058248 G GA Chr14_7058248_G_GAG_GA INDEL 14037.59 16 11 8 15 17 37 31 23 20 21 13 20 15 9 16 11 8 15 17 37 31 23 20 21 13 20 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11250Pp3c14_11250transcript PAC:32960877protein_codingNA c.*3709_*3710insANA NA NA NA 3168
Chr14 7058248 G GA Chr14_7058248_G_GAG_GA INDEL 14037.59 16 11 8 15 17 37 31 23 20 21 13 20 15 9 16 11 8 15 17 37 31 23 20 21 13 20 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11250Pp3c14_11250transcript PAC:32960879protein_codingNA c.*3709_*3710insANA NA NA NA 3232
Chr14 7058248 G GA Chr14_7058248_G_GAG_GA INDEL 14037.59 16 11 8 15 17 37 31 23 20 21 13 20 15 9 16 11 8 15 17 37 31 23 20 21 13 20 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11250Pp3c14_11250transcript PAC:32960878protein_codingNA c.*3709_*3710insANA NA NA NA 3282
Chr14 7058248 G GA Chr14_7058248_G_GAG_GA INDEL 14037.59 16 11 8 15 17 37 31 23 20 21 13 20 15 9 16 11 8 15 17 37 31 23 20 21 13 20 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11270Pp3c14_11270transcript PAC:32962172protein_codingNA c.*4387_*4388insTNA NA NA NA 3928
Chr14 7058248 G GA Chr14_7058248_G_GAG_GA INDEL 14037.59 16 11 8 15 17 37 31 23 20 21 13 20 15 9 16 11 8 15 17 37 31 23 20 21 13 20 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_11260Pp3c14_11260transcript PAC:32962697protein_coding 01-août c.849+38_849+39insTNA NA NA NA NA
Chr14 7058248 G GA Chr14_7058248_G_GAG_GA INDEL 14037.59 16 11 8 15 17 37 31 23 20 21 13 20 15 9 16 11 8 15 17 37 31 23 20 21 13 20 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_11260Pp3c14_11260transcript PAC:32962701protein_coding 01-août c.849+38_849+39insTNA NA NA NA NA
Chr14 7058248 G GA Chr14_7058248_G_GAG_GA INDEL 14037.59 16 11 8 15 17 37 31 23 20 21 13 20 15 9 16 11 8 15 17 37 31 23 20 21 13 20 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_11260Pp3c14_11260transcript PAC:32962699protein_coding 02-sept c.849+38_849+39insTNA NA NA NA NA
Chr14 7058248 G GA Chr14_7058248_G_GAG_GA INDEL 14037.59 16 11 8 15 17 37 31 23 20 21 13 20 15 9 16 11 8 15 17 37 31 23 20 21 13 20 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_11260Pp3c14_11260transcript PAC:32962700protein_coding 02-sept c.849+38_849+39insTNA NA NA NA NA
Chr14 7058248 G GA Chr14_7058248_G_GAG_GA INDEL 14037.59 16 11 8 15 17 37 31 23 20 21 13 20 15 9 16 11 8 15 17 37 31 23 20 21 13 20 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_11260Pp3c14_11260transcript PAC:32962698protein_coding 02-sept c.849+38_849+39insTNA NA NA NA NA
Chr14 7084200 C A Chr14_7084200_C_AC_A SNP 16478.63 25 16 18 23 16 23 28 25 22 20 22 15 9 7 25 16 18 23 16 23 28 25 22 20 22 15 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_11300-Pp3c14_11320Pp3c14_11300-Pp3c14_11320intergenic_regionPp3c14_11300-Pp3c14_11320NA NA n.7084200C>ANA NA NA NA NA
Chr14 7084232 T C Chr14_7084232_T_CT_C SNP 18946.63 32 16 19 23 19 26 26 23 21 22 20 15 10 8 32 16 19 23 19 26 26 23 21 22 20 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_11300-Pp3c14_11320Pp3c14_11300-Pp3c14_11320intergenic_regionPp3c14_11300-Pp3c14_11320NA NA n.7084232T>CNA NA NA NA NA
Chr14 7084233 C A Chr14_7084233_C_AC_A SNP 18946.63 32 16 20 23 18 26 27 23 20 22 20 15 10 8 32 16 20 23 18 26 27 23 20 22 20 15 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_11300-Pp3c14_11320Pp3c14_11300-Pp3c14_11320intergenic_regionPp3c14_11300-Pp3c14_11320NA NA n.7084233C>ANA NA NA NA NA



Chr14 7323520 AAT A Chr14_7323520_AAT_AAAT_A INDEL 331.37 1 12 0 0 0 1 1 2 0 0 1 0 0 0 23 12 15 18 13 21 28 23 22 22 12 9 16 7 0 1 0 0 0 0 0 0.087 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c14_11650Pp3c14_11650transcript PAC:32961015protein_codingNA c.-1538_-1537delATNA NA NA NA 1537
Chr14 7323520 AAT A Chr14_7323520_AAT_AAAT_A INDEL 331.37 1 12 0 0 0 1 1 2 0 0 1 0 0 0 23 12 15 18 13 21 28 23 22 22 12 9 16 7 0 1 0 0 0 0 0 0.087 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c14_11680Pp3c14_11680transcript PAC:32962023protein_codingNA c.-2518_-2517delATNA NA NA NA 1991
Chr14 7323520 AAT A Chr14_7323520_AAT_AAAT_A INDEL 331.37 1 12 0 0 0 1 1 2 0 0 1 0 0 0 23 12 15 18 13 21 28 23 22 22 12 9 16 7 0 1 0 0 0 0 0 0.087 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c14_11650Pp3c14_11650transcript PAC:32961016protein_codingNA c.-1538_-1537delATNA NA NA NA 1537
Chr14 7323520 AAT A Chr14_7323520_AAT_AAAT_A INDEL 331.37 1 12 0 0 0 1 1 2 0 0 1 0 0 0 23 12 15 18 13 21 28 23 22 22 12 9 16 7 0 1 0 0 0 0 0 0.087 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c14_11680Pp3c14_11680transcript PAC:32962024protein_codingNA c.-2518_-2517delATNA NA NA NA 1994
Chr14 7323520 AAT A Chr14_7323520_AAT_AAAT_A INDEL 331.37 1 12 0 0 0 1 1 2 0 0 1 0 0 0 23 12 15 18 13 21 28 23 22 22 12 9 16 7 0 1 0 0 0 0 0 0.087 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c14_11680Pp3c14_11680transcript PAC:32962025protein_codingNA c.-2518_-2517delATNA NA NA NA 2044
Chr14 7323520 AAT A Chr14_7323520_AAT_AAAT_A INDEL 331.37 1 12 0 0 0 1 1 2 0 0 1 0 0 0 23 12 15 18 13 21 28 23 22 22 12 9 16 7 0 1 0 0 0 0 0 0.087 0 0 0 0 0 0 0 1 1 1 0 0 1 downstream_gene_variantMODIFIER Pp3c14_11630Pp3c14_11630transcript PAC:32963297protein_codingNA c.*3687_*3688delATNA NA NA NA 3189
Chr14 7323520 AAT A Chr14_7323520_AAT_AAAT_A INDEL 331.37 1 12 0 0 0 1 1 2 0 0 1 0 0 0 23 12 15 18 13 21 28 23 22 22 12 9 16 7 0 1 0 0 0 0 0 0.087 0 0 0 0 0 0 0 1 1 1 0 0 1 downstream_gene_variantMODIFIER Pp3c14_11630Pp3c14_11630transcript PAC:32963298protein_codingNA c.*3687_*3688delATNA NA NA NA 3246
Chr14 7323520 AAT A Chr14_7323520_AAT_AAAT_A INDEL 331.37 1 12 0 0 0 1 1 2 0 0 1 0 0 0 23 12 15 18 13 21 28 23 22 22 12 9 16 7 0 1 0 0 0 0 0 0.087 0 0 0 0 0 0 0 1 1 1 0 0 1 intergenic_regionMODIFIER Pp3c14_11650-Pp3c14_11680Pp3c14_11650-Pp3c14_11680intergenic_regionPp3c14_11650-Pp3c14_11680NA NA n.7323521_7323522delATNA NA NA NA NA
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961047protein_codingNA c.*758_*759insTNA NA NA NA 496
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961054protein_codingNA c.*758_*759insTNA NA NA NA 447
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961053protein_codingNA c.*758_*759insTNA NA NA NA 455
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961052protein_codingNA c.*758_*759insTNA NA NA NA 496
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961058protein_codingNA c.*758_*759insTNA NA NA NA 496
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961059protein_codingNA c.*758_*759insTNA NA NA NA 496
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961056protein_codingNA c.*758_*759insTNA NA NA NA 496
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961048protein_codingNA c.*758_*759insTNA NA NA NA 496
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961049protein_codingNA c.*758_*759insTNA NA NA NA 496
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961051protein_codingNA c.*758_*759insTNA NA NA NA 496
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961055protein_codingNA c.*1543_*1544insTNA NA NA NA 496
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961057protein_codingNA c.*758_*759insTNA NA NA NA 496
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11760Pp3c14_11760transcript PAC:32961050protein_codingNA c.*758_*759insTNA NA NA NA 496
Chr14 7444867 G GA Chr14_7444867_G_GAG_GA INDEL 16680.59 27 18 10 21 14 21 37 21 21 28 18 17 10 12 27 18 10 21 14 21 37 21 21 28 18 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_11749-Pp3c14_11760Pp3c14_11749-Pp3c14_11760intergenic_regionPp3c14_11749-Pp3c14_11760NA NA n.7444867_7444868insANA NA NA NA NA
Chr14 7507335 G GAT Chr14_7507335_G_GATG_GAT INDEL 1031.35 16 12 9 0 0 0 0 1 0 0 0 0 1 0 16 13 9 16 15 19 22 15 8 17 13 6 4 4 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c14_11880-Pp3c14_11899Pp3c14_11880-Pp3c14_11899intergenic_regionPp3c14_11880-Pp3c14_11899NA NA n.7507335_7507336insATNA NA NA NA NA
Chr14 7560668 G T Chr14_7560668_G_TG_T SNP 13231.63 20 7 8 25 18 17 15 20 19 17 5 15 4 8 20 7 8 25 18 17 15 20 19 17 5 15 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11941Pp3c14_11941transcript PAC:32961688protein_codingNA c.*4798G>T NA NA NA NA 4598
Chr14 7560668 G T Chr14_7560668_G_TG_T SNP 13231.63 20 7 8 25 18 17 15 20 19 17 5 15 4 8 20 7 8 25 18 17 15 20 19 17 5 15 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_11950Pp3c14_11950transcript PAC:32960196protein_codingNA c.*3430C>A NA NA NA NA 2918
Chr14 7560668 G T Chr14_7560668_G_TG_T SNP 13231.63 20 7 8 25 18 17 15 20 19 17 5 15 4 8 20 7 8 25 18 17 15 20 19 17 5 15 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_11941-Pp3c14_11950Pp3c14_11941-Pp3c14_11950intergenic_regionPp3c14_11941-Pp3c14_11950NA NA n.7560668G>TNA NA NA NA NA
Chr14 7645119 G GAT Chr14_7645119_G_GATG_GAT INDEL 5467.91 3 0 1 1 0 0 0 3 17 13 12 13 13 6 27 18 14 23 9 20 21 21 17 13 12 13 13 6 0.111 0 0 0 0 0 0 0.143 1 1 1 1 1 1 0 7 7 2 7 0 0 intergenic_regionMODIFIER Pp3c14_11980-Pp3c14_12030Pp3c14_11980-Pp3c14_12030intergenic_regionPp3c14_11980-Pp3c14_12030NA NA n.7645119_7645120insATNA NA NA NA NA
Chr14 7649747 A AAT Chr14_7649747_A_AATA_AAT INDEL 1255.35 25 12 5 0 0 0 1 1 0 0 0 1 0 0 25 12 5 12 16 18 25 20 13 14 9 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c14_12030Pp3c14_12030transcript PAC:32960256protein_codingNA c.-5756_-5755insATNA NA NA NA 4483
Chr14 7649747 A AAT Chr14_7649747_A_AATA_AAT INDEL 1255.35 25 12 5 0 0 0 1 1 0 0 0 1 0 0 25 12 5 12 16 18 25 20 13 14 9 6 8 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c14_11980-Pp3c14_12030Pp3c14_11980-Pp3c14_12030intergenic_regionPp3c14_11980-Pp3c14_12030NA NA n.7649747_7649748insATNA NA NA NA NA
Chr14 7695681 C A Chr14_7695681_C_AC_A SNP 13508.63 18 6 12 22 18 13 21 26 14 14 12 12 6 11 18 6 12 22 18 13 21 26 14 14 12 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12080Pp3c14_12080transcript PAC:32960393protein_codingNA c.-3161C>A NA NA NA NA 2733
Chr14 7695681 C A Chr14_7695681_C_AC_A SNP 13508.63 18 6 12 22 18 13 21 26 14 14 12 12 6 11 18 6 12 22 18 13 21 26 14 14 12 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12080Pp3c14_12080transcript PAC:32960394protein_codingNA c.-3161C>A NA NA NA NA 2692
Chr14 7695681 C A Chr14_7695681_C_AC_A SNP 13508.63 18 6 12 22 18 13 21 26 14 14 12 12 6 11 18 6 12 22 18 13 21 26 14 14 12 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12080Pp3c14_12080transcript PAC:32960395protein_codingNA c.-3161C>A NA NA NA NA 2692
Chr14 7695681 C A Chr14_7695681_C_AC_A SNP 13508.63 18 6 12 22 18 13 21 26 14 14 12 12 6 11 18 6 12 22 18 13 21 26 14 14 12 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12070Pp3c14_12070transcript PAC:32959977protein_codingNA c.*3311C>A NA NA NA NA 3083
Chr14 7695681 C A Chr14_7695681_C_AC_A SNP 13508.63 18 6 12 22 18 13 21 26 14 14 12 12 6 11 18 6 12 22 18 13 21 26 14 14 12 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12070Pp3c14_12070transcript PAC:32959980protein_codingNA c.*3311C>A NA NA NA NA 3070
Chr14 7695681 C A Chr14_7695681_C_AC_A SNP 13508.63 18 6 12 22 18 13 21 26 14 14 12 12 6 11 18 6 12 22 18 13 21 26 14 14 12 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12070Pp3c14_12070transcript PAC:32959981protein_codingNA c.*3311C>A NA NA NA NA 2351
Chr14 7695681 C A Chr14_7695681_C_AC_A SNP 13508.63 18 6 12 22 18 13 21 26 14 14 12 12 6 11 18 6 12 22 18 13 21 26 14 14 12 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12070Pp3c14_12070transcript PAC:32959979protein_codingNA c.*3311C>A NA NA NA NA 3076
Chr14 7695681 C A Chr14_7695681_C_AC_A SNP 13508.63 18 6 12 22 18 13 21 26 14 14 12 12 6 11 18 6 12 22 18 13 21 26 14 14 12 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12070Pp3c14_12070transcript PAC:32959978protein_codingNA c.*3311C>A NA NA NA NA 3083
Chr14 7695681 C A Chr14_7695681_C_AC_A SNP 13508.63 18 6 12 22 18 13 21 26 14 14 12 12 6 11 18 6 12 22 18 13 21 26 14 14 12 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12070-Pp3c14_12080Pp3c14_12070-Pp3c14_12080intergenic_regionPp3c14_12070-Pp3c14_12080NA NA n.7695681C>ANA NA NA NA NA
Chr14 7708474 T TG Chr14_7708474_T_TGT_TG INDEL 17237.59 32 17 11 31 27 19 24 20 25 17 16 19 6 16 32 17 11 31 27 19 24 20 25 17 16 19 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12100Pp3c14_12100transcript PAC:32960154protein_codingNA c.-741_-740insCNA NA NA NA 172
Chr14 7708474 T TG Chr14_7708474_T_TGT_TG INDEL 17237.59 32 17 11 31 27 19 24 20 25 17 16 19 6 16 32 17 11 31 27 19 24 20 25 17 16 19 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12100Pp3c14_12100transcript PAC:32960155protein_codingNA c.-747_-746insCNA NA NA NA 747
Chr14 7708474 T TG Chr14_7708474_T_TGT_TG INDEL 17237.59 32 17 11 31 27 19 24 20 25 17 16 19 6 16 32 17 11 31 27 19 24 20 25 17 16 19 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12090Pp3c14_12090transcript PAC:32960690protein_codingNA c.*1741_*1742insGNA NA NA NA 1263
Chr14 7708474 T TG Chr14_7708474_T_TGT_TG INDEL 17237.59 32 17 11 31 27 19 24 20 25 17 16 19 6 16 32 17 11 31 27 19 24 20 25 17 16 19 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12120Pp3c14_12120transcript PAC:32961296protein_codingNA c.*666_*667insCNA NA NA NA 528
Chr14 7708474 T TG Chr14_7708474_T_TGT_TG INDEL 17237.59 32 17 11 31 27 19 24 20 25 17 16 19 6 16 32 17 11 31 27 19 24 20 25 17 16 19 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12090Pp3c14_12090transcript PAC:32960691protein_codingNA c.*1741_*1742insGNA NA NA NA 1343
Chr14 7708474 T TG Chr14_7708474_T_TGT_TG INDEL 17237.59 32 17 11 31 27 19 24 20 25 17 16 19 6 16 32 17 11 31 27 19 24 20 25 17 16 19 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12120Pp3c14_12120transcript PAC:32961297protein_codingNA c.*666_*667insCNA NA NA NA 415
Chr14 7708474 T TG Chr14_7708474_T_TGT_TG INDEL 17237.59 32 17 11 31 27 19 24 20 25 17 16 19 6 16 32 17 11 31 27 19 24 20 25 17 16 19 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12120Pp3c14_12120transcript PAC:32961300protein_codingNA c.*666_*667insCNA NA NA NA 415
Chr14 7708474 T TG Chr14_7708474_T_TGT_TG INDEL 17237.59 32 17 11 31 27 19 24 20 25 17 16 19 6 16 32 17 11 31 27 19 24 20 25 17 16 19 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12120Pp3c14_12120transcript PAC:32961299protein_codingNA c.*666_*667insCNA NA NA NA 422
Chr14 7708474 T TG Chr14_7708474_T_TGT_TG INDEL 17237.59 32 17 11 31 27 19 24 20 25 17 16 19 6 16 32 17 11 31 27 19 24 20 25 17 16 19 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12120Pp3c14_12120transcript PAC:32961298protein_codingNA c.*666_*667insCNA NA NA NA 528
Chr14 7708474 T TG Chr14_7708474_T_TGT_TG INDEL 17237.59 32 17 11 31 27 19 24 20 25 17 16 19 6 16 32 17 11 31 27 19 24 20 25 17 16 19 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12100-Pp3c14_12120Pp3c14_12100-Pp3c14_12120intergenic_regionPp3c14_12100-Pp3c14_12120NA NA n.7708474_7708475insGNA NA NA NA NA
Chr14 7810195 G A Chr14_7810195_G_AG_A SNP 4126.98 0 0 0 0 0 0 0 0 16 20 11 15 13 19 26 21 16 25 23 29 28 17 16 20 11 15 13 19 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c14_12210-Pp3c14_12270Pp3c14_12210-Pp3c14_12270intergenic_regionPp3c14_12210-Pp3c14_12270NA NA n.7810195G>ANA NA NA NA NA
Chr14 7930453 C A Chr14_7930453_C_AC_A SNP 12841.63 10 16 13 15 17 17 17 17 11 17 7 11 5 8 10 16 13 15 17 17 17 17 11 17 7 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_12410Pp3c14_12410transcript PAC:32961643protein_coding janv-19 c.-808G>T NA NA NA NA 1402
Chr14 7930453 C A Chr14_7930453_C_AC_A SNP 12841.63 10 16 13 15 17 17 17 17 11 17 7 11 5 8 10 16 13 15 17 17 17 17 11 17 7 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_12410Pp3c14_12410transcript PAC:32961644protein_coding janv-19 c.-808G>T NA NA NA NA 1402
Chr14 7930488 C A Chr14_7930488_C_AC_A SNP 11912.63 10 10 16 14 15 18 16 14 11 15 8 11 7 8 10 10 16 14 15 18 16 14 11 15 8 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_12410Pp3c14_12410transcript PAC:32961643protein_coding janv-19 c.-843G>T NA NA NA NA 1437
Chr14 7930488 C A Chr14_7930488_C_AC_A SNP 11912.63 10 10 16 14 15 18 16 14 11 15 8 11 7 8 10 10 16 14 15 18 16 14 11 15 8 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_12410Pp3c14_12410transcript PAC:32961644protein_coding janv-19 c.-843G>T NA NA NA NA 1437
Chr14 7930524 T A Chr14_7930524_T_AT_A SNP 11086.63 11 11 13 18 14 13 15 16 13 13 8 12 7 7 11 11 13 18 14 13 15 16 13 13 8 12 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c14_12410Pp3c14_12410transcript PAC:32961643protein_coding janv-19 c.-879A>T NA NA NA NA NA
Chr14 7930524 T A Chr14_7930524_T_AT_A SNP 11086.63 11 11 13 18 14 13 15 16 13 13 8 12 7 7 11 11 13 18 14 13 15 16 13 13 8 12 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c14_12410Pp3c14_12410transcript PAC:32961644protein_coding janv-19 c.-879A>T NA NA NA NA NA
Chr14 7930524 T A Chr14_7930524_T_AT_A SNP 11086.63 11 11 13 18 14 13 15 16 13 13 8 12 7 7 11 11 13 18 14 13 15 16 13 13 8 12 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_12410Pp3c14_12410transcript PAC:32961643protein_coding janv-19 c.-879A>T NA NA NA NA 1473
Chr14 7930524 T A Chr14_7930524_T_AT_A SNP 11086.63 11 11 13 18 14 13 15 16 13 13 8 12 7 7 11 11 13 18 14 13 15 16 13 13 8 12 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_12410Pp3c14_12410transcript PAC:32961644protein_coding janv-19 c.-879A>T NA NA NA NA 1473
Chr14 8018753 AG A Chr14_8018753_AG_AAG_A INDEL 15037.59 17 8 14 15 13 22 15 15 26 15 15 10 7 7 17 8 14 15 13 22 15 15 26 15 15 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12530-Pp3c14_12590Pp3c14_12530-Pp3c14_12590intergenic_regionPp3c14_12530-Pp3c14_12590NA NA n.8018754delGNA NA NA NA NA
Chr14 8018779 G C Chr14_8018779_G_CG_C SNP 15770.63 19 9 15 19 14 26 16 13 23 16 16 10 8 10 19 9 15 19 14 26 16 13 23 16 16 10 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12530-Pp3c14_12590Pp3c14_12530-Pp3c14_12590intergenic_regionPp3c14_12530-Pp3c14_12590NA NA n.8018779G>CNA NA NA NA NA
Chr14 8029585 C A Chr14_8029585_C_AC_A SNP 19658.63 25 12 15 30 22 27 29 27 19 35 10 13 11 14 25 12 15 30 22 27 29 27 19 35 10 13 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12530-Pp3c14_12590Pp3c14_12530-Pp3c14_12590intergenic_regionPp3c14_12530-Pp3c14_12590NA NA n.8029585C>ANA NA NA NA NA
Chr14 8073601 TG T Chr14_8073601_TG_TTG_T INDEL 11882.59 18 8 13 14 10 22 24 14 13 16 8 17 6 8 18 8 13 14 10 22 24 14 13 16 8 17 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12530-Pp3c14_12590Pp3c14_12530-Pp3c14_12590intergenic_regionPp3c14_12530-Pp3c14_12590NA NA n.8073602delGNA NA NA NA NA
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961692protein_codingNA c.-4252A>G NA NA NA NA 3995
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961700protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961696protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961704protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961694protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961695protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961702protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961703protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961708protein_codingNA c.-4196A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961701protein_codingNA c.-4252A>G NA NA NA NA 3995
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961693protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961697protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961698protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961699protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961705protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961706protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_12690Pp3c14_12690transcript PAC:32961707protein_codingNA c.-4252A>G NA NA NA NA 4006
Chr14 8141465 T C Chr14_8141465_T_CT_C SNP 17294.63 37 10 12 29 14 23 36 18 26 23 14 16 10 9 37 10 12 29 14 23 36 18 26 23 14 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12690-Pp3c14_12710Pp3c14_12690-Pp3c14_12710intergenic_regionPp3c14_12690-Pp3c14_12710NA NA n.8141465T>CNA NA NA NA NA
Chr14 8144325 G GA Chr14_8144325_G_GAG_GA INDEL 12461.59 20 10 15 24 19 21 23 24 16 13 13 15 13 8 20 10 15 24 19 21 23 24 16 13 13 15 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12690-Pp3c14_12710Pp3c14_12690-Pp3c14_12710intergenic_regionPp3c14_12690-Pp3c14_12710NA NA n.8144325_8144326insANA NA NA NA NA
Chr14 8188029 G GTA Chr14_8188029_G_GTAG_GTA INDEL 3317.24 0 0 0 16 10 14 27 21 0 0 0 0 0 1 30 6 11 16 10 16 27 21 12 10 5 7 8 9 0 0 0 1 1 0.875 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_12750Pp3c14_12750transcript PAC:32961132protein_codingNA c.*1504_*1505insTANA NA NA NA 1293
Chr14 8188029 G GTA Chr14_8188029_G_GTAG_GTA INDEL 3317.24 0 0 0 16 10 14 27 21 0 0 0 0 0 1 30 6 11 16 10 16 27 21 12 10 5 7 8 9 0 0 0 1 1 0.875 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_12750-Pp3c14_12819Pp3c14_12750-Pp3c14_12819intergenic_regionPp3c14_12750-Pp3c14_12819NA NA n.8188029_8188030insTANA NA NA NA NA
Chr14 8189800 C T Chr14_8189800_C_TC_T SNP 18269.63 21 12 12 29 16 26 35 18 27 25 19 16 7 8 21 12 12 29 16 26 35 18 27 25 19 16 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_12750Pp3c14_12750transcript PAC:32961132protein_codingNA c.*3275C>T NA NA NA NA 3063
Chr14 8189800 C T Chr14_8189800_C_TC_T SNP 18269.63 21 12 12 29 16 26 35 18 27 25 19 16 7 8 21 12 12 29 16 26 35 18 27 25 19 16 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12750-Pp3c14_12819Pp3c14_12750-Pp3c14_12819intergenic_regionPp3c14_12750-Pp3c14_12819NA NA n.8189800C>TNA NA NA NA NA
Chr14 8226032 G C Chr14_8226032_G_CG_C SNP 15409.63 20 12 7 26 24 20 23 22 10 13 15 8 8 5 20 12 7 26 24 20 23 22 10 13 15 8 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12750-Pp3c14_12819Pp3c14_12750-Pp3c14_12819intergenic_regionPp3c14_12750-Pp3c14_12819NA NA n.8226032G>CNA NA NA NA NA
Chr14 8226036 G C Chr14_8226036_G_CG_C SNP 15483.63 20 13 7 25 24 20 23 23 10 13 15 8 8 5 20 13 7 25 24 20 23 23 10 13 15 8 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12750-Pp3c14_12819Pp3c14_12750-Pp3c14_12819intergenic_regionPp3c14_12750-Pp3c14_12819NA NA n.8226036G>CNA NA NA NA NA
Chr14 8226388 G T Chr14_8226388_G_TG_T SNP 13550.63 19 14 6 16 16 19 31 15 17 12 12 12 5 6 19 14 6 16 16 19 31 15 17 12 12 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_12750-Pp3c14_12819Pp3c14_12750-Pp3c14_12819intergenic_regionPp3c14_12750-Pp3c14_12819NA NA n.8226388G>TNA NA NA NA NA
Chr14 8324653 T TTA Chr14_8324653_T_TTAT_TTA INDEL 3697.24 0 0 1 18 15 19 23 18 0 0 0 0 0 1 30 11 19 20 15 19 23 18 13 22 13 19 13 10 0 0 0 0.9 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_12940-Pp3c14_12990Pp3c14_12940-Pp3c14_12990intergenic_regionPp3c14_12940-Pp3c14_12990NA NA n.8324653_8324654insTANA NA NA NA NA
Chr14 8346654 A AAT Chr14_8346654_A_AATA_AAT INDEL 3551.24 0 0 0 20 15 21 20 16 0 0 0 0 0 0 26 11 15 22 15 21 20 17 15 20 5 14 5 7 0 0 0 0.909 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_12940-Pp3c14_12990Pp3c14_12940-Pp3c14_12990intergenic_regionPp3c14_12940-Pp3c14_12990NA NA n.8346654_8346655insATNA NA NA NA NA
Chr14 8416956 C CTA Chr14_8416956_C_CTAC_CTA INDEL 2292.93 1 0 1 1 0 0 1 0 11 17 11 5 10 8 17 11 13 16 15 19 24 8 11 17 11 5 10 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_13150Pp3c14_13150transcript PAC:32963288protein_codingNA c.-1825_-1824insTANA NA NA NA 690
Chr14 8416956 C CTA Chr14_8416956_C_CTAC_CTA INDEL 2292.93 1 0 1 1 0 0 1 0 11 17 11 5 10 8 17 11 13 16 15 19 24 8 11 17 11 5 10 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_13150Pp3c14_13150transcript PAC:32963291protein_codingNA c.-1825_-1824insTANA NA NA NA 792
Chr14 8416956 C CTA Chr14_8416956_C_CTAC_CTA INDEL 2292.93 1 0 1 1 0 0 1 0 11 17 11 5 10 8 17 11 13 16 15 19 24 8 11 17 11 5 10 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_13150Pp3c14_13150transcript PAC:32963292protein_codingNA c.-1825_-1824insTANA NA NA NA 1643
Chr14 8416956 C CTA Chr14_8416956_C_CTAC_CTA INDEL 2292.93 1 0 1 1 0 0 1 0 11 17 11 5 10 8 17 11 13 16 15 19 24 8 11 17 11 5 10 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_13150Pp3c14_13150transcript PAC:32963290protein_codingNA c.-1825_-1824insTANA NA NA NA 690
Chr14 8416956 C CTA Chr14_8416956_C_CTAC_CTA INDEL 2292.93 1 0 1 1 0 0 1 0 11 17 11 5 10 8 17 11 13 16 15 19 24 8 11 17 11 5 10 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_13150Pp3c14_13150transcript PAC:32963289protein_codingNA c.-1825_-1824insTANA NA NA NA 673
Chr14 8416956 C CTA Chr14_8416956_C_CTAC_CTA INDEL 2292.93 1 0 1 1 0 0 1 0 11 17 11 5 10 8 17 11 13 16 15 19 24 8 11 17 11 5 10 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c14_13160Pp3c14_13160transcript PAC:32961301protein_codingNA c.*3103_*3104insTANA NA NA NA 3103
Chr14 8416956 C CTA Chr14_8416956_C_CTAC_CTA INDEL 2292.93 1 0 1 1 0 0 1 0 11 17 11 5 10 8 17 11 13 16 15 19 24 8 11 17 11 5 10 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c14_13150-Pp3c14_13160Pp3c14_13150-Pp3c14_13160intergenic_regionPp3c14_13150-Pp3c14_13160NA NA n.8416956_8416957insTANA NA NA NA NA
Chr14 8426178 C T Chr14_8426178_C_TC_T SNP 7078.29 0 0 0 35 19 35 30 26 0 0 0 0 0 0 26 18 11 35 19 35 30 26 31 30 19 20 6 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_13170Pp3c14_13170transcript PAC:32962835protein_codingNA c.*1276G>A NA NA NA NA 1276
Chr14 8426178 C T Chr14_8426178_C_TC_T SNP 7078.29 0 0 0 35 19 35 30 26 0 0 0 0 0 0 26 18 11 35 19 35 30 26 31 30 19 20 6 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_13160-Pp3c14_13170Pp3c14_13160-Pp3c14_13170intergenic_regionPp3c14_13160-Pp3c14_13170NA NA n.8426178C>TNA NA NA NA NA
Chr14 8659654 C A Chr14_8659654_C_AC_A SNP 18413.63 33 16 12 25 19 26 43 15 26 19 12 15 14 8 33 16 12 25 19 26 43 15 26 19 12 15 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_13610-Pp3c14_13630Pp3c14_13610-Pp3c14_13630intergenic_regionPp3c14_13610-Pp3c14_13630NA NA n.8659654C>ANA NA NA NA NA
Chr14 8659689 C A Chr14_8659689_C_AC_A SNP 18450.63 27 14 12 25 18 29 35 15 23 21 10 13 18 8 27 14 12 25 18 29 35 15 23 21 10 13 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_13610-Pp3c14_13630Pp3c14_13610-Pp3c14_13630intergenic_regionPp3c14_13610-Pp3c14_13630NA NA n.8659689C>ANA NA NA NA NA
Chr14 8786187 C CA Chr14_8786187_C_CAC_CA INDEL 16163.59 24 19 8 28 17 26 29 15 27 17 15 17 7 9 24 19 8 28 17 26 29 15 27 17 15 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_13711-Pp3c14_13750Pp3c14_13711-Pp3c14_13750intergenic_regionPp3c14_13711-Pp3c14_13750NA NA n.8786187_8786188insANA NA NA NA NA
Chr14 8790474 T TTA Chr14_8790474_T_TTAT_TTA INDEL 11205.59 25 14 18 21 15 19 17 17 16 20 20 11 10 13 25 14 18 21 15 19 18 17 16 20 20 11 10 13 1 1 1 1 1 1 0.944 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_13750Pp3c14_13750transcript PAC:32962912protein_codingNA c.-4324_-4323insTANA NA NA NA 3714
Chr14 8790474 T TTA Chr14_8790474_T_TTAT_TTA INDEL 11205.59 25 14 18 21 15 19 17 17 16 20 20 11 10 13 25 14 18 21 15 19 18 17 16 20 20 11 10 13 1 1 1 1 1 1 0.944 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_13750Pp3c14_13750transcript PAC:32962913protein_codingNA c.-4324_-4323insTANA NA NA NA 3757
Chr14 8790474 T TTA Chr14_8790474_T_TTAT_TTA INDEL 11205.59 25 14 18 21 15 19 17 17 16 20 20 11 10 13 25 14 18 21 15 19 18 17 16 20 20 11 10 13 1 1 1 1 1 1 0.944 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_13711-Pp3c14_13750Pp3c14_13711-Pp3c14_13750intergenic_regionPp3c14_13711-Pp3c14_13750NA NA n.8790474_8790475insTANA NA NA NA NA
Chr14 8856908 T G Chr14_8856908_T_GT_G SNP 17526.63 28 12 21 29 11 25 30 26 15 23 13 15 7 14 28 12 21 29 11 25 30 26 15 23 13 15 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_13800-Pp3c14_13820Pp3c14_13800-Pp3c14_13820intergenic_regionPp3c14_13800-Pp3c14_13820NA NA n.8856908T>GNA NA NA NA NA
Chr14 8864412 AT A Chr14_8864412_AT_AAT_A INDEL 14566.59 18 18 12 29 12 20 26 24 19 30 14 21 5 11 18 18 12 29 12 20 26 24 19 30 14 21 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_13800-Pp3c14_13820Pp3c14_13800-Pp3c14_13820intergenic_regionPp3c14_13800-Pp3c14_13820NA NA n.8864413delTNA NA NA NA NA
Chr14 8868739 T TAGAG Chr14_8868739_T_TAGAGT_TAGAG INDEL 6678.24 11 8 7 2 0 0 0 0 13 12 9 14 5 4 11 8 7 10 11 15 17 10 13 12 9 14 5 4 1 1 1 0.2 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c14_13820Pp3c14_13820transcript PAC:32962734protein_codingNA c.*1852_*1853insCTCTNA NA NA NA 1274
Chr14 8868739 T TAGAG Chr14_8868739_T_TAGAGT_TAGAG INDEL 6678.24 11 8 7 2 0 0 0 0 13 12 9 14 5 4 11 8 7 10 11 15 17 10 13 12 9 14 5 4 1 1 1 0.2 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c14_13820Pp3c14_13820transcript PAC:32962737protein_codingNA c.*1852_*1853insCTCTNA NA NA NA 1214
Chr14 8868739 T TAGAG Chr14_8868739_T_TAGAGT_TAGAG INDEL 6678.24 11 8 7 2 0 0 0 0 13 12 9 14 5 4 11 8 7 10 11 15 17 10 13 12 9 14 5 4 1 1 1 0.2 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c14_13820Pp3c14_13820transcript PAC:32962735protein_codingNA c.*1852_*1853insCTCTNA NA NA NA 1244
Chr14 8868739 T TAGAG Chr14_8868739_T_TAGAGT_TAGAG INDEL 6678.24 11 8 7 2 0 0 0 0 13 12 9 14 5 4 11 8 7 10 11 15 17 10 13 12 9 14 5 4 1 1 1 0.2 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c14_13820Pp3c14_13820transcript PAC:32962736protein_codingNA c.*1852_*1853insCTCTNA NA NA NA 1244
Chr14 8868739 T TAGAG Chr14_8868739_T_TAGAGT_TAGAG INDEL 6678.24 11 8 7 2 0 0 0 0 13 12 9 14 5 4 11 8 7 10 11 15 17 10 13 12 9 14 5 4 1 1 1 0.2 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c14_13800-Pp3c14_13820Pp3c14_13800-Pp3c14_13820intergenic_regionPp3c14_13800-Pp3c14_13820NA NA n.8868739_8868740insAGAGNA NA NA NA NA
Chr14 8928035 A AAT Chr14_8928035_A_AATA_AAT INDEL 6004.24 16 10 16 0 0 0 0 0 16 11 9 7 7 4 16 10 16 18 12 18 20 16 16 12 10 7 7 4 1 1 1 0 0 0 0 0 1 0.917 0.9 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c14_13970Pp3c14_13970transcript PAC:32960520protein_codingNA c.-1513_-1512insATNA NA NA NA 1122
Chr14 8928035 A AAT Chr14_8928035_A_AATA_AAT INDEL 6004.24 16 10 16 0 0 0 0 0 16 11 9 7 7 4 16 10 16 18 12 18 20 16 16 12 10 7 7 4 1 1 1 0 0 0 0 0 1 0.917 0.9 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c14_13970Pp3c14_13970transcript PAC:32960521protein_codingNA c.-1513_-1512insATNA NA NA NA 1106
Chr14 8928035 A AAT Chr14_8928035_A_AATA_AAT INDEL 6004.24 16 10 16 0 0 0 0 0 16 11 9 7 7 4 16 10 16 18 12 18 20 16 16 12 10 7 7 4 1 1 1 0 0 0 0 0 1 0.917 0.9 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c14_13981Pp3c14_13981transcript PAC:32962609protein_codingNA c.*4142_*4143insATNA NA NA NA 3877
Chr14 8928035 A AAT Chr14_8928035_A_AATA_AAT INDEL 6004.24 16 10 16 0 0 0 0 0 16 11 9 7 7 4 16 10 16 18 12 18 20 16 16 12 10 7 7 4 1 1 1 0 0 0 0 0 1 0.917 0.9 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c14_13840-Pp3c14_13970Pp3c14_13840-Pp3c14_13970intergenic_regionPp3c14_13840-Pp3c14_13970NA NA n.8928035_8928036insATNA NA NA NA NA
Chr14 9112648 G GA Chr14_9112648_G_GAG_GA INDEL 14225.59 27 10 9 19 16 18 15 27 18 20 7 10 7 16 27 10 9 19 16 18 15 27 18 20 7 10 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_14380-Pp3c14_14410Pp3c14_14380-Pp3c14_14410intergenic_regionPp3c14_14380-Pp3c14_14410NA NA n.9112648_9112649insANA NA NA NA NA
Chr14 9279653 T TA Chr14_9279653_T_TAT_TA INDEL 16907.59 29 18 17 31 14 43 29 24 17 26 13 15 13 9 29 18 17 31 14 43 29 24 17 26 13 15 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_14620-Pp3c14_14670Pp3c14_14620-Pp3c14_14670intergenic_regionPp3c14_14620-Pp3c14_14670NA NA n.9279653_9279654insANA NA NA NA NA
Chr14 9567124 C A Chr14_9567124_C_AC_A SNP 14381.63 16 17 13 16 20 18 23 25 15 16 8 12 12 12 16 17 13 16 20 18 23 25 15 16 8 12 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c14_15250Pp3c14_15250transcript PAC:32961783protein_coding 03-mars c.*245G>T NA NA NA NA 245
Chr14 9567124 C A Chr14_9567124_C_AC_A SNP 14381.63 16 17 13 16 20 18 23 25 15 16 8 12 12 12 16 17 13 16 20 18 23 25 15 16 8 12 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c14_15250Pp3c14_15250transcript PAC:32961784protein_coding 03-mars c.*245G>T NA NA NA NA 245
Chr14 9749239 A AAT Chr14_9749239_A_AATA_AAT INDEL 447.37 0 0 0 0 0 0 16 1 0 0 0 0 0 0 19 14 7 16 16 18 16 18 10 10 7 10 4 6 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c14_15450Pp3c14_15450transcript PAC:32962160protein_codingNA c.-2103_-2102insATNA NA NA NA 949
Chr14 9749239 A AAT Chr14_9749239_A_AATA_AAT INDEL 447.37 0 0 0 0 0 0 16 1 0 0 0 0 0 0 19 14 7 16 16 18 16 18 10 10 7 10 4 6 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c14_15450Pp3c14_15450transcript PAC:32962161protein_codingNA c.-2103_-2102insATNA NA NA NA 952
Chr14 9749239 A AAT Chr14_9749239_A_AATA_AAT INDEL 447.37 0 0 0 0 0 0 16 1 0 0 0 0 0 0 19 14 7 16 16 18 16 18 10 10 7 10 4 6 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c14_15440-Pp3c14_15450Pp3c14_15440-Pp3c14_15450intergenic_regionPp3c14_15440-Pp3c14_15450NA NA n.9749239_9749240insATNA NA NA NA NA
Chr14 9836256 C A Chr14_9836256_C_AC_A SNP 14999.63 26 17 7 25 15 27 29 23 11 17 11 8 8 5 26 17 7 25 15 27 29 23 11 17 11 8 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15560Pp3c14_15560transcript PAC:32960343protein_codingNA c.-2289G>T NA NA NA NA 1839
Chr14 9836256 C A Chr14_9836256_C_AC_A SNP 14999.63 26 17 7 25 15 27 29 23 11 17 11 8 8 5 26 17 7 25 15 27 29 23 11 17 11 8 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15560Pp3c14_15560transcript PAC:32960347protein_codingNA c.-2289G>T NA NA NA NA 1640
Chr14 9836256 C A Chr14_9836256_C_AC_A SNP 14999.63 26 17 7 25 15 27 29 23 11 17 11 8 8 5 26 17 7 25 15 27 29 23 11 17 11 8 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15560Pp3c14_15560transcript PAC:32960345protein_codingNA c.-2289G>T NA NA NA NA 1839
Chr14 9836256 C A Chr14_9836256_C_AC_A SNP 14999.63 26 17 7 25 15 27 29 23 11 17 11 8 8 5 26 17 7 25 15 27 29 23 11 17 11 8 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15560Pp3c14_15560transcript PAC:32960344protein_codingNA c.-2289G>T NA NA NA NA 1823
Chr14 9836256 C A Chr14_9836256_C_AC_A SNP 14999.63 26 17 7 25 15 27 29 23 11 17 11 8 8 5 26 17 7 25 15 27 29 23 11 17 11 8 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15560Pp3c14_15560transcript PAC:32960346protein_codingNA c.-2289G>T NA NA NA NA 1839
Chr14 9836256 C A Chr14_9836256_C_AC_A SNP 14999.63 26 17 7 25 15 27 29 23 11 17 11 8 8 5 26 17 7 25 15 27 29 23 11 17 11 8 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_15560-Pp3c14_15590Pp3c14_15560-Pp3c14_15590intergenic_regionPp3c14_15560-Pp3c14_15590NA NA n.9836256C>ANA NA NA NA NA
Chr14 9836963 A AG Chr14_9836963_A_AGA_AG INDEL 17523.59 30 24 9 26 12 20 29 20 21 29 12 11 12 11 30 24 9 26 12 20 29 20 21 29 12 11 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15560Pp3c14_15560transcript PAC:32960343protein_codingNA c.-2997_-2996insCNA NA NA NA 2547
Chr14 9836963 A AG Chr14_9836963_A_AGA_AG INDEL 17523.59 30 24 9 26 12 20 29 20 21 29 12 11 12 11 30 24 9 26 12 20 29 20 21 29 12 11 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15560Pp3c14_15560transcript PAC:32960347protein_codingNA c.-2997_-2996insCNA NA NA NA 2348
Chr14 9836963 A AG Chr14_9836963_A_AGA_AG INDEL 17523.59 30 24 9 26 12 20 29 20 21 29 12 11 12 11 30 24 9 26 12 20 29 20 21 29 12 11 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15560Pp3c14_15560transcript PAC:32960345protein_codingNA c.-2997_-2996insCNA NA NA NA 2547
Chr14 9836963 A AG Chr14_9836963_A_AGA_AG INDEL 17523.59 30 24 9 26 12 20 29 20 21 29 12 11 12 11 30 24 9 26 12 20 29 20 21 29 12 11 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15560Pp3c14_15560transcript PAC:32960344protein_codingNA c.-2997_-2996insCNA NA NA NA 2531
Chr14 9836963 A AG Chr14_9836963_A_AGA_AG INDEL 17523.59 30 24 9 26 12 20 29 20 21 29 12 11 12 11 30 24 9 26 12 20 29 20 21 29 12 11 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15560Pp3c14_15560transcript PAC:32960346protein_codingNA c.-2997_-2996insCNA NA NA NA 2547
Chr14 9836963 A AG Chr14_9836963_A_AGA_AG INDEL 17523.59 30 24 9 26 12 20 29 20 21 29 12 11 12 11 30 24 9 26 12 20 29 20 21 29 12 11 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_15560-Pp3c14_15590Pp3c14_15560-Pp3c14_15590intergenic_regionPp3c14_15560-Pp3c14_15590NA NA n.9836963_9836964insGNA NA NA NA NA
Chr14 9907721 C A Chr14_9907721_C_AC_A SNP 18293.63 21 17 14 24 14 22 27 23 17 21 16 30 9 13 21 17 14 24 14 22 27 23 17 21 16 30 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15639Pp3c14_15639transcript PAC:32961598protein_codingNA c.-2546C>A NA NA NA NA 2546
Chr14 9907721 C A Chr14_9907721_C_AC_A SNP 18293.63 21 17 14 24 14 22 27 23 17 21 16 30 9 13 21 17 14 24 14 22 27 23 17 21 16 30 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15640Pp3c14_15640transcript PAC:32962938protein_codingNA c.-4891C>A NA NA NA NA 4419
Chr14 9907721 C A Chr14_9907721_C_AC_A SNP 18293.63 21 17 14 24 14 22 27 23 17 21 16 30 9 13 21 17 14 24 14 22 27 23 17 21 16 30 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15640Pp3c14_15640transcript PAC:32962939protein_codingNA c.-6302C>A NA NA NA NA 4415
Chr14 9907721 C A Chr14_9907721_C_AC_A SNP 18293.63 21 17 14 24 14 22 27 23 17 21 16 30 9 13 21 17 14 24 14 22 27 23 17 21 16 30 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15640Pp3c14_15640transcript PAC:32962940protein_codingNA c.-6302C>A NA NA NA NA 4419
Chr14 9907721 C A Chr14_9907721_C_AC_A SNP 18293.63 21 17 14 24 14 22 27 23 17 21 16 30 9 13 21 17 14 24 14 22 27 23 17 21 16 30 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15640Pp3c14_15640transcript PAC:32962942protein_codingNA c.-6302C>A NA NA NA NA 4419
Chr14 9907721 C A Chr14_9907721_C_AC_A SNP 18293.63 21 17 14 24 14 22 27 23 17 21 16 30 9 13 21 17 14 24 14 22 27 23 17 21 16 30 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15640Pp3c14_15640transcript PAC:32962943protein_codingNA c.-4759C>A NA NA NA NA 4419
Chr14 9907721 C A Chr14_9907721_C_AC_A SNP 18293.63 21 17 14 24 14 22 27 23 17 21 16 30 9 13 21 17 14 24 14 22 27 23 17 21 16 30 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_15640Pp3c14_15640transcript PAC:32962941protein_codingNA c.-6302C>A NA NA NA NA 4527
Chr14 9907721 C A Chr14_9907721_C_AC_A SNP 18293.63 21 17 14 24 14 22 27 23 17 21 16 30 9 13 21 17 14 24 14 22 27 23 17 21 16 30 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_15630-Pp3c14_15639Pp3c14_15630-Pp3c14_15639intergenic_regionPp3c14_15630-Pp3c14_15639NA NA n.9907721C>ANA NA NA NA NA
Chr14 10179658 G T Chr14_10179658_G_TG_T SNP 5248.29 0 0 0 18 19 27 22 16 0 0 0 0 0 0 28 7 15 18 19 27 22 16 19 26 18 13 12 16 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_16011-Pp3c14_16040Pp3c14_16011-Pp3c14_16040intergenic_regionPp3c14_16011-Pp3c14_16040NA NA n.10179658G>TNA NA NA NA NA
Chr14 10218327 TTA T Chr14_10218327_TTA_TTTA_T INDEL 8196.59 20 10 11 17 12 23 18 10 16 8 8 6 8 7 20 10 11 18 13 23 18 11 16 8 8 6 8 7 1 1 1 0.944 0.923 1 1 0.909 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_16110Pp3c14_16110transcript PAC:32963317protein_codingNA c.*2218_*2219delTANA NA NA NA 1270
Chr14 10218327 TTA T Chr14_10218327_TTA_TTTA_T INDEL 8196.59 20 10 11 17 12 23 18 10 16 8 8 6 8 7 20 10 11 18 13 23 18 11 16 8 8 6 8 7 1 1 1 0.944 0.923 1 1 0.909 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_16110Pp3c14_16110transcript PAC:32963318protein_codingNA c.*2218_*2219delTANA NA NA NA 1242
Chr14 10218327 TTA T Chr14_10218327_TTA_TTTA_T INDEL 8196.59 20 10 11 17 12 23 18 10 16 8 8 6 8 7 20 10 11 18 13 23 18 11 16 8 8 6 8 7 1 1 1 0.944 0.923 1 1 0.909 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_16110Pp3c14_16110transcript PAC:32963319protein_codingNA c.*5050_*5051delTANA NA NA NA 4972
Chr14 10218327 TTA T Chr14_10218327_TTA_TTTA_T INDEL 8196.59 20 10 11 17 12 23 18 10 16 8 8 6 8 7 20 10 11 18 13 23 18 11 16 8 8 6 8 7 1 1 1 0.944 0.923 1 1 0.909 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16100-Pp3c14_16110Pp3c14_16100-Pp3c14_16110intergenic_regionPp3c14_16100-Pp3c14_16110NA NA n.10218328_10218329delTANA NA NA NA NA
Chr14 10241971 A AAT Chr14_10241971_A_AATA_AAT INDEL 70.37 0 0 0 2 5 1 1 1 0 1 0 0 0 1 17 14 10 19 6 18 32 14 10 10 6 6 7 5 0 0 0 0.105 0.833 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c14_16140Pp3c14_16140transcript PAC:32962239protein_codingNA c.-2625_-2624insATNA NA NA NA 1744
Chr14 10241971 A AAT Chr14_10241971_A_AATA_AAT INDEL 70.37 0 0 0 2 5 1 1 1 0 1 0 0 0 1 17 14 10 19 6 18 32 14 10 10 6 6 7 5 0 0 0 0.105 0.833 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c14_16140Pp3c14_16140transcript PAC:32962241protein_codingNA c.-2625_-2624insATNA NA NA NA 1678
Chr14 10241971 A AAT Chr14_10241971_A_AATA_AAT INDEL 70.37 0 0 0 2 5 1 1 1 0 1 0 0 0 1 17 14 10 19 6 18 32 14 10 10 6 6 7 5 0 0 0 0.105 0.833 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c14_16140Pp3c14_16140transcript PAC:32962240protein_codingNA c.-2625_-2624insATNA NA NA NA 1214
Chr14 10241971 A AAT Chr14_10241971_A_AATA_AAT INDEL 70.37 0 0 0 2 5 1 1 1 0 1 0 0 0 1 17 14 10 19 6 18 32 14 10 10 6 6 7 5 0 0 0 0.105 0.833 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c14_16140-Pp3c14_16170Pp3c14_16140-Pp3c14_16170intergenic_regionPp3c14_16140-Pp3c14_16170NA NA n.10241971_10241972insATNA NA NA NA NA
Chr14 10302171 G GA Chr14_10302171_G_GAG_GA INDEL 15445.59 29 21 7 18 17 24 34 19 30 27 9 17 7 9 29 21 7 18 17 24 34 19 30 27 9 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16140-Pp3c14_16170Pp3c14_16140-Pp3c14_16170intergenic_regionPp3c14_16140-Pp3c14_16170NA NA n.10302171_10302172insANA NA NA NA NA
Chr14 10302259 T A Chr14_10302259_T_AT_A SNP 17584.63 24 24 9 21 20 24 31 20 34 28 10 16 9 8 24 24 9 21 20 24 31 20 34 28 10 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16140-Pp3c14_16170Pp3c14_16140-Pp3c14_16170intergenic_regionPp3c14_16140-Pp3c14_16170NA NA n.10302259T>ANA NA NA NA NA
Chr14 10306793 G A Chr14_10306793_G_AG_A SNP 13162.29 24 22 18 0 0 0 0 0 21 32 14 20 7 10 24 22 18 30 24 28 31 20 21 32 14 20 7 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c14_16140-Pp3c14_16170Pp3c14_16140-Pp3c14_16170intergenic_regionPp3c14_16140-Pp3c14_16170NA NA n.10306793G>ANA NA NA NA NA
Chr14 10332965 A AT Chr14_10332965_A_ATA_AT INDEL 11821.59 19 15 6 16 22 19 24 19 7 15 5 17 10 4 19 15 6 16 22 19 24 19 7 15 5 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963204protein_codingNA c.-3710_-3709insANA NA NA NA 2354
Chr14 10332965 A AT Chr14_10332965_A_ATA_AT INDEL 11821.59 19 15 6 16 22 19 24 19 7 15 5 17 10 4 19 15 6 16 22 19 24 19 7 15 5 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963205protein_codingNA c.-3710_-3709insANA NA NA NA 2322
Chr14 10332965 A AT Chr14_10332965_A_ATA_AT INDEL 11821.59 19 15 6 16 22 19 24 19 7 15 5 17 10 4 19 15 6 16 22 19 24 19 7 15 5 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963206protein_codingNA c.-3710_-3709insANA NA NA NA 2322
Chr14 10332965 A AT Chr14_10332965_A_ATA_AT INDEL 11821.59 19 15 6 16 22 19 24 19 7 15 5 17 10 4 19 15 6 16 22 19 24 19 7 15 5 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963207protein_codingNA c.-3710_-3709insANA NA NA NA 2322
Chr14 10332965 A AT Chr14_10332965_A_ATA_AT INDEL 11821.59 19 15 6 16 22 19 24 19 7 15 5 17 10 4 19 15 6 16 22 19 24 19 7 15 5 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963208protein_codingNA c.-3710_-3709insANA NA NA NA 2322
Chr14 10332965 A AT Chr14_10332965_A_ATA_AT INDEL 11821.59 19 15 6 16 22 19 24 19 7 15 5 17 10 4 19 15 6 16 22 19 24 19 7 15 5 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963209protein_codingNA c.-3710_-3709insANA NA NA NA 2322
Chr14 10332965 A AT Chr14_10332965_A_ATA_AT INDEL 11821.59 19 15 6 16 22 19 24 19 7 15 5 17 10 4 19 15 6 16 22 19 24 19 7 15 5 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963210protein_codingNA c.-3710_-3709insANA NA NA NA 2322
Chr14 10332965 A AT Chr14_10332965_A_ATA_AT INDEL 11821.59 19 15 6 16 22 19 24 19 7 15 5 17 10 4 19 15 6 16 22 19 24 19 7 15 5 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963211protein_codingNA c.-3710_-3709insANA NA NA NA 2322
Chr14 10332965 A AT Chr14_10332965_A_ATA_AT INDEL 11821.59 19 15 6 16 22 19 24 19 7 15 5 17 10 4 19 15 6 16 22 19 24 19 7 15 5 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16170-Pp3c14_16280Pp3c14_16170-Pp3c14_16280intergenic_regionPp3c14_16170-Pp3c14_16280NA NA n.10332965_10332966insTNA NA NA NA NA
Chr14 10333014 C A Chr14_10333014_C_AC_A SNP 9303.59 16 10 7 17 18 14 29 15 12 19 4 13 10 8 16 10 8 17 19 14 29 15 12 19 4 13 10 8 1 1 0.875 1 0.947 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963204protein_codingNA c.-3758G>T NA NA NA NA 2402
Chr14 10333014 C A Chr14_10333014_C_AC_A SNP 9303.59 16 10 7 17 18 14 29 15 12 19 4 13 10 8 16 10 8 17 19 14 29 15 12 19 4 13 10 8 1 1 0.875 1 0.947 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963205protein_codingNA c.-3758G>T NA NA NA NA 2370
Chr14 10333014 C A Chr14_10333014_C_AC_A SNP 9303.59 16 10 7 17 18 14 29 15 12 19 4 13 10 8 16 10 8 17 19 14 29 15 12 19 4 13 10 8 1 1 0.875 1 0.947 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963206protein_codingNA c.-3758G>T NA NA NA NA 2370
Chr14 10333014 C A Chr14_10333014_C_AC_A SNP 9303.59 16 10 7 17 18 14 29 15 12 19 4 13 10 8 16 10 8 17 19 14 29 15 12 19 4 13 10 8 1 1 0.875 1 0.947 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963207protein_codingNA c.-3758G>T NA NA NA NA 2370
Chr14 10333014 C A Chr14_10333014_C_AC_A SNP 9303.59 16 10 7 17 18 14 29 15 12 19 4 13 10 8 16 10 8 17 19 14 29 15 12 19 4 13 10 8 1 1 0.875 1 0.947 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963208protein_codingNA c.-3758G>T NA NA NA NA 2370
Chr14 10333014 C A Chr14_10333014_C_AC_A SNP 9303.59 16 10 7 17 18 14 29 15 12 19 4 13 10 8 16 10 8 17 19 14 29 15 12 19 4 13 10 8 1 1 0.875 1 0.947 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963209protein_codingNA c.-3758G>T NA NA NA NA 2370
Chr14 10333014 C A Chr14_10333014_C_AC_A SNP 9303.59 16 10 7 17 18 14 29 15 12 19 4 13 10 8 16 10 8 17 19 14 29 15 12 19 4 13 10 8 1 1 0.875 1 0.947 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963210protein_codingNA c.-3758G>T NA NA NA NA 2370
Chr14 10333014 C A Chr14_10333014_C_AC_A SNP 9303.59 16 10 7 17 18 14 29 15 12 19 4 13 10 8 16 10 8 17 19 14 29 15 12 19 4 13 10 8 1 1 0.875 1 0.947 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963211protein_codingNA c.-3758G>T NA NA NA NA 2370
Chr14 10333014 C A Chr14_10333014_C_AC_A SNP 9303.59 16 10 7 17 18 14 29 15 12 19 4 13 10 8 16 10 8 17 19 14 29 15 12 19 4 13 10 8 1 1 0.875 1 0.947 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16170-Pp3c14_16280Pp3c14_16170-Pp3c14_16280intergenic_regionPp3c14_16170-Pp3c14_16280NA NA n.10333014C>ANA NA NA NA NA
Chr14 10333047 C CT Chr14_10333047_C_CTC_CT INDEL 10882.59 20 8 9 16 22 17 31 18 16 26 4 18 9 7 20 8 9 16 22 17 31 18 16 26 4 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963204protein_codingNA c.-3792_-3791insANA NA NA NA 2436
Chr14 10333047 C CT Chr14_10333047_C_CTC_CT INDEL 10882.59 20 8 9 16 22 17 31 18 16 26 4 18 9 7 20 8 9 16 22 17 31 18 16 26 4 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963205protein_codingNA c.-3792_-3791insANA NA NA NA 2404
Chr14 10333047 C CT Chr14_10333047_C_CTC_CT INDEL 10882.59 20 8 9 16 22 17 31 18 16 26 4 18 9 7 20 8 9 16 22 17 31 18 16 26 4 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963206protein_codingNA c.-3792_-3791insANA NA NA NA 2404
Chr14 10333047 C CT Chr14_10333047_C_CTC_CT INDEL 10882.59 20 8 9 16 22 17 31 18 16 26 4 18 9 7 20 8 9 16 22 17 31 18 16 26 4 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963207protein_codingNA c.-3792_-3791insANA NA NA NA 2404
Chr14 10333047 C CT Chr14_10333047_C_CTC_CT INDEL 10882.59 20 8 9 16 22 17 31 18 16 26 4 18 9 7 20 8 9 16 22 17 31 18 16 26 4 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963208protein_codingNA c.-3792_-3791insANA NA NA NA 2404
Chr14 10333047 C CT Chr14_10333047_C_CTC_CT INDEL 10882.59 20 8 9 16 22 17 31 18 16 26 4 18 9 7 20 8 9 16 22 17 31 18 16 26 4 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963209protein_codingNA c.-3792_-3791insANA NA NA NA 2404
Chr14 10333047 C CT Chr14_10333047_C_CTC_CT INDEL 10882.59 20 8 9 16 22 17 31 18 16 26 4 18 9 7 20 8 9 16 22 17 31 18 16 26 4 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963210protein_codingNA c.-3792_-3791insANA NA NA NA 2404
Chr14 10333047 C CT Chr14_10333047_C_CTC_CT INDEL 10882.59 20 8 9 16 22 17 31 18 16 26 4 18 9 7 20 8 9 16 22 17 31 18 16 26 4 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16170Pp3c14_16170transcript PAC:32963211protein_codingNA c.-3792_-3791insANA NA NA NA 2404
Chr14 10333047 C CT Chr14_10333047_C_CTC_CT INDEL 10882.59 20 8 9 16 22 17 31 18 16 26 4 18 9 7 20 8 9 16 22 17 31 18 16 26 4 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16170-Pp3c14_16280Pp3c14_16170-Pp3c14_16280intergenic_regionPp3c14_16170-Pp3c14_16280NA NA n.10333047_10333048insTNA NA NA NA NA
Chr14 10419041 G GT Chr14_10419041_G_GTG_GT INDEL 15351.59 31 14 9 28 26 13 31 18 16 19 17 14 10 9 31 14 9 28 26 13 31 18 16 19 17 14 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16280Pp3c14_16280transcript PAC:32961723protein_codingNA c.-4621_-4620insTNA NA NA NA 2296
Chr14 10419041 G GT Chr14_10419041_G_GTG_GT INDEL 15351.59 31 14 9 28 26 13 31 18 16 19 17 14 10 9 31 14 9 28 26 13 31 18 16 19 17 14 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16280Pp3c14_16280transcript PAC:32961724protein_codingNA c.-4621_-4620insTNA NA NA NA 2566
Chr14 10419041 G GT Chr14_10419041_G_GTG_GT INDEL 15351.59 31 14 9 28 26 13 31 18 16 19 17 14 10 9 31 14 9 28 26 13 31 18 16 19 17 14 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16280Pp3c14_16280transcript PAC:32961726protein_codingNA c.-4621_-4620insTNA NA NA NA 2902
Chr14 10419041 G GT Chr14_10419041_G_GTG_GT INDEL 15351.59 31 14 9 28 26 13 31 18 16 19 17 14 10 9 31 14 9 28 26 13 31 18 16 19 17 14 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16280Pp3c14_16280transcript PAC:32961725protein_codingNA c.-4621_-4620insTNA NA NA NA 3600
Chr14 10419041 G GT Chr14_10419041_G_GTG_GT INDEL 15351.59 31 14 9 28 26 13 31 18 16 19 17 14 10 9 31 14 9 28 26 13 31 18 16 19 17 14 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16170-Pp3c14_16280Pp3c14_16170-Pp3c14_16280intergenic_regionPp3c14_16170-Pp3c14_16280NA NA n.10419041_10419042insTNA NA NA NA NA
Chr14 10575055 T C Chr14_10575055_T_CT_C SNP 4104.29 0 0 0 9 12 23 26 14 0 0 0 0 0 0 26 14 16 9 12 23 26 14 18 15 6 11 14 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_16340-Pp3c14_16570Pp3c14_16340-Pp3c14_16570intergenic_regionPp3c14_16340-Pp3c14_16570NA NA n.10575055T>CNA NA NA NA NA
Chr14 10652625 G GA Chr14_10652625_G_GAG_GA INDEL 20880.59 26 8 13 22 16 33 32 26 29 28 14 25 6 8 26 8 13 22 16 33 32 26 29 28 14 25 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961845protein_codingNA c.-3854_-3853insANA NA NA NA 2483
Chr14 10652625 G GA Chr14_10652625_G_GAG_GA INDEL 20880.59 26 8 13 22 16 33 32 26 29 28 14 25 6 8 26 8 13 22 16 33 32 26 29 28 14 25 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961847protein_codingNA c.-3630_-3629insANA NA NA NA 2561
Chr14 10652625 G GA Chr14_10652625_G_GAG_GA INDEL 20880.59 26 8 13 22 16 33 32 26 29 28 14 25 6 8 26 8 13 22 16 33 32 26 29 28 14 25 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961846protein_codingNA c.-3630_-3629insANA NA NA NA 2565
Chr14 10652625 G GA Chr14_10652625_G_GAG_GA INDEL 20880.59 26 8 13 22 16 33 32 26 29 28 14 25 6 8 26 8 13 22 16 33 32 26 29 28 14 25 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961848protein_codingNA c.-3630_-3629insANA NA NA NA 2565
Chr14 10652625 G GA Chr14_10652625_G_GAG_GA INDEL 20880.59 26 8 13 22 16 33 32 26 29 28 14 25 6 8 26 8 13 22 16 33 32 26 29 28 14 25 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16570-Pp3c14_16580Pp3c14_16570-Pp3c14_16580intergenic_regionPp3c14_16570-Pp3c14_16580NA NA n.10652625_10652626insANA NA NA NA NA
Chr14 10652628 T TA Chr14_10652628_T_TAT_TA INDEL 21292.59 24 9 14 23 17 33 32 26 29 28 14 24 8 8 24 9 14 23 17 33 32 26 29 28 14 24 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961845protein_codingNA c.-3851_-3850insANA NA NA NA 2480
Chr14 10652628 T TA Chr14_10652628_T_TAT_TA INDEL 21292.59 24 9 14 23 17 33 32 26 29 28 14 24 8 8 24 9 14 23 17 33 32 26 29 28 14 24 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961847protein_codingNA c.-3627_-3626insANA NA NA NA 2558
Chr14 10652628 T TA Chr14_10652628_T_TAT_TA INDEL 21292.59 24 9 14 23 17 33 32 26 29 28 14 24 8 8 24 9 14 23 17 33 32 26 29 28 14 24 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961846protein_codingNA c.-3627_-3626insANA NA NA NA 2562
Chr14 10652628 T TA Chr14_10652628_T_TAT_TA INDEL 21292.59 24 9 14 23 17 33 32 26 29 28 14 24 8 8 24 9 14 23 17 33 32 26 29 28 14 24 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961848protein_codingNA c.-3627_-3626insANA NA NA NA 2562
Chr14 10652628 T TA Chr14_10652628_T_TAT_TA INDEL 21292.59 24 9 14 23 17 33 32 26 29 28 14 24 8 8 24 9 14 23 17 33 32 26 29 28 14 24 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16570-Pp3c14_16580Pp3c14_16570-Pp3c14_16580intergenic_regionPp3c14_16570-Pp3c14_16580NA NA n.10652628_10652629insANA NA NA NA NA
Chr14 10652639 T TC Chr14_10652639_T_TCT_TC INDEL 20702.59 25 9 15 23 17 33 33 26 27 29 13 25 8 7 25 9 15 23 17 33 33 26 27 29 13 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961845protein_codingNA c.-3840_-3839insCNA NA NA NA 2469
Chr14 10652639 T TC Chr14_10652639_T_TCT_TC INDEL 20702.59 25 9 15 23 17 33 33 26 27 29 13 25 8 7 25 9 15 23 17 33 33 26 27 29 13 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961847protein_codingNA c.-3616_-3615insCNA NA NA NA 2547
Chr14 10652639 T TC Chr14_10652639_T_TCT_TC INDEL 20702.59 25 9 15 23 17 33 33 26 27 29 13 25 8 7 25 9 15 23 17 33 33 26 27 29 13 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961846protein_codingNA c.-3616_-3615insCNA NA NA NA 2551
Chr14 10652639 T TC Chr14_10652639_T_TCT_TC INDEL 20702.59 25 9 15 23 17 33 33 26 27 29 13 25 8 7 25 9 15 23 17 33 33 26 27 29 13 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_16580Pp3c14_16580transcript PAC:32961848protein_codingNA c.-3616_-3615insCNA NA NA NA 2551
Chr14 10652639 T TC Chr14_10652639_T_TCT_TC INDEL 20702.59 25 9 15 23 17 33 33 26 27 29 13 25 8 7 25 9 15 23 17 33 33 26 27 29 13 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16570-Pp3c14_16580Pp3c14_16570-Pp3c14_16580intergenic_regionPp3c14_16570-Pp3c14_16580NA NA n.10652639_10652640insCNA NA NA NA NA



Chr14 10665277 AT A Chr14_10665277_AT_AAT_A INDEL 10785.59 31 11 17 22 15 20 31 18 17 16 17 21 10 5 31 11 17 22 15 20 31 19 17 16 19 21 10 5 1 1 1 1 1 1 1 0.947 1 1 0.895 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16580-Pp3c14_16610Pp3c14_16580-Pp3c14_16610intergenic_regionPp3c14_16580-Pp3c14_16610NA NA n.10665278delTNA NA NA NA NA
Chr14 10718077 G GAT Chr14_10718077_G_GATG_GAT INDEL 998.35 17 10 10 1 0 0 1 2 0 0 1 0 2 0 17 10 10 11 10 12 19 14 8 13 15 4 10 5 1 1 1 0 0 0 0 0.143 0 0 0 0 0.2 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c14_16580-Pp3c14_16610Pp3c14_16580-Pp3c14_16610intergenic_regionPp3c14_16580-Pp3c14_16610NA NA n.10718077_10718078insATNA NA NA NA NA
Chr14 10720203 A AAT Chr14_10720203_A_AATA_AAT INDEL 1792.93 1 0 0 0 0 0 1 1 14 11 9 12 5 5 20 5 5 14 15 14 22 12 14 11 9 13 5 5 0 0 0 0 0 0 0 0 1 1 1 0.923 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_16610Pp3c14_16610transcript PAC:32961363protein_codingNA c.-3206_-3205insATNA NA NA NA 2906
Chr14 10720203 A AAT Chr14_10720203_A_AATA_AAT INDEL 1792.93 1 0 0 0 0 0 1 1 14 11 9 12 5 5 20 5 5 14 15 14 22 12 14 11 9 13 5 5 0 0 0 0 0 0 0 0 1 1 1 0.923 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_16610Pp3c14_16610transcript PAC:32961365protein_codingNA c.-3206_-3205insATNA NA NA NA 2903
Chr14 10720203 A AAT Chr14_10720203_A_AATA_AAT INDEL 1792.93 1 0 0 0 0 0 1 1 14 11 9 12 5 5 20 5 5 14 15 14 22 12 14 11 9 13 5 5 0 0 0 0 0 0 0 0 1 1 1 0.923 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_16610Pp3c14_16610transcript PAC:32961364protein_codingNA c.-3206_-3205insATNA NA NA NA 2906
Chr14 10720203 A AAT Chr14_10720203_A_AATA_AAT INDEL 1792.93 1 0 0 0 0 0 1 1 14 11 9 12 5 5 20 5 5 14 15 14 22 12 14 11 9 13 5 5 0 0 0 0 0 0 0 0 1 1 1 0.923 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c14_16580-Pp3c14_16610Pp3c14_16580-Pp3c14_16610intergenic_regionPp3c14_16580-Pp3c14_16610NA NA n.10720203_10720204insATNA NA NA NA NA
Chr14 10756129 A AAT Chr14_10756129_A_AATA_AAT INDEL 7989.59 15 6 11 13 13 9 15 13 18 12 10 15 6 10 15 6 11 13 13 9 15 13 18 12 10 16 6 10 1 1 1 1 1 1 1 1 1 1 1 0.938 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16636-Pp3c14_16659Pp3c14_16636-Pp3c14_16659intergenic_regionPp3c14_16636-Pp3c14_16659NA NA n.10756129_10756130insATNA NA NA NA NA
Chr14 10784346 T TA Chr14_10784346_T_TAT_TA INDEL 18487.59 38 15 15 34 28 30 19 12 23 25 22 23 6 12 38 15 15 34 28 30 19 12 23 25 22 23 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16659-Pp3c14_16730Pp3c14_16659-Pp3c14_16730intergenic_regionPp3c14_16659-Pp3c14_16730NA NA n.10784346_10784347insANA NA NA NA NA
Chr14 10791066 A AAT Chr14_10791066_A_AATA_AAT INDEL 2246.93 0 0 0 0 0 0 0 1 12 20 5 14 7 10 16 7 18 18 12 20 15 17 12 21 5 16 7 10 0 0 0 0 0 0 0 0 1 0.952 1 0.875 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c14_16659-Pp3c14_16730Pp3c14_16659-Pp3c14_16730intergenic_regionPp3c14_16659-Pp3c14_16730NA NA n.10791066_10791067insATNA NA NA NA NA
Chr14 10975554 T TC Chr14_10975554_T_TCT_TC INDEL 11405.59 29 9 6 13 15 14 30 11 16 14 10 6 5 5 29 9 6 13 15 14 30 11 16 14 10 6 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_16730-Pp3c14_16820Pp3c14_16730-Pp3c14_16820intergenic_regionPp3c14_16730-Pp3c14_16820NA NA n.10975554_10975555insCNA NA NA NA NA
Chr14 10992179 G A Chr14_10992179_G_AG_A SNP 12414.29 27 13 18 0 0 0 1 0 28 19 15 13 11 15 27 13 18 24 29 21 25 24 28 19 15 13 11 15 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c14_16730-Pp3c14_16820Pp3c14_16730-Pp3c14_16820intergenic_regionPp3c14_16730-Pp3c14_16820NA NA n.10992179G>ANA NA NA NA NA
Chr14 11146962 C CAT Chr14_11146962_C_CATC_CAT INDEL 2281.93 0 0 0 0 0 0 0 0 16 10 12 13 4 7 19 16 12 16 12 13 24 17 16 10 12 13 4 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_17020Pp3c14_17020transcript PAC:32962005protein_codingNA c.-4942_-4941insATNA NA NA NA 4183
Chr14 11146962 C CAT Chr14_11146962_C_CATC_CAT INDEL 2281.93 0 0 0 0 0 0 0 0 16 10 12 13 4 7 19 16 12 16 12 13 24 17 16 10 12 13 4 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c14_17020Pp3c14_17020transcript PAC:32962006protein_codingNA c.-4942_-4941insATNA NA NA NA 4182
Chr14 11146962 C CAT Chr14_11146962_C_CATC_CAT INDEL 2281.93 0 0 0 0 0 0 0 0 16 10 12 13 4 7 19 16 12 16 12 13 24 17 16 10 12 13 4 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c14_17020-Pp3c14_17070Pp3c14_17020-Pp3c14_17070intergenic_regionPp3c14_17020-Pp3c14_17070NA NA n.11146962_11146963insATNA NA NA NA NA
Chr14 11202801 C T Chr14_11202801_C_TC_T SNP 6015.29 0 0 0 26 23 26 30 22 0 0 0 0 0 0 25 13 20 26 23 26 30 22 15 17 13 15 17 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_17150-Pp3c14_17190Pp3c14_17150-Pp3c14_17190intergenic_regionPp3c14_17150-Pp3c14_17190NA NA n.11202801C>TNA NA NA NA NA
Chr14 11256776 C T Chr14_11256776_C_TC_T SNP 13192.29 28 13 16 0 0 1 0 0 28 18 17 17 10 11 28 13 16 28 18 35 30 23 28 18 17 17 10 11 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c14_17210-Pp3c14_17240Pp3c14_17210-Pp3c14_17240intergenic_regionPp3c14_17210-Pp3c14_17240NA NA n.11256776C>TNA NA NA NA NA
Chr14 11276245 A AT Chr14_11276245_A_ATA_AT INDEL 12901.59 17 19 12 23 15 16 31 25 17 24 8 4 5 6 17 19 12 23 15 16 31 25 17 24 8 4 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_17250Pp3c14_17250transcript PAC:32962144protein_coding 01-avr c.-534dupA NA NA NA NA 938
Chr14 11276245 A AT Chr14_11276245_A_ATA_AT INDEL 12901.59 17 19 12 23 15 16 31 25 17 24 8 4 5 6 17 19 12 23 15 16 31 25 17 24 8 4 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c14_17260Pp3c14_17260transcript PAC:32963058protein_coding 04-avr c.*552dupA NA NA NA NA 552
Chr14 11276245 A AT Chr14_11276245_A_ATA_AT INDEL 12901.59 17 19 12 23 15 16 31 25 17 24 8 4 5 6 17 19 12 23 15 16 31 25 17 24 8 4 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_17270Pp3c14_17270transcript PAC:32963235protein_codingNA c.-2190_-2189insTNA NA NA NA 2070
Chr14 11276245 A AT Chr14_11276245_A_ATA_AT INDEL 12901.59 17 19 12 23 15 16 31 25 17 24 8 4 5 6 17 19 12 23 15 16 31 25 17 24 8 4 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_17270Pp3c14_17270transcript PAC:32963236protein_codingNA c.-2190_-2189insTNA NA NA NA 2189
Chr14 11276245 A AT Chr14_11276245_A_ATA_AT INDEL 12901.59 17 19 12 23 15 16 31 25 17 24 8 4 5 6 17 19 12 23 15 16 31 25 17 24 8 4 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_17240Pp3c14_17240transcript PAC:32962710protein_codingNA c.*2591_*2592insTNA NA NA NA 1780
Chr14 11276245 A AT Chr14_11276245_A_ATA_AT INDEL 12901.59 17 19 12 23 15 16 31 25 17 24 8 4 5 6 17 19 12 23 15 16 31 25 17 24 8 4 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_17240Pp3c14_17240transcript PAC:32962711protein_codingNA c.*2591_*2592insTNA NA NA NA 1763
Chr14 11276245 A AT Chr14_11276245_A_ATA_AT INDEL 12901.59 17 19 12 23 15 16 31 25 17 24 8 4 5 6 17 19 12 23 15 16 31 25 17 24 8 4 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_17240Pp3c14_17240transcript PAC:32962712protein_codingNA c.*2591_*2592insTNA NA NA NA 1763
Chr14 11276245 A AT Chr14_11276245_A_ATA_AT INDEL 12901.59 17 19 12 23 15 16 31 25 17 24 8 4 5 6 17 19 12 23 15 16 31 25 17 24 8 4 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_17240Pp3c14_17240transcript PAC:32962713protein_codingNA c.*2591_*2592insTNA NA NA NA 1763
Chr14 11276245 A AT Chr14_11276245_A_ATA_AT INDEL 12901.59 17 19 12 23 15 16 31 25 17 24 8 4 5 6 17 19 12 23 15 16 31 25 17 24 8 4 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_17250Pp3c14_17250transcript PAC:32962145protein_coding 01-janv c.-34+193dupANA NA NA NA NA
Chr14 11360033 C CAT Chr14_11360033_C_CATC_CAT INDEL 151.37 0 0 0 1 0 0 0 0 0 2 1 0 1 6 27 12 13 22 16 31 27 21 16 15 10 20 10 6 0 0 0 0 0 0 0 0 0 0.133 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c14_17370Pp3c14_17370transcript PAC:32962008protein_codingNA c.*334_*335insATNA NA NA NA 334
Chr14 11360033 C CAT Chr14_11360033_C_CATC_CAT INDEL 151.37 0 0 0 1 0 0 0 0 0 2 1 0 1 6 27 12 13 22 16 31 27 21 16 15 10 20 10 6 0 0 0 0 0 0 0 0 0 0.133 0 0 0 1 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c14_17370Pp3c14_17370transcript PAC:32962009protein_codingNA c.*334_*335insATNA NA NA NA 334
Chr14 11360033 C CAT Chr14_11360033_C_CATC_CAT INDEL 151.37 0 0 0 1 0 0 0 0 0 2 1 0 1 6 27 12 13 22 16 31 27 21 16 15 10 20 10 6 0 0 0 0 0 0 0 0 0 0.133 0 0 0 1 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c14_17330-Pp3c14_17370Pp3c14_17330-Pp3c14_17370intergenic_regionPp3c14_17330-Pp3c14_17370NA NA n.11360033_11360034insATNA NA NA NA NA
Chr14 11630650 AAT A Chr14_11630650_AAT_AAAT_A INDEL 2013.24 0 2 2 13 15 7 16 13 0 2 0 0 0 0 22 11 14 13 16 8 17 14 15 20 7 7 7 4 0 0.182 0.143 1 0.938 0.875 0.941 0.929 0 0.1 0 0 0 0 0 5 5 3 0 5 0 intergenic_regionMODIFIER Pp3c14_17690-Pp3c14_17710Pp3c14_17690-Pp3c14_17710intergenic_regionPp3c14_17690-Pp3c14_17710NA NA n.11630651_11630652delATNA NA NA NA NA
Chr14 11819875 C CA Chr14_11819875_C_CAC_CA INDEL 13534.59 21 11 18 23 21 26 28 26 27 22 15 15 8 6 21 11 18 23 21 26 28 26 27 22 15 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_17810-Pp3c14_17840Pp3c14_17810-Pp3c14_17840intergenic_regionPp3c14_17810-Pp3c14_17840NA NA n.11819875_11819876insANA NA NA NA NA
Chr14 11846922 T A Chr14_11846922_T_AT_A SNP 16390.63 32 15 10 17 14 23 22 22 23 20 16 24 9 13 32 15 10 17 14 23 22 22 23 20 16 24 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_17875Pp3c14_17875transcript PAC:32961670protein_codingNA c.-4150T>A NA NA NA NA 4150
Chr14 11846922 T A Chr14_11846922_T_AT_A SNP 16390.63 32 15 10 17 14 23 22 22 23 20 16 24 9 13 32 15 10 17 14 23 22 22 23 20 16 24 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_17850-Pp3c14_17875Pp3c14_17850-Pp3c14_17875intergenic_regionPp3c14_17850-Pp3c14_17875NA NA n.11846922T>ANA NA NA NA NA
Chr14 11849402 T TGAAATGAAGAAGATTGGAAATGACTAGGTAChr14_11849402_T_TGAAATGAAGAAGATTGGAAATGACTAGGTAT_TGAAATGAAGAAGATTGGAAATGACTAGGTAINDEL 21667.59 22 21 10 24 14 30 14 18 23 19 14 12 16 11 22 21 10 24 14 30 14 18 23 19 14 12 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_17875Pp3c14_17875transcript PAC:32961670protein_codingNA c.-1670_-1669insGAAATGAAGAAGATTGGAAATGACTAGGTANA NA NA NA 1669
Chr14 11849402 T TGAAATGAAGAAGATTGGAAATGACTAGGTAChr14_11849402_T_TGAAATGAAGAAGATTGGAAATGACTAGGTAT_TGAAATGAAGAAGATTGGAAATGACTAGGTAINDEL 21667.59 22 21 10 24 14 30 14 18 23 19 14 12 16 11 22 21 10 24 14 30 14 18 23 19 14 12 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_17850-Pp3c14_17875Pp3c14_17850-Pp3c14_17875intergenic_regionPp3c14_17850-Pp3c14_17875NA NA n.11849402_11849403insGAAATGAAGAAGATTGGAAATGACTAGGTANA NA NA NA NA
Chr14 12049054 C A Chr14_12049054_C_AC_A SNP 18030.63 22 22 14 30 13 19 31 23 14 24 12 19 8 9 22 22 14 30 13 19 31 23 14 24 12 19 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c14_18150Pp3c14_18150transcript PAC:32962838protein_coding 01-févr c.2885C>A p.Pro962Gln 2885/4067 2885/3594 962/1197 NA
Chr14 12049054 C A Chr14_12049054_C_AC_A SNP 18030.63 22 22 14 30 13 19 31 23 14 24 12 19 8 9 22 22 14 30 13 19 31 23 14 24 12 19 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c14_18150Pp3c14_18150transcript PAC:32962839protein_coding 02-févr c.2885C>A p.Pro962Gln 3537/4997 2885/3585 962/1194 NA
Chr14 12060464 TG T Chr14_12060464_TG_TTG_T INDEL 17123.59 23 14 16 32 18 22 26 21 28 13 20 21 14 9 23 14 16 32 18 22 26 21 28 13 20 21 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18150-Pp3c14_18180Pp3c14_18150-Pp3c14_18180intergenic_regionPp3c14_18150-Pp3c14_18180NA NA n.12060465delGNA NA NA NA NA
Chr14 12060548 T TA Chr14_12060548_T_TAT_TA INDEL 19330.59 25 12 17 24 14 31 30 25 19 20 13 19 11 9 25 12 17 24 14 31 30 25 19 20 13 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18150-Pp3c14_18180Pp3c14_18150-Pp3c14_18180intergenic_regionPp3c14_18150-Pp3c14_18180NA NA n.12060548_12060549insANA NA NA NA NA
Chr14 12060570 T A Chr14_12060570_T_AT_A SNP 20815.63 30 10 21 31 16 30 32 30 20 17 16 19 10 11 30 10 21 31 16 30 32 30 20 17 16 19 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18150-Pp3c14_18180Pp3c14_18150-Pp3c14_18180intergenic_regionPp3c14_18150-Pp3c14_18180NA NA n.12060570T>ANA NA NA NA NA
Chr14 12060704 G T Chr14_12060704_G_TG_T SNP 19214.63 37 19 15 38 25 21 24 31 19 15 16 12 9 12 37 19 15 38 25 21 24 31 19 15 16 12 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18150-Pp3c14_18180Pp3c14_18150-Pp3c14_18180intergenic_regionPp3c14_18150-Pp3c14_18180NA NA n.12060704G>TNA NA NA NA NA
Chr14 12114588 G A Chr14_12114588_G_AG_A SNP 18325.63 25 15 11 21 25 26 28 23 24 25 16 18 18 4 25 15 11 21 25 26 28 23 24 25 16 18 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18300Pp3c14_18300transcript PAC:32962669protein_codingNA c.*3025G>A NA NA NA NA 3025
Chr14 12114588 G A Chr14_12114588_G_AG_A SNP 18325.63 25 15 11 21 25 26 28 23 24 25 16 18 18 4 25 15 11 21 25 26 28 23 24 25 16 18 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12114588G>ANA NA NA NA NA
Chr14 12114618 T C Chr14_12114618_T_CT_C SNP 18430.63 23 16 6 18 27 31 29 24 17 32 9 19 12 6 23 16 6 18 27 31 29 24 17 32 9 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18300Pp3c14_18300transcript PAC:32962669protein_codingNA c.*3055T>C NA NA NA NA 3055
Chr14 12114618 T C Chr14_12114618_T_CT_C SNP 18430.63 23 16 6 18 27 31 29 24 17 32 9 19 12 6 23 16 6 18 27 31 29 24 17 32 9 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12114618T>CNA NA NA NA NA
Chr14 12142605 T A Chr14_12142605_T_AT_A SNP 15775.63 18 10 10 23 16 29 18 17 14 13 11 11 8 11 18 10 10 23 16 29 18 17 14 13 11 11 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12142605T>ANA NA NA NA NA
Chr14 12142672 G T Chr14_12142672_G_TG_T SNP 17176.63 26 12 11 19 11 23 18 24 20 20 11 17 7 13 26 12 11 19 11 23 18 24 20 20 11 17 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12142672G>TNA NA NA NA NA
Chr14 12142711 G T Chr14_12142711_G_TG_T SNP 17246.63 22 13 14 16 12 23 16 25 21 23 14 15 12 12 22 13 14 16 12 23 16 25 21 23 14 15 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12142711G>TNA NA NA NA NA
Chr14 12195276 G T Chr14_12195276_G_TG_T SNP 14043.63 24 19 16 19 18 16 27 8 18 20 11 13 11 12 24 19 16 19 18 16 27 8 18 20 11 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12195276G>TNA NA NA NA NA
Chr14 12195288 G T Chr14_12195288_G_TG_T SNP 15703.63 23 20 15 19 18 16 26 8 18 20 13 15 12 11 23 20 15 19 18 16 26 8 18 20 13 15 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12195288G>TNA NA NA NA NA
Chr14 12195291 C A Chr14_12195291_C_AC_A SNP 15753.63 24 20 15 19 19 16 27 8 18 18 13 16 12 11 24 20 15 19 19 16 27 8 18 18 13 16 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12195291C>ANA NA NA NA NA
Chr14 12195302 C A Chr14_12195302_C_AC_A SNP 13683.63 23 17 15 18 16 18 28 5 15 21 12 17 9 10 23 17 15 18 16 18 28 5 15 21 12 17 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12195302C>ANA NA NA NA NA
Chr14 12249752 A G Chr14_12249752_A_GA_G SNP 37923.63 52 37 26 65 34 46 63 60 34 38 20 26 29 13 52 37 26 65 34 46 63 60 34 38 20 26 29 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963137protein_codingNA c.*3601T>C NA NA NA NA 3005
Chr14 12249752 A G Chr14_12249752_A_GA_G SNP 37923.63 52 37 26 65 34 46 63 60 34 38 20 26 29 13 52 37 26 65 34 46 63 60 34 38 20 26 29 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963139protein_codingNA c.*3328T>C NA NA NA NA 3237
Chr14 12249752 A G Chr14_12249752_A_GA_G SNP 37923.63 52 37 26 65 34 46 63 60 34 38 20 26 29 13 52 37 26 65 34 46 63 60 34 38 20 26 29 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963138protein_codingNA c.*3601T>C NA NA NA NA 3601
Chr14 12249752 A G Chr14_12249752_A_GA_G SNP 37923.63 52 37 26 65 34 46 63 60 34 38 20 26 29 13 52 37 26 65 34 46 63 60 34 38 20 26 29 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12249752A>GNA NA NA NA NA
Chr14 12249759 G A Chr14_12249759_G_AG_A SNP 38039.63 55 36 24 65 34 46 66 59 35 39 19 26 26 13 55 36 24 65 34 46 66 59 35 39 19 26 26 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963137protein_codingNA c.*3594C>T NA NA NA NA 2998
Chr14 12249759 G A Chr14_12249759_G_AG_A SNP 38039.63 55 36 24 65 34 46 66 59 35 39 19 26 26 13 55 36 24 65 34 46 66 59 35 39 19 26 26 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963139protein_codingNA c.*3321C>T NA NA NA NA 3230
Chr14 12249759 G A Chr14_12249759_G_AG_A SNP 38039.63 55 36 24 65 34 46 66 59 35 39 19 26 26 13 55 36 24 65 34 46 66 59 35 39 19 26 26 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963138protein_codingNA c.*3594C>T NA NA NA NA 3594
Chr14 12249759 G A Chr14_12249759_G_AG_A SNP 38039.63 55 36 24 65 34 46 66 59 35 39 19 26 26 13 55 36 24 65 34 46 66 59 35 39 19 26 26 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12249759G>ANA NA NA NA NA
Chr14 12250319 C T Chr14_12250319_C_TC_T SNP 19378.63 28 15 20 32 24 41 29 31 19 22 7 17 11 10 28 15 20 32 24 41 29 31 19 22 7 17 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963137protein_codingNA c.*3034G>A NA NA NA NA 2438
Chr14 12250319 C T Chr14_12250319_C_TC_T SNP 19378.63 28 15 20 32 24 41 29 31 19 22 7 17 11 10 28 15 20 32 24 41 29 31 19 22 7 17 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963139protein_codingNA c.*2761G>A NA NA NA NA 2670
Chr14 12250319 C T Chr14_12250319_C_TC_T SNP 19378.63 28 15 20 32 24 41 29 31 19 22 7 17 11 10 28 15 20 32 24 41 29 31 19 22 7 17 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963138protein_codingNA c.*3034G>A NA NA NA NA 3034
Chr14 12250319 C T Chr14_12250319_C_TC_T SNP 19378.63 28 15 20 32 24 41 29 31 19 22 7 17 11 10 28 15 20 32 24 41 29 31 19 22 7 17 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12250319C>TNA NA NA NA NA
Chr14 12250399 C T Chr14_12250399_C_TC_T SNP 14098.63 23 11 16 20 16 23 22 18 9 17 5 12 7 6 23 11 16 20 16 23 22 18 9 17 5 12 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963137protein_codingNA c.*2954G>A NA NA NA NA 2358
Chr14 12250399 C T Chr14_12250399_C_TC_T SNP 14098.63 23 11 16 20 16 23 22 18 9 17 5 12 7 6 23 11 16 20 16 23 22 18 9 17 5 12 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963139protein_codingNA c.*2681G>A NA NA NA NA 2590
Chr14 12250399 C T Chr14_12250399_C_TC_T SNP 14098.63 23 11 16 20 16 23 22 18 9 17 5 12 7 6 23 11 16 20 16 23 22 18 9 17 5 12 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963138protein_codingNA c.*2954G>A NA NA NA NA 2954
Chr14 12250399 C T Chr14_12250399_C_TC_T SNP 14098.63 23 11 16 20 16 23 22 18 9 17 5 12 7 6 23 11 16 20 16 23 22 18 9 17 5 12 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12250399C>TNA NA NA NA NA
Chr14 12250442 T C Chr14_12250442_T_CT_C SNP 13041.63 24 6 12 22 25 14 22 13 12 23 5 12 8 5 24 6 12 22 25 14 22 13 12 23 5 12 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963137protein_codingNA c.*2911A>G NA NA NA NA 2315
Chr14 12250442 T C Chr14_12250442_T_CT_C SNP 13041.63 24 6 12 22 25 14 22 13 12 23 5 12 8 5 24 6 12 22 25 14 22 13 12 23 5 12 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963139protein_codingNA c.*2638A>G NA NA NA NA 2547
Chr14 12250442 T C Chr14_12250442_T_CT_C SNP 13041.63 24 6 12 22 25 14 22 13 12 23 5 12 8 5 24 6 12 22 25 14 22 13 12 23 5 12 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963138protein_codingNA c.*2911A>G NA NA NA NA 2911
Chr14 12250442 T C Chr14_12250442_T_CT_C SNP 13041.63 24 6 12 22 25 14 22 13 12 23 5 12 8 5 24 6 12 22 25 14 22 13 12 23 5 12 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12250442T>CNA NA NA NA NA
Chr14 12250539 A C Chr14_12250539_A_CA_C SNP 11229.63 27 5 8 29 19 8 13 14 12 18 8 9 8 7 27 5 8 29 19 8 13 14 12 18 8 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963137protein_codingNA c.*2814T>G NA NA NA NA 2218
Chr14 12250539 A C Chr14_12250539_A_CA_C SNP 11229.63 27 5 8 29 19 8 13 14 12 18 8 9 8 7 27 5 8 29 19 8 13 14 12 18 8 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963139protein_codingNA c.*2541T>G NA NA NA NA 2450
Chr14 12250539 A C Chr14_12250539_A_CA_C SNP 11229.63 27 5 8 29 19 8 13 14 12 18 8 9 8 7 27 5 8 29 19 8 13 14 12 18 8 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963138protein_codingNA c.*2814T>G NA NA NA NA 2814
Chr14 12250539 A C Chr14_12250539_A_CA_C SNP 11229.63 27 5 8 29 19 8 13 14 12 18 8 9 8 7 27 5 8 29 19 8 13 14 12 18 8 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12250539A>CNA NA NA NA NA
Chr14 12250662 C A Chr14_12250662_C_AC_A SNP 14596.63 13 12 16 19 19 17 27 19 14 16 14 14 7 4 13 12 16 19 19 17 27 19 14 16 14 14 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963137protein_codingNA c.*2691G>T NA NA NA NA 2095
Chr14 12250662 C A Chr14_12250662_C_AC_A SNP 14596.63 13 12 16 19 19 17 27 19 14 16 14 14 7 4 13 12 16 19 19 17 27 19 14 16 14 14 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963139protein_codingNA c.*2418G>T NA NA NA NA 2327
Chr14 12250662 C A Chr14_12250662_C_AC_A SNP 14596.63 13 12 16 19 19 17 27 19 14 16 14 14 7 4 13 12 16 19 19 17 27 19 14 16 14 14 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963138protein_codingNA c.*2691G>T NA NA NA NA 2691
Chr14 12250662 C A Chr14_12250662_C_AC_A SNP 14596.63 13 12 16 19 19 17 27 19 14 16 14 14 7 4 13 12 16 19 19 17 27 19 14 16 14 14 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12250662C>ANA NA NA NA NA
Chr14 12250668 C T Chr14_12250668_C_TC_T SNP 15073.63 13 14 17 17 22 19 28 19 18 16 14 16 8 5 13 14 17 17 22 19 28 19 18 16 14 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963137protein_codingNA c.*2685G>A NA NA NA NA 2089
Chr14 12250668 C T Chr14_12250668_C_TC_T SNP 15073.63 13 14 17 17 22 19 28 19 18 16 14 16 8 5 13 14 17 17 22 19 28 19 18 16 14 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963139protein_codingNA c.*2412G>A NA NA NA NA 2321
Chr14 12250668 C T Chr14_12250668_C_TC_T SNP 15073.63 13 14 17 17 22 19 28 19 18 16 14 16 8 5 13 14 17 17 22 19 28 19 18 16 14 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_18440Pp3c14_18440transcript PAC:32963138protein_codingNA c.*2685G>A NA NA NA NA 2685
Chr14 12250668 C T Chr14_12250668_C_TC_T SNP 15073.63 13 14 17 17 22 19 28 19 18 16 14 16 8 5 13 14 17 17 22 19 28 19 18 16 14 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18300-Pp3c14_18440Pp3c14_18300-Pp3c14_18440intergenic_regionPp3c14_18300-Pp3c14_18440NA NA n.12250668C>TNA NA NA NA NA
Chr14 12267839 T C Chr14_12267839_T_CT_C SNP 17266.63 21 11 24 26 19 21 31 15 22 29 14 12 12 11 21 11 24 26 19 21 31 15 22 29 14 12 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_18450Pp3c14_18450transcript PAC:32962581protein_codingNA c.-4510A>G NA NA NA NA 4112
Chr14 12267839 T C Chr14_12267839_T_CT_C SNP 17266.63 21 11 24 26 19 21 31 15 22 29 14 12 12 11 21 11 24 26 19 21 31 15 22 29 14 12 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_18450Pp3c14_18450transcript PAC:32962582protein_codingNA c.-4537A>G NA NA NA NA 4537
Chr14 12267839 T C Chr14_12267839_T_CT_C SNP 17266.63 21 11 24 26 19 21 31 15 22 29 14 12 12 11 21 11 24 26 19 21 31 15 22 29 14 12 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18450-Pp3c14_18490Pp3c14_18450-Pp3c14_18490intergenic_regionPp3c14_18450-Pp3c14_18490NA NA n.12267839T>CNA NA NA NA NA
Chr14 12267855 T C Chr14_12267855_T_CT_C SNP 16729.63 19 11 24 21 16 25 33 15 22 25 12 9 11 9 19 11 24 21 16 25 33 15 22 25 12 9 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_18450Pp3c14_18450transcript PAC:32962581protein_codingNA c.-4526A>G NA NA NA NA 4128
Chr14 12267855 T C Chr14_12267855_T_CT_C SNP 16729.63 19 11 24 21 16 25 33 15 22 25 12 9 11 9 19 11 24 21 16 25 33 15 22 25 12 9 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_18450Pp3c14_18450transcript PAC:32962582protein_codingNA c.-4553A>G NA NA NA NA 4553
Chr14 12267855 T C Chr14_12267855_T_CT_C SNP 16729.63 19 11 24 21 16 25 33 15 22 25 12 9 11 9 19 11 24 21 16 25 33 15 22 25 12 9 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18450-Pp3c14_18490Pp3c14_18450-Pp3c14_18490intergenic_regionPp3c14_18450-Pp3c14_18490NA NA n.12267855T>CNA NA NA NA NA
Chr14 12268255 G A Chr14_12268255_G_AG_A SNP 16380.63 33 11 10 18 17 22 30 17 16 20 15 12 14 8 33 11 10 18 17 22 30 17 16 20 15 12 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_18450Pp3c14_18450transcript PAC:32962581protein_codingNA c.-4926C>T NA NA NA NA 4528
Chr14 12268255 G A Chr14_12268255_G_AG_A SNP 16380.63 33 11 10 18 17 22 30 17 16 20 15 12 14 8 33 11 10 18 17 22 30 17 16 20 15 12 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_18450Pp3c14_18450transcript PAC:32962582protein_codingNA c.-4953C>T NA NA NA NA 4953
Chr14 12268255 G A Chr14_12268255_G_AG_A SNP 16380.63 33 11 10 18 17 22 30 17 16 20 15 12 14 8 33 11 10 18 17 22 30 17 16 20 15 12 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18450-Pp3c14_18490Pp3c14_18450-Pp3c14_18490intergenic_regionPp3c14_18450-Pp3c14_18490NA NA n.12268255G>ANA NA NA NA NA
Chr14 12268261 G C Chr14_12268261_G_CG_C SNP 16052.63 31 10 10 17 15 22 30 15 17 16 14 11 14 8 31 10 10 17 15 22 30 15 17 16 14 11 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_18450Pp3c14_18450transcript PAC:32962581protein_codingNA c.-4932C>G NA NA NA NA 4534
Chr14 12268261 G C Chr14_12268261_G_CG_C SNP 16052.63 31 10 10 17 15 22 30 15 17 16 14 11 14 8 31 10 10 17 15 22 30 15 17 16 14 11 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_18450Pp3c14_18450transcript PAC:32962582protein_codingNA c.-4959C>G NA NA NA NA 4959
Chr14 12268261 G C Chr14_12268261_G_CG_C SNP 16052.63 31 10 10 17 15 22 30 15 17 16 14 11 14 8 31 10 10 17 15 22 30 15 17 16 14 11 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18450-Pp3c14_18490Pp3c14_18450-Pp3c14_18490intergenic_regionPp3c14_18450-Pp3c14_18490NA NA n.12268261G>CNA NA NA NA NA
Chr14 12303276 A G Chr14_12303276_A_GA_G SNP 12583.63 19 9 17 12 13 17 22 11 9 10 14 11 11 10 20 9 17 14 13 17 22 11 10 10 14 11 12 10 0.95 1 1 0.857 1 1 1 1 0.9 1 1 1 0.917 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18450-Pp3c14_18490Pp3c14_18450-Pp3c14_18490intergenic_regionPp3c14_18450-Pp3c14_18490NA NA n.12303276A>GNA NA NA NA NA
Chr14 12303295 A C Chr14_12303295_A_CA_C SNP 12770.63 17 10 13 13 17 18 23 12 8 14 14 11 10 11 18 10 13 15 17 18 23 12 8 14 14 11 11 11 0.944 1 1 0.867 1 1 1 1 1 1 1 1 0.909 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18450-Pp3c14_18490Pp3c14_18450-Pp3c14_18490intergenic_regionPp3c14_18450-Pp3c14_18490NA NA n.12303295A>CNA NA NA NA NA
Chr14 12401620 C G Chr14_12401620_C_GC_G SNP 13598.63 20 13 11 16 18 30 22 17 17 20 16 18 13 10 20 13 11 16 18 30 22 17 17 20 16 18 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18541-Pp3c14_18580Pp3c14_18541-Pp3c14_18580intergenic_regionPp3c14_18541-Pp3c14_18580NA NA n.12401620C>GNA NA NA NA NA
Chr14 12550525 A AT Chr14_12550525_A_ATA_AT INDEL 13474.59 32 10 10 18 24 24 29 27 19 21 8 24 7 5 32 10 10 18 24 24 29 27 19 21 8 24 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_18810Pp3c14_18810transcript PAC:32962920protein_codingNA c.-2891_-2890insTNA NA NA NA 1358
Chr14 12550525 A AT Chr14_12550525_A_ATA_AT INDEL 13474.59 32 10 10 18 24 24 29 27 19 21 8 24 7 5 32 10 10 18 24 24 29 27 19 21 8 24 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_18810Pp3c14_18810transcript PAC:32962921protein_codingNA c.-2891_-2890insTNA NA NA NA 979
Chr14 12550525 A AT Chr14_12550525_A_ATA_AT INDEL 13474.59 32 10 10 18 24 24 29 27 19 21 8 24 7 5 32 10 10 18 24 24 29 27 19 21 8 24 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_18810Pp3c14_18810transcript PAC:32962922protein_codingNA c.-2891_-2890insTNA NA NA NA 1131
Chr14 12550525 A AT Chr14_12550525_A_ATA_AT INDEL 13474.59 32 10 10 18 24 24 29 27 19 21 8 24 7 5 32 10 10 18 24 24 29 27 19 21 8 24 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_18790-Pp3c14_18810Pp3c14_18790-Pp3c14_18810intergenic_regionPp3c14_18790-Pp3c14_18810NA NA n.12550525_12550526insTNA NA NA NA NA
Chr14 12636166 G GA Chr14_12636166_G_GAG_GA INDEL 16248.59 36 11 6 30 17 29 21 29 20 25 12 19 16 8 36 11 6 30 17 29 21 29 20 25 12 19 16 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636166_12636167insANA NA NA NA NA
Chr14 12636189 G GA Chr14_12636189_G_GAG_GA INDEL 19641.59 36 11 8 35 19 33 27 24 21 24 12 16 14 8 36 11 8 35 19 33 27 24 21 24 12 16 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636189_12636190insANA NA NA NA NA
Chr14 12636200 TC T Chr14_12636200_TC_TTC_T INDEL 20034.59 32 12 8 30 18 33 28 27 22 25 11 16 14 7 32 12 8 30 18 33 28 27 22 25 11 16 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636201delCNA NA NA NA NA
Chr14 12636204 T TTTTAAA Chr14_12636204_T_TTTTAAAT_TTTTAAA INDEL 20576.59 31 12 10 29 19 32 28 27 22 25 11 13 13 7 31 12 10 29 19 32 28 27 22 25 11 13 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636204_12636205insTTTAAANA NA NA NA NA
Chr14 12636206 ATC A Chr14_12636206_ATC_AATC_A INDEL 20621.59 31 15 10 27 19 32 29 25 20 26 12 12 14 7 31 15 10 27 19 32 29 25 20 26 12 12 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636207_12636208delTCNA NA NA NA NA
Chr14 12636212 G A Chr14_12636212_G_AG_A SNP 20225.63 33 16 11 24 20 32 27 25 20 26 14 12 14 6 33 16 11 24 20 32 27 25 20 26 14 12 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636212G>ANA NA NA NA NA
Chr14 12636214 GC G Chr14_12636214_GC_GGC_G INDEL 20351.59 33 15 11 24 20 31 27 25 20 27 15 12 13 6 33 15 11 24 20 31 27 25 20 27 15 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636215delCNA NA NA NA NA
Chr14 12636218 T TAA Chr14_12636218_T_TAAT_TAA INDEL 20801.59 35 15 11 23 20 31 27 24 19 26 14 12 14 6 35 15 11 23 20 31 27 24 19 26 14 12 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636218_12636219insAANA NA NA NA NA
Chr14 12636219 G GTT Chr14_12636219_G_GTTG_GTT INDEL 20936.59 35 15 12 24 21 31 27 25 19 25 13 12 14 5 35 15 12 24 21 31 27 25 19 25 13 12 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636219_12636220insTTNA NA NA NA NA
Chr14 12636220 G T Chr14_12636220_G_TG_T SNP 20958.63 36 15 12 22 20 30 28 25 19 26 12 12 14 5 36 15 12 22 20 30 28 25 19 26 12 12 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636220G>TNA NA NA NA NA
Chr14 12636222 GGACGC G Chr14_12636222_GGACGC_GGGACGC_G INDEL 20139.59 36 15 12 22 20 31 27 25 19 25 11 10 14 5 36 15 12 22 20 31 27 25 19 25 11 10 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636223_12636227delGACGCNA NA NA NA NA
Chr14 12636247 A AT Chr14_12636247_A_ATA_AT INDEL 13882.59 31 10 14 22 18 26 25 26 19 26 16 12 12 7 31 10 14 22 18 26 25 26 19 26 16 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19010-Pp3c14_19070Pp3c14_19010-Pp3c14_19070intergenic_regionPp3c14_19010-Pp3c14_19070NA NA n.12636247_12636248insTNA NA NA NA NA
Chr14 12797646 TGTTCACGA T Chr14_12797646_TGTTCACGA_TTGTTCACGA_TINDEL 448.37 0 11 0 0 0 0 0 0 0 0 0 0 0 0 25 11 11 24 17 18 33 16 17 31 21 12 15 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c14_19380Pp3c14_19380transcript PAC:32962232protein_codingNA c.-4908_-4901delTCGTGAACNA NA NA NA 4413
Chr14 12797646 TGTTCACGA T Chr14_12797646_TGTTCACGA_TTGTTCACGA_TINDEL 448.37 0 11 0 0 0 0 0 0 0 0 0 0 0 0 25 11 11 24 17 18 33 16 17 31 21 12 15 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c14_19400Pp3c14_19400transcript PAC:32961117protein_codingNA c.-803_-796delGTTCACGANA NA NA NA 803
Chr14 12797646 TGTTCACGA T Chr14_12797646_TGTTCACGA_TTGTTCACGA_TINDEL 448.37 0 11 0 0 0 0 0 0 0 0 0 0 0 0 25 11 11 24 17 18 33 16 17 31 21 12 15 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c14_19410Pp3c14_19410transcript PAC:32961854protein_codingNA c.-3739_-3732delGTTCACGANA NA NA NA 3383
Chr14 12797646 TGTTCACGA T Chr14_12797646_TGTTCACGA_TTGTTCACGA_TINDEL 448.37 0 11 0 0 0 0 0 0 0 0 0 0 0 0 25 11 11 24 17 18 33 16 17 31 21 12 15 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c14_19380Pp3c14_19380transcript PAC:32962233protein_codingNA c.-4908_-4901delTCGTGAACNA NA NA NA 4400
Chr14 12797646 TGTTCACGA T Chr14_12797646_TGTTCACGA_TTGTTCACGA_TINDEL 448.37 0 11 0 0 0 0 0 0 0 0 0 0 0 0 25 11 11 24 17 18 33 16 17 31 21 12 15 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c14_19380Pp3c14_19380transcript PAC:32962234protein_codingNA c.-4908_-4901delTCGTGAACNA NA NA NA 4413
Chr14 12797646 TGTTCACGA T Chr14_12797646_TGTTCACGA_TTGTTCACGA_TINDEL 448.37 0 11 0 0 0 0 0 0 0 0 0 0 0 0 25 11 11 24 17 18 33 16 17 31 21 12 15 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c14_19400Pp3c14_19400transcript PAC:32961118protein_codingNA c.-803_-796delGTTCACGANA NA NA NA 536
Chr14 12797646 TGTTCACGA T Chr14_12797646_TGTTCACGA_TTGTTCACGA_TINDEL 448.37 0 11 0 0 0 0 0 0 0 0 0 0 0 0 25 11 11 24 17 18 33 16 17 31 21 12 15 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c14_19410Pp3c14_19410transcript PAC:32961855protein_codingNA c.-3739_-3732delGTTCACGANA NA NA NA 3605
Chr14 12797646 TGTTCACGA T Chr14_12797646_TGTTCACGA_TTGTTCACGA_TINDEL 448.37 0 11 0 0 0 0 0 0 0 0 0 0 0 0 25 11 11 24 17 18 33 16 17 31 21 12 15 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intron_variantMODIFIER Pp3c14_19390Pp3c14_19390transcript PAC:32959952protein_coding 01-janv c.141+159_141+166delTCGTGAACNA NA NA NA NA
Chr14 12836767 G A Chr14_12836767_G_AG_A SNP 4423.98 0 0 0 1 0 0 0 0 20 28 17 13 9 12 33 9 13 21 18 22 25 20 20 28 17 13 9 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c14_19440-Pp3c14_19470Pp3c14_19440-Pp3c14_19470intergenic_regionPp3c14_19440-Pp3c14_19470NA NA n.12836767G>ANA NA NA NA NA
Chr14 12862496 T TA Chr14_12862496_T_TAT_TA INDEL 14793.59 29 12 21 28 22 29 24 25 25 29 10 24 13 6 29 12 21 28 22 29 24 25 25 29 10 24 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_19481Pp3c14_19481transcript PAC:32963302protein_codingNA c.-3989_-3988insTNA NA NA NA 3989
Chr14 12862496 T TA Chr14_12862496_T_TAT_TA INDEL 14793.59 29 12 21 28 22 29 24 25 25 29 10 24 13 6 29 12 21 28 22 29 24 25 25 29 10 24 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19481-Pp3c14_19520Pp3c14_19481-Pp3c14_19520intergenic_regionPp3c14_19481-Pp3c14_19520NA NA n.12862496_12862497insANA NA NA NA NA
Chr14 13073468 G T Chr14_13073468_G_TG_T SNP 18546.63 31 18 18 30 11 39 14 22 25 16 14 9 14 9 31 18 18 30 11 39 14 22 25 16 14 9 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_19930-Pp3c14_19950Pp3c14_19930-Pp3c14_19950intergenic_regionPp3c14_19930-Pp3c14_19950NA NA n.13073468G>TNA NA NA NA NA
Chr14 13261026 T TTA Chr14_13261026_T_TTAT_TTA INDEL 200.37 1 1 0 0 0 1 1 1 0 2 0 0 0 9 13 10 8 12 11 11 14 11 7 10 4 6 9 9 0 0 0 0 0 0 0 0 0 0.2 0 0 0 1 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c14_20240-Pp3c14_20300Pp3c14_20240-Pp3c14_20300intergenic_regionPp3c14_20240-Pp3c14_20300NA NA n.13261026_13261027insTANA NA NA NA NA
Chr14 13278040 G T Chr14_13278040_G_TG_T SNP 21775.63 28 20 13 22 18 40 27 24 21 25 31 18 14 24 28 20 13 22 18 40 27 24 21 25 31 18 14 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_20240-Pp3c14_20300Pp3c14_20240-Pp3c14_20300intergenic_regionPp3c14_20240-Pp3c14_20300NA NA n.13278040G>TNA NA NA NA NA
Chr14 13278050 G A Chr14_13278050_G_AG_A SNP 22126.63 28 20 12 22 18 41 28 24 22 27 31 18 13 22 28 20 12 22 18 41 28 24 22 27 31 18 13 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_20240-Pp3c14_20300Pp3c14_20240-Pp3c14_20300intergenic_regionPp3c14_20240-Pp3c14_20300NA NA n.13278050G>ANA NA NA NA NA
Chr14 13278063 AT A Chr14_13278063_AT_AAT_A INDEL 22865.59 27 19 15 25 18 40 30 23 25 32 32 20 14 24 27 19 15 25 18 40 30 23 25 32 32 20 14 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_20240-Pp3c14_20300Pp3c14_20240-Pp3c14_20300intergenic_regionPp3c14_20240-Pp3c14_20300NA NA n.13278064delTNA NA NA NA NA
Chr14 13278068 CT C Chr14_13278068_CT_CCT_C INDEL 22287.59 27 20 15 26 17 39 28 21 25 32 29 20 15 23 27 20 15 26 17 39 28 21 25 32 29 20 15 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_20240-Pp3c14_20300Pp3c14_20240-Pp3c14_20300intergenic_regionPp3c14_20240-Pp3c14_20300NA NA n.13278069delTNA NA NA NA NA
Chr14 13341052 G A Chr14_13341052_G_AG_A SNP 19227.63 25 15 15 16 18 33 38 26 34 21 23 21 9 8 25 15 15 16 18 33 38 26 34 21 23 21 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_20340-Pp3c14_20380Pp3c14_20340-Pp3c14_20380intergenic_regionPp3c14_20340-Pp3c14_20380NA NA n.13341052G>ANA NA NA NA NA
Chr14 13347571 G A Chr14_13347571_G_AG_A SNP 19493.63 25 12 22 29 16 25 24 20 32 15 20 23 12 17 25 12 22 29 16 25 24 20 32 15 20 23 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_20340-Pp3c14_20380Pp3c14_20340-Pp3c14_20380intergenic_regionPp3c14_20340-Pp3c14_20380NA NA n.13347571G>ANA NA NA NA NA
Chr14 13347704 C CA Chr14_13347704_C_CAC_CA INDEL 16782.59 32 9 16 19 19 25 24 21 23 20 20 14 12 15 32 9 16 19 19 25 24 21 23 20 20 14 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_20340-Pp3c14_20380Pp3c14_20340-Pp3c14_20380intergenic_regionPp3c14_20340-Pp3c14_20380NA NA n.13347704_13347705insANA NA NA NA NA
Chr14 13348893 T G Chr14_13348893_T_GT_G SNP 21791.63 18 13 18 27 18 35 35 21 17 28 25 16 10 15 18 13 18 27 18 35 35 21 17 28 25 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_20340-Pp3c14_20380Pp3c14_20340-Pp3c14_20380intergenic_regionPp3c14_20340-Pp3c14_20380NA NA n.13348893T>GNA NA NA NA NA
Chr14 13348894 G A Chr14_13348894_G_AG_A SNP 21791.63 18 13 18 27 18 36 36 21 17 28 25 16 10 15 18 13 18 27 18 36 36 21 17 28 25 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_20340-Pp3c14_20380Pp3c14_20340-Pp3c14_20380intergenic_regionPp3c14_20340-Pp3c14_20380NA NA n.13348894G>ANA NA NA NA NA
Chr14 13351383 C CA Chr14_13351383_C_CAC_CA INDEL 14466.59 22 12 12 19 11 18 13 24 13 16 7 13 5 5 22 12 12 19 11 18 13 24 13 16 7 13 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_20340-Pp3c14_20380Pp3c14_20340-Pp3c14_20380intergenic_regionPp3c14_20340-Pp3c14_20380NA NA n.13351383_13351384insANA NA NA NA NA
Chr14 13351390 C CA Chr14_13351390_C_CAC_CA INDEL 14647.59 22 12 13 20 12 18 15 24 13 16 12 13 5 5 22 12 13 20 12 18 15 24 13 16 12 13 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_20340-Pp3c14_20380Pp3c14_20340-Pp3c14_20380intergenic_regionPp3c14_20340-Pp3c14_20380NA NA n.13351390_13351391insANA NA NA NA NA
Chr14 13513858 GTATATA G Chr14_13513858_GTATATA_GGTATATA_G INDEL 313.37 0 0 0 0 0 0 0 0 0 0 0 0 0 8 29 18 23 23 20 33 30 19 13 14 9 9 11 8 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c14_20660Pp3c14_20660transcript PAC:32959789protein_codingNA c.*4087_*4092delTATATANA NA NA NA 3995
Chr14 13513858 GTATATA G Chr14_13513858_GTATATA_GGTATATA_G INDEL 313.37 0 0 0 0 0 0 0 0 0 0 0 0 0 8 29 18 23 23 20 33 30 19 13 14 9 9 11 8 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c14_20670Pp3c14_20670transcript PAC:32962054protein_codingNA c.*910_*915delTATATANA NA NA NA 426
Chr14 13513858 GTATATA G Chr14_13513858_GTATATA_GGTATATA_G INDEL 313.37 0 0 0 0 0 0 0 0 0 0 0 0 0 8 29 18 23 23 20 33 30 19 13 14 9 9 11 8 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c14_20670Pp3c14_20670transcript PAC:32962055protein_codingNA c.*910_*915delTATATANA NA NA NA 392
Chr14 13513858 GTATATA G Chr14_13513858_GTATATA_GGTATATA_G INDEL 313.37 0 0 0 0 0 0 0 0 0 0 0 0 0 8 29 18 23 23 20 33 30 19 13 14 9 9 11 8 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c14_20670-Pp3c14_20680Pp3c14_20670-Pp3c14_20680intergenic_regionPp3c14_20670-Pp3c14_20680NA NA n.13513859_13513864delTATATANA NA NA NA NA
Chr14 13649060 C CA Chr14_13649060_C_CAC_CA INDEL 16817.59 31 22 12 26 20 30 31 18 21 18 15 14 16 9 31 22 12 26 20 30 31 18 21 18 15 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_21020-Pp3c14_21030Pp3c14_21020-Pp3c14_21030intergenic_regionPp3c14_21020-Pp3c14_21030NA NA n.13649060_13649061insANA NA NA NA NA
Chr14 13697603 AC A Chr14_13697603_AC_AAC_A INDEL 17807.59 25 14 11 28 13 20 27 22 13 16 20 16 11 11 25 14 11 28 13 20 27 22 13 16 20 16 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_21120Pp3c14_21120transcript PAC:32959886protein_coding 01-janv c.-117-69delGNA NA NA NA NA
Chr14 13697603 AC A Chr14_13697603_AC_AAC_A INDEL 17807.59 25 14 11 28 13 20 27 22 13 16 20 16 11 11 25 14 11 28 13 20 27 22 13 16 20 16 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_21120Pp3c14_21120transcript PAC:32959887protein_coding 01-janv c.-117-69delGNA NA NA NA NA
Chr14 13697603 AC A Chr14_13697603_AC_AAC_A INDEL 17807.59 25 14 11 28 13 20 27 22 13 16 20 16 11 11 25 14 11 28 13 20 27 22 13 16 20 16 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_21120Pp3c14_21120transcript PAC:32959888protein_coding 01-févr c.-117-69delGNA NA NA NA NA
Chr14 13697606 C G Chr14_13697606_C_GC_G SNP 17816.63 26 15 11 28 14 21 28 22 13 16 20 17 11 11 26 15 11 28 14 21 28 22 13 16 20 17 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_21120Pp3c14_21120transcript PAC:32959886protein_coding 01-janv c.-117-71G>CNA NA NA NA NA
Chr14 13697606 C G Chr14_13697606_C_GC_G SNP 17816.63 26 15 11 28 14 21 28 22 13 16 20 17 11 11 26 15 11 28 14 21 28 22 13 16 20 17 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_21120Pp3c14_21120transcript PAC:32959887protein_coding 01-janv c.-117-71G>CNA NA NA NA NA
Chr14 13697606 C G Chr14_13697606_C_GC_G SNP 17816.63 26 15 11 28 14 21 28 22 13 16 20 17 11 11 26 15 11 28 14 21 28 22 13 16 20 17 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_21120Pp3c14_21120transcript PAC:32959888protein_coding 01-févr c.-117-71G>CNA NA NA NA NA
Chr14 13749227 A G Chr14_13749227_A_GA_G SNP 5813.29 0 0 0 31 24 17 29 16 0 0 0 0 0 0 15 12 11 31 24 17 29 16 11 27 18 14 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 5_prime_UTR_variantMODIFIER Pp3c14_21270Pp3c14_21270transcript PAC:32961290protein_coding janv-19 c.-702T>C NA NA NA NA 702
Chr14 13749227 A G Chr14_13749227_A_GA_G SNP 5813.29 0 0 0 31 24 17 29 16 0 0 0 0 0 0 15 12 11 31 24 17 29 16 11 27 18 14 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c14_21270Pp3c14_21270transcript PAC:32961289protein_codingNA c.-163T>C NA NA NA NA 31
Chr14 13749227 A G Chr14_13749227_A_GA_G SNP 5813.29 0 0 0 31 24 17 29 16 0 0 0 0 0 0 15 12 11 31 24 17 29 16 11 27 18 14 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c14_21270Pp3c14_21270transcript PAC:32961293protein_codingNA c.-702T>C NA NA NA NA 31
Chr14 13749227 A G Chr14_13749227_A_GA_G SNP 5813.29 0 0 0 31 24 17 29 16 0 0 0 0 0 0 15 12 11 31 24 17 29 16 11 27 18 14 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c14_21270Pp3c14_21270transcript PAC:32961292protein_codingNA c.-702T>C NA NA NA NA 23
Chr14 13749227 A G Chr14_13749227_A_GA_G SNP 5813.29 0 0 0 31 24 17 29 16 0 0 0 0 0 0 15 12 11 31 24 17 29 16 11 27 18 14 12 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c14_21270Pp3c14_21270transcript PAC:32961291protein_coding janv-19 c.-592+31T>CNA NA NA NA NA
Chr14 13759023 TA T Chr14_13759023_TA_TTA_T INDEL 12373.59 22 11 10 16 17 22 15 22 15 27 17 18 5 5 22 11 10 16 17 22 15 22 15 27 17 18 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_21270-Pp3c14_21289Pp3c14_21270-Pp3c14_21289intergenic_regionPp3c14_21270-Pp3c14_21289NA NA n.13759024delANA NA NA NA NA
Chr14 13792733 C A Chr14_13792733_C_AC_A SNP 20571.63 27 9 9 32 21 29 21 18 19 25 21 23 15 15 27 9 9 32 21 29 21 19 19 25 21 23 15 15 1 1 1 1 1 1 1 0.947 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_21310Pp3c14_21310transcript PAC:32963249protein_codingNA c.-3730C>A NA NA NA NA 3033
Chr14 13792733 C A Chr14_13792733_C_AC_A SNP 20571.63 27 9 9 32 21 29 21 18 19 25 21 23 15 15 27 9 9 32 21 29 21 19 19 25 21 23 15 15 1 1 1 1 1 1 1 0.947 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_21300-Pp3c14_21310Pp3c14_21300-Pp3c14_21310intergenic_regionPp3c14_21300-Pp3c14_21310NA NA n.13792733C>ANA NA NA NA NA
Chr14 13796872 T TA Chr14_13796872_T_TAT_TA INDEL 15315.59 29 23 19 22 28 29 37 18 16 30 14 14 9 11 29 23 19 22 28 29 37 18 16 30 14 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_21330Pp3c14_21330transcript PAC:32960170protein_codingNA c.-4208_-4207insANA NA NA NA 4207
Chr14 13796872 T TA Chr14_13796872_T_TAT_TA INDEL 15315.59 29 23 19 22 28 29 37 18 16 30 14 14 9 11 29 23 19 22 28 29 37 18 16 30 14 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_21310Pp3c14_21310transcript PAC:32963249protein_codingNA c.*215_*216insANA NA NA NA 19
Chr14 13796872 T TA Chr14_13796872_T_TAT_TA INDEL 15315.59 29 23 19 22 28 29 37 18 16 30 14 14 9 11 29 23 19 22 28 29 37 18 16 30 14 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_21340Pp3c14_21340transcript PAC:32961963protein_codingNA c.*5735_*5736insTNA NA NA NA 4897
Chr14 13796872 T TA Chr14_13796872_T_TAT_TA INDEL 15315.59 29 23 19 22 28 29 37 18 16 30 14 14 9 11 29 23 19 22 28 29 37 18 16 30 14 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_21310-Pp3c14_21330Pp3c14_21310-Pp3c14_21330intergenic_regionPp3c14_21310-Pp3c14_21330NA NA n.13796872_13796873insANA NA NA NA NA
Chr14 14177138 A AT Chr14_14177138_A_ATA_AT INDEL 18563.59 28 10 17 19 24 27 23 22 26 26 14 16 8 8 28 10 17 19 24 27 23 22 26 26 14 16 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_21940-Pp3c14_22010Pp3c14_21940-Pp3c14_22010intergenic_regionPp3c14_21940-Pp3c14_22010NA NA n.14177138_14177139insTNA NA NA NA NA
Chr14 14177143 CG C Chr14_14177143_CG_CCG_C INDEL 18835.59 26 10 18 21 24 28 23 24 25 26 14 17 8 7 26 10 18 21 24 28 23 24 25 26 14 17 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_21940-Pp3c14_22010Pp3c14_21940-Pp3c14_22010intergenic_regionPp3c14_21940-Pp3c14_22010NA NA n.14177144delGNA NA NA NA NA
Chr14 14290907 TC T Chr14_14290907_TC_TTC_T INDEL 18662.59 37 23 22 34 18 21 27 17 23 25 8 16 14 8 37 23 22 34 18 21 27 17 23 25 8 16 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_22150Pp3c14_22150transcript PAC:32961489protein_coding sept-28 c.1261-28delCNA NA NA NA NA
Chr14 14290907 TC T Chr14_14290907_TC_TTC_T INDEL 18662.59 37 23 22 34 18 21 27 17 23 25 8 16 14 8 37 23 22 34 18 21 27 17 23 25 8 16 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_22150Pp3c14_22150transcript PAC:32961490protein_coding oct-29 c.1261-28delCNA NA NA NA NA
Chr14 14290907 TC T Chr14_14290907_TC_TTC_T INDEL 18662.59 37 23 22 34 18 21 27 17 23 25 8 16 14 8 37 23 22 34 18 21 27 17 23 25 8 16 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_22150Pp3c14_22150transcript PAC:32961491protein_coding sept-28 c.1261-28delCNA NA NA NA NA
Chr14 14290907 TC T Chr14_14290907_TC_TTC_T INDEL 18662.59 37 23 22 34 18 21 27 17 23 25 8 16 14 8 37 23 22 34 18 21 27 17 23 25 8 16 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_22150Pp3c14_22150transcript PAC:32961492protein_coding sept-28 c.1261-28delCNA NA NA NA NA
Chr14 14290907 TC T Chr14_14290907_TC_TTC_T INDEL 18662.59 37 23 22 34 18 21 27 17 23 25 8 16 14 8 37 23 22 34 18 21 27 17 23 25 8 16 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_22150Pp3c14_22150transcript PAC:32961493protein_coding oct-29 c.1261-28delCNA NA NA NA NA
Chr14 14290907 TC T Chr14_14290907_TC_TTC_T INDEL 18662.59 37 23 22 34 18 21 27 17 23 25 8 16 14 8 37 23 22 34 18 21 27 17 23 25 8 16 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_22150Pp3c14_22150transcript PAC:32961494protein_coding oct-29 c.1261-28delCNA NA NA NA NA
Chr14 14315789 A AAT Chr14_14315789_A_AATA_AAT INDEL 9017.59 23 8 12 11 7 21 18 11 0 0 0 0 0 0 23 8 12 12 7 22 21 11 17 8 4 10 5 5 1 1 1 0.917 1 0.955 0.857 1 0 0 0 0 0 0 0 8 8 0 0 5 3 upstream_gene_variantMODIFIER Pp3c14_22180Pp3c14_22180transcript PAC:32960620protein_codingNA c.-1994_-1993insATNA NA NA NA 1302
Chr14 14315789 A AAT Chr14_14315789_A_AATA_AAT INDEL 9017.59 23 8 12 11 7 21 18 11 0 0 0 0 0 0 23 8 12 12 7 22 21 11 17 8 4 10 5 5 1 1 1 0.917 1 0.955 0.857 1 0 0 0 0 0 0 0 8 8 0 0 5 3 upstream_gene_variantMODIFIER Pp3c14_22180Pp3c14_22180transcript PAC:32960621protein_codingNA c.-1994_-1993insATNA NA NA NA 1372
Chr14 14315789 A AAT Chr14_14315789_A_AATA_AAT INDEL 9017.59 23 8 12 11 7 21 18 11 0 0 0 0 0 0 23 8 12 12 7 22 21 11 17 8 4 10 5 5 1 1 1 0.917 1 0.955 0.857 1 0 0 0 0 0 0 0 8 8 0 0 5 3 intergenic_regionMODIFIER Pp3c14_22180-Pp3c14_22210Pp3c14_22180-Pp3c14_22210intergenic_regionPp3c14_22180-Pp3c14_22210NA NA n.14315789_14315790insATNA NA NA NA NA
Chr14 14315789 A AATAT Chr14_14315789_A_AATATA_AATAT INDEL 9017.59 0 0 0 0 0 1 2 0 17 8 4 10 5 5 23 8 12 12 7 22 21 11 17 8 4 10 5 5 0 0 0 0 0 0 0.095 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c14_22180Pp3c14_22180transcript PAC:32960620protein_codingNA c.-1994_-1993insATATNA NA NA NA 1302
Chr14 14315789 A AATAT Chr14_14315789_A_AATATA_AATAT INDEL 9017.59 0 0 0 0 0 1 2 0 17 8 4 10 5 5 23 8 12 12 7 22 21 11 17 8 4 10 5 5 0 0 0 0 0 0 0.095 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c14_22180Pp3c14_22180transcript PAC:32960621protein_codingNA c.-1994_-1993insATATNA NA NA NA 1372
Chr14 14315789 A AATAT Chr14_14315789_A_AATATA_AATAT INDEL 9017.59 0 0 0 0 0 1 2 0 17 8 4 10 5 5 23 8 12 12 7 22 21 11 17 8 4 10 5 5 0 0 0 0 0 0 0.095 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c14_22180-Pp3c14_22210Pp3c14_22180-Pp3c14_22210intergenic_regionPp3c14_22180-Pp3c14_22210NA NA n.14315789_14315790insATATNA NA NA NA NA
Chr14 14403462 TTA T Chr14_14403462_TTA_TTTA_T INDEL 6683.24 12 9 10 0 0 1 0 0 13 13 12 13 5 12 12 9 10 23 11 22 25 19 13 13 13 13 5 13 1 1 1 0 0 0 0 0 1 1 0.923 1 1 0.923 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c14_22380Pp3c14_22380transcript PAC:32962636protein_codingNA c.*1077_*1078delTANA NA NA NA 828
Chr14 14403462 TTA T Chr14_14403462_TTA_TTTA_T INDEL 6683.24 12 9 10 0 0 1 0 0 13 13 12 13 5 12 12 9 10 23 11 22 25 19 13 13 13 13 5 13 1 1 1 0 0 0 0 0 1 1 0.923 1 1 0.923 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c14_22380Pp3c14_22380transcript PAC:32962637protein_codingNA c.*1077_*1078delTANA NA NA NA 761
Chr14 14403462 TTA T Chr14_14403462_TTA_TTTA_T INDEL 6683.24 12 9 10 0 0 1 0 0 13 13 12 13 5 12 12 9 10 23 11 22 25 19 13 13 13 13 5 13 1 1 1 0 0 0 0 0 1 1 0.923 1 1 0.923 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c14_22380-Pp3c14_22400Pp3c14_22380-Pp3c14_22400intergenic_regionPp3c14_22380-Pp3c14_22400NA NA n.14403463_14403464delTANA NA NA NA NA
Chr14 14539900 A AAT Chr14_14539900_A_AATA_AAT INDEL 2580.24 0 1 1 13 10 11 24 15 1 0 0 0 0 0 19 13 13 13 10 11 24 16 16 16 11 15 5 8 0 0 0 1 1 1 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c14_22690Pp3c14_22690transcript PAC:32961814protein_codingNA c.-2647_-2646insATNA NA NA NA 2282
Chr14 14539900 A AAT Chr14_14539900_A_AATA_AAT INDEL 2580.24 0 1 1 13 10 11 24 15 1 0 0 0 0 0 19 13 13 13 10 11 24 16 16 16 11 15 5 8 0 0 0 1 1 1 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c14_22700Pp3c14_22700transcript PAC:32962300protein_codingNA c.-4482_-4481insATNA NA NA NA 4481
Chr14 14539900 A AAT Chr14_14539900_A_AATA_AAT INDEL 2580.24 0 1 1 13 10 11 24 15 1 0 0 0 0 0 19 13 13 13 10 11 24 16 16 16 11 15 5 8 0 0 0 1 1 1 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c14_22690Pp3c14_22690transcript PAC:32961816protein_codingNA c.-1399_-1398insATNA NA NA NA 1399
Chr14 14539900 A AAT Chr14_14539900_A_AATA_AAT INDEL 2580.24 0 1 1 13 10 11 24 15 1 0 0 0 0 0 19 13 13 13 10 11 24 16 16 16 11 15 5 8 0 0 0 1 1 1 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c14_22690Pp3c14_22690transcript PAC:32961815protein_codingNA c.-1399_-1398insATNA NA NA NA 1269
Chr14 14539900 A AAT Chr14_14539900_A_AATA_AAT INDEL 2580.24 0 1 1 13 10 11 24 15 1 0 0 0 0 0 19 13 13 13 10 11 24 16 16 16 11 15 5 8 0 0 0 1 1 1 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_22691Pp3c14_22691transcript PAC:32959732protein_codingNA c.*1691_*1692insATNA NA NA NA 1583
Chr14 14539900 A AAT Chr14_14539900_A_AATA_AAT INDEL 2580.24 0 1 1 13 10 11 24 15 1 0 0 0 0 0 19 13 13 13 10 11 24 16 16 16 11 15 5 8 0 0 0 1 1 1 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_22710Pp3c14_22710transcript PAC:32961154protein_codingNA c.*4761_*4762insATNA NA NA NA 4589
Chr14 14539900 A AAT Chr14_14539900_A_AATA_AAT INDEL 2580.24 0 1 1 13 10 11 24 15 1 0 0 0 0 0 19 13 13 13 10 11 24 16 16 16 11 15 5 8 0 0 0 1 1 1 1 0.938 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_22690-Pp3c14_22700Pp3c14_22690-Pp3c14_22700intergenic_regionPp3c14_22690-Pp3c14_22700NA NA n.14539900_14539901insATNA NA NA NA NA
Chr14 14614820 TA T Chr14_14614820_TA_TTA_T INDEL 15175.59 25 12 20 21 29 28 15 20 23 22 19 19 19 10 25 12 20 21 29 28 15 20 23 22 19 19 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_22830-Pp3c14_22850Pp3c14_22830-Pp3c14_22850intergenic_regionPp3c14_22830-Pp3c14_22850NA NA n.14614821delANA NA NA NA NA
Chr14 14614874 C A Chr14_14614874_C_AC_A SNP 20915.63 24 13 19 21 29 26 22 28 24 28 20 17 13 7 24 13 19 21 29 26 22 28 24 28 20 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_22830-Pp3c14_22850Pp3c14_22830-Pp3c14_22850intergenic_regionPp3c14_22830-Pp3c14_22850NA NA n.14614874C>ANA NA NA NA NA
Chr14 14614899 C T Chr14_14614899_C_TC_T SNP 20735.63 23 15 19 25 27 25 23 28 20 26 14 22 10 7 23 15 19 25 27 25 23 28 20 26 14 22 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_22830-Pp3c14_22850Pp3c14_22830-Pp3c14_22850intergenic_regionPp3c14_22830-Pp3c14_22850NA NA n.14614899C>TNA NA NA NA NA
Chr14 14634677 A AAT Chr14_14634677_A_AATA_AAT INDEL 2099.93 0 0 0 0 0 2 0 0 23 14 9 6 5 9 24 11 13 20 16 13 21 13 23 14 9 6 5 9 0 0 0 0 0 0.154 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c14_22830-Pp3c14_22850Pp3c14_22830-Pp3c14_22850intergenic_regionPp3c14_22830-Pp3c14_22850NA NA n.14634677_14634678insATNA NA NA NA NA
Chr14 14662408 GA G Chr14_14662408_GA_GGA_G INDEL 17063.59 23 17 17 30 17 16 27 20 18 23 15 15 10 10 23 17 17 30 17 16 27 20 18 23 15 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962906protein_codingNA c.*1612delA NA NA NA NA 1140
Chr14 14662408 GA G Chr14_14662408_GA_GGA_G INDEL 17063.59 23 17 17 30 17 16 27 20 18 23 15 15 10 10 23 17 17 30 17 16 27 20 18 23 15 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962908protein_codingNA c.*1612delA NA NA NA NA 1150
Chr14 14662408 GA G Chr14_14662408_GA_GGA_G INDEL 17063.59 23 17 17 30 17 16 27 20 18 23 15 15 10 10 23 17 17 30 17 16 27 20 18 23 15 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962907protein_codingNA c.*1612delA NA NA NA NA 1260
Chr14 14662408 GA G Chr14_14662408_GA_GGA_G INDEL 17063.59 23 17 17 30 17 16 27 20 18 23 15 15 10 10 23 17 17 30 17 16 27 20 18 23 15 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962909protein_codingNA c.*1612delA NA NA NA NA 1260
Chr14 14662408 GA G Chr14_14662408_GA_GGA_G INDEL 17063.59 23 17 17 30 17 16 27 20 18 23 15 15 10 10 23 17 17 30 17 16 27 20 18 23 15 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962910protein_codingNA c.*1612delA NA NA NA NA 1260
Chr14 14662408 GA G Chr14_14662408_GA_GGA_G INDEL 17063.59 23 17 17 30 17 16 27 20 18 23 15 15 10 10 23 17 17 30 17 16 27 20 18 23 15 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_22870-Pp3c14_22890Pp3c14_22870-Pp3c14_22890intergenic_regionPp3c14_22870-Pp3c14_22890NA NA n.14662409delANA NA NA NA NA
Chr14 14662454 A T Chr14_14662454_A_TA_T SNP 11510.63 14 13 10 18 12 7 13 15 14 14 9 8 7 5 14 13 10 18 12 7 13 15 14 14 9 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962906protein_codingNA c.*1657A>T NA NA NA NA 1185
Chr14 14662454 A T Chr14_14662454_A_TA_T SNP 11510.63 14 13 10 18 12 7 13 15 14 14 9 8 7 5 14 13 10 18 12 7 13 15 14 14 9 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962908protein_codingNA c.*1657A>T NA NA NA NA 1195
Chr14 14662454 A T Chr14_14662454_A_TA_T SNP 11510.63 14 13 10 18 12 7 13 15 14 14 9 8 7 5 14 13 10 18 12 7 13 15 14 14 9 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962907protein_codingNA c.*1657A>T NA NA NA NA 1305
Chr14 14662454 A T Chr14_14662454_A_TA_T SNP 11510.63 14 13 10 18 12 7 13 15 14 14 9 8 7 5 14 13 10 18 12 7 13 15 14 14 9 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962909protein_codingNA c.*1657A>T NA NA NA NA 1305
Chr14 14662454 A T Chr14_14662454_A_TA_T SNP 11510.63 14 13 10 18 12 7 13 15 14 14 9 8 7 5 14 13 10 18 12 7 13 15 14 14 9 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962910protein_codingNA c.*1657A>T NA NA NA NA 1305
Chr14 14662454 A T Chr14_14662454_A_TA_T SNP 11510.63 14 13 10 18 12 7 13 15 14 14 9 8 7 5 14 13 10 18 12 7 13 15 14 14 9 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_22870-Pp3c14_22890Pp3c14_22870-Pp3c14_22890intergenic_regionPp3c14_22870-Pp3c14_22890NA NA n.14662454A>TNA NA NA NA NA
Chr14 14662463 G T Chr14_14662463_G_TG_T SNP 11113.63 14 10 6 15 12 8 15 14 12 12 10 9 8 5 14 10 6 15 12 8 15 14 12 12 10 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962906protein_codingNA c.*1666G>T NA NA NA NA 1194



Chr14 14662463 G T Chr14_14662463_G_TG_T SNP 11113.63 14 10 6 15 12 8 15 14 12 12 10 9 8 5 14 10 6 15 12 8 15 14 12 12 10 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962908protein_codingNA c.*1666G>T NA NA NA NA 1204
Chr14 14662463 G T Chr14_14662463_G_TG_T SNP 11113.63 14 10 6 15 12 8 15 14 12 12 10 9 8 5 14 10 6 15 12 8 15 14 12 12 10 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962907protein_codingNA c.*1666G>T NA NA NA NA 1314
Chr14 14662463 G T Chr14_14662463_G_TG_T SNP 11113.63 14 10 6 15 12 8 15 14 12 12 10 9 8 5 14 10 6 15 12 8 15 14 12 12 10 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962909protein_codingNA c.*1666G>T NA NA NA NA 1314
Chr14 14662463 G T Chr14_14662463_G_TG_T SNP 11113.63 14 10 6 15 12 8 15 14 12 12 10 9 8 5 14 10 6 15 12 8 15 14 12 12 10 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962910protein_codingNA c.*1666G>T NA NA NA NA 1314
Chr14 14662463 G T Chr14_14662463_G_TG_T SNP 11113.63 14 10 6 15 12 8 15 14 12 12 10 9 8 5 14 10 6 15 12 8 15 14 12 12 10 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_22870-Pp3c14_22890Pp3c14_22870-Pp3c14_22890intergenic_regionPp3c14_22870-Pp3c14_22890NA NA n.14662463G>TNA NA NA NA NA
Chr14 14662519 G A Chr14_14662519_G_AG_A SNP 12705.63 16 7 8 19 10 15 21 12 12 15 6 10 4 10 16 7 8 19 10 15 21 12 12 15 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962906protein_codingNA c.*1722G>A NA NA NA NA 1250
Chr14 14662519 G A Chr14_14662519_G_AG_A SNP 12705.63 16 7 8 19 10 15 21 12 12 15 6 10 4 10 16 7 8 19 10 15 21 12 12 15 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962908protein_codingNA c.*1722G>A NA NA NA NA 1260
Chr14 14662519 G A Chr14_14662519_G_AG_A SNP 12705.63 16 7 8 19 10 15 21 12 12 15 6 10 4 10 16 7 8 19 10 15 21 12 12 15 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962907protein_codingNA c.*1722G>A NA NA NA NA 1370
Chr14 14662519 G A Chr14_14662519_G_AG_A SNP 12705.63 16 7 8 19 10 15 21 12 12 15 6 10 4 10 16 7 8 19 10 15 21 12 12 15 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962909protein_codingNA c.*1722G>A NA NA NA NA 1370
Chr14 14662519 G A Chr14_14662519_G_AG_A SNP 12705.63 16 7 8 19 10 15 21 12 12 15 6 10 4 10 16 7 8 19 10 15 21 12 12 15 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962910protein_codingNA c.*1722G>A NA NA NA NA 1370
Chr14 14662519 G A Chr14_14662519_G_AG_A SNP 12705.63 16 7 8 19 10 15 21 12 12 15 6 10 4 10 16 7 8 19 10 15 21 12 12 15 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_22870-Pp3c14_22890Pp3c14_22870-Pp3c14_22890intergenic_regionPp3c14_22870-Pp3c14_22890NA NA n.14662519G>ANA NA NA NA NA
Chr14 14662522 G T Chr14_14662522_G_TG_T SNP 12432.63 17 7 8 18 10 14 23 11 13 14 6 10 4 10 17 7 8 18 10 14 23 11 13 14 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962906protein_codingNA c.*1725G>T NA NA NA NA 1253
Chr14 14662522 G T Chr14_14662522_G_TG_T SNP 12432.63 17 7 8 18 10 14 23 11 13 14 6 10 4 10 17 7 8 18 10 14 23 11 13 14 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962908protein_codingNA c.*1725G>T NA NA NA NA 1263
Chr14 14662522 G T Chr14_14662522_G_TG_T SNP 12432.63 17 7 8 18 10 14 23 11 13 14 6 10 4 10 17 7 8 18 10 14 23 11 13 14 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962907protein_codingNA c.*1725G>T NA NA NA NA 1373
Chr14 14662522 G T Chr14_14662522_G_TG_T SNP 12432.63 17 7 8 18 10 14 23 11 13 14 6 10 4 10 17 7 8 18 10 14 23 11 13 14 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962909protein_codingNA c.*1725G>T NA NA NA NA 1373
Chr14 14662522 G T Chr14_14662522_G_TG_T SNP 12432.63 17 7 8 18 10 14 23 11 13 14 6 10 4 10 17 7 8 18 10 14 23 11 13 14 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_22870Pp3c14_22870transcript PAC:32962910protein_codingNA c.*1725G>T NA NA NA NA 1373
Chr14 14662522 G T Chr14_14662522_G_TG_T SNP 12432.63 17 7 8 18 10 14 23 11 13 14 6 10 4 10 17 7 8 18 10 14 23 11 13 14 6 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_22870-Pp3c14_22890Pp3c14_22870-Pp3c14_22890intergenic_regionPp3c14_22870-Pp3c14_22890NA NA n.14662522G>TNA NA NA NA NA
Chr14 14763394 G T Chr14_14763394_G_TG_T SNP 7689.29 20 11 10 0 2 0 0 0 18 7 10 13 8 5 20 11 10 16 13 18 20 23 18 7 10 13 8 5 1 1 1 0 0.154 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c14_23040-Pp3c14_23090Pp3c14_23040-Pp3c14_23090intergenic_regionPp3c14_23040-Pp3c14_23090NA NA n.14763394G>TNA NA NA NA NA
Chr14 14803817 TC T Chr14_14803817_TC_TTC_T INDEL 10287.59 14 6 10 13 15 16 16 6 7 8 7 11 5 10 14 6 10 13 15 16 16 6 7 8 7 11 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_23100-Pp3c14_23220Pp3c14_23100-Pp3c14_23220intergenic_regionPp3c14_23100-Pp3c14_23220NA NA n.14803818delCNA NA NA NA NA
Chr14 14891135 C CA Chr14_14891135_C_CAC_CA INDEL 14096.59 18 9 16 18 14 21 16 12 15 15 4 12 4 11 18 9 16 18 14 21 16 12 15 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_23280Pp3c14_23280transcript PAC:32961742protein_coding 01-avr c.-237_-236insTNA NA NA NA 626
Chr14 14891135 C CA Chr14_14891135_C_CAC_CA INDEL 14096.59 18 9 16 18 14 21 16 12 15 15 4 12 4 11 18 9 16 18 14 21 16 12 15 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_23280Pp3c14_23280transcript PAC:32961743protein_coding 01-mars c.-497_-496insTNA NA NA NA 626
Chr14 14891135 C CA Chr14_14891135_C_CAC_CA INDEL 14096.59 18 9 16 18 14 21 16 12 15 15 4 12 4 11 18 9 16 18 14 21 16 12 15 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962070protein_codingNA c.-2325_-2324insTNA NA NA NA 1963
Chr14 14891135 C CA Chr14_14891135_C_CAC_CA INDEL 14096.59 18 9 16 18 14 21 16 12 15 15 4 12 4 11 18 9 16 18 14 21 16 12 15 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962073protein_codingNA c.-2325_-2324insTNA NA NA NA 1929
Chr14 14891135 C CA Chr14_14891135_C_CAC_CA INDEL 14096.59 18 9 16 18 14 21 16 12 15 15 4 12 4 11 18 9 16 18 14 21 16 12 15 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962074protein_codingNA c.-2325_-2324insTNA NA NA NA 1929
Chr14 14891135 C CA Chr14_14891135_C_CAC_CA INDEL 14096.59 18 9 16 18 14 21 16 12 15 15 4 12 4 11 18 9 16 18 14 21 16 12 15 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962075protein_codingNA c.-2325_-2324insTNA NA NA NA 1929
Chr14 14891135 C CA Chr14_14891135_C_CAC_CA INDEL 14096.59 18 9 16 18 14 21 16 12 15 15 4 12 4 11 18 9 16 18 14 21 16 12 15 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962072protein_codingNA c.-2325_-2324insTNA NA NA NA 2098
Chr14 14891135 C CA Chr14_14891135_C_CAC_CA INDEL 14096.59 18 9 16 18 14 21 16 12 15 15 4 12 4 11 18 9 16 18 14 21 16 12 15 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962071protein_codingNA c.-2325_-2324insTNA NA NA NA 1963
Chr14 14891135 C CA Chr14_14891135_C_CAC_CA INDEL 14096.59 18 9 16 18 14 21 16 12 15 15 4 12 4 11 18 9 16 18 14 21 16 12 15 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23280Pp3c14_23280transcript PAC:32961744protein_codingNA c.-626_-625insTNA NA NA NA 429
Chr14 14891137 A C Chr14_14891137_A_CA_C SNP 14645.63 19 9 16 18 13 21 16 13 13 14 4 12 4 11 19 9 16 18 13 21 16 13 13 14 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c14_23280Pp3c14_23280transcript PAC:32961742protein_coding 01-avr c.-238T>G NA NA NA NA NA
Chr14 14891137 A C Chr14_14891137_A_CA_C SNP 14645.63 19 9 16 18 13 21 16 13 13 14 4 12 4 11 19 9 16 18 13 21 16 13 13 14 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c14_23280Pp3c14_23280transcript PAC:32961743protein_coding 01-mars c.-498T>G NA NA NA NA NA
Chr14 14891137 A C Chr14_14891137_A_CA_C SNP 14645.63 19 9 16 18 13 21 16 13 13 14 4 12 4 11 19 9 16 18 13 21 16 13 13 14 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_23280Pp3c14_23280transcript PAC:32961742protein_coding 01-avr c.-238T>G NA NA NA NA 627
Chr14 14891137 A C Chr14_14891137_A_CA_C SNP 14645.63 19 9 16 18 13 21 16 13 13 14 4 12 4 11 19 9 16 18 13 21 16 13 13 14 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_23280Pp3c14_23280transcript PAC:32961743protein_coding 01-mars c.-498T>G NA NA NA NA 627
Chr14 14891137 A C Chr14_14891137_A_CA_C SNP 14645.63 19 9 16 18 13 21 16 13 13 14 4 12 4 11 19 9 16 18 13 21 16 13 13 14 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962070protein_codingNA c.-2326T>G NA NA NA NA 1964
Chr14 14891137 A C Chr14_14891137_A_CA_C SNP 14645.63 19 9 16 18 13 21 16 13 13 14 4 12 4 11 19 9 16 18 13 21 16 13 13 14 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962073protein_codingNA c.-2326T>G NA NA NA NA 1930
Chr14 14891137 A C Chr14_14891137_A_CA_C SNP 14645.63 19 9 16 18 13 21 16 13 13 14 4 12 4 11 19 9 16 18 13 21 16 13 13 14 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962074protein_codingNA c.-2326T>G NA NA NA NA 1930
Chr14 14891137 A C Chr14_14891137_A_CA_C SNP 14645.63 19 9 16 18 13 21 16 13 13 14 4 12 4 11 19 9 16 18 13 21 16 13 13 14 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962075protein_codingNA c.-2326T>G NA NA NA NA 1930
Chr14 14891137 A C Chr14_14891137_A_CA_C SNP 14645.63 19 9 16 18 13 21 16 13 13 14 4 12 4 11 19 9 16 18 13 21 16 13 13 14 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962072protein_codingNA c.-2326T>G NA NA NA NA 2099
Chr14 14891137 A C Chr14_14891137_A_CA_C SNP 14645.63 19 9 16 18 13 21 16 13 13 14 4 12 4 11 19 9 16 18 13 21 16 13 13 14 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962071protein_codingNA c.-2326T>G NA NA NA NA 1964
Chr14 14891137 A C Chr14_14891137_A_CA_C SNP 14645.63 19 9 16 18 13 21 16 13 13 14 4 12 4 11 19 9 16 18 13 21 16 13 13 14 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23280Pp3c14_23280transcript PAC:32961744protein_codingNA c.-627T>G NA NA NA NA 430
Chr14 14891139 G GTC Chr14_14891139_G_GTCG_GTC INDEL 14771.59 18 9 15 19 13 21 16 13 16 15 4 12 4 11 18 9 15 19 13 21 16 13 16 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_23280Pp3c14_23280transcript PAC:32961743protein_coding 01-mars c.-501_-500insGANA NA NA NA 630
Chr14 14891139 G GTC Chr14_14891139_G_GTCG_GTC INDEL 14771.59 18 9 15 19 13 21 16 13 16 15 4 12 4 11 18 9 15 19 13 21 16 13 16 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962070protein_codingNA c.-2329_-2328insGANA NA NA NA 1967
Chr14 14891139 G GTC Chr14_14891139_G_GTCG_GTC INDEL 14771.59 18 9 15 19 13 21 16 13 16 15 4 12 4 11 18 9 15 19 13 21 16 13 16 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23280Pp3c14_23280transcript PAC:32961742protein_codingNA c.-630_-240insGANA NA NA NA 1
Chr14 14891139 G GTC Chr14_14891139_G_GTCG_GTC INDEL 14771.59 18 9 15 19 13 21 16 13 16 15 4 12 4 11 18 9 15 19 13 21 16 13 16 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962073protein_codingNA c.-2329_-2328insGANA NA NA NA 1933
Chr14 14891139 G GTC Chr14_14891139_G_GTCG_GTC INDEL 14771.59 18 9 15 19 13 21 16 13 16 15 4 12 4 11 18 9 15 19 13 21 16 13 16 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962074protein_codingNA c.-2329_-2328insGANA NA NA NA 1933
Chr14 14891139 G GTC Chr14_14891139_G_GTCG_GTC INDEL 14771.59 18 9 15 19 13 21 16 13 16 15 4 12 4 11 18 9 15 19 13 21 16 13 16 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962075protein_codingNA c.-2329_-2328insGANA NA NA NA 1933
Chr14 14891139 G GTC Chr14_14891139_G_GTCG_GTC INDEL 14771.59 18 9 15 19 13 21 16 13 16 15 4 12 4 11 18 9 15 19 13 21 16 13 16 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962072protein_codingNA c.-2329_-2328insGANA NA NA NA 2102
Chr14 14891139 G GTC Chr14_14891139_G_GTCG_GTC INDEL 14771.59 18 9 15 19 13 21 16 13 16 15 4 12 4 11 18 9 15 19 13 21 16 13 16 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23270Pp3c14_23270transcript PAC:32962071protein_codingNA c.-2329_-2328insGANA NA NA NA 1967
Chr14 14891139 G GTC Chr14_14891139_G_GTCG_GTC INDEL 14771.59 18 9 15 19 13 21 16 13 16 15 4 12 4 11 18 9 15 19 13 21 16 13 16 15 4 12 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23280Pp3c14_23280transcript PAC:32961744protein_codingNA c.-630_-629insGANA NA NA NA 433
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_23500Pp3c14_23500transcript PAC:32961142protein_coding 08-oct c.2411_2412insTp.Glu804fs 2412/4035 2412/3075 804/1024 NA
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23480Pp3c14_23480transcript PAC:32962437protein_codingNA c.-4843_-4842insANA NA NA NA 2615
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_23490Pp3c14_23490transcript PAC:32960176protein_codingNA c.-3209_-3208insANA NA NA NA 2272
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961565protein_codingNA c.*4304_*4305insANA NA NA NA 2321
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961569protein_codingNA c.*4304_*4305insANA NA NA NA 2158
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961585protein_codingNA c.*4304_*4305insANA NA NA NA 2321
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961583protein_codingNA c.*4304_*4305insANA NA NA NA 2321
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961584protein_codingNA c.*4304_*4305insANA NA NA NA 2321
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961566protein_codingNA c.*4304_*4305insANA NA NA NA 2321
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961570protein_codingNA c.*4304_*4305insANA NA NA NA 2321
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961571protein_codingNA c.*4304_*4305insANA NA NA NA 2321
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961576protein_codingNA c.*4304_*4305insANA NA NA NA 2321
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961587protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961588protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961586protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961567protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961568protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961572protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961573protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961579protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961580protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961581protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961589protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961590protein_codingNA c.*4304_*4305insANA NA NA NA 2378
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961582protein_codingNA c.*4304_*4305insANA NA NA NA 3102
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961574protein_codingNA c.*4304_*4305insANA NA NA NA 3104
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961575protein_codingNA c.*4304_*4305insANA NA NA NA 3104
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961577protein_codingNA c.*4304_*4305insANA NA NA NA 3104
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_23520Pp3c14_23520transcript PAC:32961578protein_codingNA c.*4304_*4305insANA NA NA NA 3104
Chr14 15055010 A AT Chr14_15055010_A_ATA_AT INDEL 16327.59 23 18 13 26 14 29 25 24 16 19 13 15 10 12 23 18 13 26 14 29 25 24 16 19 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c14_23490Pp3c14_23490transcript PAC:32960175protein_coding 03-juin c.-2399-121_-2399-120insANA NA NA NA NA
Chr14 15297728 GT G Chr14_15297728_GT_GGT_G INDEL 14613.59 36 20 16 22 19 28 27 25 20 26 14 17 16 14 36 20 16 22 19 28 27 25 20 26 14 17 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_23970-Pp3c14_24010Pp3c14_23970-Pp3c14_24010intergenic_regionPp3c14_23970-Pp3c14_24010NA NA n.15297729delTNA NA NA NA NA
Chr14 15746440 T TTA Chr14_15746440_T_TTAT_TTA INDEL 9592.59 24 7 10 14 11 19 23 19 17 15 10 7 7 9 25 7 10 14 11 19 25 19 18 16 10 7 7 9 0.96 1 1 1 1 1 0.92 1 0.944 0.938 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_24710Pp3c14_24710transcript PAC:32959793protein_codingNA c.-4122_-4121insTANA NA NA NA 3845
Chr14 15746440 T TTA Chr14_15746440_T_TTAT_TTA INDEL 9592.59 24 7 10 14 11 19 23 19 17 15 10 7 7 9 25 7 10 14 11 19 25 19 18 16 10 7 7 9 0.96 1 1 1 1 1 0.92 1 0.944 0.938 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_24720Pp3c14_24720transcript PAC:32960610protein_codingNA c.-3695_-3694insTANA NA NA NA 2437
Chr14 15746440 T TTA Chr14_15746440_T_TTAT_TTA INDEL 9592.59 24 7 10 14 11 19 23 19 17 15 10 7 7 9 25 7 10 14 11 19 25 19 18 16 10 7 7 9 0.96 1 1 1 1 1 0.92 1 0.944 0.938 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_24710Pp3c14_24710transcript PAC:32959794protein_codingNA c.-4122_-4121insTANA NA NA NA 4003
Chr14 15746440 T TTA Chr14_15746440_T_TTAT_TTA INDEL 9592.59 24 7 10 14 11 19 23 19 17 15 10 7 7 9 25 7 10 14 11 19 25 19 18 16 10 7 7 9 0.96 1 1 1 1 1 0.92 1 0.944 0.938 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_24720Pp3c14_24720transcript PAC:32960611protein_codingNA c.-3695_-3694insTANA NA NA NA 2099
Chr14 15746440 T TTA Chr14_15746440_T_TTAT_TTA INDEL 9592.59 24 7 10 14 11 19 23 19 17 15 10 7 7 9 25 7 10 14 11 19 25 19 18 16 10 7 7 9 0.96 1 1 1 1 1 0.92 1 0.944 0.938 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_24720Pp3c14_24720transcript PAC:32960613protein_codingNA c.-3695_-3694insTANA NA NA NA 2099
Chr14 15746440 T TTA Chr14_15746440_T_TTAT_TTA INDEL 9592.59 24 7 10 14 11 19 23 19 17 15 10 7 7 9 25 7 10 14 11 19 25 19 18 16 10 7 7 9 0.96 1 1 1 1 1 0.92 1 0.944 0.938 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_24720Pp3c14_24720transcript PAC:32960612protein_codingNA c.-3695_-3694insTANA NA NA NA 2390
Chr14 15746440 T TTA Chr14_15746440_T_TTAT_TTA INDEL 9592.59 24 7 10 14 11 19 23 19 17 15 10 7 7 9 25 7 10 14 11 19 25 19 18 16 10 7 7 9 0.96 1 1 1 1 1 0.92 1 0.944 0.938 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_24720Pp3c14_24720transcript PAC:32960614protein_codingNA c.-3695_-3694insTANA NA NA NA 2390
Chr14 15746440 T TTA Chr14_15746440_T_TTAT_TTA INDEL 9592.59 24 7 10 14 11 19 23 19 17 15 10 7 7 9 25 7 10 14 11 19 25 19 18 16 10 7 7 9 0.96 1 1 1 1 1 0.92 1 0.944 0.938 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_24720Pp3c14_24720transcript PAC:32960615protein_codingNA c.-3695_-3694insTANA NA NA NA 2390
Chr14 15746440 T TTA Chr14_15746440_T_TTAT_TTA INDEL 9592.59 24 7 10 14 11 19 23 19 17 15 10 7 7 9 25 7 10 14 11 19 25 19 18 16 10 7 7 9 0.96 1 1 1 1 1 0.92 1 0.944 0.938 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_24720Pp3c14_24720transcript PAC:32960616protein_codingNA c.-3695_-3694insTANA NA NA NA 2390
Chr14 15746440 T TTA Chr14_15746440_T_TTAT_TTA INDEL 9592.59 24 7 10 14 11 19 23 19 17 15 10 7 7 9 25 7 10 14 11 19 25 19 18 16 10 7 7 9 0.96 1 1 1 1 1 0.92 1 0.944 0.938 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_24710-Pp3c14_24720Pp3c14_24710-Pp3c14_24720intergenic_regionPp3c14_24710-Pp3c14_24720NA NA n.15746440_15746441insTANA NA NA NA NA
Chr14 15955322 AAT A Chr14_15955322_AAT_AAAT_A INDEL 2774.24 0 0 1 18 13 18 15 7 0 2 0 0 0 0 19 9 9 18 13 18 15 7 12 16 11 8 9 7 0 0 0 1 1 1 1 1 0 0.125 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c14_24890-Pp3c14_24960Pp3c14_24890-Pp3c14_24960intergenic_regionPp3c14_24890-Pp3c14_24960NA NA n.15955323_15955324delATNA NA NA NA NA
Chr14 16030372 T A Chr14_16030372_T_AT_A SNP 20694.63 30 17 20 21 22 33 30 29 25 32 16 20 9 8 30 17 20 21 23 33 30 29 25 32 16 20 9 8 1 1 1 1 0.957 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_25059-Pp3c14_25130Pp3c14_25059-Pp3c14_25130intergenic_regionPp3c14_25059-Pp3c14_25130NA NA n.16030372T>ANA NA NA NA NA
Chr14 16030501 T A Chr14_16030501_T_AT_A SNP 20745.63 19 15 20 27 22 25 31 18 25 35 19 22 16 15 19 15 20 27 22 25 31 18 25 35 19 22 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_25059-Pp3c14_25130Pp3c14_25059-Pp3c14_25130intergenic_regionPp3c14_25059-Pp3c14_25130NA NA n.16030501T>ANA NA NA NA NA
Chr14 16031624 G T Chr14_16031624_G_TG_T SNP 16467.63 28 14 10 30 18 23 17 26 22 28 14 20 11 7 28 14 10 30 18 23 17 26 22 28 14 20 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_25059-Pp3c14_25130Pp3c14_25059-Pp3c14_25130intergenic_regionPp3c14_25059-Pp3c14_25130NA NA n.16031624G>TNA NA NA NA NA
Chr14 16070199 A AAT Chr14_16070199_A_AATA_AAT INDEL 2219.24 0 0 0 10 13 18 25 10 1 0 1 0 0 1 20 12 7 10 13 18 26 10 9 6 14 9 5 5 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c14_25141Pp3c14_25141transcript PAC:32959724protein_codingNA c.-4850_-4849insATNA NA NA NA 4151
Chr14 16070199 A AAT Chr14_16070199_A_AATA_AAT INDEL 2219.24 0 0 0 10 13 18 25 10 1 0 1 0 0 1 20 12 7 10 13 18 26 10 9 6 14 9 5 5 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_25130Pp3c14_25130transcript PAC:32961035protein_codingNA c.*2921_*2922insATNA NA NA NA 1891
Chr14 16070199 A AAT Chr14_16070199_A_AATA_AAT INDEL 2219.24 0 0 0 10 13 18 25 10 1 0 1 0 0 1 20 12 7 10 13 18 26 10 9 6 14 9 5 5 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_25140Pp3c14_25140transcript PAC:32960103protein_codingNA c.*4563_*4564insATNA NA NA NA 4139
Chr14 16070199 A AAT Chr14_16070199_A_AATA_AAT INDEL 2219.24 0 0 0 10 13 18 25 10 1 0 1 0 0 1 20 12 7 10 13 18 26 10 9 6 14 9 5 5 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c14_25130Pp3c14_25130transcript PAC:32961036protein_codingNA c.*2921_*2922insATNA NA NA NA 1661
Chr14 16070199 A AAT Chr14_16070199_A_AATA_AAT INDEL 2219.24 0 0 0 10 13 18 25 10 1 0 1 0 0 1 20 12 7 10 13 18 26 10 9 6 14 9 5 5 0 0 0 1 1 1 0.962 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c14_25059-Pp3c14_25130Pp3c14_25059-Pp3c14_25130intergenic_regionPp3c14_25059-Pp3c14_25130NA NA n.16070199_16070200insATNA NA NA NA NA
Chr14 16134757 CTT C Chr14_16134757_CTT_CCTT_C INDEL 11639.59 19 10 15 6 13 17 12 19 12 11 6 17 10 7 19 10 15 6 13 17 12 19 12 11 6 17 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_25240Pp3c14_25240transcript PAC:32962422protein_coding 02-mai c.144_145delAAp.Leu50fs 145/1703 144/1287 48/428 NA
Chr14 16134757 CTT C Chr14_16134757_CTT_CCTT_C INDEL 11639.59 19 10 15 6 13 17 12 19 12 11 6 17 10 7 19 10 15 6 13 17 12 19 12 11 6 17 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_25240Pp3c14_25240transcript PAC:32962424protein_coding 02-avr c.144_145delAAp.Leu50fs 145/1806 144/1185 48/394 NA
Chr14 16134760 GTCCA G Chr14_16134760_GTCCA_GGTCCA_G INDEL 11864.59 19 10 15 6 13 17 12 19 12 11 6 17 10 7 19 10 15 6 13 17 12 19 12 11 6 17 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_25240Pp3c14_25240transcript PAC:32962422protein_coding 02-mai c.139_142delTGGAp.Trp47fs 142/1703 139/1287 47/428 NA
Chr14 16134760 GTCCA G Chr14_16134760_GTCCA_GGTCCA_G INDEL 11864.59 19 10 15 6 13 17 12 19 12 11 6 17 10 7 19 10 15 6 13 17 12 19 12 11 6 17 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_25240Pp3c14_25240transcript PAC:32962424protein_coding 02-avr c.139_142delTGGAp.Trp47fs 142/1806 139/1185 47/394 NA
Chr14 16134768 G GA Chr14_16134768_G_GAG_GA INDEL 11981.59 18 9 15 6 12 16 13 18 13 11 6 15 12 7 18 9 15 6 12 16 13 18 13 11 6 15 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_25240Pp3c14_25240transcript PAC:32962422protein_coding 02-mai c.134_135insTp.Thr46fs 134/1703 134/1287 45/428 NA
Chr14 16134768 G GA Chr14_16134768_G_GAG_GA INDEL 11981.59 18 9 15 6 12 16 13 18 13 11 6 15 12 7 18 9 15 6 12 16 13 18 13 11 6 15 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c14_25240Pp3c14_25240transcript PAC:32962424protein_coding 02-avr c.134_135insTp.Thr46fs 134/1806 134/1185 45/394 NA
Chr14 16134770 A G Chr14_16134770_A_GA_G SNP 11945.63 18 10 15 5 12 16 12 18 13 11 5 13 12 7 18 10 15 5 12 16 12 18 13 11 5 13 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c14_25240Pp3c14_25240transcript PAC:32962422protein_coding 02-mai c.133T>C p.Ser45Pro 133/1703 133/1287 45/428 NA
Chr14 16134770 A G Chr14_16134770_A_GA_G SNP 11945.63 18 10 15 5 12 16 12 18 13 11 5 13 12 7 18 10 15 5 12 16 12 18 13 11 5 13 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c14_25240Pp3c14_25240transcript PAC:32962424protein_coding 02-avr c.133T>C p.Ser45Pro 133/1806 133/1185 45/394 NA
Chr14 16134773 TCTA T Chr14_16134773_TCTA_TTCTA_T INDEL 11711.59 18 11 14 5 13 17 12 17 13 11 5 12 12 6 18 11 14 5 13 17 12 17 13 11 5 12 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_acceptor_variant&splice_region_variant&intron_variantHIGH Pp3c14_25240Pp3c14_25240transcript PAC:32962422protein_coding 01-avr c.130-3_130-1delTAGNA NA NA NA NA
Chr14 16134773 TCTA T Chr14_16134773_TCTA_TTCTA_T INDEL 11711.59 18 11 14 5 13 17 12 17 13 11 5 12 12 6 18 11 14 5 13 17 12 17 13 11 5 12 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_acceptor_variant&splice_region_variant&intron_variantHIGH Pp3c14_25240Pp3c14_25240transcript PAC:32962424protein_coding 01-mars c.130-3_130-1delTAGNA NA NA NA NA
Chr14 16134778 G GGC Chr14_16134778_G_GGCG_GGC INDEL 11846.59 17 11 14 4 13 17 12 17 13 10 5 13 12 6 17 11 14 4 13 17 12 17 13 10 5 13 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c14_25240Pp3c14_25240transcript PAC:32962422protein_coding 01-avr c.130-6_130-5insGCNA NA NA NA NA
Chr14 16134778 G GGC Chr14_16134778_G_GGCG_GGC INDEL 11846.59 17 11 14 4 13 17 12 17 13 10 5 13 12 6 17 11 14 4 13 17 12 17 13 10 5 13 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c14_25240Pp3c14_25240transcript PAC:32962424protein_coding 01-mars c.130-6_130-5insGCNA NA NA NA NA
Chr14 16134780 T TCCCCCG Chr14_16134780_T_TCCCCCGT_TCCCCCG INDEL 12206.59 18 11 13 4 15 16 12 16 14 11 4 12 12 5 18 11 13 4 15 16 12 16 14 11 4 12 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c14_25240Pp3c14_25240transcript PAC:32962422protein_coding 01-avr c.130-8_130-7insCGGGGGNA NA NA NA NA
Chr14 16134780 T TCCCCCG Chr14_16134780_T_TCCCCCGT_TCCCCCG INDEL 12206.59 18 11 13 4 15 16 12 16 14 11 4 12 12 5 18 11 13 4 15 16 12 16 14 11 4 12 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c14_25240Pp3c14_25240transcript PAC:32962424protein_coding 01-mars c.130-8_130-7insCGGGGGNA NA NA NA NA
Chr14 16207245 G GATA Chr14_16207245_G_GATAG_GATA INDEL 9547.24 22 14 9 1 0 0 0 0 17 26 6 9 5 8 22 14 9 23 14 16 13 18 17 27 6 9 5 8 1 1 1 0 0 0 0 0 1 0.963 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c14_25290Pp3c14_25290transcript PAC:32961460protein_codingNA c.-294_-293insTATNA NA NA NA 127
Chr14 16207245 G GATA Chr14_16207245_G_GATAG_GATA INDEL 9547.24 22 14 9 1 0 0 0 0 17 26 6 9 5 8 22 14 9 23 14 16 13 18 17 27 6 9 5 8 1 1 1 0 0 0 0 0 1 0.963 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c14_25320Pp3c14_25320transcript PAC:32962900protein_codingNA c.*5480_*5481insTATNA NA NA NA 4854
Chr14 16207245 G GATA Chr14_16207245_G_GATAG_GATA INDEL 9547.24 22 14 9 1 0 0 0 0 17 26 6 9 5 8 22 14 9 23 14 16 13 18 17 27 6 9 5 8 1 1 1 0 0 0 0 0 1 0.963 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c14_25290Pp3c14_25290transcript PAC:32961461protein_codingNA c.*279_*280insTATNA NA NA NA 279
Chr14 16207245 G GATA Chr14_16207245_G_GATAG_GATA INDEL 9547.24 22 14 9 1 0 0 0 0 17 26 6 9 5 8 22 14 9 23 14 16 13 18 17 27 6 9 5 8 1 1 1 0 0 0 0 0 1 0.963 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c14_25320Pp3c14_25320transcript PAC:32962901protein_codingNA c.*5480_*5481insTATNA NA NA NA 4719
Chr14 16207245 G GATA Chr14_16207245_G_GATAG_GATA INDEL 9547.24 22 14 9 1 0 0 0 0 17 26 6 9 5 8 22 14 9 23 14 16 13 18 17 27 6 9 5 8 1 1 1 0 0 0 0 0 1 0.963 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c14_25290Pp3c14_25290transcript PAC:32961459protein_coding 02-sept c.-167-127_-167-126insTATNA NA NA NA NA
Chr14 16320990 T A Chr14_16320990_T_AT_A SNP 13004.63 20 10 10 17 13 16 18 20 16 24 17 26 4 7 20 10 10 17 13 16 18 20 16 24 17 26 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_25450-Pp3c14_25480Pp3c14_25450-Pp3c14_25480intergenic_regionPp3c14_25450-Pp3c14_25480NA NA n.16320990T>ANA NA NA NA NA
Chr14 16376361 T TTATATATATATATATAChr14_16376361_T_TTATATATATATATATAT_TTATATATATATATATAINDEL 1312.35 14 8 9 0 0 0 0 0 0 0 0 0 0 0 14 8 9 17 9 17 9 16 12 19 12 10 4 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c14_25550Pp3c14_25550transcript PAC:32961083protein_codingNA c.-2828_-2827insTATATATATATATATANA NA NA NA 2599
Chr14 16376361 T TTATATATATATATATAChr14_16376361_T_TTATATATATATATATAT_TTATATATATATATATAINDEL 1312.35 14 8 9 0 0 0 0 0 0 0 0 0 0 0 14 8 9 17 9 17 9 16 12 19 12 10 4 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c14_25550Pp3c14_25550transcript PAC:32961084protein_codingNA c.-2828_-2827insTATATATATATATATANA NA NA NA 2574
Chr14 16376361 T TTATATATATATATATAChr14_16376361_T_TTATATATATATATATAT_TTATATATATATATATAINDEL 1312.35 14 8 9 0 0 0 0 0 0 0 0 0 0 0 14 8 9 17 9 17 9 16 12 19 12 10 4 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_25560Pp3c14_25560transcript PAC:32961097protein_codingNA c.*5177_*5178insTATATATATATATATANA NA NA NA 4230
Chr14 16376361 T TTATATATATATATATAChr14_16376361_T_TTATATATATATATATAT_TTATATATATATATATAINDEL 1312.35 14 8 9 0 0 0 0 0 0 0 0 0 0 0 14 8 9 17 9 17 9 16 12 19 12 10 4 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_25560Pp3c14_25560transcript PAC:32961098protein_codingNA c.*5177_*5178insTATATATATATATATANA NA NA NA 4231
Chr14 16376361 T TTATATATATATATATAChr14_16376361_T_TTATATATATATATATAT_TTATATATATATATATAINDEL 1312.35 14 8 9 0 0 0 0 0 0 0 0 0 0 0 14 8 9 17 9 17 9 16 12 19 12 10 4 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c14_25550-Pp3c14_25560Pp3c14_25550-Pp3c14_25560intergenic_regionPp3c14_25550-Pp3c14_25560NA NA n.16376361_16376362insTATATATATATATATANA NA NA NA NA
Chr14 16417741 A G Chr14_16417741_A_GA_G SNP 11048.63 14 6 9 9 11 18 19 11 12 12 8 10 4 5 14 6 9 9 11 18 19 11 12 12 8 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_25660Pp3c14_25660transcript PAC:32962379protein_codingNA c.-3789T>C NA NA NA NA 3629
Chr14 16417741 A G Chr14_16417741_A_GA_G SNP 11048.63 14 6 9 9 11 18 19 11 12 12 8 10 4 5 14 6 9 9 11 18 19 11 12 12 8 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_25660Pp3c14_25660transcript PAC:32962380protein_codingNA c.-3789T>C NA NA NA NA 3324
Chr14 16417741 A G Chr14_16417741_A_GA_G SNP 11048.63 14 6 9 9 11 18 19 11 12 12 8 10 4 5 14 6 9 9 11 18 19 11 12 12 8 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_25660-Pp3c14_25670Pp3c14_25660-Pp3c14_25670intergenic_regionPp3c14_25660-Pp3c14_25670NA NA n.16417741A>GNA NA NA NA NA
Chr14 16473010 C A Chr14_16473010_C_AC_A SNP 16286.63 29 14 17 24 17 14 30 22 14 24 7 14 11 7 29 14 17 24 17 14 30 22 14 24 7 14 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_25720Pp3c14_25720transcript PAC:32962419protein_codingNA c.-2090C>A NA NA NA NA 1807
Chr14 16473010 C A Chr14_16473010_C_AC_A SNP 16286.63 29 14 17 24 17 14 30 22 14 24 7 14 11 7 29 14 17 24 17 14 30 22 14 24 7 14 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_25720Pp3c14_25720transcript PAC:32962420protein_codingNA c.-2090C>A NA NA NA NA 1648
Chr14 16473010 C A Chr14_16473010_C_AC_A SNP 16286.63 29 14 17 24 17 14 30 22 14 24 7 14 11 7 29 14 17 24 17 14 30 22 14 24 7 14 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c14_25720Pp3c14_25720transcript PAC:32962421protein_codingNA c.-2483C>A NA NA NA NA 1648
Chr14 16473010 C A Chr14_16473010_C_AC_A SNP 16286.63 29 14 17 24 17 14 30 22 14 24 7 14 11 7 29 14 17 24 17 14 30 22 14 24 7 14 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_25709Pp3c14_25709transcript PAC:32960560protein_codingNA c.*454G>T NA NA NA NA 114
Chr14 16473010 C A Chr14_16473010_C_AC_A SNP 16286.63 29 14 17 24 17 14 30 22 14 24 7 14 11 7 29 14 17 24 17 14 30 22 14 24 7 14 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_25670-Pp3c14_25709Pp3c14_25670-Pp3c14_25709intergenic_regionPp3c14_25670-Pp3c14_25709NA NA n.16473010C>ANA NA NA NA NA
Chr14 16580089 G T Chr14_16580089_G_TG_T SNP 1998.39 22 13 18 0 0 0 0 0 0 0 0 0 0 0 22 13 18 21 17 31 36 22 29 17 13 9 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_25860Pp3c14_25860transcript PAC:32961920protein_codingNA c.*3402G>T NA NA NA NA 3402
Chr14 16580089 G T Chr14_16580089_G_TG_T SNP 1998.39 22 13 18 0 0 0 0 0 0 0 0 0 0 0 22 13 18 21 17 31 36 22 29 17 13 9 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c14_25860Pp3c14_25860transcript PAC:32961921protein_codingNA c.*3402G>T NA NA NA NA 3402
Chr14 16580089 G T Chr14_16580089_G_TG_T SNP 1998.39 22 13 18 0 0 0 0 0 0 0 0 0 0 0 22 13 18 21 17 31 36 22 29 17 13 9 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c14_25860-Pp3c14_25950Pp3c14_25860-Pp3c14_25950intergenic_regionPp3c14_25860-Pp3c14_25950NA NA n.16580089G>TNA NA NA NA NA
Chr14 16742309 C T Chr14_16742309_C_TC_T SNP 22171.63 37 14 21 27 21 25 35 45 29 22 13 18 16 14 37 14 21 27 21 25 35 45 29 22 13 18 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_26100-Pp3c14_26140Pp3c14_26100-Pp3c14_26140intergenic_regionPp3c14_26100-Pp3c14_26140NA NA n.16742309C>TNA NA NA NA NA
Chr14 16747730 A G Chr14_16747730_A_GA_G SNP 13926.63 17 9 11 14 21 19 23 17 16 12 13 11 13 8 17 9 11 14 21 19 23 17 16 12 13 11 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_26100-Pp3c14_26140Pp3c14_26100-Pp3c14_26140intergenic_regionPp3c14_26100-Pp3c14_26140NA NA n.16747730A>GNA NA NA NA NA
Chr14 16747732 A G Chr14_16747732_A_GA_G SNP 13926.63 18 8 11 14 21 19 23 17 16 12 13 11 14 8 18 8 11 14 21 19 23 17 16 12 13 11 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_26100-Pp3c14_26140Pp3c14_26100-Pp3c14_26140intergenic_regionPp3c14_26100-Pp3c14_26140NA NA n.16747732A>GNA NA NA NA NA
Chr14 16781863 T TCG Chr14_16781863_T_TCGT_TCG INDEL 17679.59 19 13 17 18 21 15 30 20 15 23 12 10 7 14 19 13 17 18 21 15 30 20 15 23 12 10 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_26160Pp3c14_26160transcript PAC:32962123protein_coding janv-17 c.-171_-170insCGNA NA NA NA 170
Chr14 16781863 T TCG Chr14_16781863_T_TCGT_TCG INDEL 17679.59 19 13 17 18 21 15 30 20 15 23 12 10 7 14 19 13 17 18 21 15 30 20 15 23 12 10 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_26160Pp3c14_26160transcript PAC:32962124protein_coding janv-17 c.-171_-170insCGNA NA NA NA 170
Chr14 16781864 T TC Chr14_16781864_T_TCT_TC INDEL 17770.59 19 13 16 18 22 15 30 21 16 21 12 10 7 14 19 13 16 18 22 15 30 21 16 21 12 10 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_26160Pp3c14_26160transcript PAC:32962123protein_coding janv-17 c.-170_-169insCNA NA NA NA 169
Chr14 16781864 T TC Chr14_16781864_T_TCT_TC INDEL 17770.59 19 13 16 18 22 15 30 21 16 21 12 10 7 14 19 13 16 18 22 15 30 21 16 21 12 10 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_26160Pp3c14_26160transcript PAC:32962124protein_coding janv-17 c.-170_-169insCNA NA NA NA 169
Chr14 16781867 T A Chr14_16781867_T_AT_A SNP 17345.63 19 11 17 17 22 15 29 20 15 20 10 10 8 14 19 11 17 17 22 15 29 20 15 20 10 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_26160Pp3c14_26160transcript PAC:32962123protein_coding janv-17 c.-167T>A NA NA NA NA 167
Chr14 16781867 T A Chr14_16781867_T_AT_A SNP 17345.63 19 11 17 17 22 15 29 20 15 20 10 10 8 14 19 11 17 17 22 15 29 20 15 20 10 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_26160Pp3c14_26160transcript PAC:32962124protein_coding janv-17 c.-167T>A NA NA NA NA 167
Chr14 16781869 GAA G Chr14_16781869_GAA_GGAA_G INDEL 17155.59 18 11 17 17 22 15 30 20 15 20 10 10 9 14 18 11 17 17 22 15 30 20 15 20 10 10 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_26160Pp3c14_26160transcript PAC:32962123protein_coding janv-17 c.-163_-162delAANA NA NA NA 162
Chr14 16781869 GAA G Chr14_16781869_GAA_GGAA_G INDEL 17155.59 18 11 17 17 22 15 30 20 15 20 10 10 9 14 18 11 17 17 22 15 30 20 15 20 10 10 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_26160Pp3c14_26160transcript PAC:32962124protein_coding janv-17 c.-163_-162delAANA NA NA NA 162
Chr14 16781873 G T Chr14_16781873_G_TG_T SNP 16668.63 18 11 17 17 21 15 28 19 15 18 10 10 10 14 18 11 17 17 21 15 28 19 15 18 10 10 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_26160Pp3c14_26160transcript PAC:32962123protein_coding janv-17 c.-161G>T NA NA NA NA 161
Chr14 16781873 G T Chr14_16781873_G_TG_T SNP 16668.63 18 11 17 17 21 15 28 19 15 18 10 10 10 14 18 11 17 17 21 15 28 19 15 18 10 10 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c14_26160Pp3c14_26160transcript PAC:32962124protein_coding janv-17 c.-161G>T NA NA NA NA 161
Chr14 17243387 C T Chr14_17243387_C_TC_T SNP 11301.63 22 15 11 14 9 19 23 22 13 18 14 14 5 6 22 15 11 14 9 19 23 22 13 18 14 14 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_26918Pp3c14_26918transcript PAC:32960180protein_codingNA c.*2906C>T NA NA NA NA 2906
Chr14 17243387 C T Chr14_17243387_C_TC_T SNP 11301.63 22 15 11 14 9 19 23 22 13 18 14 14 5 6 22 15 11 14 9 19 23 22 13 18 14 14 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_26918-CHR_ENDPp3c14_26918-CHR_ENDintergenic_regionPp3c14_26918-CHR_ENDNA NA n.17243387C>TNA NA NA NA NA
Chr14 17243424 A G Chr14_17243424_A_GA_G SNP 11352.63 20 13 12 13 7 20 21 22 8 19 13 15 6 4 20 13 12 13 7 20 21 22 8 19 13 15 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_26918Pp3c14_26918transcript PAC:32960180protein_codingNA c.*2943A>G NA NA NA NA 2943
Chr14 17243424 A G Chr14_17243424_A_GA_G SNP 11352.63 20 13 12 13 7 20 21 22 8 19 13 15 6 4 20 13 12 13 7 20 21 22 8 19 13 15 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_26918-CHR_ENDPp3c14_26918-CHR_ENDintergenic_regionPp3c14_26918-CHR_ENDNA NA n.17243424A>GNA NA NA NA NA
Chr14 17243751 C G Chr14_17243751_C_GC_G SNP 11327.63 15 7 16 19 6 22 16 14 21 17 6 14 8 5 15 7 16 19 6 23 16 14 21 17 6 14 8 5 1 1 1 1 1 0.957 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c14_26918Pp3c14_26918transcript PAC:32960180protein_codingNA c.*3270C>G NA NA NA NA 3270
Chr14 17243751 C G Chr14_17243751_C_GC_G SNP 11327.63 15 7 16 19 6 22 16 14 21 17 6 14 8 5 15 7 16 19 6 23 16 14 21 17 6 14 8 5 1 1 1 1 1 0.957 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c14_26918-CHR_ENDPp3c14_26918-CHR_ENDintergenic_regionPp3c14_26918-CHR_ENDNA NA n.17243751C>GNA NA NA NA NA
Chr15 31145 A T Chr15_31145_A_TA_T SNP 3530.98 0 0 0 0 0 0 0 0 20 22 15 6 11 15 20 13 9 27 15 23 30 19 20 22 16 6 12 15 0 0 0 0 0 0 0 0 1 1 0.938 1 0.917 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_60 Pp3c15_60 transcript PAC:32929204protein_codingNA c.-2317A>T NA NA NA NA 2065
Chr15 31145 A T Chr15_31145_A_TA_T SNP 3530.98 0 0 0 0 0 0 0 0 20 22 15 6 11 15 20 13 9 27 15 23 30 19 20 22 16 6 12 15 0 0 0 0 0 0 0 0 1 1 0.938 1 0.917 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_60 Pp3c15_60 transcript PAC:32929205protein_codingNA c.-2317A>T NA NA NA NA 2045
Chr15 31145 A T Chr15_31145_A_TA_T SNP 3530.98 0 0 0 0 0 0 0 0 20 22 15 6 11 15 20 13 9 27 15 23 30 19 20 22 16 6 12 15 0 0 0 0 0 0 0 0 1 1 0.938 1 0.917 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_60 Pp3c15_60 transcript PAC:32929206protein_codingNA c.-2317A>T NA NA NA NA 2045
Chr15 31145 A T Chr15_31145_A_TA_T SNP 3530.98 0 0 0 0 0 0 0 0 20 22 15 6 11 15 20 13 9 27 15 23 30 19 20 22 16 6 12 15 0 0 0 0 0 0 0 0 1 1 0.938 1 0.917 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_60 Pp3c15_60 transcript PAC:32929207protein_codingNA c.-3395A>T NA NA NA NA 2045
Chr15 31145 A T Chr15_31145_A_TA_T SNP 3530.98 0 0 0 0 0 0 0 0 20 22 15 6 11 15 20 13 9 27 15 23 30 19 20 22 16 6 12 15 0 0 0 0 0 0 0 0 1 1 0.938 1 0.917 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_60 Pp3c15_60 transcript PAC:32929208protein_codingNA c.-3395A>T NA NA NA NA 2045
Chr15 31145 A T Chr15_31145_A_TA_T SNP 3530.98 0 0 0 0 0 0 0 0 20 22 15 6 11 15 20 13 9 27 15 23 30 19 20 22 16 6 12 15 0 0 0 0 0 0 0 0 1 1 0.938 1 0.917 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_60 Pp3c15_60 transcript PAC:32929209protein_codingNA c.-3427A>T NA NA NA NA 2045
Chr15 31145 A T Chr15_31145_A_TA_T SNP 3530.98 0 0 0 0 0 0 0 0 20 22 15 6 11 15 20 13 9 27 15 23 30 19 20 22 16 6 12 15 0 0 0 0 0 0 0 0 1 1 0.938 1 0.917 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_60 Pp3c15_60 transcript PAC:32929210protein_codingNA c.-3427A>T NA NA NA NA 3097
Chr15 31145 A T Chr15_31145_A_TA_T SNP 3530.98 0 0 0 0 0 0 0 0 20 22 15 6 11 15 20 13 9 27 15 23 30 19 20 22 16 6 12 15 0 0 0 0 0 0 0 0 1 1 0.938 1 0.917 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_40-Pp3c15_60Pp3c15_40-Pp3c15_60intergenic_regionPp3c15_40-Pp3c15_60NA NA n.31145A>T NA NA NA NA NA
Chr15 134122 T G Chr15_134122_T_GT_G SNP 10054.63 12 9 7 18 8 14 19 12 13 9 9 9 4 8 12 9 7 18 8 14 19 12 13 9 9 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_170 Pp3c15_170 transcript PAC:32926887protein_codingNA c.-92T>G NA NA NA NA 78
Chr15 134122 T G Chr15_134122_T_GT_G SNP 10054.63 12 9 7 18 8 14 19 12 13 9 9 9 4 8 12 9 7 18 8 14 19 12 13 9 9 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_200 Pp3c15_200 transcript PAC:32926680protein_codingNA c.-5078T>G NA NA NA NA 4844
Chr15 134122 T G Chr15_134122_T_GT_G SNP 10054.63 12 9 7 18 8 14 19 12 13 9 9 9 4 8 12 9 7 18 8 14 19 12 13 9 9 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_170 Pp3c15_170 transcript PAC:32926889protein_codingNA c.-92T>G NA NA NA NA 78
Chr15 134122 T G Chr15_134122_T_GT_G SNP 10054.63 12 9 7 18 8 14 19 12 13 9 9 9 4 8 12 9 7 18 8 14 19 12 13 9 9 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_170 Pp3c15_170 transcript PAC:32926888protein_codingNA c.-122T>G NA NA NA NA 94
Chr15 134122 T G Chr15_134122_T_GT_G SNP 10054.63 12 9 7 18 8 14 19 12 13 9 9 9 4 8 12 9 7 18 8 14 19 12 13 9 9 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_200 Pp3c15_200 transcript PAC:32926681protein_codingNA c.-5078T>G NA NA NA NA 4963
Chr15 134122 T G Chr15_134122_T_GT_G SNP 10054.63 12 9 7 18 8 14 19 12 13 9 9 9 4 8 12 9 7 18 8 14 19 12 13 9 9 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_190 Pp3c15_190 transcript PAC:32927590protein_codingNA c.*4463A>C NA NA NA NA 3630
Chr15 134122 T G Chr15_134122_T_GT_G SNP 10054.63 12 9 7 18 8 14 19 12 13 9 9 9 4 8 12 9 7 18 8 14 19 12 13 9 9 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_190 Pp3c15_190 transcript PAC:32927591protein_codingNA c.*4463A>C NA NA NA NA 4225
Chr15 134122 T G Chr15_134122_T_GT_G SNP 10054.63 12 9 7 18 8 14 19 12 13 9 9 9 4 8 12 9 7 18 8 14 19 12 13 9 9 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_140-Pp3c15_170Pp3c15_140-Pp3c15_170intergenic_regionPp3c15_140-Pp3c15_170NA NA n.134122T>GNA NA NA NA NA
Chr15 291094 T TA Chr15_291094_T_TAT_TA INDEL 12912.59 25 15 12 21 17 21 15 21 23 13 11 9 12 13 25 15 12 21 17 21 15 21 23 13 11 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c15_330 Pp3c15_330 transcript PAC:32929178protein_coding 01-août c.142-8_142-7insTNA NA NA NA NA
Chr15 291094 T TA Chr15_291094_T_TAT_TA INDEL 12912.59 25 15 12 21 17 21 15 21 23 13 11 9 12 13 25 15 12 21 17 21 15 21 23 13 11 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c15_330 Pp3c15_330 transcript PAC:32929179protein_coding 02-sept c.142-8_142-7insTNA NA NA NA NA
Chr15 291094 T TA Chr15_291094_T_TAT_TA INDEL 12912.59 25 15 12 21 17 21 15 21 23 13 11 9 12 13 25 15 12 21 17 21 15 21 23 13 11 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_360 Pp3c15_360 transcript PAC:32927768protein_codingNA c.*3793_*3794insTNA NA NA NA 3793
Chr15 291094 T TA Chr15_291094_T_TAT_TA INDEL 12912.59 25 15 12 21 17 21 15 21 23 13 11 9 12 13 25 15 12 21 17 21 15 21 23 13 11 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_330 Pp3c15_330 transcript PAC:32929180protein_codingNA c.*538_*539insTNA NA NA NA 520
Chr15 291094 T TA Chr15_291094_T_TAT_TA INDEL 12912.59 25 15 12 21 17 21 15 21 23 13 11 9 12 13 25 15 12 21 17 21 15 21 23 13 11 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_330 Pp3c15_330 transcript PAC:32929181protein_codingNA c.*862_*863insTNA NA NA NA 520
Chr15 291094 T TA Chr15_291094_T_TAT_TA INDEL 12912.59 25 15 12 21 17 21 15 21 23 13 11 9 12 13 25 15 12 21 17 21 15 21 23 13 11 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_360 Pp3c15_360 transcript PAC:32927769protein_codingNA c.*3793_*3794insTNA NA NA NA 3014
Chr15 322909 G GTA Chr15_322909_G_GTAG_GTA INDEL 8084.59 12 18 7 17 9 16 18 12 14 10 8 10 6 6 13 20 7 18 11 17 18 12 17 11 8 12 6 6 0.923 0.9 1 0.944 0.818 0.941 1 1 0.824 0.909 1 0.833 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_400 Pp3c15_400 transcript PAC:32928204protein_codingNA c.-4590_-4589insTANA NA NA NA 4590
Chr15 322909 G GTA Chr15_322909_G_GTAG_GTA INDEL 8084.59 12 18 7 17 9 16 18 12 14 10 8 10 6 6 13 20 7 18 11 17 18 12 17 11 8 12 6 6 0.923 0.9 1 0.944 0.818 0.941 1 1 0.824 0.909 1 0.833 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_420 Pp3c15_420 transcript PAC:32926776protein_codingNA c.*844_*845insTANA NA NA NA 581
Chr15 322909 G GTA Chr15_322909_G_GTAG_GTA INDEL 8084.59 12 18 7 17 9 16 18 12 14 10 8 10 6 6 13 20 7 18 11 17 18 12 17 11 8 12 6 6 0.923 0.9 1 0.944 0.818 0.941 1 1 0.824 0.909 1 0.833 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_420 Pp3c15_420 transcript PAC:32926779protein_codingNA c.*844_*845insTANA NA NA NA 566
Chr15 322909 G GTA Chr15_322909_G_GTAG_GTA INDEL 8084.59 12 18 7 17 9 16 18 12 14 10 8 10 6 6 13 20 7 18 11 17 18 12 17 11 8 12 6 6 0.923 0.9 1 0.944 0.818 0.941 1 1 0.824 0.909 1 0.833 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_420 Pp3c15_420 transcript PAC:32926778protein_codingNA c.*844_*845insTANA NA NA NA 574
Chr15 322909 G GTA Chr15_322909_G_GTAG_GTA INDEL 8084.59 12 18 7 17 9 16 18 12 14 10 8 10 6 6 13 20 7 18 11 17 18 12 17 11 8 12 6 6 0.923 0.9 1 0.944 0.818 0.941 1 1 0.824 0.909 1 0.833 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_420 Pp3c15_420 transcript PAC:32926777protein_codingNA c.*844_*845insTANA NA NA NA 581
Chr15 322909 G GTA Chr15_322909_G_GTAG_GTA INDEL 8084.59 12 18 7 17 9 16 18 12 14 10 8 10 6 6 13 20 7 18 11 17 18 12 17 11 8 12 6 6 0.923 0.9 1 0.944 0.818 0.941 1 1 0.824 0.909 1 0.833 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_400-Pp3c15_420Pp3c15_400-Pp3c15_420intergenic_regionPp3c15_400-Pp3c15_420NA NA n.322909_322910insTANA NA NA NA NA
Chr15 327839 T TTA Chr15_327839_T_TTAT_TTA INDEL 1773.93 1 0 0 1 0 0 0 0 7 7 9 18 10 4 14 11 12 19 15 16 19 12 7 8 9 19 10 4 0 0 0 0 0 0 0 0 1 0.875 1 0.947 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_420 Pp3c15_420 transcript PAC:32926776protein_codingNA c.-3826_-3825insTANA NA NA NA 3218
Chr15 327839 T TTA Chr15_327839_T_TTAT_TTA INDEL 1773.93 1 0 0 1 0 0 0 0 7 7 9 18 10 4 14 11 12 19 15 16 19 12 7 8 9 19 10 4 0 0 0 0 0 0 0 0 1 0.875 1 0.947 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_420 Pp3c15_420 transcript PAC:32926779protein_codingNA c.-3826_-3825insTANA NA NA NA 3244
Chr15 327839 T TTA Chr15_327839_T_TTAT_TTA INDEL 1773.93 1 0 0 1 0 0 0 0 7 7 9 18 10 4 14 11 12 19 15 16 19 12 7 8 9 19 10 4 0 0 0 0 0 0 0 0 1 0.875 1 0.947 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_420 Pp3c15_420 transcript PAC:32926778protein_codingNA c.-3826_-3825insTANA NA NA NA 3218
Chr15 327839 T TTA Chr15_327839_T_TTAT_TTA INDEL 1773.93 1 0 0 1 0 0 0 0 7 7 9 18 10 4 14 11 12 19 15 16 19 12 7 8 9 19 10 4 0 0 0 0 0 0 0 0 1 0.875 1 0.947 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_420 Pp3c15_420 transcript PAC:32926777protein_codingNA c.-3826_-3825insTANA NA NA NA 3218
Chr15 327839 T TTA Chr15_327839_T_TTAT_TTA INDEL 1773.93 1 0 0 1 0 0 0 0 7 7 9 18 10 4 14 11 12 19 15 16 19 12 7 8 9 19 10 4 0 0 0 0 0 0 0 0 1 0.875 1 0.947 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_420-Pp3c15_440Pp3c15_420-Pp3c15_440intergenic_regionPp3c15_420-Pp3c15_440NA NA n.327839_327840insTANA NA NA NA NA
Chr15 529759 TG T Chr15_529759_TG_TTG_T INDEL 13803.59 31 10 16 11 16 20 21 23 18 21 13 16 6 12 31 10 16 11 16 20 21 23 18 21 13 16 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_910-Pp3c15_950Pp3c15_910-Pp3c15_950intergenic_regionPp3c15_910-Pp3c15_950NA NA n.529760delGNA NA NA NA NA
Chr15 679723 A G Chr15_679723_A_GA_G SNP 19659.63 37 5 19 41 19 22 34 24 20 21 21 22 10 7 37 5 19 41 19 22 34 24 20 21 21 22 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_1200Pp3c15_1200transcript PAC:32927697protein_codingNA c.-3102A>G NA NA NA NA 2098
Chr15 679723 A G Chr15_679723_A_GA_G SNP 19659.63 37 5 19 41 19 22 34 24 20 21 21 22 10 7 37 5 19 41 19 22 34 24 20 21 21 22 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_1200Pp3c15_1200transcript PAC:32927699protein_codingNA c.-3102A>G NA NA NA NA 2085
Chr15 679723 A G Chr15_679723_A_GA_G SNP 19659.63 37 5 19 41 19 22 34 24 20 21 21 22 10 7 37 5 19 41 19 22 34 24 20 21 21 22 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_1200Pp3c15_1200transcript PAC:32927698protein_codingNA c.-3102A>G NA NA NA NA 2098
Chr15 679723 A G Chr15_679723_A_GA_G SNP 19659.63 37 5 19 41 19 22 34 24 20 21 21 22 10 7 37 5 19 41 19 22 34 24 20 21 21 22 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_1200Pp3c15_1200transcript PAC:32927700protein_codingNA c.-3102A>G NA NA NA NA 2098
Chr15 679723 A G Chr15_679723_A_GA_G SNP 19659.63 37 5 19 41 19 22 34 24 20 21 21 22 10 7 37 5 19 41 19 22 34 24 20 21 21 22 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_1210Pp3c15_1210transcript PAC:32929324protein_codingNA c.*6564T>C NA NA NA NA 4679
Chr15 679723 A G Chr15_679723_A_GA_G SNP 19659.63 37 5 19 41 19 22 34 24 20 21 21 22 10 7 37 5 19 41 19 22 34 24 20 21 21 22 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_1150-Pp3c15_1200Pp3c15_1150-Pp3c15_1200intergenic_regionPp3c15_1150-Pp3c15_1200NA NA n.679723A>GNA NA NA NA NA
Chr15 699051 C T Chr15_699051_C_TC_T SNP 18346.63 30 17 13 23 14 22 22 22 20 30 17 20 10 9 30 17 13 24 14 22 22 23 20 30 17 20 10 9 1 1 1 0.958 1 1 1 0.957 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_1210-Pp3c15_1245Pp3c15_1210-Pp3c15_1245intergenic_regionPp3c15_1210-Pp3c15_1245NA NA n.699051C>T NA NA NA NA NA
Chr15 789689 A AT Chr15_789689_A_ATA_AT INDEL 10487.59 23 9 12 18 13 26 33 22 8 15 4 6 5 8 23 9 12 18 13 26 33 22 8 15 4 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_1420Pp3c15_1420transcript PAC:32929067protein_codingNA c.-2550_-2549insANA NA NA NA 2179
Chr15 789689 A AT Chr15_789689_A_ATA_AT INDEL 10487.59 23 9 12 18 13 26 33 22 8 15 4 6 5 8 23 9 12 18 13 26 33 22 8 15 4 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_1420Pp3c15_1420transcript PAC:32929068protein_codingNA c.-2550_-2549insANA NA NA NA 2158
Chr15 789689 A AT Chr15_789689_A_ATA_AT INDEL 10487.59 23 9 12 18 13 26 33 22 8 15 4 6 5 8 23 9 12 18 13 26 33 22 8 15 4 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_1420Pp3c15_1420transcript PAC:32929069protein_codingNA c.-2550_-2549insANA NA NA NA 2158
Chr15 789689 A AT Chr15_789689_A_ATA_AT INDEL 10487.59 23 9 12 18 13 26 33 22 8 15 4 6 5 8 23 9 12 18 13 26 33 22 8 15 4 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_1420-Pp3c15_1430Pp3c15_1420-Pp3c15_1430intergenic_regionPp3c15_1420-Pp3c15_1430NA NA n.789689_789690insTNA NA NA NA NA
Chr15 794037 G GT Chr15_794037_G_GTG_GT INDEL 14762.59 17 10 11 24 31 33 25 23 23 27 18 17 10 7 17 10 11 24 31 33 25 23 23 27 18 17 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_1420-Pp3c15_1430Pp3c15_1420-Pp3c15_1430intergenic_regionPp3c15_1420-Pp3c15_1430NA NA n.794037_794038insTNA NA NA NA NA
Chr15 894056 T A Chr15_894056_T_AT_A SNP 4510.98 0 0 0 0 0 0 0 0 23 27 12 15 17 12 24 14 16 33 21 22 26 23 23 27 12 15 17 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_1540-Pp3c15_1570Pp3c15_1540-Pp3c15_1570intergenic_regionPp3c15_1540-Pp3c15_1570NA NA n.894056T>ANA NA NA NA NA
Chr15 949929 G GTA Chr15_949929_G_GTAG_GTA INDEL 3380.24 0 0 0 18 15 20 23 15 1 2 0 0 0 0 17 17 10 18 15 20 23 16 13 15 5 8 7 5 0 0 0 1 1 1 1 0.938 0 0.133 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_1650Pp3c15_1650transcript PAC:32929657protein_codingNA c.-1864_-1863insTANA NA NA NA 1441
Chr15 949929 G GTA Chr15_949929_G_GTAG_GTA INDEL 3380.24 0 0 0 18 15 20 23 15 1 2 0 0 0 0 17 17 10 18 15 20 23 16 13 15 5 8 7 5 0 0 0 1 1 1 1 0.938 0 0.133 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_1670Pp3c15_1670transcript PAC:32927913protein_codingNA c.-4011_-4010insTANA NA NA NA 3854



Chr15 949929 G GTA Chr15_949929_G_GTAG_GTA INDEL 3380.24 0 0 0 18 15 20 23 15 1 2 0 0 0 0 17 17 10 18 15 20 23 16 13 15 5 8 7 5 0 0 0 1 1 1 1 0.938 0 0.133 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_1650Pp3c15_1650transcript PAC:32929658protein_codingNA c.-1864_-1863insTANA NA NA NA 1472
Chr15 949929 G GTA Chr15_949929_G_GTAG_GTA INDEL 3380.24 0 0 0 18 15 20 23 15 1 2 0 0 0 0 17 17 10 18 15 20 23 16 13 15 5 8 7 5 0 0 0 1 1 1 1 0.938 0 0.133 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_1670Pp3c15_1670transcript PAC:32927914protein_codingNA c.-4011_-4010insTANA NA NA NA 3890
Chr15 949929 G GTA Chr15_949929_G_GTAG_GTA INDEL 3380.24 0 0 0 18 15 20 23 15 1 2 0 0 0 0 17 17 10 18 15 20 23 16 13 15 5 8 7 5 0 0 0 1 1 1 1 0.938 0 0.133 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c15_1650-Pp3c15_1670Pp3c15_1650-Pp3c15_1670intergenic_regionPp3c15_1650-Pp3c15_1670NA NA n.949929_949930insTANA NA NA NA NA
Chr15 1091103 T A Chr15_1091103_T_AT_A SNP 5628.29 0 0 0 22 16 25 21 22 0 0 0 0 0 0 27 20 13 23 17 25 21 22 34 18 17 21 6 10 0 0 0 0.957 0.941 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_1840-Pp3c15_1990Pp3c15_1840-Pp3c15_1990intergenic_regionPp3c15_1840-Pp3c15_1990NA NA n.1091103T>ANA NA NA NA NA
Chr15 1309528 G GAAT Chr15_1309528_G_GAATG_GAAT INDEL 18164.59 28 20 18 24 11 17 21 23 19 26 18 15 7 11 28 20 18 24 11 17 21 23 19 26 18 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927718protein_codingNA c.-2350_-2349insATTNA NA NA NA 1332
Chr15 1309528 G GAAT Chr15_1309528_G_GAATG_GAAT INDEL 18164.59 28 20 18 24 11 17 21 23 19 26 18 15 7 11 28 20 18 24 11 17 21 23 19 26 18 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2268Pp3c15_2268transcript PAC:32929340protein_codingNA c.-2376_-2375insAATNA NA NA NA 2375
Chr15 1309528 G GAAT Chr15_1309528_G_GAATG_GAAT INDEL 18164.59 28 20 18 24 11 17 21 23 19 26 18 15 7 11 28 20 18 24 11 17 21 23 19 26 18 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928475protein_codingNA c.-3154_-3153insAATNA NA NA NA 2859
Chr15 1309528 G GAAT Chr15_1309528_G_GAATG_GAAT INDEL 18164.59 28 20 18 24 11 17 21 23 19 26 18 15 7 11 28 20 18 24 11 17 21 23 19 26 18 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927719protein_codingNA c.-2350_-2349insATTNA NA NA NA 2197
Chr15 1309528 G GAAT Chr15_1309528_G_GAATG_GAAT INDEL 18164.59 28 20 18 24 11 17 21 23 19 26 18 15 7 11 28 20 18 24 11 17 21 23 19 26 18 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928476protein_codingNA c.-3154_-3153insAATNA NA NA NA 2988
Chr15 1309528 G GAAT Chr15_1309528_G_GAATG_GAAT INDEL 18164.59 28 20 18 24 11 17 21 23 19 26 18 15 7 11 28 20 18 24 11 17 21 23 19 26 18 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927439protein_codingNA c.*96_*97insATTNA NA NA NA 96
Chr15 1309528 G GAAT Chr15_1309528_G_GAATG_GAAT INDEL 18164.59 28 20 18 24 11 17 21 23 19 26 18 15 7 11 28 20 18 24 11 17 21 23 19 26 18 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927440protein_codingNA c.*96_*97insATTNA NA NA NA 69
Chr15 1309528 G GAAT Chr15_1309528_G_GAATG_GAAT INDEL 18164.59 28 20 18 24 11 17 21 23 19 26 18 15 7 11 28 20 18 24 11 17 21 23 19 26 18 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_2240-Pp3c15_2260Pp3c15_2240-Pp3c15_2260intergenic_regionPp3c15_2240-Pp3c15_2260NA NA n.1309528_1309529insAATNA NA NA NA NA
Chr15 1309529 CTG C Chr15_1309529_CTG_CCTG_C INDEL 18434.59 30 21 19 25 11 18 19 24 21 26 18 14 6 11 30 21 19 25 11 18 19 24 21 26 18 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927718protein_codingNA c.-2352_-2351delCANA NA NA NA 1333
Chr15 1309529 CTG C Chr15_1309529_CTG_CCTG_C INDEL 18434.59 30 21 19 25 11 18 19 24 21 26 18 14 6 11 30 21 19 25 11 18 19 24 21 26 18 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2268Pp3c15_2268transcript PAC:32929340protein_codingNA c.-2374_-2373delTGNA NA NA NA 2374
Chr15 1309529 CTG C Chr15_1309529_CTG_CCTG_C INDEL 18434.59 30 21 19 25 11 18 19 24 21 26 18 14 6 11 30 21 19 25 11 18 19 24 21 26 18 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928475protein_codingNA c.-3152_-3151delTGNA NA NA NA 2858
Chr15 1309529 CTG C Chr15_1309529_CTG_CCTG_C INDEL 18434.59 30 21 19 25 11 18 19 24 21 26 18 14 6 11 30 21 19 25 11 18 19 24 21 26 18 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927719protein_codingNA c.-2352_-2351delCANA NA NA NA 2198
Chr15 1309529 CTG C Chr15_1309529_CTG_CCTG_C INDEL 18434.59 30 21 19 25 11 18 19 24 21 26 18 14 6 11 30 21 19 25 11 18 19 24 21 26 18 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928476protein_codingNA c.-3152_-3151delTGNA NA NA NA 2987
Chr15 1309529 CTG C Chr15_1309529_CTG_CCTG_C INDEL 18434.59 30 21 19 25 11 18 19 24 21 26 18 14 6 11 30 21 19 25 11 18 19 24 21 26 18 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927439protein_codingNA c.*94_*95delCANA NA NA NA 95
Chr15 1309529 CTG C Chr15_1309529_CTG_CCTG_C INDEL 18434.59 30 21 19 25 11 18 19 24 21 26 18 14 6 11 30 21 19 25 11 18 19 24 21 26 18 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927440protein_codingNA c.*94_*95delCANA NA NA NA 68
Chr15 1309529 CTG C Chr15_1309529_CTG_CCTG_C INDEL 18434.59 30 21 19 25 11 18 19 24 21 26 18 14 6 11 30 21 19 25 11 18 19 24 21 26 18 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_2240-Pp3c15_2260Pp3c15_2240-Pp3c15_2260intergenic_regionPp3c15_2240-Pp3c15_2260NA NA n.1309530_1309531delTGNA NA NA NA NA
Chr15 1309536 C A Chr15_1309536_C_AC_A SNP 18470.63 31 22 19 25 13 17 20 25 22 26 18 13 4 11 31 22 19 25 13 17 20 25 22 26 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927718protein_codingNA c.-2357G>T NA NA NA NA 1339
Chr15 1309536 C A Chr15_1309536_C_AC_A SNP 18470.63 31 22 19 25 13 17 20 25 22 26 18 13 4 11 31 22 19 25 13 17 20 25 22 26 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2268Pp3c15_2268transcript PAC:32929340protein_codingNA c.-2368C>A NA NA NA NA 2368
Chr15 1309536 C A Chr15_1309536_C_AC_A SNP 18470.63 31 22 19 25 13 17 20 25 22 26 18 13 4 11 31 22 19 25 13 17 20 25 22 26 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928475protein_codingNA c.-3146C>A NA NA NA NA 2852
Chr15 1309536 C A Chr15_1309536_C_AC_A SNP 18470.63 31 22 19 25 13 17 20 25 22 26 18 13 4 11 31 22 19 25 13 17 20 25 22 26 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927719protein_codingNA c.-2357G>T NA NA NA NA 2204
Chr15 1309536 C A Chr15_1309536_C_AC_A SNP 18470.63 31 22 19 25 13 17 20 25 22 26 18 13 4 11 31 22 19 25 13 17 20 25 22 26 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928476protein_codingNA c.-3146C>A NA NA NA NA 2981
Chr15 1309536 C A Chr15_1309536_C_AC_A SNP 18470.63 31 22 19 25 13 17 20 25 22 26 18 13 4 11 31 22 19 25 13 17 20 25 22 26 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927439protein_codingNA c.*89G>T NA NA NA NA 89
Chr15 1309536 C A Chr15_1309536_C_AC_A SNP 18470.63 31 22 19 25 13 17 20 25 22 26 18 13 4 11 31 22 19 25 13 17 20 25 22 26 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927440protein_codingNA c.*89G>T NA NA NA NA 62
Chr15 1309536 C A Chr15_1309536_C_AC_A SNP 18470.63 31 22 19 25 13 17 20 25 22 26 18 13 4 11 31 22 19 25 13 17 20 25 22 26 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_2240-Pp3c15_2260Pp3c15_2240-Pp3c15_2260intergenic_regionPp3c15_2240-Pp3c15_2260NA NA n.1309536C>ANA NA NA NA NA
Chr15 1309540 A T Chr15_1309540_A_TA_T SNP 18065.63 30 23 18 25 13 17 19 25 22 25 18 13 4 11 30 23 18 25 13 17 19 25 22 25 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927718protein_codingNA c.-2361T>A NA NA NA NA 1343
Chr15 1309540 A T Chr15_1309540_A_TA_T SNP 18065.63 30 23 18 25 13 17 19 25 22 25 18 13 4 11 30 23 18 25 13 17 19 25 22 25 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2268Pp3c15_2268transcript PAC:32929340protein_codingNA c.-2364A>T NA NA NA NA 2364
Chr15 1309540 A T Chr15_1309540_A_TA_T SNP 18065.63 30 23 18 25 13 17 19 25 22 25 18 13 4 11 30 23 18 25 13 17 19 25 22 25 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928475protein_codingNA c.-3142A>T NA NA NA NA 2848
Chr15 1309540 A T Chr15_1309540_A_TA_T SNP 18065.63 30 23 18 25 13 17 19 25 22 25 18 13 4 11 30 23 18 25 13 17 19 25 22 25 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927719protein_codingNA c.-2361T>A NA NA NA NA 2208
Chr15 1309540 A T Chr15_1309540_A_TA_T SNP 18065.63 30 23 18 25 13 17 19 25 22 25 18 13 4 11 30 23 18 25 13 17 19 25 22 25 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928476protein_codingNA c.-3142A>T NA NA NA NA 2977
Chr15 1309540 A T Chr15_1309540_A_TA_T SNP 18065.63 30 23 18 25 13 17 19 25 22 25 18 13 4 11 30 23 18 25 13 17 19 25 22 25 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927439protein_codingNA c.*85T>A NA NA NA NA 85
Chr15 1309540 A T Chr15_1309540_A_TA_T SNP 18065.63 30 23 18 25 13 17 19 25 22 25 18 13 4 11 30 23 18 25 13 17 19 25 22 25 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927440protein_codingNA c.*85T>A NA NA NA NA 58
Chr15 1309540 A T Chr15_1309540_A_TA_T SNP 18065.63 30 23 18 25 13 17 19 25 22 25 18 13 4 11 30 23 18 25 13 17 19 25 22 25 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_2240-Pp3c15_2260Pp3c15_2240-Pp3c15_2260intergenic_regionPp3c15_2240-Pp3c15_2260NA NA n.1309540A>TNA NA NA NA NA
Chr15 1309541 AGAG A Chr15_1309541_AGAG_AAGAG_A INDEL 18326.59 30 23 18 24 13 17 20 25 22 24 18 13 4 11 30 23 18 24 13 17 20 25 22 24 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927718protein_codingNA c.-2365_-2363delCTCNA NA NA NA 1345
Chr15 1309541 AGAG A Chr15_1309541_AGAG_AAGAG_A INDEL 18326.59 30 23 18 24 13 17 20 25 22 24 18 13 4 11 30 23 18 24 13 17 20 25 22 24 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2268Pp3c15_2268transcript PAC:32929340protein_codingNA c.-2362_-2360delGAGNA NA NA NA 2362
Chr15 1309541 AGAG A Chr15_1309541_AGAG_AAGAG_A INDEL 18326.59 30 23 18 24 13 17 20 25 22 24 18 13 4 11 30 23 18 24 13 17 20 25 22 24 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928475protein_codingNA c.-3140_-3138delGAGNA NA NA NA 2846
Chr15 1309541 AGAG A Chr15_1309541_AGAG_AAGAG_A INDEL 18326.59 30 23 18 24 13 17 20 25 22 24 18 13 4 11 30 23 18 24 13 17 20 25 22 24 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927719protein_codingNA c.-2365_-2363delCTCNA NA NA NA 2210
Chr15 1309541 AGAG A Chr15_1309541_AGAG_AAGAG_A INDEL 18326.59 30 23 18 24 13 17 20 25 22 24 18 13 4 11 30 23 18 24 13 17 20 25 22 24 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928476protein_codingNA c.-3140_-3138delGAGNA NA NA NA 2975
Chr15 1309541 AGAG A Chr15_1309541_AGAG_AAGAG_A INDEL 18326.59 30 23 18 24 13 17 20 25 22 24 18 13 4 11 30 23 18 24 13 17 20 25 22 24 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927439protein_codingNA c.*81_*83delCTCNA NA NA NA 83
Chr15 1309541 AGAG A Chr15_1309541_AGAG_AAGAG_A INDEL 18326.59 30 23 18 24 13 17 20 25 22 24 18 13 4 11 30 23 18 24 13 17 20 25 22 24 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927440protein_codingNA c.*81_*83delCTCNA NA NA NA 56
Chr15 1309541 AGAG A Chr15_1309541_AGAG_AAGAG_A INDEL 18326.59 30 23 18 24 13 17 20 25 22 24 18 13 4 11 30 23 18 24 13 17 20 25 22 24 18 13 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_2240-Pp3c15_2260Pp3c15_2240-Pp3c15_2260intergenic_regionPp3c15_2240-Pp3c15_2260NA NA n.1309542_1309544delGAGNA NA NA NA NA
Chr15 1309547 T TGAA Chr15_1309547_T_TGAAT_TGAA INDEL 18461.59 30 24 18 24 13 17 20 24 22 24 19 13 4 10 30 24 18 24 13 17 20 24 22 24 19 13 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927718protein_codingNA c.-2369_-2368insTTCNA NA NA NA 1351
Chr15 1309547 T TGAA Chr15_1309547_T_TGAAT_TGAA INDEL 18461.59 30 24 18 24 13 17 20 24 22 24 19 13 4 10 30 24 18 24 13 17 20 24 22 24 19 13 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2268Pp3c15_2268transcript PAC:32929340protein_codingNA c.-2357_-2356insGAANA NA NA NA 2356
Chr15 1309547 T TGAA Chr15_1309547_T_TGAAT_TGAA INDEL 18461.59 30 24 18 24 13 17 20 24 22 24 19 13 4 10 30 24 18 24 13 17 20 24 22 24 19 13 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928475protein_codingNA c.-3135_-3134insGAANA NA NA NA 2840
Chr15 1309547 T TGAA Chr15_1309547_T_TGAAT_TGAA INDEL 18461.59 30 24 18 24 13 17 20 24 22 24 19 13 4 10 30 24 18 24 13 17 20 24 22 24 19 13 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927719protein_codingNA c.-2369_-2368insTTCNA NA NA NA 2216
Chr15 1309547 T TGAA Chr15_1309547_T_TGAAT_TGAA INDEL 18461.59 30 24 18 24 13 17 20 24 22 24 19 13 4 10 30 24 18 24 13 17 20 24 22 24 19 13 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928476protein_codingNA c.-3135_-3134insGAANA NA NA NA 2969
Chr15 1309547 T TGAA Chr15_1309547_T_TGAAT_TGAA INDEL 18461.59 30 24 18 24 13 17 20 24 22 24 19 13 4 10 30 24 18 24 13 17 20 24 22 24 19 13 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927439protein_codingNA c.*77_*78insTTCNA NA NA NA 77
Chr15 1309547 T TGAA Chr15_1309547_T_TGAAT_TGAA INDEL 18461.59 30 24 18 24 13 17 20 24 22 24 19 13 4 10 30 24 18 24 13 17 20 24 22 24 19 13 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927440protein_codingNA c.*77_*78insTTCNA NA NA NA 50
Chr15 1309547 T TGAA Chr15_1309547_T_TGAAT_TGAA INDEL 18461.59 30 24 18 24 13 17 20 24 22 24 19 13 4 10 30 24 18 24 13 17 20 24 22 24 19 13 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_2240-Pp3c15_2260Pp3c15_2240-Pp3c15_2260intergenic_regionPp3c15_2240-Pp3c15_2260NA NA n.1309547_1309548insGAANA NA NA NA NA
Chr15 1309549 T TAA Chr15_1309549_T_TAAT_TAA INDEL 19046.59 30 24 18 24 14 19 21 23 22 23 19 13 4 8 30 24 18 24 14 19 21 23 22 23 19 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927718protein_codingNA c.-2371_-2370insTTNA NA NA NA 1353
Chr15 1309549 T TAA Chr15_1309549_T_TAAT_TAA INDEL 19046.59 30 24 18 24 14 19 21 23 22 23 19 13 4 8 30 24 18 24 14 19 21 23 22 23 19 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2268Pp3c15_2268transcript PAC:32929340protein_codingNA c.-2355_-2354insAANA NA NA NA 2354
Chr15 1309549 T TAA Chr15_1309549_T_TAAT_TAA INDEL 19046.59 30 24 18 24 14 19 21 23 22 23 19 13 4 8 30 24 18 24 14 19 21 23 22 23 19 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928475protein_codingNA c.-3133_-3132insAANA NA NA NA 2838
Chr15 1309549 T TAA Chr15_1309549_T_TAAT_TAA INDEL 19046.59 30 24 18 24 14 19 21 23 22 23 19 13 4 8 30 24 18 24 14 19 21 23 22 23 19 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927719protein_codingNA c.-2371_-2370insTTNA NA NA NA 2218
Chr15 1309549 T TAA Chr15_1309549_T_TAAT_TAA INDEL 19046.59 30 24 18 24 14 19 21 23 22 23 19 13 4 8 30 24 18 24 14 19 21 23 22 23 19 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928476protein_codingNA c.-3133_-3132insAANA NA NA NA 2967
Chr15 1309549 T TAA Chr15_1309549_T_TAAT_TAA INDEL 19046.59 30 24 18 24 14 19 21 23 22 23 19 13 4 8 30 24 18 24 14 19 21 23 22 23 19 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927439protein_codingNA c.*75_*76insTTNA NA NA NA 75
Chr15 1309549 T TAA Chr15_1309549_T_TAAT_TAA INDEL 19046.59 30 24 18 24 14 19 21 23 22 23 19 13 4 8 30 24 18 24 14 19 21 23 22 23 19 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927440protein_codingNA c.*75_*76insTTNA NA NA NA 48
Chr15 1309549 T TAA Chr15_1309549_T_TAAT_TAA INDEL 19046.59 30 24 18 24 14 19 21 23 22 23 19 13 4 8 30 24 18 24 14 19 21 23 22 23 19 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_2240-Pp3c15_2260Pp3c15_2240-Pp3c15_2260intergenic_regionPp3c15_2240-Pp3c15_2260NA NA n.1309549_1309550insAANA NA NA NA NA
Chr15 1309557 ACTCTTAATCTA Chr15_1309557_ACTCTTAATCT_AACTCTTAATCT_AINDEL 18911.59 32 22 16 25 13 18 26 25 20 23 20 14 4 8 32 22 16 25 13 18 26 25 20 23 20 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927718protein_codingNA c.-2388_-2379delAGATTAAGAGNA NA NA NA 1361
Chr15 1309557 ACTCTTAATCTA Chr15_1309557_ACTCTTAATCT_AACTCTTAATCT_AINDEL 18911.59 32 22 16 25 13 18 26 25 20 23 20 14 4 8 32 22 16 25 13 18 26 25 20 23 20 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2268Pp3c15_2268transcript PAC:32929340protein_codingNA c.-2346_-2337delCTCTTAATCTNA NA NA NA 2346
Chr15 1309557 ACTCTTAATCTA Chr15_1309557_ACTCTTAATCT_AACTCTTAATCT_AINDEL 18911.59 32 22 16 25 13 18 26 25 20 23 20 14 4 8 32 22 16 25 13 18 26 25 20 23 20 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928475protein_codingNA c.-3124_-3115delCTCTTAATCTNA NA NA NA 2830
Chr15 1309557 ACTCTTAATCTA Chr15_1309557_ACTCTTAATCT_AACTCTTAATCT_AINDEL 18911.59 32 22 16 25 13 18 26 25 20 23 20 14 4 8 32 22 16 25 13 18 26 25 20 23 20 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927719protein_codingNA c.-2388_-2379delAGATTAAGAGNA NA NA NA 2226
Chr15 1309557 ACTCTTAATCTA Chr15_1309557_ACTCTTAATCT_AACTCTTAATCT_AINDEL 18911.59 32 22 16 25 13 18 26 25 20 23 20 14 4 8 32 22 16 25 13 18 26 25 20 23 20 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928476protein_codingNA c.-3124_-3115delCTCTTAATCTNA NA NA NA 2959
Chr15 1309557 ACTCTTAATCTA Chr15_1309557_ACTCTTAATCT_AACTCTTAATCT_AINDEL 18911.59 32 22 16 25 13 18 26 25 20 23 20 14 4 8 32 22 16 25 13 18 26 25 20 23 20 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927439protein_codingNA c.*58_*67delAGATTAAGAGNA NA NA NA 67
Chr15 1309557 ACTCTTAATCTA Chr15_1309557_ACTCTTAATCT_AACTCTTAATCT_AINDEL 18911.59 32 22 16 25 13 18 26 25 20 23 20 14 4 8 32 22 16 25 13 18 26 25 20 23 20 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927440protein_codingNA c.*58_*67delAGATTAAGAGNA NA NA NA 40
Chr15 1309557 ACTCTTAATCTA Chr15_1309557_ACTCTTAATCT_AACTCTTAATCT_AINDEL 18911.59 32 22 16 25 13 18 26 25 20 23 20 14 4 8 32 22 16 25 13 18 26 25 20 23 20 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_2240-Pp3c15_2260Pp3c15_2240-Pp3c15_2260intergenic_regionPp3c15_2240-Pp3c15_2260NA NA n.1309558_1309567delCTCTTAATCTNA NA NA NA NA
Chr15 1309589 ACGT A Chr15_1309589_ACGT_AACGT_A INDEL 17921.59 28 21 14 25 14 21 26 29 20 20 19 15 4 5 28 21 14 25 14 21 26 29 20 20 19 15 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927718protein_codingNA c.-2413_-2411delACGNA NA NA NA 1393
Chr15 1309589 ACGT A Chr15_1309589_ACGT_AACGT_A INDEL 17921.59 28 21 14 25 14 21 26 29 20 20 19 15 4 5 28 21 14 25 14 21 26 29 20 20 19 15 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2268Pp3c15_2268transcript PAC:32929340protein_codingNA c.-2314_-2312delCGTNA NA NA NA 2314
Chr15 1309589 ACGT A Chr15_1309589_ACGT_AACGT_A INDEL 17921.59 28 21 14 25 14 21 26 29 20 20 19 15 4 5 28 21 14 25 14 21 26 29 20 20 19 15 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928475protein_codingNA c.-3092_-3090delCGTNA NA NA NA 2798
Chr15 1309589 ACGT A Chr15_1309589_ACGT_AACGT_A INDEL 17921.59 28 21 14 25 14 21 26 29 20 20 19 15 4 5 28 21 14 25 14 21 26 29 20 20 19 15 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927719protein_codingNA c.-2413_-2411delACGNA NA NA NA 2258
Chr15 1309589 ACGT A Chr15_1309589_ACGT_AACGT_A INDEL 17921.59 28 21 14 25 14 21 26 29 20 20 19 15 4 5 28 21 14 25 14 21 26 29 20 20 19 15 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928476protein_codingNA c.-3092_-3090delCGTNA NA NA NA 2927
Chr15 1309589 ACGT A Chr15_1309589_ACGT_AACGT_A INDEL 17921.59 28 21 14 25 14 21 26 29 20 20 19 15 4 5 28 21 14 25 14 21 26 29 20 20 19 15 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927439protein_codingNA c.*33_*35delACGNA NA NA NA 35
Chr15 1309589 ACGT A Chr15_1309589_ACGT_AACGT_A INDEL 17921.59 28 21 14 25 14 21 26 29 20 20 19 15 4 5 28 21 14 25 14 21 26 29 20 20 19 15 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927440protein_codingNA c.*33_*35delACGNA NA NA NA 8
Chr15 1309589 ACGT A Chr15_1309589_ACGT_AACGT_A INDEL 17921.59 28 21 14 25 14 21 26 29 20 20 19 15 4 5 28 21 14 25 14 21 26 29 20 20 19 15 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_2240-Pp3c15_2260Pp3c15_2240-Pp3c15_2260intergenic_regionPp3c15_2240-Pp3c15_2260NA NA n.1309590_1309592delCGTNA NA NA NA NA
Chr15 1309597 A AAGAC Chr15_1309597_A_AAGACA_AAGAC INDEL 18112.59 29 19 14 26 14 20 26 28 20 19 21 14 5 5 29 19 14 26 14 20 26 28 20 19 21 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variantLOW Pp3c15_2260Pp3c15_2260transcript PAC:32927440protein_coding 01-janv c.*27_*28insGTCTNA NA NA NA NA
Chr15 1309597 A AAGAC Chr15_1309597_A_AAGACA_AAGAC INDEL 18112.59 29 19 14 26 14 20 26 28 20 19 21 14 5 5 29 19 14 26 14 20 26 28 20 19 21 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927440protein_coding 01-janv c.*27_*28insGTCTNA NA NA NA 27
Chr15 1309597 A AAGAC Chr15_1309597_A_AAGACA_AAGAC INDEL 18112.59 29 19 14 26 14 20 26 28 20 19 21 14 5 5 29 19 14 26 14 20 26 28 20 19 21 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927718protein_codingNA c.-2419_-2418insGTCTNA NA NA NA 1401
Chr15 1309597 A AAGAC Chr15_1309597_A_AAGACA_AAGAC INDEL 18112.59 29 19 14 26 14 20 26 28 20 19 21 14 5 5 29 19 14 26 14 20 26 28 20 19 21 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2268Pp3c15_2268transcript PAC:32929340protein_codingNA c.-2307_-2306insAGACNA NA NA NA 2306
Chr15 1309597 A AAGAC Chr15_1309597_A_AAGACA_AAGAC INDEL 18112.59 29 19 14 26 14 20 26 28 20 19 21 14 5 5 29 19 14 26 14 20 26 28 20 19 21 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928475protein_codingNA c.-3085_-3084insAGACNA NA NA NA 2790
Chr15 1309597 A AAGAC Chr15_1309597_A_AAGACA_AAGAC INDEL 18112.59 29 19 14 26 14 20 26 28 20 19 21 14 5 5 29 19 14 26 14 20 26 28 20 19 21 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2240Pp3c15_2240transcript PAC:32927719protein_codingNA c.-2419_-2418insGTCTNA NA NA NA 2266
Chr15 1309597 A AAGAC Chr15_1309597_A_AAGACA_AAGAC INDEL 18112.59 29 19 14 26 14 20 26 28 20 19 21 14 5 5 29 19 14 26 14 20 26 28 20 19 21 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_2270Pp3c15_2270transcript PAC:32928476protein_codingNA c.-3085_-3084insAGACNA NA NA NA 2919
Chr15 1309597 A AAGAC Chr15_1309597_A_AAGACA_AAGAC INDEL 18112.59 29 19 14 26 14 20 26 28 20 19 21 14 5 5 29 19 14 26 14 20 26 28 20 19 21 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_2260Pp3c15_2260transcript PAC:32927439protein_codingNA c.*27_*28insGTCTNA NA NA NA 27
Chr15 1638215 T TG Chr15_1638215_T_TGT_TG INDEL 14243.59 23 6 17 14 19 28 28 21 18 22 8 11 7 7 23 6 17 14 19 28 28 21 18 22 8 11 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_2880-Pp3c15_2990Pp3c15_2880-Pp3c15_2990intergenic_regionPp3c15_2880-Pp3c15_2990NA NA n.1638215_1638216insGNA NA NA NA NA
Chr15 1638313 C A Chr15_1638313_C_AC_A SNP 12694.63 25 7 9 14 19 27 25 19 22 21 7 13 7 9 25 7 10 14 19 27 25 19 22 22 7 13 7 9 1 1 0.9 1 1 1 1 1 1 0.955 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_2880-Pp3c15_2990Pp3c15_2880-Pp3c15_2990intergenic_regionPp3c15_2880-Pp3c15_2990NA NA n.1638313C>ANA NA NA NA NA
Chr15 2010158 AAT A Chr15_2010158_AAT_AAAT_A INDEL 2595.24 0 0 0 17 18 12 25 15 1 0 1 0 0 1 25 10 10 18 18 12 26 17 11 18 12 5 5 8 0 0 0 0.944 1 1 0.962 0.882 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_3470Pp3c15_3470transcript PAC:32929594protein_codingNA c.-3395_-3394delATNA NA NA NA 3373
Chr15 2010158 AAT A Chr15_2010158_AAT_AAAT_A INDEL 2595.24 0 0 0 17 18 12 25 15 1 0 1 0 0 1 25 10 10 18 18 12 26 17 11 18 12 5 5 8 0 0 0 0.944 1 1 0.962 0.882 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_3479Pp3c15_3479transcript PAC:32928656protein_codingNA c.-2604_-2603delATNA NA NA NA 1777
Chr15 2010158 AAT A Chr15_2010158_AAT_AAAT_A INDEL 2595.24 0 0 0 17 18 12 25 15 1 0 1 0 0 1 25 10 10 18 18 12 26 17 11 18 12 5 5 8 0 0 0 0.944 1 1 0.962 0.882 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_3470Pp3c15_3470transcript PAC:32929595protein_codingNA c.-3395_-3394delATNA NA NA NA 1389
Chr15 2010158 AAT A Chr15_2010158_AAT_AAAT_A INDEL 2595.24 0 0 0 17 18 12 25 15 1 0 1 0 0 1 25 10 10 18 18 12 26 17 11 18 12 5 5 8 0 0 0 0.944 1 1 0.962 0.882 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_3470-Pp3c15_3490Pp3c15_3470-Pp3c15_3490intergenic_regionPp3c15_3470-Pp3c15_3490NA NA n.2010159_2010160delATNA NA NA NA NA
Chr15 2118047 T G Chr15_2118047_T_GT_G SNP 20315.63 39 13 18 30 25 24 13 21 26 28 19 17 11 16 39 13 18 30 25 24 13 21 26 28 19 17 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_3590Pp3c15_3590transcript PAC:32929782protein_codingNA c.*5941T>G NA NA NA NA 4236
Chr15 2118047 T G Chr15_2118047_T_GT_G SNP 20315.63 39 13 18 30 25 24 13 21 26 28 19 17 11 16 39 13 18 30 25 24 13 21 26 28 19 17 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_3590Pp3c15_3590transcript PAC:32929783protein_codingNA c.*5941T>G NA NA NA NA 4236
Chr15 2118047 T G Chr15_2118047_T_GT_G SNP 20315.63 39 13 18 30 25 24 13 21 26 28 19 17 11 16 39 13 18 30 25 24 13 21 26 28 19 17 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_3590-Pp3c15_3620Pp3c15_3590-Pp3c15_3620intergenic_regionPp3c15_3590-Pp3c15_3620NA NA n.2118047T>GNA NA NA NA NA
Chr15 2139589 C CA Chr15_2139589_C_CAC_CA INDEL 21403.59 40 16 13 30 24 27 35 27 28 28 12 23 18 11 40 16 13 30 24 27 35 27 28 28 12 23 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_3620Pp3c15_3620transcript PAC:32928180protein_codingNA c.*2570_*2571insTNA NA NA NA 2274
Chr15 2139589 C CA Chr15_2139589_C_CAC_CA INDEL 21403.59 40 16 13 30 24 27 35 27 28 28 12 23 18 11 40 16 13 30 24 27 35 27 28 28 12 23 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_3620Pp3c15_3620transcript PAC:32928181protein_codingNA c.*2570_*2571insTNA NA NA NA 2222
Chr15 2139589 C CA Chr15_2139589_C_CAC_CA INDEL 21403.59 40 16 13 30 24 27 35 27 28 28 12 23 18 11 40 16 13 30 24 27 35 27 28 28 12 23 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_3590-Pp3c15_3620Pp3c15_3590-Pp3c15_3620intergenic_regionPp3c15_3590-Pp3c15_3620NA NA n.2139589_2139590insANA NA NA NA NA
Chr15 2232554 A AAT Chr15_2232554_A_AATA_AAT INDEL 8927.37 25 16 16 14 9 17 35 14 15 12 15 10 4 12 25 17 16 14 10 17 35 14 15 12 15 12 5 12 1 0.941 1 1 0.9 1 1 1 1 1 1 0.833 0.8 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_3620-Pp3c15_3710Pp3c15_3620-Pp3c15_3710intergenic_regionPp3c15_3620-Pp3c15_3710NA NA n.2232554_2232555insATNA NA NA NA NA
Chr15 2352660 AC A Chr15_2352660_AC_AAC_A INDEL 15678.59 25 6 15 19 21 26 20 21 28 27 15 11 10 7 25 6 15 19 21 26 20 21 28 27 15 11 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_3820-Pp3c15_3920Pp3c15_3820-Pp3c15_3920intergenic_regionPp3c15_3820-Pp3c15_3920NA NA n.2352661delCNA NA NA NA NA
Chr15 2568985 G A Chr15_2568985_G_AG_A SNP 16733.63 29 18 17 13 24 24 24 25 8 14 14 16 4 12 29 18 17 13 24 24 24 25 8 14 14 16 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_4030-Pp3c15_4060Pp3c15_4030-Pp3c15_4060intergenic_regionPp3c15_4030-Pp3c15_4060NA NA n.2568985G>ANA NA NA NA NA
Chr15 2568989 T C Chr15_2568989_T_CT_C SNP 17381.63 30 19 18 14 24 24 25 25 9 14 15 16 4 11 30 19 18 14 24 24 25 25 9 14 15 16 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_4030-Pp3c15_4060Pp3c15_4030-Pp3c15_4060intergenic_regionPp3c15_4030-Pp3c15_4060NA NA n.2568989T>CNA NA NA NA NA
Chr15 2568990 T G Chr15_2568990_T_GT_G SNP 17371.63 31 20 19 14 24 25 26 25 8 14 19 16 4 12 31 20 19 14 24 25 26 25 8 14 19 16 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_4030-Pp3c15_4060Pp3c15_4030-Pp3c15_4060intergenic_regionPp3c15_4030-Pp3c15_4060NA NA n.2568990T>GNA NA NA NA NA
Chr15 2639992 CT C Chr15_2639992_CT_CCT_C INDEL 14680.59 24 20 10 25 15 19 23 26 23 21 20 12 12 4 24 20 10 25 15 19 23 26 23 21 20 12 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_4100Pp3c15_4100transcript PAC:32927747protein_codingNA c.-4096delT NA NA NA NA 4096
Chr15 2639992 CT C Chr15_2639992_CT_CCT_C INDEL 14680.59 24 20 10 25 15 19 23 26 23 21 20 12 12 4 24 20 10 25 15 19 23 26 23 21 20 12 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_4070-Pp3c15_4100Pp3c15_4070-Pp3c15_4100intergenic_regionPp3c15_4070-Pp3c15_4100NA NA n.2639993delTNA NA NA NA NA
Chr15 2685936 A AAT Chr15_2685936_A_AATA_AAT INDEL 105.37 0 0 0 0 1 0 0 0 0 0 0 1 5 0 17 9 9 19 18 24 22 17 23 15 8 13 5 9 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c15_4150Pp3c15_4150transcript PAC:32926948protein_codingNA c.-1131_-1130insATNA NA NA NA 610
Chr15 2685936 A AAT Chr15_2685936_A_AATA_AAT INDEL 105.37 0 0 0 0 1 0 0 0 0 0 0 1 5 0 17 9 9 19 18 24 22 17 23 15 8 13 5 9 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c15_4170Pp3c15_4170transcript PAC:32929597protein_codingNA c.-3757_-3756insATNA NA NA NA 2697
Chr15 2685936 A AAT Chr15_2685936_A_AATA_AAT INDEL 105.37 0 0 0 0 1 0 0 0 0 0 0 1 5 0 17 9 9 19 18 24 22 17 23 15 8 13 5 9 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c15_4150Pp3c15_4150transcript PAC:32926950protein_codingNA c.-1131_-1130insATNA NA NA NA 610
Chr15 2685936 A AAT Chr15_2685936_A_AATA_AAT INDEL 105.37 0 0 0 0 1 0 0 0 0 0 0 1 5 0 17 9 9 19 18 24 22 17 23 15 8 13 5 9 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c15_4150Pp3c15_4150transcript PAC:32926949protein_codingNA c.-1131_-1130insATNA NA NA NA 609
Chr15 2685936 A AAT Chr15_2685936_A_AATA_AAT INDEL 105.37 0 0 0 0 1 0 0 0 0 0 0 1 5 0 17 9 9 19 18 24 22 17 23 15 8 13 5 9 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c15_4150Pp3c15_4150transcript PAC:32926951protein_codingNA c.-1131_-1130insATNA NA NA NA 609
Chr15 2685936 A AAT Chr15_2685936_A_AATA_AAT INDEL 105.37 0 0 0 0 1 0 0 0 0 0 0 1 5 0 17 9 9 19 18 24 22 17 23 15 8 13 5 9 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c15_4150Pp3c15_4150transcript PAC:32926952protein_codingNA c.-1131_-1130insATNA NA NA NA 610
Chr15 2685936 A AAT Chr15_2685936_A_AATA_AAT INDEL 105.37 0 0 0 0 1 0 0 0 0 0 0 1 5 0 17 9 9 19 18 24 22 17 23 15 8 13 5 9 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c15_4150Pp3c15_4150transcript PAC:32926953protein_codingNA c.-1131_-1130insATNA NA NA NA 1131
Chr15 2685936 A AAT Chr15_2685936_A_AATA_AAT INDEL 105.37 0 0 0 0 1 0 0 0 0 0 0 1 5 0 17 9 9 19 18 24 22 17 23 15 8 13 5 9 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c15_4170Pp3c15_4170transcript PAC:32929598protein_codingNA c.-3757_-3756insATNA NA NA NA 2157
Chr15 2685936 A AAT Chr15_2685936_A_AATA_AAT INDEL 105.37 0 0 0 0 1 0 0 0 0 0 0 1 5 0 17 9 9 19 18 24 22 17 23 15 8 13 5 9 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c15_4150-Pp3c15_4170Pp3c15_4150-Pp3c15_4170intergenic_regionPp3c15_4150-Pp3c15_4170NA NA n.2685936_2685937insATNA NA NA NA NA
Chr15 2971255 C T Chr15_2971255_C_TC_T SNP 3562.98 0 0 0 0 0 0 0 0 23 27 7 20 7 6 22 12 14 27 27 30 40 27 23 27 7 20 7 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_4787-Pp3c15_4820Pp3c15_4787-Pp3c15_4820intergenic_regionPp3c15_4787-Pp3c15_4820NA NA n.2971255C>TNA NA NA NA NA
Chr15 3048287 C A Chr15_3048287_C_AC_A SNP 20588.63 37 13 20 31 21 27 24 24 25 19 22 23 8 22 37 13 20 31 21 27 24 24 25 19 22 23 8 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_4901-Pp3c15_4920Pp3c15_4901-Pp3c15_4920intergenic_regionPp3c15_4901-Pp3c15_4920NA NA n.3048287C>ANA NA NA NA NA
Chr15 3247113 T TTA Chr15_3247113_T_TTAT_TTA INDEL 2888.24 2 0 1 17 5 23 24 12 0 0 1 0 0 0 24 11 11 17 5 23 24 12 5 17 17 7 5 7 0.083 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5100Pp3c15_5100transcript PAC:32929673protein_codingNA c.-5189_-5188insTANA NA NA NA 4520
Chr15 3247113 T TTA Chr15_3247113_T_TTAT_TTA INDEL 2888.24 2 0 1 17 5 23 24 12 0 0 1 0 0 0 24 11 11 17 5 23 24 12 5 17 17 7 5 7 0.083 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5110Pp3c15_5110transcript PAC:32927686protein_codingNA c.-1381_-1380insTANA NA NA NA 1381
Chr15 3247113 T TTA Chr15_3247113_T_TTAT_TTA INDEL 2888.24 2 0 1 17 5 23 24 12 0 0 1 0 0 0 24 11 11 17 5 23 24 12 5 17 17 7 5 7 0.083 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5120Pp3c15_5120transcript PAC:32926634protein_codingNA c.-5215_-5214insTANA NA NA NA 4103
Chr15 3247113 T TTA Chr15_3247113_T_TTAT_TTA INDEL 2888.24 2 0 1 17 5 23 24 12 0 0 1 0 0 0 24 11 11 17 5 23 24 12 5 17 17 7 5 7 0.083 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5100Pp3c15_5100transcript PAC:32929674protein_codingNA c.-5189_-5188insTANA NA NA NA 4444
Chr15 3247113 T TTA Chr15_3247113_T_TTAT_TTA INDEL 2888.24 2 0 1 17 5 23 24 12 0 0 1 0 0 0 24 11 11 17 5 23 24 12 5 17 17 7 5 7 0.083 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5110Pp3c15_5110transcript PAC:32927687protein_codingNA c.-1381_-1380insTANA NA NA NA 1169
Chr15 3247113 T TTA Chr15_3247113_T_TTAT_TTA INDEL 2888.24 2 0 1 17 5 23 24 12 0 0 1 0 0 0 24 11 11 17 5 23 24 12 5 17 17 7 5 7 0.083 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5120Pp3c15_5120transcript PAC:32926635protein_codingNA c.-5215_-5214insTANA NA NA NA 4071
Chr15 3247113 T TTA Chr15_3247113_T_TTAT_TTA INDEL 2888.24 2 0 1 17 5 23 24 12 0 0 1 0 0 0 24 11 11 17 5 23 24 12 5 17 17 7 5 7 0.083 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c15_5110-Pp3c15_5120Pp3c15_5110-Pp3c15_5120intergenic_regionPp3c15_5110-Pp3c15_5120NA NA n.3247113_3247114insTANA NA NA NA NA
Chr15 3343023 A AAT Chr15_3343023_A_AATA_AAT INDEL 111.37 0 0 0 0 0 0 0 0 1 0 1 0 0 5 19 11 13 16 23 16 25 19 21 11 8 20 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c15_5330Pp3c15_5330transcript PAC:32926731protein_codingNA c.-6440_-6439insATNA NA NA NA 4537
Chr15 3343023 A AAT Chr15_3343023_A_AATA_AAT INDEL 111.37 0 0 0 0 0 0 0 0 1 0 1 0 0 5 19 11 13 16 23 16 25 19 21 11 8 20 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c15_5330Pp3c15_5330transcript PAC:32926732protein_codingNA c.-6440_-6439insATNA NA NA NA 4504
Chr15 3343023 A AAT Chr15_3343023_A_AATA_AAT INDEL 111.37 0 0 0 0 0 0 0 0 1 0 1 0 0 5 19 11 13 16 23 16 25 19 21 11 8 20 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c15_5290Pp3c15_5290transcript PAC:32926802protein_codingNA c.*863_*864insATNA NA NA NA 864
Chr15 3343023 A AAT Chr15_3343023_A_AATA_AAT INDEL 111.37 0 0 0 0 0 0 0 0 1 0 1 0 0 5 19 11 13 16 23 16 25 19 21 11 8 20 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c15_5310Pp3c15_5310transcript PAC:32927047protein_codingNA c.*344_*345insATNA NA NA NA 120
Chr15 3343023 A AAT Chr15_3343023_A_AATA_AAT INDEL 111.37 0 0 0 0 0 0 0 0 1 0 1 0 0 5 19 11 13 16 23 16 25 19 21 11 8 20 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c15_5290Pp3c15_5290transcript PAC:32926803protein_codingNA c.*863_*864insATNA NA NA NA 864
Chr15 3343023 A AAT Chr15_3343023_A_AATA_AAT INDEL 111.37 0 0 0 0 0 0 0 0 1 0 1 0 0 5 19 11 13 16 23 16 25 19 21 11 8 20 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c15_5310Pp3c15_5310transcript PAC:32927052protein_codingNA c.*344_*345insATNA NA NA NA 93
Chr15 3343023 A AAT Chr15_3343023_A_AATA_AAT INDEL 111.37 0 0 0 0 0 0 0 0 1 0 1 0 0 5 19 11 13 16 23 16 25 19 21 11 8 20 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c15_5310Pp3c15_5310transcript PAC:32927048protein_codingNA c.*344_*345insATNA NA NA NA 103
Chr15 3343023 A AAT Chr15_3343023_A_AATA_AAT INDEL 111.37 0 0 0 0 0 0 0 0 1 0 1 0 0 5 19 11 13 16 23 16 25 19 21 11 8 20 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c15_5310Pp3c15_5310transcript PAC:32927050protein_codingNA c.*344_*345insATNA NA NA NA 103
Chr15 3343023 A AAT Chr15_3343023_A_AATA_AAT INDEL 111.37 0 0 0 0 0 0 0 0 1 0 1 0 0 5 19 11 13 16 23 16 25 19 21 11 8 20 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c15_5310Pp3c15_5310transcript PAC:32927049protein_codingNA c.*344_*345insATNA NA NA NA 117
Chr15 3343023 A AAT Chr15_3343023_A_AATA_AAT INDEL 111.37 0 0 0 0 0 0 0 0 1 0 1 0 0 5 19 11 13 16 23 16 25 19 21 11 8 20 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c15_5310Pp3c15_5310transcript PAC:32927051protein_codingNA c.*344_*345insATNA NA NA NA 120
Chr15 3343023 A AAT Chr15_3343023_A_AATA_AAT INDEL 111.37 0 0 0 0 0 0 0 0 1 0 1 0 0 5 19 11 13 16 23 16 25 19 21 11 8 20 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c15_5290-Pp3c15_5310Pp3c15_5290-Pp3c15_5310intergenic_regionPp3c15_5290-Pp3c15_5310NA NA n.3343023_3343024insATNA NA NA NA NA
Chr15 3403500 AG A Chr15_3403500_AG_AAG_A INDEL 17837.59 23 16 18 29 21 34 33 15 18 18 24 15 8 7 23 16 18 29 21 34 33 15 18 18 24 15 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_5480-Pp3c15_5520Pp3c15_5480-Pp3c15_5520intergenic_regionPp3c15_5480-Pp3c15_5520NA NA n.3403501delGNA NA NA NA NA
Chr15 3473985 A AAT Chr15_3473985_A_AATA_AAT INDEL 367.37 6 13 0 0 0 0 0 0 0 1 0 2 0 0 22 13 14 14 11 19 29 19 20 11 10 16 12 9 0.273 1 0 0 0 0 0 0 0 0 0 0.125 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929722protein_codingNA c.-1617_-1616insATNA NA NA NA 1318
Chr15 3473985 A AAT Chr15_3473985_A_AATA_AAT INDEL 367.37 6 13 0 0 0 0 0 0 0 1 0 2 0 0 22 13 14 14 11 19 29 19 20 11 10 16 12 9 0.273 1 0 0 0 0 0 0 0 0 0 0.125 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929723protein_codingNA c.-1617_-1616insATNA NA NA NA 1254
Chr15 3473985 A AAT Chr15_3473985_A_AATA_AAT INDEL 367.37 6 13 0 0 0 0 0 0 0 1 0 2 0 0 22 13 14 14 11 19 29 19 20 11 10 16 12 9 0.273 1 0 0 0 0 0 0 0 0 0 0.125 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929724protein_codingNA c.-1617_-1616insATNA NA NA NA 1254
Chr15 3473985 A AAT Chr15_3473985_A_AATA_AAT INDEL 367.37 6 13 0 0 0 0 0 0 0 1 0 2 0 0 22 13 14 14 11 19 29 19 20 11 10 16 12 9 0.273 1 0 0 0 0 0 0 0 0 0 0.125 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929727protein_codingNA c.-2522_-2521insATNA NA NA NA 1871
Chr15 3473985 A AAT Chr15_3473985_A_AATA_AAT INDEL 367.37 6 13 0 0 0 0 0 0 0 1 0 2 0 0 22 13 14 14 11 19 29 19 20 11 10 16 12 9 0.273 1 0 0 0 0 0 0 0 0 0 0.125 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929725protein_codingNA c.-1617_-1616insATNA NA NA NA 1345
Chr15 3473985 A AAT Chr15_3473985_A_AATA_AAT INDEL 367.37 6 13 0 0 0 0 0 0 0 1 0 2 0 0 22 13 14 14 11 19 29 19 20 11 10 16 12 9 0.273 1 0 0 0 0 0 0 0 0 0 0.125 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929726protein_codingNA c.-1617_-1616insATNA NA NA NA 1345
Chr15 3473985 A AAT Chr15_3473985_A_AATA_AAT INDEL 367.37 6 13 0 0 0 0 0 0 0 1 0 2 0 0 22 13 14 14 11 19 29 19 20 11 10 16 12 9 0.273 1 0 0 0 0 0 0 0 0 0 0.125 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c15_5600Pp3c15_5600transcript PAC:32927538protein_codingNA c.*1442_*1443insATNA NA NA NA 1345
Chr15 3473985 A AAT Chr15_3473985_A_AATA_AAT INDEL 367.37 6 13 0 0 0 0 0 0 0 1 0 2 0 0 22 13 14 14 11 19 29 19 20 11 10 16 12 9 0.273 1 0 0 0 0 0 0 0 0 0 0.125 0 0 0 1 1 2 0 0 1 intergenic_regionMODIFIER Pp3c15_5590-Pp3c15_5610Pp3c15_5590-Pp3c15_5610intergenic_regionPp3c15_5590-Pp3c15_5610NA NA n.3473985_3473986insATNA NA NA NA NA
Chr15 3476448 T TTA Chr15_3476448_T_TTAT_TTA INDEL 3239.24 1 1 0 20 13 20 18 20 0 0 0 0 0 0 17 9 14 20 14 20 18 21 16 17 20 4 14 7 0 0 0 1 0.929 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929722protein_codingNA c.-4080_-4079insTANA NA NA NA 3781
Chr15 3476448 T TTA Chr15_3476448_T_TTAT_TTA INDEL 3239.24 1 1 0 20 13 20 18 20 0 0 0 0 0 0 17 9 14 20 14 20 18 21 16 17 20 4 14 7 0 0 0 1 0.929 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929723protein_codingNA c.-4080_-4079insTANA NA NA NA 3717
Chr15 3476448 T TTA Chr15_3476448_T_TTAT_TTA INDEL 3239.24 1 1 0 20 13 20 18 20 0 0 0 0 0 0 17 9 14 20 14 20 18 21 16 17 20 4 14 7 0 0 0 1 0.929 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929724protein_codingNA c.-4080_-4079insTANA NA NA NA 3717
Chr15 3476448 T TTA Chr15_3476448_T_TTAT_TTA INDEL 3239.24 1 1 0 20 13 20 18 20 0 0 0 0 0 0 17 9 14 20 14 20 18 21 16 17 20 4 14 7 0 0 0 1 0.929 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929727protein_codingNA c.-4985_-4984insTANA NA NA NA 4334
Chr15 3476448 T TTA Chr15_3476448_T_TTAT_TTA INDEL 3239.24 1 1 0 20 13 20 18 20 0 0 0 0 0 0 17 9 14 20 14 20 18 21 16 17 20 4 14 7 0 0 0 1 0.929 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929725protein_codingNA c.-4080_-4079insTANA NA NA NA 3808
Chr15 3476448 T TTA Chr15_3476448_T_TTAT_TTA INDEL 3239.24 1 1 0 20 13 20 18 20 0 0 0 0 0 0 17 9 14 20 14 20 18 21 16 17 20 4 14 7 0 0 0 1 0.929 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_5590Pp3c15_5590transcript PAC:32929726protein_codingNA c.-4080_-4079insTANA NA NA NA 3808
Chr15 3476448 T TTA Chr15_3476448_T_TTAT_TTA INDEL 3239.24 1 1 0 20 13 20 18 20 0 0 0 0 0 0 17 9 14 20 14 20 18 21 16 17 20 4 14 7 0 0 0 1 0.929 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_5600Pp3c15_5600transcript PAC:32927538protein_codingNA c.*3905_*3906insTANA NA NA NA 3808
Chr15 3476448 T TTA Chr15_3476448_T_TTAT_TTA INDEL 3239.24 1 1 0 20 13 20 18 20 0 0 0 0 0 0 17 9 14 20 14 20 18 21 16 17 20 4 14 7 0 0 0 1 0.929 1 1 0.952 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_5590-Pp3c15_5610Pp3c15_5590-Pp3c15_5610intergenic_regionPp3c15_5590-Pp3c15_5610NA NA n.3476448_3476449insTANA NA NA NA NA
Chr15 3483336 TTA T Chr15_3483336_TTA_TTTA_T INDEL 1447.35 23 14 10 0 0 0 2 0 0 0 0 0 0 0 23 15 10 17 16 11 21 11 7 15 14 9 16 4 1 0.933 1 0 0 0 0.095 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c15_5610Pp3c15_5610transcript PAC:32928269protein_codingNA c.-3446_-3445delTANA NA NA NA 2097
Chr15 3483336 TTA T Chr15_3483336_TTA_TTTA_T INDEL 1447.35 23 14 10 0 0 0 2 0 0 0 0 0 0 0 23 15 10 17 16 11 21 11 7 15 14 9 16 4 1 0.933 1 0 0 0 0.095 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c15_5610Pp3c15_5610transcript PAC:32928271protein_codingNA c.-3446_-3445delTANA NA NA NA 1965
Chr15 3483336 TTA T Chr15_3483336_TTA_TTTA_T INDEL 1447.35 23 14 10 0 0 0 2 0 0 0 0 0 0 0 23 15 10 17 16 11 21 11 7 15 14 9 16 4 1 0.933 1 0 0 0 0.095 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c15_5610Pp3c15_5610transcript PAC:32928270protein_codingNA c.-3446_-3445delTANA NA NA NA 1966
Chr15 3483336 TTA T Chr15_3483336_TTA_TTTA_T INDEL 1447.35 23 14 10 0 0 0 2 0 0 0 0 0 0 0 23 15 10 17 16 11 21 11 7 15 14 9 16 4 1 0.933 1 0 0 0 0.095 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c15_5590-Pp3c15_5610Pp3c15_5590-Pp3c15_5610intergenic_regionPp3c15_5590-Pp3c15_5610NA NA n.3483337_3483338delTANA NA NA NA NA
Chr15 3544968 A G Chr15_3544968_A_GA_G SNP 17883.63 30 19 10 28 19 22 22 20 15 28 17 19 7 9 30 19 10 28 19 22 22 20 15 28 17 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_5700Pp3c15_5700transcript PAC:32929133protein_codingNA c.-2627A>G NA NA NA NA 846
Chr15 3544968 A G Chr15_3544968_A_GA_G SNP 17883.63 30 19 10 28 19 22 22 20 15 28 17 19 7 9 30 19 10 28 19 22 22 20 15 28 17 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_5700Pp3c15_5700transcript PAC:32929136protein_codingNA c.-2627A>G NA NA NA NA 828
Chr15 3544968 A G Chr15_3544968_A_GA_G SNP 17883.63 30 19 10 28 19 22 22 20 15 28 17 19 7 9 30 19 10 28 19 22 22 20 15 28 17 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_5700Pp3c15_5700transcript PAC:32929137protein_codingNA c.-2627A>G NA NA NA NA 828
Chr15 3544968 A G Chr15_3544968_A_GA_G SNP 17883.63 30 19 10 28 19 22 22 20 15 28 17 19 7 9 30 19 10 28 19 22 22 20 15 28 17 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_5700Pp3c15_5700transcript PAC:32929134protein_codingNA c.-2627A>G NA NA NA NA 1455
Chr15 3544968 A G Chr15_3544968_A_GA_G SNP 17883.63 30 19 10 28 19 22 22 20 15 28 17 19 7 9 30 19 10 28 19 22 22 20 15 28 17 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_5700Pp3c15_5700transcript PAC:32929135protein_codingNA c.-2627A>G NA NA NA NA 1455
Chr15 3544968 A G Chr15_3544968_A_GA_G SNP 17883.63 30 19 10 28 19 22 22 20 15 28 17 19 7 9 30 19 10 28 19 22 22 20 15 28 17 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_5700Pp3c15_5700transcript PAC:32929140protein_codingNA c.-2627A>G NA NA NA NA 1788
Chr15 3544968 A G Chr15_3544968_A_GA_G SNP 17883.63 30 19 10 28 19 22 22 20 15 28 17 19 7 9 30 19 10 28 19 22 22 20 15 28 17 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_5700Pp3c15_5700transcript PAC:32929138protein_codingNA c.-2627A>G NA NA NA NA 1788
Chr15 3544968 A G Chr15_3544968_A_GA_G SNP 17883.63 30 19 10 28 19 22 22 20 15 28 17 19 7 9 30 19 10 28 19 22 22 20 15 28 17 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_5700Pp3c15_5700transcript PAC:32929139protein_codingNA c.-2627A>G NA NA NA NA 2049
Chr15 3544968 A G Chr15_3544968_A_GA_G SNP 17883.63 30 19 10 28 19 22 22 20 15 28 17 19 7 9 30 19 10 28 19 22 22 20 15 28 17 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_5650-Pp3c15_5700Pp3c15_5650-Pp3c15_5700intergenic_regionPp3c15_5650-Pp3c15_5700NA NA n.3544968A>GNA NA NA NA NA
Chr15 3652112 T A Chr15_3652112_T_AT_A SNP 12451.63 17 9 9 8 9 23 15 14 21 15 16 15 9 10 17 9 9 8 9 23 15 14 21 15 16 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_5920-Pp3c15_5930Pp3c15_5920-Pp3c15_5930intergenic_regionPp3c15_5920-Pp3c15_5930NA NA n.3652112T>ANA NA NA NA NA
Chr15 3926737 AAT A Chr15_3926737_AAT_AAAT_A INDEL 9247.59 25 15 12 13 11 14 24 21 13 9 6 14 6 6 25 15 12 14 11 14 24 22 13 9 6 16 6 6 1 1 1 0.929 1 1 1 0.955 1 1 1 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_6400Pp3c15_6400transcript PAC:32928086protein_codingNA c.-3079_-3078delATNA NA NA NA 3079
Chr15 3926737 AAT A Chr15_3926737_AAT_AAAT_A INDEL 9247.59 25 15 12 13 11 14 24 21 13 9 6 14 6 6 25 15 12 14 11 14 24 22 13 9 6 16 6 6 1 1 1 0.929 1 1 1 0.955 1 1 1 0.875 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_6380-Pp3c15_6400Pp3c15_6380-Pp3c15_6400intergenic_regionPp3c15_6380-Pp3c15_6400NA NA n.3926738_3926739delATNA NA NA NA NA
Chr15 3927560 G T Chr15_3927560_G_TG_T SNP 16321.63 34 20 20 22 10 19 26 26 18 23 24 11 8 7 34 20 20 22 10 19 26 26 18 23 24 11 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_6400Pp3c15_6400transcript PAC:32928086protein_codingNA c.-2257G>T NA NA NA NA 2257
Chr15 3927560 G T Chr15_3927560_G_TG_T SNP 16321.63 34 20 20 22 10 19 26 26 18 23 24 11 8 7 34 20 20 22 10 19 26 26 18 23 24 11 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_6410Pp3c15_6410transcript PAC:32926964protein_codingNA c.*4941C>A NA NA NA NA 4684
Chr15 3927560 G T Chr15_3927560_G_TG_T SNP 16321.63 34 20 20 22 10 19 26 26 18 23 24 11 8 7 34 20 20 22 10 19 26 26 18 23 24 11 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_6410Pp3c15_6410transcript PAC:32926966protein_codingNA c.*4941C>A NA NA NA NA 4630
Chr15 3927560 G T Chr15_3927560_G_TG_T SNP 16321.63 34 20 20 22 10 19 26 26 18 23 24 11 8 7 34 20 20 22 10 19 26 26 18 23 24 11 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_6410Pp3c15_6410transcript PAC:32926965protein_codingNA c.*4941C>A NA NA NA NA 4684
Chr15 3927560 G T Chr15_3927560_G_TG_T SNP 16321.63 34 20 20 22 10 19 26 26 18 23 24 11 8 7 34 20 20 22 10 19 26 26 18 23 24 11 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_6380-Pp3c15_6400Pp3c15_6380-Pp3c15_6400intergenic_regionPp3c15_6380-Pp3c15_6400NA NA n.3927560G>TNA NA NA NA NA
Chr15 3953284 AAT A Chr15_3953284_AAT_AAAT_A INDEL 13333.59 18 20 14 19 18 21 27 21 18 21 10 20 9 11 18 20 14 19 18 21 28 21 18 21 10 20 9 11 1 1 1 1 1 1 0.964 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_6440Pp3c15_6440transcript PAC:32928860protein_codingNA c.-1047_-1046delATNA NA NA NA 1047
Chr15 3953284 AAT A Chr15_3953284_AAT_AAAT_A INDEL 13333.59 18 20 14 19 18 21 27 21 18 21 10 20 9 11 18 20 14 19 18 21 28 21 18 21 10 20 9 11 1 1 1 1 1 1 0.964 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_6440Pp3c15_6440transcript PAC:32928861protein_codingNA c.-1047_-1046delATNA NA NA NA 1047
Chr15 3953284 AAT A Chr15_3953284_AAT_AAAT_A INDEL 13333.59 18 20 14 19 18 21 27 21 18 21 10 20 9 11 18 20 14 19 18 21 28 21 18 21 10 20 9 11 1 1 1 1 1 1 0.964 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_6460Pp3c15_6460transcript PAC:32928842protein_codingNA c.*4933_*4934delATNA NA NA NA 3244
Chr15 3953284 AAT A Chr15_3953284_AAT_AAAT_A INDEL 13333.59 18 20 14 19 18 21 27 21 18 21 10 20 9 11 18 20 14 19 18 21 28 21 18 21 10 20 9 11 1 1 1 1 1 1 0.964 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_6460Pp3c15_6460transcript PAC:32928843protein_codingNA c.*5085_*5086delATNA NA NA NA 3408
Chr15 3953284 AAT A Chr15_3953284_AAT_AAAT_A INDEL 13333.59 18 20 14 19 18 21 27 21 18 21 10 20 9 11 18 20 14 19 18 21 28 21 18 21 10 20 9 11 1 1 1 1 1 1 0.964 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_6410-Pp3c15_6440Pp3c15_6410-Pp3c15_6440intergenic_regionPp3c15_6410-Pp3c15_6440NA NA n.3953285_3953286delATNA NA NA NA NA
Chr15 4155972 C T Chr15_4155972_C_TC_T SNP 18620.63 18 9 17 19 21 16 24 19 30 24 17 10 5 15 18 9 17 19 21 16 24 19 30 24 17 10 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_6750-Pp3c15_6800Pp3c15_6750-Pp3c15_6800intergenic_regionPp3c15_6750-Pp3c15_6800NA NA n.4155972C>TNA NA NA NA NA
Chr15 4155973 T A Chr15_4155973_T_AT_A SNP 18620.63 18 9 17 20 21 16 24 19 30 23 17 10 5 15 18 9 17 20 21 16 24 19 30 23 17 10 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_6750-Pp3c15_6800Pp3c15_6750-Pp3c15_6800intergenic_regionPp3c15_6750-Pp3c15_6800NA NA n.4155973T>ANA NA NA NA NA
Chr15 4208130 T A Chr15_4208130_T_AT_A SNP 13130.63 18 14 12 16 18 9 17 13 13 20 5 10 9 5 18 14 12 16 18 9 17 13 13 20 5 10 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_6880-Pp3c15_6920Pp3c15_6880-Pp3c15_6920intergenic_regionPp3c15_6880-Pp3c15_6920NA NA n.4208130T>ANA NA NA NA NA
Chr15 4209644 TA T Chr15_4209644_TA_TTA_T INDEL 16307.59 22 4 5 27 16 22 16 22 15 21 10 8 14 8 22 4 5 27 16 22 16 22 15 21 10 8 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_6880-Pp3c15_6920Pp3c15_6880-Pp3c15_6920intergenic_regionPp3c15_6880-Pp3c15_6920NA NA n.4209645delANA NA NA NA NA
Chr15 4209647 G GC Chr15_4209647_G_GCG_GC INDEL 16344.59 22 4 5 28 16 22 16 22 15 23 10 8 14 7 22 4 5 28 16 22 16 22 15 23 10 8 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_6880-Pp3c15_6920Pp3c15_6880-Pp3c15_6920intergenic_regionPp3c15_6880-Pp3c15_6920NA NA n.4209647_4209648insCNA NA NA NA NA
Chr15 4242137 C A Chr15_4242137_C_AC_A SNP 4376.98 0 0 0 0 0 0 0 0 25 25 14 21 11 11 34 10 13 25 18 20 34 31 25 25 14 21 11 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_6950-Pp3c15_7000Pp3c15_6950-Pp3c15_7000intergenic_regionPp3c15_6950-Pp3c15_7000NA NA n.4242137C>ANA NA NA NA NA
Chr15 4375824 C CT Chr15_4375824_C_CTC_CT INDEL 15645.59 32 12 17 27 18 32 28 17 16 30 12 22 8 7 32 12 17 27 18 32 28 17 16 30 12 22 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_7070-Pp3c15_7110Pp3c15_7070-Pp3c15_7110intergenic_regionPp3c15_7070-Pp3c15_7110NA NA n.4375824_4375825insTNA NA NA NA NA
Chr15 4375881 G T Chr15_4375881_G_TG_T SNP 21810.63 33 16 18 34 15 34 35 23 27 34 15 24 12 6 33 16 18 34 15 34 35 23 27 34 15 24 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_7070-Pp3c15_7110Pp3c15_7070-Pp3c15_7110intergenic_regionPp3c15_7070-Pp3c15_7110NA NA n.4375881G>TNA NA NA NA NA
Chr15 4410774 C A Chr15_4410774_C_AC_A SNP 21521.63 28 9 13 22 14 29 22 25 39 23 19 22 19 18 28 9 13 22 14 29 22 25 39 23 19 22 19 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_7070-Pp3c15_7110Pp3c15_7070-Pp3c15_7110intergenic_regionPp3c15_7070-Pp3c15_7110NA NA n.4410774C>ANA NA NA NA NA
Chr15 4410784 C T Chr15_4410784_C_TC_T SNP 21057.63 28 8 13 21 12 25 20 25 35 22 21 23 18 18 28 8 13 21 12 25 20 25 35 22 21 23 18 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_7070-Pp3c15_7110Pp3c15_7070-Pp3c15_7110intergenic_regionPp3c15_7070-Pp3c15_7110NA NA n.4410784C>TNA NA NA NA NA
Chr15 4410807 C T Chr15_4410807_C_TC_T SNP 18206.63 20 7 12 20 11 23 19 22 28 19 19 20 19 16 20 7 12 20 11 23 19 22 28 19 19 20 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_7070-Pp3c15_7110Pp3c15_7070-Pp3c15_7110intergenic_regionPp3c15_7070-Pp3c15_7110NA NA n.4410807C>TNA NA NA NA NA
Chr15 4454524 T TCC Chr15_4454524_T_TCCT_TCC INDEL 21149.59 31 12 15 23 22 24 21 30 28 21 9 26 14 8 31 12 15 23 22 24 21 30 28 21 9 26 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_7129-Pp3c15_7150Pp3c15_7129-Pp3c15_7150intergenic_regionPp3c15_7129-Pp3c15_7150NA NA n.4454524_4454525insCCNA NA NA NA NA
Chr15 4522947 C A Chr15_4522947_C_AC_A SNP 6939.29 0 0 0 25 19 26 48 27 0 0 0 0 0 0 24 18 9 25 19 26 48 27 25 22 21 21 13 17 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_7150-Pp3c15_7250Pp3c15_7150-Pp3c15_7250intergenic_regionPp3c15_7150-Pp3c15_7250NA NA n.4522947C>ANA NA NA NA NA
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_7500Pp3c15_7500transcript PAC:32927612protein_codingNA c.-5201A>G NA NA NA NA 4924
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_7520Pp3c15_7520transcript PAC:32929300protein_codingNA c.-3041T>C NA NA NA NA 1602
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_7500Pp3c15_7500transcript PAC:32927613protein_codingNA c.-5201A>G NA NA NA NA 4911
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_7520Pp3c15_7520transcript PAC:32929303protein_codingNA c.-3041T>C NA NA NA NA 1601
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_7520Pp3c15_7520transcript PAC:32929301protein_codingNA c.-3041T>C NA NA NA NA 1602
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_7520Pp3c15_7520transcript PAC:32929302protein_codingNA c.-3041T>C NA NA NA NA 1602
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_7520Pp3c15_7520transcript PAC:32929307protein_codingNA c.-4059T>C NA NA NA NA 1602
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_7520Pp3c15_7520transcript PAC:32929306protein_codingNA c.-4059T>C NA NA NA NA 2277
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_7520Pp3c15_7520transcript PAC:32929304protein_codingNA c.-3596T>C NA NA NA NA 3428
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_7520Pp3c15_7520transcript PAC:32929305protein_codingNA c.-4059T>C NA NA NA NA 3656
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_7520Pp3c15_7520transcript PAC:32929308protein_codingNA c.-4216T>C NA NA NA NA 4165
Chr15 4741370 T C Chr15_4741370_T_CT_C SNP 4585.98 0 0 0 0 0 0 0 0 20 27 12 17 14 10 31 11 17 23 25 31 37 22 20 27 12 17 14 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_7500-Pp3c15_7520Pp3c15_7500-Pp3c15_7520intergenic_regionPp3c15_7500-Pp3c15_7520NA NA n.4741370T>CNA NA NA NA NA
Chr15 4857294 AAT A Chr15_4857294_AAT_AAAT_A INDEL 10195.59 24 7 11 9 14 18 24 23 14 15 10 8 6 11 26 7 11 9 15 18 25 23 15 16 10 8 6 11 0.923 1 1 1 0.933 1 0.96 1 0.933 0.938 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_7710Pp3c15_7710transcript PAC:32927500protein_codingNA c.-4768_-4767delATNA NA NA NA 4447
Chr15 4857294 AAT A Chr15_4857294_AAT_AAAT_A INDEL 10195.59 24 7 11 9 14 18 24 23 14 15 10 8 6 11 26 7 11 9 15 18 25 23 15 16 10 8 6 11 0.923 1 1 1 0.933 1 0.96 1 0.933 0.938 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_7710Pp3c15_7710transcript PAC:32927501protein_codingNA c.-4768_-4767delATNA NA NA NA 4462



Chr15 4857294 AAT A Chr15_4857294_AAT_AAAT_A INDEL 10195.59 24 7 11 9 14 18 24 23 14 15 10 8 6 11 26 7 11 9 15 18 25 23 15 16 10 8 6 11 0.923 1 1 1 0.933 1 0.96 1 0.933 0.938 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_7700Pp3c15_7700transcript PAC:32927239protein_codingNA c.*1586_*1587delATNA NA NA NA 504
Chr15 4857294 AAT A Chr15_4857294_AAT_AAAT_A INDEL 10195.59 24 7 11 9 14 18 24 23 14 15 10 8 6 11 26 7 11 9 15 18 25 23 15 16 10 8 6 11 0.923 1 1 1 0.933 1 0.96 1 0.933 0.938 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_7700Pp3c15_7700transcript PAC:32927241protein_codingNA c.*1586_*1587delATNA NA NA NA 504
Chr15 4857294 AAT A Chr15_4857294_AAT_AAAT_A INDEL 10195.59 24 7 11 9 14 18 24 23 14 15 10 8 6 11 26 7 11 9 15 18 25 23 15 16 10 8 6 11 0.923 1 1 1 0.933 1 0.96 1 0.933 0.938 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_7700Pp3c15_7700transcript PAC:32927240protein_codingNA c.*1586_*1587delATNA NA NA NA 513
Chr15 4857294 AAT A Chr15_4857294_AAT_AAAT_A INDEL 10195.59 24 7 11 9 14 18 24 23 14 15 10 8 6 11 26 7 11 9 15 18 25 23 15 16 10 8 6 11 0.923 1 1 1 0.933 1 0.96 1 0.933 0.938 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_7700-Pp3c15_7710Pp3c15_7700-Pp3c15_7710intergenic_regionPp3c15_7700-Pp3c15_7710NA NA n.4857295_4857296delATNA NA NA NA NA
Chr15 4965960 TTGTATGGTATTTTTTCAATAATTTTTCTTATTGATTAGTCAACAAAACCATGCATAGACCCTAT Chr15_4965960_TTGTATGGTATTTTTTCAATAATTTTTCTTATTGATTAGTCAACAAAACCATGCATAGACCCTA_TTTGTATGGTATTTTTTCAATAATTTTTCTTATTGATTAGTCAACAAAACCATGCATAGACCCTA_TINDEL 11502.59 10 10 10 21 21 5 21 14 14 14 12 4 11 11 10 10 10 21 21 5 21 14 14 14 12 4 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_7820-Pp3c15_7880Pp3c15_7820-Pp3c15_7880intergenic_regionPp3c15_7820-Pp3c15_7880NA NA n.4965961_4966023delTGTATGGTATTTTTTCAATAATTTTTCTTATTGATTAGTCAACAAAACCATGCATAGACCCTANA NA NA NA NA
Chr15 4969364 G GA Chr15_4969364_G_GAG_GA INDEL 18015.59 25 17 14 29 23 34 33 23 37 21 17 17 10 14 25 17 14 29 23 34 33 23 37 21 17 17 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_7820-Pp3c15_7880Pp3c15_7820-Pp3c15_7880intergenic_regionPp3c15_7820-Pp3c15_7880NA NA n.4969364_4969365insANA NA NA NA NA
Chr15 5026398 G GA Chr15_5026398_G_GAG_GA INDEL 15995.59 23 14 24 23 23 12 35 17 17 18 17 9 7 12 23 14 24 23 23 12 35 17 17 18 17 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_7910Pp3c15_7910transcript PAC:32929020protein_coding 07-juil c.*697dupA NA NA NA NA 698
Chr15 5026398 G GA Chr15_5026398_G_GAG_GA INDEL 15995.59 23 14 24 23 23 12 35 17 17 18 17 9 7 12 23 14 24 23 23 12 35 17 17 18 17 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_7910Pp3c15_7910transcript PAC:32929021protein_coding 07-juil c.*697dupA NA NA NA NA 698
Chr15 5026398 G GA Chr15_5026398_G_GAG_GA INDEL 15995.59 23 14 24 23 23 12 35 17 17 18 17 9 7 12 23 14 24 23 23 12 35 17 17 18 17 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_7930Pp3c15_7930transcript PAC:32927915protein_codingNA c.-592_-591insANA NA NA NA 542
Chr15 5026398 G GA Chr15_5026398_G_GAG_GA INDEL 15995.59 23 14 24 23 23 12 35 17 17 18 17 9 7 12 23 14 24 23 23 12 35 17 17 18 17 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_7930Pp3c15_7930transcript PAC:32927916protein_codingNA c.-805_-804insANA NA NA NA 638
Chr15 5026398 G GA Chr15_5026398_G_GAG_GA INDEL 15995.59 23 14 24 23 23 12 35 17 17 18 17 9 7 12 23 14 24 23 23 12 35 17 17 18 17 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_7930Pp3c15_7930transcript PAC:32927917protein_codingNA c.-805_-804insANA NA NA NA 638
Chr15 5026398 G GA Chr15_5026398_G_GAG_GA INDEL 15995.59 23 14 24 23 23 12 35 17 17 18 17 9 7 12 23 14 24 23 23 12 35 17 17 18 17 9 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_7930Pp3c15_7930transcript PAC:32927918protein_codingNA c.-805_-804insANA NA NA NA 638
Chr15 5108016 C T Chr15_5108016_C_TC_T SNP 15661.63 18 16 14 17 24 28 25 34 21 17 14 15 13 7 18 16 14 17 24 28 25 34 21 17 14 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8103-Pp3c15_8150Pp3c15_8103-Pp3c15_8150intergenic_regionPp3c15_8103-Pp3c15_8150NA NA n.5108016C>TNA NA NA NA NA
Chr15 5109573 C T Chr15_5109573_C_TC_T SNP 17164.63 23 10 14 18 21 26 15 16 16 29 16 23 12 5 23 10 14 18 21 26 15 16 16 29 16 23 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8103-Pp3c15_8150Pp3c15_8103-Pp3c15_8150intergenic_regionPp3c15_8103-Pp3c15_8150NA NA n.5109573C>TNA NA NA NA NA
Chr15 5260834 A AAATTATATTAAAAATAGCTATATCTAATTTAAAATTTAGTCTTCTACTCATTAATTTTTCTAATATTAATTATATTGTAGGATTTTTATAGATTTTTTGTAGAAAATTTCTChr15_5260834_A_AAATTATATTAAAAATAGCTATATCTAATTTAAAATTTAGTCTTCTACTCATTAATTTTTCTAATATTAATTATATTGTAGGATTTTTATAGATTTTTTGTAGAAAATTTCTA_AAATTATATTAAAAATAGCTATATCTAATTTAAAATTTAGTCTTCTACTCATTAATTTTTCTAATATTAATTATATTGTAGGATTTTTATAGATTTTTTGTAGAAAATTTCTINDEL 7440.59 9 10 4 5 9 8 12 9 9 6 4 7 6 6 9 11 4 5 9 8 12 9 10 7 4 7 7 6 1 0.909 1 1 1 1 1 1 0.9 0.857 1 1 0.857 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8250-Pp3c15_8270Pp3c15_8250-Pp3c15_8270intergenic_regionPp3c15_8250-Pp3c15_8270NA NA n.5260834_5260835insAATTATATTAAAAATAGCTATATCTAATTTAAAATTTAGTCTTCTACTCATTAATTTTTCTAATATTAATTATATTGTAGGATTTTTATAGATTTTTTGTAGAAAATTTCTNA NA NA NA NA
Chr15 5324491 T A Chr15_5324491_T_AT_A SNP 15198.63 28 18 15 23 12 21 28 25 26 19 13 16 17 6 28 18 15 24 12 21 28 25 26 19 13 18 17 6 1 1 1 0.958 1 1 1 1 1 1 1 0.889 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8300-Pp3c15_8350Pp3c15_8300-Pp3c15_8350intergenic_regionPp3c15_8300-Pp3c15_8350NA NA n.5324491T>ANA NA NA NA NA
Chr15 5324560 T C Chr15_5324560_T_CT_C SNP 12003.63 30 14 10 19 14 15 24 17 20 10 5 13 7 11 30 14 10 20 14 15 24 17 20 10 5 13 7 11 1 1 1 0.95 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8300-Pp3c15_8350Pp3c15_8300-Pp3c15_8350intergenic_regionPp3c15_8300-Pp3c15_8350NA NA n.5324560T>CNA NA NA NA NA
Chr15 5324985 G C Chr15_5324985_G_CG_C SNP 15013.63 24 15 12 15 21 23 29 13 26 21 14 13 11 10 24 15 12 15 21 23 29 13 26 21 14 13 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8300-Pp3c15_8350Pp3c15_8300-Pp3c15_8350intergenic_regionPp3c15_8300-Pp3c15_8350NA NA n.5324985G>CNA NA NA NA NA
Chr15 5324997 C T Chr15_5324997_C_TC_T SNP 15732.63 27 16 11 17 19 24 29 15 26 22 14 13 10 11 27 16 11 17 19 24 29 15 26 22 14 13 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8300-Pp3c15_8350Pp3c15_8300-Pp3c15_8350intergenic_regionPp3c15_8300-Pp3c15_8350NA NA n.5324997C>TNA NA NA NA NA
Chr15 5470175 G A Chr15_5470175_G_AG_A SNP 6230.29 0 0 0 24 23 30 31 19 0 0 0 0 0 0 23 7 12 24 23 30 31 19 16 14 26 20 9 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_8430-Pp3c15_8520Pp3c15_8430-Pp3c15_8520intergenic_regionPp3c15_8430-Pp3c15_8520NA NA n.5470175G>ANA NA NA NA NA
Chr15 5676314 G A Chr15_5676314_G_AG_A SNP 8575.63 14 5 9 16 15 14 18 12 7 13 6 5 5 4 14 5 10 16 15 14 18 12 7 13 6 5 5 4 1 1 0.9 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8731-Pp3c15_8820Pp3c15_8731-Pp3c15_8820intergenic_regionPp3c15_8731-Pp3c15_8820NA NA n.5676314G>ANA NA NA NA NA
Chr15 5787224 T G Chr15_5787224_T_GT_G SNP 7209.63 4 5 10 8 13 18 18 11 5 11 7 12 8 11 4 6 10 8 13 18 18 11 5 11 7 12 8 11 1 0.833 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8820-Pp3c15_8900Pp3c15_8820-Pp3c15_8900intergenic_regionPp3c15_8820-Pp3c15_8900NA NA n.5787224T>GNA NA NA NA NA
Chr15 5852020 G T Chr15_5852020_G_TG_T SNP 18167.63 19 17 13 25 22 28 10 27 20 33 20 15 23 11 19 17 13 25 22 28 10 27 20 33 20 15 23 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8980-Pp3c15_9050Pp3c15_8980-Pp3c15_9050intergenic_regionPp3c15_8980-Pp3c15_9050NA NA n.5852020G>TNA NA NA NA NA
Chr15 5859489 T G Chr15_5859489_T_GT_G SNP 17454.63 19 15 16 26 30 33 14 24 21 27 17 19 14 14 19 15 16 26 30 33 14 24 21 27 17 19 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8980-Pp3c15_9050Pp3c15_8980-Pp3c15_9050intergenic_regionPp3c15_8980-Pp3c15_9050NA NA n.5859489T>GNA NA NA NA NA
Chr15 5859520 A T Chr15_5859520_A_TA_T SNP 16648.63 22 13 15 24 29 29 15 21 24 29 14 15 9 15 22 13 15 24 29 29 15 21 24 29 14 15 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_8980-Pp3c15_9050Pp3c15_8980-Pp3c15_9050intergenic_regionPp3c15_8980-Pp3c15_9050NA NA n.5859520A>TNA NA NA NA NA
Chr15 6027047 T C Chr15_6027047_T_CT_C SNP 20101.63 35 14 15 19 21 28 33 22 28 25 20 22 13 9 35 14 15 19 21 28 33 22 28 25 20 22 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_9120-Pp3c15_9140Pp3c15_9120-Pp3c15_9140intergenic_regionPp3c15_9120-Pp3c15_9140NA NA n.6027047T>CNA NA NA NA NA
Chr15 6156198 CA C Chr15_6156198_CA_CCA_C INDEL 18506.59 29 10 14 34 22 25 26 25 14 16 30 20 13 12 29 10 14 34 22 25 26 25 14 16 30 20 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_9230-Pp3c15_9260Pp3c15_9230-Pp3c15_9260intergenic_regionPp3c15_9230-Pp3c15_9260NA NA n.6156199delANA NA NA NA NA
Chr15 6243482 C T Chr15_6243482_C_TC_T SNP 2828.98 0 0 0 0 0 0 0 0 13 18 9 8 10 5 32 4 17 24 21 31 19 26 13 18 9 8 10 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_9360-Pp3c15_9490Pp3c15_9360-Pp3c15_9490intergenic_regionPp3c15_9360-Pp3c15_9490NA NA n.6243482C>TNA NA NA NA NA
Chr15 6643757 C CT Chr15_6643757_C_CTC_CT INDEL 16295.59 28 11 13 23 11 21 39 27 17 25 20 20 6 10 28 11 13 23 11 21 39 27 17 25 20 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_9880-Pp3c15_9990Pp3c15_9880-Pp3c15_9990intergenic_regionPp3c15_9880-Pp3c15_9990NA NA n.6643757_6643758insTNA NA NA NA NA
Chr15 6700766 C CA Chr15_6700766_C_CAC_CA INDEL 14583.59 32 10 15 27 23 31 26 23 23 21 13 14 10 22 32 10 15 27 23 31 26 23 23 21 13 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_10120Pp3c15_10120transcript PAC:32928692protein_codingNA c.-2925_-2924insTNA NA NA NA 2524
Chr15 6700766 C CA Chr15_6700766_C_CAC_CA INDEL 14583.59 32 10 15 27 23 31 26 23 23 21 13 14 10 22 32 10 15 27 23 31 26 23 23 21 13 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_10120Pp3c15_10120transcript PAC:32928693protein_codingNA c.-2925_-2924insTNA NA NA NA 2925
Chr15 6700766 C CA Chr15_6700766_C_CAC_CA INDEL 14583.59 32 10 15 27 23 31 26 23 23 21 13 14 10 22 32 10 15 27 23 31 26 23 23 21 13 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10110Pp3c15_10110transcript PAC:32929622protein_codingNA c.*3597_*3598insANA NA NA NA 3450
Chr15 6700766 C CA Chr15_6700766_C_CAC_CA INDEL 14583.59 32 10 15 27 23 31 26 23 23 21 13 14 10 22 32 10 15 27 23 31 26 23 23 21 13 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10130Pp3c15_10130transcript PAC:32927632protein_codingNA c.*669_*670insTNA NA NA NA 450
Chr15 6700766 C CA Chr15_6700766_C_CAC_CA INDEL 14583.59 32 10 15 27 23 31 26 23 23 21 13 14 10 22 32 10 15 27 23 31 26 23 23 21 13 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10130Pp3c15_10130transcript PAC:32927633protein_codingNA c.*669_*670insTNA NA NA NA 54
Chr15 6700766 C CA Chr15_6700766_C_CAC_CA INDEL 14583.59 32 10 15 27 23 31 26 23 23 21 13 14 10 22 32 10 15 27 23 31 26 23 23 21 13 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10130Pp3c15_10130transcript PAC:32927634protein_codingNA c.*669_*670insTNA NA NA NA 113
Chr15 6700766 C CA Chr15_6700766_C_CAC_CA INDEL 14583.59 32 10 15 27 23 31 26 23 23 21 13 14 10 22 32 10 15 27 23 31 26 23 23 21 13 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10130Pp3c15_10130transcript PAC:32927635protein_codingNA c.*669_*670insTNA NA NA NA 113
Chr15 6700766 C CA Chr15_6700766_C_CAC_CA INDEL 14583.59 32 10 15 27 23 31 26 23 23 21 13 14 10 22 32 10 15 27 23 31 26 23 23 21 13 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10130Pp3c15_10130transcript PAC:32927637protein_codingNA c.*669_*670insTNA NA NA NA 283
Chr15 6700766 C CA Chr15_6700766_C_CAC_CA INDEL 14583.59 32 10 15 27 23 31 26 23 23 21 13 14 10 22 32 10 15 27 23 31 26 23 23 21 13 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10130Pp3c15_10130transcript PAC:32927638protein_codingNA c.*669_*670insTNA NA NA NA 283
Chr15 6700766 C CA Chr15_6700766_C_CAC_CA INDEL 14583.59 32 10 15 27 23 31 26 23 23 21 13 14 10 22 32 10 15 27 23 31 26 23 23 21 13 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10130Pp3c15_10130transcript PAC:32927636protein_codingNA c.*669_*670insTNA NA NA NA 284
Chr15 6700766 C CA Chr15_6700766_C_CAC_CA INDEL 14583.59 32 10 15 27 23 31 26 23 23 21 13 14 10 22 32 10 15 27 23 31 26 23 23 21 13 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_10120-Pp3c15_10130Pp3c15_10120-Pp3c15_10130intergenic_regionPp3c15_10120-Pp3c15_10130NA NA n.6700766_6700767insANA NA NA NA NA
Chr15 6910410 C CAT Chr15_6910410_C_CATC_CAT INDEL 11667.59 23 9 12 25 20 25 20 13 20 13 10 11 9 7 23 10 12 26 20 25 20 13 20 13 10 11 9 7 1 0.9 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_10500Pp3c15_10500transcript PAC:32928186protein_codingNA c.-4497_-4496insATNA NA NA NA 4497
Chr15 6910410 C CAT Chr15_6910410_C_CATC_CAT INDEL 11667.59 23 9 12 25 20 25 20 13 20 13 10 11 9 7 23 10 12 26 20 25 20 13 20 13 10 11 9 7 1 0.9 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_10510Pp3c15_10510transcript PAC:32927493protein_codingNA c.-2273_-2272insATNA NA NA NA 1858
Chr15 6910410 C CAT Chr15_6910410_C_CATC_CAT INDEL 11667.59 23 9 12 25 20 25 20 13 20 13 10 11 9 7 23 10 12 26 20 25 20 13 20 13 10 11 9 7 1 0.9 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_10510Pp3c15_10510transcript PAC:32927494protein_codingNA c.-2273_-2272insATNA NA NA NA 1890
Chr15 6910410 C CAT Chr15_6910410_C_CATC_CAT INDEL 11667.59 23 9 12 25 20 25 20 13 20 13 10 11 9 7 23 10 12 26 20 25 20 13 20 13 10 11 9 7 1 0.9 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_10510Pp3c15_10510transcript PAC:32927495protein_codingNA c.-2273_-2272insATNA NA NA NA 1858
Chr15 6910410 C CAT Chr15_6910410_C_CATC_CAT INDEL 11667.59 23 9 12 25 20 25 20 13 20 13 10 11 9 7 23 10 12 26 20 25 20 13 20 13 10 11 9 7 1 0.9 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10530Pp3c15_10530transcript PAC:32927415protein_codingNA c.*1330_*1331insATNA NA NA NA 1106
Chr15 6910410 C CAT Chr15_6910410_C_CATC_CAT INDEL 11667.59 23 9 12 25 20 25 20 13 20 13 10 11 9 7 23 10 12 26 20 25 20 13 20 13 10 11 9 7 1 0.9 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10550Pp3c15_10550transcript PAC:32929118protein_codingNA c.*2012_*2013insATNA NA NA NA 2012
Chr15 6910410 C CAT Chr15_6910410_C_CATC_CAT INDEL 11667.59 23 9 12 25 20 25 20 13 20 13 10 11 9 7 23 10 12 26 20 25 20 13 20 13 10 11 9 7 1 0.9 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10530Pp3c15_10530transcript PAC:32927416protein_codingNA c.*1330_*1331insATNA NA NA NA 990
Chr15 6910410 C CAT Chr15_6910410_C_CATC_CAT INDEL 11667.59 23 9 12 25 20 25 20 13 20 13 10 11 9 7 23 10 12 26 20 25 20 13 20 13 10 11 9 7 1 0.9 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10550Pp3c15_10550transcript PAC:32929119protein_codingNA c.*2012_*2013insATNA NA NA NA 1179
Chr15 6910410 C CAT Chr15_6910410_C_CATC_CAT INDEL 11667.59 23 9 12 25 20 25 20 13 20 13 10 11 9 7 23 10 12 26 20 25 20 13 20 13 10 11 9 7 1 0.9 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_10550Pp3c15_10550transcript PAC:32929120protein_codingNA c.*2012_*2013insATNA NA NA NA 2012
Chr15 6910410 C CAT Chr15_6910410_C_CATC_CAT INDEL 11667.59 23 9 12 25 20 25 20 13 20 13 10 11 9 7 23 10 12 26 20 25 20 13 20 13 10 11 9 7 1 0.9 1 0.962 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_10530-Pp3c15_10550Pp3c15_10530-Pp3c15_10550intergenic_regionPp3c15_10530-Pp3c15_10550NA NA n.6910410_6910411insATNA NA NA NA NA
Chr15 6943048 A AAT Chr15_6943048_A_AATA_AAT INDEL 1911.24 0 0 0 12 13 11 19 9 0 0 0 0 0 1 19 6 10 13 14 12 19 9 7 9 9 10 6 4 0 0 0 0.923 0.929 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_10590Pp3c15_10590transcript PAC:32929669protein_codingNA c.*4920_*4921insATNA NA NA NA 4282
Chr15 6943048 A AAT Chr15_6943048_A_AATA_AAT INDEL 1911.24 0 0 0 12 13 11 19 9 0 0 0 0 0 1 19 6 10 13 14 12 19 9 7 9 9 10 6 4 0 0 0 0.923 0.929 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_10590Pp3c15_10590transcript PAC:32929670protein_codingNA c.*4920_*4921insATNA NA NA NA 4173
Chr15 6943048 A AAT Chr15_6943048_A_AATA_AAT INDEL 1911.24 0 0 0 12 13 11 19 9 0 0 0 0 0 1 19 6 10 13 14 12 19 9 7 9 9 10 6 4 0 0 0 0.923 0.929 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_10559-Pp3c15_10590Pp3c15_10559-Pp3c15_10590intergenic_regionPp3c15_10559-Pp3c15_10590NA NA n.6943048_6943049insATNA NA NA NA NA
Chr15 7192782 C T Chr15_7192782_C_TC_T SNP 4440.98 0 0 0 0 0 0 0 0 28 16 21 19 7 13 35 12 20 25 15 16 34 21 29 17 21 19 7 13 0 0 0 0 0 0 0 0 0.966 0.941 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_10960-Pp3c15_11022Pp3c15_10960-Pp3c15_11022intergenic_regionPp3c15_10960-Pp3c15_11022NA NA n.7192782C>TNA NA NA NA NA
Chr15 7198001 A AGATGT Chr15_7198001_A_AGATGTA_AGATGT INDEL 10721.59 16 5 4 12 13 10 14 10 12 8 5 15 8 5 16 5 4 12 13 10 14 10 12 8 5 15 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_10960-Pp3c15_11022Pp3c15_10960-Pp3c15_11022intergenic_regionPp3c15_10960-Pp3c15_11022NA NA n.7198001_7198002insGATGTNA NA NA NA NA
Chr15 7198005 AGCTCTAT A Chr15_7198005_AGCTCTAT_AAGCTCTAT_AINDEL 11126.59 19 6 5 12 15 10 16 11 13 10 6 17 9 4 19 6 5 12 15 10 16 11 13 10 6 17 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_10960-Pp3c15_11022Pp3c15_10960-Pp3c15_11022intergenic_regionPp3c15_10960-Pp3c15_11022NA NA n.7198006_7198012delGCTCTATNA NA NA NA NA
Chr15 7198014 T G Chr15_7198014_T_GT_G SNP 11630.63 19 6 5 13 15 10 17 11 13 10 7 17 9 4 19 6 5 13 15 10 17 11 13 10 7 17 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_10960-Pp3c15_11022Pp3c15_10960-Pp3c15_11022intergenic_regionPp3c15_10960-Pp3c15_11022NA NA n.7198014T>GNA NA NA NA NA
Chr15 7198022 C T Chr15_7198022_C_TC_T SNP 12935.63 20 6 6 14 16 16 20 12 16 13 7 17 10 4 20 6 6 14 16 16 20 12 16 13 7 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_10960-Pp3c15_11022Pp3c15_10960-Pp3c15_11022intergenic_regionPp3c15_10960-Pp3c15_11022NA NA n.7198022C>TNA NA NA NA NA
Chr15 7198027 T TGTC Chr15_7198027_T_TGTCT_TGTC INDEL 14096.59 22 6 7 15 16 16 20 13 16 13 7 17 11 4 22 6 7 15 16 16 20 13 16 13 7 17 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_10960-Pp3c15_11022Pp3c15_10960-Pp3c15_11022intergenic_regionPp3c15_10960-Pp3c15_11022NA NA n.7198027_7198028insGTCNA NA NA NA NA
Chr15 7198029 T TTAA Chr15_7198029_T_TTAAT_TTAA INDEL 14423.59 24 6 7 16 16 17 21 14 17 13 7 20 12 5 24 6 7 16 16 17 21 14 17 13 7 20 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_10960-Pp3c15_11022Pp3c15_10960-Pp3c15_11022intergenic_regionPp3c15_10960-Pp3c15_11022NA NA n.7198029_7198030insTAANA NA NA NA NA
Chr15 7208440 CG C Chr15_7208440_CG_CCG_C INDEL 11531.59 12 14 9 16 12 18 12 19 18 12 8 6 4 14 12 14 9 16 12 18 12 19 18 12 8 6 4 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_11022Pp3c15_11022transcript PAC:32928925protein_codingNA c.*2276delG NA NA NA NA 2276
Chr15 7208440 CG C Chr15_7208440_CG_CCG_C INDEL 11531.59 12 14 9 16 12 18 12 19 18 12 8 6 4 14 12 14 9 16 12 18 12 19 18 12 8 6 4 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_11030Pp3c15_11030transcript PAC:32929022protein_codingNA c.*1540delG NA NA NA NA 1486
Chr15 7208440 CG C Chr15_7208440_CG_CCG_C INDEL 11531.59 12 14 9 16 12 18 12 19 18 12 8 6 4 14 12 14 9 16 12 18 12 19 18 12 8 6 4 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_11040Pp3c15_11040transcript PAC:32928277protein_codingNA c.*1215delC NA NA NA NA 1215
Chr15 7208440 CG C Chr15_7208440_CG_CCG_C INDEL 11531.59 12 14 9 16 12 18 12 19 18 12 8 6 4 14 12 14 9 16 12 18 12 19 18 12 8 6 4 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11030-Pp3c15_11040Pp3c15_11030-Pp3c15_11040intergenic_regionPp3c15_11030-Pp3c15_11040NA NA n.7208441delGNA NA NA NA NA
Chr15 7268212 C A Chr15_7268212_C_AC_A SNP 13352.63 14 6 16 25 13 17 23 15 17 16 18 10 9 6 14 6 16 25 13 17 23 15 17 16 18 10 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11070Pp3c15_11070transcript PAC:32929579protein_codingNA c.-1989C>A NA NA NA NA 1767
Chr15 7268212 C A Chr15_7268212_C_AC_A SNP 13352.63 14 6 16 25 13 17 23 15 17 16 18 10 9 6 14 6 16 25 13 17 23 15 17 16 18 10 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11070Pp3c15_11070transcript PAC:32929580protein_codingNA c.-1989C>A NA NA NA NA 1778
Chr15 7268212 C A Chr15_7268212_C_AC_A SNP 13352.63 14 6 16 25 13 17 23 15 17 16 18 10 9 6 14 6 16 25 13 17 23 15 17 16 18 10 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11040-Pp3c15_11070Pp3c15_11040-Pp3c15_11070intergenic_regionPp3c15_11040-Pp3c15_11070NA NA n.7268212C>ANA NA NA NA NA
Chr15 7277594 A AAT Chr15_7277594_A_AATA_AAT INDEL 5131.24 23 9 9 0 1 0 0 0 6 7 4 6 7 4 23 9 9 15 15 14 21 12 6 7 4 6 7 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c15_11080Pp3c15_11080transcript PAC:32929086protein_codingNA c.-880_-879insATNA NA NA NA 846
Chr15 7277594 A AAT Chr15_7277594_A_AATA_AAT INDEL 5131.24 23 9 9 0 1 0 0 0 6 7 4 6 7 4 23 9 9 15 15 14 21 12 6 7 4 6 7 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c15_11080Pp3c15_11080transcript PAC:32929087protein_codingNA c.-880_-879insATNA NA NA NA 847
Chr15 7277594 A AAT Chr15_7277594_A_AATA_AAT INDEL 5131.24 23 9 9 0 1 0 0 0 6 7 4 6 7 4 23 9 9 15 15 14 21 12 6 7 4 6 7 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c15_11080-Pp3c15_11100Pp3c15_11080-Pp3c15_11100intergenic_regionPp3c15_11080-Pp3c15_11100NA NA n.7277594_7277595insATNA NA NA NA NA
Chr15 7316962 G GAT Chr15_7316962_G_GATG_GAT INDEL 19252.59 21 11 18 19 25 30 40 21 19 20 7 17 12 10 21 11 18 19 25 30 40 21 19 20 7 17 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11100Pp3c15_11100transcript PAC:32927621protein_codingNA c.-1125_-1124insATNA NA NA NA 436
Chr15 7316962 G GAT Chr15_7316962_G_GATG_GAT INDEL 19252.59 21 11 18 19 25 30 40 21 19 20 7 17 12 10 21 11 18 19 25 30 40 21 19 20 7 17 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11110Pp3c15_11110transcript PAC:32927579protein_codingNA c.-948_-947insATNA NA NA NA 865
Chr15 7316962 G GAT Chr15_7316962_G_GATG_GAT INDEL 19252.59 21 11 18 19 25 30 40 21 19 20 7 17 12 10 21 11 18 19 25 30 40 21 19 20 7 17 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11110Pp3c15_11110transcript PAC:32927580protein_codingNA c.-948_-947insATNA NA NA NA 797
Chr15 7316962 G GAT Chr15_7316962_G_GATG_GAT INDEL 19252.59 21 11 18 19 25 30 40 21 19 20 7 17 12 10 21 11 18 19 25 30 40 21 19 20 7 17 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11110Pp3c15_11110transcript PAC:32927581protein_codingNA c.-948_-947insATNA NA NA NA 840
Chr15 7316962 G GAT Chr15_7316962_G_GATG_GAT INDEL 19252.59 21 11 18 19 25 30 40 21 19 20 7 17 12 10 21 11 18 19 25 30 40 21 19 20 7 17 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11110Pp3c15_11110transcript PAC:32927582protein_codingNA c.-1687_-1686insATNA NA NA NA 1122
Chr15 7316962 G GAT Chr15_7316962_G_GATG_GAT INDEL 19252.59 21 11 18 19 25 30 40 21 19 20 7 17 12 10 21 11 18 19 25 30 40 21 19 20 7 17 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11110Pp3c15_11110transcript PAC:32927583protein_codingNA c.-2543_-2542insATNA NA NA NA 2383
Chr15 7316962 G GAT Chr15_7316962_G_GATG_GAT INDEL 19252.59 21 11 18 19 25 30 40 21 19 20 7 17 12 10 21 11 18 19 25 30 40 21 19 20 7 17 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11100-Pp3c15_11110Pp3c15_11100-Pp3c15_11110intergenic_regionPp3c15_11100-Pp3c15_11110NA NA n.7316962_7316963insATNA NA NA NA NA
Chr15 7442206 C A Chr15_7442206_C_AC_A SNP 5296.29 0 0 0 21 21 26 23 18 0 0 0 0 0 0 29 24 21 21 21 26 23 18 22 32 20 20 8 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_11120-Pp3c15_11230Pp3c15_11120-Pp3c15_11230intergenic_regionPp3c15_11120-Pp3c15_11230NA NA n.7442206C>ANA NA NA NA NA
Chr15 7642537 TA T Chr15_7642537_TA_TTA_T INDEL 10150.59 8 7 8 9 12 15 9 9 16 22 6 13 8 6 8 7 8 9 12 15 9 9 16 22 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11490Pp3c15_11490transcript PAC:32926852protein_codingNA c.-136delA NA NA NA NA 136
Chr15 7642537 TA T Chr15_7642537_TA_TTA_T INDEL 10150.59 8 7 8 9 12 15 9 9 16 22 6 13 8 6 8 7 8 9 12 15 9 9 16 22 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11490Pp3c15_11490transcript PAC:32926853protein_codingNA c.-579delA NA NA NA NA 579
Chr15 7642537 TA T Chr15_7642537_TA_TTA_T INDEL 10150.59 8 7 8 9 12 15 9 9 16 22 6 13 8 6 8 7 8 9 12 15 9 9 16 22 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_11500Pp3c15_11500transcript PAC:32928130protein_codingNA c.*5745delT NA NA NA NA 4284
Chr15 7642537 TA T Chr15_7642537_TA_TTA_T INDEL 10150.59 8 7 8 9 12 15 9 9 16 22 6 13 8 6 8 7 8 9 12 15 9 9 16 22 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_11500Pp3c15_11500transcript PAC:32928131protein_codingNA c.*5800delT NA NA NA NA 4747
Chr15 7642537 TA T Chr15_7642537_TA_TTA_T INDEL 10150.59 8 7 8 9 12 15 9 9 16 22 6 13 8 6 8 7 8 9 12 15 9 9 16 22 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_11500Pp3c15_11500transcript PAC:32928132protein_codingNA c.*5800delT NA NA NA NA 4747
Chr15 7642537 TA T Chr15_7642537_TA_TTA_T INDEL 10150.59 8 7 8 9 12 15 9 9 16 22 6 13 8 6 8 7 8 9 12 15 9 9 16 22 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11480-Pp3c15_11490Pp3c15_11480-Pp3c15_11490intergenic_regionPp3c15_11480-Pp3c15_11490NA NA n.7642538delANA NA NA NA NA
Chr15 7642549 C G Chr15_7642549_C_GC_G SNP 9740.63 6 7 6 7 11 15 8 9 14 21 6 13 8 6 6 7 6 7 11 15 8 9 14 21 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11490Pp3c15_11490transcript PAC:32926852protein_codingNA c.-125C>G NA NA NA NA 125
Chr15 7642549 C G Chr15_7642549_C_GC_G SNP 9740.63 6 7 6 7 11 15 8 9 14 21 6 13 8 6 6 7 6 7 11 15 8 9 14 21 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11490Pp3c15_11490transcript PAC:32926853protein_codingNA c.-568C>G NA NA NA NA 568
Chr15 7642549 C G Chr15_7642549_C_GC_G SNP 9740.63 6 7 6 7 11 15 8 9 14 21 6 13 8 6 6 7 6 7 11 15 8 9 14 21 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_11500Pp3c15_11500transcript PAC:32928130protein_codingNA c.*5734G>C NA NA NA NA 4273
Chr15 7642549 C G Chr15_7642549_C_GC_G SNP 9740.63 6 7 6 7 11 15 8 9 14 21 6 13 8 6 6 7 6 7 11 15 8 9 14 21 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_11500Pp3c15_11500transcript PAC:32928131protein_codingNA c.*5789G>C NA NA NA NA 4736
Chr15 7642549 C G Chr15_7642549_C_GC_G SNP 9740.63 6 7 6 7 11 15 8 9 14 21 6 13 8 6 6 7 6 7 11 15 8 9 14 21 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_11500Pp3c15_11500transcript PAC:32928132protein_codingNA c.*5789G>C NA NA NA NA 4736
Chr15 7642549 C G Chr15_7642549_C_GC_G SNP 9740.63 6 7 6 7 11 15 8 9 14 21 6 13 8 6 6 7 6 7 11 15 8 9 14 21 6 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11480-Pp3c15_11490Pp3c15_11480-Pp3c15_11490intergenic_regionPp3c15_11480-Pp3c15_11490NA NA n.7642549C>GNA NA NA NA NA
Chr15 7663305 G A Chr15_7663305_G_AG_A SNP 23505.63 24 20 13 36 18 37 43 24 29 35 18 25 16 13 24 20 13 36 18 37 43 24 29 35 18 25 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11518Pp3c15_11518transcript PAC:32928430protein_codingNA c.-2684C>T NA NA NA NA 2543
Chr15 7663305 G A Chr15_7663305_G_AG_A SNP 23505.63 24 20 13 36 18 37 43 24 29 35 18 25 16 13 24 20 13 36 18 37 43 24 29 35 18 25 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11518-Pp3c15_11570Pp3c15_11518-Pp3c15_11570intergenic_regionPp3c15_11518-Pp3c15_11570NA NA n.7663305G>ANA NA NA NA NA
Chr15 7845671 GTA G Chr15_7845671_GTA_GGTA_G INDEL 2648.93 0 0 0 1 0 0 0 0 20 22 8 13 6 4 27 14 12 11 14 13 24 24 21 24 8 13 6 4 0 0 0 0 0 0 0 0 0.952 0.917 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_11750Pp3c15_11750transcript PAC:32928944protein_codingNA c.-2375_-2374delTANA NA NA NA 2041
Chr15 7845671 GTA G Chr15_7845671_GTA_GGTA_G INDEL 2648.93 0 0 0 1 0 0 0 0 20 22 8 13 6 4 27 14 12 11 14 13 24 24 21 24 8 13 6 4 0 0 0 0 0 0 0 0 0.952 0.917 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_11750Pp3c15_11750transcript PAC:32928945protein_codingNA c.-2375_-2374delTANA NA NA NA 2009
Chr15 7845671 GTA G Chr15_7845671_GTA_GGTA_G INDEL 2648.93 0 0 0 1 0 0 0 0 20 22 8 13 6 4 27 14 12 11 14 13 24 24 21 24 8 13 6 4 0 0 0 0 0 0 0 0 0.952 0.917 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_11750Pp3c15_11750transcript PAC:32928946protein_codingNA c.-2551_-2550delTANA NA NA NA 2009
Chr15 7845671 GTA G Chr15_7845671_GTA_GGTA_G INDEL 2648.93 0 0 0 1 0 0 0 0 20 22 8 13 6 4 27 14 12 11 14 13 24 24 21 24 8 13 6 4 0 0 0 0 0 0 0 0 0.952 0.917 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_11750Pp3c15_11750transcript PAC:32928947protein_codingNA c.-3099_-3098delTANA NA NA NA 2009
Chr15 7845671 GTA G Chr15_7845671_GTA_GGTA_G INDEL 2648.93 0 0 0 1 0 0 0 0 20 22 8 13 6 4 27 14 12 11 14 13 24 24 21 24 8 13 6 4 0 0 0 0 0 0 0 0 0.952 0.917 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_11750Pp3c15_11750transcript PAC:32928948protein_codingNA c.-3099_-3098delTANA NA NA NA 2009
Chr15 7845671 GTA G Chr15_7845671_GTA_GGTA_G INDEL 2648.93 0 0 0 1 0 0 0 0 20 22 8 13 6 4 27 14 12 11 14 13 24 24 21 24 8 13 6 4 0 0 0 0 0 0 0 0 0.952 0.917 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_11750Pp3c15_11750transcript PAC:32928949protein_codingNA c.-3099_-3098delTANA NA NA NA 2009
Chr15 7845671 GTA G Chr15_7845671_GTA_GGTA_G INDEL 2648.93 0 0 0 1 0 0 0 0 20 22 8 13 6 4 27 14 12 11 14 13 24 24 21 24 8 13 6 4 0 0 0 0 0 0 0 0 0.952 0.917 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_11750Pp3c15_11750transcript PAC:32928950protein_codingNA c.-3099_-3098delTANA NA NA NA 2009
Chr15 7845671 GTA G Chr15_7845671_GTA_GGTA_G INDEL 2648.93 0 0 0 1 0 0 0 0 20 22 8 13 6 4 27 14 12 11 14 13 24 24 21 24 8 13 6 4 0 0 0 0 0 0 0 0 0.952 0.917 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_11750Pp3c15_11750transcript PAC:32928951protein_codingNA c.-3099_-3098delTANA NA NA NA 2009
Chr15 7845671 GTA G Chr15_7845671_GTA_GGTA_G INDEL 2648.93 0 0 0 1 0 0 0 0 20 22 8 13 6 4 27 14 12 11 14 13 24 24 21 24 8 13 6 4 0 0 0 0 0 0 0 0 0.952 0.917 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_11750-Pp3c15_11755Pp3c15_11750-Pp3c15_11755intergenic_regionPp3c15_11750-Pp3c15_11755NA NA n.7845672_7845673delTANA NA NA NA NA
Chr15 7935823 G A Chr15_7935823_G_AG_A SNP 14994.63 17 7 14 26 11 27 20 14 17 24 13 7 9 11 17 7 14 26 11 27 20 14 17 24 13 7 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_11830Pp3c15_11830transcript PAC:32927508protein_codingNA c.*4781C>T NA NA NA NA 4781
Chr15 7935823 G A Chr15_7935823_G_AG_A SNP 14994.63 17 7 14 26 11 27 20 14 17 24 13 7 9 11 17 7 14 26 11 27 20 14 17 24 13 7 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11790-Pp3c15_11830Pp3c15_11790-Pp3c15_11830intergenic_regionPp3c15_11790-Pp3c15_11830NA NA n.7935823G>ANA NA NA NA NA
Chr15 7943958 G GA Chr15_7943958_G_GAG_GA INDEL 12795.59 20 6 10 21 24 17 11 16 21 12 9 11 6 5 20 6 10 21 24 17 11 16 21 12 9 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11830Pp3c15_11830transcript PAC:32927508protein_codingNA c.-1870_-1869insTNA NA NA NA 1870
Chr15 7943958 G GA Chr15_7943958_G_GAG_GA INDEL 12795.59 20 6 10 21 24 17 11 16 21 12 9 11 6 5 20 6 10 21 24 17 11 16 21 12 9 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11840Pp3c15_11840transcript PAC:32927788protein_codingNA c.-1535_-1534insTNA NA NA NA 1535
Chr15 7943958 G GA Chr15_7943958_G_GAG_GA INDEL 12795.59 20 6 10 21 24 17 11 16 21 12 9 11 6 5 20 6 10 21 24 17 11 16 21 12 9 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11840-Pp3c15_11880Pp3c15_11840-Pp3c15_11880intergenic_regionPp3c15_11840-Pp3c15_11880NA NA n.7943958_7943959insANA NA NA NA NA
Chr15 7943972 A AT Chr15_7943972_A_ATA_AT INDEL 14375.59 19 6 12 25 23 16 8 17 21 10 11 13 5 6 19 6 12 25 23 16 8 17 21 10 11 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11830Pp3c15_11830transcript PAC:32927508protein_codingNA c.-1884_-1883insANA NA NA NA 1884
Chr15 7943972 A AT Chr15_7943972_A_ATA_AT INDEL 14375.59 19 6 12 25 23 16 8 17 21 10 11 13 5 6 19 6 12 25 23 16 8 17 21 10 11 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11840Pp3c15_11840transcript PAC:32927788protein_codingNA c.-1549_-1548insANA NA NA NA 1549
Chr15 7943972 A AT Chr15_7943972_A_ATA_AT INDEL 14375.59 19 6 12 25 23 16 8 17 21 10 11 13 5 6 19 6 12 25 23 16 8 17 21 10 11 13 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11840-Pp3c15_11880Pp3c15_11840-Pp3c15_11880intergenic_regionPp3c15_11840-Pp3c15_11880NA NA n.7943972_7943973insTNA NA NA NA NA
Chr15 7943980 GTAGATTATAAAG Chr15_7943980_GTAGATTATAAA_GGTAGATTATAAA_GINDEL 14096.59 19 7 11 20 22 15 6 19 16 11 11 13 5 7 19 7 11 20 22 15 6 19 16 11 11 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11830Pp3c15_11830transcript PAC:32927508protein_codingNA c.-1902_-1892delTTTATAATCTANA NA NA NA 1892
Chr15 7943980 GTAGATTATAAAG Chr15_7943980_GTAGATTATAAA_GGTAGATTATAAA_GINDEL 14096.59 19 7 11 20 22 15 6 19 16 11 11 13 5 7 19 7 11 20 22 15 6 19 16 11 11 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11840Pp3c15_11840transcript PAC:32927788protein_codingNA c.-1567_-1557delTTTATAATCTANA NA NA NA 1557
Chr15 7943980 GTAGATTATAAAG Chr15_7943980_GTAGATTATAAA_GGTAGATTATAAA_GINDEL 14096.59 19 7 11 20 22 15 6 19 16 11 11 13 5 7 19 7 11 20 22 15 6 19 16 11 11 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11840-Pp3c15_11880Pp3c15_11840-Pp3c15_11880intergenic_regionPp3c15_11840-Pp3c15_11880NA NA n.7943981_7943991delTAGATTATAAANA NA NA NA NA
Chr15 7943997 TATGCGTAAATAT Chr15_7943997_TATGCGTAAATA_TTATGCGTAAATA_TINDEL 14051.59 21 7 12 20 23 13 7 18 15 12 9 13 7 8 21 7 12 20 23 13 7 18 15 12 9 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11830Pp3c15_11830transcript PAC:32927508protein_codingNA c.-1919_-1909delTATTTACGCATNA NA NA NA 1909
Chr15 7943997 TATGCGTAAATAT Chr15_7943997_TATGCGTAAATA_TTATGCGTAAATA_TINDEL 14051.59 21 7 12 20 23 13 7 18 15 12 9 13 7 8 21 7 12 20 23 13 7 18 15 12 9 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11840Pp3c15_11840transcript PAC:32927788protein_codingNA c.-1584_-1574delTATTTACGCATNA NA NA NA 1574
Chr15 7943997 TATGCGTAAATAT Chr15_7943997_TATGCGTAAATA_TTATGCGTAAATA_TINDEL 14051.59 21 7 12 20 23 13 7 18 15 12 9 13 7 8 21 7 12 20 23 13 7 18 15 12 9 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11840-Pp3c15_11880Pp3c15_11840-Pp3c15_11880intergenic_regionPp3c15_11840-Pp3c15_11880NA NA n.7943998_7944008delATGCGTAAATANA NA NA NA NA
Chr15 7944011 TTTAGTTAAGAAATTCAAGTAGGTATGGTACGTGATATAGTTGT Chr15_7944011_TTTAGTTAAGAAATTCAAGTAGGTATGGTACGTGATATAGTTG_TTTTAGTTAAGAAATTCAAGTAGGTATGGTACGTGATATAGTTG_TINDEL 13906.59 21 7 12 19 22 12 9 18 15 11 7 14 6 8 21 7 12 19 22 12 9 18 15 11 7 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11830Pp3c15_11830transcript PAC:32927508protein_codingNA c.-1964_-1923delCAACTATATCACGTACCATACCTACTTGAATTTCTTAACTAANA NA NA NA 1923
Chr15 7944011 TTTAGTTAAGAAATTCAAGTAGGTATGGTACGTGATATAGTTGT Chr15_7944011_TTTAGTTAAGAAATTCAAGTAGGTATGGTACGTGATATAGTTG_TTTTAGTTAAGAAATTCAAGTAGGTATGGTACGTGATATAGTTG_TINDEL 13906.59 21 7 12 19 22 12 9 18 15 11 7 14 6 8 21 7 12 19 22 12 9 18 15 11 7 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11840Pp3c15_11840transcript PAC:32927788protein_codingNA c.-1629_-1588delCAACTATATCACGTACCATACCTACTTGAATTTCTTAACTAANA NA NA NA 1588
Chr15 7944011 TTTAGTTAAGAAATTCAAGTAGGTATGGTACGTGATATAGTTGT Chr15_7944011_TTTAGTTAAGAAATTCAAGTAGGTATGGTACGTGATATAGTTG_TTTTAGTTAAGAAATTCAAGTAGGTATGGTACGTGATATAGTTG_TINDEL 13906.59 21 7 12 19 22 12 9 18 15 11 7 14 6 8 21 7 12 19 22 12 9 18 15 11 7 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11840-Pp3c15_11880Pp3c15_11840-Pp3c15_11880intergenic_regionPp3c15_11840-Pp3c15_11880NA NA n.7944012_7944053delTTAGTTAAGAAATTCAAGTAGGTATGGTACGTGATATAGTTGNA NA NA NA NA
Chr15 7944067 G T Chr15_7944067_G_TG_T SNP 12671.63 19 8 8 20 21 14 10 18 13 7 5 13 7 7 19 8 8 20 21 14 10 18 13 7 5 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11830Pp3c15_11830transcript PAC:32927508protein_codingNA c.-1978C>A NA NA NA NA 1978
Chr15 7944067 G T Chr15_7944067_G_TG_T SNP 12671.63 19 8 8 20 21 14 10 18 13 7 5 13 7 7 19 8 8 20 21 14 10 18 13 7 5 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11840Pp3c15_11840transcript PAC:32927788protein_codingNA c.-1643C>A NA NA NA NA 1643
Chr15 7944067 G T Chr15_7944067_G_TG_T SNP 12671.63 19 8 8 20 21 14 10 18 13 7 5 13 7 7 19 8 8 20 21 14 10 18 13 7 5 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11840-Pp3c15_11880Pp3c15_11840-Pp3c15_11880intergenic_regionPp3c15_11840-Pp3c15_11880NA NA n.7944067G>TNA NA NA NA NA
Chr15 7944126 G T Chr15_7944126_G_TG_T SNP 15477.63 30 9 14 20 19 25 15 20 18 15 8 16 13 7 30 9 14 21 19 25 15 20 18 15 8 16 13 7 1 1 1 0.952 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11830Pp3c15_11830transcript PAC:32927508protein_codingNA c.-2037C>A NA NA NA NA 2037
Chr15 7944126 G T Chr15_7944126_G_TG_T SNP 15477.63 30 9 14 20 19 25 15 20 18 15 8 16 13 7 30 9 14 21 19 25 15 20 18 15 8 16 13 7 1 1 1 0.952 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11840Pp3c15_11840transcript PAC:32927788protein_codingNA c.-1702C>A NA NA NA NA 1702
Chr15 7944126 G T Chr15_7944126_G_TG_T SNP 15477.63 30 9 14 20 19 25 15 20 18 15 8 16 13 7 30 9 14 21 19 25 15 20 18 15 8 16 13 7 1 1 1 0.952 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11840-Pp3c15_11880Pp3c15_11840-Pp3c15_11880intergenic_regionPp3c15_11840-Pp3c15_11880NA NA n.7944126G>TNA NA NA NA NA
Chr15 7944445 T A Chr15_7944445_T_AT_A SNP 18867.63 21 8 16 35 24 25 21 19 23 27 16 32 11 15 21 8 16 35 24 25 21 19 23 27 16 32 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11830Pp3c15_11830transcript PAC:32927508protein_codingNA c.-2356A>T NA NA NA NA 2356
Chr15 7944445 T A Chr15_7944445_T_AT_A SNP 18867.63 21 8 16 35 24 25 21 19 23 27 16 32 11 15 21 8 16 35 24 25 21 19 23 27 16 32 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11840Pp3c15_11840transcript PAC:32927788protein_codingNA c.-2021A>T NA NA NA NA 2021
Chr15 7944445 T A Chr15_7944445_T_AT_A SNP 18867.63 21 8 16 35 24 25 21 19 23 27 16 32 11 15 21 8 16 35 24 25 21 19 23 27 16 32 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11840-Pp3c15_11880Pp3c15_11840-Pp3c15_11880intergenic_regionPp3c15_11840-Pp3c15_11880NA NA n.7944445T>ANA NA NA NA NA
Chr15 7944491 G A Chr15_7944491_G_AG_A SNP 18998.63 22 7 13 34 28 15 21 16 24 29 15 24 11 15 22 7 13 34 28 15 21 16 24 29 15 24 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11830Pp3c15_11830transcript PAC:32927508protein_codingNA c.-2402C>T NA NA NA NA 2402
Chr15 7944491 G A Chr15_7944491_G_AG_A SNP 18998.63 22 7 13 34 28 15 21 16 24 29 15 24 11 15 22 7 13 34 28 15 21 16 24 29 15 24 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_11840Pp3c15_11840transcript PAC:32927788protein_codingNA c.-2067C>T NA NA NA NA 2067
Chr15 7944491 G A Chr15_7944491_G_AG_A SNP 18998.63 22 7 13 34 28 15 21 16 24 29 15 24 11 15 22 7 13 34 28 15 21 16 24 29 15 24 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_11840-Pp3c15_11880Pp3c15_11840-Pp3c15_11880intergenic_regionPp3c15_11840-Pp3c15_11880NA NA n.7944491G>ANA NA NA NA NA
Chr15 8369138 C T Chr15_8369138_C_TC_T SNP 3960.98 0 0 0 0 0 0 0 0 23 29 15 13 12 7 20 13 14 22 25 21 27 16 23 29 15 13 12 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_12580-Pp3c15_12660Pp3c15_12580-Pp3c15_12660intergenic_regionPp3c15_12580-Pp3c15_12660NA NA n.8369138C>TNA NA NA NA NA
Chr15 8392248 G T Chr15_8392248_G_TG_T SNP 12114.63 17 6 7 19 11 17 9 24 12 16 14 10 7 6 17 6 7 19 11 17 9 24 12 16 14 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12580-Pp3c15_12660Pp3c15_12580-Pp3c15_12660intergenic_regionPp3c15_12580-Pp3c15_12660NA NA n.8392248G>TNA NA NA NA NA
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928087protein_coding 04-déc c.2263A>G p.Lys755Glu 2627/6036 2263/4296 755/1431 NA
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928089protein_coding 04-déc c.2263A>G p.Lys755Glu 2666/6030 2263/4296 755/1431 NA
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928088protein_coding 04-nov c.2263A>G p.Lys755Glu 2627/6150 2263/4296 755/1431 NA
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928358protein_codingNA c.*5419A>G NA NA NA NA 4950
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928360protein_codingNA c.*5419A>G NA NA NA NA 4950
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928366protein_codingNA c.*5419A>G NA NA NA NA 4950
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928364protein_codingNA c.*5419A>G NA NA NA NA 4905
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928365protein_codingNA c.*5419A>G NA NA NA NA 4950
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928361protein_codingNA c.*5419A>G NA NA NA NA 4950
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928367protein_codingNA c.*5419A>G NA NA NA NA 4950
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928359protein_codingNA c.*5419A>G NA NA NA NA 4950
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928362protein_codingNA c.*5419A>G NA NA NA NA 4950
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928368protein_codingNA c.*5419A>G NA NA NA NA 4950
Chr15 8424047 A G Chr15_8424047_A_GA_G SNP 25316.63 38 25 16 34 26 31 37 37 30 20 23 24 7 11 38 25 16 34 26 31 37 37 30 20 23 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928363protein_codingNA c.*5419A>G NA NA NA NA 4950
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928087protein_coding 04-déc c.2265A>T p.Lys755Asn 2629/6036 2265/4296 755/1431 NA
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928089protein_coding 04-déc c.2265A>T p.Lys755Asn 2668/6030 2265/4296 755/1431 NA
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928088protein_coding 04-nov c.2265A>T p.Lys755Asn 2629/6150 2265/4296 755/1431 NA
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928358protein_codingNA c.*5421A>T NA NA NA NA 4952
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928360protein_codingNA c.*5421A>T NA NA NA NA 4952
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928366protein_codingNA c.*5421A>T NA NA NA NA 4952
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928364protein_codingNA c.*5421A>T NA NA NA NA 4907
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928365protein_codingNA c.*5421A>T NA NA NA NA 4952
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928361protein_codingNA c.*5421A>T NA NA NA NA 4952
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928367protein_codingNA c.*5421A>T NA NA NA NA 4952
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928359protein_codingNA c.*5421A>T NA NA NA NA 4952
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928362protein_codingNA c.*5421A>T NA NA NA NA 4952
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928368protein_codingNA c.*5421A>T NA NA NA NA 4952
Chr15 8424049 A T Chr15_8424049_A_TA_T SNP 25631.63 38 25 16 34 23 31 36 36 30 20 24 24 7 11 38 25 16 34 23 31 36 36 30 20 24 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928363protein_codingNA c.*5421A>T NA NA NA NA 4952
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928087protein_coding 04-déc c.2266A>G p.Asn756Asp2630/6036 2266/4296 756/1431 NA
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928089protein_coding 04-déc c.2266A>G p.Asn756Asp2669/6030 2266/4296 756/1431 NA
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928088protein_coding 04-nov c.2266A>G p.Asn756Asp2630/6150 2266/4296 756/1431 NA
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928358protein_codingNA c.*5422A>G NA NA NA NA 4953
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928360protein_codingNA c.*5422A>G NA NA NA NA 4953
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928366protein_codingNA c.*5422A>G NA NA NA NA 4953
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928364protein_codingNA c.*5422A>G NA NA NA NA 4908
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928365protein_codingNA c.*5422A>G NA NA NA NA 4953
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928361protein_codingNA c.*5422A>G NA NA NA NA 4953
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928367protein_codingNA c.*5422A>G NA NA NA NA 4953
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928359protein_codingNA c.*5422A>G NA NA NA NA 4953
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928362protein_codingNA c.*5422A>G NA NA NA NA 4953
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928368protein_codingNA c.*5422A>G NA NA NA NA 4953
Chr15 8424050 A G Chr15_8424050_A_GA_G SNP 25483.63 38 26 16 34 23 31 37 36 30 20 24 24 7 10 38 26 16 34 23 31 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928363protein_codingNA c.*5422A>G NA NA NA NA 4953
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928087protein_coding 04-déc c.2267A>G p.Asn756Ser 2631/6036 2267/4296 756/1431 NA
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928089protein_coding 04-déc c.2267A>G p.Asn756Ser 2670/6030 2267/4296 756/1431 NA
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_12700Pp3c15_12700transcript PAC:32928088protein_coding 04-nov c.2267A>G p.Asn756Ser 2631/6150 2267/4296 756/1431 NA
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928358protein_codingNA c.*5423A>G NA NA NA NA 4954
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928360protein_codingNA c.*5423A>G NA NA NA NA 4954
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928366protein_codingNA c.*5423A>G NA NA NA NA 4954
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928364protein_codingNA c.*5423A>G NA NA NA NA 4909
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928365protein_codingNA c.*5423A>G NA NA NA NA 4954
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928361protein_codingNA c.*5423A>G NA NA NA NA 4954
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928367protein_codingNA c.*5423A>G NA NA NA NA 4954
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928359protein_codingNA c.*5423A>G NA NA NA NA 4954
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928362protein_codingNA c.*5423A>G NA NA NA NA 4954
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928368protein_codingNA c.*5423A>G NA NA NA NA 4954
Chr15 8424051 A G Chr15_8424051_A_GA_G SNP 25355.63 38 26 16 34 23 30 37 36 30 20 24 24 7 10 38 26 16 34 23 30 37 36 30 20 24 24 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12690Pp3c15_12690transcript PAC:32928363protein_codingNA c.*5423A>G NA NA NA NA 4954
Chr15 8432396 C A Chr15_8432396_C_AC_A SNP 20784.63 27 10 18 23 39 30 46 26 34 20 10 10 11 15 27 10 18 23 39 30 46 26 34 20 10 10 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_12720Pp3c15_12720transcript PAC:32928878protein_codingNA c.-1772G>T NA NA NA NA 1772
Chr15 8432396 C A Chr15_8432396_C_AC_A SNP 20784.63 27 10 18 23 39 30 46 26 34 20 10 10 11 15 27 10 18 23 39 30 46 26 34 20 10 10 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928087protein_codingNA c.*5019C>A NA NA NA NA 3164
Chr15 8432396 C A Chr15_8432396_C_AC_A SNP 20784.63 27 10 18 23 39 30 46 26 34 20 10 10 11 15 27 10 18 23 39 30 46 26 34 20 10 10 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928089protein_codingNA c.*5019C>A NA NA NA NA 3005
Chr15 8432396 C A Chr15_8432396_C_AC_A SNP 20784.63 27 10 18 23 39 30 46 26 34 20 10 10 11 15 27 10 18 23 39 30 46 26 34 20 10 10 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928088protein_codingNA c.*5019C>A NA NA NA NA 3164
Chr15 8432396 C A Chr15_8432396_C_AC_A SNP 20784.63 27 10 18 23 39 30 46 26 34 20 10 10 11 15 27 10 18 23 39 30 46 26 34 20 10 10 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12720-Pp3c15_12800Pp3c15_12720-Pp3c15_12800intergenic_regionPp3c15_12720-Pp3c15_12800NA NA n.8432396C>ANA NA NA NA NA
Chr15 8432446 G T Chr15_8432446_G_TG_T SNP 23913.63 29 16 16 28 33 38 38 20 35 29 17 16 8 11 29 16 16 28 33 38 38 20 35 29 17 16 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_12720Pp3c15_12720transcript PAC:32928878protein_codingNA c.-1822C>A NA NA NA NA 1822
Chr15 8432446 G T Chr15_8432446_G_TG_T SNP 23913.63 29 16 16 28 33 38 38 20 35 29 17 16 8 11 29 16 16 28 33 38 38 20 35 29 17 16 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928087protein_codingNA c.*5069G>T NA NA NA NA 3214
Chr15 8432446 G T Chr15_8432446_G_TG_T SNP 23913.63 29 16 16 28 33 38 38 20 35 29 17 16 8 11 29 16 16 28 33 38 38 20 35 29 17 16 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928089protein_codingNA c.*5069G>T NA NA NA NA 3055
Chr15 8432446 G T Chr15_8432446_G_TG_T SNP 23913.63 29 16 16 28 33 38 38 20 35 29 17 16 8 11 29 16 16 28 33 38 38 20 35 29 17 16 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928088protein_codingNA c.*5069G>T NA NA NA NA 3214
Chr15 8432446 G T Chr15_8432446_G_TG_T SNP 23913.63 29 16 16 28 33 38 38 20 35 29 17 16 8 11 29 16 16 28 33 38 38 20 35 29 17 16 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12720-Pp3c15_12800Pp3c15_12720-Pp3c15_12800intergenic_regionPp3c15_12720-Pp3c15_12800NA NA n.8432446G>TNA NA NA NA NA
Chr15 8432451 G T Chr15_8432451_G_TG_T SNP 24001.63 30 18 17 29 34 36 39 20 35 30 17 19 8 11 30 18 17 29 34 36 39 20 35 30 17 19 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_12720Pp3c15_12720transcript PAC:32928878protein_codingNA c.-1827C>A NA NA NA NA 1827
Chr15 8432451 G T Chr15_8432451_G_TG_T SNP 24001.63 30 18 17 29 34 36 39 20 35 30 17 19 8 11 30 18 17 29 34 36 39 20 35 30 17 19 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928087protein_codingNA c.*5074G>T NA NA NA NA 3219
Chr15 8432451 G T Chr15_8432451_G_TG_T SNP 24001.63 30 18 17 29 34 36 39 20 35 30 17 19 8 11 30 18 17 29 34 36 39 20 35 30 17 19 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928089protein_codingNA c.*5074G>T NA NA NA NA 3060
Chr15 8432451 G T Chr15_8432451_G_TG_T SNP 24001.63 30 18 17 29 34 36 39 20 35 30 17 19 8 11 30 18 17 29 34 36 39 20 35 30 17 19 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928088protein_codingNA c.*5074G>T NA NA NA NA 3219



Chr15 8432451 G T Chr15_8432451_G_TG_T SNP 24001.63 30 18 17 29 34 36 39 20 35 30 17 19 8 11 30 18 17 29 34 36 39 20 35 30 17 19 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12720-Pp3c15_12800Pp3c15_12720-Pp3c15_12800intergenic_regionPp3c15_12720-Pp3c15_12800NA NA n.8432451G>TNA NA NA NA NA
Chr15 8432833 T A Chr15_8432833_T_AT_A SNP 1903.39 19 10 19 0 0 0 0 0 0 0 0 0 0 0 19 10 19 25 26 23 24 23 27 34 18 16 13 18 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c15_12720Pp3c15_12720transcript PAC:32928878protein_codingNA c.-2209A>T NA NA NA NA 2209
Chr15 8432833 T A Chr15_8432833_T_AT_A SNP 1903.39 19 10 19 0 0 0 0 0 0 0 0 0 0 0 19 10 19 25 26 23 24 23 27 34 18 16 13 18 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928087protein_codingNA c.*5456T>A NA NA NA NA 3601
Chr15 8432833 T A Chr15_8432833_T_AT_A SNP 1903.39 19 10 19 0 0 0 0 0 0 0 0 0 0 0 19 10 19 25 26 23 24 23 27 34 18 16 13 18 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928089protein_codingNA c.*5456T>A NA NA NA NA 3442
Chr15 8432833 T A Chr15_8432833_T_AT_A SNP 1903.39 19 10 19 0 0 0 0 0 0 0 0 0 0 0 19 10 19 25 26 23 24 23 27 34 18 16 13 18 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c15_12700Pp3c15_12700transcript PAC:32928088protein_codingNA c.*5456T>A NA NA NA NA 3601
Chr15 8432833 T A Chr15_8432833_T_AT_A SNP 1903.39 19 10 19 0 0 0 0 0 0 0 0 0 0 0 19 10 19 25 26 23 24 23 27 34 18 16 13 18 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c15_12720-Pp3c15_12800Pp3c15_12720-Pp3c15_12800intergenic_regionPp3c15_12720-Pp3c15_12800NA NA n.8432833T>ANA NA NA NA NA
Chr15 8443682 C A Chr15_8443682_C_AC_A SNP 12231.63 21 9 13 14 13 20 14 23 16 10 10 8 6 4 21 9 13 15 14 21 14 28 17 11 10 8 6 4 1 1 1 0.933 0.929 0.952 1 0.821 0.941 0.909 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12720-Pp3c15_12800Pp3c15_12720-Pp3c15_12800intergenic_regionPp3c15_12720-Pp3c15_12800NA NA n.8443682C>ANA NA NA NA NA
Chr15 8443684 A T Chr15_8443684_A_TA_T SNP 12231.63 20 9 13 14 13 21 14 24 16 10 10 8 6 4 20 9 13 15 14 22 14 29 17 11 10 8 6 4 1 1 1 0.933 0.929 0.955 1 0.828 0.941 0.909 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12720-Pp3c15_12800Pp3c15_12720-Pp3c15_12800intergenic_regionPp3c15_12720-Pp3c15_12800NA NA n.8443684A>TNA NA NA NA NA
Chr15 8445803 A T Chr15_8445803_A_TA_T SNP 15523.63 20 9 15 18 9 22 15 16 13 22 11 25 5 10 20 9 15 18 9 22 15 16 13 22 11 25 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12720-Pp3c15_12800Pp3c15_12720-Pp3c15_12800intergenic_regionPp3c15_12720-Pp3c15_12800NA NA n.8445803A>TNA NA NA NA NA
Chr15 8511896 C G Chr15_8511896_C_GC_G SNP 18616.63 26 16 6 24 14 24 24 23 19 23 15 18 14 16 26 16 6 24 14 24 24 23 19 23 15 18 14 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12830-Pp3c15_12840Pp3c15_12830-Pp3c15_12840intergenic_regionPp3c15_12830-Pp3c15_12840NA NA n.8511896C>GNA NA NA NA NA
Chr15 8511928 T C Chr15_8511928_T_CT_C SNP 19411.63 28 17 13 23 14 24 22 24 22 20 11 16 14 13 28 17 13 23 14 24 22 24 22 20 11 16 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12830-Pp3c15_12840Pp3c15_12830-Pp3c15_12840intergenic_regionPp3c15_12830-Pp3c15_12840NA NA n.8511928T>CNA NA NA NA NA
Chr15 8511943 G GT Chr15_8511943_G_GTG_GT INDEL 19775.59 30 19 13 25 13 26 23 27 22 25 11 16 13 12 30 19 13 25 13 26 23 27 22 25 11 16 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12830-Pp3c15_12840Pp3c15_12830-Pp3c15_12840intergenic_regionPp3c15_12830-Pp3c15_12840NA NA n.8511943_8511944insTNA NA NA NA NA
Chr15 8560562 A AAT Chr15_8560562_A_AATA_AAT INDEL 8214.59 17 10 8 13 12 18 15 16 14 10 8 16 7 6 17 10 9 13 12 18 16 16 14 10 8 16 8 6 1 1 0.889 1 1 1 0.938 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12850-Pp3c15_12980Pp3c15_12850-Pp3c15_12980intergenic_regionPp3c15_12850-Pp3c15_12980NA NA n.8560562_8560563insATNA NA NA NA NA
Chr15 8578154 C A Chr15_8578154_C_AC_A SNP 11152.63 23 5 11 18 16 13 20 12 10 11 10 7 5 5 23 5 11 18 16 13 20 12 10 11 10 7 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12850-Pp3c15_12980Pp3c15_12850-Pp3c15_12980intergenic_regionPp3c15_12850-Pp3c15_12980NA NA n.8578154C>ANA NA NA NA NA
Chr15 8584093 G GA Chr15_8584093_G_GAG_GA INDEL 15283.59 23 21 25 27 23 27 36 21 29 20 12 15 13 12 23 21 25 27 23 27 36 21 29 20 12 15 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_12850-Pp3c15_12980Pp3c15_12850-Pp3c15_12980intergenic_regionPp3c15_12850-Pp3c15_12980NA NA n.8584093_8584094insANA NA NA NA NA
Chr15 8695650 CT C Chr15_8695650_CT_CCT_C INDEL 18349.59 37 14 15 22 15 21 33 22 29 26 19 25 18 9 37 14 15 22 15 21 33 22 29 26 19 25 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13020-Pp3c15_13040Pp3c15_13020-Pp3c15_13040intergenic_regionPp3c15_13020-Pp3c15_13040NA NA n.8695651delTNA NA NA NA NA
Chr15 8786582 A T Chr15_8786582_A_TA_T SNP 19356.63 37 13 23 27 17 29 22 10 25 20 13 19 14 8 37 13 23 27 17 29 22 10 25 20 13 19 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13210-Pp3c15_13280Pp3c15_13210-Pp3c15_13280intergenic_regionPp3c15_13210-Pp3c15_13280NA NA n.8786582A>TNA NA NA NA NA
Chr15 8807078 G T Chr15_8807078_G_TG_T SNP 19391.63 21 15 11 31 24 21 25 26 15 29 19 13 9 6 21 15 11 31 24 21 25 26 15 29 19 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13210-Pp3c15_13280Pp3c15_13210-Pp3c15_13280intergenic_regionPp3c15_13210-Pp3c15_13280NA NA n.8807078G>TNA NA NA NA NA
Chr15 8812499 C A Chr15_8812499_C_AC_A SNP 17338.63 25 10 15 36 17 21 20 13 19 22 18 10 12 12 25 10 15 36 17 21 20 13 19 22 18 10 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13210-Pp3c15_13280Pp3c15_13210-Pp3c15_13280intergenic_regionPp3c15_13210-Pp3c15_13280NA NA n.8812499C>ANA NA NA NA NA
Chr15 8821565 C CAT Chr15_8821565_C_CATC_CAT INDEL 3236.24 1 0 0 12 11 19 26 12 2 2 0 0 1 0 19 10 13 12 11 19 26 12 13 17 18 14 5 10 0 0 0 1 1 1 1 1 0.154 0.118 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c15_13210-Pp3c15_13280Pp3c15_13210-Pp3c15_13280intergenic_regionPp3c15_13210-Pp3c15_13280NA NA n.8821565_8821566insATNA NA NA NA NA
Chr15 8902307 T A Chr15_8902307_T_AT_A SNP 21565.63 25 15 15 20 24 29 21 22 28 18 13 29 15 10 25 15 15 20 24 29 21 22 28 18 13 29 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13420-Pp3c15_13440Pp3c15_13420-Pp3c15_13440intergenic_regionPp3c15_13420-Pp3c15_13440NA NA n.8902307T>ANA NA NA NA NA
Chr15 8902315 C A Chr15_8902315_C_AC_A SNP 21746.63 27 14 17 22 23 27 24 20 27 20 15 29 15 9 27 14 17 22 23 27 24 20 27 20 15 29 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13420-Pp3c15_13440Pp3c15_13420-Pp3c15_13440intergenic_regionPp3c15_13420-Pp3c15_13440NA NA n.8902315C>ANA NA NA NA NA
Chr15 9036234 A T Chr15_9036234_A_TA_T SNP 14205.63 13 12 15 17 17 25 23 13 18 20 9 10 9 6 13 12 15 17 17 25 23 13 18 20 9 10 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13650-Pp3c15_13700Pp3c15_13650-Pp3c15_13700intergenic_regionPp3c15_13650-Pp3c15_13700NA NA n.9036234A>TNA NA NA NA NA
Chr15 9036293 G T Chr15_9036293_G_TG_T SNP 15613.63 22 11 24 17 20 36 23 14 18 19 12 10 8 9 22 11 24 17 20 36 23 14 18 19 12 10 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13650-Pp3c15_13700Pp3c15_13650-Pp3c15_13700intergenic_regionPp3c15_13650-Pp3c15_13700NA NA n.9036293G>TNA NA NA NA NA
Chr15 9104261 C CA Chr15_9104261_C_CAC_CA INDEL 17357.59 32 14 14 27 24 30 23 26 32 26 16 18 16 5 32 14 14 27 24 30 23 26 32 26 16 18 16 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13750-Pp3c15_13830Pp3c15_13750-Pp3c15_13830intergenic_regionPp3c15_13750-Pp3c15_13830NA NA n.9104261_9104262insANA NA NA NA NA
Chr15 9124445 CCACCAAG C Chr15_9124445_CCACCAAG_CCCACCAAG_CINDEL 12273.59 17 10 13 11 12 12 10 20 10 15 11 14 9 8 17 11 14 12 13 12 11 20 11 16 13 16 9 8 1 0.909 0.929 0.917 0.923 1 0.909 1 0.909 0.938 0.846 0.875 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13830-Pp3c15_13950Pp3c15_13830-Pp3c15_13950intergenic_regionPp3c15_13830-Pp3c15_13950NA NA n.9124446_9124452delCACCAAGNA NA NA NA NA
Chr15 9124454 A ATTT Chr15_9124454_A_ATTTA_ATTT INDEL 12323.59 17 10 13 11 12 12 10 20 10 15 11 14 9 8 17 10 13 11 12 12 10 20 10 15 11 14 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13830-Pp3c15_13950Pp3c15_13830-Pp3c15_13950intergenic_regionPp3c15_13830-Pp3c15_13950NA NA n.9124454_9124455insTTTNA NA NA NA NA
Chr15 9124455 G GTC Chr15_9124455_G_GTCG_GTC INDEL 12323.59 17 10 12 11 10 11 10 19 9 14 10 13 9 8 17 10 12 11 10 11 10 19 9 14 10 13 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13830-Pp3c15_13950Pp3c15_13830-Pp3c15_13950intergenic_regionPp3c15_13830-Pp3c15_13950NA NA n.9124455_9124456insTCNA NA NA NA NA
Chr15 9124457 T TTTTTG Chr15_9124457_T_TTTTTGT_TTTTTG INDEL 11846.59 15 10 11 11 10 11 10 19 9 14 10 12 9 8 15 10 11 11 10 11 10 19 9 14 10 12 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13830-Pp3c15_13950Pp3c15_13830-Pp3c15_13950intergenic_regionPp3c15_13830-Pp3c15_13950NA NA n.9124457_9124458insTTTTGNA NA NA NA NA
Chr15 9124485 A AAATTGTAATAGAATTTCATAGTAGTATAAAAATTATTAAGATATCTTTTAGAAACAAAAGACTGATATATTGTGAAAACAACAAACTTATGATTTTTGAATTGACCTTAAAGAAGAAATTCAACCACCAAGTAGATCAACTTATAACTTGTTATAAAACTAGTChr15_9124485_A_AAATTGTAATAGAATTTCATAGTAGTATAAAAATTATTAAGATATCTTTTAGAAACAAAAGACTGATATATTGTGAAAACAACAAACTTATGATTTTTGAATTGACCTTAAAGAAGAAATTCAACCACCAAGTAGATCAACTTATAACTTGTTATAAAACTAGTA_AAATTGTAATAGAATTTCATAGTAGTATAAAAATTATTAAGATATCTTTTAGAAACAAAAGACTGATATATTGTGAAAACAACAAACTTATGATTTTTGAATTGACCTTAAAGAAGAAATTCAACCACCAAGTAGATCAACTTATAACTTGTTATAAAACTAGTINDEL 19159.59 18 9 19 22 13 21 18 23 20 28 17 12 11 10 18 9 19 22 13 21 18 23 21 28 17 12 11 10 1 1 1 1 1 1 1 1 0.952 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13830-Pp3c15_13950Pp3c15_13830-Pp3c15_13950intergenic_regionPp3c15_13830-Pp3c15_13950NA NA n.9124485_9124486insAATTGTAATAGAATTTCATAGTAGTATAAAAATTATTAAGATATCTTTTAGAAACAAAAGACTGATATATTGTGAAAACAACAAACTTATGATTTTTGAATTGACCTTAAAGAAGAAATTCAACCACCAAGTAGATCAACTTATAACTTGTTATAAAACTAGTNA NA NA NA NA
Chr15 9218551 C A Chr15_9218551_C_AC_A SNP 16707.63 27 13 16 17 11 24 29 21 20 18 21 20 8 7 27 13 16 17 11 24 29 21 20 18 21 20 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13980-Pp3c15_14090Pp3c15_13980-Pp3c15_14090intergenic_regionPp3c15_13980-Pp3c15_14090NA NA n.9218551C>ANA NA NA NA NA
Chr15 9218656 C A Chr15_9218656_C_AC_A SNP 16811.63 28 11 12 14 18 18 28 23 23 22 13 15 6 6 28 11 12 14 18 18 28 23 23 22 13 15 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13980-Pp3c15_14090Pp3c15_13980-Pp3c15_14090intergenic_regionPp3c15_13980-Pp3c15_14090NA NA n.9218656C>ANA NA NA NA NA
Chr15 9218673 G A Chr15_9218673_G_AG_A SNP 16915.63 27 13 12 16 16 20 29 21 23 23 13 11 6 7 27 13 12 16 16 20 29 21 23 23 13 11 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13980-Pp3c15_14090Pp3c15_13980-Pp3c15_14090intergenic_regionPp3c15_13980-Pp3c15_14090NA NA n.9218673G>ANA NA NA NA NA
Chr15 9218753 A G Chr15_9218753_A_GA_G SNP 16510.63 27 12 17 13 15 20 31 23 23 24 11 16 10 9 27 12 17 13 15 20 31 23 23 24 11 16 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_13980-Pp3c15_14090Pp3c15_13980-Pp3c15_14090intergenic_regionPp3c15_13980-Pp3c15_14090NA NA n.9218753A>GNA NA NA NA NA
Chr15 9307030 C CA Chr15_9307030_C_CAC_CA INDEL 14045.59 24 10 10 17 14 26 23 15 14 12 12 12 13 11 24 10 10 17 14 26 23 15 14 12 12 12 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_14170Pp3c15_14170transcript PAC:32926719protein_codingNA c.*4046_*4047insANA NA NA NA 3653
Chr15 9307030 C CA Chr15_9307030_C_CAC_CA INDEL 14045.59 24 10 10 17 14 26 23 15 14 12 12 12 13 11 24 10 10 17 14 26 23 15 14 12 12 12 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_14170Pp3c15_14170transcript PAC:32926720protein_codingNA c.*4046_*4047insANA NA NA NA 3677
Chr15 9307030 C CA Chr15_9307030_C_CAC_CA INDEL 14045.59 24 10 10 17 14 26 23 15 14 12 12 12 13 11 24 10 10 17 14 26 23 15 14 12 12 12 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_14170Pp3c15_14170transcript PAC:32926721protein_codingNA c.*4046_*4047insANA NA NA NA 3677
Chr15 9307030 C CA Chr15_9307030_C_CAC_CA INDEL 14045.59 24 10 10 17 14 26 23 15 14 12 12 12 13 11 24 10 10 17 14 26 23 15 14 12 12 12 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_14170-Pp3c15_14210Pp3c15_14170-Pp3c15_14210intergenic_regionPp3c15_14170-Pp3c15_14210NA NA n.9307030_9307031insANA NA NA NA NA
Chr15 9388025 A AAC Chr15_9388025_A_AACA_AAC INDEL 18677.59 25 21 22 21 17 27 23 25 18 18 12 11 12 7 25 21 22 21 17 27 23 25 18 18 12 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_14270Pp3c15_14270transcript PAC:32926579protein_coding 01-janv c.*774_*775dupCANA NA NA NA 776
Chr15 9388025 A AAC Chr15_9388025_A_AACA_AAC INDEL 18677.59 25 21 22 21 17 27 23 25 18 18 12 11 12 7 25 21 22 21 17 27 23 25 18 18 12 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_14250Pp3c15_14250transcript PAC:32928762protein_codingNA c.-2356_-2355dupGTNA NA NA NA 1804
Chr15 9388025 A AAC Chr15_9388025_A_AACA_AAC INDEL 18677.59 25 21 22 21 17 27 23 25 18 18 12 11 12 7 25 21 22 21 17 27 23 25 18 18 12 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_14300Pp3c15_14300transcript PAC:32926686protein_codingNA c.-5694_-5693insACNA NA NA NA 4930
Chr15 9388025 A AAC Chr15_9388025_A_AACA_AAC INDEL 18677.59 25 21 22 21 17 27 23 25 18 18 12 11 12 7 25 21 22 21 17 27 23 25 18 18 12 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_14250Pp3c15_14250transcript PAC:32928763protein_codingNA c.-2356_-2355dupGTNA NA NA NA 1810
Chr15 9388025 A AAC Chr15_9388025_A_AACA_AAC INDEL 18677.59 25 21 22 21 17 27 23 25 18 18 12 11 12 7 25 21 22 21 17 27 23 25 18 18 12 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_14250Pp3c15_14250transcript PAC:32928764protein_codingNA c.-2356_-2355dupGTNA NA NA NA 1804
Chr15 9388025 A AAC Chr15_9388025_A_AACA_AAC INDEL 18677.59 25 21 22 21 17 27 23 25 18 18 12 11 12 7 25 21 22 21 17 27 23 25 18 18 12 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_14250Pp3c15_14250transcript PAC:32928765protein_codingNA c.-3123_-3122dupGTNA NA NA NA 1804
Chr15 9388025 A AAC Chr15_9388025_A_AACA_AAC INDEL 18677.59 25 21 22 21 17 27 23 25 18 18 12 11 12 7 25 21 22 21 17 27 23 25 18 18 12 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_14300Pp3c15_14300transcript PAC:32926687protein_codingNA c.-5694_-5693insACNA NA NA NA 4932
Chr15 9388025 A AAC Chr15_9388025_A_AACA_AAC INDEL 18677.59 25 21 22 21 17 27 23 25 18 18 12 11 12 7 25 21 22 21 17 27 23 25 18 18 12 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_14270Pp3c15_14270transcript PAC:32926580protein_codingNA c.*772_*773insACNA NA NA NA 773
Chr15 9543035 T A Chr15_9543035_T_AT_A SNP 7863.63 11 6 5 7 5 14 12 5 7 9 7 7 4 4 11 6 5 7 5 14 12 5 7 9 7 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_14540Pp3c15_14540transcript PAC:32927760protein_codingNA c.-1751T>A NA NA NA NA 493
Chr15 9543035 T A Chr15_9543035_T_AT_A SNP 7863.63 11 6 5 7 5 14 12 5 7 9 7 7 4 4 11 6 5 7 5 14 12 5 7 9 7 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_14540Pp3c15_14540transcript PAC:32927762protein_codingNA c.-1751T>A NA NA NA NA 267
Chr15 9543035 T A Chr15_9543035_T_AT_A SNP 7863.63 11 6 5 7 5 14 12 5 7 9 7 7 4 4 11 6 5 7 5 14 12 5 7 9 7 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_14540Pp3c15_14540transcript PAC:32927764protein_codingNA c.-1751T>A NA NA NA NA 493
Chr15 9543035 T A Chr15_9543035_T_AT_A SNP 7863.63 11 6 5 7 5 14 12 5 7 9 7 7 4 4 11 6 5 7 5 14 12 5 7 9 7 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_14540Pp3c15_14540transcript PAC:32927763protein_codingNA c.-1751T>A NA NA NA NA 795
Chr15 9543035 T A Chr15_9543035_T_AT_A SNP 7863.63 11 6 5 7 5 14 12 5 7 9 7 7 4 4 11 6 5 7 5 14 12 5 7 9 7 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_14540Pp3c15_14540transcript PAC:32927761protein_codingNA c.-1751T>A NA NA NA NA 802
Chr15 9543035 T A Chr15_9543035_T_AT_A SNP 7863.63 11 6 5 7 5 14 12 5 7 9 7 7 4 4 11 6 5 7 5 14 12 5 7 9 7 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_14510-Pp3c15_14540Pp3c15_14510-Pp3c15_14540intergenic_regionPp3c15_14510-Pp3c15_14540NA NA n.9543035T>ANA NA NA NA NA
Chr15 9549243 C CTA Chr15_9549243_C_CTAC_CTA INDEL 2378.24 0 0 0 13 7 11 19 13 1 0 0 0 1 0 15 7 4 13 7 12 19 13 13 9 10 7 4 7 0 0 0 1 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_14560Pp3c15_14560transcript PAC:32929585protein_codingNA c.-2784_-2783insTANA NA NA NA 2379
Chr15 9549243 C CTA Chr15_9549243_C_CTAC_CTA INDEL 2378.24 0 0 0 13 7 11 19 13 1 0 0 0 1 0 15 7 4 13 7 12 19 13 13 9 10 7 4 7 0 0 0 1 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_14540Pp3c15_14540transcript PAC:32927760protein_codingNA c.*2562_*2563insTANA NA NA NA 1997
Chr15 9549243 C CTA Chr15_9549243_C_CTAC_CTA INDEL 2378.24 0 0 0 13 7 11 19 13 1 0 0 0 1 0 15 7 4 13 7 12 19 13 13 9 10 7 4 7 0 0 0 1 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_14570Pp3c15_14570transcript PAC:32927765protein_codingNA c.*2984_*2985insTANA NA NA NA 2379
Chr15 9549243 C CTA Chr15_9549243_C_CTAC_CTA INDEL 2378.24 0 0 0 13 7 11 19 13 1 0 0 0 1 0 15 7 4 13 7 12 19 13 13 9 10 7 4 7 0 0 0 1 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_14540Pp3c15_14540transcript PAC:32927762protein_codingNA c.*2562_*2563insTANA NA NA NA 1997
Chr15 9549243 C CTA Chr15_9549243_C_CTAC_CTA INDEL 2378.24 0 0 0 13 7 11 19 13 1 0 0 0 1 0 15 7 4 13 7 12 19 13 13 9 10 7 4 7 0 0 0 1 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_14540Pp3c15_14540transcript PAC:32927764protein_codingNA c.*2562_*2563insTANA NA NA NA 2004
Chr15 9549243 C CTA Chr15_9549243_C_CTAC_CTA INDEL 2378.24 0 0 0 13 7 11 19 13 1 0 0 0 1 0 15 7 4 13 7 12 19 13 13 9 10 7 4 7 0 0 0 1 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_14540Pp3c15_14540transcript PAC:32927763protein_codingNA c.*2562_*2563insTANA NA NA NA 1997
Chr15 9549243 C CTA Chr15_9549243_C_CTAC_CTA INDEL 2378.24 0 0 0 13 7 11 19 13 1 0 0 0 1 0 15 7 4 13 7 12 19 13 13 9 10 7 4 7 0 0 0 1 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_14540Pp3c15_14540transcript PAC:32927761protein_codingNA c.*2562_*2563insTANA NA NA NA 1997
Chr15 9549243 C CTA Chr15_9549243_C_CTAC_CTA INDEL 2378.24 0 0 0 13 7 11 19 13 1 0 0 0 1 0 15 7 4 13 7 12 19 13 13 9 10 7 4 7 0 0 0 1 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_14570Pp3c15_14570transcript PAC:32927767protein_codingNA c.*2984_*2985insTANA NA NA NA 2373
Chr15 9549243 C CTA Chr15_9549243_C_CTAC_CTA INDEL 2378.24 0 0 0 13 7 11 19 13 1 0 0 0 1 0 15 7 4 13 7 12 19 13 13 9 10 7 4 7 0 0 0 1 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_14570Pp3c15_14570transcript PAC:32927766protein_codingNA c.*2984_*2985insTANA NA NA NA 2373
Chr15 9549243 C CTA Chr15_9549243_C_CTAC_CTA INDEL 2378.24 0 0 0 13 7 11 19 13 1 0 0 0 1 0 15 7 4 13 7 12 19 13 13 9 10 7 4 7 0 0 0 1 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_14540-Pp3c15_14570Pp3c15_14540-Pp3c15_14570intergenic_regionPp3c15_14540-Pp3c15_14570NA NA n.9549243_9549244insTANA NA NA NA NA
Chr15 9645890 G GT Chr15_9645890_G_GTG_GT INDEL 11371.59 25 12 10 15 15 16 20 13 17 7 9 18 6 16 25 12 10 15 15 16 20 13 17 7 9 18 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_14660-Pp3c15_14710Pp3c15_14660-Pp3c15_14710intergenic_regionPp3c15_14660-Pp3c15_14710NA NA n.9645890_9645891insTNA NA NA NA NA
Chr15 9675606 G GTA Chr15_9675606_G_GTAG_GTA INDEL 6394.24 25 22 5 1 0 0 0 0 9 16 6 9 6 5 25 22 5 24 12 22 24 17 9 17 6 10 6 5 1 1 1 0 0 0 0 0 1 0.941 1 0.9 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c15_14710Pp3c15_14710transcript PAC:32927801protein_codingNA c.-2868_-2867insTANA NA NA NA 2868
Chr15 9675606 G GTA Chr15_9675606_G_GTAG_GTA INDEL 6394.24 25 22 5 1 0 0 0 0 9 16 6 9 6 5 25 22 5 24 12 22 24 17 9 17 6 10 6 5 1 1 1 0 0 0 0 0 1 0.941 1 0.9 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c15_14720Pp3c15_14720transcript PAC:32926639protein_codingNA c.-2631_-2630insTANA NA NA NA 2045
Chr15 9675606 G GTA Chr15_9675606_G_GTAG_GTA INDEL 6394.24 25 22 5 1 0 0 0 0 9 16 6 9 6 5 25 22 5 24 12 22 24 17 9 17 6 10 6 5 1 1 1 0 0 0 0 0 1 0.941 1 0.9 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c15_14720Pp3c15_14720transcript PAC:32926643protein_codingNA c.-2631_-2630insTANA NA NA NA 2083
Chr15 9675606 G GTA Chr15_9675606_G_GTAG_GTA INDEL 6394.24 25 22 5 1 0 0 0 0 9 16 6 9 6 5 25 22 5 24 12 22 24 17 9 17 6 10 6 5 1 1 1 0 0 0 0 0 1 0.941 1 0.9 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c15_14720Pp3c15_14720transcript PAC:32926642protein_codingNA c.-2631_-2630insTANA NA NA NA 2084
Chr15 9675606 G GTA Chr15_9675606_G_GTAG_GTA INDEL 6394.24 25 22 5 1 0 0 0 0 9 16 6 9 6 5 25 22 5 24 12 22 24 17 9 17 6 10 6 5 1 1 1 0 0 0 0 0 1 0.941 1 0.9 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c15_14720Pp3c15_14720transcript PAC:32926640protein_codingNA c.-2631_-2630insTANA NA NA NA 2147
Chr15 9675606 G GTA Chr15_9675606_G_GTAG_GTA INDEL 6394.24 25 22 5 1 0 0 0 0 9 16 6 9 6 5 25 22 5 24 12 22 24 17 9 17 6 10 6 5 1 1 1 0 0 0 0 0 1 0.941 1 0.9 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c15_14720Pp3c15_14720transcript PAC:32926641protein_codingNA c.-2631_-2630insTANA NA NA NA 2493
Chr15 9675606 G GTA Chr15_9675606_G_GTAG_GTA INDEL 6394.24 25 22 5 1 0 0 0 0 9 16 6 9 6 5 25 22 5 24 12 22 24 17 9 17 6 10 6 5 1 1 1 0 0 0 0 0 1 0.941 1 0.9 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c15_14710-Pp3c15_14720Pp3c15_14710-Pp3c15_14720intergenic_regionPp3c15_14710-Pp3c15_14720NA NA n.9675606_9675607insTANA NA NA NA NA
Chr15 9691064 C T Chr15_9691064_C_TC_T SNP 6690.29 0 0 0 29 23 30 38 20 0 0 0 0 0 0 40 16 16 30 23 30 38 20 24 19 15 11 7 9 0 0 0 0.967 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_14720-Pp3c15_14729Pp3c15_14720-Pp3c15_14729intergenic_regionPp3c15_14720-Pp3c15_14729NA NA n.9691064C>TNA NA NA NA NA
Chr15 9846925 A AAT Chr15_9846925_A_AATA_AAT INDEL 798.35 17 9 6 2 0 1 3 0 2 0 0 1 0 0 17 11 7 10 10 15 26 12 16 16 8 4 7 6 1 0.818 0.857 0.2 0 0 0.115 0 0.125 0 0 0 0 0 0 3 3 3 0 0 3 intergenic_regionMODIFIER Pp3c15_14990-Pp3c15_15020Pp3c15_14990-Pp3c15_15020intergenic_regionPp3c15_14990-Pp3c15_15020NA NA n.9846925_9846926insATNA NA NA NA NA
Chr15 9869350 G GTA Chr15_9869350_G_GTAG_GTA INDEL 1258.35 21 14 8 0 0 1 0 0 0 0 0 0 0 0 22 14 8 16 7 16 16 19 16 18 12 11 6 6 0.955 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c15_15020-Pp3c15_15060Pp3c15_15020-Pp3c15_15060intergenic_regionPp3c15_15020-Pp3c15_15060NA NA n.9869350_9869351insTANA NA NA NA NA
Chr15 9973362 G T Chr15_9973362_G_TG_T SNP 19756.63 24 11 15 23 20 36 20 18 20 21 17 15 13 18 24 11 15 23 20 36 20 18 20 21 17 15 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_15270-Pp3c15_15290Pp3c15_15270-Pp3c15_15290intergenic_regionPp3c15_15270-Pp3c15_15290NA NA n.9973362G>TNA NA NA NA NA
Chr15 9981691 T TTA Chr15_9981691_T_TTAT_TTA INDEL 4781.24 18 5 10 0 1 3 1 0 12 9 11 12 5 7 19 5 10 8 12 20 19 11 13 9 12 12 5 7 0.947 1 1 0 0 0.15 0 0 0.923 1 0.917 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c15_15270-Pp3c15_15290Pp3c15_15270-Pp3c15_15290intergenic_regionPp3c15_15270-Pp3c15_15290NA NA n.9981691_9981692insTANA NA NA NA NA
Chr15 9983955 T C Chr15_9983955_T_CT_C SNP 20498.63 17 24 20 27 20 30 20 27 20 31 9 20 8 6 17 24 20 28 20 30 20 27 20 31 9 20 8 6 1 1 1 0.964 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_15270-Pp3c15_15290Pp3c15_15270-Pp3c15_15290intergenic_regionPp3c15_15270-Pp3c15_15290NA NA n.9983955T>CNA NA NA NA NA
Chr15 9984682 G GT Chr15_9984682_G_GTG_GT INDEL 14539.59 18 14 22 21 19 22 34 19 14 16 13 18 11 13 18 14 22 21 19 22 34 19 14 16 13 18 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_15270-Pp3c15_15290Pp3c15_15270-Pp3c15_15290intergenic_regionPp3c15_15270-Pp3c15_15290NA NA n.9984682_9984683insTNA NA NA NA NA
Chr15 9984801 CG C Chr15_9984801_CG_CCG_C INDEL 18645.59 23 14 22 18 28 36 32 24 26 22 9 28 10 8 23 14 22 18 28 36 32 24 26 22 9 28 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_15270-Pp3c15_15290Pp3c15_15270-Pp3c15_15290intergenic_regionPp3c15_15270-Pp3c15_15290NA NA n.9984802delGNA NA NA NA NA
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_15480Pp3c15_15480transcript PAC:32927177protein_codingNA c.-2047_-2046insANA NA NA NA 1553
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_15480Pp3c15_15480transcript PAC:32927178protein_codingNA c.-2047_-2046insANA NA NA NA 634
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_15480Pp3c15_15480transcript PAC:32927179protein_codingNA c.-743_-742insANA NA NA NA 742
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15470Pp3c15_15470transcript PAC:32929774protein_codingNA c.*4918_*4919insANA NA NA NA 3793
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15470Pp3c15_15470transcript PAC:32929779protein_codingNA c.*4918_*4919insANA NA NA NA 3793
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15470Pp3c15_15470transcript PAC:32929780protein_codingNA c.*4918_*4919insANA NA NA NA 3793
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15470Pp3c15_15470transcript PAC:32929778protein_codingNA c.*4918_*4919insANA NA NA NA 3793
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15470Pp3c15_15470transcript PAC:32929781protein_codingNA c.*4918_*4919insANA NA NA NA 4127
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15470Pp3c15_15470transcript PAC:32929775protein_codingNA c.*4918_*4919insANA NA NA NA 3793
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15470Pp3c15_15470transcript PAC:32929776protein_codingNA c.*4918_*4919insANA NA NA NA 3793
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15470Pp3c15_15470transcript PAC:32929777protein_codingNA c.*4918_*4919insANA NA NA NA 3793
Chr15 10130242 G GA Chr15_10130242_G_GAG_GA INDEL 10855.59 19 16 16 18 22 23 26 18 7 24 15 6 5 7 19 16 17 18 23 23 30 18 8 25 15 6 5 7 1 1 0.941 1 0.957 1 0.867 1 0.875 0.96 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_15470-Pp3c15_15480Pp3c15_15470-Pp3c15_15480intergenic_regionPp3c15_15470-Pp3c15_15480NA NA n.10130242_10130243insANA NA NA NA NA
Chr15 10136065 A ATC Chr15_10136065_A_ATCA_ATC INDEL 16999.59 19 17 15 27 16 22 25 19 16 18 21 21 12 11 19 17 15 27 16 22 25 19 16 18 21 21 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c15_15500Pp3c15_15500transcript PAC:32929466protein_coding 01-avr c.-123_-122insTCNA NA NA NA 1120
Chr15 10136065 A ATC Chr15_10136065_A_ATCA_ATC INDEL 16999.59 19 17 15 27 16 22 25 19 16 18 21 21 12 11 19 17 15 27 16 22 25 19 16 18 21 21 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c15_15500Pp3c15_15500transcript PAC:32929467protein_coding 01-avr c.-123_-122insTCNA NA NA NA 1120
Chr15 10136065 A ATC Chr15_10136065_A_ATCA_ATC INDEL 16999.59 19 17 15 27 16 22 25 19 16 18 21 21 12 11 19 17 15 27 16 22 25 19 16 18 21 21 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15480Pp3c15_15480transcript PAC:32927177protein_codingNA c.*3438_*3439insTCNA NA NA NA 1533
Chr15 10136065 A ATC Chr15_10136065_A_ATCA_ATC INDEL 16999.59 19 17 15 27 16 22 25 19 16 18 21 21 12 11 19 17 15 27 16 22 25 19 16 18 21 21 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15480Pp3c15_15480transcript PAC:32927178protein_codingNA c.*3438_*3439insTCNA NA NA NA 1465
Chr15 10136065 A ATC Chr15_10136065_A_ATCA_ATC INDEL 16999.59 19 17 15 27 16 22 25 19 16 18 21 21 12 11 19 17 15 27 16 22 25 19 16 18 21 21 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15480Pp3c15_15480transcript PAC:32927179protein_codingNA c.*4763_*4764insTCNA NA NA NA 4271
Chr15 10136066 A G Chr15_10136066_A_GA_G SNP 17008.63 20 16 14 27 18 22 27 19 17 18 21 20 12 11 20 16 14 27 18 22 27 19 17 18 21 20 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c15_15500Pp3c15_15500transcript PAC:32929466protein_coding 01-avr c.-122A>G NA NA NA NA 1120
Chr15 10136066 A G Chr15_10136066_A_GA_G SNP 17008.63 20 16 14 27 18 22 27 19 17 18 21 20 12 11 20 16 14 27 18 22 27 19 17 18 21 20 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c15_15500Pp3c15_15500transcript PAC:32929467protein_coding 01-avr c.-122A>G NA NA NA NA 1120
Chr15 10136066 A G Chr15_10136066_A_GA_G SNP 17008.63 20 16 14 27 18 22 27 19 17 18 21 20 12 11 20 16 14 27 18 22 27 19 17 18 21 20 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15480Pp3c15_15480transcript PAC:32927177protein_codingNA c.*3439A>G NA NA NA NA 1533
Chr15 10136066 A G Chr15_10136066_A_GA_G SNP 17008.63 20 16 14 27 18 22 27 19 17 18 21 20 12 11 20 16 14 27 18 22 27 19 17 18 21 20 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15480Pp3c15_15480transcript PAC:32927178protein_codingNA c.*3439A>G NA NA NA NA 1465
Chr15 10136066 A G Chr15_10136066_A_GA_G SNP 17008.63 20 16 14 27 18 22 27 19 17 18 21 20 12 11 20 16 14 27 18 22 27 19 17 18 21 20 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15480Pp3c15_15480transcript PAC:32927179protein_codingNA c.*4764A>G NA NA NA NA 4271
Chr15 10187518 C A Chr15_10187518_C_AC_A SNP 10295.63 14 11 8 17 7 23 21 10 7 9 7 5 9 8 14 11 8 17 7 23 21 10 7 9 7 5 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_15580-Pp3c15_15710Pp3c15_15580-Pp3c15_15710intergenic_regionPp3c15_15580-Pp3c15_15710NA NA n.10187518C>ANA NA NA NA NA
Chr15 10187542 G A Chr15_10187542_G_AG_A SNP 11744.63 16 12 9 16 11 25 26 12 9 10 12 5 9 9 16 12 9 16 11 25 26 12 9 10 12 5 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_15580-Pp3c15_15710Pp3c15_15580-Pp3c15_15710intergenic_regionPp3c15_15580-Pp3c15_15710NA NA n.10187542G>ANA NA NA NA NA
Chr15 10250010 C T Chr15_10250010_C_TC_T SNP 4659.98 0 0 0 1 0 0 0 0 24 28 17 25 7 10 40 16 15 21 21 22 31 28 24 29 17 25 7 10 0 0 0 0 0 0 0 0 1 0.966 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_15580-Pp3c15_15710Pp3c15_15580-Pp3c15_15710intergenic_regionPp3c15_15580-Pp3c15_15710NA NA n.10250010C>TNA NA NA NA NA
Chr15 10253798 CTA C Chr15_10253798_CTA_CCTA_C INDEL 8175.59 14 16 7 11 16 13 19 12 12 8 11 12 5 6 14 17 8 11 16 13 19 12 12 9 11 12 5 7 1 0.941 0.875 1 1 1 1 1 1 0.889 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_15710Pp3c15_15710transcript PAC:32928823protein_codingNA c.-2391_-2390delTANA NA NA NA 1815
Chr15 10253798 CTA C Chr15_10253798_CTA_CCTA_C INDEL 8175.59 14 16 7 11 16 13 19 12 12 8 11 12 5 6 14 17 8 11 16 13 19 12 12 9 11 12 5 7 1 0.941 0.875 1 1 1 1 1 1 0.889 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_15710Pp3c15_15710transcript PAC:32928824protein_codingNA c.-2391_-2390delTANA NA NA NA 1825
Chr15 10253798 CTA C Chr15_10253798_CTA_CCTA_C INDEL 8175.59 14 16 7 11 16 13 19 12 12 8 11 12 5 6 14 17 8 11 16 13 19 12 12 9 11 12 5 7 1 0.941 0.875 1 1 1 1 1 1 0.889 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_15710Pp3c15_15710transcript PAC:32928825protein_codingNA c.-2779_-2778delTANA NA NA NA 1825
Chr15 10253798 CTA C Chr15_10253798_CTA_CCTA_C INDEL 8175.59 14 16 7 11 16 13 19 12 12 8 11 12 5 6 14 17 8 11 16 13 19 12 12 9 11 12 5 7 1 0.941 0.875 1 1 1 1 1 1 0.889 1 1 1 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_15580-Pp3c15_15710Pp3c15_15580-Pp3c15_15710intergenic_regionPp3c15_15580-Pp3c15_15710NA NA n.10253799_10253800delTANA NA NA NA NA
Chr15 10277020 C A Chr15_10277020_C_AC_A SNP 19384.63 37 15 17 18 15 18 29 30 31 27 20 19 9 11 37 15 17 18 15 18 29 30 31 27 20 19 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_15710-Pp3c15_15760Pp3c15_15710-Pp3c15_15760intergenic_regionPp3c15_15710-Pp3c15_15760NA NA n.10277020C>ANA NA NA NA NA
Chr15 10343319 G GTA Chr15_10343319_G_GTAG_GTA INDEL 12315.59 16 11 9 27 24 26 25 26 22 18 12 18 12 8 16 11 9 27 24 26 25 27 22 18 12 18 12 8 1 1 1 1 1 1 1 0.963 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_15770Pp3c15_15770transcript PAC:32929183protein_codingNA c.-2768_-2767insTANA NA NA NA 2767
Chr15 10343319 G GTA Chr15_10343319_G_GTAG_GTA INDEL 12315.59 16 11 9 27 24 26 25 26 22 18 12 18 12 8 16 11 9 27 24 26 25 27 22 18 12 18 12 8 1 1 1 1 1 1 1 0.963 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15760Pp3c15_15760transcript PAC:32928515protein_codingNA c.*503_*504insTANA NA NA NA 90
Chr15 10343319 G GTA Chr15_10343319_G_GTAG_GTA INDEL 12315.59 16 11 9 27 24 26 25 26 22 18 12 18 12 8 16 11 9 27 24 26 25 27 22 18 12 18 12 8 1 1 1 1 1 1 1 0.963 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15760Pp3c15_15760transcript PAC:32928516protein_codingNA c.*503_*504insTANA NA NA NA 150
Chr15 10343319 G GTA Chr15_10343319_G_GTAG_GTA INDEL 12315.59 16 11 9 27 24 26 25 26 22 18 12 18 12 8 16 11 9 27 24 26 25 27 22 18 12 18 12 8 1 1 1 1 1 1 1 0.963 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_15760Pp3c15_15760transcript PAC:32928517protein_codingNA c.*503_*504insTANA NA NA NA 90
Chr15 10343319 G GTA Chr15_10343319_G_GTAG_GTA INDEL 12315.59 16 11 9 27 24 26 25 26 22 18 12 18 12 8 16 11 9 27 24 26 25 27 22 18 12 18 12 8 1 1 1 1 1 1 1 0.963 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_15760-Pp3c15_15770Pp3c15_15760-Pp3c15_15770intergenic_regionPp3c15_15760-Pp3c15_15770NA NA n.10343319_10343320insTANA NA NA NA NA
Chr15 10371976 G A Chr15_10371976_G_AG_A SNP 6611.29 0 0 0 25 27 26 31 25 0 0 0 0 0 0 28 9 26 25 28 26 31 25 19 31 11 18 7 18 0 0 0 1 0.964 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_15770-Pp3c15_15840Pp3c15_15770-Pp3c15_15840intergenic_regionPp3c15_15770-Pp3c15_15840NA NA n.10371976G>ANA NA NA NA NA
Chr15 10390099 T TTA Chr15_10390099_T_TTAT_TTA INDEL 4032.24 0 0 0 19 17 27 20 22 0 0 0 0 0 0 28 5 14 19 17 27 20 22 5 18 14 13 4 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_15840Pp3c15_15840transcript PAC:32928226protein_codingNA c.-2764_-2763insTANA NA NA NA 2746
Chr15 10390099 T TTA Chr15_10390099_T_TTAT_TTA INDEL 4032.24 0 0 0 19 17 27 20 22 0 0 0 0 0 0 28 5 14 19 17 27 20 22 5 18 14 13 4 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_15840Pp3c15_15840transcript PAC:32928228protein_codingNA c.-2764_-2763insTANA NA NA NA 1735
Chr15 10390099 T TTA Chr15_10390099_T_TTAT_TTA INDEL 4032.24 0 0 0 19 17 27 20 22 0 0 0 0 0 0 28 5 14 19 17 27 20 22 5 18 14 13 4 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_15840Pp3c15_15840transcript PAC:32928227protein_codingNA c.-2764_-2763insTANA NA NA NA 1735
Chr15 10390099 T TTA Chr15_10390099_T_TTAT_TTA INDEL 4032.24 0 0 0 19 17 27 20 22 0 0 0 0 0 0 28 5 14 19 17 27 20 22 5 18 14 13 4 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_15770-Pp3c15_15840Pp3c15_15770-Pp3c15_15840intergenic_regionPp3c15_15770-Pp3c15_15840NA NA n.10390099_10390100insTANA NA NA NA NA
Chr15 10501016 G GAT Chr15_10501016_G_GATG_GAT INDEL 222.37 0 0 0 1 0 0 0 0 0 1 0 0 8 0 27 18 11 21 22 16 23 18 14 21 14 20 8 4 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c15_15840-Pp3c15_15890Pp3c15_15840-Pp3c15_15890intergenic_regionPp3c15_15840-Pp3c15_15890NA NA n.10501016_10501017insATNA NA NA NA NA
Chr15 10885520 ATTTTTT A Chr15_10885520_ATTTTTT_AATTTTTT_A INDEL 20440.59 32 13 13 19 15 35 45 21 24 22 9 9 7 6 32 13 13 19 15 35 45 21 24 22 9 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926756protein_codingNA c.*1117_*1122delTTTTTTNA NA NA NA 518
Chr15 10885520 ATTTTTT A Chr15_10885520_ATTTTTT_AATTTTTT_A INDEL 20440.59 32 13 13 19 15 35 45 21 24 22 9 9 7 6 32 13 13 19 15 35 45 21 24 22 9 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926757protein_codingNA c.*1117_*1122delTTTTTTNA NA NA NA 895
Chr15 10885520 ATTTTTT A Chr15_10885520_ATTTTTT_AATTTTTT_A INDEL 20440.59 32 13 13 19 15 35 45 21 24 22 9 9 7 6 32 13 13 19 15 35 45 21 24 22 9 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_16440-Pp3c15_16460Pp3c15_16440-Pp3c15_16460intergenic_regionPp3c15_16440-Pp3c15_16460NA NA n.10885521_10885526delTTTTTTNA NA NA NA NA
Chr15 10885528 T G Chr15_10885528_T_GT_G SNP 20584.63 32 13 13 19 15 35 46 22 25 23 10 9 7 6 32 13 13 19 15 35 46 22 25 23 10 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926756protein_codingNA c.*1124T>G NA NA NA NA 525
Chr15 10885528 T G Chr15_10885528_T_GT_G SNP 20584.63 32 13 13 19 15 35 46 22 25 23 10 9 7 6 32 13 13 19 15 35 46 22 25 23 10 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926757protein_codingNA c.*1124T>G NA NA NA NA 902
Chr15 10885528 T G Chr15_10885528_T_GT_G SNP 20584.63 32 13 13 19 15 35 46 22 25 23 10 9 7 6 32 13 13 19 15 35 46 22 25 23 10 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_16440-Pp3c15_16460Pp3c15_16440-Pp3c15_16460intergenic_regionPp3c15_16440-Pp3c15_16460NA NA n.10885528T>GNA NA NA NA NA
Chr15 10885530 T A Chr15_10885530_T_AT_A SNP 20718.63 31 13 13 18 14 35 46 21 25 23 10 10 7 6 31 13 13 18 14 35 46 21 25 23 10 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926756protein_codingNA c.*1126T>A NA NA NA NA 527
Chr15 10885530 T A Chr15_10885530_T_AT_A SNP 20718.63 31 13 13 18 14 35 46 21 25 23 10 10 7 6 31 13 13 18 14 35 46 21 25 23 10 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926757protein_codingNA c.*1126T>A NA NA NA NA 904
Chr15 10885530 T A Chr15_10885530_T_AT_A SNP 20718.63 31 13 13 18 14 35 46 21 25 23 10 10 7 6 31 13 13 18 14 35 46 21 25 23 10 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_16440-Pp3c15_16460Pp3c15_16440-Pp3c15_16460intergenic_regionPp3c15_16440-Pp3c15_16460NA NA n.10885530T>ANA NA NA NA NA
Chr15 10885531 GC G Chr15_10885531_GC_GGC_G INDEL 20826.59 30 13 13 18 15 35 46 22 25 23 10 10 7 6 30 13 13 18 15 35 46 22 25 23 10 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926756protein_codingNA c.*1128delC NA NA NA NA 529
Chr15 10885531 GC G Chr15_10885531_GC_GGC_G INDEL 20826.59 30 13 13 18 15 35 46 22 25 23 10 10 7 6 30 13 13 18 15 35 46 22 25 23 10 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926757protein_codingNA c.*1128delC NA NA NA NA 906
Chr15 10885531 GC G Chr15_10885531_GC_GGC_G INDEL 20826.59 30 13 13 18 15 35 46 22 25 23 10 10 7 6 30 13 13 18 15 35 46 22 25 23 10 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_16440-Pp3c15_16460Pp3c15_16440-Pp3c15_16460intergenic_regionPp3c15_16440-Pp3c15_16460NA NA n.10885532delCNA NA NA NA NA
Chr15 10885534 T A Chr15_10885534_T_AT_A SNP 20765.63 29 13 13 17 15 36 45 22 25 23 10 10 7 4 29 13 13 17 15 36 45 22 25 23 10 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926756protein_codingNA c.*1130T>A NA NA NA NA 531
Chr15 10885534 T A Chr15_10885534_T_AT_A SNP 20765.63 29 13 13 17 15 36 45 22 25 23 10 10 7 4 29 13 13 17 15 36 45 22 25 23 10 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926757protein_codingNA c.*1130T>A NA NA NA NA 908
Chr15 10885534 T A Chr15_10885534_T_AT_A SNP 20765.63 29 13 13 17 15 36 45 22 25 23 10 10 7 4 29 13 13 17 15 36 45 22 25 23 10 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_16440-Pp3c15_16460Pp3c15_16440-Pp3c15_16460intergenic_regionPp3c15_16440-Pp3c15_16460NA NA n.10885534T>ANA NA NA NA NA
Chr15 10885539 TAC T Chr15_10885539_TAC_TTAC_T INDEL 20711.59 31 13 12 19 15 36 44 22 22 23 10 11 7 4 31 13 12 19 15 36 44 22 22 23 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926756protein_codingNA c.*1136_*1137delACNA NA NA NA 537
Chr15 10885539 TAC T Chr15_10885539_TAC_TTAC_T INDEL 20711.59 31 13 12 19 15 36 44 22 22 23 10 11 7 4 31 13 12 19 15 36 44 22 22 23 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926757protein_codingNA c.*1136_*1137delACNA NA NA NA 914
Chr15 10885539 TAC T Chr15_10885539_TAC_TTAC_T INDEL 20711.59 31 13 12 19 15 36 44 22 22 23 10 11 7 4 31 13 12 19 15 36 44 22 22 23 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_16440-Pp3c15_16460Pp3c15_16440-Pp3c15_16460intergenic_regionPp3c15_16440-Pp3c15_16460NA NA n.10885540_10885541delACNA NA NA NA NA
Chr15 10885542 TTCTAATAGGT Chr15_10885542_TTCTAATAGG_TTTCTAATAGG_TINDEL 20576.59 31 13 12 19 15 37 44 22 22 23 10 11 7 4 31 13 12 19 15 37 44 22 22 23 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926756protein_codingNA c.*1139_*1147delTCTAATAGGNA NA NA NA 540
Chr15 10885542 TTCTAATAGGT Chr15_10885542_TTCTAATAGG_TTTCTAATAGG_TINDEL 20576.59 31 13 12 19 15 37 44 22 22 23 10 11 7 4 31 13 12 19 15 37 44 22 22 23 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926757protein_codingNA c.*1139_*1147delTCTAATAGGNA NA NA NA 917
Chr15 10885542 TTCTAATAGGT Chr15_10885542_TTCTAATAGG_TTTCTAATAGG_TINDEL 20576.59 31 13 12 19 15 37 44 22 22 23 10 11 7 4 31 13 12 19 15 37 44 22 22 23 10 11 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_16440-Pp3c15_16460Pp3c15_16440-Pp3c15_16460intergenic_regionPp3c15_16440-Pp3c15_16460NA NA n.10885543_10885551delTCTAATAGGNA NA NA NA NA
Chr15 10885557 ATTTACCC A Chr15_10885557_ATTTACCC_AATTTACCC_A INDEL 20486.59 29 13 13 19 14 37 46 23 22 19 10 10 6 4 29 13 13 19 14 37 46 23 22 19 10 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926756protein_codingNA c.*1154_*1160delTTTACCCNA NA NA NA 555
Chr15 10885557 ATTTACCC A Chr15_10885557_ATTTACCC_AATTTACCC_A INDEL 20486.59 29 13 13 19 14 37 46 23 22 19 10 10 6 4 29 13 13 19 14 37 46 23 22 19 10 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926757protein_codingNA c.*1154_*1160delTTTACCCNA NA NA NA 932
Chr15 10885557 ATTTACCC A Chr15_10885557_ATTTACCC_AATTTACCC_A INDEL 20486.59 29 13 13 19 14 37 46 23 22 19 10 10 6 4 29 13 13 19 14 37 46 23 22 19 10 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_16440-Pp3c15_16460Pp3c15_16440-Pp3c15_16460intergenic_regionPp3c15_16440-Pp3c15_16460NA NA n.10885558_10885564delTTTACCCNA NA NA NA NA
Chr15 10885568 T TTA Chr15_10885568_T_TTAT_TTA INDEL 20486.59 30 13 13 19 14 38 45 23 21 19 10 10 6 4 30 13 13 19 14 38 45 23 21 19 10 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926756protein_codingNA c.*1164_*1165insTANA NA NA NA 566
Chr15 10885568 T TTA Chr15_10885568_T_TTAT_TTA INDEL 20486.59 30 13 13 19 14 38 45 23 21 19 10 10 6 4 30 13 13 19 14 38 45 23 21 19 10 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_16440Pp3c15_16440transcript PAC:32926757protein_codingNA c.*1164_*1165insTANA NA NA NA 943
Chr15 10885568 T TTA Chr15_10885568_T_TTAT_TTA INDEL 20486.59 30 13 13 19 14 38 45 23 21 19 10 10 6 4 30 13 13 19 14 38 45 23 21 19 10 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_16440-Pp3c15_16460Pp3c15_16440-Pp3c15_16460intergenic_regionPp3c15_16440-Pp3c15_16460NA NA n.10885568_10885569insTANA NA NA NA NA
Chr15 11001916 G A Chr15_11001916_G_AG_A SNP 16883.63 28 12 18 23 16 27 37 12 26 25 15 15 4 4 28 12 18 23 16 27 37 12 26 25 15 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_16610-Pp3c15_16660Pp3c15_16610-Pp3c15_16660intergenic_regionPp3c15_16610-Pp3c15_16660NA NA n.11001916G>ANA NA NA NA NA
Chr15 11024084 C T Chr15_11024084_C_TC_T SNP 3098.98 0 0 0 0 0 0 0 0 10 26 23 8 7 7 25 11 9 21 13 21 31 26 10 26 23 8 7 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_16660Pp3c15_16660transcript PAC:32929338protein_codingNA c.*3636C>T NA NA NA NA 3636
Chr15 11024084 C T Chr15_11024084_C_TC_T SNP 3098.98 0 0 0 0 0 0 0 0 10 26 23 8 7 7 25 11 9 21 13 21 31 26 10 26 23 8 7 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_16660Pp3c15_16660transcript PAC:32929339protein_codingNA c.*3636C>T NA NA NA NA 3636
Chr15 11024084 C T Chr15_11024084_C_TC_T SNP 3098.98 0 0 0 0 0 0 0 0 10 26 23 8 7 7 25 11 9 21 13 21 31 26 10 26 23 8 7 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_16660-Pp3c15_16690Pp3c15_16660-Pp3c15_16690intergenic_regionPp3c15_16660-Pp3c15_16690NA NA n.11024084C>TNA NA NA NA NA
Chr15 11196789 A AAT Chr15_11196789_A_AATA_AAT INDEL 2384.24 1 0 0 8 11 15 27 10 1 0 0 1 0 0 26 9 7 8 13 15 27 11 9 15 6 12 5 9 0 0 0 1 0.846 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_17020Pp3c15_17020transcript PAC:32928503protein_codingNA c.-1883_-1882insATNA NA NA NA 817
Chr15 11196789 A AAT Chr15_11196789_A_AATA_AAT INDEL 2384.24 1 0 0 8 11 15 27 10 1 0 0 1 0 0 26 9 7 8 13 15 27 11 9 15 6 12 5 9 0 0 0 1 0.846 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_17020Pp3c15_17020transcript PAC:32928505protein_codingNA c.-1883_-1882insATNA NA NA NA 789
Chr15 11196789 A AAT Chr15_11196789_A_AATA_AAT INDEL 2384.24 1 0 0 8 11 15 27 10 1 0 0 1 0 0 26 9 7 8 13 15 27 11 9 15 6 12 5 9 0 0 0 1 0.846 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_17020Pp3c15_17020transcript PAC:32928506protein_codingNA c.-1883_-1882insATNA NA NA NA 797
Chr15 11196789 A AAT Chr15_11196789_A_AATA_AAT INDEL 2384.24 1 0 0 8 11 15 27 10 1 0 0 1 0 0 26 9 7 8 13 15 27 11 9 15 6 12 5 9 0 0 0 1 0.846 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_17020Pp3c15_17020transcript PAC:32928504protein_codingNA c.-1883_-1882insATNA NA NA NA 838
Chr15 11196789 A AAT Chr15_11196789_A_AATA_AAT INDEL 2384.24 1 0 0 8 11 15 27 10 1 0 0 1 0 0 26 9 7 8 13 15 27 11 9 15 6 12 5 9 0 0 0 1 0.846 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_17020Pp3c15_17020transcript PAC:32928507protein_codingNA c.-1883_-1882insATNA NA NA NA 1126
Chr15 11196789 A AAT Chr15_11196789_A_AATA_AAT INDEL 2384.24 1 0 0 8 11 15 27 10 1 0 0 1 0 0 26 9 7 8 13 15 27 11 9 15 6 12 5 9 0 0 0 1 0.846 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_17010-Pp3c15_17020Pp3c15_17010-Pp3c15_17020intergenic_regionPp3c15_17010-Pp3c15_17020NA NA n.11196789_11196790insATNA NA NA NA NA
Chr15 11226999 C A Chr15_11226999_C_AC_A SNP 22056.63 34 13 22 23 22 29 26 18 19 25 15 18 12 19 34 13 22 23 22 29 26 18 19 25 15 18 12 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_17100-Pp3c15_17120Pp3c15_17100-Pp3c15_17120intergenic_regionPp3c15_17100-Pp3c15_17120NA NA n.11226999C>ANA NA NA NA NA
Chr15 11227002 C A Chr15_11227002_C_AC_A SNP 22205.63 34 13 22 24 22 29 25 18 19 25 15 17 12 19 34 13 22 24 22 29 25 18 19 25 15 17 12 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_17100-Pp3c15_17120Pp3c15_17100-Pp3c15_17120intergenic_regionPp3c15_17100-Pp3c15_17120NA NA n.11227002C>ANA NA NA NA NA
Chr15 11227053 C A Chr15_11227053_C_AC_A SNP 19276.63 32 11 17 22 15 34 23 21 20 25 22 17 9 15 32 11 17 22 15 34 23 21 20 25 22 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_17100-Pp3c15_17120Pp3c15_17100-Pp3c15_17120intergenic_regionPp3c15_17100-Pp3c15_17120NA NA n.11227053C>ANA NA NA NA NA
Chr15 11227516 T TA Chr15_11227516_T_TAT_TA INDEL 12958.59 24 10 4 25 19 25 17 14 16 26 13 17 16 7 24 10 4 25 19 25 17 14 16 26 13 17 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_17100-Pp3c15_17120Pp3c15_17100-Pp3c15_17120intergenic_regionPp3c15_17100-Pp3c15_17120NA NA n.11227516_11227517insANA NA NA NA NA
Chr15 11269515 C A Chr15_11269515_C_AC_A SNP 19681.63 34 16 13 26 22 32 9 25 16 25 19 26 8 14 34 16 13 26 22 32 9 25 16 25 19 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_17120-Pp3c15_17150Pp3c15_17120-Pp3c15_17150intergenic_regionPp3c15_17120-Pp3c15_17150NA NA n.11269515C>ANA NA NA NA NA
Chr15 11269600 G GT Chr15_11269600_G_GTG_GT INDEL 15921.59 25 22 8 19 17 27 14 17 22 21 23 25 5 14 25 22 8 19 17 27 14 17 22 21 23 25 5 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_17120-Pp3c15_17150Pp3c15_17120-Pp3c15_17150intergenic_regionPp3c15_17120-Pp3c15_17150NA NA n.11269600_11269601insTNA NA NA NA NA
Chr15 11407661 G A Chr15_11407661_G_AG_A SNP 15483.63 30 4 10 25 19 27 28 17 22 12 9 11 9 13 30 4 10 25 19 27 28 17 22 12 9 11 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_17290-Pp3c15_17300Pp3c15_17290-Pp3c15_17300intergenic_regionPp3c15_17290-Pp3c15_17300NA NA n.11407661G>ANA NA NA NA NA
Chr15 11425998 T TTA Chr15_11425998_T_TTAT_TTA INDEL 512.37 2 1 0 0 0 18 0 0 0 0 0 0 0 0 13 14 7 16 12 18 20 9 12 15 4 10 6 6 0.154 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c15_17290-Pp3c15_17300Pp3c15_17290-Pp3c15_17300intergenic_regionPp3c15_17290-Pp3c15_17300NA NA n.11425998_11425999insTANA NA NA NA NA
Chr15 11489705 C T Chr15_11489705_C_TC_T SNP 5743.29 0 0 0 19 22 26 32 26 0 0 0 0 0 0 33 15 12 19 22 26 32 26 25 21 11 17 11 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_17400-Pp3c15_17460Pp3c15_17400-Pp3c15_17460intergenic_regionPp3c15_17400-Pp3c15_17460NA NA n.11489705C>TNA NA NA NA NA
Chr15 11543825 G GAT Chr15_11543825_G_GATG_GAT INDEL 2003.93 0 0 0 0 1 0 1 0 15 9 10 9 4 8 19 6 13 14 16 25 27 22 15 9 10 10 4 8 0 0 0 0 0 0 0 0 1 1 1 0.9 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_17470Pp3c15_17470transcript PAC:32929391protein_codingNA c.*4943_*4944insATNA NA NA NA 4317
Chr15 11543825 G GAT Chr15_11543825_G_GATG_GAT INDEL 2003.93 0 0 0 0 1 0 1 0 15 9 10 9 4 8 19 6 13 14 16 25 27 22 15 9 10 10 4 8 0 0 0 0 0 0 0 0 1 1 1 0.9 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_17510Pp3c15_17510transcript PAC:32927449protein_codingNA c.*3765_*3766insATNA NA NA NA 3765
Chr15 11543825 G GAT Chr15_11543825_G_GATG_GAT INDEL 2003.93 0 0 0 0 1 0 1 0 15 9 10 9 4 8 19 6 13 14 16 25 27 22 15 9 10 10 4 8 0 0 0 0 0 0 0 0 1 1 1 0.9 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_17470Pp3c15_17470transcript PAC:32929392protein_codingNA c.*4943_*4944insATNA NA NA NA 4452
Chr15 11543825 G GAT Chr15_11543825_G_GATG_GAT INDEL 2003.93 0 0 0 0 1 0 1 0 15 9 10 9 4 8 19 6 13 14 16 25 27 22 15 9 10 10 4 8 0 0 0 0 0 0 0 0 1 1 1 0.9 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_17470Pp3c15_17470transcript PAC:32929393protein_codingNA c.*4943_*4944insATNA NA NA NA 4452
Chr15 11543825 G GAT Chr15_11543825_G_GATG_GAT INDEL 2003.93 0 0 0 0 1 0 1 0 15 9 10 9 4 8 19 6 13 14 16 25 27 22 15 9 10 10 4 8 0 0 0 0 0 0 0 0 1 1 1 0.9 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_17470-Pp3c15_17510Pp3c15_17470-Pp3c15_17510intergenic_regionPp3c15_17470-Pp3c15_17510NA NA n.11543825_11543826insATNA NA NA NA NA
Chr15 11700966 T C Chr15_11700966_T_CT_C SNP 13571.63 28 4 16 25 9 15 26 15 16 19 4 10 4 10 28 4 16 25 9 15 26 15 16 19 4 10 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_17700-Pp3c15_17790Pp3c15_17700-Pp3c15_17790intergenic_regionPp3c15_17700-Pp3c15_17790NA NA n.11700966T>CNA NA NA NA NA
Chr15 11793368 G GT Chr15_11793368_G_GTG_GT INDEL 15864.59 36 15 11 22 26 33 24 22 20 32 24 20 8 6 36 15 11 22 26 33 24 22 20 32 24 20 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_17818-Pp3c15_18050Pp3c15_17818-Pp3c15_18050intergenic_regionPp3c15_17818-Pp3c15_18050NA NA n.11793368_11793369insTNA NA NA NA NA
Chr15 11934069 A AAT Chr15_11934069_A_AATA_AAT INDEL 2034.93 0 0 1 0 0 0 0 1 16 13 5 7 7 6 18 7 11 15 19 12 25 22 16 13 5 7 7 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_18100Pp3c15_18100transcript PAC:32927482protein_codingNA c.*2984_*2985insATNA NA NA NA 2984
Chr15 11934069 A AAT Chr15_11934069_A_AATA_AAT INDEL 2034.93 0 0 1 0 0 0 0 1 16 13 5 7 7 6 18 7 11 15 19 12 25 22 16 13 5 7 7 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_18090-Pp3c15_18100Pp3c15_18090-Pp3c15_18100intergenic_regionPp3c15_18090-Pp3c15_18100NA NA n.11934069_11934070insATNA NA NA NA NA
Chr15 11963691 A AAT Chr15_11963691_A_AATA_AAT INDEL 2845.24 0 0 0 13 12 10 27 16 0 0 0 0 0 0 31 10 12 14 12 10 27 17 11 19 11 10 5 7 0 0 0 0.929 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_18160Pp3c15_18160transcript PAC:32929482protein_codingNA c.-1489_-1488insATNA NA NA NA 1247
Chr15 11963691 A AAT Chr15_11963691_A_AATA_AAT INDEL 2845.24 0 0 0 13 12 10 27 16 0 0 0 0 0 0 31 10 12 14 12 10 27 17 11 19 11 10 5 7 0 0 0 0.929 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_18170Pp3c15_18170transcript PAC:32926814protein_codingNA c.-2869_-2868insATNA NA NA NA 2868
Chr15 11963691 A AAT Chr15_11963691_A_AATA_AAT INDEL 2845.24 0 0 0 13 12 10 27 16 0 0 0 0 0 0 31 10 12 14 12 10 27 17 11 19 11 10 5 7 0 0 0 0.929 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_18160Pp3c15_18160transcript PAC:32929483protein_codingNA c.-1489_-1488insATNA NA NA NA 1164
Chr15 11963691 A AAT Chr15_11963691_A_AATA_AAT INDEL 2845.24 0 0 0 13 12 10 27 16 0 0 0 0 0 0 31 10 12 14 12 10 27 17 11 19 11 10 5 7 0 0 0 0.929 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_18160Pp3c15_18160transcript PAC:32929484protein_codingNA c.-1489_-1488insATNA NA NA NA 1247
Chr15 11963691 A AAT Chr15_11963691_A_AATA_AAT INDEL 2845.24 0 0 0 13 12 10 27 16 0 0 0 0 0 0 31 10 12 14 12 10 27 17 11 19 11 10 5 7 0 0 0 0.929 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_18160Pp3c15_18160transcript PAC:32929485protein_codingNA c.-2988_-2987insATNA NA NA NA 2400
Chr15 11963691 A AAT Chr15_11963691_A_AATA_AAT INDEL 2845.24 0 0 0 13 12 10 27 16 0 0 0 0 0 0 31 10 12 14 12 10 27 17 11 19 11 10 5 7 0 0 0 0.929 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_18170Pp3c15_18170transcript PAC:32926815protein_codingNA c.-3341_-3340insATNA NA NA NA 3340
Chr15 11963691 A AAT Chr15_11963691_A_AATA_AAT INDEL 2845.24 0 0 0 13 12 10 27 16 0 0 0 0 0 0 31 10 12 14 12 10 27 17 11 19 11 10 5 7 0 0 0 0.929 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_18160-Pp3c15_18170Pp3c15_18160-Pp3c15_18170intergenic_regionPp3c15_18160-Pp3c15_18170NA NA n.11963691_11963692insATNA NA NA NA NA
Chr15 11988397 A AT Chr15_11988397_A_ATA_AT INDEL 16611.59 37 10 13 27 19 27 19 21 31 31 23 16 9 13 37 10 13 27 19 27 19 21 31 31 23 16 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_18170-Pp3c15_18180Pp3c15_18170-Pp3c15_18180intergenic_regionPp3c15_18170-Pp3c15_18180NA NA n.11988397_11988398insTNA NA NA NA NA
Chr15 11992741 AC A Chr15_11992741_AC_AAC_A INDEL 15126.59 21 16 13 14 23 19 18 14 11 18 8 21 7 8 21 16 13 14 23 19 18 14 11 18 8 21 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_18170-Pp3c15_18180Pp3c15_18170-Pp3c15_18180intergenic_regionPp3c15_18170-Pp3c15_18180NA NA n.11992742delCNA NA NA NA NA
Chr15 11992754 T A Chr15_11992754_T_AT_A SNP 14242.63 17 14 13 12 21 17 16 12 11 18 8 19 7 6 17 14 13 12 21 17 16 12 11 18 8 19 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_18170-Pp3c15_18180Pp3c15_18170-Pp3c15_18180intergenic_regionPp3c15_18170-Pp3c15_18180NA NA n.11992754T>ANA NA NA NA NA
Chr15 11992885 A AT Chr15_11992885_A_ATA_AT INDEL 13865.59 22 4 9 21 17 13 12 17 14 18 6 16 4 13 22 4 9 21 17 13 12 17 14 18 6 16 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_18170-Pp3c15_18180Pp3c15_18170-Pp3c15_18180intergenic_regionPp3c15_18170-Pp3c15_18180NA NA n.11992885_11992886insTNA NA NA NA NA
Chr15 11992981 G GT Chr15_11992981_G_GTG_GT INDEL 17626.59 23 10 17 25 26 26 20 29 24 34 24 17 7 12 23 10 17 25 26 26 20 29 24 34 24 17 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_18170-Pp3c15_18180Pp3c15_18170-Pp3c15_18180intergenic_regionPp3c15_18170-Pp3c15_18180NA NA n.11992981_11992982insTNA NA NA NA NA
Chr15 12058229 C A Chr15_12058229_C_AC_A SNP 21028.63 28 9 8 33 23 29 39 31 20 29 17 18 8 14 28 9 8 33 23 29 39 31 20 29 17 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_18239Pp3c15_18239transcript PAC:32929516protein_codingNA c.-1625G>T NA NA NA NA 1625
Chr15 12058229 C A Chr15_12058229_C_AC_A SNP 21028.63 28 9 8 33 23 29 39 31 20 29 17 18 8 14 28 9 8 33 23 29 39 31 20 29 17 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_18240Pp3c15_18240transcript PAC:32927548protein_codingNA c.*1806C>A NA NA NA NA 1653
Chr15 12058229 C A Chr15_12058229_C_AC_A SNP 21028.63 28 9 8 33 23 29 39 31 20 29 17 18 8 14 28 9 8 33 23 29 39 31 20 29 17 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_18239-Pp3c15_18260Pp3c15_18239-Pp3c15_18260intergenic_regionPp3c15_18239-Pp3c15_18260NA NA n.12058229C>ANA NA NA NA NA
Chr15 12058240 CG C Chr15_12058240_CG_CCG_C INDEL 21154.59 27 11 7 29 19 34 40 30 18 27 14 19 8 14 27 11 7 29 19 34 40 30 18 27 14 19 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_18239Pp3c15_18239transcript PAC:32929516protein_codingNA c.-1637delC NA NA NA NA 1637
Chr15 12058240 CG C Chr15_12058240_CG_CCG_C INDEL 21154.59 27 11 7 29 19 34 40 30 18 27 14 19 8 14 27 11 7 29 19 34 40 30 18 27 14 19 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_18240Pp3c15_18240transcript PAC:32927548protein_codingNA c.*1818delG NA NA NA NA 1665
Chr15 12058240 CG C Chr15_12058240_CG_CCG_C INDEL 21154.59 27 11 7 29 19 34 40 30 18 27 14 19 8 14 27 11 7 29 19 34 40 30 18 27 14 19 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_18239-Pp3c15_18260Pp3c15_18239-Pp3c15_18260intergenic_regionPp3c15_18239-Pp3c15_18260NA NA n.12058241delGNA NA NA NA NA
Chr15 12058244 AC A Chr15_12058244_AC_AAC_A INDEL 20741.59 27 12 7 30 20 34 41 31 20 27 13 18 8 14 27 12 7 30 20 34 41 31 20 27 13 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_18239Pp3c15_18239transcript PAC:32929516protein_codingNA c.-1641delG NA NA NA NA 1641
Chr15 12058244 AC A Chr15_12058244_AC_AAC_A INDEL 20741.59 27 12 7 30 20 34 41 31 20 27 13 18 8 14 27 12 7 30 20 34 41 31 20 27 13 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_18240Pp3c15_18240transcript PAC:32927548protein_codingNA c.*1822delC NA NA NA NA 1669
Chr15 12058244 AC A Chr15_12058244_AC_AAC_A INDEL 20741.59 27 12 7 30 20 34 41 31 20 27 13 18 8 14 27 12 7 30 20 34 41 31 20 27 13 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_18239-Pp3c15_18260Pp3c15_18239-Pp3c15_18260intergenic_regionPp3c15_18239-Pp3c15_18260NA NA n.12058245delCNA NA NA NA NA
Chr15 12058320 T A Chr15_12058320_T_AT_A SNP 15840.63 16 10 5 27 15 31 31 31 14 14 13 19 7 7 16 10 5 27 15 31 31 31 14 14 13 19 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_18239Pp3c15_18239transcript PAC:32929516protein_codingNA c.-1716A>T NA NA NA NA 1716
Chr15 12058320 T A Chr15_12058320_T_AT_A SNP 15840.63 16 10 5 27 15 31 31 31 14 14 13 19 7 7 16 10 5 27 15 31 31 31 14 14 13 19 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_18240Pp3c15_18240transcript PAC:32927548protein_codingNA c.*1897T>A NA NA NA NA 1744
Chr15 12058320 T A Chr15_12058320_T_AT_A SNP 15840.63 16 10 5 27 15 31 31 31 14 14 13 19 7 7 16 10 5 27 15 31 31 31 14 14 13 19 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_18239-Pp3c15_18260Pp3c15_18239-Pp3c15_18260intergenic_regionPp3c15_18239-Pp3c15_18260NA NA n.12058320T>ANA NA NA NA NA
Chr15 12058355 T C Chr15_12058355_T_CT_C SNP 11770.63 13 9 4 19 10 23 23 23 13 9 10 13 7 5 13 9 4 19 10 23 23 23 13 9 10 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_18239Pp3c15_18239transcript PAC:32929516protein_codingNA c.-1751A>G NA NA NA NA 1751
Chr15 12058355 T C Chr15_12058355_T_CT_C SNP 11770.63 13 9 4 19 10 23 23 23 13 9 10 13 7 5 13 9 4 19 10 23 23 23 13 9 10 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_18240Pp3c15_18240transcript PAC:32927548protein_codingNA c.*1932T>C NA NA NA NA 1779
Chr15 12058355 T C Chr15_12058355_T_CT_C SNP 11770.63 13 9 4 19 10 23 23 23 13 9 10 13 7 5 13 9 4 19 10 23 23 23 13 9 10 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_18239-Pp3c15_18260Pp3c15_18239-Pp3c15_18260intergenic_regionPp3c15_18239-Pp3c15_18260NA NA n.12058355T>CNA NA NA NA NA
Chr15 12058384 G C Chr15_12058384_G_CG_C SNP 8868.63 9 6 4 14 5 15 17 14 11 7 9 11 5 5 9 6 4 14 5 15 17 14 11 7 9 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_18239Pp3c15_18239transcript PAC:32929516protein_codingNA c.-1780C>G NA NA NA NA 1780



Chr15 12058384 G C Chr15_12058384_G_CG_C SNP 8868.63 9 6 4 14 5 15 17 14 11 7 9 11 5 5 9 6 4 14 5 15 17 14 11 7 9 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_18240Pp3c15_18240transcript PAC:32927548protein_codingNA c.*1961G>C NA NA NA NA 1808
Chr15 12058384 G C Chr15_12058384_G_CG_C SNP 8868.63 9 6 4 14 5 15 17 14 11 7 9 11 5 5 9 6 4 14 5 15 17 14 11 7 9 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_18239-Pp3c15_18260Pp3c15_18239-Pp3c15_18260intergenic_regionPp3c15_18239-Pp3c15_18260NA NA n.12058384G>CNA NA NA NA NA
Chr15 12524713 A AAT Chr15_12524713_A_AATA_AAT INDEL 2072.93 0 0 0 0 0 0 0 0 8 18 6 5 6 6 13 12 14 20 10 23 23 15 8 18 6 5 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_18970Pp3c15_18970transcript PAC:32929728protein_codingNA c.*1871_*1872insATNA NA NA NA 1361
Chr15 12524713 A AAT Chr15_12524713_A_AATA_AAT INDEL 2072.93 0 0 0 0 0 0 0 0 8 18 6 5 6 6 13 12 14 20 10 23 23 15 8 18 6 5 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_18970Pp3c15_18970transcript PAC:32929731protein_codingNA c.*1871_*1872insATNA NA NA NA 1012
Chr15 12524713 A AAT Chr15_12524713_A_AATA_AAT INDEL 2072.93 0 0 0 0 0 0 0 0 8 18 6 5 6 6 13 12 14 20 10 23 23 15 8 18 6 5 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_18970Pp3c15_18970transcript PAC:32929733protein_codingNA c.*1871_*1872insATNA NA NA NA 1012
Chr15 12524713 A AAT Chr15_12524713_A_AATA_AAT INDEL 2072.93 0 0 0 0 0 0 0 0 8 18 6 5 6 6 13 12 14 20 10 23 23 15 8 18 6 5 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_18970Pp3c15_18970transcript PAC:32929730protein_codingNA c.*1871_*1872insATNA NA NA NA 1403
Chr15 12524713 A AAT Chr15_12524713_A_AATA_AAT INDEL 2072.93 0 0 0 0 0 0 0 0 8 18 6 5 6 6 13 12 14 20 10 23 23 15 8 18 6 5 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_18970Pp3c15_18970transcript PAC:32929729protein_codingNA c.*1871_*1872insATNA NA NA NA 1404
Chr15 12524713 A AAT Chr15_12524713_A_AATA_AAT INDEL 2072.93 0 0 0 0 0 0 0 0 8 18 6 5 6 6 13 12 14 20 10 23 23 15 8 18 6 5 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_18970Pp3c15_18970transcript PAC:32929732protein_codingNA c.*1871_*1872insATNA NA NA NA 1404
Chr15 12524713 A AAT Chr15_12524713_A_AATA_AAT INDEL 2072.93 0 0 0 0 0 0 0 0 8 18 6 5 6 6 13 12 14 20 10 23 23 15 8 18 6 5 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_18840-Pp3c15_18970Pp3c15_18840-Pp3c15_18970intergenic_regionPp3c15_18840-Pp3c15_18970NA NA n.12524713_12524714insATNA NA NA NA NA
Chr15 12701245 G C Chr15_12701245_G_CG_C SNP 20111.63 28 13 15 20 14 25 36 27 26 32 16 16 13 17 28 13 15 20 14 25 36 27 26 32 16 16 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_19290Pp3c15_19290transcript PAC:32927740protein_codingNA c.-1051C>G NA NA NA NA 907
Chr15 12701245 G C Chr15_12701245_G_CG_C SNP 20111.63 28 13 15 20 14 25 36 27 26 32 16 16 13 17 28 13 15 20 14 25 36 27 26 32 16 16 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_19290Pp3c15_19290transcript PAC:32927741protein_codingNA c.-1051C>G NA NA NA NA 952
Chr15 12701245 G C Chr15_12701245_G_CG_C SNP 20111.63 28 13 15 20 14 25 36 27 26 32 16 16 13 17 28 13 15 20 14 25 36 27 26 32 16 16 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_19270Pp3c15_19270transcript PAC:32926644protein_codingNA c.*2485G>C NA NA NA NA 2197
Chr15 12701245 G C Chr15_12701245_G_CG_C SNP 20111.63 28 13 15 20 14 25 36 27 26 32 16 16 13 17 28 13 15 20 14 25 36 27 26 32 16 16 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_19270Pp3c15_19270transcript PAC:32926646protein_codingNA c.*2485G>C NA NA NA NA 1920
Chr15 12701245 G C Chr15_12701245_G_CG_C SNP 20111.63 28 13 15 20 14 25 36 27 26 32 16 16 13 17 28 13 15 20 14 25 36 27 26 32 16 16 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_19270Pp3c15_19270transcript PAC:32926647protein_codingNA c.*2485G>C NA NA NA NA 691
Chr15 12701245 G C Chr15_12701245_G_CG_C SNP 20111.63 28 13 15 20 14 25 36 27 26 32 16 16 13 17 28 13 15 20 14 25 36 27 26 32 16 16 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_19270Pp3c15_19270transcript PAC:32926645protein_codingNA c.*2485G>C NA NA NA NA 2197
Chr15 12701245 G C Chr15_12701245_G_CG_C SNP 20111.63 28 13 15 20 14 25 36 27 26 32 16 16 13 17 28 13 15 20 14 25 36 27 26 32 16 16 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_19270-Pp3c15_19310Pp3c15_19270-Pp3c15_19310intergenic_regionPp3c15_19270-Pp3c15_19310NA NA n.12701245G>CNA NA NA NA NA
Chr15 12818844 A AT Chr15_12818844_A_ATA_AT INDEL 39023.59 59 23 32 38 37 50 61 40 38 51 30 26 29 9 59 23 32 38 37 50 61 40 38 51 30 26 29 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_19540Pp3c15_19540transcript PAC:32928670protein_codingNA c.-3947_-3946insTNA NA NA NA 3840
Chr15 12818844 A AT Chr15_12818844_A_ATA_AT INDEL 39023.59 59 23 32 38 37 50 61 40 38 51 30 26 29 9 59 23 32 38 37 50 61 40 38 51 30 26 29 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_19540Pp3c15_19540transcript PAC:32928671protein_codingNA c.-3947_-3946insTNA NA NA NA 3946
Chr15 12818844 A AT Chr15_12818844_A_ATA_AT INDEL 39023.59 59 23 32 38 37 50 61 40 38 51 30 26 29 9 59 23 32 38 37 50 61 40 38 51 30 26 29 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_19480-Pp3c15_19540Pp3c15_19480-Pp3c15_19540intergenic_regionPp3c15_19480-Pp3c15_19540NA NA n.12818844_12818845insTNA NA NA NA NA
Chr15 12818851 A T Chr15_12818851_A_TA_T SNP 40043.63 61 22 34 42 39 52 60 42 44 52 30 35 32 13 61 22 34 42 39 52 60 42 44 52 30 35 32 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_19540Pp3c15_19540transcript PAC:32928670protein_codingNA c.-3940A>T NA NA NA NA 3834
Chr15 12818851 A T Chr15_12818851_A_TA_T SNP 40043.63 61 22 34 42 39 52 60 42 44 52 30 35 32 13 61 22 34 42 39 52 60 42 44 52 30 35 32 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_19540Pp3c15_19540transcript PAC:32928671protein_codingNA c.-3940A>T NA NA NA NA 3940
Chr15 12818851 A T Chr15_12818851_A_TA_T SNP 40043.63 61 22 34 42 39 52 60 42 44 52 30 35 32 13 61 22 34 42 39 52 60 42 44 52 30 35 32 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_19480-Pp3c15_19540Pp3c15_19480-Pp3c15_19540intergenic_regionPp3c15_19480-Pp3c15_19540NA NA n.12818851A>TNA NA NA NA NA
Chr15 12818976 G C Chr15_12818976_G_CG_C SNP 40029.63 67 34 27 35 33 61 61 39 54 63 32 41 29 23 67 34 27 35 33 61 61 39 54 63 32 41 29 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_19540Pp3c15_19540transcript PAC:32928670protein_codingNA c.-3815G>C NA NA NA NA 3709
Chr15 12818976 G C Chr15_12818976_G_CG_C SNP 40029.63 67 34 27 35 33 61 61 39 54 63 32 41 29 23 67 34 27 35 33 61 61 39 54 63 32 41 29 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_19540Pp3c15_19540transcript PAC:32928671protein_codingNA c.-3815G>C NA NA NA NA 3815
Chr15 12818976 G C Chr15_12818976_G_CG_C SNP 40029.63 67 34 27 35 33 61 61 39 54 63 32 41 29 23 67 34 27 35 33 61 61 39 54 63 32 41 29 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_19480-Pp3c15_19540Pp3c15_19480-Pp3c15_19540intergenic_regionPp3c15_19480-Pp3c15_19540NA NA n.12818976G>CNA NA NA NA NA
Chr15 12869524 A G Chr15_12869524_A_GA_G SNP 16209.63 17 17 17 26 22 22 21 19 23 21 11 12 15 9 17 17 17 26 22 22 21 19 23 21 11 12 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_19570-Pp3c15_19690Pp3c15_19570-Pp3c15_19690intergenic_regionPp3c15_19570-Pp3c15_19690NA NA n.12869524A>GNA NA NA NA NA
Chr15 12965384 G T Chr15_12965384_G_TG_T SNP 18201.63 29 12 13 38 18 19 20 26 19 30 15 20 8 13 29 12 13 38 18 19 20 26 19 30 15 20 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_19740-Pp3c15_19790Pp3c15_19740-Pp3c15_19790intergenic_regionPp3c15_19740-Pp3c15_19790NA NA n.12965384G>TNA NA NA NA NA
Chr15 12967700 G GA Chr15_12967700_G_GAG_GA INDEL 11306.59 15 7 6 11 14 13 8 7 10 14 10 7 7 4 15 7 6 11 14 13 8 7 10 14 10 7 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_19740-Pp3c15_19790Pp3c15_19740-Pp3c15_19790intergenic_regionPp3c15_19740-Pp3c15_19790NA NA n.12967700_12967701insANA NA NA NA NA
Chr15 12967703 C A Chr15_12967703_C_AC_A SNP 11855.63 17 7 6 11 14 14 8 7 11 14 10 7 8 4 17 7 6 11 14 14 8 7 11 14 10 7 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_19740-Pp3c15_19790Pp3c15_19740-Pp3c15_19790intergenic_regionPp3c15_19740-Pp3c15_19790NA NA n.12967703C>ANA NA NA NA NA
Chr15 12973864 TA T Chr15_12973864_TA_TTA_T INDEL 13634.59 22 9 21 23 25 22 14 19 18 24 22 21 7 7 22 9 21 23 25 22 14 19 18 24 22 21 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_19740-Pp3c15_19790Pp3c15_19740-Pp3c15_19790intergenic_regionPp3c15_19740-Pp3c15_19790NA NA n.12973865delANA NA NA NA NA
Chr15 12974010 G GT Chr15_12974010_G_GTG_GT INDEL 16371.59 25 7 12 22 28 25 11 23 17 22 14 24 15 16 25 7 12 22 28 25 11 23 17 22 14 24 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_19740-Pp3c15_19790Pp3c15_19740-Pp3c15_19790intergenic_regionPp3c15_19740-Pp3c15_19790NA NA n.12974010_12974011insTNA NA NA NA NA
Chr15 13022824 A AAT Chr15_13022824_A_AATA_AAT INDEL 2471.24 1 0 0 14 13 10 12 11 0 1 1 0 0 0 21 5 7 14 13 10 12 12 12 11 13 7 6 4 0 0 0 1 1 1 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_19880Pp3c15_19880transcript PAC:32926489protein_codingNA c.-1927_-1926insATNA NA NA NA 1695
Chr15 13022824 A AAT Chr15_13022824_A_AATA_AAT INDEL 2471.24 1 0 0 14 13 10 12 11 0 1 1 0 0 0 21 5 7 14 13 10 12 12 12 11 13 7 6 4 0 0 0 1 1 1 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_19880Pp3c15_19880transcript PAC:32926491protein_codingNA c.-1927_-1926insATNA NA NA NA 1669
Chr15 13022824 A AAT Chr15_13022824_A_AATA_AAT INDEL 2471.24 1 0 0 14 13 10 12 11 0 1 1 0 0 0 21 5 7 14 13 10 12 12 12 11 13 7 6 4 0 0 0 1 1 1 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_19880Pp3c15_19880transcript PAC:32926490protein_codingNA c.-1927_-1926insATNA NA NA NA 1695
Chr15 13022824 A AAT Chr15_13022824_A_AATA_AAT INDEL 2471.24 1 0 0 14 13 10 12 11 0 1 1 0 0 0 21 5 7 14 13 10 12 12 12 11 13 7 6 4 0 0 0 1 1 1 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_19870Pp3c15_19870transcript PAC:32927293protein_codingNA c.*5543_*5544insATNA NA NA NA 4625
Chr15 13022824 A AAT Chr15_13022824_A_AATA_AAT INDEL 2471.24 1 0 0 14 13 10 12 11 0 1 1 0 0 0 21 5 7 14 13 10 12 12 12 11 13 7 6 4 0 0 0 1 1 1 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_19870Pp3c15_19870transcript PAC:32927295protein_codingNA c.*5543_*5544insATNA NA NA NA 4187
Chr15 13022824 A AAT Chr15_13022824_A_AATA_AAT INDEL 2471.24 1 0 0 14 13 10 12 11 0 1 1 0 0 0 21 5 7 14 13 10 12 12 12 11 13 7 6 4 0 0 0 1 1 1 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_19870Pp3c15_19870transcript PAC:32927297protein_codingNA c.*5543_*5544insATNA NA NA NA 4359
Chr15 13022824 A AAT Chr15_13022824_A_AATA_AAT INDEL 2471.24 1 0 0 14 13 10 12 11 0 1 1 0 0 0 21 5 7 14 13 10 12 12 12 11 13 7 6 4 0 0 0 1 1 1 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_19870Pp3c15_19870transcript PAC:32927296protein_codingNA c.*5543_*5544insATNA NA NA NA 4187
Chr15 13022824 A AAT Chr15_13022824_A_AATA_AAT INDEL 2471.24 1 0 0 14 13 10 12 11 0 1 1 0 0 0 21 5 7 14 13 10 12 12 12 11 13 7 6 4 0 0 0 1 1 1 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_19870Pp3c15_19870transcript PAC:32927294protein_codingNA c.*5543_*5544insATNA NA NA NA 4625
Chr15 13022824 A AAT Chr15_13022824_A_AATA_AAT INDEL 2471.24 1 0 0 14 13 10 12 11 0 1 1 0 0 0 21 5 7 14 13 10 12 12 12 11 13 7 6 4 0 0 0 1 1 1 1 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_19870-Pp3c15_19880Pp3c15_19870-Pp3c15_19880intergenic_regionPp3c15_19870-Pp3c15_19880NA NA n.13022824_13022825insATNA NA NA NA NA
Chr15 13142174 C CA Chr15_13142174_C_CAC_CA INDEL 13965.59 23 5 13 28 13 29 24 20 15 13 14 13 7 9 23 5 13 28 13 29 24 20 15 13 14 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c15_20060Pp3c15_20060transcript PAC:32927034protein_coding 02-nov c.-294dupT NA NA NA NA 519
Chr15 13142174 C CA Chr15_13142174_C_CAC_CA INDEL 13965.59 23 5 13 28 13 29 24 20 15 13 14 13 7 9 23 5 13 28 13 29 24 20 15 13 14 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c15_20060Pp3c15_20060transcript PAC:32927035protein_coding 02-nov c.-294dupT NA NA NA NA 519
Chr15 13209575 C A Chr15_13209575_C_AC_A SNP 17202.63 24 13 13 12 21 25 26 15 19 22 21 10 7 10 24 13 13 12 21 25 26 15 19 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_20210Pp3c15_20210transcript PAC:32926585protein_codingNA c.-2120C>A NA NA NA NA 1039
Chr15 13209575 C A Chr15_13209575_C_AC_A SNP 17202.63 24 13 13 12 21 25 26 15 19 22 21 10 7 10 24 13 13 12 21 25 26 15 19 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_20210Pp3c15_20210transcript PAC:32926588protein_codingNA c.-2120C>A NA NA NA NA 710
Chr15 13209575 C A Chr15_13209575_C_AC_A SNP 17202.63 24 13 13 12 21 25 26 15 19 22 21 10 7 10 24 13 13 12 21 25 26 15 19 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_20210Pp3c15_20210transcript PAC:32926587protein_codingNA c.-2120C>A NA NA NA NA 924
Chr15 13209575 C A Chr15_13209575_C_AC_A SNP 17202.63 24 13 13 12 21 25 26 15 19 22 21 10 7 10 24 13 13 12 21 25 26 15 19 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_20210Pp3c15_20210transcript PAC:32926586protein_codingNA c.-2120C>A NA NA NA NA 1001
Chr15 13209575 C A Chr15_13209575_C_AC_A SNP 17202.63 24 13 13 12 21 25 26 15 19 22 21 10 7 10 24 13 13 12 21 25 26 15 19 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_20200Pp3c15_20200transcript PAC:32928838protein_codingNA c.*830C>A NA NA NA NA 507
Chr15 13209575 C A Chr15_13209575_C_AC_A SNP 17202.63 24 13 13 12 21 25 26 15 19 22 21 10 7 10 24 13 13 12 21 25 26 15 19 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_20200Pp3c15_20200transcript PAC:32928839protein_codingNA c.*830C>A NA NA NA NA 507
Chr15 13209575 C A Chr15_13209575_C_AC_A SNP 17202.63 24 13 13 12 21 25 26 15 19 22 21 10 7 10 24 13 13 12 21 25 26 15 19 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_20200Pp3c15_20200transcript PAC:32928840protein_codingNA c.*830C>A NA NA NA NA 507
Chr15 13209575 C A Chr15_13209575_C_AC_A SNP 17202.63 24 13 13 12 21 25 26 15 19 22 21 10 7 10 24 13 13 12 21 25 26 15 19 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_20200-Pp3c15_20210Pp3c15_20200-Pp3c15_20210intergenic_regionPp3c15_20200-Pp3c15_20210NA NA n.13209575C>ANA NA NA NA NA
Chr15 13209576 T A Chr15_13209576_T_AT_A SNP 17202.63 25 13 15 12 21 25 27 15 20 22 21 10 7 10 25 13 15 12 21 25 27 15 20 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_20210Pp3c15_20210transcript PAC:32926585protein_codingNA c.-2119T>A NA NA NA NA 1038
Chr15 13209576 T A Chr15_13209576_T_AT_A SNP 17202.63 25 13 15 12 21 25 27 15 20 22 21 10 7 10 25 13 15 12 21 25 27 15 20 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_20210Pp3c15_20210transcript PAC:32926588protein_codingNA c.-2119T>A NA NA NA NA 709
Chr15 13209576 T A Chr15_13209576_T_AT_A SNP 17202.63 25 13 15 12 21 25 27 15 20 22 21 10 7 10 25 13 15 12 21 25 27 15 20 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_20210Pp3c15_20210transcript PAC:32926587protein_codingNA c.-2119T>A NA NA NA NA 923
Chr15 13209576 T A Chr15_13209576_T_AT_A SNP 17202.63 25 13 15 12 21 25 27 15 20 22 21 10 7 10 25 13 15 12 21 25 27 15 20 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_20210Pp3c15_20210transcript PAC:32926586protein_codingNA c.-2119T>A NA NA NA NA 1000
Chr15 13209576 T A Chr15_13209576_T_AT_A SNP 17202.63 25 13 15 12 21 25 27 15 20 22 21 10 7 10 25 13 15 12 21 25 27 15 20 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_20200Pp3c15_20200transcript PAC:32928838protein_codingNA c.*831T>A NA NA NA NA 508
Chr15 13209576 T A Chr15_13209576_T_AT_A SNP 17202.63 25 13 15 12 21 25 27 15 20 22 21 10 7 10 25 13 15 12 21 25 27 15 20 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_20200Pp3c15_20200transcript PAC:32928839protein_codingNA c.*831T>A NA NA NA NA 508
Chr15 13209576 T A Chr15_13209576_T_AT_A SNP 17202.63 25 13 15 12 21 25 27 15 20 22 21 10 7 10 25 13 15 12 21 25 27 15 20 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_20200Pp3c15_20200transcript PAC:32928840protein_codingNA c.*831T>A NA NA NA NA 508
Chr15 13209576 T A Chr15_13209576_T_AT_A SNP 17202.63 25 13 15 12 21 25 27 15 20 22 21 10 7 10 25 13 15 12 21 25 27 15 20 22 21 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_20200-Pp3c15_20210Pp3c15_20200-Pp3c15_20210intergenic_regionPp3c15_20200-Pp3c15_20210NA NA n.13209576T>ANA NA NA NA NA
Chr15 13362617 A AAT Chr15_13362617_A_AATA_AAT INDEL 466.37 2 0 0 0 2 1 17 1 1 0 0 0 0 0 17 11 10 18 16 20 17 16 17 16 11 10 4 11 0.118 0 0 0 0.125 0 1 0 0 0 0 0 0 0 0 1 1 2 0 1 0 downstream_gene_variantMODIFIER Pp3c15_20490Pp3c15_20490transcript PAC:32926832protein_codingNA c.*2931_*2932insATNA NA NA NA 2524
Chr15 13362617 A AAT Chr15_13362617_A_AATA_AAT INDEL 466.37 2 0 0 0 2 1 17 1 1 0 0 0 0 0 17 11 10 18 16 20 17 16 17 16 11 10 4 11 0.118 0 0 0 0.125 0 1 0 0 0 0 0 0 0 0 1 1 2 0 1 0 downstream_gene_variantMODIFIER Pp3c15_20500Pp3c15_20500transcript PAC:32927995protein_codingNA c.*4662_*4663insATNA NA NA NA 3990
Chr15 13362617 A AAT Chr15_13362617_A_AATA_AAT INDEL 466.37 2 0 0 0 2 1 17 1 1 0 0 0 0 0 17 11 10 18 16 20 17 16 17 16 11 10 4 11 0.118 0 0 0 0.125 0 1 0 0 0 0 0 0 0 0 1 1 2 0 1 0 downstream_gene_variantMODIFIER Pp3c15_20490Pp3c15_20490transcript PAC:32926833protein_codingNA c.*2931_*2932insATNA NA NA NA 1864
Chr15 13362617 A AAT Chr15_13362617_A_AATA_AAT INDEL 466.37 2 0 0 0 2 1 17 1 1 0 0 0 0 0 17 11 10 18 16 20 17 16 17 16 11 10 4 11 0.118 0 0 0 0.125 0 1 0 0 0 0 0 0 0 0 1 1 2 0 1 0 downstream_gene_variantMODIFIER Pp3c15_20500Pp3c15_20500transcript PAC:32927996protein_codingNA c.*4662_*4663insATNA NA NA NA 4056
Chr15 13362617 A AAT Chr15_13362617_A_AATA_AAT INDEL 466.37 2 0 0 0 2 1 17 1 1 0 0 0 0 0 17 11 10 18 16 20 17 16 17 16 11 10 4 11 0.118 0 0 0 0.125 0 1 0 0 0 0 0 0 0 0 1 1 2 0 1 0 intergenic_regionMODIFIER Pp3c15_20480-Pp3c15_20490Pp3c15_20480-Pp3c15_20490intergenic_regionPp3c15_20480-Pp3c15_20490NA NA n.13362617_13362618insATNA NA NA NA NA
Chr15 13428817 CG C Chr15_13428817_CG_CCG_C INDEL 13224.59 36 7 19 11 16 26 18 34 20 9 9 11 11 9 36 7 19 11 16 26 18 34 20 9 9 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c15_20650Pp3c15_20650transcript PAC:32926537protein_coding 01-févr c.320delC p.Pro107fs 320/483 320/483 107/160 NA
Chr15 13428817 CG C Chr15_13428817_CG_CCG_C INDEL 13224.59 36 7 19 11 16 26 18 34 20 9 9 11 11 9 36 7 19 11 16 26 18 34 20 9 9 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c15_20650Pp3c15_20650transcript PAC:32926539protein_coding 01-févr c.320delC p.Pro107fs 550/1037 320/360 107/119 NA
Chr15 13428817 CG C Chr15_13428817_CG_CCG_C INDEL 13224.59 36 7 19 11 16 26 18 34 20 9 9 11 11 9 36 7 19 11 16 26 18 34 20 9 9 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c15_20650Pp3c15_20650transcript PAC:32926538protein_coding 01-févr c.320delC p.Pro107fs 542/964 320/483 107/160 NA
Chr15 13428817 CG C Chr15_13428817_CG_CCG_C INDEL 13224.59 36 7 19 11 16 26 18 34 20 9 9 11 11 9 36 7 19 11 16 26 18 34 20 9 9 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_20640Pp3c15_20640transcript PAC:32928459protein_codingNA c.*1871delG NA NA NA NA 1656
Chr15 13428817 CG C Chr15_13428817_CG_CCG_C INDEL 13224.59 36 7 19 11 16 26 18 34 20 9 9 11 11 9 36 7 19 11 16 26 18 34 20 9 9 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_20640Pp3c15_20640transcript PAC:32928460protein_codingNA c.*1871delG NA NA NA NA 1623
Chr15 13428817 CG C Chr15_13428817_CG_CCG_C INDEL 13224.59 36 7 19 11 16 26 18 34 20 9 9 11 11 9 36 7 19 11 16 26 18 34 20 9 9 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_20640Pp3c15_20640transcript PAC:32928462protein_codingNA c.*1871delG NA NA NA NA 1614
Chr15 13428817 CG C Chr15_13428817_CG_CCG_C INDEL 13224.59 36 7 19 11 16 26 18 34 20 9 9 11 11 9 36 7 19 11 16 26 18 34 20 9 9 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_20640Pp3c15_20640transcript PAC:32928461protein_codingNA c.*1871delG NA NA NA NA 1564
Chr15 13460329 C T Chr15_13460329_C_TC_T SNP 18357.63 32 20 20 16 18 21 34 20 16 28 21 9 11 7 32 20 20 16 18 21 34 20 16 28 21 9 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_20650-Pp3c15_20670Pp3c15_20650-Pp3c15_20670intergenic_regionPp3c15_20650-Pp3c15_20670NA NA n.13460329C>TNA NA NA NA NA
Chr15 13523812 A C Chr15_13523812_A_CA_C SNP 9361.29 21 10 19 0 0 0 0 0 23 17 6 14 6 15 21 10 19 20 9 26 38 18 23 17 6 14 6 15 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c15_20810-Pp3c15_20900Pp3c15_20810-Pp3c15_20900intergenic_regionPp3c15_20810-Pp3c15_20900NA NA n.13523812A>CNA NA NA NA NA
Chr15 13695775 C A Chr15_13695775_C_AC_A SNP 20323.63 36 22 20 15 17 27 27 20 21 31 12 14 7 17 36 22 20 15 17 27 27 20 21 31 12 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_21130Pp3c15_21130transcript PAC:32928482protein_codingNA c.*4375C>A NA NA NA NA 4057
Chr15 13695775 C A Chr15_13695775_C_AC_A SNP 20323.63 36 22 20 15 17 27 27 20 21 31 12 14 7 17 36 22 20 15 17 27 27 20 21 31 12 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_21130Pp3c15_21130transcript PAC:32928483protein_codingNA c.*4375C>A NA NA NA NA 4186
Chr15 13695775 C A Chr15_13695775_C_AC_A SNP 20323.63 36 22 20 15 17 27 27 20 21 31 12 14 7 17 36 22 20 15 17 27 27 20 21 31 12 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_21130-Pp3c15_21140Pp3c15_21130-Pp3c15_21140intergenic_regionPp3c15_21130-Pp3c15_21140NA NA n.13695775C>ANA NA NA NA NA
Chr15 13695779 A C Chr15_13695779_A_CA_C SNP 20390.63 36 21 20 15 15 28 28 19 22 32 12 14 8 16 36 21 20 15 15 28 28 19 22 32 12 14 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_21130Pp3c15_21130transcript PAC:32928482protein_codingNA c.*4379A>C NA NA NA NA 4061
Chr15 13695779 A C Chr15_13695779_A_CA_C SNP 20390.63 36 21 20 15 15 28 28 19 22 32 12 14 8 16 36 21 20 15 15 28 28 19 22 32 12 14 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_21130Pp3c15_21130transcript PAC:32928483protein_codingNA c.*4379A>C NA NA NA NA 4190
Chr15 13695779 A C Chr15_13695779_A_CA_C SNP 20390.63 36 21 20 15 15 28 28 19 22 32 12 14 8 16 36 21 20 15 15 28 28 19 22 32 12 14 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_21130-Pp3c15_21140Pp3c15_21130-Pp3c15_21140intergenic_regionPp3c15_21130-Pp3c15_21140NA NA n.13695779A>CNA NA NA NA NA
Chr15 13695890 G A Chr15_13695890_G_AG_A SNP 16492.63 29 17 16 22 17 24 22 23 23 26 5 13 14 10 29 17 16 22 17 24 22 23 23 26 5 13 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_21130Pp3c15_21130transcript PAC:32928482protein_codingNA c.*4490G>A NA NA NA NA 4172
Chr15 13695890 G A Chr15_13695890_G_AG_A SNP 16492.63 29 17 16 22 17 24 22 23 23 26 5 13 14 10 29 17 16 22 17 24 22 23 23 26 5 13 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_21130Pp3c15_21130transcript PAC:32928483protein_codingNA c.*4490G>A NA NA NA NA 4301
Chr15 13695890 G A Chr15_13695890_G_AG_A SNP 16492.63 29 17 16 22 17 24 22 23 23 26 5 13 14 10 29 17 16 22 17 24 22 23 23 26 5 13 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_21130-Pp3c15_21140Pp3c15_21130-Pp3c15_21140intergenic_regionPp3c15_21130-Pp3c15_21140NA NA n.13695890G>ANA NA NA NA NA
Chr15 13733404 A G Chr15_13733404_A_GA_G SNP 12824.29 38 8 14 0 0 1 0 0 24 23 12 15 8 9 38 8 14 32 28 24 28 26 24 23 12 15 8 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c15_21160-Pp3c15_21200Pp3c15_21160-Pp3c15_21200intergenic_regionPp3c15_21160-Pp3c15_21200NA NA n.13733404A>GNA NA NA NA NA
Chr15 13745046 T TTA Chr15_13745046_T_TTAT_TTA INDEL 6560.24 25 5 15 0 0 0 0 0 12 13 6 4 8 7 25 5 15 10 20 19 21 26 12 14 6 4 8 8 1 1 1 0 0 0 0 0 1 0.929 1 1 1 0.875 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c15_21160-Pp3c15_21200Pp3c15_21160-Pp3c15_21200intergenic_regionPp3c15_21160-Pp3c15_21200NA NA n.13745046_13745047insTANA NA NA NA NA
Chr15 13800108 A AAT Chr15_13800108_A_AATA_AAT INDEL 1176.93 0 1 1 0 0 0 1 1 12 8 9 8 4 4 17 8 7 14 11 15 19 16 13 8 9 9 4 4 0 0 0 0 0 0 0 0 0.923 1 1 0.889 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c15_21210-Pp3c15_21280Pp3c15_21210-Pp3c15_21280intergenic_regionPp3c15_21210-Pp3c15_21280NA NA n.13800108_13800109insATNA NA NA NA NA
Chr15 13898650 C A Chr15_13898650_C_AC_A SNP 16886.63 16 15 13 23 17 16 22 21 13 17 19 13 7 13 16 15 13 23 17 16 22 21 13 17 19 13 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_21400-Pp3c15_21430Pp3c15_21400-Pp3c15_21430intergenic_regionPp3c15_21400-Pp3c15_21430NA NA n.13898650C>ANA NA NA NA NA
Chr15 13949760 T C Chr15_13949760_T_CT_C SNP 9588.29 21 12 6 0 0 0 0 0 19 17 18 10 8 8 21 12 6 15 15 18 21 28 19 17 18 10 8 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 5_prime_UTR_variantMODIFIER Pp3c15_21510Pp3c15_21510transcript PAC:32929131protein_coding 01-mars c.-113A>G NA NA NA NA 113
Chr15 13949760 T C Chr15_13949760_T_CT_C SNP 9588.29 21 12 6 0 0 0 0 0 19 17 18 10 8 8 21 12 6 15 15 18 21 28 19 17 18 10 8 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 5_prime_UTR_variantMODIFIER Pp3c15_21510Pp3c15_21510transcript PAC:32929132protein_coding 01-mars c.-113A>G NA NA NA NA 113
Chr15 13949760 T C Chr15_13949760_T_CT_C SNP 9588.29 21 12 6 0 0 0 0 0 19 17 18 10 8 8 21 12 6 15 15 18 21 28 19 17 18 10 8 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c15_21480Pp3c15_21480transcript PAC:32927442protein_codingNA c.*3721T>C NA NA NA NA 3458
Chr15 13949760 T C Chr15_13949760_T_CT_C SNP 9588.29 21 12 6 0 0 0 0 0 19 17 18 10 8 8 21 12 6 15 15 18 21 28 19 17 18 10 8 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c15_21520Pp3c15_21520transcript PAC:32926648protein_codingNA c.*2633A>G NA NA NA NA 2022
Chr15 13949760 T C Chr15_13949760_T_CT_C SNP 9588.29 21 12 6 0 0 0 0 0 19 17 18 10 8 8 21 12 6 15 15 18 21 28 19 17 18 10 8 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c15_21480Pp3c15_21480transcript PAC:32927443protein_codingNA c.*3721T>C NA NA NA NA 3332
Chr15 13949760 T C Chr15_13949760_T_CT_C SNP 9588.29 21 12 6 0 0 0 0 0 19 17 18 10 8 8 21 12 6 15 15 18 21 28 19 17 18 10 8 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c15_21520Pp3c15_21520transcript PAC:32926649protein_codingNA c.*2633A>G NA NA NA NA 2009
Chr15 13949760 T C Chr15_13949760_T_CT_C SNP 9588.29 21 12 6 0 0 0 0 0 19 17 18 10 8 8 21 12 6 15 15 18 21 28 19 17 18 10 8 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c15_21520Pp3c15_21520transcript PAC:32926650protein_codingNA c.*2633A>G NA NA NA NA 2022
Chr15 14096728 C A Chr15_14096728_C_AC_A SNP 5944.29 0 0 0 26 22 30 23 22 0 0 0 0 0 0 25 19 26 26 22 30 23 22 35 26 14 27 11 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_21700-Pp3c15_21740Pp3c15_21700-Pp3c15_21740intergenic_regionPp3c15_21700-Pp3c15_21740NA NA n.14096728C>ANA NA NA NA NA
Chr15 14151228 C A Chr15_14151228_C_AC_A SNP 11436.63 11 11 7 12 12 15 19 18 9 14 9 13 9 6 11 11 7 12 12 15 19 18 9 14 9 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_21830Pp3c15_21830transcript PAC:32928142protein_codingNA c.-1191C>A NA NA NA NA 562
Chr15 14151228 C A Chr15_14151228_C_AC_A SNP 11436.63 11 11 7 12 12 15 19 18 9 14 9 13 9 6 11 11 7 12 12 15 19 18 9 14 9 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_21830Pp3c15_21830transcript PAC:32928144protein_codingNA c.-2448C>A NA NA NA NA 562
Chr15 14151228 C A Chr15_14151228_C_AC_A SNP 11436.63 11 11 7 12 12 15 19 18 9 14 9 13 9 6 11 11 7 12 12 15 19 18 9 14 9 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_21830Pp3c15_21830transcript PAC:32928143protein_codingNA c.-2421C>A NA NA NA NA 2421
Chr15 14151228 C A Chr15_14151228_C_AC_A SNP 11436.63 11 11 7 12 12 15 19 18 9 14 9 13 9 6 11 11 7 12 12 15 19 18 9 14 9 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_21800-Pp3c15_21830Pp3c15_21800-Pp3c15_21830intergenic_regionPp3c15_21800-Pp3c15_21830NA NA n.14151228C>ANA NA NA NA NA
Chr15 14151236 C A Chr15_14151236_C_AC_A SNP 11706.63 11 9 8 13 13 17 20 17 10 13 10 12 10 7 11 9 8 13 13 17 20 17 10 13 10 12 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_21830Pp3c15_21830transcript PAC:32928142protein_codingNA c.-1183C>A NA NA NA NA 554
Chr15 14151236 C A Chr15_14151236_C_AC_A SNP 11706.63 11 9 8 13 13 17 20 17 10 13 10 12 10 7 11 9 8 13 13 17 20 17 10 13 10 12 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_21830Pp3c15_21830transcript PAC:32928144protein_codingNA c.-2440C>A NA NA NA NA 554
Chr15 14151236 C A Chr15_14151236_C_AC_A SNP 11706.63 11 9 8 13 13 17 20 17 10 13 10 12 10 7 11 9 8 13 13 17 20 17 10 13 10 12 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_21830Pp3c15_21830transcript PAC:32928143protein_codingNA c.-2413C>A NA NA NA NA 2413
Chr15 14151236 C A Chr15_14151236_C_AC_A SNP 11706.63 11 9 8 13 13 17 20 17 10 13 10 12 10 7 11 9 8 13 13 17 20 17 10 13 10 12 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_21800-Pp3c15_21830Pp3c15_21800-Pp3c15_21830intergenic_regionPp3c15_21800-Pp3c15_21830NA NA n.14151236C>ANA NA NA NA NA
Chr15 14176289 T TTA Chr15_14176289_T_TTAT_TTA INDEL 1893.93 0 0 0 1 2 1 0 0 15 14 12 5 6 7 14 9 10 14 16 15 15 10 15 15 12 5 6 7 0 0 0 0 0.125 0 0 0 1 0.933 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c15_21870Pp3c15_21870transcript PAC:32928183protein_codingNA c.-4655_-4654insTANA NA NA NA 4654
Chr15 14176289 T TTA Chr15_14176289_T_TTAT_TTA INDEL 1893.93 0 0 0 1 2 1 0 0 15 14 12 5 6 7 14 9 10 14 16 15 15 10 15 15 12 5 6 7 0 0 0 0 0.125 0 0 0 1 0.933 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c15_21860-Pp3c15_21870Pp3c15_21860-Pp3c15_21870intergenic_regionPp3c15_21860-Pp3c15_21870NA NA n.14176289_14176290insTANA NA NA NA NA
Chr15 14252405 A AT Chr15_14252405_A_ATA_AT INDEL 17463.59 39 14 16 28 25 26 22 27 33 32 16 10 17 14 39 14 16 28 25 26 22 27 33 32 16 10 17 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_21950-Pp3c15_21970Pp3c15_21950-Pp3c15_21970intergenic_regionPp3c15_21950-Pp3c15_21970NA NA n.14252405_14252406insTNA NA NA NA NA
Chr15 14266551 G GTA Chr15_14266551_G_GTAG_GTA INDEL 3283.24 0 1 0 19 15 15 22 20 0 1 0 0 1 0 21 6 13 20 15 15 22 20 16 13 10 15 5 5 0 0 0 0.95 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_21979Pp3c15_21979transcript PAC:32926871protein_codingNA c.*3993_*3994insTANA NA NA NA 3993
Chr15 14266551 G GTA Chr15_14266551_G_GTAG_GTA INDEL 3283.24 0 1 0 19 15 15 22 20 0 1 0 0 1 0 21 6 13 20 15 15 22 20 16 13 10 15 5 5 0 0 0 0.95 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_21970-Pp3c15_21979Pp3c15_21970-Pp3c15_21979intergenic_regionPp3c15_21970-Pp3c15_21979NA NA n.14266551_14266552insTANA NA NA NA NA
Chr15 14268775 T TTA Chr15_14268775_T_TTAT_TTA INDEL 2072.24 1 0 1 14 11 12 18 12 0 0 1 1 0 0 18 8 10 16 11 12 18 13 6 8 8 8 4 5 0 0 0 0.875 1 1 1 0.923 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c15_21979Pp3c15_21979transcript PAC:32926871protein_codingNA c.*1769_*1770insTANA NA NA NA 1769
Chr15 14268775 T TTA Chr15_14268775_T_TTAT_TTA INDEL 2072.24 1 0 1 14 11 12 18 12 0 0 1 1 0 0 18 8 10 16 11 12 18 13 6 8 8 8 4 5 0 0 0 0.875 1 1 1 0.923 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c15_21980Pp3c15_21980transcript PAC:32928604protein_codingNA c.*4167_*4168insTANA NA NA NA 4167
Chr15 14268775 T TTA Chr15_14268775_T_TTAT_TTA INDEL 2072.24 1 0 1 14 11 12 18 12 0 0 1 1 0 0 18 8 10 16 11 12 18 13 6 8 8 8 4 5 0 0 0 0.875 1 1 1 0.923 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c15_21980Pp3c15_21980transcript PAC:32928605protein_codingNA c.*4167_*4168insTANA NA NA NA 3839
Chr15 14268775 T TTA Chr15_14268775_T_TTAT_TTA INDEL 2072.24 1 0 1 14 11 12 18 12 0 0 1 1 0 0 18 8 10 16 11 12 18 13 6 8 8 8 4 5 0 0 0 0.875 1 1 1 0.923 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c15_21970-Pp3c15_21979Pp3c15_21970-Pp3c15_21979intergenic_regionPp3c15_21970-Pp3c15_21979NA NA n.14268775_14268776insTANA NA NA NA NA
Chr15 14303171 T C Chr15_14303171_T_CT_C SNP 23466.63 27 17 11 34 22 28 38 26 25 32 13 13 19 16 27 17 11 34 22 28 38 26 25 32 13 13 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_22051-Pp3c15_22070Pp3c15_22051-Pp3c15_22070intergenic_regionPp3c15_22051-Pp3c15_22070NA NA n.14303171T>CNA NA NA NA NA
Chr15 14303175 C CA Chr15_14303175_C_CAC_CA INDEL 23751.59 26 17 11 34 21 28 38 25 27 29 13 13 19 16 26 17 11 34 21 28 38 25 27 29 13 13 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_22051-Pp3c15_22070Pp3c15_22051-Pp3c15_22070intergenic_regionPp3c15_22051-Pp3c15_22070NA NA n.14303175_14303176insANA NA NA NA NA
Chr15 14303236 G T Chr15_14303236_G_TG_T SNP 20598.63 21 19 13 37 17 23 25 28 29 28 16 13 12 14 21 19 13 37 17 23 25 28 29 28 16 13 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_22051-Pp3c15_22070Pp3c15_22051-Pp3c15_22070intergenic_regionPp3c15_22051-Pp3c15_22070NA NA n.14303236G>TNA NA NA NA NA
Chr15 14342489 A AAT Chr15_14342489_A_AATA_AAT INDEL 3680.24 0 0 0 19 19 15 19 15 1 0 1 0 0 0 20 17 14 19 19 15 20 15 25 20 8 11 7 5 0 0 0 1 1 1 0.95 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_22110-Pp3c15_22130Pp3c15_22110-Pp3c15_22130intergenic_regionPp3c15_22110-Pp3c15_22130NA NA n.14342489_14342490insATNA NA NA NA NA
Chr15 14361888 T G Chr15_14361888_T_GT_G SNP 13281.63 25 13 10 16 18 15 20 18 13 11 8 14 7 11 25 13 10 16 18 15 20 18 13 11 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c15_22130Pp3c15_22130transcript PAC:32928615protein_coding 02-avr c.-1190A>C NA NA NA NA 1478
Chr15 14361888 T G Chr15_14361888_T_GT_G SNP 13281.63 25 13 10 16 18 15 20 18 13 11 8 14 7 11 25 13 10 16 18 15 20 18 13 11 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22130Pp3c15_22130transcript PAC:32928614protein_codingNA c.-1478A>C NA NA NA NA 614
Chr15 14361888 T G Chr15_14361888_T_GT_G SNP 13281.63 25 13 10 16 18 15 20 18 13 11 8 14 7 11 25 13 10 16 18 15 20 18 13 11 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22150Pp3c15_22150transcript PAC:32928479protein_codingNA c.*2620A>C NA NA NA NA 2378
Chr15 14361888 T G Chr15_14361888_T_GT_G SNP 13281.63 25 13 10 16 18 15 20 18 13 11 8 14 7 11 25 13 10 16 18 15 20 18 13 11 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22150Pp3c15_22150transcript PAC:32928481protein_codingNA c.*2620A>C NA NA NA NA 2378
Chr15 14361888 T G Chr15_14361888_T_GT_G SNP 13281.63 25 13 10 16 18 15 20 18 13 11 8 14 7 11 25 13 10 16 18 15 20 18 13 11 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22150Pp3c15_22150transcript PAC:32928480protein_codingNA c.*2620A>C NA NA NA NA 2428
Chr15 14361888 T G Chr15_14361888_T_GT_G SNP 13281.63 25 13 10 16 18 15 20 18 13 11 8 14 7 11 25 13 10 16 18 15 20 18 13 11 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c15_22140Pp3c15_22140transcript PAC:32928585protein_coding 01-févr c.815+326T>GNA NA NA NA NA
Chr15 14361889 A T Chr15_14361889_A_TA_T SNP 13286.63 23 13 10 15 17 13 19 17 13 10 8 14 7 11 23 13 10 15 17 13 19 17 13 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c15_22130Pp3c15_22130transcript PAC:32928615protein_coding 02-avr c.-1191T>A NA NA NA NA 1479
Chr15 14361889 A T Chr15_14361889_A_TA_T SNP 13286.63 23 13 10 15 17 13 19 17 13 10 8 14 7 11 23 13 10 15 17 13 19 17 13 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22130Pp3c15_22130transcript PAC:32928614protein_codingNA c.-1479T>A NA NA NA NA 615
Chr15 14361889 A T Chr15_14361889_A_TA_T SNP 13286.63 23 13 10 15 17 13 19 17 13 10 8 14 7 11 23 13 10 15 17 13 19 17 13 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22150Pp3c15_22150transcript PAC:32928479protein_codingNA c.*2619T>A NA NA NA NA 2377
Chr15 14361889 A T Chr15_14361889_A_TA_T SNP 13286.63 23 13 10 15 17 13 19 17 13 10 8 14 7 11 23 13 10 15 17 13 19 17 13 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22150Pp3c15_22150transcript PAC:32928481protein_codingNA c.*2619T>A NA NA NA NA 2377
Chr15 14361889 A T Chr15_14361889_A_TA_T SNP 13286.63 23 13 10 15 17 13 19 17 13 10 8 14 7 11 23 13 10 15 17 13 19 17 13 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22150Pp3c15_22150transcript PAC:32928480protein_codingNA c.*2619T>A NA NA NA NA 2427
Chr15 14361889 A T Chr15_14361889_A_TA_T SNP 13286.63 23 13 10 15 17 13 19 17 13 10 8 14 7 11 23 13 10 15 17 13 19 17 13 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c15_22140Pp3c15_22140transcript PAC:32928585protein_coding 01-févr c.815+327A>TNA NA NA NA NA
Chr15 14361893 G C Chr15_14361893_G_CG_C SNP 12530.63 22 13 10 14 16 13 18 17 12 10 8 14 7 11 22 13 10 14 16 13 18 17 12 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c15_22130Pp3c15_22130transcript PAC:32928615protein_coding 02-avr c.-1195C>G NA NA NA NA 1483
Chr15 14361893 G C Chr15_14361893_G_CG_C SNP 12530.63 22 13 10 14 16 13 18 17 12 10 8 14 7 11 22 13 10 14 16 13 18 17 12 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22130Pp3c15_22130transcript PAC:32928614protein_codingNA c.-1483C>G NA NA NA NA 619
Chr15 14361893 G C Chr15_14361893_G_CG_C SNP 12530.63 22 13 10 14 16 13 18 17 12 10 8 14 7 11 22 13 10 14 16 13 18 17 12 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22150Pp3c15_22150transcript PAC:32928479protein_codingNA c.*2615C>G NA NA NA NA 2373
Chr15 14361893 G C Chr15_14361893_G_CG_C SNP 12530.63 22 13 10 14 16 13 18 17 12 10 8 14 7 11 22 13 10 14 16 13 18 17 12 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22150Pp3c15_22150transcript PAC:32928481protein_codingNA c.*2615C>G NA NA NA NA 2373
Chr15 14361893 G C Chr15_14361893_G_CG_C SNP 12530.63 22 13 10 14 16 13 18 17 12 10 8 14 7 11 22 13 10 14 16 13 18 17 12 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22150Pp3c15_22150transcript PAC:32928480protein_codingNA c.*2615C>G NA NA NA NA 2423
Chr15 14361893 G C Chr15_14361893_G_CG_C SNP 12530.63 22 13 10 14 16 13 18 17 12 10 8 14 7 11 22 13 10 14 16 13 18 17 12 10 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c15_22140Pp3c15_22140transcript PAC:32928585protein_coding 01-févr c.815+331G>CNA NA NA NA NA
Chr15 14412533 T G Chr15_14412533_T_GT_G SNP 24382.63 29 29 20 34 32 38 54 22 14 29 25 21 18 15 29 29 20 34 32 38 54 22 14 29 25 21 18 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_22220Pp3c15_22220transcript PAC:32928029protein_coding 02-mars c.524A>C p.Asn175Thr 524/1662 524/1662 175/553 NA
Chr15 14412533 T G Chr15_14412533_T_GT_G SNP 24382.63 29 29 20 34 32 38 54 22 14 29 25 21 18 15 29 29 20 34 32 38 54 22 14 29 25 21 18 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_22220Pp3c15_22220transcript PAC:32928030protein_coding 03-avr c.413A>C p.Asn138Thr 413/1341 413/1341 138/446 NA
Chr15 14456461 C A Chr15_14456461_C_AC_A SNP 18479.63 21 15 15 20 18 26 27 16 33 21 11 14 14 7 21 15 15 20 18 26 27 16 33 21 11 14 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_22240-Pp3c15_22270Pp3c15_22240-Pp3c15_22270intergenic_regionPp3c15_22240-Pp3c15_22270NA NA n.14456461C>ANA NA NA NA NA
Chr15 14456518 G T Chr15_14456518_G_TG_T SNP 19329.63 25 12 15 19 20 26 28 20 22 23 15 20 16 8 25 12 15 19 20 26 28 20 22 23 15 20 16 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_22240-Pp3c15_22270Pp3c15_22240-Pp3c15_22270intergenic_regionPp3c15_22240-Pp3c15_22270NA NA n.14456518G>TNA NA NA NA NA
Chr15 14456519 C G Chr15_14456519_C_GC_G SNP 19329.63 24 12 15 20 20 26 29 20 22 23 15 20 16 7 24 12 15 20 20 26 29 20 22 23 15 20 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_22240-Pp3c15_22270Pp3c15_22240-Pp3c15_22270intergenic_regionPp3c15_22240-Pp3c15_22270NA NA n.14456519C>GNA NA NA NA NA
Chr15 14456549 G T Chr15_14456549_G_TG_T SNP 17787.63 25 11 14 19 20 24 31 19 23 22 19 20 17 9 25 11 14 19 20 24 31 19 23 22 19 20 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_22240-Pp3c15_22270Pp3c15_22240-Pp3c15_22270intergenic_regionPp3c15_22240-Pp3c15_22270NA NA n.14456549G>TNA NA NA NA NA
Chr15 14618829 TATATA T Chr15_14618829_TATATA_TTATATA_T INDEL 22333.59 25 11 22 29 17 23 22 23 25 31 16 24 11 22 25 11 22 29 17 23 22 23 25 31 16 24 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22530Pp3c15_22530transcript PAC:32928696protein_codingNA c.-3738_-3734delATATANA NA NA NA 3416
Chr15 14618829 TATATA T Chr15_14618829_TATATA_TTATATA_T INDEL 22333.59 25 11 22 29 17 23 22 23 25 31 16 24 11 22 25 11 22 29 17 23 22 23 25 31 16 24 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22530Pp3c15_22530transcript PAC:32928698protein_codingNA c.-3719_-3715delATATANA NA NA NA 3416
Chr15 14618829 TATATA T Chr15_14618829_TATATA_TTATATA_T INDEL 22333.59 25 11 22 29 17 23 22 23 25 31 16 24 11 22 25 11 22 29 17 23 22 23 25 31 16 24 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22530Pp3c15_22530transcript PAC:32928699protein_codingNA c.-4577_-4573delATATANA NA NA NA 3416
Chr15 14618829 TATATA T Chr15_14618829_TATATA_TTATATA_T INDEL 22333.59 25 11 22 29 17 23 22 23 25 31 16 24 11 22 25 11 22 29 17 23 22 23 25 31 16 24 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22530Pp3c15_22530transcript PAC:32928697protein_codingNA c.-3719_-3715delATATANA NA NA NA 3459
Chr15 14618829 TATATA T Chr15_14618829_TATATA_TTATATA_T INDEL 22333.59 25 11 22 29 17 23 22 23 25 31 16 24 11 22 25 11 22 29 17 23 22 23 25 31 16 24 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22510Pp3c15_22510transcript PAC:32929322protein_codingNA c.*4071_*4075delATATANA NA NA NA 3451
Chr15 14618829 TATATA T Chr15_14618829_TATATA_TTATATA_T INDEL 22333.59 25 11 22 29 17 23 22 23 25 31 16 24 11 22 25 11 22 29 17 23 22 23 25 31 16 24 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22510Pp3c15_22510transcript PAC:32929323protein_codingNA c.*4071_*4075delATATANA NA NA NA 3571
Chr15 14618829 TATATA T Chr15_14618829_TATATA_TTATATA_T INDEL 22333.59 25 11 22 29 17 23 22 23 25 31 16 24 11 22 25 11 22 29 17 23 22 23 25 31 16 24 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_22510-Pp3c15_22530Pp3c15_22510-Pp3c15_22530intergenic_regionPp3c15_22510-Pp3c15_22530NA NA n.14618830_14618834delATATANA NA NA NA NA
Chr15 14680808 C CCG Chr15_14680808_C_CCGC_CCG INDEL 13581.59 25 5 11 17 13 16 19 17 11 12 6 9 6 6 25 5 11 17 13 16 19 17 11 12 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variantLOW Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*169_*170insCGNA NA NA NA NA
Chr15 14680808 C CCG Chr15_14680808_C_CCGC_CCG INDEL 13581.59 25 5 11 17 13 16 19 17 11 12 6 9 6 6 25 5 11 17 13 16 19 17 11 12 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*169_*170insCGNA NA NA NA 169
Chr15 14680808 C CCG Chr15_14680808_C_CCGC_CCG INDEL 13581.59 25 5 11 17 13 16 19 17 11 12 6 9 6 6 25 5 11 17 13 16 19 17 11 12 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4698_-4697insCGNA NA NA NA 3903
Chr15 14680808 C CCG Chr15_14680808_C_CCGC_CCG INDEL 13581.59 25 5 11 17 13 16 19 17 11 12 6 9 6 6 25 5 11 17 13 16 19 17 11 12 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4617_-4616insCGNA NA NA NA 4254
Chr15 14680808 C CCG Chr15_14680808_C_CCGC_CCG INDEL 13581.59 25 5 11 17 13 16 19 17 11 12 6 9 6 6 25 5 11 17 13 16 19 17 11 12 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4698_-4697insCGNA NA NA NA 3878
Chr15 14680808 C CCG Chr15_14680808_C_CCGC_CCG INDEL 13581.59 25 5 11 17 13 16 19 17 11 12 6 9 6 6 25 5 11 17 13 16 19 17 11 12 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*1971_*1972insCGNA NA NA NA 1779
Chr15 14680808 C CCG Chr15_14680808_C_CCGC_CCG INDEL 13581.59 25 5 11 17 13 16 19 17 11 12 6 9 6 6 25 5 11 17 13 16 19 17 11 12 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2229_*2230insCGNA NA NA NA 1765
Chr15 14680808 C CCG Chr15_14680808_C_CCGC_CCG INDEL 13581.59 25 5 11 17 13 16 19 17 11 12 6 9 6 6 25 5 11 17 13 16 19 17 11 12 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*1971_*1972insCGNA NA NA NA 1799
Chr15 14680808 C CCG Chr15_14680808_C_CCGC_CCG INDEL 13581.59 25 5 11 17 13 16 19 17 11 12 6 9 6 6 25 5 11 17 13 16 19 17 11 12 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_codingNA c.*169_*170insCGNA NA NA NA 12
Chr15 14680808 C CCG Chr15_14680808_C_CCGC_CCG INDEL 13581.59 25 5 11 17 13 16 19 17 11 12 6 9 6 6 25 5 11 17 13 16 19 17 11 12 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2229_*2230insCGNA NA NA NA 1746
Chr15 14680808 C CCG Chr15_14680808_C_CCGC_CCG INDEL 13581.59 25 5 11 17 13 16 19 17 11 12 6 9 6 6 25 5 11 17 13 16 19 17 11 12 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2229_*2230insCGNA NA NA NA 1746
Chr15 14680810 C A Chr15_14680810_C_AC_A SNP 13774.63 25 5 11 17 12 16 19 17 12 11 6 9 6 6 25 5 11 17 12 16 19 17 12 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*168G>T NA NA NA NA 168
Chr15 14680810 C A Chr15_14680810_C_AC_A SNP 13774.63 25 5 11 17 12 16 19 17 12 11 6 9 6 6 25 5 11 17 12 16 19 17 12 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4699G>T NA NA NA NA 3904
Chr15 14680810 C A Chr15_14680810_C_AC_A SNP 13774.63 25 5 11 17 12 16 19 17 12 11 6 9 6 6 25 5 11 17 12 16 19 17 12 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4615C>A NA NA NA NA 4253
Chr15 14680810 C A Chr15_14680810_C_AC_A SNP 13774.63 25 5 11 17 12 16 19 17 12 11 6 9 6 6 25 5 11 17 12 16 19 17 12 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4699G>T NA NA NA NA 3879
Chr15 14680810 C A Chr15_14680810_C_AC_A SNP 13774.63 25 5 11 17 12 16 19 17 12 11 6 9 6 6 25 5 11 17 12 16 19 17 12 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*1973C>A NA NA NA NA 1780
Chr15 14680810 C A Chr15_14680810_C_AC_A SNP 13774.63 25 5 11 17 12 16 19 17 12 11 6 9 6 6 25 5 11 17 12 16 19 17 12 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2228G>T NA NA NA NA 1764
Chr15 14680810 C A Chr15_14680810_C_AC_A SNP 13774.63 25 5 11 17 12 16 19 17 12 11 6 9 6 6 25 5 11 17 12 16 19 17 12 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*1973C>A NA NA NA NA 1800
Chr15 14680810 C A Chr15_14680810_C_AC_A SNP 13774.63 25 5 11 17 12 16 19 17 12 11 6 9 6 6 25 5 11 17 12 16 19 17 12 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_codingNA c.*168G>T NA NA NA NA 11
Chr15 14680810 C A Chr15_14680810_C_AC_A SNP 13774.63 25 5 11 17 12 16 19 17 12 11 6 9 6 6 25 5 11 17 12 16 19 17 12 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2228G>T NA NA NA NA 1745
Chr15 14680810 C A Chr15_14680810_C_AC_A SNP 13774.63 25 5 11 17 12 16 19 17 12 11 6 9 6 6 25 5 11 17 12 16 19 17 12 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2228G>T NA NA NA NA 1745
Chr15 14680813 T C Chr15_14680813_T_CT_C SNP 13925.63 25 5 10 17 11 15 20 18 11 11 6 9 6 6 25 5 10 17 11 15 20 18 11 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*165A>G NA NA NA NA 165
Chr15 14680813 T C Chr15_14680813_T_CT_C SNP 13925.63 25 5 10 17 11 15 20 18 11 11 6 9 6 6 25 5 10 17 11 15 20 18 11 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4702A>G NA NA NA NA 3907
Chr15 14680813 T C Chr15_14680813_T_CT_C SNP 13925.63 25 5 10 17 11 15 20 18 11 11 6 9 6 6 25 5 10 17 11 15 20 18 11 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4612T>C NA NA NA NA 4250
Chr15 14680813 T C Chr15_14680813_T_CT_C SNP 13925.63 25 5 10 17 11 15 20 18 11 11 6 9 6 6 25 5 10 17 11 15 20 18 11 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4702A>G NA NA NA NA 3882
Chr15 14680813 T C Chr15_14680813_T_CT_C SNP 13925.63 25 5 10 17 11 15 20 18 11 11 6 9 6 6 25 5 10 17 11 15 20 18 11 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*1976T>C NA NA NA NA 1783
Chr15 14680813 T C Chr15_14680813_T_CT_C SNP 13925.63 25 5 10 17 11 15 20 18 11 11 6 9 6 6 25 5 10 17 11 15 20 18 11 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2225A>G NA NA NA NA 1761
Chr15 14680813 T C Chr15_14680813_T_CT_C SNP 13925.63 25 5 10 17 11 15 20 18 11 11 6 9 6 6 25 5 10 17 11 15 20 18 11 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*1976T>C NA NA NA NA 1803
Chr15 14680813 T C Chr15_14680813_T_CT_C SNP 13925.63 25 5 10 17 11 15 20 18 11 11 6 9 6 6 25 5 10 17 11 15 20 18 11 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_codingNA c.*165A>G NA NA NA NA 8
Chr15 14680813 T C Chr15_14680813_T_CT_C SNP 13925.63 25 5 10 17 11 15 20 18 11 11 6 9 6 6 25 5 10 17 11 15 20 18 11 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2225A>G NA NA NA NA 1742
Chr15 14680813 T C Chr15_14680813_T_CT_C SNP 13925.63 25 5 10 17 11 15 20 18 11 11 6 9 6 6 25 5 10 17 11 15 20 18 11 11 6 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2225A>G NA NA NA NA 1742
Chr15 14680815 T G Chr15_14680815_T_GT_G SNP 13835.63 24 5 10 17 11 15 22 18 11 9 5 10 6 6 24 5 10 17 11 15 22 18 11 9 5 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*163A>C NA NA NA NA 163
Chr15 14680815 T G Chr15_14680815_T_GT_G SNP 13835.63 24 5 10 17 11 15 22 18 11 9 5 10 6 6 24 5 10 17 11 15 22 18 11 9 5 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4704A>C NA NA NA NA 3909
Chr15 14680815 T G Chr15_14680815_T_GT_G SNP 13835.63 24 5 10 17 11 15 22 18 11 9 5 10 6 6 24 5 10 17 11 15 22 18 11 9 5 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4610T>G NA NA NA NA 4248
Chr15 14680815 T G Chr15_14680815_T_GT_G SNP 13835.63 24 5 10 17 11 15 22 18 11 9 5 10 6 6 24 5 10 17 11 15 22 18 11 9 5 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4704A>C NA NA NA NA 3884
Chr15 14680815 T G Chr15_14680815_T_GT_G SNP 13835.63 24 5 10 17 11 15 22 18 11 9 5 10 6 6 24 5 10 17 11 15 22 18 11 9 5 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*1978T>G NA NA NA NA 1785
Chr15 14680815 T G Chr15_14680815_T_GT_G SNP 13835.63 24 5 10 17 11 15 22 18 11 9 5 10 6 6 24 5 10 17 11 15 22 18 11 9 5 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2223A>C NA NA NA NA 1759
Chr15 14680815 T G Chr15_14680815_T_GT_G SNP 13835.63 24 5 10 17 11 15 22 18 11 9 5 10 6 6 24 5 10 17 11 15 22 18 11 9 5 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*1978T>G NA NA NA NA 1805
Chr15 14680815 T G Chr15_14680815_T_GT_G SNP 13835.63 24 5 10 17 11 15 22 18 11 9 5 10 6 6 24 5 10 17 11 15 22 18 11 9 5 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_codingNA c.*163A>C NA NA NA NA 6
Chr15 14680815 T G Chr15_14680815_T_GT_G SNP 13835.63 24 5 10 17 11 15 22 18 11 9 5 10 6 6 24 5 10 17 11 15 22 18 11 9 5 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2223A>C NA NA NA NA 1740
Chr15 14680815 T G Chr15_14680815_T_GT_G SNP 13835.63 24 5 10 17 11 15 22 18 11 9 5 10 6 6 24 5 10 17 11 15 22 18 11 9 5 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2223A>C NA NA NA NA 1740
Chr15 14680817 ACG A Chr15_14680817_ACG_AACG_A INDEL 13781.59 23 5 10 18 10 15 22 17 11 8 5 10 5 6 23 5 10 18 10 15 22 17 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*159_*160delCGNA NA NA NA 159
Chr15 14680817 ACG A Chr15_14680817_ACG_AACG_A INDEL 13781.59 23 5 10 18 10 15 22 17 11 8 5 10 5 6 23 5 10 18 10 15 22 17 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4708_-4707delCGNA NA NA NA 3912
Chr15 14680817 ACG A Chr15_14680817_ACG_AACG_A INDEL 13781.59 23 5 10 18 10 15 22 17 11 8 5 10 5 6 23 5 10 18 10 15 22 17 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4607_-4606delCGNA NA NA NA 4245
Chr15 14680817 ACG A Chr15_14680817_ACG_AACG_A INDEL 13781.59 23 5 10 18 10 15 22 17 11 8 5 10 5 6 23 5 10 18 10 15 22 17 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4708_-4707delCGNA NA NA NA 3887
Chr15 14680817 ACG A Chr15_14680817_ACG_AACG_A INDEL 13781.59 23 5 10 18 10 15 22 17 11 8 5 10 5 6 23 5 10 18 10 15 22 17 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*1981_*1982delCGNA NA NA NA 1788
Chr15 14680817 ACG A Chr15_14680817_ACG_AACG_A INDEL 13781.59 23 5 10 18 10 15 22 17 11 8 5 10 5 6 23 5 10 18 10 15 22 17 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2219_*2220delCGNA NA NA NA 1756
Chr15 14680817 ACG A Chr15_14680817_ACG_AACG_A INDEL 13781.59 23 5 10 18 10 15 22 17 11 8 5 10 5 6 23 5 10 18 10 15 22 17 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*1981_*1982delCGNA NA NA NA 1808
Chr15 14680817 ACG A Chr15_14680817_ACG_AACG_A INDEL 13781.59 23 5 10 18 10 15 22 17 11 8 5 10 5 6 23 5 10 18 10 15 22 17 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_codingNA c.*159_*160delCGNA NA NA NA 3
Chr15 14680817 ACG A Chr15_14680817_ACG_AACG_A INDEL 13781.59 23 5 10 18 10 15 22 17 11 8 5 10 5 6 23 5 10 18 10 15 22 17 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2219_*2220delCGNA NA NA NA 1737
Chr15 14680817 ACG A Chr15_14680817_ACG_AACG_A INDEL 13781.59 23 5 10 18 10 15 22 17 11 8 5 10 5 6 23 5 10 18 10 15 22 17 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2219_*2220delCGNA NA NA NA 1737
Chr15 14680820 C A Chr15_14680820_C_AC_A SNP 13340.63 23 5 11 18 10 15 22 16 11 8 5 10 5 6 23 5 11 18 10 15 22 16 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*158G>T NA NA NA NA 158
Chr15 14680820 C A Chr15_14680820_C_AC_A SNP 13340.63 23 5 11 18 10 15 22 16 11 8 5 10 5 6 23 5 11 18 10 15 22 16 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4709G>T NA NA NA NA 3914
Chr15 14680820 C A Chr15_14680820_C_AC_A SNP 13340.63 23 5 11 18 10 15 22 16 11 8 5 10 5 6 23 5 11 18 10 15 22 16 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4605C>A NA NA NA NA 4243
Chr15 14680820 C A Chr15_14680820_C_AC_A SNP 13340.63 23 5 11 18 10 15 22 16 11 8 5 10 5 6 23 5 11 18 10 15 22 16 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4709G>T NA NA NA NA 3889
Chr15 14680820 C A Chr15_14680820_C_AC_A SNP 13340.63 23 5 11 18 10 15 22 16 11 8 5 10 5 6 23 5 11 18 10 15 22 16 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*1983C>A NA NA NA NA 1790
Chr15 14680820 C A Chr15_14680820_C_AC_A SNP 13340.63 23 5 11 18 10 15 22 16 11 8 5 10 5 6 23 5 11 18 10 15 22 16 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2218G>T NA NA NA NA 1754



Chr15 14680820 C A Chr15_14680820_C_AC_A SNP 13340.63 23 5 11 18 10 15 22 16 11 8 5 10 5 6 23 5 11 18 10 15 22 16 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*1983C>A NA NA NA NA 1810
Chr15 14680820 C A Chr15_14680820_C_AC_A SNP 13340.63 23 5 11 18 10 15 22 16 11 8 5 10 5 6 23 5 11 18 10 15 22 16 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_codingNA c.*158G>T NA NA NA NA 1
Chr15 14680820 C A Chr15_14680820_C_AC_A SNP 13340.63 23 5 11 18 10 15 22 16 11 8 5 10 5 6 23 5 11 18 10 15 22 16 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2218G>T NA NA NA NA 1735
Chr15 14680820 C A Chr15_14680820_C_AC_A SNP 13340.63 23 5 11 18 10 15 22 16 11 8 5 10 5 6 23 5 11 18 10 15 22 16 11 8 5 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2218G>T NA NA NA NA 1735
Chr15 14680825 GTCTT G Chr15_14680825_GTCTT_GGTCTT_G INDEL 13376.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*149_*152delAAGANA NA NA NA 149
Chr15 14680825 GTCTT G Chr15_14680825_GTCTT_GGTCTT_G INDEL 13376.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_coding 02-févr c.*149_*152delAAGANA NA NA NA 149
Chr15 14680825 GTCTT G Chr15_14680825_GTCTT_GGTCTT_G INDEL 13376.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4718_-4715delAAGANA NA NA NA 3920
Chr15 14680825 GTCTT G Chr15_14680825_GTCTT_GGTCTT_G INDEL 13376.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4599_-4596delTCTTNA NA NA NA 4237
Chr15 14680825 GTCTT G Chr15_14680825_GTCTT_GGTCTT_G INDEL 13376.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4718_-4715delAAGANA NA NA NA 3895
Chr15 14680825 GTCTT G Chr15_14680825_GTCTT_GGTCTT_G INDEL 13376.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*1989_*1992delTCTTNA NA NA NA 1796
Chr15 14680825 GTCTT G Chr15_14680825_GTCTT_GGTCTT_G INDEL 13376.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2209_*2212delAAGANA NA NA NA 1748
Chr15 14680825 GTCTT G Chr15_14680825_GTCTT_GGTCTT_G INDEL 13376.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*1989_*1992delTCTTNA NA NA NA 1816
Chr15 14680825 GTCTT G Chr15_14680825_GTCTT_GGTCTT_G INDEL 13376.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2209_*2212delAAGANA NA NA NA 1729
Chr15 14680825 GTCTT G Chr15_14680825_GTCTT_GGTCTT_G INDEL 13376.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2209_*2212delAAGANA NA NA NA 1729
Chr15 14680830 GTTATT G Chr15_14680830_GTTATT_GGTTATT_G INDEL 13286.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*143_*147delAATAANA NA NA NA 143
Chr15 14680830 GTTATT G Chr15_14680830_GTTATT_GGTTATT_G INDEL 13286.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_coding 02-févr c.*143_*147delAATAANA NA NA NA 143
Chr15 14680830 GTTATT G Chr15_14680830_GTTATT_GGTTATT_G INDEL 13286.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4724_-4720delAATAANA NA NA NA 3925
Chr15 14680830 GTTATT G Chr15_14680830_GTTATT_GGTTATT_G INDEL 13286.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4594_-4590delTTATTNA NA NA NA 4232
Chr15 14680830 GTTATT G Chr15_14680830_GTTATT_GGTTATT_G INDEL 13286.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4724_-4720delAATAANA NA NA NA 3900
Chr15 14680830 GTTATT G Chr15_14680830_GTTATT_GGTTATT_G INDEL 13286.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*1994_*1998delTTATTNA NA NA NA 1801
Chr15 14680830 GTTATT G Chr15_14680830_GTTATT_GGTTATT_G INDEL 13286.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2203_*2207delAATAANA NA NA NA 1743
Chr15 14680830 GTTATT G Chr15_14680830_GTTATT_GGTTATT_G INDEL 13286.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*1994_*1998delTTATTNA NA NA NA 1821
Chr15 14680830 GTTATT G Chr15_14680830_GTTATT_GGTTATT_G INDEL 13286.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2203_*2207delAATAANA NA NA NA 1724
Chr15 14680830 GTTATT G Chr15_14680830_GTTATT_GGTTATT_G INDEL 13286.59 21 5 11 20 9 16 23 17 12 7 5 10 5 7 21 5 11 20 9 16 23 17 12 7 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2203_*2207delAATAANA NA NA NA 1724
Chr15 14680836 C G Chr15_14680836_C_GC_G SNP 13205.63 21 5 11 19 9 16 23 17 12 9 5 10 5 7 21 5 11 19 9 16 23 17 12 9 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*142G>C NA NA NA NA 142
Chr15 14680836 C G Chr15_14680836_C_GC_G SNP 13205.63 21 5 11 19 9 16 23 17 12 9 5 10 5 7 21 5 11 19 9 16 23 17 12 9 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_coding 02-févr c.*142G>C NA NA NA NA 142
Chr15 14680836 C G Chr15_14680836_C_GC_G SNP 13205.63 21 5 11 19 9 16 23 17 12 9 5 10 5 7 21 5 11 19 9 16 23 17 12 9 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4725G>C NA NA NA NA 3930
Chr15 14680836 C G Chr15_14680836_C_GC_G SNP 13205.63 21 5 11 19 9 16 23 17 12 9 5 10 5 7 21 5 11 19 9 16 23 17 12 9 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4589C>G NA NA NA NA 4227
Chr15 14680836 C G Chr15_14680836_C_GC_G SNP 13205.63 21 5 11 19 9 16 23 17 12 9 5 10 5 7 21 5 11 19 9 16 23 17 12 9 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4725G>C NA NA NA NA 3905
Chr15 14680836 C G Chr15_14680836_C_GC_G SNP 13205.63 21 5 11 19 9 16 23 17 12 9 5 10 5 7 21 5 11 19 9 16 23 17 12 9 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*1999C>G NA NA NA NA 1806
Chr15 14680836 C G Chr15_14680836_C_GC_G SNP 13205.63 21 5 11 19 9 16 23 17 12 9 5 10 5 7 21 5 11 19 9 16 23 17 12 9 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2202G>C NA NA NA NA 1738
Chr15 14680836 C G Chr15_14680836_C_GC_G SNP 13205.63 21 5 11 19 9 16 23 17 12 9 5 10 5 7 21 5 11 19 9 16 23 17 12 9 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*1999C>G NA NA NA NA 1826
Chr15 14680836 C G Chr15_14680836_C_GC_G SNP 13205.63 21 5 11 19 9 16 23 17 12 9 5 10 5 7 21 5 11 19 9 16 23 17 12 9 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2202G>C NA NA NA NA 1719
Chr15 14680836 C G Chr15_14680836_C_GC_G SNP 13205.63 21 5 11 19 9 16 23 17 12 9 5 10 5 7 21 5 11 19 9 16 23 17 12 9 5 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2202G>C NA NA NA NA 1719
Chr15 14680841 A G Chr15_14680841_A_GA_G SNP 13070.63 21 5 11 19 8 15 22 16 12 9 5 10 6 7 21 5 11 19 8 15 22 16 12 9 5 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*137T>C NA NA NA NA 137
Chr15 14680841 A G Chr15_14680841_A_GA_G SNP 13070.63 21 5 11 19 8 15 22 16 12 9 5 10 6 7 21 5 11 19 8 15 22 16 12 9 5 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_coding 02-févr c.*137T>C NA NA NA NA 137
Chr15 14680841 A G Chr15_14680841_A_GA_G SNP 13070.63 21 5 11 19 8 15 22 16 12 9 5 10 6 7 21 5 11 19 8 15 22 16 12 9 5 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4730T>C NA NA NA NA 3935
Chr15 14680841 A G Chr15_14680841_A_GA_G SNP 13070.63 21 5 11 19 8 15 22 16 12 9 5 10 6 7 21 5 11 19 8 15 22 16 12 9 5 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4584A>G NA NA NA NA 4222
Chr15 14680841 A G Chr15_14680841_A_GA_G SNP 13070.63 21 5 11 19 8 15 22 16 12 9 5 10 6 7 21 5 11 19 8 15 22 16 12 9 5 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4730T>C NA NA NA NA 3910
Chr15 14680841 A G Chr15_14680841_A_GA_G SNP 13070.63 21 5 11 19 8 15 22 16 12 9 5 10 6 7 21 5 11 19 8 15 22 16 12 9 5 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*2004A>G NA NA NA NA 1811
Chr15 14680841 A G Chr15_14680841_A_GA_G SNP 13070.63 21 5 11 19 8 15 22 16 12 9 5 10 6 7 21 5 11 19 8 15 22 16 12 9 5 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2197T>C NA NA NA NA 1733
Chr15 14680841 A G Chr15_14680841_A_GA_G SNP 13070.63 21 5 11 19 8 15 22 16 12 9 5 10 6 7 21 5 11 19 8 15 22 16 12 9 5 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*2004A>G NA NA NA NA 1831
Chr15 14680841 A G Chr15_14680841_A_GA_G SNP 13070.63 21 5 11 19 8 15 22 16 12 9 5 10 6 7 21 5 11 19 8 15 22 16 12 9 5 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2197T>C NA NA NA NA 1714
Chr15 14680841 A G Chr15_14680841_A_GA_G SNP 13070.63 21 5 11 19 8 15 22 16 12 9 5 10 6 7 21 5 11 19 8 15 22 16 12 9 5 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2197T>C NA NA NA NA 1714
Chr15 14680854 CCAG C Chr15_14680854_CCAG_CCCAG_C INDEL 11171.59 17 4 10 18 6 12 20 13 11 9 4 8 4 7 17 4 10 18 6 12 20 13 11 9 4 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*121_*123delCTGNA NA NA NA 121
Chr15 14680854 CCAG C Chr15_14680854_CCAG_CCCAG_C INDEL 11171.59 17 4 10 18 6 12 20 13 11 9 4 8 4 7 17 4 10 18 6 12 20 13 11 9 4 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_coding 02-févr c.*121_*123delCTGNA NA NA NA 121
Chr15 14680854 CCAG C Chr15_14680854_CCAG_CCCAG_C INDEL 11171.59 17 4 10 18 6 12 20 13 11 9 4 8 4 7 17 4 10 18 6 12 20 13 11 9 4 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4746_-4744delCTGNA NA NA NA 3949
Chr15 14680854 CCAG C Chr15_14680854_CCAG_CCCAG_C INDEL 11171.59 17 4 10 18 6 12 20 13 11 9 4 8 4 7 17 4 10 18 6 12 20 13 11 9 4 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4570_-4568delCAGNA NA NA NA 4208
Chr15 14680854 CCAG C Chr15_14680854_CCAG_CCCAG_C INDEL 11171.59 17 4 10 18 6 12 20 13 11 9 4 8 4 7 17 4 10 18 6 12 20 13 11 9 4 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4746_-4744delCTGNA NA NA NA 3924
Chr15 14680854 CCAG C Chr15_14680854_CCAG_CCCAG_C INDEL 11171.59 17 4 10 18 6 12 20 13 11 9 4 8 4 7 17 4 10 18 6 12 20 13 11 9 4 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*2018_*2020delCAGNA NA NA NA 1825
Chr15 14680854 CCAG C Chr15_14680854_CCAG_CCCAG_C INDEL 11171.59 17 4 10 18 6 12 20 13 11 9 4 8 4 7 17 4 10 18 6 12 20 13 11 9 4 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2181_*2183delCTGNA NA NA NA 1719
Chr15 14680854 CCAG C Chr15_14680854_CCAG_CCCAG_C INDEL 11171.59 17 4 10 18 6 12 20 13 11 9 4 8 4 7 17 4 10 18 6 12 20 13 11 9 4 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*2018_*2020delCAGNA NA NA NA 1845
Chr15 14680854 CCAG C Chr15_14680854_CCAG_CCCAG_C INDEL 11171.59 17 4 10 18 6 12 20 13 11 9 4 8 4 7 17 4 10 18 6 12 20 13 11 9 4 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2181_*2183delCTGNA NA NA NA 1700
Chr15 14680854 CCAG C Chr15_14680854_CCAG_CCCAG_C INDEL 11171.59 17 4 10 18 6 12 20 13 11 9 4 8 4 7 17 4 10 18 6 12 20 13 11 9 4 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2181_*2183delCTGNA NA NA NA 1700
Chr15 14680861 C CAAAA Chr15_14680861_C_CAAAAC_CAAAA INDEL 11171.59 15 4 10 19 6 12 21 12 11 9 4 9 4 7 15 4 10 19 6 12 21 12 11 9 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*116_*117insTTTTNA NA NA NA 116
Chr15 14680861 C CAAAA Chr15_14680861_C_CAAAAC_CAAAA INDEL 11171.59 15 4 10 19 6 12 21 12 11 9 4 9 4 7 15 4 10 19 6 12 21 12 11 9 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_coding 02-févr c.*116_*117insTTTTNA NA NA NA 116
Chr15 14680861 C CAAAA Chr15_14680861_C_CAAAAC_CAAAA INDEL 11171.59 15 4 10 19 6 12 21 12 11 9 4 9 4 7 15 4 10 19 6 12 21 12 11 9 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4751_-4750insTTTTNA NA NA NA 3956
Chr15 14680861 C CAAAA Chr15_14680861_C_CAAAAC_CAAAA INDEL 11171.59 15 4 10 19 6 12 21 12 11 9 4 9 4 7 15 4 10 19 6 12 21 12 11 9 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4564_-4563insAAAANA NA NA NA 4201
Chr15 14680861 C CAAAA Chr15_14680861_C_CAAAAC_CAAAA INDEL 11171.59 15 4 10 19 6 12 21 12 11 9 4 9 4 7 15 4 10 19 6 12 21 12 11 9 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4751_-4750insTTTTNA NA NA NA 3931
Chr15 14680861 C CAAAA Chr15_14680861_C_CAAAAC_CAAAA INDEL 11171.59 15 4 10 19 6 12 21 12 11 9 4 9 4 7 15 4 10 19 6 12 21 12 11 9 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*2024_*2025insAAAANA NA NA NA 1832
Chr15 14680861 C CAAAA Chr15_14680861_C_CAAAAC_CAAAA INDEL 11171.59 15 4 10 19 6 12 21 12 11 9 4 9 4 7 15 4 10 19 6 12 21 12 11 9 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2176_*2177insTTTTNA NA NA NA 1712
Chr15 14680861 C CAAAA Chr15_14680861_C_CAAAAC_CAAAA INDEL 11171.59 15 4 10 19 6 12 21 12 11 9 4 9 4 7 15 4 10 19 6 12 21 12 11 9 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*2024_*2025insAAAANA NA NA NA 1852
Chr15 14680861 C CAAAA Chr15_14680861_C_CAAAAC_CAAAA INDEL 11171.59 15 4 10 19 6 12 21 12 11 9 4 9 4 7 15 4 10 19 6 12 21 12 11 9 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2176_*2177insTTTTNA NA NA NA 1693
Chr15 14680861 C CAAAA Chr15_14680861_C_CAAAAC_CAAAA INDEL 11171.59 15 4 10 19 6 12 21 12 11 9 4 9 4 7 15 4 10 19 6 12 21 12 11 9 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2176_*2177insTTTTNA NA NA NA 1693
Chr15 14680865 ATGC A Chr15_14680865_ATGC_AATGC_A INDEL 10496.59 14 4 8 19 6 12 19 10 11 11 4 9 4 7 14 4 8 19 6 12 19 10 11 11 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926612protein_coding 02-févr c.*110_*112delGCANA NA NA NA 110
Chr15 14680865 ATGC A Chr15_14680865_ATGC_AATGC_A INDEL 10496.59 14 4 8 19 6 12 19 10 11 11 4 9 4 7 14 4 8 19 6 12 19 10 11 11 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c15_22730Pp3c15_22730transcript PAC:32926613protein_coding 02-févr c.*110_*112delGCANA NA NA NA 110
Chr15 14680865 ATGC A Chr15_14680865_ATGC_AATGC_A INDEL 10496.59 14 4 8 19 6 12 19 10 11 11 4 9 4 7 14 4 8 19 6 12 19 10 11 11 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926583protein_codingNA c.-4757_-4755delGCANA NA NA NA 3960
Chr15 14680865 ATGC A Chr15_14680865_ATGC_AATGC_A INDEL 10496.59 14 4 8 19 6 12 19 10 11 11 4 9 4 7 14 4 8 19 6 12 19 10 11 11 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22755Pp3c15_22755transcript PAC:32926614protein_codingNA c.-4559_-4557delTGCNA NA NA NA 4197
Chr15 14680865 ATGC A Chr15_14680865_ATGC_AATGC_A INDEL 10496.59 14 4 8 19 6 12 19 10 11 11 4 9 4 7 14 4 8 19 6 12 19 10 11 11 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_22710Pp3c15_22710transcript PAC:32926584protein_codingNA c.-4757_-4755delGCANA NA NA NA 3935
Chr15 14680865 ATGC A Chr15_14680865_ATGC_AATGC_A INDEL 10496.59 14 4 8 19 6 12 19 10 11 11 4 9 4 7 14 4 8 19 6 12 19 10 11 11 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927745protein_codingNA c.*2029_*2031delTGCNA NA NA NA 1836
Chr15 14680865 ATGC A Chr15_14680865_ATGC_AATGC_A INDEL 10496.59 14 4 8 19 6 12 19 10 11 11 4 9 4 7 14 4 8 19 6 12 19 10 11 11 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928510protein_codingNA c.*2170_*2172delGCANA NA NA NA 1708
Chr15 14680865 ATGC A Chr15_14680865_ATGC_AATGC_A INDEL 10496.59 14 4 8 19 6 12 19 10 11 11 4 9 4 7 14 4 8 19 6 12 19 10 11 11 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22720Pp3c15_22720transcript PAC:32927746protein_codingNA c.*2029_*2031delTGCNA NA NA NA 1856
Chr15 14680865 ATGC A Chr15_14680865_ATGC_AATGC_A INDEL 10496.59 14 4 8 19 6 12 19 10 11 11 4 9 4 7 14 4 8 19 6 12 19 10 11 11 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928511protein_codingNA c.*2170_*2172delGCANA NA NA NA 1689
Chr15 14680865 ATGC A Chr15_14680865_ATGC_AATGC_A INDEL 10496.59 14 4 8 19 6 12 19 10 11 11 4 9 4 7 14 4 8 19 6 12 19 10 11 11 4 9 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_22740Pp3c15_22740transcript PAC:32928512protein_codingNA c.*2170_*2172delGCANA NA NA NA 1689
Chr15 14873679 G GT Chr15_14873679_G_GTG_GT INDEL 15968.59 48 15 16 32 24 29 26 31 27 24 17 12 8 10 48 15 16 33 24 29 26 31 27 24 17 12 8 10 1 1 1 0.97 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_23110-Pp3c15_23158Pp3c15_23110-Pp3c15_23158intergenic_regionPp3c15_23110-Pp3c15_23158NA NA n.14873679_14873680insTNA NA NA NA NA
Chr15 14993333 C CAT Chr15_14993333_C_CATC_CAT INDEL 3068.24 1 0 0 25 4 18 27 15 0 0 0 1 2 0 27 6 11 27 4 18 27 15 13 7 4 7 8 5 0 0 0 0.926 1 1 1 1 0 0 0 0 0.25 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_23330Pp3c15_23330transcript PAC:32929075protein_codingNA c.-5721_-5720insATNA NA NA NA 4414
Chr15 14993333 C CAT Chr15_14993333_C_CATC_CAT INDEL 3068.24 1 0 0 25 4 18 27 15 0 0 0 1 2 0 27 6 11 27 4 18 27 15 13 7 4 7 8 5 0 0 0 0.926 1 1 1 1 0 0 0 0 0.25 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_23330Pp3c15_23330transcript PAC:32929077protein_codingNA c.-5721_-5720insATNA NA NA NA 4439
Chr15 14993333 C CAT Chr15_14993333_C_CATC_CAT INDEL 3068.24 1 0 0 25 4 18 27 15 0 0 0 1 2 0 27 6 11 27 4 18 27 15 13 7 4 7 8 5 0 0 0 0.926 1 1 1 1 0 0 0 0 0.25 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c15_23330Pp3c15_23330transcript PAC:32929076protein_codingNA c.-5721_-5720insATNA NA NA NA 4512
Chr15 14993333 C CAT Chr15_14993333_C_CATC_CAT INDEL 3068.24 1 0 0 25 4 18 27 15 0 0 0 1 2 0 27 6 11 27 4 18 27 15 13 7 4 7 8 5 0 0 0 0.926 1 1 1 1 0 0 0 0 0.25 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c15_23310Pp3c15_23310transcript PAC:32929573protein_codingNA c.*1710_*1711insATNA NA NA NA 999
Chr15 14993333 C CAT Chr15_14993333_C_CATC_CAT INDEL 3068.24 1 0 0 25 4 18 27 15 0 0 0 1 2 0 27 6 11 27 4 18 27 15 13 7 4 7 8 5 0 0 0 0.926 1 1 1 1 0 0 0 0 0.25 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c15_23320Pp3c15_23320transcript PAC:32927850protein_codingNA c.*954_*955insATNA NA NA NA 954
Chr15 14993333 C CAT Chr15_14993333_C_CATC_CAT INDEL 3068.24 1 0 0 25 4 18 27 15 0 0 0 1 2 0 27 6 11 27 4 18 27 15 13 7 4 7 8 5 0 0 0 0.926 1 1 1 1 0 0 0 0 0.25 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c15_23310Pp3c15_23310transcript PAC:32929575protein_codingNA c.*1710_*1711insATNA NA NA NA 971
Chr15 14993333 C CAT Chr15_14993333_C_CATC_CAT INDEL 3068.24 1 0 0 25 4 18 27 15 0 0 0 1 2 0 27 6 11 27 4 18 27 15 13 7 4 7 8 5 0 0 0 0.926 1 1 1 1 0 0 0 0 0.25 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c15_23310Pp3c15_23310transcript PAC:32929574protein_codingNA c.*1710_*1711insATNA NA NA NA 971
Chr15 14993333 C CAT Chr15_14993333_C_CATC_CAT INDEL 3068.24 1 0 0 25 4 18 27 15 0 0 0 1 2 0 27 6 11 27 4 18 27 15 13 7 4 7 8 5 0 0 0 0.926 1 1 1 1 0 0 0 0 0.25 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c15_23310Pp3c15_23310transcript PAC:32929576protein_codingNA c.*2306_*2307insATNA NA NA NA 971
Chr15 14993333 C CAT Chr15_14993333_C_CATC_CAT INDEL 3068.24 1 0 0 25 4 18 27 15 0 0 0 1 2 0 27 6 11 27 4 18 27 15 13 7 4 7 8 5 0 0 0 0.926 1 1 1 1 0 0 0 0 0.25 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c15_23320Pp3c15_23320transcript PAC:32927851protein_codingNA c.*954_*955insATNA NA NA NA 782
Chr15 14993333 C CAT Chr15_14993333_C_CATC_CAT INDEL 3068.24 1 0 0 25 4 18 27 15 0 0 0 1 2 0 27 6 11 27 4 18 27 15 13 7 4 7 8 5 0 0 0 0.926 1 1 1 1 0 0 0 0 0.25 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c15_23310-Pp3c15_23320Pp3c15_23310-Pp3c15_23320intergenic_regionPp3c15_23310-Pp3c15_23320NA NA n.14993333_14993334insATNA NA NA NA NA
Chr15 15009369 TTA T Chr15_15009369_TTA_TTTA_T INDEL 2023.24 0 0 0 8 12 15 13 15 1 0 0 0 0 0 21 17 9 8 12 15 13 15 10 14 4 6 5 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_23370Pp3c15_23370transcript PAC:32927472protein_codingNA c.-1603_-1602delTANA NA NA NA 1031
Chr15 15009369 TTA T Chr15_15009369_TTA_TTTA_T INDEL 2023.24 0 0 0 8 12 15 13 15 1 0 0 0 0 0 21 17 9 8 12 15 13 15 10 14 4 6 5 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_23370Pp3c15_23370transcript PAC:32927474protein_codingNA c.-2619_-2618delTANA NA NA NA 1033
Chr15 15009369 TTA T Chr15_15009369_TTA_TTTA_T INDEL 2023.24 0 0 0 8 12 15 13 15 1 0 0 0 0 0 21 17 9 8 12 15 13 15 10 14 4 6 5 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_23370Pp3c15_23370transcript PAC:32927475protein_codingNA c.-1603_-1602delTANA NA NA NA 1033
Chr15 15009369 TTA T Chr15_15009369_TTA_TTTA_T INDEL 2023.24 0 0 0 8 12 15 13 15 1 0 0 0 0 0 21 17 9 8 12 15 13 15 10 14 4 6 5 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c15_23370Pp3c15_23370transcript PAC:32927473protein_codingNA c.-1603_-1602delTANA NA NA NA 1236
Chr15 15009369 TTA T Chr15_15009369_TTA_TTTA_T INDEL 2023.24 0 0 0 8 12 15 13 15 1 0 0 0 0 0 21 17 9 8 12 15 13 15 10 14 4 6 5 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c15_23360Pp3c15_23360transcript PAC:32927243protein_codingNA c.*2353_*2354delTANA NA NA NA 2353
Chr15 15009369 TTA T Chr15_15009369_TTA_TTTA_T INDEL 2023.24 0 0 0 8 12 15 13 15 1 0 0 0 0 0 21 17 9 8 12 15 13 15 10 14 4 6 5 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_23360-Pp3c15_23370Pp3c15_23360-Pp3c15_23370intergenic_regionPp3c15_23360-Pp3c15_23370NA NA n.15009370_15009371delTANA NA NA NA NA
Chr15 15043135 A T Chr15_15043135_A_TA_T SNP 8069.63 6 4 5 11 4 17 17 12 7 15 4 9 7 4 6 4 5 11 4 17 17 12 7 15 4 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_23420Pp3c15_23420transcript PAC:32928135protein_codingNA c.-1414A>T NA NA NA NA 1414
Chr15 15043135 A T Chr15_15043135_A_TA_T SNP 8069.63 6 4 5 11 4 17 17 12 7 15 4 9 7 4 6 4 5 11 4 17 17 12 7 15 4 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_23420Pp3c15_23420transcript PAC:32928136protein_codingNA c.-1414A>T NA NA NA NA 881
Chr15 15043135 A T Chr15_15043135_A_TA_T SNP 8069.63 6 4 5 11 4 17 17 12 7 15 4 9 7 4 6 4 5 11 4 17 17 12 7 15 4 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_23410Pp3c15_23410transcript PAC:32928680protein_codingNA c.*5286A>T NA NA NA NA 4766
Chr15 15043135 A T Chr15_15043135_A_TA_T SNP 8069.63 6 4 5 11 4 17 17 12 7 15 4 9 7 4 6 4 5 11 4 17 17 12 7 15 4 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_23410Pp3c15_23410transcript PAC:32928681protein_codingNA c.*5286A>T NA NA NA NA 4723
Chr15 15043135 A T Chr15_15043135_A_TA_T SNP 8069.63 6 4 5 11 4 17 17 12 7 15 4 9 7 4 6 4 5 11 4 17 17 12 7 15 4 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_23410-Pp3c15_23420Pp3c15_23410-Pp3c15_23420intergenic_regionPp3c15_23410-Pp3c15_23420NA NA n.15043135A>TNA NA NA NA NA
Chr15 15051876 A AAT Chr15_15051876_A_AATA_AAT INDEL 1436.35 16 13 12 0 0 0 0 0 0 0 0 0 0 0 16 13 12 18 18 20 21 20 15 25 15 15 5 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c15_23420-Pp3c15_23430Pp3c15_23420-Pp3c15_23430intergenic_regionPp3c15_23420-Pp3c15_23430NA NA n.15051876_15051877insATNA NA NA NA NA
Chr15 15098521 C CAT Chr15_15098521_C_CATC_CAT INDEL 2369.93 0 0 1 0 0 0 0 0 14 12 6 13 10 11 18 11 9 26 10 20 20 21 15 12 6 13 11 12 0 0 0 0 0 0 0 0 0.933 1 1 1 0.909 0.917 0 7 7 0 7 0 0 3_prime_UTR_variantMODIFIER Pp3c15_23490Pp3c15_23490transcript PAC:32926555protein_coding 02-févr c.*1473_*1474dupATNA NA NA NA 1788
Chr15 15098521 C CAT Chr15_15098521_C_CATC_CAT INDEL 2369.93 0 0 1 0 0 0 0 0 14 12 6 13 10 11 18 11 9 26 10 20 20 21 15 12 6 13 11 12 0 0 0 0 0 0 0 0 0.933 1 1 1 0.909 0.917 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_23510Pp3c15_23510transcript PAC:32927785protein_codingNA c.-5196_-5195insATNA NA NA NA 4580
Chr15 15098521 C CAT Chr15_15098521_C_CATC_CAT INDEL 2369.93 0 0 1 0 0 0 0 0 14 12 6 13 10 11 18 11 9 26 10 20 20 21 15 12 6 13 11 12 0 0 0 0 0 0 0 0 0.933 1 1 1 0.909 0.917 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_23510Pp3c15_23510transcript PAC:32927786protein_codingNA c.-5196_-5195insATNA NA NA NA 4580
Chr15 15098521 C CAT Chr15_15098521_C_CATC_CAT INDEL 2369.93 0 0 1 0 0 0 0 0 14 12 6 13 10 11 18 11 9 26 10 20 20 21 15 12 6 13 11 12 0 0 0 0 0 0 0 0 0.933 1 1 1 0.909 0.917 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c15_23510Pp3c15_23510transcript PAC:32927787protein_codingNA c.-5196_-5195insATNA NA NA NA 4649
Chr15 15098521 C CAT Chr15_15098521_C_CATC_CAT INDEL 2369.93 0 0 1 0 0 0 0 0 14 12 6 13 10 11 18 11 9 26 10 20 20 21 15 12 6 13 11 12 0 0 0 0 0 0 0 0 0.933 1 1 1 0.909 0.917 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c15_23490Pp3c15_23490transcript PAC:32926556protein_codingNA c.*1787_*1788dupATNA NA NA NA 24
Chr15 15172899 A AAT Chr15_15172899_A_AATA_AAT INDEL 3065.24 0 0 0 18 17 27 23 10 0 0 1 0 0 0 14 7 9 18 17 27 24 10 11 13 5 13 7 4 0 0 0 1 1 1 0.958 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_23650-Pp3c15_23690Pp3c15_23650-Pp3c15_23690intergenic_regionPp3c15_23650-Pp3c15_23690NA NA n.15172899_15172900insATNA NA NA NA NA
Chr15 15300730 T A Chr15_15300730_T_AT_A SNP 18166.63 22 17 15 24 22 35 18 19 30 27 18 6 18 6 22 17 15 24 22 35 18 19 30 27 18 6 18 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_23860-Pp3c15_23870Pp3c15_23860-Pp3c15_23870intergenic_regionPp3c15_23860-Pp3c15_23870NA NA n.15300730T>ANA NA NA NA NA
Chr15 15300816 TA T Chr15_15300816_TA_TTA_T INDEL 20933.59 21 24 19 21 18 27 23 16 33 20 18 9 10 7 21 24 19 21 18 27 23 16 33 20 18 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_23860-Pp3c15_23870Pp3c15_23860-Pp3c15_23870intergenic_regionPp3c15_23860-Pp3c15_23870NA NA n.15300817delANA NA NA NA NA
Chr15 15300822 C CA Chr15_15300822_C_CAC_CA INDEL 21426.59 26 25 19 21 19 26 22 17 33 22 18 9 10 7 26 25 19 21 19 26 22 17 33 22 18 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_23860-Pp3c15_23870Pp3c15_23860-Pp3c15_23870intergenic_regionPp3c15_23860-Pp3c15_23870NA NA n.15300822_15300823insANA NA NA NA NA
Chr15 15469993 G C Chr15_15469993_G_CG_C SNP 17377.63 19 21 9 17 23 28 34 17 18 19 6 23 7 4 19 21 9 17 23 28 34 17 18 19 6 23 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_24190Pp3c15_24190transcript PAC:32926514protein_coding 06-juin c.2271G>C p.Gln757His 4112/6121 2271/2382 757/793 NA
Chr15 15469993 G C Chr15_15469993_G_CG_C SNP 17377.63 19 21 9 17 23 28 34 17 18 19 6 23 7 4 19 21 9 17 23 28 34 17 18 19 6 23 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_24190Pp3c15_24190transcript PAC:32926515protein_coding 05-juin c.2232G>C p.Gln744His 3867/5139 2232/2343 744/780 NA
Chr15 15469993 G C Chr15_15469993_G_CG_C SNP 17377.63 19 21 9 17 23 28 34 17 18 19 6 23 7 4 19 21 9 17 23 28 34 17 18 19 6 23 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_24190Pp3c15_24190transcript PAC:32926516protein_coding 06-juil c.2139G>C p.Gln713His 3953/5225 2139/2250 713/749 NA
Chr15 15469993 G C Chr15_15469993_G_CG_C SNP 17377.63 19 21 9 17 23 28 34 17 18 19 6 23 7 4 19 21 9 17 23 28 34 17 18 19 6 23 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c15_24190Pp3c15_24190transcript PAC:32926517protein_coding 04-mai c.1650G>C p.Gln550His 2334/3606 1650/1761 550/586 NA
Chr15 15685542 G T Chr15_15685542_G_TG_T SNP 13281.29 32 21 12 0 0 0 0 0 26 24 16 18 11 14 32 21 12 33 23 28 22 27 26 24 16 18 11 14 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c15_24460-Pp3c15_24770Pp3c15_24460-Pp3c15_24770intergenic_regionPp3c15_24460-Pp3c15_24770NA NA n.15685542G>TNA NA NA NA NA
Chr15 15725194 A G Chr15_15725194_A_GA_G SNP 15326.63 19 11 9 22 18 20 34 18 21 23 11 14 9 8 19 11 9 22 18 20 34 18 21 23 11 14 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_24460-Pp3c15_24770Pp3c15_24460-Pp3c15_24770intergenic_regionPp3c15_24460-Pp3c15_24770NA NA n.15725194A>GNA NA NA NA NA
Chr15 15863403 A T Chr15_15863403_A_TA_T SNP 5682.29 0 0 0 16 16 21 35 27 0 0 0 0 0 0 29 7 15 16 16 21 35 27 19 26 16 19 9 26 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c15_24460-Pp3c15_24770Pp3c15_24460-Pp3c15_24770intergenic_regionPp3c15_24460-Pp3c15_24770NA NA n.15863403A>TNA NA NA NA NA
Chr15 16007553 C CTA Chr15_16007553_C_CTAC_CTA INDEL 6389.24 19 14 7 0 0 0 0 0 17 20 7 15 7 9 19 15 7 14 9 25 28 11 17 21 7 15 7 9 1 0.933 1 0 0 0 0 0 1 0.952 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c15_24920Pp3c15_24920transcript PAC:32928035protein_codingNA c.-2800_-2799insTANA NA NA NA 2800
Chr15 16007553 C CTA Chr15_16007553_C_CTAC_CTA INDEL 6389.24 19 14 7 0 0 0 0 0 17 20 7 15 7 9 19 15 7 14 9 25 28 11 17 21 7 15 7 9 1 0.933 1 0 0 0 0 0 1 0.952 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c15_24928Pp3c15_24928transcript PAC:32929048protein_codingNA c.-1916_-1915insTANA NA NA NA 1390
Chr15 16007553 C CTA Chr15_16007553_C_CTAC_CTA INDEL 6389.24 19 14 7 0 0 0 0 0 17 20 7 15 7 9 19 15 7 14 9 25 28 11 17 21 7 15 7 9 1 0.933 1 0 0 0 0 0 1 0.952 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c15_24928-Pp3c15_24980Pp3c15_24928-Pp3c15_24980intergenic_regionPp3c15_24928-Pp3c15_24980NA NA n.16007553_16007554insTANA NA NA NA NA
Chr15 16018638 G GAT Chr15_16018638_G_GATG_GAT INDEL 62.37 0 0 5 1 0 0 1 0 1 0 1 0 0 0 24 12 6 15 7 23 19 11 14 16 11 11 4 5 0 0 0.833 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c15_24928-Pp3c15_24980Pp3c15_24928-Pp3c15_24980intergenic_regionPp3c15_24928-Pp3c15_24980NA NA n.16018638_16018639insATNA NA NA NA NA
Chr15 16150061 A AAT Chr15_16150061_A_AATA_AAT INDEL 1013.35 20 10 9 1 0 1 0 0 1 0 0 0 2 1 21 10 9 19 11 17 18 11 12 9 9 10 9 7 0.952 1 1 0 0 0 0 0 0 0 0 0 0.222 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c15_25050-Pp3c15_25070Pp3c15_25050-Pp3c15_25070intergenic_regionPp3c15_25050-Pp3c15_25070NA NA n.16150061_16150062insATNA NA NA NA NA
Chr15 16298840 A G Chr15_16298840_A_GA_G SNP 20674.63 28 11 17 26 19 25 30 24 41 34 30 19 16 13 28 11 17 26 19 25 30 24 41 34 30 19 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_25210Pp3c15_25210transcript PAC:32928443protein_codingNA c.*1830T>C NA NA NA NA 1830
Chr15 16298840 A G Chr15_16298840_A_GA_G SNP 20674.63 28 11 17 26 19 25 30 24 41 34 30 19 16 13 28 11 17 26 19 25 30 24 41 34 30 19 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c15_25210Pp3c15_25210transcript PAC:32928444protein_codingNA c.*1830T>C NA NA NA NA 1830
Chr15 16298840 A G Chr15_16298840_A_GA_G SNP 20674.63 28 11 17 26 19 25 30 24 41 34 30 19 16 13 28 11 17 26 19 25 30 24 41 34 30 19 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25170-Pp3c15_25210Pp3c15_25170-Pp3c15_25210intergenic_regionPp3c15_25170-Pp3c15_25210NA NA n.16298840A>GNA NA NA NA NA
Chr15 16315512 C T Chr15_16315512_C_TC_T SNP 16195.63 34 18 19 22 23 37 29 25 17 22 13 15 9 9 34 18 23 23 24 38 31 25 19 22 13 15 10 9 1 1 0.826 0.957 0.958 0.974 0.935 1 0.895 1 1 1 0.9 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25230-Pp3c15_25340Pp3c15_25230-Pp3c15_25340intergenic_regionPp3c15_25230-Pp3c15_25340NA NA n.16315512C>TNA NA NA NA NA
Chr15 16365987 C T Chr15_16365987_C_TC_T SNP 24076.63 48 35 31 33 28 44 57 39 14 37 13 18 12 9 48 35 31 33 28 44 57 39 14 37 13 18 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25230-Pp3c15_25340Pp3c15_25230-Pp3c15_25340intergenic_regionPp3c15_25230-Pp3c15_25340NA NA n.16365987C>TNA NA NA NA NA
Chr15 16366124 C G Chr15_16366124_C_GC_G SNP 34902.63 62 28 28 39 29 39 63 46 54 51 30 39 21 24 62 28 28 39 29 39 63 46 54 51 30 39 21 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25230-Pp3c15_25340Pp3c15_25230-Pp3c15_25340intergenic_regionPp3c15_25230-Pp3c15_25340NA NA n.16366124C>GNA NA NA NA NA
Chr15 16366230 C T Chr15_16366230_C_TC_T SNP 40903.63 58 33 35 57 40 46 54 49 61 53 33 54 34 19 58 33 35 57 40 46 54 49 61 53 33 54 34 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25230-Pp3c15_25340Pp3c15_25230-Pp3c15_25340intergenic_regionPp3c15_25230-Pp3c15_25340NA NA n.16366230C>TNA NA NA NA NA
Chr15 16367021 C T Chr15_16367021_C_TC_T SNP 14332.63 17 16 16 13 19 13 22 14 19 17 14 21 13 10 17 16 16 13 19 13 22 14 19 18 15 22 14 10 1 1 1 1 1 1 1 1 1 0.944 0.933 0.955 0.929 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25230-Pp3c15_25340Pp3c15_25230-Pp3c15_25340intergenic_regionPp3c15_25230-Pp3c15_25340NA NA n.16367021C>TNA NA NA NA NA
Chr15 16367041 C T Chr15_16367041_C_TC_T SNP 11881.63 14 15 13 11 12 12 23 13 16 12 13 14 10 8 14 15 13 11 12 12 23 13 17 13 15 15 11 8 1 1 1 1 1 1 1 1 0.941 0.923 0.867 0.933 0.909 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25230-Pp3c15_25340Pp3c15_25230-Pp3c15_25340intergenic_regionPp3c15_25230-Pp3c15_25340NA NA n.16367041C>TNA NA NA NA NA
Chr15 16523096 C T Chr15_16523096_C_TC_T SNP 2472.39 32 15 14 0 0 0 0 0 0 0 0 0 0 0 32 15 14 23 12 29 20 23 29 22 27 12 19 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c15_25430-Pp3c15_25560Pp3c15_25430-Pp3c15_25560intergenic_regionPp3c15_25430-Pp3c15_25560NA NA n.16523096C>TNA NA NA NA NA
Chr15 16816515 T A Chr15_16816515_T_AT_A SNP 7455.63 10 6 5 9 7 9 10 5 10 12 11 9 5 8 10 6 5 9 7 9 10 5 10 12 11 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25780-Pp3c15_25810Pp3c15_25780-Pp3c15_25810intergenic_regionPp3c15_25780-Pp3c15_25810NA NA n.16816515T>ANA NA NA NA NA
Chr15 16816522 T A Chr15_16816522_T_AT_A SNP 7130.63 10 4 5 8 6 7 8 5 8 8 8 8 5 7 10 4 5 8 6 7 8 5 8 8 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25780-Pp3c15_25810Pp3c15_25780-Pp3c15_25810intergenic_regionPp3c15_25780-Pp3c15_25810NA NA n.16816522T>ANA NA NA NA NA
Chr15 16816585 C T Chr15_16816585_C_TC_T SNP 7256.63 12 7 7 14 7 7 9 6 9 12 4 6 9 5 12 7 7 14 7 7 9 6 10 12 4 6 9 5 1 1 1 1 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25780-Pp3c15_25810Pp3c15_25780-Pp3c15_25810intergenic_regionPp3c15_25780-Pp3c15_25810NA NA n.16816585C>TNA NA NA NA NA
Chr15 16923372 C T Chr15_16923372_C_TC_T SNP 18396.63 32 13 14 35 14 23 32 17 17 18 22 9 10 8 32 13 14 35 14 23 32 17 17 18 22 9 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c15_25890Pp3c15_25890transcript PAC:32928522protein_codingNA c.-4991G>A NA NA NA NA 4991
Chr15 16923372 C T Chr15_16923372_C_TC_T SNP 18396.63 32 13 14 35 14 23 32 17 17 18 22 9 10 8 32 13 14 35 14 23 32 17 17 18 22 9 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25890-Pp3c15_25940Pp3c15_25890-Pp3c15_25940intergenic_regionPp3c15_25890-Pp3c15_25940NA NA n.16923372C>TNA NA NA NA NA
Chr15 16977144 C A Chr15_16977144_C_AC_A SNP 16780.63 23 15 10 25 30 27 17 16 20 21 14 7 11 11 23 15 10 25 30 27 17 16 20 21 14 7 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c15_25940-Pp3c15_25980Pp3c15_25940-Pp3c15_25980intergenic_regionPp3c15_25940-Pp3c15_25980NA NA n.16977144C>ANA NA NA NA NA
Chr16 1532 T TTA Chr16_1532_T_TTAT_TTA INDEL 10546.59 30 17 13 19 10 20 12 29 14 5 22 9 9 4 30 17 13 19 10 21 12 29 14 5 23 9 9 4 1 1 1 1 1 0.952 1 1 1 1 0.957 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c16_10CHR_START-Pp3c16_10intergenic_regionCHR_START-Pp3c16_10NA NA n.1532_1533insTANA NA NA NA NA
Chr16 6088 CTATA CTA Chr16_6088_CTATA_CTACTATA_CTA INDEL 7411.59 11 11 6 8 16 20 7 16 6 13 12 13 4 6 12 11 7 8 16 20 8 17 7 14 13 13 4 6 0.917 1 0.857 1 1 1 0.875 0.941 0.857 0.929 0.923 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c16_10CHR_START-Pp3c16_10intergenic_regionCHR_START-Pp3c16_10NA NA n.6091_6092delTANA NA NA NA NA
Chr16 46555 C T Chr16_46555_C_TC_T SNP 21333.63 22 26 15 24 18 22 33 27 31 20 16 20 10 10 22 26 15 24 18 22 33 27 31 20 16 20 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_50-Pp3c16_70Pp3c16_50-Pp3c16_70intergenic_regionPp3c16_50-Pp3c16_70NA NA n.46555C>T NA NA NA NA NA
Chr16 46558 A C Chr16_46558_A_CA_C SNP 21311.63 23 26 16 24 19 20 34 28 31 21 16 18 10 10 23 26 16 24 19 20 34 28 31 21 16 18 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_50-Pp3c16_70Pp3c16_50-Pp3c16_70intergenic_regionPp3c16_50-Pp3c16_70NA NA n.46558A>C NA NA NA NA NA
Chr16 181719 G GTA Chr16_181719_G_GTAG_GTA INDEL 86.37 0 0 0 0 0 0 0 0 0 1 0 4 0 0 22 11 13 18 14 18 14 18 14 9 7 4 5 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c16_360 Pp3c16_360 transcript PAC:32984821protein_codingNA c.-1738_-1737insTANA NA NA NA 1061
Chr16 181719 G GTA Chr16_181719_G_GTAG_GTA INDEL 86.37 0 0 0 0 0 0 0 0 0 1 0 4 0 0 22 11 13 18 14 18 14 18 14 9 7 4 5 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c16_360 Pp3c16_360 transcript PAC:32984825protein_codingNA c.-1738_-1737insTANA NA NA NA 1011
Chr16 181719 G GTA Chr16_181719_G_GTAG_GTA INDEL 86.37 0 0 0 0 0 0 0 0 0 1 0 4 0 0 22 11 13 18 14 18 14 18 14 9 7 4 5 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c16_360 Pp3c16_360 transcript PAC:32984824protein_codingNA c.-1738_-1737insTANA NA NA NA 991
Chr16 181719 G GTA Chr16_181719_G_GTAG_GTA INDEL 86.37 0 0 0 0 0 0 0 0 0 1 0 4 0 0 22 11 13 18 14 18 14 18 14 9 7 4 5 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c16_360 Pp3c16_360 transcript PAC:32984823protein_codingNA c.-1738_-1737insTANA NA NA NA 991
Chr16 181719 G GTA Chr16_181719_G_GTAG_GTA INDEL 86.37 0 0 0 0 0 0 0 0 0 1 0 4 0 0 22 11 13 18 14 18 14 18 14 9 7 4 5 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c16_360 Pp3c16_360 transcript PAC:32984822protein_codingNA c.-1738_-1737insTANA NA NA NA 1061
Chr16 181719 G GTA Chr16_181719_G_GTAG_GTA INDEL 86.37 0 0 0 0 0 0 0 0 0 1 0 4 0 0 22 11 13 18 14 18 14 18 14 9 7 4 5 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c16_360-Pp3c16_410Pp3c16_360-Pp3c16_410intergenic_regionPp3c16_360-Pp3c16_410NA NA n.181719_181720insTANA NA NA NA NA
Chr16 371979 G GAT Chr16_371979_G_GATG_GAT INDEL 1853.93 0 0 0 1 0 0 0 1 15 12 11 8 4 6 23 17 5 15 7 24 20 20 16 12 11 8 4 7 0 0 0 0 0 0 0 0 0.938 1 1 1 1 0.857 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c16_590 Pp3c16_590 transcript PAC:32985806protein_codingNA c.-1806_-1805insATNA NA NA NA 1424
Chr16 371979 G GAT Chr16_371979_G_GATG_GAT INDEL 1853.93 0 0 0 1 0 0 0 1 15 12 11 8 4 6 23 17 5 15 7 24 20 20 16 12 11 8 4 7 0 0 0 0 0 0 0 0 0.938 1 1 1 1 0.857 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c16_590 Pp3c16_590 transcript PAC:32985807protein_codingNA c.-1806_-1805insATNA NA NA NA 1521
Chr16 371979 G GAT Chr16_371979_G_GATG_GAT INDEL 1853.93 0 0 0 1 0 0 0 1 15 12 11 8 4 6 23 17 5 15 7 24 20 20 16 12 11 8 4 7 0 0 0 0 0 0 0 0 0.938 1 1 1 1 0.857 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c16_570-Pp3c16_590Pp3c16_570-Pp3c16_590intergenic_regionPp3c16_570-Pp3c16_590NA NA n.371979_371980insATNA NA NA NA NA
Chr16 426272 A G Chr16_426272_A_GA_G SNP 20877.63 23 8 19 27 23 31 19 25 22 25 15 11 12 7 23 8 19 27 23 31 19 25 22 25 15 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984073protein_coding 02-sept c.316+110A>GNA NA NA NA NA
Chr16 426272 A G Chr16_426272_A_GA_G SNP 20877.63 23 8 19 27 23 31 19 25 22 25 15 11 12 7 23 8 19 27 23 31 19 25 22 25 15 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984074protein_coding 02-sept c.316+110A>GNA NA NA NA NA
Chr16 426272 A G Chr16_426272_A_GA_G SNP 20877.63 23 8 19 27 23 31 19 25 22 25 15 11 12 7 23 8 19 27 23 31 19 25 22 25 15 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984075protein_coding 02-sept c.115+110A>GNA NA NA NA NA
Chr16 426273 A ATTGATTT Chr16_426273_A_ATTGATTTA_ATTGATTTINDEL 21048.59 24 8 18 27 23 30 18 24 23 24 14 12 12 7 24 8 18 27 23 30 18 24 23 24 14 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984073protein_coding 02-sept c.316+111_316+112insTTGATTTNA NA NA NA NA
Chr16 426273 A ATTGATTT Chr16_426273_A_ATTGATTTA_ATTGATTTINDEL 21048.59 24 8 18 27 23 30 18 24 23 24 14 12 12 7 24 8 18 27 23 30 18 24 23 24 14 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984074protein_coding 02-sept c.316+111_316+112insTTGATTTNA NA NA NA NA
Chr16 426273 A ATTGATTT Chr16_426273_A_ATTGATTTA_ATTGATTTINDEL 21048.59 24 8 18 27 23 30 18 24 23 24 14 12 12 7 24 8 18 27 23 30 18 24 23 24 14 12 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984075protein_coding 02-sept c.115+111_115+112insTTGATTTNA NA NA NA NA
Chr16 426277 T G Chr16_426277_T_GT_G SNP 20135.63 20 9 18 26 24 30 19 24 23 23 14 12 14 6 20 9 18 26 24 30 19 24 23 23 14 12 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984073protein_coding 02-sept c.316+115T>GNA NA NA NA NA
Chr16 426277 T G Chr16_426277_T_GT_G SNP 20135.63 20 9 18 26 24 30 19 24 23 23 14 12 14 6 20 9 18 26 24 30 19 24 23 23 14 12 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984074protein_coding 02-sept c.316+115T>GNA NA NA NA NA
Chr16 426277 T G Chr16_426277_T_GT_G SNP 20135.63 20 9 18 26 24 30 19 24 23 23 14 12 14 6 20 9 18 26 24 30 19 24 23 23 14 12 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984075protein_coding 02-sept c.115+115T>GNA NA NA NA NA
Chr16 426280 AATTCCACGTA Chr16_426280_AATTCCACGT_AAATTCCACGT_AINDEL 19991.59 19 10 18 25 23 32 19 23 23 22 12 12 14 6 19 10 18 25 23 32 19 23 23 22 12 12 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984073protein_coding 02-sept c.316+119_316+127delATTCCACGTNA NA NA NA NA
Chr16 426280 AATTCCACGTA Chr16_426280_AATTCCACGT_AAATTCCACGT_AINDEL 19991.59 19 10 18 25 23 32 19 23 23 22 12 12 14 6 19 10 18 25 23 32 19 23 23 22 12 12 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984074protein_coding 02-sept c.316+119_316+127delATTCCACGTNA NA NA NA NA
Chr16 426280 AATTCCACGTA Chr16_426280_AATTCCACGT_AAATTCCACGT_AINDEL 19991.59 19 10 18 25 23 32 19 23 23 22 12 12 14 6 19 10 18 25 23 32 19 23 23 22 12 12 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984075protein_coding 02-sept c.115+119_115+127delATTCCACGTNA NA NA NA NA
Chr16 426293 C G Chr16_426293_C_GC_G SNP 19955.63 19 9 19 26 24 33 19 23 22 24 13 12 16 6 19 9 19 26 24 33 19 23 22 24 13 12 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984073protein_coding 02-sept c.316+131C>GNA NA NA NA NA
Chr16 426293 C G Chr16_426293_C_GC_G SNP 19955.63 19 9 19 26 24 33 19 23 22 24 13 12 16 6 19 9 19 26 24 33 19 23 22 24 13 12 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984074protein_coding 02-sept c.316+131C>GNA NA NA NA NA
Chr16 426293 C G Chr16_426293_C_GC_G SNP 19955.63 19 9 19 26 24 33 19 23 22 24 13 12 16 6 19 9 19 26 24 33 19 23 22 24 13 12 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984075protein_coding 02-sept c.115+131C>GNA NA NA NA NA
Chr16 426294 A AG Chr16_426294_A_AGA_AG INDEL 19901.59 19 9 18 26 24 32 19 23 21 24 12 12 16 6 19 9 18 26 24 32 19 23 21 24 12 12 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984073protein_coding 02-sept c.316+132_316+133insGNA NA NA NA NA
Chr16 426294 A AG Chr16_426294_A_AGA_AG INDEL 19901.59 19 9 18 26 24 32 19 23 21 24 12 12 16 6 19 9 18 26 24 32 19 23 21 24 12 12 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984074protein_coding 02-sept c.316+132_316+133insGNA NA NA NA NA
Chr16 426294 A AG Chr16_426294_A_AGA_AG INDEL 19901.59 19 9 18 26 24 32 19 23 21 24 12 12 16 6 19 9 18 26 24 32 19 23 21 24 12 12 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984075protein_coding 02-sept c.115+132_115+133insGNA NA NA NA NA
Chr16 426295 A G Chr16_426295_A_GA_G SNP 20000.63 18 9 18 25 24 30 19 23 22 24 12 12 16 6 18 9 18 25 24 30 19 23 22 24 12 12 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984073protein_coding 02-sept c.316+133A>GNA NA NA NA NA
Chr16 426295 A G Chr16_426295_A_GA_G SNP 20000.63 18 9 18 25 24 30 19 23 22 24 12 12 16 6 18 9 18 25 24 30 19 23 22 24 12 12 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984074protein_coding 02-sept c.316+133A>GNA NA NA NA NA
Chr16 426295 A G Chr16_426295_A_GA_G SNP 20000.63 18 9 18 25 24 30 19 23 22 24 12 12 16 6 18 9 18 25 24 30 19 23 22 24 12 12 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984075protein_coding 02-sept c.115+133A>GNA NA NA NA NA
Chr16 426300 TCGCGGC T Chr16_426300_TCGCGGC_TTCGCGGC_T INDEL 20280.59 18 7 19 25 24 30 17 21 21 25 12 13 16 5 18 7 19 25 24 30 17 21 21 25 12 13 16 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984073protein_coding 02-sept c.316+139_316+144delCGCGGCNA NA NA NA NA
Chr16 426300 TCGCGGC T Chr16_426300_TCGCGGC_TTCGCGGC_T INDEL 20280.59 18 7 19 25 24 30 17 21 21 25 12 13 16 5 18 7 19 25 24 30 17 21 21 25 12 13 16 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984074protein_coding 02-sept c.316+139_316+144delCGCGGCNA NA NA NA NA
Chr16 426300 TCGCGGC T Chr16_426300_TCGCGGC_TTCGCGGC_T INDEL 20280.59 18 7 19 25 24 30 17 21 21 25 12 13 16 5 18 7 19 25 24 30 17 21 21 25 12 13 16 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984075protein_coding 02-sept c.115+139_115+144delCGCGGCNA NA NA NA NA
Chr16 426307 C CTGTTTTT Chr16_426307_C_CTGTTTTTC_CTGTTTTT INDEL 19875.59 19 7 19 25 24 30 18 21 22 25 12 13 17 5 19 7 19 25 24 30 18 21 22 25 12 13 17 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984073protein_coding 02-sept c.316+145_316+146insTGTTTTTNA NA NA NA NA
Chr16 426307 C CTGTTTTT Chr16_426307_C_CTGTTTTTC_CTGTTTTT INDEL 19875.59 19 7 19 25 24 30 18 21 22 25 12 13 17 5 19 7 19 25 24 30 18 21 22 25 12 13 17 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984074protein_coding 02-sept c.316+145_316+146insTGTTTTTNA NA NA NA NA
Chr16 426307 C CTGTTTTT Chr16_426307_C_CTGTTTTTC_CTGTTTTT INDEL 19875.59 19 7 19 25 24 30 18 21 22 25 12 13 17 5 19 7 19 25 24 30 18 21 22 25 12 13 17 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984075protein_coding 02-sept c.115+145_115+146insTGTTTTTNA NA NA NA NA
Chr16 430927 A G Chr16_430927_A_GA_G SNP 18811.63 24 22 8 32 20 27 23 24 17 17 7 26 9 6 24 22 8 32 20 27 23 24 17 17 7 26 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984073protein_coding 10-oct c.*337A>G NA NA NA NA 337
Chr16 430927 A G Chr16_430927_A_GA_G SNP 18811.63 24 22 8 32 20 27 23 24 17 17 7 26 9 6 24 22 8 32 20 27 23 24 17 17 7 26 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984074protein_coding 10-oct c.*337A>G NA NA NA NA 337
Chr16 430927 A G Chr16_430927_A_GA_G SNP 18811.63 24 22 8 32 20 27 23 24 17 17 7 26 9 6 24 22 8 32 20 27 23 24 17 17 7 26 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984075protein_coding 10-oct c.*337A>G NA NA NA NA 337
Chr16 430962 A T Chr16_430962_A_TA_T SNP 17421.63 24 21 10 28 20 25 24 23 16 15 7 26 8 7 24 21 10 28 20 25 24 23 16 15 7 26 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984073protein_coding 10-oct c.*372A>T NA NA NA NA 372
Chr16 430962 A T Chr16_430962_A_TA_T SNP 17421.63 24 21 10 28 20 25 24 23 16 15 7 26 8 7 24 21 10 28 20 25 24 23 16 15 7 26 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984074protein_coding 10-oct c.*372A>T NA NA NA NA 372
Chr16 430962 A T Chr16_430962_A_TA_T SNP 17421.63 24 21 10 28 20 25 24 23 16 15 7 26 8 7 24 21 10 28 20 25 24 23 16 15 7 26 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_680 Pp3c16_680 transcript PAC:32984075protein_coding 10-oct c.*372A>T NA NA NA NA 372
Chr16 437709 C T Chr16_437709_C_TC_T SNP 24067.63 42 9 15 46 19 33 34 37 24 17 24 20 14 7 42 9 15 46 19 33 34 37 24 17 24 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_680-Pp3c16_706Pp3c16_680-Pp3c16_706intergenic_regionPp3c16_680-Pp3c16_706NA NA n.437709C>T NA NA NA NA NA
Chr16 437720 C T Chr16_437720_C_TC_T SNP 23543.63 40 9 16 43 20 29 35 34 25 17 25 16 13 8 40 9 16 43 20 29 35 34 25 17 25 16 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_680-Pp3c16_706Pp3c16_680-Pp3c16_706intergenic_regionPp3c16_680-Pp3c16_706NA NA n.437720C>T NA NA NA NA NA
Chr16 513562 G T Chr16_513562_G_TG_T SNP 6828.63 9 5 4 10 4 8 14 9 7 9 5 5 5 5 9 5 4 10 4 8 14 9 7 9 5 5 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_860-Pp3c16_880Pp3c16_860-Pp3c16_880intergenic_regionPp3c16_860-Pp3c16_880NA NA n.513562G>TNA NA NA NA NA
Chr16 577583 A AAT Chr16_577583_A_AATA_AAT INDEL 810.35 16 6 6 0 0 0 1 1 0 1 0 0 1 0 16 6 6 15 10 13 13 15 23 8 5 9 7 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_940 Pp3c16_940 transcript PAC:32984486protein_codingNA c.*5842_*5843insATNA NA NA NA 2121
Chr16 577583 A AAT Chr16_577583_A_AATA_AAT INDEL 810.35 16 6 6 0 0 0 1 1 0 1 0 0 1 0 16 6 6 15 10 13 13 15 23 8 5 9 7 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_940 Pp3c16_940 transcript PAC:32984489protein_codingNA c.*5842_*5843insATNA NA NA NA 2212
Chr16 577583 A AAT Chr16_577583_A_AATA_AAT INDEL 810.35 16 6 6 0 0 0 1 1 0 1 0 0 1 0 16 6 6 15 10 13 13 15 23 8 5 9 7 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_940 Pp3c16_940 transcript PAC:32984487protein_codingNA c.*5842_*5843insATNA NA NA NA 2972
Chr16 577583 A AAT Chr16_577583_A_AATA_AAT INDEL 810.35 16 6 6 0 0 0 1 1 0 1 0 0 1 0 16 6 6 15 10 13 13 15 23 8 5 9 7 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_940 Pp3c16_940 transcript PAC:32984488protein_codingNA c.*5842_*5843insATNA NA NA NA 4358
Chr16 577583 A AAT Chr16_577583_A_AATA_AAT INDEL 810.35 16 6 6 0 0 0 1 1 0 1 0 0 1 0 16 6 6 15 10 13 13 15 23 8 5 9 7 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c16_920-Pp3c16_940Pp3c16_920-Pp3c16_940intergenic_regionPp3c16_920-Pp3c16_940NA NA n.577583_577584insATNA NA NA NA NA
Chr16 682116 CTA C Chr16_682116_CTA_CCTA_C INDEL 1181.35 17 9 12 1 0 0 0 0 0 0 0 0 0 0 17 9 14 14 18 27 34 25 17 11 12 8 7 11 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_1070Pp3c16_1070transcript PAC:32986154protein_codingNA c.-3429_-3428delTANA NA NA NA 3070
Chr16 682116 CTA C Chr16_682116_CTA_CCTA_C INDEL 1181.35 17 9 12 1 0 0 0 0 0 0 0 0 0 0 17 9 14 14 18 27 34 25 17 11 12 8 7 11 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_1080Pp3c16_1080transcript PAC:32984960protein_codingNA c.-439_-438delTANA NA NA NA 275
Chr16 682116 CTA C Chr16_682116_CTA_CCTA_C INDEL 1181.35 17 9 12 1 0 0 0 0 0 0 0 0 0 0 17 9 14 14 18 27 34 25 17 11 12 8 7 11 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_1070Pp3c16_1070transcript PAC:32986155protein_codingNA c.-3429_-3428delTANA NA NA NA 3066
Chr16 682116 CTA C Chr16_682116_CTA_CCTA_C INDEL 1181.35 17 9 12 1 0 0 0 0 0 0 0 0 0 0 17 9 14 14 18 27 34 25 17 11 12 8 7 11 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_1080Pp3c16_1080transcript PAC:32984961protein_codingNA c.-439_-438delTANA NA NA NA 273
Chr16 682116 CTA C Chr16_682116_CTA_CCTA_C INDEL 1181.35 17 9 12 1 0 0 0 0 0 0 0 0 0 0 17 9 14 14 18 27 34 25 17 11 12 8 7 11 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c16_1070-Pp3c16_1080Pp3c16_1070-Pp3c16_1080intergenic_regionPp3c16_1070-Pp3c16_1080NA NA n.682117_682118delTANA NA NA NA NA
Chr16 802418 A G Chr16_802418_A_GA_G SNP 19405.63 35 12 13 22 25 30 30 23 26 28 12 17 8 7 35 12 13 22 25 30 30 23 26 28 12 17 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_1230-Pp3c16_1240Pp3c16_1230-Pp3c16_1240intergenic_regionPp3c16_1230-Pp3c16_1240NA NA n.802418A>GNA NA NA NA NA
Chr16 876108 TTA T Chr16_876108_TTA_TTTA_T INDEL 11789.59 20 8 9 32 9 18 25 13 13 17 16 19 11 10 20 8 9 32 9 18 25 13 13 17 17 19 11 12 1 1 1 1 1 1 1 1 1 1 0.941 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1360Pp3c16_1360transcript PAC:32986620protein_codingNA c.*3836_*3837delTANA NA NA NA 2721
Chr16 876108 TTA T Chr16_876108_TTA_TTTA_T INDEL 11789.59 20 8 9 32 9 18 25 13 13 17 16 19 11 10 20 8 9 32 9 18 25 13 13 17 17 19 11 12 1 1 1 1 1 1 1 1 1 1 0.941 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1360Pp3c16_1360transcript PAC:32986621protein_codingNA c.*3836_*3837delTANA NA NA NA 2799
Chr16 876108 TTA T Chr16_876108_TTA_TTTA_T INDEL 11789.59 20 8 9 32 9 18 25 13 13 17 16 19 11 10 20 8 9 32 9 18 25 13 13 17 17 19 11 12 1 1 1 1 1 1 1 1 1 1 0.941 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1360Pp3c16_1360transcript PAC:32986622protein_codingNA c.*3836_*3837delTANA NA NA NA 2799
Chr16 876108 TTA T Chr16_876108_TTA_TTTA_T INDEL 11789.59 20 8 9 32 9 18 25 13 13 17 16 19 11 10 20 8 9 32 9 18 25 13 13 17 17 19 11 12 1 1 1 1 1 1 1 1 1 1 0.941 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1360Pp3c16_1360transcript PAC:32986624protein_codingNA c.*3836_*3837delTANA NA NA NA 2680
Chr16 876108 TTA T Chr16_876108_TTA_TTTA_T INDEL 11789.59 20 8 9 32 9 18 25 13 13 17 16 19 11 10 20 8 9 32 9 18 25 13 13 17 17 19 11 12 1 1 1 1 1 1 1 1 1 1 0.941 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1360Pp3c16_1360transcript PAC:32986625protein_codingNA c.*3836_*3837delTANA NA NA NA 2680
Chr16 876108 TTA T Chr16_876108_TTA_TTTA_T INDEL 11789.59 20 8 9 32 9 18 25 13 13 17 16 19 11 10 20 8 9 32 9 18 25 13 13 17 17 19 11 12 1 1 1 1 1 1 1 1 1 1 0.941 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1360Pp3c16_1360transcript PAC:32986623protein_codingNA c.*3836_*3837delTANA NA NA NA 2652
Chr16 876108 TTA T Chr16_876108_TTA_TTTA_T INDEL 11789.59 20 8 9 32 9 18 25 13 13 17 16 19 11 10 20 8 9 32 9 18 25 13 13 17 17 19 11 12 1 1 1 1 1 1 1 1 1 1 0.941 1 1 0.833 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_1360-Pp3c16_1379Pp3c16_1360-Pp3c16_1379intergenic_regionPp3c16_1360-Pp3c16_1379NA NA n.876109_876110delTANA NA NA NA NA
Chr16 957339 T A Chr16_957339_T_AT_A SNP 11939.63 16 14 10 21 18 8 30 18 15 15 13 7 10 8 16 14 10 21 18 8 30 18 15 15 13 7 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_1480-Pp3c16_1530Pp3c16_1480-Pp3c16_1530intergenic_regionPp3c16_1480-Pp3c16_1530NA NA n.957339T>ANA NA NA NA NA



Chr16 1014785 A G Chr16_1014785_A_GA_G SNP 10771.29 34 12 12 1 0 0 0 0 27 16 8 13 15 7 34 12 12 20 22 25 26 30 27 16 8 13 15 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c16_1620-Pp3c16_1640Pp3c16_1620-Pp3c16_1640intergenic_regionPp3c16_1620-Pp3c16_1640NA NA n.1014785A>GNA NA NA NA NA
Chr16 1106992 C G Chr16_1106992_C_GC_G SNP 15036.63 22 12 16 15 17 19 31 19 12 12 7 13 16 9 22 12 16 15 17 19 31 19 12 12 7 13 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_1740Pp3c16_1740transcript PAC:32985513protein_coding 01-janv c.*210C>G NA NA NA NA 210
Chr16 1106992 C G Chr16_1106992_C_GC_G SNP 15036.63 22 12 16 15 17 19 31 19 12 12 7 13 16 9 22 12 16 15 17 19 31 19 12 12 7 13 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1740Pp3c16_1740transcript PAC:32985514protein_codingNA c.*210C>G NA NA NA NA 12
Chr16 1111235 A T Chr16_1111235_A_TA_T SNP 10939.63 19 8 5 9 13 16 18 10 13 10 12 7 10 10 19 8 5 9 13 16 18 10 13 10 12 7 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1740Pp3c16_1740transcript PAC:32985513protein_codingNA c.*4453A>T NA NA NA NA 3617
Chr16 1111235 A T Chr16_1111235_A_TA_T SNP 10939.63 19 8 5 9 13 16 18 10 13 10 12 7 10 10 19 8 5 9 13 16 18 10 13 10 12 7 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1740Pp3c16_1740transcript PAC:32985514protein_codingNA c.*4453A>T NA NA NA NA 4255
Chr16 1111235 A T Chr16_1111235_A_TA_T SNP 10939.63 19 8 5 9 13 16 18 10 13 10 12 7 10 10 19 8 5 9 13 16 18 10 13 10 12 7 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_1740-Pp3c16_1777Pp3c16_1740-Pp3c16_1777intergenic_regionPp3c16_1740-Pp3c16_1777NA NA n.1111235A>TNA NA NA NA NA
Chr16 1111236 A T Chr16_1111236_A_TA_T SNP 10939.63 19 7 4 8 13 16 18 10 13 9 12 7 10 9 19 7 4 8 13 16 18 10 13 9 12 7 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1740Pp3c16_1740transcript PAC:32985513protein_codingNA c.*4454A>T NA NA NA NA 3618
Chr16 1111236 A T Chr16_1111236_A_TA_T SNP 10939.63 19 7 4 8 13 16 18 10 13 9 12 7 10 9 19 7 4 8 13 16 18 10 13 9 12 7 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1740Pp3c16_1740transcript PAC:32985514protein_codingNA c.*4454A>T NA NA NA NA 4256
Chr16 1111236 A T Chr16_1111236_A_TA_T SNP 10939.63 19 7 4 8 13 16 18 10 13 9 12 7 10 9 19 7 4 8 13 16 18 10 13 9 12 7 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_1740-Pp3c16_1777Pp3c16_1740-Pp3c16_1777intergenic_regionPp3c16_1740-Pp3c16_1777NA NA n.1111236A>TNA NA NA NA NA
Chr16 1251470 C A Chr16_1251470_C_AC_A SNP 18225.63 23 9 14 23 26 21 14 21 21 27 12 18 22 6 23 9 14 23 26 21 14 21 21 27 12 18 22 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_1900-Pp3c16_1971Pp3c16_1900-Pp3c16_1971intergenic_regionPp3c16_1900-Pp3c16_1971NA NA n.1251470C>ANA NA NA NA NA
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985742protein_codingNA c.-4075A>G NA NA NA NA 3880
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985743protein_codingNA c.-4476A>G NA NA NA NA 3635
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985747protein_codingNA c.-4476A>G NA NA NA NA 3712
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985744protein_codingNA c.-4476A>G NA NA NA NA 3712
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985745protein_codingNA c.-4476A>G NA NA NA NA 3748
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985746protein_codingNA c.-4476A>G NA NA NA NA 3807
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985748protein_codingNA c.-4476A>G NA NA NA NA 3843
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1971Pp3c16_1971transcript PAC:32986657protein_codingNA c.*4441A>G NA NA NA NA 3564
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1979Pp3c16_1979transcript PAC:32983907protein_codingNA c.*1256A>G NA NA NA NA 1249
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2000Pp3c16_2000transcript PAC:32984843protein_codingNA c.*538T>C NA NA NA NA 328
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1971Pp3c16_1971transcript PAC:32986658protein_codingNA c.*4441A>G NA NA NA NA 3564
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1990Pp3c16_1990transcript PAC:32983842protein_codingNA c.*173A>G NA NA NA NA 173
Chr16 1305108 A G Chr16_1305108_A_GA_G SNP 12480.63 10 7 5 12 10 22 24 19 13 19 15 10 10 7 10 7 5 12 10 22 24 19 13 19 15 10 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_1990Pp3c16_1990transcript PAC:32983841protein_coding 03-juin c.329-23A>G NA NA NA NA NA
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_1990Pp3c16_1990transcript PAC:32983841protein_coding 04-juil c.332dupA p.Asp111fs 333/1722 333/1722 111/573 NA
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985742protein_codingNA c.-4050_-4049insANA NA NA NA 3854
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985743protein_codingNA c.-4451_-4450insANA NA NA NA 3609
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985747protein_codingNA c.-4451_-4450insANA NA NA NA 3686
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985744protein_codingNA c.-4451_-4450insANA NA NA NA 3686
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985745protein_codingNA c.-4451_-4450insANA NA NA NA 3722
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985746protein_codingNA c.-4451_-4450insANA NA NA NA 3781
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2020Pp3c16_2020transcript PAC:32985748protein_codingNA c.-4451_-4450insANA NA NA NA 3817
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1971Pp3c16_1971transcript PAC:32986657protein_codingNA c.*4466_*4467insANA NA NA NA 3590
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1979Pp3c16_1979transcript PAC:32983907protein_codingNA c.*1281_*1282insANA NA NA NA 1275
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2000Pp3c16_2000transcript PAC:32984843protein_codingNA c.*512dupT NA NA NA NA 302
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1971Pp3c16_1971transcript PAC:32986658protein_codingNA c.*4466_*4467insANA NA NA NA 3590
Chr16 1305133 G GA Chr16_1305133_G_GAG_GA INDEL 15320.59 16 12 10 17 17 26 32 24 17 22 19 13 11 7 16 12 10 17 17 26 32 24 17 22 19 13 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_1990Pp3c16_1990transcript PAC:32983842protein_codingNA c.*198_*199insANA NA NA NA 199
Chr16 1323164 T C Chr16_1323164_T_CT_C SNP 11901.29 30 12 12 1 0 0 0 0 18 17 12 14 13 6 30 12 12 23 17 21 29 32 18 17 12 14 13 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_2030Pp3c16_2030transcript PAC:32985606protein_codingNA c.-3385T>C NA NA NA NA 1984
Chr16 1323164 T C Chr16_1323164_T_CT_C SNP 11901.29 30 12 12 1 0 0 0 0 18 17 12 14 13 6 30 12 12 23 17 21 29 32 18 17 12 14 13 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_2030Pp3c16_2030transcript PAC:32985607protein_codingNA c.-3385T>C NA NA NA NA 1945
Chr16 1323164 T C Chr16_1323164_T_CT_C SNP 11901.29 30 12 12 1 0 0 0 0 18 17 12 14 13 6 30 12 12 23 17 21 29 32 18 17 12 14 13 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_2030Pp3c16_2030transcript PAC:32985608protein_codingNA c.-3704T>C NA NA NA NA 3648
Chr16 1323164 T C Chr16_1323164_T_CT_C SNP 11901.29 30 12 12 1 0 0 0 0 18 17 12 14 13 6 30 12 12 23 17 21 29 32 18 17 12 14 13 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_2030Pp3c16_2030transcript PAC:32985609protein_codingNA c.-4725T>C NA NA NA NA 4130
Chr16 1323164 T C Chr16_1323164_T_CT_C SNP 11901.29 30 12 12 1 0 0 0 0 18 17 12 14 13 6 30 12 12 23 17 21 29 32 18 17 12 14 13 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c16_2020-Pp3c16_2030Pp3c16_2020-Pp3c16_2030intergenic_regionPp3c16_2020-Pp3c16_2030NA NA n.1323164T>CNA NA NA NA NA
Chr16 1479232 C CAT Chr16_1479232_C_CATC_CAT INDEL 2285.24 0 0 0 17 10 19 20 5 1 1 0 0 0 0 15 8 6 20 11 19 21 5 11 10 9 12 5 4 0 0 0 0.85 0.909 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_2270Pp3c16_2270transcript PAC:32984724protein_codingNA c.-6516_-6515insATNA NA NA NA 4330
Chr16 1479232 C CAT Chr16_1479232_C_CATC_CAT INDEL 2285.24 0 0 0 17 10 19 20 5 1 1 0 0 0 0 15 8 6 20 11 19 21 5 11 10 9 12 5 4 0 0 0 0.85 0.909 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_2270Pp3c16_2270transcript PAC:32984726protein_codingNA c.-6516_-6515insATNA NA NA NA 4384
Chr16 1479232 C CAT Chr16_1479232_C_CATC_CAT INDEL 2285.24 0 0 0 17 10 19 20 5 1 1 0 0 0 0 15 8 6 20 11 19 21 5 11 10 9 12 5 4 0 0 0 0.85 0.909 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_2270Pp3c16_2270transcript PAC:32984727protein_codingNA c.-6516_-6515insATNA NA NA NA 4330
Chr16 1479232 C CAT Chr16_1479232_C_CATC_CAT INDEL 2285.24 0 0 0 17 10 19 20 5 1 1 0 0 0 0 15 8 6 20 11 19 21 5 11 10 9 12 5 4 0 0 0 0.85 0.909 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_2270Pp3c16_2270transcript PAC:32984728protein_codingNA c.-7602_-7601insATNA NA NA NA 4330
Chr16 1479232 C CAT Chr16_1479232_C_CATC_CAT INDEL 2285.24 0 0 0 17 10 19 20 5 1 1 0 0 0 0 15 8 6 20 11 19 21 5 11 10 9 12 5 4 0 0 0 0.85 0.909 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_2270Pp3c16_2270transcript PAC:32984725protein_codingNA c.-6516_-6515insATNA NA NA NA 4260
Chr16 1479232 C CAT Chr16_1479232_C_CATC_CAT INDEL 2285.24 0 0 0 17 10 19 20 5 1 1 0 0 0 0 15 8 6 20 11 19 21 5 11 10 9 12 5 4 0 0 0 0.85 0.909 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_2280Pp3c16_2280transcript PAC:32984272protein_codingNA c.*204_*205insATNA NA NA NA 204
Chr16 1479232 C CAT Chr16_1479232_C_CATC_CAT INDEL 2285.24 0 0 0 17 10 19 20 5 1 1 0 0 0 0 15 8 6 20 11 19 21 5 11 10 9 12 5 4 0 0 0 0.85 0.909 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c16_2270-Pp3c16_2280Pp3c16_2270-Pp3c16_2280intergenic_regionPp3c16_2270-Pp3c16_2280NA NA n.1479232_1479233insATNA NA NA NA NA
Chr16 1529682 G GA Chr16_1529682_G_GAG_GA INDEL 15424.59 31 13 14 23 15 27 24 27 23 31 16 14 6 13 31 13 14 23 15 27 24 27 23 31 16 14 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984032protein_codingNA c.-2960_-2959insANA NA NA NA 1211
Chr16 1529682 G GA Chr16_1529682_G_GAG_GA INDEL 15424.59 31 13 14 23 15 27 24 27 23 31 16 14 6 13 31 13 14 23 15 27 24 27 23 31 16 14 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984033protein_codingNA c.-2960_-2959insANA NA NA NA 1068
Chr16 1529682 G GA Chr16_1529682_G_GAG_GA INDEL 15424.59 31 13 14 23 15 27 24 27 23 31 16 14 6 13 31 13 14 23 15 27 24 27 23 31 16 14 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_2280-Pp3c16_2310Pp3c16_2280-Pp3c16_2310intergenic_regionPp3c16_2280-Pp3c16_2310NA NA n.1529682_1529683insANA NA NA NA NA
Chr16 1529797 G A Chr16_1529797_G_AG_A SNP 18399.63 26 18 11 15 11 30 30 25 17 23 25 20 9 13 26 18 11 15 11 30 30 25 17 23 25 20 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984032protein_codingNA c.-2845G>A NA NA NA NA 1097
Chr16 1529797 G A Chr16_1529797_G_AG_A SNP 18399.63 26 18 11 15 11 30 30 25 17 23 25 20 9 13 26 18 11 15 11 30 30 25 17 23 25 20 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984033protein_codingNA c.-2845G>A NA NA NA NA 954
Chr16 1529797 G A Chr16_1529797_G_AG_A SNP 18399.63 26 18 11 15 11 30 30 25 17 23 25 20 9 13 26 18 11 15 11 30 30 25 17 23 25 20 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_2280-Pp3c16_2310Pp3c16_2280-Pp3c16_2310intergenic_regionPp3c16_2280-Pp3c16_2310NA NA n.1529797G>ANA NA NA NA NA
Chr16 1529798 G T Chr16_1529798_G_TG_T SNP 18399.63 26 18 10 15 11 31 31 25 17 23 26 20 9 12 26 18 10 15 11 31 31 25 17 23 26 20 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984032protein_codingNA c.-2844G>T NA NA NA NA 1096
Chr16 1529798 G T Chr16_1529798_G_TG_T SNP 18399.63 26 18 10 15 11 31 31 25 17 23 26 20 9 12 26 18 10 15 11 31 31 25 17 23 26 20 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984033protein_codingNA c.-2844G>T NA NA NA NA 953
Chr16 1529798 G T Chr16_1529798_G_TG_T SNP 18399.63 26 18 10 15 11 31 31 25 17 23 26 20 9 12 26 18 10 15 11 31 31 25 17 23 26 20 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_2280-Pp3c16_2310Pp3c16_2280-Pp3c16_2310intergenic_regionPp3c16_2280-Pp3c16_2310NA NA n.1529798G>TNA NA NA NA NA
Chr16 1531251 C A Chr16_1531251_C_AC_A SNP 15260.63 21 15 10 12 14 21 26 27 19 13 7 10 7 6 21 15 10 12 14 21 26 27 19 13 7 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984032protein_coding janv-13 c.-1391C>A NA NA NA NA 1391
Chr16 1531251 C A Chr16_1531251_C_AC_A SNP 15260.63 21 15 10 12 14 21 26 27 19 13 7 10 7 6 21 15 10 12 14 21 26 27 19 13 7 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984033protein_coding janv-14 c.-536C>A NA NA NA NA 1391
Chr16 1531252 C T Chr16_1531252_C_TC_T SNP 15365.63 22 15 10 12 14 20 26 27 19 13 7 10 7 6 22 15 10 12 14 20 26 27 19 13 7 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c16_2310Pp3c16_2310transcript PAC:32984032protein_coding janv-13 c.-1390C>T NA NA NA NA NA
Chr16 1531252 C T Chr16_1531252_C_TC_T SNP 15365.63 22 15 10 12 14 20 26 27 19 13 7 10 7 6 22 15 10 12 14 20 26 27 19 13 7 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c16_2310Pp3c16_2310transcript PAC:32984033protein_coding janv-14 c.-535C>T NA NA NA NA NA
Chr16 1531252 C T Chr16_1531252_C_TC_T SNP 15365.63 22 15 10 12 14 20 26 27 19 13 7 10 7 6 22 15 10 12 14 20 26 27 19 13 7 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984032protein_coding janv-13 c.-1390C>T NA NA NA NA 1390
Chr16 1531252 C T Chr16_1531252_C_TC_T SNP 15365.63 22 15 10 12 14 20 26 27 19 13 7 10 7 6 22 15 10 12 14 20 26 27 19 13 7 10 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984033protein_coding janv-14 c.-535C>T NA NA NA NA 1390
Chr16 1531255 C A Chr16_1531255_C_AC_A SNP 15116.63 22 16 11 12 14 21 26 27 19 12 8 11 6 7 22 16 11 12 14 21 26 27 19 12 8 11 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984032protein_coding janv-13 c.-1387C>A NA NA NA NA 1387
Chr16 1531255 C A Chr16_1531255_C_AC_A SNP 15116.63 22 16 11 12 14 21 26 27 19 12 8 11 6 7 22 16 11 12 14 21 26 27 19 12 8 11 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c16_2310Pp3c16_2310transcript PAC:32984033protein_coding janv-14 c.-532C>A NA NA NA NA 1387
Chr16 1571473 T TTAGGATTTAGTTAGGATTTGATTTAAGAChr16_1571473_T_TTAGGATTTAGTTAGGATTTGATTTAAGAT_TTAGGATTTAGTTAGGATTTGATTTAAGAINDEL 23882.59 43 11 18 28 19 28 25 24 13 24 11 16 12 17 43 11 18 28 19 28 25 24 13 24 11 16 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_2340-Pp3c16_2350Pp3c16_2340-Pp3c16_2350intergenic_regionPp3c16_2340-Pp3c16_2350NA NA n.1571473_1571474insTAGGATTTAGTTAGGATTTGATTTAAGANA NA NA NA NA
Chr16 1627679 C T Chr16_1627679_C_TC_T SNP 2178.39 24 18 14 0 0 0 0 0 0 0 0 0 0 0 24 18 14 20 17 12 28 19 28 26 7 6 10 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_2420Pp3c16_2420transcript PAC:32986683protein_codingNA c.-3473C>T NA NA NA NA 3473
Chr16 1627679 C T Chr16_1627679_C_TC_T SNP 2178.39 24 18 14 0 0 0 0 0 0 0 0 0 0 0 24 18 14 20 17 12 28 19 28 26 7 6 10 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_2424Pp3c16_2424transcript PAC:32983977protein_codingNA c.-4324C>T NA NA NA NA 4324
Chr16 1627679 C T Chr16_1627679_C_TC_T SNP 2178.39 24 18 14 0 0 0 0 0 0 0 0 0 0 0 24 18 14 20 17 12 28 19 28 26 7 6 10 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_2410Pp3c16_2410transcript PAC:32985264protein_codingNA c.*2951C>T NA NA NA NA 2951
Chr16 1627679 C T Chr16_1627679_C_TC_T SNP 2178.39 24 18 14 0 0 0 0 0 0 0 0 0 0 0 24 18 14 20 17 12 28 19 28 26 7 6 10 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c16_2410-Pp3c16_2420Pp3c16_2410-Pp3c16_2420intergenic_regionPp3c16_2410-Pp3c16_2420NA NA n.1627679C>TNA NA NA NA NA
Chr16 1733960 C CA Chr16_1733960_C_CAC_CA INDEL 21141.59 29 10 23 35 16 20 28 24 27 21 17 15 13 13 29 10 23 35 16 20 28 24 27 21 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2680Pp3c16_2680transcript PAC:32984275protein_codingNA c.*285_*286insANA NA NA NA 286
Chr16 1733960 C CA Chr16_1733960_C_CAC_CA INDEL 21141.59 29 10 23 35 16 20 28 24 27 21 17 15 13 13 29 10 23 35 16 20 28 24 27 21 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2690Pp3c16_2690transcript PAC:32985732protein_codingNA c.*285_*286insANA NA NA NA 286
Chr16 1733960 C CA Chr16_1733960_C_CAC_CA INDEL 21141.59 29 10 23 35 16 20 28 24 27 21 17 15 13 13 29 10 23 35 16 20 28 24 27 21 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2680Pp3c16_2680transcript PAC:32984276protein_codingNA c.*1565_*1566insANA NA NA NA 1566
Chr16 1733960 C CA Chr16_1733960_C_CAC_CA INDEL 21141.59 29 10 23 35 16 20 28 24 27 21 17 15 13 13 29 10 23 35 16 20 28 24 27 21 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_2691Pp3c16_2691transcript PAC:32986296protein_coding 01-févr c.260+193_260+194insTNA NA NA NA NA
Chr16 1733962 C G Chr16_1733962_C_GC_G SNP 21330.63 29 10 23 35 16 19 28 25 27 23 17 15 13 13 29 10 23 35 16 19 28 25 27 23 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2680Pp3c16_2680transcript PAC:32984275protein_codingNA c.*287C>G NA NA NA NA 287
Chr16 1733962 C G Chr16_1733962_C_GC_G SNP 21330.63 29 10 23 35 16 19 28 25 27 23 17 15 13 13 29 10 23 35 16 19 28 25 27 23 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2690Pp3c16_2690transcript PAC:32985732protein_codingNA c.*287C>G NA NA NA NA 287
Chr16 1733962 C G Chr16_1733962_C_GC_G SNP 21330.63 29 10 23 35 16 19 28 25 27 23 17 15 13 13 29 10 23 35 16 19 28 25 27 23 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2680Pp3c16_2680transcript PAC:32984276protein_codingNA c.*1567C>G NA NA NA NA 1567
Chr16 1733962 C G Chr16_1733962_C_GC_G SNP 21330.63 29 10 23 35 16 19 28 25 27 23 17 15 13 13 29 10 23 35 16 19 28 25 27 23 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_2691Pp3c16_2691transcript PAC:32986296protein_coding 01-févr c.260+192G>CNA NA NA NA NA
Chr16 1733965 TCC T Chr16_1733965_TCC_TTCC_T INDEL 21430.59 28 10 23 33 18 20 26 25 27 22 17 15 13 13 28 10 23 33 18 20 26 25 27 22 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2680Pp3c16_2680transcript PAC:32984275protein_codingNA c.*291_*292delCCNA NA NA NA 291
Chr16 1733965 TCC T Chr16_1733965_TCC_TTCC_T INDEL 21430.59 28 10 23 33 18 20 26 25 27 22 17 15 13 13 28 10 23 33 18 20 26 25 27 22 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2690Pp3c16_2690transcript PAC:32985732protein_codingNA c.*291_*292delCCNA NA NA NA 291
Chr16 1733965 TCC T Chr16_1733965_TCC_TTCC_T INDEL 21430.59 28 10 23 33 18 20 26 25 27 22 17 15 13 13 28 10 23 33 18 20 26 25 27 22 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2680Pp3c16_2680transcript PAC:32984276protein_codingNA c.*1571_*1572delCCNA NA NA NA 1571
Chr16 1733965 TCC T Chr16_1733965_TCC_TTCC_T INDEL 21430.59 28 10 23 33 18 20 26 25 27 22 17 15 13 13 28 10 23 33 18 20 26 25 27 22 17 15 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_2691Pp3c16_2691transcript PAC:32986296protein_coding 01-févr c.260+187_260+188delGGNA NA NA NA NA
Chr16 1733968 A G Chr16_1733968_A_GA_G SNP 20764.63 28 11 23 33 18 20 28 24 28 22 17 15 13 14 28 11 23 33 18 20 28 24 28 22 17 15 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2680Pp3c16_2680transcript PAC:32984275protein_codingNA c.*293A>G NA NA NA NA 293
Chr16 1733968 A G Chr16_1733968_A_GA_G SNP 20764.63 28 11 23 33 18 20 28 24 28 22 17 15 13 14 28 11 23 33 18 20 28 24 28 22 17 15 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2690Pp3c16_2690transcript PAC:32985732protein_codingNA c.*293A>G NA NA NA NA 293
Chr16 1733968 A G Chr16_1733968_A_GA_G SNP 20764.63 28 11 23 33 18 20 28 24 28 22 17 15 13 14 28 11 23 33 18 20 28 24 28 22 17 15 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_2680Pp3c16_2680transcript PAC:32984276protein_codingNA c.*1573A>G NA NA NA NA 1573
Chr16 1733968 A G Chr16_1733968_A_GA_G SNP 20764.63 28 11 23 33 18 20 28 24 28 22 17 15 13 14 28 11 23 33 18 20 28 24 28 22 17 15 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_2691Pp3c16_2691transcript PAC:32986296protein_coding 01-févr c.260+186T>CNA NA NA NA NA
Chr16 2054302 C T Chr16_2054302_C_TC_T SNP 19754.63 38 18 14 29 21 24 23 19 26 26 16 12 6 8 38 18 14 29 21 24 23 19 26 26 16 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3130Pp3c16_3130transcript PAC:32986329protein_codingNA c.-4751G>A NA NA NA NA 4571
Chr16 2054302 C T Chr16_2054302_C_TC_T SNP 19754.63 38 18 14 29 21 24 23 19 26 26 16 12 6 8 38 18 14 29 21 24 23 19 26 26 16 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3150Pp3c16_3150transcript PAC:32983800protein_codingNA c.-4308C>T NA NA NA NA 4201
Chr16 2054302 C T Chr16_2054302_C_TC_T SNP 19754.63 38 18 14 29 21 24 23 19 26 26 16 12 6 8 38 18 14 29 21 24 23 19 26 26 16 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3130Pp3c16_3130transcript PAC:32986330protein_codingNA c.-4751G>A NA NA NA NA 4482
Chr16 2054302 C T Chr16_2054302_C_TC_T SNP 19754.63 38 18 14 29 21 24 23 19 26 26 16 12 6 8 38 18 14 29 21 24 23 19 26 26 16 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3150Pp3c16_3150transcript PAC:32983801protein_codingNA c.-4308C>T NA NA NA NA 3963
Chr16 2054302 C T Chr16_2054302_C_TC_T SNP 19754.63 38 18 14 29 21 24 23 19 26 26 16 12 6 8 38 18 14 29 21 24 23 19 26 26 16 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3130-Pp3c16_3150Pp3c16_3130-Pp3c16_3150intergenic_regionPp3c16_3130-Pp3c16_3150NA NA n.2054302C>TNA NA NA NA NA
Chr16 2054325 T A Chr16_2054325_T_AT_A SNP 19834.63 27 18 11 24 25 27 24 19 24 25 20 13 7 6 27 18 11 24 25 27 24 19 24 25 20 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3130Pp3c16_3130transcript PAC:32986329protein_codingNA c.-4774A>T NA NA NA NA 4594
Chr16 2054325 T A Chr16_2054325_T_AT_A SNP 19834.63 27 18 11 24 25 27 24 19 24 25 20 13 7 6 27 18 11 24 25 27 24 19 24 25 20 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3150Pp3c16_3150transcript PAC:32983800protein_codingNA c.-4285T>A NA NA NA NA 4178
Chr16 2054325 T A Chr16_2054325_T_AT_A SNP 19834.63 27 18 11 24 25 27 24 19 24 25 20 13 7 6 27 18 11 24 25 27 24 19 24 25 20 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3130Pp3c16_3130transcript PAC:32986330protein_codingNA c.-4774A>T NA NA NA NA 4505
Chr16 2054325 T A Chr16_2054325_T_AT_A SNP 19834.63 27 18 11 24 25 27 24 19 24 25 20 13 7 6 27 18 11 24 25 27 24 19 24 25 20 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3150Pp3c16_3150transcript PAC:32983801protein_codingNA c.-4285T>A NA NA NA NA 3940
Chr16 2054325 T A Chr16_2054325_T_AT_A SNP 19834.63 27 18 11 24 25 27 24 19 24 25 20 13 7 6 27 18 11 24 25 27 24 19 24 25 20 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3130-Pp3c16_3150Pp3c16_3130-Pp3c16_3150intergenic_regionPp3c16_3130-Pp3c16_3150NA NA n.2054325T>ANA NA NA NA NA
Chr16 2054350 C A Chr16_2054350_C_AC_A SNP 19831.63 25 16 13 20 26 28 26 19 24 29 17 16 9 8 25 16 13 20 26 28 26 19 24 29 17 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3130Pp3c16_3130transcript PAC:32986329protein_codingNA c.-4799G>T NA NA NA NA 4619
Chr16 2054350 C A Chr16_2054350_C_AC_A SNP 19831.63 25 16 13 20 26 28 26 19 24 29 17 16 9 8 25 16 13 20 26 28 26 19 24 29 17 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3150Pp3c16_3150transcript PAC:32983800protein_codingNA c.-4260C>A NA NA NA NA 4153
Chr16 2054350 C A Chr16_2054350_C_AC_A SNP 19831.63 25 16 13 20 26 28 26 19 24 29 17 16 9 8 25 16 13 20 26 28 26 19 24 29 17 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3130Pp3c16_3130transcript PAC:32986330protein_codingNA c.-4799G>T NA NA NA NA 4530
Chr16 2054350 C A Chr16_2054350_C_AC_A SNP 19831.63 25 16 13 20 26 28 26 19 24 29 17 16 9 8 25 16 13 20 26 28 26 19 24 29 17 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3150Pp3c16_3150transcript PAC:32983801protein_codingNA c.-4260C>A NA NA NA NA 3915
Chr16 2054350 C A Chr16_2054350_C_AC_A SNP 19831.63 25 16 13 20 26 28 26 19 24 29 17 16 9 8 25 16 13 20 26 28 26 19 24 29 17 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3130-Pp3c16_3150Pp3c16_3130-Pp3c16_3150intergenic_regionPp3c16_3130-Pp3c16_3150NA NA n.2054350C>ANA NA NA NA NA
Chr16 2054356 C T Chr16_2054356_C_TC_T SNP 18892.63 23 15 13 20 25 25 24 18 24 30 17 16 9 7 23 15 13 20 25 25 24 18 24 30 17 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3130Pp3c16_3130transcript PAC:32986329protein_codingNA c.-4805G>A NA NA NA NA 4625
Chr16 2054356 C T Chr16_2054356_C_TC_T SNP 18892.63 23 15 13 20 25 25 24 18 24 30 17 16 9 7 23 15 13 20 25 25 24 18 24 30 17 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3150Pp3c16_3150transcript PAC:32983800protein_codingNA c.-4254C>T NA NA NA NA 4147
Chr16 2054356 C T Chr16_2054356_C_TC_T SNP 18892.63 23 15 13 20 25 25 24 18 24 30 17 16 9 7 23 15 13 20 25 25 24 18 24 30 17 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3130Pp3c16_3130transcript PAC:32986330protein_codingNA c.-4805G>A NA NA NA NA 4536
Chr16 2054356 C T Chr16_2054356_C_TC_T SNP 18892.63 23 15 13 20 25 25 24 18 24 30 17 16 9 7 23 15 13 20 25 25 24 18 24 30 17 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3150Pp3c16_3150transcript PAC:32983801protein_codingNA c.-4254C>T NA NA NA NA 3909
Chr16 2054356 C T Chr16_2054356_C_TC_T SNP 18892.63 23 15 13 20 25 25 24 18 24 30 17 16 9 7 23 15 13 20 25 25 24 18 24 30 17 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3130-Pp3c16_3150Pp3c16_3130-Pp3c16_3150intergenic_regionPp3c16_3130-Pp3c16_3150NA NA n.2054356C>TNA NA NA NA NA
Chr16 2054430 C T Chr16_2054430_C_TC_T SNP 19255.63 24 12 18 26 24 28 28 22 31 29 23 15 11 5 24 12 18 26 24 28 28 22 31 29 23 15 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3130Pp3c16_3130transcript PAC:32986329protein_codingNA c.-4879G>A NA NA NA NA 4699
Chr16 2054430 C T Chr16_2054430_C_TC_T SNP 19255.63 24 12 18 26 24 28 28 22 31 29 23 15 11 5 24 12 18 26 24 28 28 22 31 29 23 15 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3150Pp3c16_3150transcript PAC:32983800protein_codingNA c.-4180C>T NA NA NA NA 4073
Chr16 2054430 C T Chr16_2054430_C_TC_T SNP 19255.63 24 12 18 26 24 28 28 22 31 29 23 15 11 5 24 12 18 26 24 28 28 22 31 29 23 15 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3130Pp3c16_3130transcript PAC:32986330protein_codingNA c.-4879G>A NA NA NA NA 4610
Chr16 2054430 C T Chr16_2054430_C_TC_T SNP 19255.63 24 12 18 26 24 28 28 22 31 29 23 15 11 5 24 12 18 26 24 28 28 22 31 29 23 15 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_3150Pp3c16_3150transcript PAC:32983801protein_codingNA c.-4180C>T NA NA NA NA 3835
Chr16 2054430 C T Chr16_2054430_C_TC_T SNP 19255.63 24 12 18 26 24 28 28 22 31 29 23 15 11 5 24 12 18 26 24 28 28 22 31 29 23 15 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3130-Pp3c16_3150Pp3c16_3130-Pp3c16_3150intergenic_regionPp3c16_3130-Pp3c16_3150NA NA n.2054430C>TNA NA NA NA NA
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_3290Pp3c16_3290transcript PAC:32985415protein_codingNA c.-3408_-3407insTANA NA NA NA 2627
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_3290Pp3c16_3290transcript PAC:32985418protein_codingNA c.-3408_-3407insTANA NA NA NA 3164
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_3290Pp3c16_3290transcript PAC:32985417protein_codingNA c.-3408_-3407insTANA NA NA NA 2628
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_3290Pp3c16_3290transcript PAC:32985416protein_codingNA c.-3408_-3407insTANA NA NA NA 2345
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984309protein_codingNA c.*2077_*2078insTANA NA NA NA 1744
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984312protein_codingNA c.*2555_*2556insTANA NA NA NA 1715
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984316protein_codingNA c.*2111_*2112insTANA NA NA NA 1716
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984322protein_codingNA c.*3384_*3385insTANA NA NA NA 1716
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984328protein_codingNA c.*2111_*2112insTANA NA NA NA 1716
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984330protein_codingNA c.*3384_*3385insTANA NA NA NA 1716
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984314protein_codingNA c.*2077_*2078insTANA NA NA NA 1744
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984310protein_codingNA c.*2077_*2078insTANA NA NA NA 1744
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984315protein_codingNA c.*2111_*2112insTANA NA NA NA 1744
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984319protein_codingNA c.*3384_*3385insTANA NA NA NA 1744
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984320protein_codingNA c.*3384_*3385insTANA NA NA NA 1744
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984324protein_codingNA c.*2077_*2078insTANA NA NA NA 1744
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984331protein_codingNA c.*3384_*3385insTANA NA NA NA 1744
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984318protein_codingNA c.*2555_*2556insTANA NA NA NA 2258
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984323protein_codingNA c.*3384_*3385insTANA NA NA NA 2258
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984326protein_codingNA c.*2555_*2556insTANA NA NA NA 2258
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984327protein_codingNA c.*2555_*2556insTANA NA NA NA 2258
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984325protein_codingNA c.*2555_*2556insTANA NA NA NA 2258
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984317protein_codingNA c.*2555_*2556insTANA NA NA NA 2258
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984321protein_codingNA c.*3384_*3385insTANA NA NA NA 2258
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984329protein_codingNA c.*2555_*2556insTANA NA NA NA 2258
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984332protein_codingNA c.*3384_*3385insTANA NA NA NA 2258
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984333protein_codingNA c.*2555_*2556insTANA NA NA NA 2277
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984313protein_codingNA c.*2555_*2556insTANA NA NA NA 2281
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_3300Pp3c16_3300transcript PAC:32984311protein_codingNA c.*2555_*2556insTANA NA NA NA 2282
Chr16 2143508 G GTA Chr16_2143508_G_GTAG_GTA INDEL 801.35 18 5 10 0 0 0 0 0 0 0 0 1 1 0 21 6 11 13 8 11 24 17 14 15 14 8 8 5 0.857 0.833 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c16_3290-Pp3c16_3300Pp3c16_3290-Pp3c16_3300intergenic_regionPp3c16_3290-Pp3c16_3300NA NA n.2143508_2143509insTANA NA NA NA NA
Chr16 2202584 G GT Chr16_2202584_G_GTG_GT INDEL 16690.59 31 21 21 21 25 31 15 20 25 25 22 22 14 8 31 21 21 21 25 31 15 20 25 25 22 22 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3380-Pp3c16_3390Pp3c16_3380-Pp3c16_3390intergenic_regionPp3c16_3380-Pp3c16_3390NA NA n.2202584_2202585insTNA NA NA NA NA
Chr16 2280472 G T Chr16_2280472_G_TG_T SNP 20443.63 30 15 18 26 23 27 26 24 21 19 12 22 10 9 30 15 18 26 23 27 26 24 21 19 12 22 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3470-Pp3c16_3650Pp3c16_3470-Pp3c16_3650intergenic_regionPp3c16_3470-Pp3c16_3650NA NA n.2280472G>TNA NA NA NA NA
Chr16 2280556 G T Chr16_2280556_G_TG_T SNP 20037.63 27 19 19 24 24 33 25 21 29 26 17 16 10 10 27 19 19 24 24 33 25 21 29 26 17 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3470-Pp3c16_3650Pp3c16_3470-Pp3c16_3650intergenic_regionPp3c16_3470-Pp3c16_3650NA NA n.2280556G>TNA NA NA NA NA
Chr16 2310669 T A Chr16_2310669_T_AT_A SNP 15293.63 23 10 11 27 12 20 26 25 17 15 8 5 11 6 23 10 11 27 12 20 26 25 17 15 8 5 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3470-Pp3c16_3650Pp3c16_3470-Pp3c16_3650intergenic_regionPp3c16_3470-Pp3c16_3650NA NA n.2310669T>ANA NA NA NA NA
Chr16 2310675 T G Chr16_2310675_T_GT_G SNP 15507.63 24 9 12 27 12 20 26 25 17 15 11 5 11 6 24 9 12 27 12 20 26 25 17 15 11 5 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3470-Pp3c16_3650Pp3c16_3470-Pp3c16_3650intergenic_regionPp3c16_3470-Pp3c16_3650NA NA n.2310675T>GNA NA NA NA NA
Chr16 2370456 GT G Chr16_2370456_GT_GGT_G INDEL 15625.59 37 21 19 26 22 24 41 19 21 19 20 8 14 6 37 21 19 26 22 24 41 19 21 19 20 8 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3470-Pp3c16_3650Pp3c16_3470-Pp3c16_3650intergenic_regionPp3c16_3470-Pp3c16_3650NA NA n.2370457delTNA NA NA NA NA
Chr16 2405326 A AAT Chr16_2405326_A_AATA_AAT INDEL 7471.59 8 9 6 14 9 21 19 14 9 17 7 6 4 7 8 9 6 14 9 22 21 15 9 17 7 6 4 7 1 1 1 1 1 0.955 0.905 0.933 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_3689Pp3c16_3689transcript PAC:32984592protein_codingNA c.*1355_*1356insATNA NA NA NA 964
Chr16 2405326 A AAT Chr16_2405326_A_AATA_AAT INDEL 7471.59 8 9 6 14 9 21 19 14 9 17 7 6 4 7 8 9 6 14 9 22 21 15 9 17 7 6 4 7 1 1 1 1 1 0.955 0.905 0.933 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_3689-Pp3c16_3750Pp3c16_3689-Pp3c16_3750intergenic_regionPp3c16_3689-Pp3c16_3750NA NA n.2405326_2405327insATNA NA NA NA NA
Chr16 2681616 T C Chr16_2681616_T_CT_C SNP 21791.63 28 22 21 41 23 17 18 22 24 40 22 22 18 21 28 22 21 41 23 17 18 22 24 40 22 22 18 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_4030-Pp3c16_4060Pp3c16_4030-Pp3c16_4060intergenic_regionPp3c16_4030-Pp3c16_4060NA NA n.2681616T>CNA NA NA NA NA
Chr16 2849002 T TTA Chr16_2849002_T_TTAT_TTA INDEL 398.37 0 0 14 1 1 0 0 1 0 0 0 1 0 0 27 9 14 28 15 16 20 19 21 11 9 11 4 7 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c16_4180Pp3c16_4180transcript PAC:32986061protein_codingNA c.-952_-951insTANA NA NA NA 635
Chr16 2849002 T TTA Chr16_2849002_T_TTAT_TTA INDEL 398.37 0 0 14 1 1 0 0 1 0 0 0 1 0 0 27 9 14 28 15 16 20 19 21 11 9 11 4 7 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c16_4180Pp3c16_4180transcript PAC:32986062protein_codingNA c.-952_-951insTANA NA NA NA 624
Chr16 2849002 T TTA Chr16_2849002_T_TTAT_TTA INDEL 398.37 0 0 14 1 1 0 0 1 0 0 0 1 0 0 27 9 14 28 15 16 20 19 21 11 9 11 4 7 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c16_4180-Pp3c16_4220Pp3c16_4180-Pp3c16_4220intergenic_regionPp3c16_4180-Pp3c16_4220NA NA n.2849002_2849003insTANA NA NA NA NA
Chr16 2945370 A AT Chr16_2945370_A_ATA_AT INDEL 15977.59 33 14 18 24 14 28 27 22 28 18 21 16 8 9 33 14 18 24 14 28 27 22 28 18 21 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_4250-Pp3c16_4400Pp3c16_4250-Pp3c16_4400intergenic_regionPp3c16_4250-Pp3c16_4400NA NA n.2945370_2945371insTNA NA NA NA NA
Chr16 3126508 T TCCTAGTCAAGACCTAATCAAATCCTAATCAATCTTAAATAAACChr16_3126508_T_TCCTAGTCAAGACCTAATCAAATCCTAATCAATCTTAAATAAACT_TCCTAGTCAAGACCTAATCAAATCCTAATCAATCTTAAATAAACINDEL 22636.59 18 10 7 19 27 22 27 17 15 17 16 7 12 10 18 10 7 19 27 22 27 17 15 17 16 7 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_4400-Pp3c16_4500Pp3c16_4400-Pp3c16_4500intergenic_regionPp3c16_4400-Pp3c16_4500NA NA n.3126508_3126509insCCTAGTCAAGACCTAATCAAATCCTAATCAATCTTAAATAAACNA NA NA NA NA
Chr16 3140242 T TA Chr16_3140242_T_TAT_TA INDEL 16768.59 33 15 12 24 19 44 34 40 17 30 15 19 13 14 33 15 12 24 19 44 34 40 17 30 15 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_4500Pp3c16_4500transcript PAC:32986161protein_codingNA c.*678_*679insTNA NA NA NA 678
Chr16 3140242 T TA Chr16_3140242_T_TAT_TA INDEL 16768.59 33 15 12 24 19 44 34 40 17 30 15 19 13 14 33 15 12 24 19 44 34 40 17 30 15 19 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_4400-Pp3c16_4500Pp3c16_4400-Pp3c16_4500intergenic_regionPp3c16_4400-Pp3c16_4500NA NA n.3140242_3140243insANA NA NA NA NA
Chr16 3268056 C CAT Chr16_3268056_C_CATC_CAT INDEL 1161.35 17 9 13 0 0 1 1 0 0 0 0 0 1 1 17 9 13 17 9 17 31 18 4 18 14 7 10 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_4710Pp3c16_4710transcript PAC:32984297protein_codingNA c.-4917_-4916insATNA NA NA NA 3756
Chr16 3268056 C CAT Chr16_3268056_C_CATC_CAT INDEL 1161.35 17 9 13 0 0 1 1 0 0 0 0 0 1 1 17 9 13 17 9 17 31 18 4 18 14 7 10 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_4710Pp3c16_4710transcript PAC:32984298protein_codingNA c.-4917_-4916insATNA NA NA NA 4917
Chr16 3268056 C CAT Chr16_3268056_C_CATC_CAT INDEL 1161.35 17 9 13 0 0 1 1 0 0 0 0 0 1 1 17 9 13 17 9 17 31 18 4 18 14 7 10 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c16_4710-Pp3c16_4760Pp3c16_4710-Pp3c16_4760intergenic_regionPp3c16_4710-Pp3c16_4760NA NA n.3268056_3268057insATNA NA NA NA NA
Chr16 3330791 A AAT Chr16_3330791_A_AATA_AAT INDEL 2473.24 0 0 0 11 7 13 19 16 0 0 0 0 0 0 14 9 7 13 7 14 19 16 14 13 6 5 5 7 0 0 0 0.846 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_4820Pp3c16_4820transcript PAC:32986497protein_codingNA c.-4847_-4846insATNA NA NA NA 4158
Chr16 3330791 A AAT Chr16_3330791_A_AATA_AAT INDEL 2473.24 0 0 0 11 7 13 19 16 0 0 0 0 0 0 14 9 7 13 7 14 19 16 14 13 6 5 5 7 0 0 0 0.846 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_4840Pp3c16_4840transcript PAC:32985291protein_codingNA c.-1188_-1187insATNA NA NA NA 1187
Chr16 3330791 A AAT Chr16_3330791_A_AATA_AAT INDEL 2473.24 0 0 0 11 7 13 19 16 0 0 0 0 0 0 14 9 7 13 7 14 19 16 14 13 6 5 5 7 0 0 0 0.846 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_4820Pp3c16_4820transcript PAC:32986498protein_codingNA c.-4847_-4846insATNA NA NA NA 4139
Chr16 3330791 A AAT Chr16_3330791_A_AATA_AAT INDEL 2473.24 0 0 0 11 7 13 19 16 0 0 0 0 0 0 14 9 7 13 7 14 19 16 14 13 6 5 5 7 0 0 0 0.846 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_4820Pp3c16_4820transcript PAC:32986499protein_codingNA c.-4847_-4846insATNA NA NA NA 4139
Chr16 3330791 A AAT Chr16_3330791_A_AATA_AAT INDEL 2473.24 0 0 0 11 7 13 19 16 0 0 0 0 0 0 14 9 7 13 7 14 19 16 14 13 6 5 5 7 0 0 0 0.846 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_4840Pp3c16_4840transcript PAC:32985292protein_codingNA c.-1188_-1187insATNA NA NA NA 1187
Chr16 3330791 A AAT Chr16_3330791_A_AATA_AAT INDEL 2473.24 0 0 0 11 7 13 19 16 0 0 0 0 0 0 14 9 7 13 7 14 19 16 14 13 6 5 5 7 0 0 0 0.846 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c16_4820-Pp3c16_4840Pp3c16_4820-Pp3c16_4840intergenic_regionPp3c16_4820-Pp3c16_4840NA NA n.3330791_3330792insATNA NA NA NA NA
Chr16 3356594 A C Chr16_3356594_A_CA_C SNP 8739.63 18 9 7 12 18 10 17 8 10 6 8 6 8 5 18 9 7 12 18 10 17 8 10 6 8 6 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_4840-Pp3c16_4900Pp3c16_4840-Pp3c16_4900intergenic_regionPp3c16_4840-Pp3c16_4900NA NA n.3356594A>CNA NA NA NA NA
Chr16 3364565 G A Chr16_3364565_G_AG_A SNP 15588.63 25 11 12 16 20 22 33 22 12 22 14 10 4 9 25 11 12 16 20 22 33 22 12 22 14 10 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_4840-Pp3c16_4900Pp3c16_4840-Pp3c16_4900intergenic_regionPp3c16_4840-Pp3c16_4900NA NA n.3364565G>ANA NA NA NA NA
Chr16 3384695 G GT Chr16_3384695_G_GTG_GT INDEL 15341.59 40 13 11 19 16 27 41 23 22 22 16 12 8 8 40 13 11 19 16 27 41 23 22 22 16 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_4840-Pp3c16_4900Pp3c16_4840-Pp3c16_4900intergenic_regionPp3c16_4840-Pp3c16_4900NA NA n.3384695_3384696insTNA NA NA NA NA
Chr16 3698880 AAT A Chr16_3698880_AAT_AAAT_A INDEL 2467.24 0 0 1 9 12 17 21 11 0 0 0 0 1 0 17 6 14 9 12 17 22 11 12 13 9 11 7 6 0 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c16_5490-Pp3c16_5590Pp3c16_5490-Pp3c16_5590intergenic_regionPp3c16_5490-Pp3c16_5590NA NA n.3698881_3698882delATNA NA NA NA NA
Chr16 3853184 C CA Chr16_3853184_C_CAC_CA INDEL 8464.59 11 6 6 12 6 10 8 7 7 5 4 14 6 9 11 6 6 12 6 10 8 7 7 5 4 14 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_5830-Pp3c16_5840Pp3c16_5830-Pp3c16_5840intergenic_regionPp3c16_5830-Pp3c16_5840NA NA n.3853184_3853185insANA NA NA NA NA
Chr16 3853193 A AT Chr16_3853193_A_ATA_AT INDEL 9403.59 14 7 6 14 6 13 7 8 10 7 6 12 7 11 14 7 6 14 6 13 7 8 10 7 6 12 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_5830-Pp3c16_5840Pp3c16_5830-Pp3c16_5840intergenic_regionPp3c16_5830-Pp3c16_5840NA NA n.3853193_3853194insTNA NA NA NA NA
Chr16 3853351 G T Chr16_3853351_G_TG_T SNP 18498.63 26 17 26 23 17 18 27 22 18 16 24 18 12 10 26 17 26 23 17 18 27 22 18 16 24 18 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_5830-Pp3c16_5840Pp3c16_5830-Pp3c16_5840intergenic_regionPp3c16_5830-Pp3c16_5840NA NA n.3853351G>TNA NA NA NA NA
Chr16 3948668 T C Chr16_3948668_T_CT_C SNP 9903.63 18 13 16 4 12 12 14 13 13 12 4 11 8 4 18 13 17 5 12 13 14 13 14 13 5 11 8 4 1 1 0.941 0.8 1 0.923 1 1 0.929 0.923 0.8 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6040Pp3c16_6040transcript PAC:32984412protein_codingNA c.-2792T>C NA NA NA NA 2792
Chr16 3948668 T C Chr16_3948668_T_CT_C SNP 9903.63 18 13 16 4 12 12 14 13 13 12 4 11 8 4 18 13 17 5 12 13 14 13 14 13 5 11 8 4 1 1 0.941 0.8 1 0.923 1 1 0.929 0.923 0.8 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_6000Pp3c16_6000transcript PAC:32984992protein_codingNA c.*1205T>C NA NA NA NA 1205
Chr16 3948668 T C Chr16_3948668_T_CT_C SNP 9903.63 18 13 16 4 12 12 14 13 13 12 4 11 8 4 18 13 17 5 12 13 14 13 14 13 5 11 8 4 1 1 0.941 0.8 1 0.923 1 1 0.929 0.923 0.8 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_6030Pp3c16_6030transcript PAC:32985160protein_codingNA c.*1383A>G NA NA NA NA 1383
Chr16 3948668 T C Chr16_3948668_T_CT_C SNP 9903.63 18 13 16 4 12 12 14 13 13 12 4 11 8 4 18 13 17 5 12 13 14 13 14 13 5 11 8 4 1 1 0.941 0.8 1 0.923 1 1 0.929 0.923 0.8 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_6050Pp3c16_6050transcript PAC:32985960protein_codingNA c.*3692A>G NA NA NA NA 3692
Chr16 3948668 T C Chr16_3948668_T_CT_C SNP 9903.63 18 13 16 4 12 12 14 13 13 12 4 11 8 4 18 13 17 5 12 13 14 13 14 13 5 11 8 4 1 1 0.941 0.8 1 0.923 1 1 0.929 0.923 0.8 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_6030Pp3c16_6030transcript PAC:32985161protein_codingNA c.*1383A>G NA NA NA NA 1383
Chr16 3948668 T C Chr16_3948668_T_CT_C SNP 9903.63 18 13 16 4 12 12 14 13 13 12 4 11 8 4 18 13 17 5 12 13 14 13 14 13 5 11 8 4 1 1 0.941 0.8 1 0.923 1 1 0.929 0.923 0.8 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_6000-Pp3c16_6030Pp3c16_6000-Pp3c16_6030intergenic_regionPp3c16_6000-Pp3c16_6030NA NA n.3948668T>CNA NA NA NA NA
Chr16 4113104 T TTA Chr16_4113104_T_TTAT_TTA INDEL 7496.59 17 6 8 16 11 11 27 11 9 9 9 8 6 8 18 6 9 16 12 12 30 11 11 9 9 9 6 8 0.944 1 0.889 1 0.917 0.917 0.9 1 0.818 1 1 0.889 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_6290Pp3c16_6290transcript PAC:32985118protein_codingNA c.*1690_*1691insTANA NA NA NA 894
Chr16 4113104 T TTA Chr16_4113104_T_TTAT_TTA INDEL 7496.59 17 6 8 16 11 11 27 11 9 9 9 8 6 8 18 6 9 16 12 12 30 11 11 9 9 9 6 8 0.944 1 0.889 1 0.917 0.917 0.9 1 0.818 1 1 0.889 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_6290Pp3c16_6290transcript PAC:32985120protein_codingNA c.*1690_*1691insTANA NA NA NA 365
Chr16 4113104 T TTA Chr16_4113104_T_TTAT_TTA INDEL 7496.59 17 6 8 16 11 11 27 11 9 9 9 8 6 8 18 6 9 16 12 12 30 11 11 9 9 9 6 8 0.944 1 0.889 1 0.917 0.917 0.9 1 0.818 1 1 0.889 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_6290Pp3c16_6290transcript PAC:32985119protein_codingNA c.*1690_*1691insTANA NA NA NA 365
Chr16 4113104 T TTA Chr16_4113104_T_TTAT_TTA INDEL 7496.59 17 6 8 16 11 11 27 11 9 9 9 8 6 8 18 6 9 16 12 12 30 11 11 9 9 9 6 8 0.944 1 0.889 1 0.917 0.917 0.9 1 0.818 1 1 0.889 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_6290-Pp3c16_6330Pp3c16_6290-Pp3c16_6330intergenic_regionPp3c16_6290-Pp3c16_6330NA NA n.4113104_4113105insTANA NA NA NA NA
Chr16 4125712 GAAAA G Chr16_4125712_GAAAA_GGAAAA_G INDEL 20456.59 35 20 17 26 22 29 24 20 28 25 11 16 9 12 35 20 17 26 22 29 24 20 28 25 11 16 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6330Pp3c16_6330transcript PAC:32984569protein_codingNA c.-3043_-3040delAAAANA NA NA NA 3043
Chr16 4125712 GAAAA G Chr16_4125712_GAAAA_GGAAAA_G INDEL 20456.59 35 20 17 26 22 29 24 20 28 25 11 16 9 12 35 20 17 26 22 29 24 20 28 25 11 16 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6340Pp3c16_6340transcript PAC:32986756protein_codingNA c.-3856_-3853delAAAANA NA NA NA 3856
Chr16 4125712 GAAAA G Chr16_4125712_GAAAA_GGAAAA_G INDEL 20456.59 35 20 17 26 22 29 24 20 28 25 11 16 9 12 35 20 17 26 22 29 24 20 28 25 11 16 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6330Pp3c16_6330transcript PAC:32984570protein_codingNA c.-3043_-3040delAAAANA NA NA NA 3043
Chr16 4125712 GAAAA G Chr16_4125712_GAAAA_GGAAAA_G INDEL 20456.59 35 20 17 26 22 29 24 20 28 25 11 16 9 12 35 20 17 26 22 29 24 20 28 25 11 16 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_6290-Pp3c16_6330Pp3c16_6290-Pp3c16_6330intergenic_regionPp3c16_6290-Pp3c16_6330NA NA n.4125713_4125716delAAAANA NA NA NA NA
Chr16 4125717 C CCCCT Chr16_4125717_C_CCCCTC_CCCCT INDEL 20620.59 35 20 18 26 22 29 24 20 29 25 11 16 9 13 35 20 18 26 22 29 24 20 29 25 11 16 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6330Pp3c16_6330transcript PAC:32984569protein_codingNA c.-3039_-3038insCCCTNA NA NA NA 3038
Chr16 4125717 C CCCCT Chr16_4125717_C_CCCCTC_CCCCT INDEL 20620.59 35 20 18 26 22 29 24 20 29 25 11 16 9 13 35 20 18 26 22 29 24 20 29 25 11 16 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6340Pp3c16_6340transcript PAC:32986756protein_codingNA c.-3852_-3851insCCCTNA NA NA NA 3851
Chr16 4125717 C CCCCT Chr16_4125717_C_CCCCTC_CCCCT INDEL 20620.59 35 20 18 26 22 29 24 20 29 25 11 16 9 13 35 20 18 26 22 29 24 20 29 25 11 16 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6330Pp3c16_6330transcript PAC:32984570protein_codingNA c.-3039_-3038insCCCTNA NA NA NA 3038
Chr16 4125717 C CCCCT Chr16_4125717_C_CCCCTC_CCCCT INDEL 20620.59 35 20 18 26 22 29 24 20 29 25 11 16 9 13 35 20 18 26 22 29 24 20 29 25 11 16 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_6290-Pp3c16_6330Pp3c16_6290-Pp3c16_6330intergenic_regionPp3c16_6290-Pp3c16_6330NA NA n.4125717_4125718insCCCTNA NA NA NA NA
Chr16 4125719 A G Chr16_4125719_A_GA_G SNP 20629.63 39 20 18 27 21 30 25 19 28 25 13 15 9 13 39 20 18 27 21 30 25 19 28 25 13 15 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6330Pp3c16_6330transcript PAC:32984569protein_codingNA c.-3037A>G NA NA NA NA 3037
Chr16 4125719 A G Chr16_4125719_A_GA_G SNP 20629.63 39 20 18 27 21 30 25 19 28 25 13 15 9 13 39 20 18 27 21 30 25 19 28 25 13 15 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6340Pp3c16_6340transcript PAC:32986756protein_codingNA c.-3850A>G NA NA NA NA 3850
Chr16 4125719 A G Chr16_4125719_A_GA_G SNP 20629.63 39 20 18 27 21 30 25 19 28 25 13 15 9 13 39 20 18 27 21 30 25 19 28 25 13 15 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6330Pp3c16_6330transcript PAC:32984570protein_codingNA c.-3037A>G NA NA NA NA 3037
Chr16 4125719 A G Chr16_4125719_A_GA_G SNP 20629.63 39 20 18 27 21 30 25 19 28 25 13 15 9 13 39 20 18 27 21 30 25 19 28 25 13 15 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_6290-Pp3c16_6330Pp3c16_6290-Pp3c16_6330intergenic_regionPp3c16_6290-Pp3c16_6330NA NA n.4125719A>GNA NA NA NA NA
Chr16 4151930 T TA Chr16_4151930_T_TAT_TA INDEL 13882.59 24 21 15 17 14 26 27 16 13 20 13 13 15 8 24 21 15 17 14 26 27 16 13 20 13 13 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6370Pp3c16_6370transcript PAC:32984436protein_codingNA c.-970_-969insANA NA NA NA 566
Chr16 4151930 T TA Chr16_4151930_T_TAT_TA INDEL 13882.59 24 21 15 17 14 26 27 16 13 20 13 13 15 8 24 21 15 17 14 26 27 16 13 20 13 13 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_6370Pp3c16_6370transcript PAC:32984437protein_codingNA c.-970_-969insANA NA NA NA 450
Chr16 4151930 T TA Chr16_4151930_T_TAT_TA INDEL 13882.59 24 21 15 17 14 26 27 16 13 20 13 13 15 8 24 21 15 17 14 26 27 16 13 20 13 13 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_6360-Pp3c16_6370Pp3c16_6360-Pp3c16_6370intergenic_regionPp3c16_6360-Pp3c16_6370NA NA n.4151930_4151931insANA NA NA NA NA
Chr16 4546270 T TTA Chr16_4546270_T_TTAT_TTA INDEL 10629.59 19 11 11 22 11 17 26 15 13 18 16 7 17 5 19 11 11 22 11 17 26 16 13 18 16 7 17 5 1 1 1 1 1 1 1 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_7260Pp3c16_7260transcript PAC:32984558protein_codingNA c.-3983_-3982insTANA NA NA NA 3983
Chr16 4546270 T TTA Chr16_4546270_T_TTAT_TTA INDEL 10629.59 19 11 11 22 11 17 26 15 13 18 16 7 17 5 19 11 11 22 11 17 26 16 13 18 16 7 17 5 1 1 1 1 1 1 1 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_7270Pp3c16_7270transcript PAC:32986775protein_codingNA c.-597_-596insTANA NA NA NA 343
Chr16 4546270 T TTA Chr16_4546270_T_TTAT_TTA INDEL 10629.59 19 11 11 22 11 17 26 15 13 18 16 7 17 5 19 11 11 22 11 17 26 16 13 18 16 7 17 5 1 1 1 1 1 1 1 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_7260Pp3c16_7260transcript PAC:32984559protein_codingNA c.-3983_-3982insTANA NA NA NA 3952
Chr16 4546270 T TTA Chr16_4546270_T_TTAT_TTA INDEL 10629.59 19 11 11 22 11 17 26 15 13 18 16 7 17 5 19 11 11 22 11 17 26 16 13 18 16 7 17 5 1 1 1 1 1 1 1 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_7270Pp3c16_7270transcript PAC:32986776protein_codingNA c.-597_-596insTANA NA NA NA 316



Chr16 4546270 T TTA Chr16_4546270_T_TTAT_TTA INDEL 10629.59 19 11 11 22 11 17 26 15 13 18 16 7 17 5 19 11 11 22 11 17 26 16 13 18 16 7 17 5 1 1 1 1 1 1 1 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7280Pp3c16_7280transcript PAC:32986375protein_codingNA c.*3264_*3265insTANA NA NA NA 2972
Chr16 4546270 T TTA Chr16_4546270_T_TTAT_TTA INDEL 10629.59 19 11 11 22 11 17 26 15 13 18 16 7 17 5 19 11 11 22 11 17 26 16 13 18 16 7 17 5 1 1 1 1 1 1 1 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7290Pp3c16_7290transcript PAC:32986103protein_codingNA c.*5153_*5154insTANA NA NA NA 4763
Chr16 4546270 T TTA Chr16_4546270_T_TTAT_TTA INDEL 10629.59 19 11 11 22 11 17 26 15 13 18 16 7 17 5 19 11 11 22 11 17 26 16 13 18 16 7 17 5 1 1 1 1 1 1 1 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7280Pp3c16_7280transcript PAC:32986376protein_codingNA c.*3019_*3020insTANA NA NA NA 3019
Chr16 4546270 T TTA Chr16_4546270_T_TTAT_TTA INDEL 10629.59 19 11 11 22 11 17 26 15 13 18 16 7 17 5 19 11 11 22 11 17 26 16 13 18 16 7 17 5 1 1 1 1 1 1 1 0.938 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_7260-Pp3c16_7270Pp3c16_7260-Pp3c16_7270intergenic_regionPp3c16_7260-Pp3c16_7270NA NA n.4546270_4546271insTANA NA NA NA NA
Chr16 4559769 C CTA Chr16_4559769_C_CTAC_CTA INDEL 7414.24 29 12 17 2 0 0 0 0 15 19 17 6 6 4 29 15 17 23 11 23 34 23 15 19 17 7 6 4 1 0.8 1 0.087 0 0 0 0 1 1 1 0.857 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_7320Pp3c16_7320transcript PAC:32984906protein_codingNA c.*2354_*2355insTANA NA NA NA 2107
Chr16 4559769 C CTA Chr16_4559769_C_CTAC_CTA INDEL 7414.24 29 12 17 2 0 0 0 0 15 19 17 6 6 4 29 15 17 23 11 23 34 23 15 19 17 7 6 4 1 0.8 1 0.087 0 0 0 0 1 1 1 0.857 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_7330Pp3c16_7330transcript PAC:32985557protein_codingNA c.*1196_*1197insTANA NA NA NA 1196
Chr16 4559769 C CTA Chr16_4559769_C_CTAC_CTA INDEL 7414.24 29 12 17 2 0 0 0 0 15 19 17 6 6 4 29 15 17 23 11 23 34 23 15 19 17 7 6 4 1 0.8 1 0.087 0 0 0 0 1 1 1 0.857 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_7320Pp3c16_7320transcript PAC:32984907protein_codingNA c.*2354_*2355insTANA NA NA NA 1805
Chr16 4559769 C CTA Chr16_4559769_C_CTAC_CTA INDEL 7414.24 29 12 17 2 0 0 0 0 15 19 17 6 6 4 29 15 17 23 11 23 34 23 15 19 17 7 6 4 1 0.8 1 0.087 0 0 0 0 1 1 1 0.857 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_7320Pp3c16_7320transcript PAC:32984908protein_codingNA c.*2354_*2355insTANA NA NA NA 1805
Chr16 4559769 C CTA Chr16_4559769_C_CTAC_CTA INDEL 7414.24 29 12 17 2 0 0 0 0 15 19 17 6 6 4 29 15 17 23 11 23 34 23 15 19 17 7 6 4 1 0.8 1 0.087 0 0 0 0 1 1 1 0.857 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_7320Pp3c16_7320transcript PAC:32984909protein_codingNA c.*2354_*2355insTANA NA NA NA 1805
Chr16 4559769 C CTA Chr16_4559769_C_CTAC_CTA INDEL 7414.24 29 12 17 2 0 0 0 0 15 19 17 6 6 4 29 15 17 23 11 23 34 23 15 19 17 7 6 4 1 0.8 1 0.087 0 0 0 0 1 1 1 0.857 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_7330Pp3c16_7330transcript PAC:32985558protein_codingNA c.*1196_*1197insTANA NA NA NA 1196
Chr16 4559769 C CTA Chr16_4559769_C_CTAC_CTA INDEL 7414.24 29 12 17 2 0 0 0 0 15 19 17 6 6 4 29 15 17 23 11 23 34 23 15 19 17 7 6 4 1 0.8 1 0.087 0 0 0 0 1 1 1 0.857 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c16_7320-Pp3c16_7330Pp3c16_7320-Pp3c16_7330intergenic_regionPp3c16_7320-Pp3c16_7330NA NA n.4559769_4559770insTANA NA NA NA NA
Chr16 4682796 A AT Chr16_4682796_A_ATA_AT INDEL 15505.59 25 16 12 22 22 35 34 16 18 29 10 12 13 14 25 16 12 22 22 35 34 16 18 29 10 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_7529Pp3c16_7529transcript PAC:32984651protein_codingNA c.-2060_-2059insTNA NA NA NA 2013
Chr16 4682796 A AT Chr16_4682796_A_ATA_AT INDEL 15505.59 25 16 12 22 22 35 34 16 18 29 10 12 13 14 25 16 12 22 22 35 34 16 18 29 10 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_7500-Pp3c16_7529Pp3c16_7500-Pp3c16_7529intergenic_regionPp3c16_7500-Pp3c16_7529NA NA n.4682796_4682797insTNA NA NA NA NA
Chr16 4689535 T TA Chr16_4689535_T_TAT_TA INDEL 15509.59 23 11 18 17 10 26 27 22 18 30 10 17 11 12 23 11 18 17 10 26 27 22 18 30 10 17 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7529Pp3c16_7529transcript PAC:32984651protein_codingNA c.*4470_*4471insANA NA NA NA 3740
Chr16 4689535 T TA Chr16_4689535_T_TAT_TA INDEL 15509.59 23 11 18 17 10 26 27 22 18 30 10 17 11 12 23 11 18 17 10 26 27 22 18 30 10 17 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_7529-Pp3c16_7540Pp3c16_7529-Pp3c16_7540intergenic_regionPp3c16_7529-Pp3c16_7540NA NA n.4689535_4689536insANA NA NA NA NA
Chr16 4689576 G T Chr16_4689576_G_TG_T SNP 19671.63 28 14 16 24 8 31 23 24 23 31 9 13 13 14 28 14 16 24 8 31 23 24 23 31 9 13 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7529Pp3c16_7529transcript PAC:32984651protein_codingNA c.*4511G>T NA NA NA NA 3780
Chr16 4689576 G T Chr16_4689576_G_TG_T SNP 19671.63 28 14 16 24 8 31 23 24 23 31 9 13 13 14 28 14 16 24 8 31 23 24 23 31 9 13 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_7529-Pp3c16_7540Pp3c16_7529-Pp3c16_7540intergenic_regionPp3c16_7529-Pp3c16_7540NA NA n.4689576G>TNA NA NA NA NA
Chr16 4689578 G T Chr16_4689578_G_TG_T SNP 19671.63 28 15 17 23 9 31 23 25 22 29 9 13 12 13 28 15 17 23 9 31 23 25 22 29 9 13 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7529Pp3c16_7529transcript PAC:32984651protein_codingNA c.*4513G>T NA NA NA NA 3782
Chr16 4689578 G T Chr16_4689578_G_TG_T SNP 19671.63 28 15 17 23 9 31 23 25 22 29 9 13 12 13 28 15 17 23 9 31 23 25 22 29 9 13 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_7529-Pp3c16_7540Pp3c16_7529-Pp3c16_7540intergenic_regionPp3c16_7529-Pp3c16_7540NA NA n.4689578G>TNA NA NA NA NA
Chr16 4771423 C T Chr16_4771423_C_TC_T SNP 18473.63 19 14 18 23 25 25 24 26 27 27 11 13 18 7 19 14 18 23 25 25 24 26 27 27 11 13 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_7620-Pp3c16_7630Pp3c16_7620-Pp3c16_7630intergenic_regionPp3c16_7620-Pp3c16_7630NA NA n.4771423C>TNA NA NA NA NA
Chr16 4771518 T C Chr16_4771518_T_CT_C SNP 13291.63 15 7 15 13 19 22 14 21 21 16 12 10 8 8 15 7 15 13 19 22 14 21 21 16 12 10 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_7620-Pp3c16_7630Pp3c16_7620-Pp3c16_7630intergenic_regionPp3c16_7620-Pp3c16_7630NA NA n.4771518T>CNA NA NA NA NA
Chr16 4773725 T A Chr16_4773725_T_AT_A SNP 13186.63 17 13 9 14 14 20 18 13 19 28 21 10 7 9 17 13 9 14 14 21 18 13 19 28 21 10 7 9 1 1 1 1 1 0.952 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_7620-Pp3c16_7630Pp3c16_7620-Pp3c16_7630intergenic_regionPp3c16_7620-Pp3c16_7630NA NA n.4773725T>ANA NA NA NA NA
Chr16 4858915 G GA Chr16_4858915_G_GAG_GA INDEL 20839.59 33 18 19 26 18 18 26 19 24 26 20 15 16 12 33 18 19 26 18 18 26 19 24 26 20 15 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7780Pp3c16_7780transcript PAC:32983555protein_codingNA c.*2768_*2769insTNA NA NA NA 1276
Chr16 4858915 G GA Chr16_4858915_G_GAG_GA INDEL 20839.59 33 18 19 26 18 18 26 19 24 26 20 15 16 12 33 18 19 26 18 18 26 19 24 26 20 15 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7780Pp3c16_7780transcript PAC:32983556protein_codingNA c.*2768_*2769insTNA NA NA NA 1276
Chr16 4858915 G GA Chr16_4858915_G_GAG_GA INDEL 20839.59 33 18 19 26 18 18 26 19 24 26 20 15 16 12 33 18 19 26 18 18 26 19 24 26 20 15 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7780Pp3c16_7780transcript PAC:32983558protein_codingNA c.*2768_*2769insTNA NA NA NA 1276
Chr16 4858915 G GA Chr16_4858915_G_GAG_GA INDEL 20839.59 33 18 19 26 18 18 26 19 24 26 20 15 16 12 33 18 19 26 18 18 26 19 24 26 20 15 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7780Pp3c16_7780transcript PAC:32983557protein_codingNA c.*2768_*2769insTNA NA NA NA 2740
Chr16 4858915 G GA Chr16_4858915_G_GAG_GA INDEL 20839.59 33 18 19 26 18 18 26 19 24 26 20 15 16 12 33 18 19 26 18 18 26 19 24 26 20 15 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_7770Pp3c16_7770transcript PAC:32985602protein_coding 02-mai c.369+85_369+86insANA NA NA NA NA
Chr16 4858915 G GA Chr16_4858915_G_GAG_GA INDEL 20839.59 33 18 19 26 18 18 26 19 24 26 20 15 16 12 33 18 19 26 18 18 26 19 24 26 20 15 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_7770Pp3c16_7770transcript PAC:32985604protein_coding 02-mai c.369+85_369+86insANA NA NA NA NA
Chr16 4858915 G GA Chr16_4858915_G_GAG_GA INDEL 20839.59 33 18 19 26 18 18 26 19 24 26 20 15 16 12 33 18 19 26 18 18 26 19 24 26 20 15 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_7770Pp3c16_7770transcript PAC:32985603protein_coding 02-juin c.369+85_369+86insANA NA NA NA NA
Chr16 4858915 G GA Chr16_4858915_G_GAG_GA INDEL 20839.59 33 18 19 26 18 18 26 19 24 26 20 15 16 12 33 18 19 26 18 18 26 19 24 26 20 15 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_7770Pp3c16_7770transcript PAC:32985605protein_coding 02-avr c.369+85_369+86insANA NA NA NA NA
Chr16 4858923 G GA Chr16_4858923_G_GAG_GA INDEL 20908.59 33 17 19 24 17 20 25 19 24 27 19 15 14 12 33 17 19 24 17 20 25 19 24 27 19 15 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7780Pp3c16_7780transcript PAC:32983555protein_codingNA c.*2760_*2761insTNA NA NA NA 1268
Chr16 4858923 G GA Chr16_4858923_G_GAG_GA INDEL 20908.59 33 17 19 24 17 20 25 19 24 27 19 15 14 12 33 17 19 24 17 20 25 19 24 27 19 15 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7780Pp3c16_7780transcript PAC:32983556protein_codingNA c.*2760_*2761insTNA NA NA NA 1268
Chr16 4858923 G GA Chr16_4858923_G_GAG_GA INDEL 20908.59 33 17 19 24 17 20 25 19 24 27 19 15 14 12 33 17 19 24 17 20 25 19 24 27 19 15 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7780Pp3c16_7780transcript PAC:32983558protein_codingNA c.*2760_*2761insTNA NA NA NA 1268
Chr16 4858923 G GA Chr16_4858923_G_GAG_GA INDEL 20908.59 33 17 19 24 17 20 25 19 24 27 19 15 14 12 33 17 19 24 17 20 25 19 24 27 19 15 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_7780Pp3c16_7780transcript PAC:32983557protein_codingNA c.*2760_*2761insTNA NA NA NA 2732
Chr16 4858923 G GA Chr16_4858923_G_GAG_GA INDEL 20908.59 33 17 19 24 17 20 25 19 24 27 19 15 14 12 33 17 19 24 17 20 25 19 24 27 19 15 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_7770Pp3c16_7770transcript PAC:32985602protein_coding 02-mai c.369+93_369+94insANA NA NA NA NA
Chr16 4858923 G GA Chr16_4858923_G_GAG_GA INDEL 20908.59 33 17 19 24 17 20 25 19 24 27 19 15 14 12 33 17 19 24 17 20 25 19 24 27 19 15 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_7770Pp3c16_7770transcript PAC:32985604protein_coding 02-mai c.369+93_369+94insANA NA NA NA NA
Chr16 4858923 G GA Chr16_4858923_G_GAG_GA INDEL 20908.59 33 17 19 24 17 20 25 19 24 27 19 15 14 12 33 17 19 24 17 20 25 19 24 27 19 15 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_7770Pp3c16_7770transcript PAC:32985603protein_coding 02-juin c.369+93_369+94insANA NA NA NA NA
Chr16 4858923 G GA Chr16_4858923_G_GAG_GA INDEL 20908.59 33 17 19 24 17 20 25 19 24 27 19 15 14 12 33 17 19 24 17 20 25 19 24 27 19 15 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_7770Pp3c16_7770transcript PAC:32985605protein_coding 02-avr c.369+93_369+94insANA NA NA NA NA
Chr16 5011162 A AAT Chr16_5011162_A_AATA_AAT INDEL 321.37 0 0 12 0 0 1 0 0 1 0 0 0 0 0 22 20 12 11 13 27 27 10 13 23 8 12 9 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c16_7990-Pp3c16_8070Pp3c16_7990-Pp3c16_8070intergenic_regionPp3c16_7990-Pp3c16_8070NA NA n.5011162_5011163insATNA NA NA NA NA
Chr16 5016648 A G Chr16_5016648_A_GA_G SNP 12797.63 14 17 9 18 9 24 29 9 19 16 15 8 5 8 14 17 9 18 9 24 29 9 19 16 15 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_7990-Pp3c16_8070Pp3c16_7990-Pp3c16_8070intergenic_regionPp3c16_7990-Pp3c16_8070NA NA n.5016648A>GNA NA NA NA NA
Chr16 5016700 C A Chr16_5016700_C_AC_A SNP 13736.63 17 19 8 15 12 23 25 14 23 17 13 17 10 13 17 19 8 15 12 23 26 14 23 17 13 17 10 13 1 1 1 1 1 1 0.962 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_7990-Pp3c16_8070Pp3c16_7990-Pp3c16_8070intergenic_regionPp3c16_7990-Pp3c16_8070NA NA n.5016700C>ANA NA NA NA NA
Chr16 5051769 A AT Chr16_5051769_A_ATA_AT INDEL 11281.59 28 8 10 14 12 26 31 12 4 15 11 11 4 6 28 8 10 14 12 26 31 12 4 15 11 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_8111Pp3c16_8111transcript PAC:32984716protein_coding 01-oct c.413dupA p.Asn138fs 413/1638 413/1638 138/545 NA
Chr16 5051769 A AT Chr16_5051769_A_ATA_AT INDEL 11281.59 28 8 10 14 12 26 31 12 4 15 11 11 4 6 28 8 10 14 12 26 31 12 4 15 11 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c16_8100Pp3c16_8100transcript PAC:32986259protein_coding 01-sept c.-301dupA NA NA NA NA 516
Chr16 5051769 A AT Chr16_5051769_A_ATA_AT INDEL 11281.59 28 8 10 14 12 26 31 12 4 15 11 11 4 6 28 8 10 14 12 26 31 12 4 15 11 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_8090Pp3c16_8090transcript PAC:32986454protein_codingNA c.-8519dupA NA NA NA NA 4182
Chr16 5051769 A AT Chr16_5051769_A_ATA_AT INDEL 11281.59 28 8 10 14 12 26 31 12 4 15 11 11 4 6 28 8 10 14 12 26 31 12 4 15 11 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_8090Pp3c16_8090transcript PAC:32986455protein_codingNA c.-8519dupA NA NA NA NA 4182
Chr16 5223866 CAT CATAT Chr16_5223866_CAT_CATATCAT_CATAT INDEL 5582.59 0 0 0 15 14 14 16 12 0 0 1 0 0 1 10 5 10 16 15 14 16 13 5 15 6 7 4 4 0 0 0 0.938 0.933 1 1 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_8490Pp3c16_8490transcript PAC:32984440protein_codingNA c.-1816_-1815insATNA NA NA NA 1815
Chr16 5223866 CAT CATAT Chr16_5223866_CAT_CATATCAT_CATAT INDEL 5582.59 0 0 0 15 14 14 16 12 0 0 1 0 0 1 10 5 10 16 15 14 16 13 5 15 6 7 4 4 0 0 0 0.938 0.933 1 1 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_8470Pp3c16_8470transcript PAC:32984307protein_codingNA c.-5380_-5379insATNA NA NA NA 4734
Chr16 5223866 CAT CATAT Chr16_5223866_CAT_CATATCAT_CATAT INDEL 5582.59 0 0 0 15 14 14 16 12 0 0 1 0 0 1 10 5 10 16 15 14 16 13 5 15 6 7 4 4 0 0 0 0.938 0.933 1 1 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_8490Pp3c16_8490transcript PAC:32984441protein_codingNA c.-1816_-1815insATNA NA NA NA 1496
Chr16 5223866 CAT CATAT Chr16_5223866_CAT_CATATCAT_CATAT INDEL 5582.59 0 0 0 15 14 14 16 12 0 0 1 0 0 1 10 5 10 16 15 14 16 13 5 15 6 7 4 4 0 0 0 0.938 0.933 1 1 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_8500Pp3c16_8500transcript PAC:32986186protein_codingNA c.*4803_*4804insATNA NA NA NA 4296
Chr16 5223866 CAT CATAT Chr16_5223866_CAT_CATATCAT_CATAT INDEL 5582.59 0 0 0 15 14 14 16 12 0 0 1 0 0 1 10 5 10 16 15 14 16 13 5 15 6 7 4 4 0 0 0 0.938 0.933 1 1 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_8500Pp3c16_8500transcript PAC:32986187protein_codingNA c.*4803_*4804insATNA NA NA NA 4299
Chr16 5223866 CAT CATAT Chr16_5223866_CAT_CATATCAT_CATAT INDEL 5582.59 0 0 0 15 14 14 16 12 0 0 1 0 0 1 10 5 10 16 15 14 16 13 5 15 6 7 4 4 0 0 0 0.938 0.933 1 1 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c16_8470-Pp3c16_8490Pp3c16_8470-Pp3c16_8490intergenic_regionPp3c16_8470-Pp3c16_8490NA NA n.5223868_5223869insATNA NA NA NA NA
Chr16 5235497 G T Chr16_5235497_G_TG_T SNP 5895.63 12 4 4 5 6 7 14 8 5 9 7 4 4 6 12 4 4 5 7 7 14 8 5 9 7 4 4 6 1 1 1 1 0.857 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_8500Pp3c16_8500transcript PAC:32986186protein_codingNA c.-411C>A NA NA NA NA 153
Chr16 5235497 G T Chr16_5235497_G_TG_T SNP 5895.63 12 4 4 5 6 7 14 8 5 9 7 4 4 6 12 4 4 5 7 7 14 8 5 9 7 4 4 6 1 1 1 1 0.857 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_8500Pp3c16_8500transcript PAC:32986187protein_codingNA c.-411C>A NA NA NA NA 183
Chr16 5235497 G T Chr16_5235497_G_TG_T SNP 5895.63 12 4 4 5 6 7 14 8 5 9 7 4 4 6 12 4 4 5 7 7 14 8 5 9 7 4 4 6 1 1 1 1 0.857 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_8500-Pp3c16_8520Pp3c16_8500-Pp3c16_8520intergenic_regionPp3c16_8500-Pp3c16_8520NA NA n.5235497G>TNA NA NA NA NA
Chr16 5254247 G GA Chr16_5254247_G_GAG_GA INDEL 16666.59 26 17 11 30 21 27 26 18 22 28 9 19 9 6 26 17 11 30 21 27 26 18 22 28 9 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_8500-Pp3c16_8520Pp3c16_8500-Pp3c16_8520intergenic_regionPp3c16_8500-Pp3c16_8520NA NA n.5254247_5254248insANA NA NA NA NA
Chr16 5255932 G A Chr16_5255932_G_AG_A SNP 16459.63 26 16 10 28 23 16 21 13 17 19 7 16 5 10 26 16 10 28 23 16 21 13 17 19 7 16 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_8520Pp3c16_8520transcript PAC:32986182protein_codingNA c.*5243C>T NA NA NA NA 4960
Chr16 5255932 G A Chr16_5255932_G_AG_A SNP 16459.63 26 16 10 28 23 16 21 13 17 19 7 16 5 10 26 16 10 28 23 16 21 13 17 19 7 16 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_8500-Pp3c16_8520Pp3c16_8500-Pp3c16_8520intergenic_regionPp3c16_8500-Pp3c16_8520NA NA n.5255932G>ANA NA NA NA NA
Chr16 5256141 G GA Chr16_5256141_G_GAG_GA INDEL 15020.59 18 9 13 25 23 23 19 21 25 20 17 18 11 5 18 9 13 25 23 23 19 21 25 20 17 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_8520Pp3c16_8520transcript PAC:32986182protein_codingNA c.*5033_*5034insTNA NA NA NA 4750
Chr16 5256141 G GA Chr16_5256141_G_GAG_GA INDEL 15020.59 18 9 13 25 23 23 19 21 25 20 17 18 11 5 18 9 13 25 23 23 19 21 25 20 17 18 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_8500-Pp3c16_8520Pp3c16_8500-Pp3c16_8520intergenic_regionPp3c16_8500-Pp3c16_8520NA NA n.5256141_5256142insANA NA NA NA NA
Chr16 5261155 T A Chr16_5261155_T_AT_A SNP 16672.63 35 12 14 29 13 34 29 27 15 21 14 17 9 7 35 12 14 29 13 34 29 27 15 21 14 17 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_8520Pp3c16_8520transcript PAC:32986182protein_coding 01-janv c.*20A>T NA NA NA NA 20
Chr16 5261155 T A Chr16_5261155_T_AT_A SNP 16672.63 35 12 14 29 13 34 29 27 15 21 14 17 9 7 35 12 14 29 13 34 29 27 15 21 14 17 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_8520Pp3c16_8520transcript PAC:32986181protein_codingNA c.*20A>T NA NA NA NA 20
Chr16 5261155 T A Chr16_5261155_T_AT_A SNP 16672.63 35 12 14 29 13 34 29 27 15 21 14 17 9 7 35 12 14 29 13 34 29 27 15 21 14 17 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_8540Pp3c16_8540transcript PAC:32985586protein_codingNA c.*2713A>T NA NA NA NA 1402
Chr16 5261155 T A Chr16_5261155_T_AT_A SNP 16672.63 35 12 14 29 13 34 29 27 15 21 14 17 9 7 35 12 14 29 13 34 29 27 15 21 14 17 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_8540Pp3c16_8540transcript PAC:32985587protein_codingNA c.*2713A>T NA NA NA NA 1440
Chr16 5292662 A G Chr16_5292662_A_GA_G SNP 17809.63 23 11 17 26 22 24 26 20 17 15 8 12 12 14 23 11 17 26 22 24 26 20 17 15 8 12 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c16_8610Pp3c16_8610transcript PAC:32986005protein_coding 04-août c.1773A>G p.Leu591Leu 3514/5718 1773/3432 591/1143 NA
Chr16 5292662 A G Chr16_5292662_A_GA_G SNP 17809.63 23 11 17 26 22 24 26 20 17 15 8 12 12 14 23 11 17 26 22 24 26 20 17 15 8 12 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c16_8610Pp3c16_8610transcript PAC:32986007protein_coding 05-sept c.1728A>G p.Leu576Leu 2248/4452 1728/3387 576/1128 NA
Chr16 5292662 A G Chr16_5292662_A_GA_G SNP 17809.63 23 11 17 26 22 24 26 20 17 15 8 12 12 14 23 11 17 26 22 24 26 20 17 15 8 12 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c16_8610Pp3c16_8610transcript PAC:32986008protein_coding 05-sept c.1728A>G p.Leu576Leu 3198/5402 1728/3387 576/1128 NA
Chr16 5292662 A G Chr16_5292662_A_GA_G SNP 17809.63 23 11 17 26 22 24 26 20 17 15 8 12 12 14 23 11 17 26 22 24 26 20 17 15 8 12 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c16_8610Pp3c16_8610transcript PAC:32986009protein_coding 05-sept c.1728A>G p.Leu576Leu 3288/5492 1728/3387 576/1128 NA
Chr16 5292662 A G Chr16_5292662_A_GA_G SNP 17809.63 23 11 17 26 22 24 26 20 17 15 8 12 12 14 23 11 17 26 22 24 26 20 17 15 8 12 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c16_8610Pp3c16_8610transcript PAC:32986010protein_coding 04-août c.1773A>G p.Leu591Leu 3514/5907 1773/2949 591/982 NA
Chr16 5292662 A G Chr16_5292662_A_GA_G SNP 17809.63 23 11 17 26 22 24 26 20 17 15 8 12 12 14 23 11 17 26 22 24 26 20 17 15 8 12 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c16_8610Pp3c16_8610transcript PAC:32986011protein_coding 05-sept c.1728A>G p.Leu576Leu 2238/4631 1728/2904 576/967 NA
Chr16 5292662 A G Chr16_5292662_A_GA_G SNP 17809.63 23 11 17 26 22 24 26 20 17 15 8 12 12 14 23 11 17 26 22 24 26 20 17 15 8 12 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c16_8610Pp3c16_8610transcript PAC:32986012protein_coding 05-sept c.1728A>G p.Leu576Leu 3288/5681 1728/2904 576/967 NA
Chr16 5292662 A G Chr16_5292662_A_GA_G SNP 17809.63 23 11 17 26 22 24 26 20 17 15 8 12 12 14 23 11 17 26 22 24 26 20 17 15 8 12 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c16_8610Pp3c16_8610transcript PAC:32986006protein_coding 04-août c.1773A>G p.Leu591Leu 3513/5763 1773/3432 591/1143 NA
Chr16 5503560 C CA Chr16_5503560_C_CAC_CA INDEL 16004.59 22 12 15 25 29 26 24 14 18 14 20 16 8 15 22 12 15 25 29 26 24 14 18 14 20 16 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_8940Pp3c16_8940transcript PAC:32984988protein_coding 01-févr c.1786dupA p.Thr596fs 2522/3063 1787/1833 596/610 NA
Chr16 5503560 C CA Chr16_5503560_C_CAC_CA INDEL 16004.59 22 12 15 25 29 26 24 14 18 14 20 16 8 15 22 12 15 25 29 26 24 14 18 14 20 16 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_8940Pp3c16_8940transcript PAC:32984989protein_coding 01-mars c.1786dupA p.Thr596fs 2219/2930 1787/1833 596/610 NA
Chr16 5503560 C CA Chr16_5503560_C_CAC_CA INDEL 16004.59 22 12 15 25 29 26 24 14 18 14 20 16 8 15 22 12 15 25 29 26 24 14 18 14 20 16 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_8950Pp3c16_8950transcript PAC:32986570protein_codingNA c.-2495_-2494insANA NA NA NA 2276
Chr16 5503560 C CA Chr16_5503560_C_CAC_CA INDEL 16004.59 22 12 15 25 29 26 24 14 18 14 20 16 8 15 22 12 15 25 29 26 24 14 18 14 20 16 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_8950Pp3c16_8950transcript PAC:32986571protein_codingNA c.-2495_-2494insANA NA NA NA 2241
Chr16 5503560 C CA Chr16_5503560_C_CAC_CA INDEL 16004.59 22 12 15 25 29 26 24 14 18 14 20 16 8 15 22 12 15 25 29 26 24 14 18 14 20 16 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_8920Pp3c16_8920transcript PAC:32984768protein_codingNA c.*5453_*5454insANA NA NA NA 4052
Chr16 5503560 C CA Chr16_5503560_C_CAC_CA INDEL 16004.59 22 12 15 25 29 26 24 14 18 14 20 16 8 15 22 12 15 25 29 26 24 14 18 14 20 16 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_8920Pp3c16_8920transcript PAC:32984769protein_codingNA c.*5453_*5454insANA NA NA NA 4014
Chr16 5503560 C CA Chr16_5503560_C_CAC_CA INDEL 16004.59 22 12 15 25 29 26 24 14 18 14 20 16 8 15 22 12 15 25 29 26 24 14 18 14 20 16 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_8920Pp3c16_8920transcript PAC:32984770protein_codingNA c.*5453_*5454insANA NA NA NA 4014
Chr16 5528656 TTA T Chr16_5528656_TTA_TTTA_T INDEL 10811.59 22 9 12 16 8 18 17 14 12 17 15 7 6 4 22 9 12 16 8 18 17 15 12 17 15 7 6 5 1 1 1 1 1 1 1 0.933 1 1 1 1 1 0.8 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9010Pp3c16_9010transcript PAC:32984539protein_codingNA c.-1778_-1777delTANA NA NA NA 540
Chr16 5528656 TTA T Chr16_5528656_TTA_TTTA_T INDEL 10811.59 22 9 12 16 8 18 17 14 12 17 15 7 6 4 22 9 12 16 8 18 17 15 12 17 15 7 6 5 1 1 1 1 1 1 1 0.933 1 1 1 1 1 0.8 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9010Pp3c16_9010transcript PAC:32984541protein_codingNA c.-1778_-1777delTANA NA NA NA 779
Chr16 5528656 TTA T Chr16_5528656_TTA_TTTA_T INDEL 10811.59 22 9 12 16 8 18 17 14 12 17 15 7 6 4 22 9 12 16 8 18 17 15 12 17 15 7 6 5 1 1 1 1 1 1 1 0.933 1 1 1 1 1 0.8 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9010Pp3c16_9010transcript PAC:32984540protein_codingNA c.-1778_-1777delTANA NA NA NA 515
Chr16 5528656 TTA T Chr16_5528656_TTA_TTTA_T INDEL 10811.59 22 9 12 16 8 18 17 14 12 17 15 7 6 4 22 9 12 16 8 18 17 15 12 17 15 7 6 5 1 1 1 1 1 1 1 0.933 1 1 1 1 1 0.8 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9010Pp3c16_9010transcript PAC:32984542protein_codingNA c.-1778_-1777delTANA NA NA NA 1683
Chr16 5528656 TTA T Chr16_5528656_TTA_TTTA_T INDEL 10811.59 22 9 12 16 8 18 17 14 12 17 15 7 6 4 22 9 12 16 8 18 17 15 12 17 15 7 6 5 1 1 1 1 1 1 1 0.933 1 1 1 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9010-Pp3c16_9070Pp3c16_9010-Pp3c16_9070intergenic_regionPp3c16_9010-Pp3c16_9070NA NA n.5528657_5528658delTANA NA NA NA NA
Chr16 5692208 C T Chr16_5692208_C_TC_T SNP 18214.63 27 11 16 24 28 28 24 27 19 18 12 17 7 8 27 11 16 24 28 28 24 27 19 18 12 17 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9300Pp3c16_9300transcript PAC:32985270protein_codingNA c.-689G>A NA NA NA NA 689
Chr16 5692208 C T Chr16_5692208_C_TC_T SNP 18214.63 27 11 16 24 28 28 24 27 19 18 12 17 7 8 27 11 16 24 28 28 24 27 19 18 12 17 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9300-Pp3c16_9310Pp3c16_9300-Pp3c16_9310intergenic_regionPp3c16_9300-Pp3c16_9310NA NA n.5692208C>TNA NA NA NA NA
Chr16 5692209 C G Chr16_5692209_C_GC_G SNP 18214.63 27 11 16 24 28 25 25 27 19 19 12 17 7 8 27 11 16 24 28 25 25 27 19 19 12 17 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9300Pp3c16_9300transcript PAC:32985270protein_codingNA c.-690G>C NA NA NA NA 690
Chr16 5692209 C G Chr16_5692209_C_GC_G SNP 18214.63 27 11 16 24 28 25 25 27 19 19 12 17 7 8 27 11 16 24 28 25 25 27 19 19 12 17 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9300-Pp3c16_9310Pp3c16_9300-Pp3c16_9310intergenic_regionPp3c16_9300-Pp3c16_9310NA NA n.5692209C>GNA NA NA NA NA
Chr16 5737057 G A Chr16_5737057_G_AG_A SNP 19870.63 27 6 15 24 19 23 27 22 27 30 14 12 13 15 27 6 15 24 19 23 27 22 27 30 14 12 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9379Pp3c16_9379transcript PAC:32985815protein_codingNA c.-3758G>A NA NA NA NA 3674
Chr16 5737057 G A Chr16_5737057_G_AG_A SNP 19870.63 27 6 15 24 19 23 27 22 27 30 14 12 13 15 27 6 15 24 19 23 27 22 27 30 14 12 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9370-Pp3c16_9379Pp3c16_9370-Pp3c16_9379intergenic_regionPp3c16_9370-Pp3c16_9379NA NA n.5737057G>ANA NA NA NA NA
Chr16 5867773 C T Chr16_5867773_C_TC_T SNP 6218.29 0 0 0 23 14 30 33 24 0 0 0 0 0 0 16 21 8 24 14 30 33 25 32 18 23 23 11 12 0 0 0 0.958 1 1 1 0.96 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c16_9420-Pp3c16_9549Pp3c16_9420-Pp3c16_9549intergenic_regionPp3c16_9420-Pp3c16_9549NA NA n.5867773C>TNA NA NA NA NA
Chr16 5877496 AC A Chr16_5877496_AC_AAC_A INDEL 21674.59 34 15 17 32 19 23 32 25 22 34 18 18 12 13 34 15 17 32 19 23 32 25 22 34 18 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9549Pp3c16_9549transcript PAC:32983713protein_codingNA c.-3621delC NA NA NA NA 2170
Chr16 5877496 AC A Chr16_5877496_AC_AAC_A INDEL 21674.59 34 15 17 32 19 23 32 25 22 34 18 18 12 13 34 15 17 32 19 23 32 25 22 34 18 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_9554Pp3c16_9554transcript PAC:32983527protein_codingNA c.*4636delG NA NA NA NA 4280
Chr16 5877496 AC A Chr16_5877496_AC_AAC_A INDEL 21674.59 34 15 17 32 19 23 32 25 22 34 18 18 12 13 34 15 17 32 19 23 32 25 22 34 18 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_9554Pp3c16_9554transcript PAC:32983528protein_codingNA c.*4636delG NA NA NA NA 4280
Chr16 5877496 AC A Chr16_5877496_AC_AAC_A INDEL 21674.59 34 15 17 32 19 23 32 25 22 34 18 18 12 13 34 15 17 32 19 23 32 25 22 34 18 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9420-Pp3c16_9549Pp3c16_9420-Pp3c16_9549intergenic_regionPp3c16_9420-Pp3c16_9549NA NA n.5877497delCNA NA NA NA NA
Chr16 5877513 C A Chr16_5877513_C_AC_A SNP 21953.63 36 17 14 31 20 22 30 24 23 33 16 21 13 15 36 17 14 31 20 22 30 24 23 33 16 21 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9549Pp3c16_9549transcript PAC:32983713protein_codingNA c.-3605C>A NA NA NA NA 2154
Chr16 5877513 C A Chr16_5877513_C_AC_A SNP 21953.63 36 17 14 31 20 22 30 24 23 33 16 21 13 15 36 17 14 31 20 22 30 24 23 33 16 21 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_9554Pp3c16_9554transcript PAC:32983527protein_codingNA c.*4620G>T NA NA NA NA 4264
Chr16 5877513 C A Chr16_5877513_C_AC_A SNP 21953.63 36 17 14 31 20 22 30 24 23 33 16 21 13 15 36 17 14 31 20 22 30 24 23 33 16 21 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_9554Pp3c16_9554transcript PAC:32983528protein_codingNA c.*4620G>T NA NA NA NA 4264
Chr16 5877513 C A Chr16_5877513_C_AC_A SNP 21953.63 36 17 14 31 20 22 30 24 23 33 16 21 13 15 36 17 14 31 20 22 30 24 23 33 16 21 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9420-Pp3c16_9549Pp3c16_9420-Pp3c16_9549intergenic_regionPp3c16_9420-Pp3c16_9549NA NA n.5877513C>ANA NA NA NA NA
Chr16 5877596 C A Chr16_5877596_C_AC_A SNP 22205.63 40 18 13 28 21 22 37 22 17 30 21 12 13 15 40 18 13 28 21 22 37 22 17 30 21 12 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9549Pp3c16_9549transcript PAC:32983713protein_codingNA c.-3522C>A NA NA NA NA 2071
Chr16 5877596 C A Chr16_5877596_C_AC_A SNP 22205.63 40 18 13 28 21 22 37 22 17 30 21 12 13 15 40 18 13 28 21 22 37 22 17 30 21 12 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_9554Pp3c16_9554transcript PAC:32983527protein_codingNA c.*4537G>T NA NA NA NA 4181
Chr16 5877596 C A Chr16_5877596_C_AC_A SNP 22205.63 40 18 13 28 21 22 37 22 17 30 21 12 13 15 40 18 13 28 21 22 37 22 17 30 21 12 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_9554Pp3c16_9554transcript PAC:32983528protein_codingNA c.*4537G>T NA NA NA NA 4181
Chr16 5877596 C A Chr16_5877596_C_AC_A SNP 22205.63 40 18 13 28 21 22 37 22 17 30 21 12 13 15 40 18 13 28 21 22 37 22 17 30 21 12 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9420-Pp3c16_9549Pp3c16_9420-Pp3c16_9549intergenic_regionPp3c16_9420-Pp3c16_9549NA NA n.5877596C>ANA NA NA NA NA
Chr16 5877601 C A Chr16_5877601_C_AC_A SNP 22848.63 40 16 13 28 22 24 37 24 19 30 20 12 13 15 40 16 13 28 22 24 37 24 19 30 20 12 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9549Pp3c16_9549transcript PAC:32983713protein_codingNA c.-3517C>A NA NA NA NA 2066
Chr16 5877601 C A Chr16_5877601_C_AC_A SNP 22848.63 40 16 13 28 22 24 37 24 19 30 20 12 13 15 40 16 13 28 22 24 37 24 19 30 20 12 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_9554Pp3c16_9554transcript PAC:32983527protein_codingNA c.*4532G>T NA NA NA NA 4176
Chr16 5877601 C A Chr16_5877601_C_AC_A SNP 22848.63 40 16 13 28 22 24 37 24 19 30 20 12 13 15 40 16 13 28 22 24 37 24 19 30 20 12 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_9554Pp3c16_9554transcript PAC:32983528protein_codingNA c.*4532G>T NA NA NA NA 4176
Chr16 5877601 C A Chr16_5877601_C_AC_A SNP 22848.63 40 16 13 28 22 24 37 24 19 30 20 12 13 15 40 16 13 28 22 24 37 24 19 30 20 12 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9420-Pp3c16_9549Pp3c16_9420-Pp3c16_9549intergenic_regionPp3c16_9420-Pp3c16_9549NA NA n.5877601C>ANA NA NA NA NA
Chr16 5877616 G T Chr16_5877616_G_TG_T SNP 21726.63 35 18 13 27 20 24 39 23 19 29 18 10 12 10 35 18 13 27 20 24 39 23 19 29 18 10 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9549Pp3c16_9549transcript PAC:32983713protein_codingNA c.-3502G>T NA NA NA NA 2051
Chr16 5877616 G T Chr16_5877616_G_TG_T SNP 21726.63 35 18 13 27 20 24 39 23 19 29 18 10 12 10 35 18 13 27 20 24 39 23 19 29 18 10 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_9554Pp3c16_9554transcript PAC:32983527protein_codingNA c.*4517C>A NA NA NA NA 4161
Chr16 5877616 G T Chr16_5877616_G_TG_T SNP 21726.63 35 18 13 27 20 24 39 23 19 29 18 10 12 10 35 18 13 27 20 24 39 23 19 29 18 10 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_9554Pp3c16_9554transcript PAC:32983528protein_codingNA c.*4517C>A NA NA NA NA 4161
Chr16 5877616 G T Chr16_5877616_G_TG_T SNP 21726.63 35 18 13 27 20 24 39 23 19 29 18 10 12 10 35 18 13 27 20 24 39 23 19 29 18 10 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9420-Pp3c16_9549Pp3c16_9420-Pp3c16_9549intergenic_regionPp3c16_9420-Pp3c16_9549NA NA n.5877616G>TNA NA NA NA NA
Chr16 5948804 C T Chr16_5948804_C_TC_T SNP 13883.63 19 14 14 18 14 19 28 18 16 15 13 14 12 7 19 14 14 18 14 19 28 18 16 15 13 14 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9711Pp3c16_9711transcript PAC:32984901protein_codingNA c.-3716C>T NA NA NA NA 2500
Chr16 5948804 C T Chr16_5948804_C_TC_T SNP 13883.63 19 14 14 18 14 19 28 18 16 15 13 14 12 7 19 14 14 18 14 19 28 18 16 15 13 14 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9600-Pp3c16_9711Pp3c16_9600-Pp3c16_9711intergenic_regionPp3c16_9600-Pp3c16_9711NA NA n.5948804C>TNA NA NA NA NA
Chr16 5962184 C CT Chr16_5962184_C_CTC_CT INDEL 17525.59 33 30 14 28 12 26 30 24 11 17 23 18 11 14 33 30 14 28 12 26 30 24 11 17 23 18 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9711-Pp3c16_9750Pp3c16_9711-Pp3c16_9750intergenic_regionPp3c16_9711-Pp3c16_9750NA NA n.5962184_5962185insTNA NA NA NA NA
Chr16 5977610 G A Chr16_5977610_G_AG_A SNP 12902.63 21 17 12 17 15 20 22 9 15 6 17 12 4 7 21 17 12 17 15 20 22 9 15 6 17 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_9750Pp3c16_9750transcript PAC:32986496protein_codingNA c.*869C>T NA NA NA NA 869
Chr16 5977610 G A Chr16_5977610_G_AG_A SNP 12902.63 21 17 12 17 15 20 22 9 15 6 17 12 4 7 21 17 12 17 15 20 22 9 15 6 17 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9711-Pp3c16_9750Pp3c16_9711-Pp3c16_9750intergenic_regionPp3c16_9711-Pp3c16_9750NA NA n.5977610G>ANA NA NA NA NA
Chr16 5984654 C CTA Chr16_5984654_C_CTAC_CTA INDEL 5022.24 23 14 5 0 2 1 0 0 13 12 5 10 6 5 23 14 5 11 19 28 15 17 13 12 5 10 6 5 1 1 1 0 0.105 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c16_9750-Pp3c16_9800Pp3c16_9750-Pp3c16_9800intergenic_regionPp3c16_9750-Pp3c16_9800NA NA n.5984654_5984655insTANA NA NA NA NA
Chr16 6077430 AAT A Chr16_6077430_AAT_AAAT_A INDEL 1928.82 23 13 13 0 0 0 0 0 0 0 0 0 0 0 23 13 13 14 13 24 10 20 10 16 5 11 5 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c16_9800-Pp3c16_9851Pp3c16_9800-Pp3c16_9851intergenic_regionPp3c16_9800-Pp3c16_9851NA NA n.6077431_6077432delATNA NA NA NA NA
Chr16 6193424 T A Chr16_6193424_T_AT_A SNP 8729.63 8 7 9 13 16 14 13 9 7 6 4 4 6 6 8 7 9 13 16 14 13 9 7 6 4 4 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9910Pp3c16_9910transcript PAC:32986541protein_codingNA c.-1567A>T NA NA NA NA 1567
Chr16 6193424 T A Chr16_6193424_T_AT_A SNP 8729.63 8 7 9 13 16 14 13 9 7 6 4 4 6 6 8 7 9 13 16 14 13 9 7 6 4 4 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_9910Pp3c16_9910transcript PAC:32986542protein_codingNA c.-1567A>T NA NA NA NA 1465
Chr16 6193424 T A Chr16_6193424_T_AT_A SNP 8729.63 8 7 9 13 16 14 13 9 7 6 4 4 6 6 8 7 9 13 16 14 13 9 7 6 4 4 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_9910-Pp3c16_9937Pp3c16_9910-Pp3c16_9937intergenic_regionPp3c16_9910-Pp3c16_9937NA NA n.6193424T>ANA NA NA NA NA
Chr16 6224117 TTA T Chr16_6224117_TTA_TTTA_T INDEL 2077.93 0 0 0 0 0 0 0 2 10 16 6 7 12 4 25 7 14 12 12 19 29 25 10 16 6 7 12 4 0 0 0 0 0 0 0 0.08 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c16_9979Pp3c16_9979transcript PAC:32984644protein_codingNA c.*2856_*2857delTANA NA NA NA 2215
Chr16 6224117 TTA T Chr16_6224117_TTA_TTTA_T INDEL 2077.93 0 0 0 0 0 0 0 2 10 16 6 7 12 4 25 7 14 12 12 19 29 25 10 16 6 7 12 4 0 0 0 0 0 0 0 0.08 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c16_9979-Pp3c16_10000Pp3c16_9979-Pp3c16_10000intergenic_regionPp3c16_9979-Pp3c16_10000NA NA n.6224118_6224119delTANA NA NA NA NA
Chr16 6338719 A C Chr16_6338719_A_CA_C SNP 13433.63 22 8 17 22 18 18 27 24 12 19 14 5 8 6 22 8 17 22 18 18 27 24 12 19 14 5 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10130-Pp3c16_10240Pp3c16_10130-Pp3c16_10240intergenic_regionPp3c16_10130-Pp3c16_10240NA NA n.6338719A>CNA NA NA NA NA
Chr16 6376022 AAT A Chr16_6376022_AAT_AAAT_A INDEL 2004.24 0 0 2 12 7 18 16 11 0 0 1 0 0 0 12 10 12 12 7 18 17 11 10 7 5 8 5 5 0 0 0.167 1 1 1 0.941 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c16_10130-Pp3c16_10240Pp3c16_10130-Pp3c16_10240intergenic_regionPp3c16_10130-Pp3c16_10240NA NA n.6376023_6376024delATNA NA NA NA NA
Chr16 6376141 A T Chr16_6376141_A_TA_T SNP 10388.63 21 14 9 14 12 19 21 13 15 14 5 12 8 9 21 14 9 14 12 19 21 13 15 14 5 12 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10130-Pp3c16_10240Pp3c16_10130-Pp3c16_10240intergenic_regionPp3c16_10130-Pp3c16_10240NA NA n.6376141A>TNA NA NA NA NA
Chr16 6466062 T TTATATATA Chr16_6466062_T_TTATATATAT_TTATATATAINDEL 10263.59 19 4 6 18 10 14 24 13 7 6 5 4 4 7 19 4 6 18 10 14 24 13 7 6 5 4 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_10340Pp3c16_10340transcript PAC:32985386protein_codingNA c.-1047_-1046insTATATATANA NA NA NA 649
Chr16 6466062 T TTATATATA Chr16_6466062_T_TTATATATAT_TTATATATAINDEL 10263.59 19 4 6 18 10 14 24 13 7 6 5 4 4 7 19 4 6 18 10 14 24 13 7 6 5 4 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_10340Pp3c16_10340transcript PAC:32985387protein_codingNA c.-1047_-1046insTATATATANA NA NA NA 641
Chr16 6466062 T TTATATATA Chr16_6466062_T_TTATATATAT_TTATATATAINDEL 10263.59 19 4 6 18 10 14 24 13 7 6 5 4 4 7 19 4 6 18 10 14 24 13 7 6 5 4 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_10340Pp3c16_10340transcript PAC:32985388protein_codingNA c.-1876_-1875insTATATATANA NA NA NA 649
Chr16 6466062 T TTATATATA Chr16_6466062_T_TTATATATAT_TTATATATAINDEL 10263.59 19 4 6 18 10 14 24 13 7 6 5 4 4 7 19 4 6 18 10 14 24 13 7 6 5 4 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_10320Pp3c16_10320transcript PAC:32985664protein_codingNA c.*5160_*5161insTATATATANA NA NA NA 4818
Chr16 6466062 T TTATATATA Chr16_6466062_T_TTATATATAT_TTATATATAINDEL 10263.59 19 4 6 18 10 14 24 13 7 6 5 4 4 7 19 4 6 18 10 14 24 13 7 6 5 4 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_10320Pp3c16_10320transcript PAC:32985666protein_codingNA c.*5255_*5256insTATATATANA NA NA NA 4580
Chr16 6466062 T TTATATATA Chr16_6466062_T_TTATATATAT_TTATATATAINDEL 10263.59 19 4 6 18 10 14 24 13 7 6 5 4 4 7 19 4 6 18 10 14 24 13 7 6 5 4 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_10320Pp3c16_10320transcript PAC:32985665protein_codingNA c.*5255_*5256insTATATATANA NA NA NA 4750
Chr16 6466062 T TTATATATA Chr16_6466062_T_TTATATATAT_TTATATATAINDEL 10263.59 19 4 6 18 10 14 24 13 7 6 5 4 4 7 19 4 6 18 10 14 24 13 7 6 5 4 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_10320Pp3c16_10320transcript PAC:32985667protein_codingNA c.*5255_*5256insTATATATANA NA NA NA 4580
Chr16 6466062 T TTATATATA Chr16_6466062_T_TTATATATAT_TTATATATAINDEL 10263.59 19 4 6 18 10 14 24 13 7 6 5 4 4 7 19 4 6 18 10 14 24 13 7 6 5 4 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10320-Pp3c16_10340Pp3c16_10320-Pp3c16_10340intergenic_regionPp3c16_10320-Pp3c16_10340NA NA n.6466062_6466063insTATATATANA NA NA NA NA
Chr16 6539410 T A Chr16_6539410_T_AT_A SNP 16646.63 22 13 13 26 17 22 11 28 20 22 15 20 9 7 22 13 13 26 17 22 11 28 20 22 15 20 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10420-Pp3c16_10460Pp3c16_10420-Pp3c16_10460intergenic_regionPp3c16_10420-Pp3c16_10460NA NA n.6539410T>ANA NA NA NA NA
Chr16 6542282 C G Chr16_6542282_C_GC_G SNP 11754.63 17 12 7 13 16 17 13 8 12 14 10 10 6 6 17 12 7 13 16 17 13 8 12 14 10 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10420-Pp3c16_10460Pp3c16_10420-Pp3c16_10460intergenic_regionPp3c16_10420-Pp3c16_10460NA NA n.6542282C>GNA NA NA NA NA
Chr16 6542284 C G Chr16_6542284_C_GC_G SNP 12159.63 17 12 7 13 16 17 13 8 11 12 10 10 6 5 17 12 7 13 16 17 13 8 11 12 10 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10420-Pp3c16_10460Pp3c16_10420-Pp3c16_10460intergenic_regionPp3c16_10420-Pp3c16_10460NA NA n.6542284C>GNA NA NA NA NA
Chr16 6542285 A AG Chr16_6542285_A_AGA_AG INDEL 12018.59 17 12 7 13 15 17 13 8 12 11 10 10 5 5 17 12 7 13 15 17 13 8 12 11 10 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10420-Pp3c16_10460Pp3c16_10420-Pp3c16_10460intergenic_regionPp3c16_10420-Pp3c16_10460NA NA n.6542285_6542286insGNA NA NA NA NA
Chr16 6542286 A T Chr16_6542286_A_TA_T SNP 12035.63 12 13 7 14 15 18 12 8 12 12 9 10 6 5 12 13 7 14 15 18 12 8 12 12 9 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10420-Pp3c16_10460Pp3c16_10420-Pp3c16_10460intergenic_regionPp3c16_10420-Pp3c16_10460NA NA n.6542286A>TNA NA NA NA NA
Chr16 6542288 GTCTAA G Chr16_6542288_GTCTAA_GGTCTAA_G INDEL 11396.59 12 12 7 13 15 18 12 8 12 13 9 10 6 5 12 12 7 13 15 18 12 8 12 13 9 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10420-Pp3c16_10460Pp3c16_10420-Pp3c16_10460intergenic_regionPp3c16_10420-Pp3c16_10460NA NA n.6542289_6542293delTCTAANA NA NA NA NA
Chr16 6542295 G GC Chr16_6542295_G_GCG_GC INDEL 11486.59 12 12 7 13 15 16 12 8 12 15 9 10 6 5 12 12 7 13 15 16 12 8 12 15 9 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10420-Pp3c16_10460Pp3c16_10420-Pp3c16_10460intergenic_regionPp3c16_10420-Pp3c16_10460NA NA n.6542295_6542296insCNA NA NA NA NA
Chr16 6542300 A ATTTC Chr16_6542300_A_ATTTCA_ATTTC INDEL 11432.59 12 10 7 14 14 17 11 7 12 14 9 11 6 5 12 10 7 14 14 17 11 7 12 14 9 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10420-Pp3c16_10460Pp3c16_10420-Pp3c16_10460intergenic_regionPp3c16_10420-Pp3c16_10460NA NA n.6542300_6542301insTTTCNA NA NA NA NA
Chr16 6542301 G T Chr16_6542301_G_TG_T SNP 11396.63 12 9 4 15 15 16 11 9 13 14 9 10 6 5 12 9 4 15 15 16 11 9 13 14 9 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10420-Pp3c16_10460Pp3c16_10420-Pp3c16_10460intergenic_regionPp3c16_10420-Pp3c16_10460NA NA n.6542301G>TNA NA NA NA NA
Chr16 6745719 A G Chr16_6745719_A_GA_G SNP 18115.63 27 9 16 31 21 16 31 23 18 21 14 20 5 12 27 9 16 31 21 16 31 23 18 21 14 20 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_10660-Pp3c16_10710Pp3c16_10660-Pp3c16_10710intergenic_regionPp3c16_10660-Pp3c16_10710NA NA n.6745719A>GNA NA NA NA NA
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_10790Pp3c16_10790transcript PAC:32984124protein_codingNA c.-2678_-2677insATNA NA NA NA 1076
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_10790Pp3c16_10790transcript PAC:32984126protein_codingNA c.-2678_-2677insATNA NA NA NA 1109
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_10790Pp3c16_10790transcript PAC:32984125protein_codingNA c.-2678_-2677insATNA NA NA NA 1104
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_10790Pp3c16_10790transcript PAC:32984129protein_codingNA c.-2678_-2677insATNA NA NA NA 1076
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_10790Pp3c16_10790transcript PAC:32984130protein_codingNA c.-2678_-2677insATNA NA NA NA 1109
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_10790Pp3c16_10790transcript PAC:32984132protein_codingNA c.-2678_-2677insATNA NA NA NA 1109
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_10790Pp3c16_10790transcript PAC:32984128protein_codingNA c.-2678_-2677insATNA NA NA NA 2227
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_10790Pp3c16_10790transcript PAC:32984127protein_codingNA c.-2678_-2677insATNA NA NA NA 1828
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_10790Pp3c16_10790transcript PAC:32984131protein_codingNA c.-2678_-2677insATNA NA NA NA 1276
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c16_10790Pp3c16_10790transcript PAC:32984133protein_codingNA c.-2678_-2677insATNA NA NA NA 1570
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c16_10810Pp3c16_10810transcript PAC:32985238protein_codingNA c.*765_*766insATNA NA NA NA 765
Chr16 6799262 A AAT Chr16_6799262_A_AATA_AAT INDEL 3740.11 20 22 8 1 0 0 0 0 15 9 4 22 6 6 20 22 8 19 14 25 24 25 15 9 4 22 6 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c16_10790-Pp3c16_10810Pp3c16_10790-Pp3c16_10810intergenic_regionPp3c16_10790-Pp3c16_10810NA NA n.6799262_6799263insATNA NA NA NA NA
Chr16 7015495 G GTTTCTGTTTATTTAChr16_7015495_G_GTTTCTGTTTATTTAG_GTTTCTGTTTATTTAINDEL 17683.59 22 18 14 14 20 15 20 9 19 14 12 10 8 11 22 18 14 14 20 15 20 9 19 14 12 10 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_11000Pp3c16_11000transcript PAC:32984767protein_codingNA c.-1740_-1739insTAAATAAACAGAAANA NA NA NA 1740
Chr16 7015495 G GTTTCTGTTTATTTAChr16_7015495_G_GTTTCTGTTTATTTAG_GTTTCTGTTTATTTAINDEL 17683.59 22 18 14 14 20 15 20 9 19 14 12 10 8 11 22 18 14 14 20 15 20 9 19 14 12 10 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_11010Pp3c16_11010transcript PAC:32984847protein_codingNA c.-48_-47insTAAATAAACAGAAANA NA NA NA 48
Chr16 7015495 G GTTTCTGTTTATTTAChr16_7015495_G_GTTTCTGTTTATTTAG_GTTTCTGTTTATTTAINDEL 17683.59 22 18 14 14 20 15 20 9 19 14 12 10 8 11 22 18 14 14 20 15 20 9 19 14 12 10 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_11020Pp3c16_11020transcript PAC:32985540protein_codingNA c.-4212_-4211insTTTCTGTTTATTTANA NA NA NA 3113
Chr16 7015495 G GTTTCTGTTTATTTAChr16_7015495_G_GTTTCTGTTTATTTAG_GTTTCTGTTTATTTAINDEL 17683.59 22 18 14 14 20 15 20 9 19 14 12 10 8 11 22 18 14 14 20 15 20 9 19 14 12 10 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_11020Pp3c16_11020transcript PAC:32985542protein_codingNA c.-4436_-4435insTTTCTGTTTATTTANA NA NA NA 3069
Chr16 7015495 G GTTTCTGTTTATTTAChr16_7015495_G_GTTTCTGTTTATTTAG_GTTTCTGTTTATTTAINDEL 17683.59 22 18 14 14 20 15 20 9 19 14 12 10 8 11 22 18 14 14 20 15 20 9 19 14 12 10 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_11020Pp3c16_11020transcript PAC:32985543protein_codingNA c.-4436_-4435insTTTCTGTTTATTTANA NA NA NA 3086
Chr16 7015495 G GTTTCTGTTTATTTAChr16_7015495_G_GTTTCTGTTTATTTAG_GTTTCTGTTTATTTAINDEL 17683.59 22 18 14 14 20 15 20 9 19 14 12 10 8 11 22 18 14 14 20 15 20 9 19 14 12 10 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_11020Pp3c16_11020transcript PAC:32985541protein_codingNA c.-4212_-4211insTTTCTGTTTATTTANA NA NA NA 3091
Chr16 7015495 G GTTTCTGTTTATTTAChr16_7015495_G_GTTTCTGTTTATTTAG_GTTTCTGTTTATTTAINDEL 17683.59 22 18 14 14 20 15 20 9 19 14 12 10 8 11 22 18 14 14 20 15 20 9 19 14 12 10 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_11010-Pp3c16_11020Pp3c16_11010-Pp3c16_11020intergenic_regionPp3c16_11010-Pp3c16_11020NA NA n.7015495_7015496insTTTCTGTTTATTTANA NA NA NA NA
Chr16 7277539 C A Chr16_7277539_C_AC_A SNP 15608.63 20 17 22 26 17 19 19 19 16 15 18 16 11 9 20 17 22 26 17 19 19 19 16 15 18 18 11 9 1 1 1 1 1 1 1 1 1 1 1 0.889 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_11330-Pp3c16_11390Pp3c16_11330-Pp3c16_11390intergenic_regionPp3c16_11330-Pp3c16_11390NA NA n.7277539C>ANA NA NA NA NA
Chr16 7463705 G GA Chr16_7463705_G_GAG_GA INDEL 1250.35 20 12 17 0 0 0 0 0 1 0 0 0 0 0 20 13 17 23 17 20 25 22 22 18 11 10 7 11 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_11680Pp3c16_11680transcript PAC:32986626protein_codingNA c.-4318_-4317insANA NA NA NA 2317
Chr16 7463705 G GA Chr16_7463705_G_GAG_GA INDEL 1250.35 20 12 17 0 0 0 0 0 1 0 0 0 0 0 20 13 17 23 17 20 25 22 22 18 11 10 7 11 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_11690Pp3c16_11690transcript PAC:32984407protein_codingNA c.-5037_-5036insANA NA NA NA 4992
Chr16 7463705 G GA Chr16_7463705_G_GAG_GA INDEL 1250.35 20 12 17 0 0 0 0 0 1 0 0 0 0 0 20 13 17 23 17 20 25 22 22 18 11 10 7 11 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_11680Pp3c16_11680transcript PAC:32986627protein_codingNA c.-4318_-4317insANA NA NA NA 4317
Chr16 7463705 G GA Chr16_7463705_G_GAG_GA INDEL 1250.35 20 12 17 0 0 0 0 0 1 0 0 0 0 0 20 13 17 23 17 20 25 22 22 18 11 10 7 11 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c16_11670-Pp3c16_11680Pp3c16_11670-Pp3c16_11680intergenic_regionPp3c16_11670-Pp3c16_11680NA NA n.7463705_7463706insANA NA NA NA NA
Chr16 7525695 G T Chr16_7525695_G_TG_T SNP 5087.98 0 0 0 0 0 0 0 0 28 33 20 18 13 8 31 22 13 23 21 28 30 26 28 33 20 18 13 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c16_11720-Pp3c16_11740Pp3c16_11720-Pp3c16_11740intergenic_regionPp3c16_11720-Pp3c16_11740NA NA n.7525695G>TNA NA NA NA NA
Chr16 7548844 C CAT Chr16_7548844_C_CATC_CAT INDEL 1933.93 0 1 0 2 0 0 2 0 18 11 11 4 5 8 17 13 19 29 12 21 18 15 18 11 11 4 5 9 0 0 0 0.069 0 0 0.111 0 1 1 1 1 1 0.889 0 7 7 2 7 0 0 upstream_gene_variantMODIFIER Pp3c16_11740Pp3c16_11740transcript PAC:32985720protein_codingNA c.-3404_-3403insATNA NA NA NA 3103
Chr16 7548844 C CAT Chr16_7548844_C_CATC_CAT INDEL 1933.93 0 1 0 2 0 0 2 0 18 11 11 4 5 8 17 13 19 29 12 21 18 15 18 11 11 4 5 9 0 0 0 0.069 0 0 0.111 0 1 1 1 1 1 0.889 0 7 7 2 7 0 0 upstream_gene_variantMODIFIER Pp3c16_11740Pp3c16_11740transcript PAC:32985722protein_codingNA c.-3981_-3980insATNA NA NA NA 3864
Chr16 7548844 C CAT Chr16_7548844_C_CATC_CAT INDEL 1933.93 0 1 0 2 0 0 2 0 18 11 11 4 5 8 17 13 19 29 12 21 18 15 18 11 11 4 5 9 0 0 0 0.069 0 0 0.111 0 1 1 1 1 1 0.889 0 7 7 2 7 0 0 upstream_gene_variantMODIFIER Pp3c16_11740Pp3c16_11740transcript PAC:32985721protein_codingNA c.-3404_-3403insATNA NA NA NA 3107
Chr16 7548844 C CAT Chr16_7548844_C_CATC_CAT INDEL 1933.93 0 1 0 2 0 0 2 0 18 11 11 4 5 8 17 13 19 29 12 21 18 15 18 11 11 4 5 9 0 0 0 0.069 0 0 0.111 0 1 1 1 1 1 0.889 0 7 7 2 7 0 0 downstream_gene_variantMODIFIER Pp3c16_11750Pp3c16_11750transcript PAC:32984826protein_codingNA c.*3628_*3629insATNA NA NA NA 3175
Chr16 7548844 C CAT Chr16_7548844_C_CATC_CAT INDEL 1933.93 0 1 0 2 0 0 2 0 18 11 11 4 5 8 17 13 19 29 12 21 18 15 18 11 11 4 5 9 0 0 0 0.069 0 0 0.111 0 1 1 1 1 1 0.889 0 7 7 2 7 0 0 downstream_gene_variantMODIFIER Pp3c16_11750Pp3c16_11750transcript PAC:32984827protein_codingNA c.*3628_*3629insATNA NA NA NA 3115
Chr16 7548844 C CAT Chr16_7548844_C_CATC_CAT INDEL 1933.93 0 1 0 2 0 0 2 0 18 11 11 4 5 8 17 13 19 29 12 21 18 15 18 11 11 4 5 9 0 0 0 0.069 0 0 0.111 0 1 1 1 1 1 0.889 0 7 7 2 7 0 0 intergenic_regionMODIFIER Pp3c16_11740-Pp3c16_11750Pp3c16_11740-Pp3c16_11750intergenic_regionPp3c16_11740-Pp3c16_11750NA NA n.7548844_7548845insATNA NA NA NA NA
Chr16 7685038 AG A Chr16_7685038_AG_AAG_A INDEL 15054.59 26 15 18 15 14 22 30 15 18 18 6 18 13 9 26 15 18 15 14 22 30 15 18 18 6 18 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_11870-Pp3c16_11910Pp3c16_11870-Pp3c16_11910intergenic_regionPp3c16_11870-Pp3c16_11910NA NA n.7685039delGNA NA NA NA NA
Chr16 7685065 T A Chr16_7685065_T_AT_A SNP 15397.63 26 15 15 14 13 18 30 18 19 21 9 18 13 8 26 15 15 14 13 18 30 18 19 21 9 18 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_11870-Pp3c16_11910Pp3c16_11870-Pp3c16_11910intergenic_regionPp3c16_11870-Pp3c16_11910NA NA n.7685065T>ANA NA NA NA NA
Chr16 7700296 C T Chr16_7700296_C_TC_T SNP 11308.63 22 8 14 20 17 21 27 16 17 12 8 15 10 10 22 8 14 20 17 21 27 16 17 12 8 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_11870-Pp3c16_11910Pp3c16_11870-Pp3c16_11910intergenic_regionPp3c16_11870-Pp3c16_11910NA NA n.7700296C>TNA NA NA NA NA
Chr16 7726611 C A Chr16_7726611_C_AC_A SNP 17790.63 22 8 12 22 18 25 30 25 26 18 13 20 9 7 22 8 12 22 18 25 30 25 26 18 13 20 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_11920Pp3c16_11920transcript PAC:32986832protein_coding janv-13 c.42-63C>A NA NA NA NA NA
Chr16 7726611 C A Chr16_7726611_C_AC_A SNP 17790.63 22 8 12 22 18 25 30 25 26 18 13 20 9 7 22 8 12 22 18 25 30 25 26 18 13 20 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_11920Pp3c16_11920transcript PAC:32986833protein_coding janv-13 c.42-63C>A NA NA NA NA NA
Chr16 7726612 T G Chr16_7726612_T_GT_G SNP 17790.63 22 7 12 22 18 25 30 25 27 18 13 20 9 7 22 7 12 22 18 25 30 25 27 18 13 20 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_11920Pp3c16_11920transcript PAC:32986832protein_coding janv-13 c.42-62T>G NA NA NA NA NA
Chr16 7726612 T G Chr16_7726612_T_GT_G SNP 17790.63 22 7 12 22 18 25 30 25 27 18 13 20 9 7 22 7 12 22 18 25 30 25 27 18 13 20 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_11920Pp3c16_11920transcript PAC:32986833protein_coding janv-13 c.42-62T>G NA NA NA NA NA
Chr16 7827409 G T Chr16_7827409_G_TG_T SNP 10664.63 31 8 9 23 11 18 25 19 13 21 11 10 10 4 31 8 9 23 11 18 25 19 13 21 13 10 10 4 1 1 1 1 1 1 1 1 1 1 0.846 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_12120Pp3c16_12120transcript PAC:32984898protein_codingNA c.*2692C>A NA NA NA NA 2283
Chr16 7827409 G T Chr16_7827409_G_TG_T SNP 10664.63 31 8 9 23 11 18 25 19 13 21 11 10 10 4 31 8 9 23 11 18 25 19 13 21 13 10 10 4 1 1 1 1 1 1 1 1 1 1 0.846 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_12120Pp3c16_12120transcript PAC:32984899protein_codingNA c.*2692C>A NA NA NA NA 2266
Chr16 7827409 G T Chr16_7827409_G_TG_T SNP 10664.63 31 8 9 23 11 18 25 19 13 21 11 10 10 4 31 8 9 23 11 18 25 19 13 21 13 10 10 4 1 1 1 1 1 1 1 1 1 1 0.846 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_12120Pp3c16_12120transcript PAC:32984900protein_codingNA c.*2692C>A NA NA NA NA 2266
Chr16 7827409 G T Chr16_7827409_G_TG_T SNP 10664.63 31 8 9 23 11 18 25 19 13 21 11 10 10 4 31 8 9 23 11 18 25 19 13 21 13 10 10 4 1 1 1 1 1 1 1 1 1 1 0.846 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_12110Pp3c16_12110transcript PAC:32985783protein_coding 03-sept c.319+115C>ANA NA NA NA NA
Chr16 7827409 G T Chr16_7827409_G_TG_T SNP 10664.63 31 8 9 23 11 18 25 19 13 21 11 10 10 4 31 8 9 23 11 18 25 19 13 21 13 10 10 4 1 1 1 1 1 1 1 1 1 1 0.846 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_12110Pp3c16_12110transcript PAC:32985784protein_coding 03-sept c.319+115C>ANA NA NA NA NA
Chr16 7888651 A AAT Chr16_7888651_A_AATA_AAT INDEL 3282.24 0 0 0 21 13 23 20 17 0 0 0 1 0 0 24 11 7 21 14 23 21 17 13 20 9 8 8 4 0 0 0 1 0.929 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_12240Pp3c16_12240transcript PAC:32985991protein_codingNA c.-4953_-4952insATNA NA NA NA 4833
Chr16 7888651 A AAT Chr16_7888651_A_AATA_AAT INDEL 3282.24 0 0 0 21 13 23 20 17 0 0 0 1 0 0 24 11 7 21 14 23 21 17 13 20 9 8 8 4 0 0 0 1 0.929 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_12240Pp3c16_12240transcript PAC:32985996protein_codingNA c.-5680_-5679insATNA NA NA NA 4754
Chr16 7888651 A AAT Chr16_7888651_A_AATA_AAT INDEL 3282.24 0 0 0 21 13 23 20 17 0 0 0 1 0 0 24 11 7 21 14 23 21 17 13 20 9 8 8 4 0 0 0 1 0.929 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_12240Pp3c16_12240transcript PAC:32985993protein_codingNA c.-4953_-4952insATNA NA NA NA 4753
Chr16 7888651 A AAT Chr16_7888651_A_AATA_AAT INDEL 3282.24 0 0 0 21 13 23 20 17 0 0 0 1 0 0 24 11 7 21 14 23 21 17 13 20 9 8 8 4 0 0 0 1 0.929 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_12240Pp3c16_12240transcript PAC:32985992protein_codingNA c.-4953_-4952insATNA NA NA NA 4522
Chr16 7888651 A AAT Chr16_7888651_A_AATA_AAT INDEL 3282.24 0 0 0 21 13 23 20 17 0 0 0 1 0 0 24 11 7 21 14 23 21 17 13 20 9 8 8 4 0 0 0 1 0.929 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_12240Pp3c16_12240transcript PAC:32985995protein_codingNA c.-5680_-5679insATNA NA NA NA 4679
Chr16 7888651 A AAT Chr16_7888651_A_AATA_AAT INDEL 3282.24 0 0 0 21 13 23 20 17 0 0 0 1 0 0 24 11 7 21 14 23 21 17 13 20 9 8 8 4 0 0 0 1 0.929 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_12240Pp3c16_12240transcript PAC:32985994protein_codingNA c.-5166_-5165insATNA NA NA NA 4297
Chr16 7888651 A AAT Chr16_7888651_A_AATA_AAT INDEL 3282.24 0 0 0 21 13 23 20 17 0 0 0 1 0 0 24 11 7 21 14 23 21 17 13 20 9 8 8 4 0 0 0 1 0.929 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c16_12240-Pp3c16_12270Pp3c16_12240-Pp3c16_12270intergenic_regionPp3c16_12240-Pp3c16_12270NA NA n.7888651_7888652insATNA NA NA NA NA
Chr16 8158169 C CAT Chr16_8158169_C_CATC_CAT INDEL 9974.59 30 12 14 13 15 23 14 14 15 22 5 12 14 5 30 13 14 15 15 23 14 14 15 22 5 12 14 6 1 0.923 1 0.867 1 1 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12820Pp3c16_12820transcript PAC:32984743protein_codingNA c.-2673_-2672insATNA NA NA NA 2555
Chr16 8158169 C CAT Chr16_8158169_C_CATC_CAT INDEL 9974.59 30 12 14 13 15 23 14 14 15 22 5 12 14 5 30 13 14 15 15 23 14 14 15 22 5 12 14 6 1 0.923 1 0.867 1 1 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12820Pp3c16_12820transcript PAC:32984744protein_codingNA c.-2673_-2672insATNA NA NA NA 2359
Chr16 8158169 C CAT Chr16_8158169_C_CATC_CAT INDEL 9974.59 30 12 14 13 15 23 14 14 15 22 5 12 14 5 30 13 14 15 15 23 14 14 15 22 5 12 14 6 1 0.923 1 0.867 1 1 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12820Pp3c16_12820transcript PAC:32984746protein_codingNA c.-2673_-2672insATNA NA NA NA 2359
Chr16 8158169 C CAT Chr16_8158169_C_CATC_CAT INDEL 9974.59 30 12 14 13 15 23 14 14 15 22 5 12 14 5 30 13 14 15 15 23 14 14 15 22 5 12 14 6 1 0.923 1 0.867 1 1 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12820Pp3c16_12820transcript PAC:32984747protein_codingNA c.-2673_-2672insATNA NA NA NA 2359
Chr16 8158169 C CAT Chr16_8158169_C_CATC_CAT INDEL 9974.59 30 12 14 13 15 23 14 14 15 22 5 12 14 5 30 13 14 15 15 23 14 14 15 22 5 12 14 6 1 0.923 1 0.867 1 1 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12820Pp3c16_12820transcript PAC:32984748protein_codingNA c.-2673_-2672insATNA NA NA NA 2359
Chr16 8158169 C CAT Chr16_8158169_C_CATC_CAT INDEL 9974.59 30 12 14 13 15 23 14 14 15 22 5 12 14 5 30 13 14 15 15 23 14 14 15 22 5 12 14 6 1 0.923 1 0.867 1 1 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12820Pp3c16_12820transcript PAC:32984750protein_codingNA c.-2673_-2672insATNA NA NA NA 2359
Chr16 8158169 C CAT Chr16_8158169_C_CATC_CAT INDEL 9974.59 30 12 14 13 15 23 14 14 15 22 5 12 14 5 30 13 14 15 15 23 14 14 15 22 5 12 14 6 1 0.923 1 0.867 1 1 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12820Pp3c16_12820transcript PAC:32984749protein_codingNA c.-2673_-2672insATNA NA NA NA 2401
Chr16 8158169 C CAT Chr16_8158169_C_CATC_CAT INDEL 9974.59 30 12 14 13 15 23 14 14 15 22 5 12 14 5 30 13 14 15 15 23 14 14 15 22 5 12 14 6 1 0.923 1 0.867 1 1 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12820Pp3c16_12820transcript PAC:32984745protein_codingNA c.-3654_-3653insATNA NA NA NA 3490
Chr16 8158169 C CAT Chr16_8158169_C_CATC_CAT INDEL 9974.59 30 12 14 13 15 23 14 14 15 22 5 12 14 5 30 13 14 15 15 23 14 14 15 22 5 12 14 6 1 0.923 1 0.867 1 1 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12820Pp3c16_12820transcript PAC:32984751protein_codingNA c.-3654_-3653insATNA NA NA NA 3490



Chr16 8158169 C CAT Chr16_8158169_C_CATC_CAT INDEL 9974.59 30 12 14 13 15 23 14 14 15 22 5 12 14 5 30 13 14 15 15 23 14 14 15 22 5 12 14 6 1 0.923 1 0.867 1 1 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_12810Pp3c16_12810transcript PAC:32986543protein_codingNA c.*1048_*1049insATNA NA NA NA 1048
Chr16 8158169 C CAT Chr16_8158169_C_CATC_CAT INDEL 9974.59 30 12 14 13 15 23 14 14 15 22 5 12 14 5 30 13 14 15 15 23 14 14 15 22 5 12 14 6 1 0.923 1 0.867 1 1 1 1 1 1 1 1 1 0.833 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_12790-Pp3c16_12810Pp3c16_12790-Pp3c16_12810intergenic_regionPp3c16_12790-Pp3c16_12810NA NA n.8158169_8158170insATNA NA NA NA NA
Chr16 8171278 C CATATAT Chr16_8171278_C_CATATATC_CATATAT INDEL 15170.59 22 11 12 11 13 22 31 18 19 14 11 6 7 5 22 11 13 11 13 22 31 18 19 14 11 6 7 5 1 1 0.923 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12830Pp3c16_12830transcript PAC:32984626protein_codingNA c.-1833_-1832insATATATNA NA NA NA 1832
Chr16 8171278 C CATATAT Chr16_8171278_C_CATATATC_CATATAT INDEL 15170.59 22 11 12 11 13 22 31 18 19 14 11 6 7 5 22 11 13 11 13 22 31 18 19 14 11 6 7 5 1 1 0.923 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12830Pp3c16_12830transcript PAC:32984627protein_codingNA c.-1833_-1832insATATATNA NA NA NA 1832
Chr16 8171278 C CATATAT Chr16_8171278_C_CATATATC_CATATAT INDEL 15170.59 22 11 12 11 13 22 31 18 19 14 11 6 7 5 22 11 13 11 13 22 31 18 19 14 11 6 7 5 1 1 0.923 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_12820-Pp3c16_12830Pp3c16_12820-Pp3c16_12830intergenic_regionPp3c16_12820-Pp3c16_12830NA NA n.8171278_8171279insATATATNA NA NA NA NA
Chr16 8198707 AC A Chr16_8198707_AC_AAC_A INDEL 14364.59 14 8 12 15 16 13 31 21 10 19 16 26 7 8 14 8 12 15 16 13 31 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_12890Pp3c16_12890transcript PAC:32984993protein_coding 03-mars c.1289delC p.Thr430fs 1515/2893 1289/1962 430/653 NA
Chr16 8198707 AC A Chr16_8198707_AC_AAC_A INDEL 14364.59 14 8 12 15 16 13 31 21 10 19 16 26 7 8 14 8 12 15 16 13 31 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_12890Pp3c16_12890transcript PAC:32984994protein_coding 03-mars c.1289delC p.Thr430fs 1531/2491 1289/1962 430/653 NA
Chr16 8198707 AC A Chr16_8198707_AC_AAC_A INDEL 14364.59 14 8 12 15 16 13 31 21 10 19 16 26 7 8 14 8 12 15 16 13 31 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_12890Pp3c16_12890transcript PAC:32984995protein_coding 03-avr c.1289delC p.Thr430fs 1515/2830 1289/1899 430/632 NA
Chr16 8198707 AC A Chr16_8198707_AC_AAC_A INDEL 14364.59 14 8 12 15 16 13 31 21 10 19 16 26 7 8 14 8 12 15 16 13 31 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986221protein_coding 11-nov c.*1974delG NA NA NA NA 2240
Chr16 8198707 AC A Chr16_8198707_AC_AAC_A INDEL 14364.59 14 8 12 15 16 13 31 21 10 19 16 26 7 8 14 8 12 15 16 13 31 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985785protein_codingNA c.-4993delG NA NA NA NA 4876
Chr16 8198707 AC A Chr16_8198707_AC_AAC_A INDEL 14364.59 14 8 12 15 16 13 31 21 10 19 16 26 7 8 14 8 12 15 16 13 31 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985786protein_codingNA c.-4993delG NA NA NA NA 4885
Chr16 8198707 AC A Chr16_8198707_AC_AAC_A INDEL 14364.59 14 8 12 15 16 13 31 21 10 19 16 26 7 8 14 8 12 15 16 13 31 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986222protein_codingNA c.*2240delG NA NA NA NA 1457
Chr16 8198711 GC G Chr16_8198711_GC_GGC_G INDEL 14509.59 16 8 12 15 16 13 30 21 10 19 16 26 7 8 16 8 12 15 16 13 30 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_12890Pp3c16_12890transcript PAC:32984993protein_coding 03-mars c.1293delC p.Arg432fs 1519/2893 1293/1962 431/653 NA
Chr16 8198711 GC G Chr16_8198711_GC_GGC_G INDEL 14509.59 16 8 12 15 16 13 30 21 10 19 16 26 7 8 16 8 12 15 16 13 30 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_12890Pp3c16_12890transcript PAC:32984994protein_coding 03-mars c.1293delC p.Arg432fs 1535/2491 1293/1962 431/653 NA
Chr16 8198711 GC G Chr16_8198711_GC_GGC_G INDEL 14509.59 16 8 12 15 16 13 30 21 10 19 16 26 7 8 16 8 12 15 16 13 30 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_12890Pp3c16_12890transcript PAC:32984995protein_coding 03-avr c.1293delC p.Arg432fs 1519/2830 1293/1899 431/632 NA
Chr16 8198711 GC G Chr16_8198711_GC_GGC_G INDEL 14509.59 16 8 12 15 16 13 30 21 10 19 16 26 7 8 16 8 12 15 16 13 30 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986221protein_coding 11-nov c.*1970delG NA NA NA NA 2236
Chr16 8198711 GC G Chr16_8198711_GC_GGC_G INDEL 14509.59 16 8 12 15 16 13 30 21 10 19 16 26 7 8 16 8 12 15 16 13 30 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985785protein_codingNA c.-4997delG NA NA NA NA 4880
Chr16 8198711 GC G Chr16_8198711_GC_GGC_G INDEL 14509.59 16 8 12 15 16 13 30 21 10 19 16 26 7 8 16 8 12 15 16 13 30 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985786protein_codingNA c.-4997delG NA NA NA NA 4889
Chr16 8198711 GC G Chr16_8198711_GC_GGC_G INDEL 14509.59 16 8 12 15 16 13 30 21 10 19 16 26 7 8 16 8 12 15 16 13 30 21 10 19 16 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986222protein_codingNA c.*2236delG NA NA NA NA 1453
Chr16 8198720 C G Chr16_8198720_C_GC_G SNP 14753.63 15 7 12 15 14 14 31 20 9 18 19 25 7 8 15 7 12 15 14 14 31 20 9 18 19 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_12890Pp3c16_12890transcript PAC:32984993protein_coding 03-mars c.1301C>G p.Thr434Arg 1527/2893 1301/1962 434/653 NA
Chr16 8198720 C G Chr16_8198720_C_GC_G SNP 14753.63 15 7 12 15 14 14 31 20 9 18 19 25 7 8 15 7 12 15 14 14 31 20 9 18 19 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_12890Pp3c16_12890transcript PAC:32984994protein_coding 03-mars c.1301C>G p.Thr434Arg 1543/2491 1301/1962 434/653 NA
Chr16 8198720 C G Chr16_8198720_C_GC_G SNP 14753.63 15 7 12 15 14 14 31 20 9 18 19 25 7 8 15 7 12 15 14 14 31 20 9 18 19 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_12890Pp3c16_12890transcript PAC:32984995protein_coding 03-avr c.1301C>G p.Thr434Arg 1527/2830 1301/1899 434/632 NA
Chr16 8198720 C G Chr16_8198720_C_GC_G SNP 14753.63 15 7 12 15 14 14 31 20 9 18 19 25 7 8 15 7 12 15 14 14 31 20 9 18 19 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986221protein_coding 11-nov c.*1962G>C NA NA NA NA 2228
Chr16 8198720 C G Chr16_8198720_C_GC_G SNP 14753.63 15 7 12 15 14 14 31 20 9 18 19 25 7 8 15 7 12 15 14 14 31 20 9 18 19 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985785protein_codingNA c.-5005G>C NA NA NA NA 4888
Chr16 8198720 C G Chr16_8198720_C_GC_G SNP 14753.63 15 7 12 15 14 14 31 20 9 18 19 25 7 8 15 7 12 15 14 14 31 20 9 18 19 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985786protein_codingNA c.-5005G>C NA NA NA NA 4897
Chr16 8198720 C G Chr16_8198720_C_GC_G SNP 14753.63 15 7 12 15 14 14 31 20 9 18 19 25 7 8 15 7 12 15 14 14 31 20 9 18 19 25 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986222protein_codingNA c.*2228G>C NA NA NA NA 1445
Chr16 8198722 C A Chr16_8198722_C_AC_A SNP 14348.63 15 7 12 16 16 13 31 20 10 17 20 26 7 8 15 7 12 16 16 13 31 20 10 17 20 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_12890Pp3c16_12890transcript PAC:32984993protein_coding 03-mars c.1303C>A p.Gln435Lys 1529/2893 1303/1962 435/653 NA
Chr16 8198722 C A Chr16_8198722_C_AC_A SNP 14348.63 15 7 12 16 16 13 31 20 10 17 20 26 7 8 15 7 12 16 16 13 31 20 10 17 20 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_12890Pp3c16_12890transcript PAC:32984994protein_coding 03-mars c.1303C>A p.Gln435Lys 1545/2491 1303/1962 435/653 NA
Chr16 8198722 C A Chr16_8198722_C_AC_A SNP 14348.63 15 7 12 16 16 13 31 20 10 17 20 26 7 8 15 7 12 16 16 13 31 20 10 17 20 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_12890Pp3c16_12890transcript PAC:32984995protein_coding 03-avr c.1303C>A p.Gln435Lys 1529/2830 1303/1899 435/632 NA
Chr16 8198722 C A Chr16_8198722_C_AC_A SNP 14348.63 15 7 12 16 16 13 31 20 10 17 20 26 7 8 15 7 12 16 16 13 31 20 10 17 20 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986221protein_coding 11-nov c.*1960G>T NA NA NA NA 2226
Chr16 8198722 C A Chr16_8198722_C_AC_A SNP 14348.63 15 7 12 16 16 13 31 20 10 17 20 26 7 8 15 7 12 16 16 13 31 20 10 17 20 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985785protein_codingNA c.-5007G>T NA NA NA NA 4890
Chr16 8198722 C A Chr16_8198722_C_AC_A SNP 14348.63 15 7 12 16 16 13 31 20 10 17 20 26 7 8 15 7 12 16 16 13 31 20 10 17 20 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985786protein_codingNA c.-5007G>T NA NA NA NA 4899
Chr16 8198722 C A Chr16_8198722_C_AC_A SNP 14348.63 15 7 12 16 16 13 31 20 10 17 20 26 7 8 15 7 12 16 16 13 31 20 10 17 20 26 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986222protein_codingNA c.*2226G>T NA NA NA NA 1443
Chr16 8198783 C G Chr16_8198783_C_GC_G SNP 16153.63 19 9 16 15 20 18 36 17 14 20 19 26 8 14 19 9 16 15 20 18 36 17 14 20 19 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_12890Pp3c16_12890transcript PAC:32984993protein_coding 03-mars c.1364C>G p.Thr455Arg 1590/2893 1364/1962 455/653 NA
Chr16 8198783 C G Chr16_8198783_C_GC_G SNP 16153.63 19 9 16 15 20 18 36 17 14 20 19 26 8 14 19 9 16 15 20 18 36 17 14 20 19 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_12890Pp3c16_12890transcript PAC:32984994protein_coding 03-mars c.1364C>G p.Thr455Arg 1606/2491 1364/1962 455/653 NA
Chr16 8198783 C G Chr16_8198783_C_GC_G SNP 16153.63 19 9 16 15 20 18 36 17 14 20 19 26 8 14 19 9 16 15 20 18 36 17 14 20 19 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986221protein_coding 11-nov c.*1899G>C NA NA NA NA 2165
Chr16 8198783 C G Chr16_8198783_C_GC_G SNP 16153.63 19 9 16 15 20 18 36 17 14 20 19 26 8 14 19 9 16 15 20 18 36 17 14 20 19 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985785protein_codingNA c.-5068G>C NA NA NA NA 4951
Chr16 8198783 C G Chr16_8198783_C_GC_G SNP 16153.63 19 9 16 15 20 18 36 17 14 20 19 26 8 14 19 9 16 15 20 18 36 17 14 20 19 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985786protein_codingNA c.-5068G>C NA NA NA NA 4960
Chr16 8198783 C G Chr16_8198783_C_GC_G SNP 16153.63 19 9 16 15 20 18 36 17 14 20 19 26 8 14 19 9 16 15 20 18 36 17 14 20 19 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986222protein_codingNA c.*2165G>C NA NA NA NA 1382
Chr16 8198783 C G Chr16_8198783_C_GC_G SNP 16153.63 19 9 16 15 20 18 36 17 14 20 19 26 8 14 19 9 16 15 20 18 36 17 14 20 19 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_12890Pp3c16_12890transcript PAC:32984995protein_coding 03-mars c.1338+26C>GNA NA NA NA NA
Chr16 8198786 C A Chr16_8198786_C_AC_A SNP 16085.63 21 9 16 16 18 18 37 16 14 20 19 26 10 14 21 9 16 16 18 18 37 16 14 20 19 26 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_12890Pp3c16_12890transcript PAC:32984993protein_coding 03-mars c.1367C>A p.Thr456Lys 1593/2893 1367/1962 456/653 NA
Chr16 8198786 C A Chr16_8198786_C_AC_A SNP 16085.63 21 9 16 16 18 18 37 16 14 20 19 26 10 14 21 9 16 16 18 18 37 16 14 20 19 26 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_12890Pp3c16_12890transcript PAC:32984994protein_coding 03-mars c.1367C>A p.Thr456Lys 1609/2491 1367/1962 456/653 NA
Chr16 8198786 C A Chr16_8198786_C_AC_A SNP 16085.63 21 9 16 16 18 18 37 16 14 20 19 26 10 14 21 9 16 16 18 18 37 16 14 20 19 26 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986221protein_coding 11-nov c.*1896G>T NA NA NA NA 2162
Chr16 8198786 C A Chr16_8198786_C_AC_A SNP 16085.63 21 9 16 16 18 18 37 16 14 20 19 26 10 14 21 9 16 16 18 18 37 16 14 20 19 26 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985785protein_codingNA c.-5071G>T NA NA NA NA 4954
Chr16 8198786 C A Chr16_8198786_C_AC_A SNP 16085.63 21 9 16 16 18 18 37 16 14 20 19 26 10 14 21 9 16 16 18 18 37 16 14 20 19 26 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_12880Pp3c16_12880transcript PAC:32985786protein_codingNA c.-5071G>T NA NA NA NA 4963
Chr16 8198786 C A Chr16_8198786_C_AC_A SNP 16085.63 21 9 16 16 18 18 37 16 14 20 19 26 10 14 21 9 16 16 18 18 37 16 14 20 19 26 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_12900Pp3c16_12900transcript PAC:32986222protein_codingNA c.*2162G>T NA NA NA NA 1379
Chr16 8198786 C A Chr16_8198786_C_AC_A SNP 16085.63 21 9 16 16 18 18 37 16 14 20 19 26 10 14 21 9 16 16 18 18 37 16 14 20 19 26 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_12890Pp3c16_12890transcript PAC:32984995protein_coding 03-mars c.1338+29C>ANA NA NA NA NA
Chr16 8335326 A AAT Chr16_8335326_A_AATA_AAT INDEL 3794.24 17 9 10 0 0 0 2 0 8 9 8 5 5 5 18 9 10 11 6 14 13 10 8 9 8 5 5 5 0.944 1 1 0 0 0 0.154 0 1 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_13220Pp3c16_13220transcript PAC:32986674protein_codingNA c.*5442_*5443insATNA NA NA NA 4022
Chr16 8335326 A AAT Chr16_8335326_A_AATA_AAT INDEL 3794.24 17 9 10 0 0 0 2 0 8 9 8 5 5 5 18 9 10 11 6 14 13 10 8 9 8 5 5 5 0.944 1 1 0 0 0 0.154 0 1 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c16_13180-Pp3c16_13220Pp3c16_13180-Pp3c16_13220intergenic_regionPp3c16_13180-Pp3c16_13220NA NA n.8335326_8335327insATNA NA NA NA NA
Chr16 8335663 G T Chr16_8335663_G_TG_T SNP 18247.63 34 25 15 29 19 24 38 22 20 27 13 17 7 14 34 25 15 29 19 24 38 22 20 27 13 17 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_13220Pp3c16_13220transcript PAC:32986673protein_codingNA c.*5106C>A NA NA NA NA 4957
Chr16 8335663 G T Chr16_8335663_G_TG_T SNP 18247.63 34 25 15 29 19 24 38 22 20 27 13 17 7 14 34 25 15 29 19 24 38 22 20 27 13 17 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_13220Pp3c16_13220transcript PAC:32986674protein_codingNA c.*5106C>A NA NA NA NA 3686
Chr16 8335663 G T Chr16_8335663_G_TG_T SNP 18247.63 34 25 15 29 19 24 38 22 20 27 13 17 7 14 34 25 15 29 19 24 38 22 20 27 13 17 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_13180-Pp3c16_13220Pp3c16_13180-Pp3c16_13220intergenic_regionPp3c16_13180-Pp3c16_13220NA NA n.8335663G>TNA NA NA NA NA
Chr16 8335729 TC T Chr16_8335729_TC_TTC_T INDEL 16622.59 30 20 15 34 20 24 31 19 13 24 13 21 8 15 30 20 15 34 20 24 31 19 13 24 13 21 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_13220Pp3c16_13220transcript PAC:32986673protein_codingNA c.*5039delG NA NA NA NA 4890
Chr16 8335729 TC T Chr16_8335729_TC_TTC_T INDEL 16622.59 30 20 15 34 20 24 31 19 13 24 13 21 8 15 30 20 15 34 20 24 31 19 13 24 13 21 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_13220Pp3c16_13220transcript PAC:32986674protein_codingNA c.*5039delG NA NA NA NA 3619
Chr16 8335729 TC T Chr16_8335729_TC_TTC_T INDEL 16622.59 30 20 15 34 20 24 31 19 13 24 13 21 8 15 30 20 15 34 20 24 31 19 13 24 13 21 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_13180-Pp3c16_13220Pp3c16_13180-Pp3c16_13220intergenic_regionPp3c16_13180-Pp3c16_13220NA NA n.8335730delCNA NA NA NA NA
Chr16 8449718 AT A Chr16_8449718_AT_AAT_A INDEL 13036.59 17 15 14 20 16 11 25 16 18 16 16 22 12 10 17 15 14 20 16 11 25 16 18 16 16 22 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_13360Pp3c16_13360transcript PAC:32986201protein_codingNA c.-2565delA NA NA NA NA 2035
Chr16 8449718 AT A Chr16_8449718_AT_AAT_A INDEL 13036.59 17 15 14 20 16 11 25 16 18 16 16 22 12 10 17 15 14 20 16 11 25 16 18 16 16 22 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_13360Pp3c16_13360transcript PAC:32986202protein_codingNA c.-2565delA NA NA NA NA 2036
Chr16 8449718 AT A Chr16_8449718_AT_AAT_A INDEL 13036.59 17 15 14 20 16 11 25 16 18 16 16 22 12 10 17 15 14 20 16 11 25 16 18 16 16 22 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_13360-Pp3c16_13390Pp3c16_13360-Pp3c16_13390intergenic_regionPp3c16_13360-Pp3c16_13390NA NA n.8449719delTNA NA NA NA NA
Chr16 8496714 AAT A Chr16_8496714_AAT_AAAT_A INDEL 321.37 0 0 0 1 1 1 0 0 0 0 0 11 0 0 19 19 13 19 17 15 27 26 13 15 17 11 4 9 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c16_13412Pp3c16_13412transcript PAC:32986297protein_codingNA c.-3638_-3637delATNA NA NA NA 3638
Chr16 8496714 AAT A Chr16_8496714_AAT_AAAT_A INDEL 321.37 0 0 0 1 1 1 0 0 0 0 0 11 0 0 19 19 13 19 17 15 27 26 13 15 17 11 4 9 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c16_13390Pp3c16_13390transcript PAC:32985934protein_codingNA c.*1009_*1010delATNA NA NA NA 901
Chr16 8496714 AAT A Chr16_8496714_AAT_AAAT_A INDEL 321.37 0 0 0 1 1 1 0 0 0 0 0 11 0 0 19 19 13 19 17 15 27 26 13 15 17 11 4 9 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c16_13390Pp3c16_13390transcript PAC:32985935protein_codingNA c.*1009_*1010delATNA NA NA NA 1010
Chr16 8496714 AAT A Chr16_8496714_AAT_AAAT_A INDEL 321.37 0 0 0 1 1 1 0 0 0 0 0 11 0 0 19 19 13 19 17 15 27 26 13 15 17 11 4 9 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c16_13360-Pp3c16_13390Pp3c16_13360-Pp3c16_13390intergenic_regionPp3c16_13360-Pp3c16_13390NA NA n.8496715_8496716delATNA NA NA NA NA
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_13540Pp3c16_13540transcript PAC:32986574protein_codingNA c.-1230_-1229delATNA NA NA NA 886
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_13540Pp3c16_13540transcript PAC:32986576protein_codingNA c.-1485_-1484delATNA NA NA NA 841
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c16_13540Pp3c16_13540transcript PAC:32986575protein_codingNA c.-1485_-1484delATNA NA NA NA 885
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_13530Pp3c16_13530transcript PAC:32984856protein_codingNA c.*3602_*3603delATNA NA NA NA 3395
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_13550Pp3c16_13550transcript PAC:32986406protein_codingNA c.*4138_*4139delATNA NA NA NA 3645
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_13530Pp3c16_13530transcript PAC:32984857protein_codingNA c.*3602_*3603delATNA NA NA NA 3430
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_13550Pp3c16_13550transcript PAC:32986408protein_codingNA c.*4138_*4139delATNA NA NA NA 3487
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_13550Pp3c16_13550transcript PAC:32986407protein_codingNA c.*4138_*4139delATNA NA NA NA 3645
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_13550Pp3c16_13550transcript PAC:32986410protein_codingNA c.*4138_*4139delATNA NA NA NA 3645
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_13550Pp3c16_13550transcript PAC:32986411protein_codingNA c.*4317_*4318delATNA NA NA NA 3645
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c16_13550Pp3c16_13550transcript PAC:32986409protein_codingNA c.*4138_*4139delATNA NA NA NA 3645
Chr16 8559551 GAT G Chr16_8559551_GAT_GGAT_G INDEL 744.35 15 6 7 0 1 0 1 0 1 1 0 0 1 0 15 6 7 15 17 21 27 31 13 12 11 11 4 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c16_13540-Pp3c16_13550Pp3c16_13540-Pp3c16_13550intergenic_regionPp3c16_13540-Pp3c16_13550NA NA n.8559552_8559553delATNA NA NA NA NA
Chr16 8842320 G GT Chr16_8842320_G_GTG_GT INDEL 16636.59 22 8 17 23 12 39 30 34 21 17 15 20 6 10 22 8 17 23 12 39 30 34 21 17 15 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_14110Pp3c16_14110transcript PAC:32983892protein_coding 03-mars c.414dupT p.Ala139fs 415/645 415/645 139/214 NA
Chr16 8842320 G GT Chr16_8842320_G_GTG_GT INDEL 16636.59 22 8 17 23 12 39 30 34 21 17 15 20 6 10 22 8 17 23 12 39 30 34 21 17 15 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c16_14110Pp3c16_14110transcript PAC:32983891protein_coding 01-mai c.-699dupT NA NA NA NA 698
Chr16 8842320 G GT Chr16_8842320_G_GTG_GT INDEL 16636.59 22 8 17 23 12 39 30 34 21 17 15 20 6 10 22 8 17 23 12 39 30 34 21 17 15 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14130Pp3c16_14130transcript PAC:32986193protein_codingNA c.*5537dupANA NA NA NA 4707
Chr16 8842320 G GT Chr16_8842320_G_GTG_GT INDEL 16636.59 22 8 17 23 12 39 30 34 21 17 15 20 6 10 22 8 17 23 12 39 30 34 21 17 15 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14130Pp3c16_14130transcript PAC:32986195protein_codingNA c.*5537dupANA NA NA NA 4696
Chr16 8842320 G GT Chr16_8842320_G_GTG_GT INDEL 16636.59 22 8 17 23 12 39 30 34 21 17 15 20 6 10 22 8 17 23 12 39 30 34 21 17 15 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14130Pp3c16_14130transcript PAC:32986197protein_codingNA c.*5537dupANA NA NA NA 4696
Chr16 8842320 G GT Chr16_8842320_G_GTG_GT INDEL 16636.59 22 8 17 23 12 39 30 34 21 17 15 20 6 10 22 8 17 23 12 39 30 34 21 17 15 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14130Pp3c16_14130transcript PAC:32986198protein_codingNA c.*5537dupANA NA NA NA 4746
Chr16 8842320 G GT Chr16_8842320_G_GTG_GT INDEL 16636.59 22 8 17 23 12 39 30 34 21 17 15 20 6 10 22 8 17 23 12 39 30 34 21 17 15 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14130Pp3c16_14130transcript PAC:32986194protein_codingNA c.*5537dupANA NA NA NA 4746
Chr16 8842320 G GT Chr16_8842320_G_GTG_GT INDEL 16636.59 22 8 17 23 12 39 30 34 21 17 15 20 6 10 22 8 17 23 12 39 30 34 21 17 15 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14130Pp3c16_14130transcript PAC:32986196protein_codingNA c.*5537dupANA NA NA NA 4746
Chr16 8842320 G GT Chr16_8842320_G_GTG_GT INDEL 16636.59 22 8 17 23 12 39 30 34 21 17 15 20 6 10 22 8 17 23 12 39 30 34 21 17 15 20 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_14110Pp3c16_14110transcript PAC:32983890protein_coding 01-mai c.-164-535dupTNA NA NA NA NA
Chr16 9132195 A G Chr16_9132195_A_GA_G SNP 6137.63 12 4 4 9 4 15 14 13 5 8 8 5 6 4 12 4 4 9 4 15 14 13 5 8 8 5 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14431-Pp3c16_14590Pp3c16_14431-Pp3c16_14590intergenic_regionPp3c16_14431-Pp3c16_14590NA NA n.9132195A>GNA NA NA NA NA
Chr16 9135209 T C Chr16_9135209_T_CT_C SNP 9769.63 26 7 7 11 20 17 24 14 8 11 7 5 5 4 27 7 7 11 20 17 24 14 8 11 7 6 6 4 0.963 1 1 1 1 1 1 1 1 1 1 0.833 0.833 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14431-Pp3c16_14590Pp3c16_14431-Pp3c16_14590intergenic_regionPp3c16_14431-Pp3c16_14590NA NA n.9135209T>CNA NA NA NA NA
Chr16 9197120 A G Chr16_9197120_A_GA_G SNP 38726.63 56 32 27 50 38 50 55 37 44 43 31 16 25 20 56 32 27 50 38 50 55 37 44 43 31 16 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14670Pp3c16_14670transcript PAC:32985969protein_codingNA c.*3843A>G NA NA NA NA 3843
Chr16 9197120 A G Chr16_9197120_A_GA_G SNP 38726.63 56 32 27 50 38 50 55 37 44 43 31 16 25 20 56 32 27 50 38 50 55 37 44 43 31 16 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14670-Pp3c16_14720Pp3c16_14670-Pp3c16_14720intergenic_regionPp3c16_14670-Pp3c16_14720NA NA n.9197120A>GNA NA NA NA NA
Chr16 9197122 G A Chr16_9197122_G_AG_A SNP 38726.63 57 32 27 51 38 48 55 38 44 42 31 16 24 19 57 32 27 51 38 48 55 38 44 42 31 16 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14670Pp3c16_14670transcript PAC:32985969protein_codingNA c.*3845G>A NA NA NA NA 3845
Chr16 9197122 G A Chr16_9197122_G_AG_A SNP 38726.63 57 32 27 51 38 48 55 38 44 42 31 16 24 19 57 32 27 51 38 48 55 38 44 42 31 16 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14670-Pp3c16_14720Pp3c16_14670-Pp3c16_14720intergenic_regionPp3c16_14670-Pp3c16_14720NA NA n.9197122G>ANA NA NA NA NA
Chr16 9198210 A G Chr16_9198210_A_GA_G SNP 16241.63 24 13 19 33 12 17 38 19 20 19 16 5 7 8 24 13 19 33 12 17 38 19 20 19 16 5 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14670Pp3c16_14670transcript PAC:32985969protein_codingNA c.*4933A>G NA NA NA NA 4933
Chr16 9198210 A G Chr16_9198210_A_GA_G SNP 16241.63 24 13 19 33 12 17 38 19 20 19 16 5 7 8 24 13 19 33 12 17 38 19 20 19 16 5 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14670-Pp3c16_14720Pp3c16_14670-Pp3c16_14720intergenic_regionPp3c16_14670-Pp3c16_14720NA NA n.9198210A>GNA NA NA NA NA
Chr16 9199317 A G Chr16_9199317_A_GA_G SNP 14452.63 24 18 12 26 14 20 21 33 19 19 12 16 6 10 25 18 12 26 14 20 21 33 19 20 12 16 6 10 0.96 1 1 1 1 1 1 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14670-Pp3c16_14720Pp3c16_14670-Pp3c16_14720intergenic_regionPp3c16_14670-Pp3c16_14720NA NA n.9199317A>GNA NA NA NA NA
Chr16 9200439 T TA Chr16_9200439_T_TAT_TA INDEL 21089.59 45 29 28 46 34 48 54 40 31 35 20 13 18 11 45 29 28 46 35 49 55 40 31 35 20 13 18 11 1 1 1 1 0.971 0.98 0.982 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14670-Pp3c16_14720Pp3c16_14670-Pp3c16_14720intergenic_regionPp3c16_14670-Pp3c16_14720NA NA n.9200439_9200440insANA NA NA NA NA
Chr16 9200756 G GA Chr16_9200756_G_GAG_GA INDEL 26519.59 57 28 35 43 42 56 67 52 42 47 23 17 23 13 58 28 35 43 42 56 67 53 42 47 25 18 23 13 0.983 1 1 1 1 1 1 0.981 1 1 0.92 0.944 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14670-Pp3c16_14720Pp3c16_14670-Pp3c16_14720intergenic_regionPp3c16_14670-Pp3c16_14720NA NA n.9200756_9200757insANA NA NA NA NA
Chr16 9219835 T G Chr16_9219835_T_GT_G SNP 23056.63 51 26 23 33 27 29 51 40 21 27 16 48 23 22 55 26 24 35 28 30 55 41 22 28 18 49 25 23 0.927 1 0.958 0.943 0.964 0.967 0.927 0.976 0.955 0.964 0.889 0.98 0.92 0.957 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14670-Pp3c16_14720Pp3c16_14670-Pp3c16_14720intergenic_regionPp3c16_14670-Pp3c16_14720NA NA n.9219835T>GNA NA NA NA NA
Chr16 9233912 GGCGGAGAGGACG Chr16_9233912_GGCGGAGAGGAC_GGGCGGAGAGGAC_GINDEL 17480.59 20 14 12 22 11 22 25 19 19 17 13 13 14 17 20 14 12 22 11 22 25 19 19 17 13 13 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1939_-1929delGTCCTCTCCGCNA NA NA NA 1929
Chr16 9233912 GGCGGAGAGGACG Chr16_9233912_GGCGGAGAGGAC_GGGCGGAGAGGAC_GINDEL 17480.59 20 14 12 22 11 22 25 19 19 17 13 13 14 17 20 14 12 22 11 22 25 19 19 17 13 13 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1397_-1387delGCGGAGAGGACNA NA NA NA 1397
Chr16 9233912 GGCGGAGAGGACG Chr16_9233912_GGCGGAGAGGAC_GGGCGGAGAGGAC_GINDEL 17480.59 20 14 12 22 11 22 25 19 19 17 13 13 14 17 20 14 12 22 11 22 25 19 19 17 13 13 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3479_-3469delGCGGAGAGGACNA NA NA NA 3479
Chr16 9233912 GGCGGAGAGGACG Chr16_9233912_GGCGGAGAGGAC_GGGCGGAGAGGAC_GINDEL 17480.59 20 14 12 22 11 22 25 19 19 17 13 13 14 17 20 14 12 22 11 22 25 19 19 17 13 13 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1939_-1929delGTCCTCTCCGCNA NA NA NA 1929
Chr16 9233912 GGCGGAGAGGACG Chr16_9233912_GGCGGAGAGGAC_GGGCGGAGAGGAC_GINDEL 17480.59 20 14 12 22 11 22 25 19 19 17 13 13 14 17 20 14 12 22 11 22 25 19 19 17 13 13 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*662_*672delGCGGAGAGGACNA NA NA NA 64
Chr16 9233912 GGCGGAGAGGACG Chr16_9233912_GGCGGAGAGGAC_GGGCGGAGAGGAC_GINDEL 17480.59 20 14 12 22 11 22 25 19 19 17 13 13 14 17 20 14 12 22 11 22 25 19 19 17 13 13 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*662_*672delGCGGAGAGGACNA NA NA NA 662
Chr16 9233912 GGCGGAGAGGACG Chr16_9233912_GGCGGAGAGGAC_GGGCGGAGAGGAC_GINDEL 17480.59 20 14 12 22 11 22 25 19 19 17 13 13 14 17 20 14 12 22 11 22 25 19 19 17 13 13 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233913_9233923delGCGGAGAGGACNA NA NA NA NA
Chr16 9233925 T A Chr16_9233925_T_AT_A SNP 17984.63 20 15 12 22 11 22 25 19 19 20 13 13 13 17 20 15 12 22 11 22 25 19 19 20 13 13 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1941A>T NA NA NA NA 1941
Chr16 9233925 T A Chr16_9233925_T_AT_A SNP 17984.63 20 15 12 22 11 22 25 19 19 20 13 13 13 17 20 15 12 22 11 22 25 19 19 20 13 13 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1385T>A NA NA NA NA 1385
Chr16 9233925 T A Chr16_9233925_T_AT_A SNP 17984.63 20 15 12 22 11 22 25 19 19 20 13 13 13 17 20 15 12 22 11 22 25 19 19 20 13 13 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3467T>A NA NA NA NA 3467
Chr16 9233925 T A Chr16_9233925_T_AT_A SNP 17984.63 20 15 12 22 11 22 25 19 19 20 13 13 13 17 20 15 12 22 11 22 25 19 19 20 13 13 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1941A>T NA NA NA NA 1941
Chr16 9233925 T A Chr16_9233925_T_AT_A SNP 17984.63 20 15 12 22 11 22 25 19 19 20 13 13 13 17 20 15 12 22 11 22 25 19 19 20 13 13 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*674T>A NA NA NA NA 76
Chr16 9233925 T A Chr16_9233925_T_AT_A SNP 17984.63 20 15 12 22 11 22 25 19 19 20 13 13 13 17 20 15 12 22 11 22 25 19 19 20 13 13 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*674T>A NA NA NA NA 674
Chr16 9233925 T A Chr16_9233925_T_AT_A SNP 17984.63 20 15 12 22 11 22 25 19 19 20 13 13 13 17 20 15 12 22 11 22 25 19 19 20 13 13 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233925T>ANA NA NA NA NA
Chr16 9233929 G GT Chr16_9233929_G_GTG_GT INDEL 18731.59 24 15 12 23 12 21 25 19 18 16 13 13 11 17 24 15 12 23 12 21 25 19 18 16 13 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1946_-1945insANA NA NA NA 1946
Chr16 9233929 G GT Chr16_9233929_G_GTG_GT INDEL 18731.59 24 15 12 23 12 21 25 19 18 16 13 13 11 17 24 15 12 23 12 21 25 19 18 16 13 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1381_-1380insTNA NA NA NA 1380
Chr16 9233929 G GT Chr16_9233929_G_GTG_GT INDEL 18731.59 24 15 12 23 12 21 25 19 18 16 13 13 11 17 24 15 12 23 12 21 25 19 18 16 13 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3463_-3462insTNA NA NA NA 3462
Chr16 9233929 G GT Chr16_9233929_G_GTG_GT INDEL 18731.59 24 15 12 23 12 21 25 19 18 16 13 13 11 17 24 15 12 23 12 21 25 19 18 16 13 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1946_-1945insANA NA NA NA 1946
Chr16 9233929 G GT Chr16_9233929_G_GTG_GT INDEL 18731.59 24 15 12 23 12 21 25 19 18 16 13 13 11 17 24 15 12 23 12 21 25 19 18 16 13 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*678_*679insTNA NA NA NA 81
Chr16 9233929 G GT Chr16_9233929_G_GTG_GT INDEL 18731.59 24 15 12 23 12 21 25 19 18 16 13 13 11 17 24 15 12 23 12 21 25 19 18 16 13 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*678_*679insTNA NA NA NA 679
Chr16 9233929 G GT Chr16_9233929_G_GTG_GT INDEL 18731.59 24 15 12 23 12 21 25 19 18 16 13 13 11 17 24 15 12 23 12 21 25 19 18 16 13 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233929_9233930insTNA NA NA NA NA
Chr16 9233930 G GCAGAA Chr16_9233930_G_GCAGAAG_GCAGAA INDEL 18596.59 24 15 10 23 12 20 25 19 18 16 13 13 12 17 24 15 10 23 12 20 25 19 18 16 13 13 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1947_-1946insTTCTGNA NA NA NA 1947
Chr16 9233930 G GCAGAA Chr16_9233930_G_GCAGAAG_GCAGAA INDEL 18596.59 24 15 10 23 12 20 25 19 18 16 13 13 12 17 24 15 10 23 12 20 25 19 18 16 13 13 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1380_-1379insCAGAANA NA NA NA 1379
Chr16 9233930 G GCAGAA Chr16_9233930_G_GCAGAAG_GCAGAA INDEL 18596.59 24 15 10 23 12 20 25 19 18 16 13 13 12 17 24 15 10 23 12 20 25 19 18 16 13 13 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3462_-3461insCAGAANA NA NA NA 3461
Chr16 9233930 G GCAGAA Chr16_9233930_G_GCAGAAG_GCAGAA INDEL 18596.59 24 15 10 23 12 20 25 19 18 16 13 13 12 17 24 15 10 23 12 20 25 19 18 16 13 13 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1947_-1946insTTCTGNA NA NA NA 1947
Chr16 9233930 G GCAGAA Chr16_9233930_G_GCAGAAG_GCAGAA INDEL 18596.59 24 15 10 23 12 20 25 19 18 16 13 13 12 17 24 15 10 23 12 20 25 19 18 16 13 13 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*679_*680insCAGAANA NA NA NA 82
Chr16 9233930 G GCAGAA Chr16_9233930_G_GCAGAAG_GCAGAA INDEL 18596.59 24 15 10 23 12 20 25 19 18 16 13 13 12 17 24 15 10 23 12 20 25 19 18 16 13 13 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*679_*680insCAGAANA NA NA NA 680
Chr16 9233930 G GCAGAA Chr16_9233930_G_GCAGAAG_GCAGAA INDEL 18596.59 24 15 10 23 12 20 25 19 18 16 13 13 12 17 24 15 10 23 12 20 25 19 18 16 13 13 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233930_9233931insCAGAANA NA NA NA NA
Chr16 9233934 GGCTTCCCGAG Chr16_9233934_GGCTTCCCGA_GGGCTTCCCGA_GINDEL 17786.59 21 13 9 25 12 17 26 20 18 16 11 14 11 18 21 13 9 25 12 17 26 20 18 16 11 14 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1959_-1951delTCGGGAAGCNA NA NA NA 1951
Chr16 9233934 GGCTTCCCGAG Chr16_9233934_GGCTTCCCGA_GGGCTTCCCGA_GINDEL 17786.59 21 13 9 25 12 17 26 20 18 16 11 14 11 18 21 13 9 25 12 17 26 20 18 16 11 14 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1375_-1367delGCTTCCCGANA NA NA NA 1375
Chr16 9233934 GGCTTCCCGAG Chr16_9233934_GGCTTCCCGA_GGGCTTCCCGA_GINDEL 17786.59 21 13 9 25 12 17 26 20 18 16 11 14 11 18 21 13 9 25 12 17 26 20 18 16 11 14 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3457_-3449delGCTTCCCGANA NA NA NA 3457
Chr16 9233934 GGCTTCCCGAG Chr16_9233934_GGCTTCCCGA_GGGCTTCCCGA_GINDEL 17786.59 21 13 9 25 12 17 26 20 18 16 11 14 11 18 21 13 9 25 12 17 26 20 18 16 11 14 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1959_-1951delTCGGGAAGCNA NA NA NA 1951
Chr16 9233934 GGCTTCCCGAG Chr16_9233934_GGCTTCCCGA_GGGCTTCCCGA_GINDEL 17786.59 21 13 9 25 12 17 26 20 18 16 11 14 11 18 21 13 9 25 12 17 26 20 18 16 11 14 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*684_*692delGCTTCCCGANA NA NA NA 86
Chr16 9233934 GGCTTCCCGAG Chr16_9233934_GGCTTCCCGA_GGGCTTCCCGA_GINDEL 17786.59 21 13 9 25 12 17 26 20 18 16 11 14 11 18 21 13 9 25 12 17 26 20 18 16 11 14 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*684_*692delGCTTCCCGANA NA NA NA 684
Chr16 9233934 GGCTTCCCGAG Chr16_9233934_GGCTTCCCGA_GGGCTTCCCGA_GINDEL 17786.59 21 13 9 25 12 17 26 20 18 16 11 14 11 18 21 13 9 25 12 17 26 20 18 16 11 14 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233935_9233943delGCTTCCCGANA NA NA NA NA
Chr16 9233946 TGCGC T Chr16_9233946_TGCGC_TTGCGC_T INDEL 18191.59 23 14 9 23 11 18 26 20 16 18 10 14 10 18 23 14 9 23 11 18 26 20 16 18 10 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1966_-1963delGCGCNA NA NA NA 1963
Chr16 9233946 TGCGC T Chr16_9233946_TGCGC_TTGCGC_T INDEL 18191.59 23 14 9 23 11 18 26 20 16 18 10 14 10 18 23 14 9 23 11 18 26 20 16 18 10 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1363_-1360delGCGCNA NA NA NA 1363
Chr16 9233946 TGCGC T Chr16_9233946_TGCGC_TTGCGC_T INDEL 18191.59 23 14 9 23 11 18 26 20 16 18 10 14 10 18 23 14 9 23 11 18 26 20 16 18 10 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3445_-3442delGCGCNA NA NA NA 3445
Chr16 9233946 TGCGC T Chr16_9233946_TGCGC_TTGCGC_T INDEL 18191.59 23 14 9 23 11 18 26 20 16 18 10 14 10 18 23 14 9 23 11 18 26 20 16 18 10 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1966_-1963delGCGCNA NA NA NA 1963
Chr16 9233946 TGCGC T Chr16_9233946_TGCGC_TTGCGC_T INDEL 18191.59 23 14 9 23 11 18 26 20 16 18 10 14 10 18 23 14 9 23 11 18 26 20 16 18 10 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*696_*699delGCGCNA NA NA NA 98
Chr16 9233946 TGCGC T Chr16_9233946_TGCGC_TTGCGC_T INDEL 18191.59 23 14 9 23 11 18 26 20 16 18 10 14 10 18 23 14 9 23 11 18 26 20 16 18 10 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*696_*699delGCGCNA NA NA NA 696
Chr16 9233946 TGCGC T Chr16_9233946_TGCGC_TTGCGC_T INDEL 18191.59 23 14 9 23 11 18 26 20 16 18 10 14 10 18 23 14 9 23 11 18 26 20 16 18 10 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233947_9233950delGCGCNA NA NA NA NA
Chr16 9233953 G GA Chr16_9233953_G_GAG_GA INDEL 17966.59 24 15 8 23 11 18 26 19 18 18 11 13 11 18 24 15 8 23 11 18 26 19 18 18 11 13 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1970_-1969insTNA NA NA NA 1970
Chr16 9233953 G GA Chr16_9233953_G_GAG_GA INDEL 17966.59 24 15 8 23 11 18 26 19 18 18 11 13 11 18 24 15 8 23 11 18 26 19 18 18 11 13 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1357_-1356insANA NA NA NA 1356
Chr16 9233953 G GA Chr16_9233953_G_GAG_GA INDEL 17966.59 24 15 8 23 11 18 26 19 18 18 11 13 11 18 24 15 8 23 11 18 26 19 18 18 11 13 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3439_-3438insANA NA NA NA 3438
Chr16 9233953 G GA Chr16_9233953_G_GAG_GA INDEL 17966.59 24 15 8 23 11 18 26 19 18 18 11 13 11 18 24 15 8 23 11 18 26 19 18 18 11 13 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1970_-1969insTNA NA NA NA 1970
Chr16 9233953 G GA Chr16_9233953_G_GAG_GA INDEL 17966.59 24 15 8 23 11 18 26 19 18 18 11 13 11 18 24 15 8 23 11 18 26 19 18 18 11 13 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*702_*703insANA NA NA NA 105
Chr16 9233953 G GA Chr16_9233953_G_GAG_GA INDEL 17966.59 24 15 8 23 11 18 26 19 18 18 11 13 11 18 24 15 8 23 11 18 26 19 18 18 11 13 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*702_*703insANA NA NA NA 703
Chr16 9233953 G GA Chr16_9233953_G_GAG_GA INDEL 17966.59 24 15 8 23 11 18 26 19 18 18 11 13 11 18 24 15 8 23 11 18 26 19 18 18 11 13 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233953_9233954insANA NA NA NA NA
Chr16 9233956 C A Chr16_9233956_C_AC_A SNP 17795.63 25 14 9 25 10 18 26 20 18 17 10 12 12 17 25 14 9 25 10 18 26 20 18 17 10 12 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1972G>T NA NA NA NA 1972
Chr16 9233956 C A Chr16_9233956_C_AC_A SNP 17795.63 25 14 9 25 10 18 26 20 18 17 10 12 12 17 25 14 9 25 10 18 26 20 18 17 10 12 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1354C>A NA NA NA NA 1354
Chr16 9233956 C A Chr16_9233956_C_AC_A SNP 17795.63 25 14 9 25 10 18 26 20 18 17 10 12 12 17 25 14 9 25 10 18 26 20 18 17 10 12 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3436C>A NA NA NA NA 3436
Chr16 9233956 C A Chr16_9233956_C_AC_A SNP 17795.63 25 14 9 25 10 18 26 20 18 17 10 12 12 17 25 14 9 25 10 18 26 20 18 17 10 12 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1972G>T NA NA NA NA 1972
Chr16 9233956 C A Chr16_9233956_C_AC_A SNP 17795.63 25 14 9 25 10 18 26 20 18 17 10 12 12 17 25 14 9 25 10 18 26 20 18 17 10 12 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*705C>A NA NA NA NA 107
Chr16 9233956 C A Chr16_9233956_C_AC_A SNP 17795.63 25 14 9 25 10 18 26 20 18 17 10 12 12 17 25 14 9 25 10 18 26 20 18 17 10 12 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*705C>A NA NA NA NA 705
Chr16 9233956 C A Chr16_9233956_C_AC_A SNP 17795.63 25 14 9 25 10 18 26 20 18 17 10 12 12 17 25 14 9 25 10 18 26 20 18 17 10 12 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233956C>ANA NA NA NA NA
Chr16 9233960 ACTGTTCTT A Chr16_9233960_ACTGTTCTT_AACTGTTCTT_AINDEL 18371.59 25 14 8 26 9 17 26 19 19 17 10 13 11 16 25 14 8 26 9 17 26 19 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1984_-1977delAAGAACAGNA NA NA NA 1977
Chr16 9233960 ACTGTTCTT A Chr16_9233960_ACTGTTCTT_AACTGTTCTT_AINDEL 18371.59 25 14 8 26 9 17 26 19 19 17 10 13 11 16 25 14 8 26 9 17 26 19 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1349_-1342delCTGTTCTTNA NA NA NA 1349
Chr16 9233960 ACTGTTCTT A Chr16_9233960_ACTGTTCTT_AACTGTTCTT_AINDEL 18371.59 25 14 8 26 9 17 26 19 19 17 10 13 11 16 25 14 8 26 9 17 26 19 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3431_-3424delCTGTTCTTNA NA NA NA 3431
Chr16 9233960 ACTGTTCTT A Chr16_9233960_ACTGTTCTT_AACTGTTCTT_AINDEL 18371.59 25 14 8 26 9 17 26 19 19 17 10 13 11 16 25 14 8 26 9 17 26 19 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1984_-1977delAAGAACAGNA NA NA NA 1977
Chr16 9233960 ACTGTTCTT A Chr16_9233960_ACTGTTCTT_AACTGTTCTT_AINDEL 18371.59 25 14 8 26 9 17 26 19 19 17 10 13 11 16 25 14 8 26 9 17 26 19 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*710_*717delCTGTTCTTNA NA NA NA 112
Chr16 9233960 ACTGTTCTT A Chr16_9233960_ACTGTTCTT_AACTGTTCTT_AINDEL 18371.59 25 14 8 26 9 17 26 19 19 17 10 13 11 16 25 14 8 26 9 17 26 19 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*710_*717delCTGTTCTTNA NA NA NA 710
Chr16 9233960 ACTGTTCTT A Chr16_9233960_ACTGTTCTT_AACTGTTCTT_AINDEL 18371.59 25 14 8 26 9 17 26 19 19 17 10 13 11 16 25 14 8 26 9 17 26 19 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233961_9233968delCTGTTCTTNA NA NA NA NA
Chr16 9233968 T TGAAA Chr16_9233968_T_TGAAAT_TGAAA INDEL 17831.59 25 14 8 26 9 17 26 18 19 17 10 13 11 16 25 14 8 26 9 17 26 18 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1985_-1984insTTTCNA NA NA NA 1985
Chr16 9233968 T TGAAA Chr16_9233968_T_TGAAAT_TGAAA INDEL 17831.59 25 14 8 26 9 17 26 18 19 17 10 13 11 16 25 14 8 26 9 17 26 18 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1342_-1341insGAAANA NA NA NA 1341
Chr16 9233968 T TGAAA Chr16_9233968_T_TGAAAT_TGAAA INDEL 17831.59 25 14 8 26 9 17 26 18 19 17 10 13 11 16 25 14 8 26 9 17 26 18 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3424_-3423insGAAANA NA NA NA 3423
Chr16 9233968 T TGAAA Chr16_9233968_T_TGAAAT_TGAAA INDEL 17831.59 25 14 8 26 9 17 26 18 19 17 10 13 11 16 25 14 8 26 9 17 26 18 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1985_-1984insTTTCNA NA NA NA 1985
Chr16 9233968 T TGAAA Chr16_9233968_T_TGAAAT_TGAAA INDEL 17831.59 25 14 8 26 9 17 26 18 19 17 10 13 11 16 25 14 8 26 9 17 26 18 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*717_*718insGAAANA NA NA NA 120
Chr16 9233968 T TGAAA Chr16_9233968_T_TGAAAT_TGAAA INDEL 17831.59 25 14 8 26 9 17 26 18 19 17 10 13 11 16 25 14 8 26 9 17 26 18 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*717_*718insGAAANA NA NA NA 718
Chr16 9233968 T TGAAA Chr16_9233968_T_TGAAAT_TGAAA INDEL 17831.59 25 14 8 26 9 17 26 18 19 17 10 13 11 16 25 14 8 26 9 17 26 18 19 17 10 13 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233968_9233969insGAAANA NA NA NA NA
Chr16 9233970 T TAGATGAA Chr16_9233970_T_TAGATGAAT_TAGATGAAINDEL 19271.59 25 15 9 25 9 12 28 20 19 18 10 13 11 17 25 15 9 25 9 12 28 20 19 18 10 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1987_-1986insTTCATCTNA NA NA NA 1987
Chr16 9233970 T TAGATGAA Chr16_9233970_T_TAGATGAAT_TAGATGAAINDEL 19271.59 25 15 9 25 9 12 28 20 19 18 10 13 11 17 25 15 9 25 9 12 28 20 19 18 10 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1340_-1339insAGATGAANA NA NA NA 1339
Chr16 9233970 T TAGATGAA Chr16_9233970_T_TAGATGAAT_TAGATGAAINDEL 19271.59 25 15 9 25 9 12 28 20 19 18 10 13 11 17 25 15 9 25 9 12 28 20 19 18 10 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3422_-3421insAGATGAANA NA NA NA 3421
Chr16 9233970 T TAGATGAA Chr16_9233970_T_TAGATGAAT_TAGATGAAINDEL 19271.59 25 15 9 25 9 12 28 20 19 18 10 13 11 17 25 15 9 25 9 12 28 20 19 18 10 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1987_-1986insTTCATCTNA NA NA NA 1987
Chr16 9233970 T TAGATGAA Chr16_9233970_T_TAGATGAAT_TAGATGAAINDEL 19271.59 25 15 9 25 9 12 28 20 19 18 10 13 11 17 25 15 9 25 9 12 28 20 19 18 10 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*719_*720insAGATGAANA NA NA NA 122
Chr16 9233970 T TAGATGAA Chr16_9233970_T_TAGATGAAT_TAGATGAAINDEL 19271.59 25 15 9 25 9 12 28 20 19 18 10 13 11 17 25 15 9 25 9 12 28 20 19 18 10 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*719_*720insAGATGAANA NA NA NA 720
Chr16 9233970 T TAGATGAA Chr16_9233970_T_TAGATGAAT_TAGATGAAINDEL 19271.59 25 15 9 25 9 12 28 20 19 18 10 13 11 17 25 15 9 25 9 12 28 20 19 18 10 13 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233970_9233971insAGATGAANA NA NA NA NA
Chr16 9233973 CA C Chr16_9233973_CA_CCA_C INDEL 18461.59 26 14 9 26 11 11 27 21 19 19 12 12 11 16 26 14 9 26 11 11 27 21 19 19 12 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1990delT NA NA NA NA 1990
Chr16 9233973 CA C Chr16_9233973_CA_CCA_C INDEL 18461.59 26 14 9 26 11 11 27 21 19 19 12 12 11 16 26 14 9 26 11 11 27 21 19 19 12 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1336delA NA NA NA NA 1336
Chr16 9233973 CA C Chr16_9233973_CA_CCA_C INDEL 18461.59 26 14 9 26 11 11 27 21 19 19 12 12 11 16 26 14 9 26 11 11 27 21 19 19 12 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3418delA NA NA NA NA 3418
Chr16 9233973 CA C Chr16_9233973_CA_CCA_C INDEL 18461.59 26 14 9 26 11 11 27 21 19 19 12 12 11 16 26 14 9 26 11 11 27 21 19 19 12 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1990delT NA NA NA NA 1990
Chr16 9233973 CA C Chr16_9233973_CA_CCA_C INDEL 18461.59 26 14 9 26 11 11 27 21 19 19 12 12 11 16 26 14 9 26 11 11 27 21 19 19 12 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*723delA NA NA NA NA 125
Chr16 9233973 CA C Chr16_9233973_CA_CCA_C INDEL 18461.59 26 14 9 26 11 11 27 21 19 19 12 12 11 16 26 14 9 26 11 11 27 21 19 19 12 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*723delA NA NA NA NA 723
Chr16 9233973 CA C Chr16_9233973_CA_CCA_C INDEL 18461.59 26 14 9 26 11 11 27 21 19 19 12 12 11 16 26 14 9 26 11 11 27 21 19 19 12 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233974delANA NA NA NA NA
Chr16 9233977 G GTATAA Chr16_9233977_G_GTATAAG_GTATAA INDEL 19136.59 27 14 10 25 11 12 27 19 21 19 13 12 11 16 27 14 10 25 11 12 27 19 21 19 13 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1994_-1993insTTATANA NA NA NA 1994
Chr16 9233977 G GTATAA Chr16_9233977_G_GTATAAG_GTATAA INDEL 19136.59 27 14 10 25 11 12 27 19 21 19 13 12 11 16 27 14 10 25 11 12 27 19 21 19 13 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1333_-1332insTATAANA NA NA NA 1332
Chr16 9233977 G GTATAA Chr16_9233977_G_GTATAAG_GTATAA INDEL 19136.59 27 14 10 25 11 12 27 19 21 19 13 12 11 16 27 14 10 25 11 12 27 19 21 19 13 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3415_-3414insTATAANA NA NA NA 3414
Chr16 9233977 G GTATAA Chr16_9233977_G_GTATAAG_GTATAA INDEL 19136.59 27 14 10 25 11 12 27 19 21 19 13 12 11 16 27 14 10 25 11 12 27 19 21 19 13 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1994_-1993insTTATANA NA NA NA 1994
Chr16 9233977 G GTATAA Chr16_9233977_G_GTATAAG_GTATAA INDEL 19136.59 27 14 10 25 11 12 27 19 21 19 13 12 11 16 27 14 10 25 11 12 27 19 21 19 13 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*726_*727insTATAANA NA NA NA 129
Chr16 9233977 G GTATAA Chr16_9233977_G_GTATAAG_GTATAA INDEL 19136.59 27 14 10 25 11 12 27 19 21 19 13 12 11 16 27 14 10 25 11 12 27 19 21 19 13 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*726_*727insTATAANA NA NA NA 727
Chr16 9233977 G GTATAA Chr16_9233977_G_GTATAAG_GTATAA INDEL 19136.59 27 14 10 25 11 12 27 19 21 19 13 12 11 16 27 14 10 25 11 12 27 19 21 19 13 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233977_9233978insTATAANA NA NA NA NA
Chr16 9233979 C G Chr16_9233979_C_GC_G SNP 20765.63 26 15 11 28 11 11 26 21 20 18 11 10 10 14 26 15 11 28 11 11 26 21 20 18 11 10 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1995G>C NA NA NA NA 1995
Chr16 9233979 C G Chr16_9233979_C_GC_G SNP 20765.63 26 15 11 28 11 11 26 21 20 18 11 10 10 14 26 15 11 28 11 11 26 21 20 18 11 10 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1331C>G NA NA NA NA 1331
Chr16 9233979 C G Chr16_9233979_C_GC_G SNP 20765.63 26 15 11 28 11 11 26 21 20 18 11 10 10 14 26 15 11 28 11 11 26 21 20 18 11 10 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3413C>G NA NA NA NA 3413
Chr16 9233979 C G Chr16_9233979_C_GC_G SNP 20765.63 26 15 11 28 11 11 26 21 20 18 11 10 10 14 26 15 11 28 11 11 26 21 20 18 11 10 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1995G>C NA NA NA NA 1995
Chr16 9233979 C G Chr16_9233979_C_GC_G SNP 20765.63 26 15 11 28 11 11 26 21 20 18 11 10 10 14 26 15 11 28 11 11 26 21 20 18 11 10 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*728C>G NA NA NA NA 130
Chr16 9233979 C G Chr16_9233979_C_GC_G SNP 20765.63 26 15 11 28 11 11 26 21 20 18 11 10 10 14 26 15 11 28 11 11 26 21 20 18 11 10 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*728C>G NA NA NA NA 728
Chr16 9233979 C G Chr16_9233979_C_GC_G SNP 20765.63 26 15 11 28 11 11 26 21 20 18 11 10 10 14 26 15 11 28 11 11 26 21 20 18 11 10 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233979C>GNA NA NA NA NA
Chr16 9233980 C CGTATACATTChr16_9233980_C_CGTATACATTC_CGTATACATTINDEL 19946.59 26 15 11 28 11 11 25 22 21 18 11 10 10 15 26 15 11 28 11 11 25 22 21 18 11 10 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-1997_-1996insAATGTATACNA NA NA NA 1997
Chr16 9233980 C CGTATACATTChr16_9233980_C_CGTATACATTC_CGTATACATTINDEL 19946.59 26 15 11 28 11 11 25 22 21 18 11 10 10 15 26 15 11 28 11 11 25 22 21 18 11 10 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1330_-1329insGTATACATTNA NA NA NA 1329
Chr16 9233980 C CGTATACATTChr16_9233980_C_CGTATACATTC_CGTATACATTINDEL 19946.59 26 15 11 28 11 11 25 22 21 18 11 10 10 15 26 15 11 28 11 11 25 22 21 18 11 10 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3412_-3411insGTATACATTNA NA NA NA 3411
Chr16 9233980 C CGTATACATTChr16_9233980_C_CGTATACATTC_CGTATACATTINDEL 19946.59 26 15 11 28 11 11 25 22 21 18 11 10 10 15 26 15 11 28 11 11 25 22 21 18 11 10 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-1997_-1996insAATGTATACNA NA NA NA 1997
Chr16 9233980 C CGTATACATTChr16_9233980_C_CGTATACATTC_CGTATACATTINDEL 19946.59 26 15 11 28 11 11 25 22 21 18 11 10 10 15 26 15 11 28 11 11 25 22 21 18 11 10 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*729_*730insGTATACATTNA NA NA NA 132
Chr16 9233980 C CGTATACATTChr16_9233980_C_CGTATACATTC_CGTATACATTINDEL 19946.59 26 15 11 28 11 11 25 22 21 18 11 10 10 15 26 15 11 28 11 11 25 22 21 18 11 10 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*729_*730insGTATACATTNA NA NA NA 730
Chr16 9233980 C CGTATACATTChr16_9233980_C_CGTATACATTC_CGTATACATTINDEL 19946.59 26 15 11 28 11 11 25 22 21 18 11 10 10 15 26 15 11 28 11 11 25 22 21 18 11 10 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233980_9233981insGTATACATTNA NA NA NA NA
Chr16 9233984 T TATC Chr16_9233984_T_TATCT_TATC INDEL 18544.59 29 15 11 25 11 11 21 26 22 15 10 10 8 15 29 15 11 25 11 11 21 26 22 15 10 10 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984434protein_codingNA c.-2001_-2000insGATNA NA NA NA 2001
Chr16 9233984 T TATC Chr16_9233984_T_TATCT_TATC INDEL 18544.59 29 15 11 25 11 11 21 26 22 15 10 10 8 15 29 15 11 25 11 11 21 26 22 15 10 10 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14760Pp3c16_14760transcript PAC:32984675protein_codingNA c.-1326_-1325insATCNA NA NA NA 1325



Chr16 9233984 T TATC Chr16_9233984_T_TATCT_TATC INDEL 18544.59 29 15 11 25 11 11 21 26 22 15 10 10 8 15 29 15 11 25 11 11 21 26 22 15 10 10 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14770Pp3c16_14770transcript PAC:32985821protein_codingNA c.-3408_-3407insATCNA NA NA NA 3407
Chr16 9233984 T TATC Chr16_9233984_T_TATCT_TATC INDEL 18544.59 29 15 11 25 11 11 21 26 22 15 10 10 8 15 29 15 11 25 11 11 21 26 22 15 10 10 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_14720Pp3c16_14720transcript PAC:32984435protein_codingNA c.-2001_-2000insGATNA NA NA NA 2001
Chr16 9233984 T TATC Chr16_9233984_T_TATCT_TATC INDEL 18544.59 29 15 11 25 11 11 21 26 22 15 10 10 8 15 29 15 11 25 11 11 21 26 22 15 10 10 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984089protein_codingNA c.*733_*734insATCNA NA NA NA 136
Chr16 9233984 T TATC Chr16_9233984_T_TATCT_TATC INDEL 18544.59 29 15 11 25 11 11 21 26 22 15 10 10 8 15 29 15 11 25 11 11 21 26 22 15 10 10 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_14730Pp3c16_14730transcript PAC:32984090protein_codingNA c.*733_*734insATCNA NA NA NA 734
Chr16 9233984 T TATC Chr16_9233984_T_TATCT_TATC INDEL 18544.59 29 15 11 25 11 11 21 26 22 15 10 10 8 15 29 15 11 25 11 11 21 26 22 15 10 10 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_14730-Pp3c16_14760Pp3c16_14730-Pp3c16_14760intergenic_regionPp3c16_14730-Pp3c16_14760NA NA n.9233984_9233985insATCNA NA NA NA NA
Chr16 9574198 C T Chr16_9574198_C_TC_T SNP 13605.63 16 5 8 20 19 25 21 13 20 17 8 16 6 6 16 5 8 20 19 25 21 13 20 17 8 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_15480-Pp3c16_15490Pp3c16_15480-Pp3c16_15490intergenic_regionPp3c16_15480-Pp3c16_15490NA NA n.9574198C>TNA NA NA NA NA
Chr16 9574248 T TA Chr16_9574248_T_TAT_TA INDEL 11490.59 16 7 14 26 18 22 24 16 23 19 9 15 6 9 16 7 14 26 18 22 24 16 23 19 9 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_15480-Pp3c16_15490Pp3c16_15480-Pp3c16_15490intergenic_regionPp3c16_15480-Pp3c16_15490NA NA n.9574248_9574249insANA NA NA NA NA
Chr16 9673089 G T Chr16_9673089_G_TG_T SNP 4586.98 0 0 0 0 0 0 0 0 26 21 22 19 8 13 23 12 16 23 23 34 19 30 26 21 22 19 8 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c16_15634-Pp3c16_15690Pp3c16_15634-Pp3c16_15690intergenic_regionPp3c16_15634-Pp3c16_15690NA NA n.9673089G>TNA NA NA NA NA
Chr16 9694720 T C Chr16_9694720_T_CT_C SNP 18750.63 26 23 18 26 17 29 19 32 24 30 11 23 14 8 26 23 18 26 17 29 19 32 24 30 11 23 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_15634-Pp3c16_15690Pp3c16_15634-Pp3c16_15690intergenic_regionPp3c16_15634-Pp3c16_15690NA NA n.9694720T>CNA NA NA NA NA
Chr16 9697166 CT C Chr16_9697166_CT_CCT_C INDEL 19755.59 22 25 12 20 21 24 27 29 18 19 17 20 13 10 22 25 12 20 21 24 27 29 18 19 17 20 14 10 1 1 1 1 1 1 1 1 1 1 1 1 0.929 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_15634-Pp3c16_15690Pp3c16_15634-Pp3c16_15690intergenic_regionPp3c16_15634-Pp3c16_15690NA NA n.9697167delTNA NA NA NA NA
Chr16 9697178 T TA Chr16_9697178_T_TAT_TA INDEL 20985.59 24 25 12 20 22 24 29 31 22 22 17 22 14 9 24 25 12 20 22 24 29 31 22 22 17 22 15 9 1 1 1 1 1 1 1 1 1 1 1 1 0.933 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_15634-Pp3c16_15690Pp3c16_15634-Pp3c16_15690intergenic_regionPp3c16_15634-Pp3c16_15690NA NA n.9697178_9697179insANA NA NA NA NA
Chr16 9697236 G T Chr16_9697236_G_TG_T SNP 19681.63 25 23 14 22 18 24 30 27 23 18 17 24 12 10 25 23 14 22 18 24 30 27 23 18 17 24 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_15634-Pp3c16_15690Pp3c16_15634-Pp3c16_15690intergenic_regionPp3c16_15634-Pp3c16_15690NA NA n.9697236G>TNA NA NA NA NA
Chr16 9697261 G T Chr16_9697261_G_TG_T SNP 19052.63 27 19 12 17 22 25 29 23 23 13 16 21 8 12 27 19 12 17 22 25 29 23 23 13 16 21 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_15634-Pp3c16_15690Pp3c16_15634-Pp3c16_15690intergenic_regionPp3c16_15634-Pp3c16_15690NA NA n.9697261G>TNA NA NA NA NA
Chr16 9730251 A AAT Chr16_9730251_A_AATA_AAT INDEL 6839.37 33 7 6 20 8 12 13 17 18 8 9 6 7 1 33 8 6 20 9 12 14 17 18 9 9 6 7 8 1 0.875 1 1 0.889 1 0.929 1 1 0.889 1 1 1 0 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c16_15720Pp3c16_15720transcript PAC:32986864protein_codingNA c.-4096_-4095insATNA NA NA NA 1784
Chr16 9730251 A AAT Chr16_9730251_A_AATA_AAT INDEL 6839.37 33 7 6 20 8 12 13 17 18 8 9 6 7 1 33 8 6 20 9 12 14 17 18 9 9 6 7 8 1 0.875 1 1 0.889 1 0.929 1 1 0.889 1 1 1 0 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c16_15720Pp3c16_15720transcript PAC:32986865protein_codingNA c.-4096_-4095insATNA NA NA NA 2305
Chr16 9730251 A AAT Chr16_9730251_A_AATA_AAT INDEL 6839.37 33 7 6 20 8 12 13 17 18 8 9 6 7 1 33 8 6 20 9 12 14 17 18 9 9 6 7 8 1 0.875 1 1 0.889 1 0.929 1 1 0.889 1 1 1 0 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c16_15720Pp3c16_15720transcript PAC:32986866protein_codingNA c.-1360_-1359insATNA NA NA NA 1360
Chr16 9730251 A AAT Chr16_9730251_A_AATA_AAT INDEL 6839.37 33 7 6 20 8 12 13 17 18 8 9 6 7 1 33 8 6 20 9 12 14 17 18 9 9 6 7 8 1 0.875 1 1 0.889 1 0.929 1 1 0.889 1 1 1 0 0 14 14 0 6 5 3 intergenic_regionMODIFIER Pp3c16_15720-Pp3c16_15750Pp3c16_15720-Pp3c16_15750intergenic_regionPp3c16_15720-Pp3c16_15750NA NA n.9730251_9730252insATNA NA NA NA NA
Chr16 9736287 C CAT Chr16_9736287_C_CATC_CAT INDEL 9539.59 22 10 7 14 11 15 22 18 12 24 10 6 7 4 22 10 7 14 12 15 22 18 13 24 11 6 7 4 1 1 1 1 0.917 1 1 1 0.923 1 0.909 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_15750Pp3c16_15750transcript PAC:32985550protein_codingNA c.*1125_*1126insATNA NA NA NA 1125
Chr16 9736287 C CAT Chr16_9736287_C_CATC_CAT INDEL 9539.59 22 10 7 14 11 15 22 18 12 24 10 6 7 4 22 10 7 14 12 15 22 18 13 24 11 6 7 4 1 1 1 1 0.917 1 1 1 0.923 1 0.909 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_15750Pp3c16_15750transcript PAC:32985551protein_codingNA c.*1125_*1126insATNA NA NA NA 1125
Chr16 9736287 C CAT Chr16_9736287_C_CATC_CAT INDEL 9539.59 22 10 7 14 11 15 22 18 12 24 10 6 7 4 22 10 7 14 12 15 22 18 13 24 11 6 7 4 1 1 1 1 0.917 1 1 1 0.923 1 0.909 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_15720-Pp3c16_15750Pp3c16_15720-Pp3c16_15750intergenic_regionPp3c16_15720-Pp3c16_15750NA NA n.9736287_9736288insATNA NA NA NA NA
Chr16 9768262 G T Chr16_9768262_G_TG_T SNP 15520.63 32 11 12 19 14 22 31 12 16 19 14 16 9 7 32 11 12 19 14 22 31 12 16 19 14 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_15820Pp3c16_15820transcript PAC:32985112protein_codingNA c.*2297C>A NA NA NA NA 2297
Chr16 9768262 G T Chr16_9768262_G_TG_T SNP 15520.63 32 11 12 19 14 22 31 12 16 19 14 16 9 7 32 11 12 19 14 22 31 12 16 19 14 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_15780-Pp3c16_15820Pp3c16_15780-Pp3c16_15820intergenic_regionPp3c16_15780-Pp3c16_15820NA NA n.9768262G>TNA NA NA NA NA
Chr16 9768330 A AT Chr16_9768330_A_ATA_AT INDEL 12191.59 20 10 11 18 15 19 32 11 14 16 17 13 10 5 20 10 11 18 15 19 32 11 14 16 17 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_15820Pp3c16_15820transcript PAC:32985112protein_codingNA c.*2228_*2229insANA NA NA NA 2228
Chr16 9768330 A AT Chr16_9768330_A_ATA_AT INDEL 12191.59 20 10 11 18 15 19 32 11 14 16 17 13 10 5 20 10 11 18 15 19 32 11 14 16 17 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_15780-Pp3c16_15820Pp3c16_15780-Pp3c16_15820intergenic_regionPp3c16_15780-Pp3c16_15820NA NA n.9768330_9768331insTNA NA NA NA NA
Chr16 9824295 G C Chr16_9824295_G_CG_C SNP 19029.63 23 20 15 16 28 27 33 17 19 29 14 15 7 4 23 20 15 16 28 27 33 17 19 29 14 15 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_15899-Pp3c16_15920Pp3c16_15899-Pp3c16_15920intergenic_regionPp3c16_15899-Pp3c16_15920NA NA n.9824295G>CNA NA NA NA NA
Chr16 9866731 A AAT Chr16_9866731_A_AATA_AAT INDEL 3390.24 3 0 0 20 15 19 19 17 0 0 0 0 0 0 19 10 14 20 15 19 20 17 17 14 10 15 4 5 0.158 0 0 1 1 1 0.95 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c16_15970Pp3c16_15970transcript PAC:32986638protein_codingNA c.-3627_-3626insATNA NA NA NA 3626
Chr16 9866731 A AAT Chr16_9866731_A_AATA_AAT INDEL 3390.24 3 0 0 20 15 19 19 17 0 0 0 0 0 0 19 10 14 20 15 19 20 17 17 14 10 15 4 5 0.158 0 0 1 1 1 0.95 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c16_15980Pp3c16_15980transcript PAC:32984417protein_codingNA c.*4792_*4793insATNA NA NA NA 4155
Chr16 9866731 A AAT Chr16_9866731_A_AATA_AAT INDEL 3390.24 3 0 0 20 15 19 19 17 0 0 0 0 0 0 19 10 14 20 15 19 20 17 17 14 10 15 4 5 0.158 0 0 1 1 1 0.95 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c16_15980Pp3c16_15980transcript PAC:32984418protein_codingNA c.*4792_*4793insATNA NA NA NA 4318
Chr16 9866731 A AAT Chr16_9866731_A_AATA_AAT INDEL 3390.24 3 0 0 20 15 19 19 17 0 0 0 0 0 0 19 10 14 20 15 19 20 17 17 14 10 15 4 5 0.158 0 0 1 1 1 0.95 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c16_15960-Pp3c16_15970Pp3c16_15960-Pp3c16_15970intergenic_regionPp3c16_15960-Pp3c16_15970NA NA n.9866731_9866732insATNA NA NA NA NA
Chr16 9907754 G T Chr16_9907754_G_TG_T SNP 18528.63 19 20 18 29 14 28 24 16 25 16 22 12 10 6 19 20 18 29 14 28 24 16 25 16 22 12 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_16040Pp3c16_16040transcript PAC:32984015protein_codingNA c.-2838G>T NA NA NA NA 2588
Chr16 9907754 G T Chr16_9907754_G_TG_T SNP 18528.63 19 20 18 29 14 28 24 16 25 16 22 12 10 6 19 20 18 29 14 28 24 16 25 16 22 12 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_16040Pp3c16_16040transcript PAC:32984016protein_codingNA c.-2838G>T NA NA NA NA 2569
Chr16 9907754 G T Chr16_9907754_G_TG_T SNP 18528.63 19 20 18 29 14 28 24 16 25 16 22 12 10 6 19 20 18 29 14 28 24 16 25 16 22 12 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_16040Pp3c16_16040transcript PAC:32984017protein_codingNA c.-3147G>T NA NA NA NA 3043
Chr16 9907754 G T Chr16_9907754_G_TG_T SNP 18528.63 19 20 18 29 14 28 24 16 25 16 22 12 10 6 19 20 18 29 14 28 24 16 25 16 22 12 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_16040Pp3c16_16040transcript PAC:32984018protein_codingNA c.-4199G>T NA NA NA NA 3491
Chr16 9907754 G T Chr16_9907754_G_TG_T SNP 18528.63 19 20 18 29 14 28 24 16 25 16 22 12 10 6 19 20 18 29 14 28 24 16 25 16 22 12 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_16030-Pp3c16_16040Pp3c16_16030-Pp3c16_16040intergenic_regionPp3c16_16030-Pp3c16_16040NA NA n.9907754G>TNA NA NA NA NA
Chr16 9944130 G C Chr16_9944130_G_CG_C SNP 6615.29 0 0 0 33 16 30 26 23 0 0 0 0 0 0 31 15 25 33 16 30 26 23 20 34 11 20 16 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c16_16080-Pp3c16_16110Pp3c16_16080-Pp3c16_16110intergenic_regionPp3c16_16080-Pp3c16_16110NA NA n.9944130G>CNA NA NA NA NA
Chr16 9945580 T C Chr16_9945580_T_CT_C SNP 20707.63 33 15 20 31 22 27 33 18 24 37 15 28 20 11 33 15 20 31 22 27 33 18 24 37 15 28 20 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_16080-Pp3c16_16110Pp3c16_16080-Pp3c16_16110intergenic_regionPp3c16_16080-Pp3c16_16110NA NA n.9945580T>CNA NA NA NA NA
Chr16 9995021 C CA Chr16_9995021_C_CAC_CA INDEL 15458.59 26 16 8 26 18 15 26 17 28 21 9 18 9 10 26 16 8 26 18 15 26 17 28 21 9 18 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_16140Pp3c16_16140transcript PAC:32985007protein_codingNA c.-2237_-2236insTNA NA NA NA 1722
Chr16 9995021 C CA Chr16_9995021_C_CAC_CA INDEL 15458.59 26 16 8 26 18 15 26 17 28 21 9 18 9 10 26 16 8 26 18 15 26 17 28 21 9 18 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_16150Pp3c16_16150transcript PAC:32985239protein_codingNA c.-645_-644insTNA NA NA NA 267
Chr16 9995021 C CA Chr16_9995021_C_CAC_CA INDEL 15458.59 26 16 8 26 18 15 26 17 28 21 9 18 9 10 26 16 8 26 18 15 26 17 28 21 9 18 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_16140Pp3c16_16140transcript PAC:32985008protein_codingNA c.-2237_-2236insTNA NA NA NA 2237
Chr16 9995021 C CA Chr16_9995021_C_CAC_CA INDEL 15458.59 26 16 8 26 18 15 26 17 28 21 9 18 9 10 26 16 8 26 18 15 26 17 28 21 9 18 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_16150Pp3c16_16150transcript PAC:32985240protein_codingNA c.-645_-644insTNA NA NA NA 267
Chr16 9995021 C CA Chr16_9995021_C_CAC_CA INDEL 15458.59 26 16 8 26 18 15 26 17 28 21 9 18 9 10 26 16 8 26 18 15 26 17 28 21 9 18 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_16150-Pp3c16_16160Pp3c16_16150-Pp3c16_16160intergenic_regionPp3c16_16150-Pp3c16_16160NA NA n.9995021_9995022insANA NA NA NA NA
Chr16 10035170 A AAT Chr16_10035170_A_AATA_AAT INDEL 2794.24 0 1 0 17 10 18 25 8 0 1 1 2 0 0 23 16 7 17 10 19 25 8 12 10 5 10 5 7 0 0 0 1 1 0.947 1 1 0 0 0 0.2 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16170Pp3c16_16170transcript PAC:32986108protein_codingNA c.*3028_*3029insATNA NA NA NA 2585
Chr16 10035170 A AAT Chr16_10035170_A_AATA_AAT INDEL 2794.24 0 1 0 17 10 18 25 8 0 1 1 2 0 0 23 16 7 17 10 19 25 8 12 10 5 10 5 7 0 0 0 1 1 0.947 1 1 0 0 0 0.2 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16170Pp3c16_16170transcript PAC:32986109protein_codingNA c.*3028_*3029insATNA NA NA NA 2684
Chr16 10035170 A AAT Chr16_10035170_A_AATA_AAT INDEL 2794.24 0 1 0 17 10 18 25 8 0 1 1 2 0 0 23 16 7 17 10 19 25 8 12 10 5 10 5 7 0 0 0 1 1 0.947 1 1 0 0 0 0.2 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c16_16160-Pp3c16_16170Pp3c16_16160-Pp3c16_16170intergenic_regionPp3c16_16160-Pp3c16_16170NA NA n.10035170_10035171insATNA NA NA NA NA
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 3_prime_UTR_variantMODIFIER Pp3c16_16420Pp3c16_16420transcript PAC:32986148protein_coding 04-avr c.*282T>C NA NA NA NA 282
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_16391Pp3c16_16391transcript PAC:32986367protein_codingNA c.-4161A>G NA NA NA NA 3969
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16360Pp3c16_16360transcript PAC:32984087protein_codingNA c.*5282T>C NA NA NA NA 4930
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16398Pp3c16_16398transcript PAC:32985789protein_codingNA c.*3368T>C NA NA NA NA 2086
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16420Pp3c16_16420transcript PAC:32986147protein_codingNA c.*282T>C NA NA NA NA 15
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16440Pp3c16_16440transcript PAC:32986261protein_codingNA c.*964A>G NA NA NA NA 559
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16360Pp3c16_16360transcript PAC:32984088protein_codingNA c.*5282T>C NA NA NA NA 3760
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16420Pp3c16_16420transcript PAC:32986149protein_codingNA c.*1457T>C NA NA NA NA 15
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16420Pp3c16_16420transcript PAC:32986150protein_codingNA c.*1457T>C NA NA NA NA 15
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16420Pp3c16_16420transcript PAC:32986151protein_codingNA c.*1457T>C NA NA NA NA 15
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16440Pp3c16_16440transcript PAC:32986266protein_codingNA c.*964A>G NA NA NA NA 501
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16440Pp3c16_16440transcript PAC:32986268protein_codingNA c.*1602A>G NA NA NA NA 502
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16440Pp3c16_16440transcript PAC:32986262protein_codingNA c.*964A>G NA NA NA NA 559
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16440Pp3c16_16440transcript PAC:32986265protein_codingNA c.*964A>G NA NA NA NA 559
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16440Pp3c16_16440transcript PAC:32986267protein_codingNA c.*964A>G NA NA NA NA 559
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16440Pp3c16_16440transcript PAC:32986263protein_codingNA c.*964A>G NA NA NA NA 559
Chr16 10169019 T C Chr16_10169019_T_CT_C SNP 6615.29 0 0 0 17 26 30 31 22 0 0 0 0 0 0 36 21 13 17 26 30 31 22 24 19 16 20 12 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_16440Pp3c16_16440transcript PAC:32986264protein_codingNA c.*964A>G NA NA NA NA 559
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c16_17020Pp3c16_17020transcript PAC:32984630protein_codingNA c.-1233_-1232insATNA NA NA NA 619
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c16_17020Pp3c16_17020transcript PAC:32984631protein_codingNA c.-1233_-1232insATNA NA NA NA 591
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c16_17020Pp3c16_17020transcript PAC:32984632protein_codingNA c.-1233_-1232insATNA NA NA NA 591
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c16_17020Pp3c16_17020transcript PAC:32984633protein_codingNA c.-1233_-1232insATNA NA NA NA 591
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 upstream_gene_variantMODIFIER Pp3c16_17020Pp3c16_17020transcript PAC:32984634protein_codingNA c.-1233_-1232insATNA NA NA NA 591
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_17030Pp3c16_17030transcript PAC:32986227protein_codingNA c.*4463_*4464insATNA NA NA NA 4216
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_17030Pp3c16_17030transcript PAC:32986231protein_codingNA c.*4463_*4464insATNA NA NA NA 4029
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_17030Pp3c16_17030transcript PAC:32986232protein_codingNA c.*4463_*4464insATNA NA NA NA 4029
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_17030Pp3c16_17030transcript PAC:32986233protein_codingNA c.*4463_*4464insATNA NA NA NA 4029
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_17030Pp3c16_17030transcript PAC:32986234protein_codingNA c.*4463_*4464insATNA NA NA NA 4029
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_17030Pp3c16_17030transcript PAC:32986228protein_codingNA c.*4463_*4464insATNA NA NA NA 4029
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_17030Pp3c16_17030transcript PAC:32986229protein_codingNA c.*4463_*4464insATNA NA NA NA 4029
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c16_17030Pp3c16_17030transcript PAC:32986230protein_codingNA c.*4463_*4464insATNA NA NA NA 4029
Chr16 10429643 C CAT Chr16_10429643_C_CATC_CAT INDEL 5317.24 26 5 6 0 0 2 1 0 10 11 8 11 9 10 27 5 7 10 17 18 25 14 10 11 9 11 9 10 0.963 1 0.857 0 0 0.111 0 0 1 1 0.889 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c16_16990-Pp3c16_17020Pp3c16_16990-Pp3c16_17020intergenic_regionPp3c16_16990-Pp3c16_17020NA NA n.10429643_10429644insATNA NA NA NA NA
Chr16 10443990 T TG Chr16_10443990_T_TGT_TG INDEL 11846.59 18 5 11 18 11 16 26 17 24 22 5 13 7 14 18 5 11 18 11 16 26 17 24 22 5 13 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c16_17060Pp3c16_17060transcript PAC:32986220protein_coding 05-mai c.543dupG p.Phe182fs 966/991 544/552 182/183 NA
Chr16 10443990 T TG Chr16_10443990_T_TGT_TG INDEL 11846.59 18 5 11 18 11 16 26 17 24 22 5 13 7 14 18 5 11 18 11 16 26 17 24 22 5 13 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_17050Pp3c16_17050transcript PAC:32984967protein_codingNA c.*3650_*3651insGNA NA NA NA 3257
Chr16 10443990 T TG Chr16_10443990_T_TGT_TG INDEL 11846.59 18 5 11 18 11 16 26 17 24 22 5 13 7 14 18 5 11 18 11 16 26 17 24 22 5 13 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_17070Pp3c16_17070transcript PAC:32984227protein_codingNA c.*4394dupC NA NA NA NA 4138
Chr16 10443990 T TG Chr16_10443990_T_TGT_TG INDEL 11846.59 18 5 11 18 11 16 26 17 24 22 5 13 7 14 18 5 11 18 11 16 26 17 24 22 5 13 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_17050Pp3c16_17050transcript PAC:32984968protein_codingNA c.*3650_*3651insGNA NA NA NA 3257
Chr16 10443990 T TG Chr16_10443990_T_TGT_TG INDEL 11846.59 18 5 11 18 11 16 26 17 24 22 5 13 7 14 18 5 11 18 11 16 26 17 24 22 5 13 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_17050Pp3c16_17050transcript PAC:32984969protein_codingNA c.*3650_*3651insGNA NA NA NA 3244
Chr16 10443990 T TG Chr16_10443990_T_TGT_TG INDEL 11846.59 18 5 11 18 11 16 26 17 24 22 5 13 7 14 18 5 11 18 11 16 26 17 24 22 5 13 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_17070Pp3c16_17070transcript PAC:32984228protein_codingNA c.*4394dupC NA NA NA NA 3756
Chr16 10443990 T TG Chr16_10443990_T_TGT_TG INDEL 11846.59 18 5 11 18 11 16 26 17 24 22 5 13 7 14 18 5 11 18 11 16 26 17 24 22 5 13 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c16_17060Pp3c16_17060transcript PAC:32986219protein_coding 04-mai c.513+30dupGNA NA NA NA NA
Chr16 10512723 C A Chr16_10512723_C_AC_A SNP 22139.63 27 18 19 22 21 33 24 34 30 30 11 29 14 13 27 18 19 22 21 33 24 34 30 30 11 29 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_17130-Pp3c16_17170Pp3c16_17130-Pp3c16_17170intergenic_regionPp3c16_17130-Pp3c16_17170NA NA n.10512723C>ANA NA NA NA NA
Chr16 10512745 T A Chr16_10512745_T_AT_A SNP 21612.63 26 16 18 21 22 30 22 35 27 28 13 28 13 13 26 16 18 21 22 30 22 35 27 28 13 28 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_17130-Pp3c16_17170Pp3c16_17130-Pp3c16_17170intergenic_regionPp3c16_17130-Pp3c16_17170NA NA n.10512745T>ANA NA NA NA NA
Chr16 10567357 G T Chr16_10567357_G_TG_T SNP 18695.63 23 19 17 28 19 31 29 24 21 12 14 16 13 9 23 19 17 28 19 31 29 24 21 12 14 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_17280Pp3c16_17280transcript PAC:32985696protein_codingNA c.-3021G>T NA NA NA NA 2764
Chr16 10567357 G T Chr16_10567357_G_TG_T SNP 18695.63 23 19 17 28 19 31 29 24 21 12 14 16 13 9 23 19 17 28 19 31 29 24 21 12 14 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_17280Pp3c16_17280transcript PAC:32985697protein_codingNA c.-3021G>T NA NA NA NA 2829
Chr16 10567357 G T Chr16_10567357_G_TG_T SNP 18695.63 23 19 17 28 19 31 29 24 21 12 14 16 13 9 23 19 17 28 19 31 29 24 21 12 14 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_17280Pp3c16_17280transcript PAC:32985698protein_codingNA c.-3021G>T NA NA NA NA 2829
Chr16 10567357 G T Chr16_10567357_G_TG_T SNP 18695.63 23 19 17 28 19 31 29 24 21 12 14 16 13 9 23 19 17 28 19 31 29 24 21 12 14 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_17250-Pp3c16_17280Pp3c16_17250-Pp3c16_17280intergenic_regionPp3c16_17250-Pp3c16_17280NA NA n.10567357G>TNA NA NA NA NA
Chr16 10826753 C CT Chr16_10826753_C_CTC_CT INDEL 15225.59 31 12 12 19 10 25 17 14 19 27 15 18 11 11 31 12 12 19 10 25 17 14 19 27 15 18 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_17560-Pp3c16_17640Pp3c16_17560-Pp3c16_17640intergenic_regionPp3c16_17560-Pp3c16_17640NA NA n.10826753_10826754insTNA NA NA NA NA
Chr16 10832564 G T Chr16_10832564_G_TG_T SNP 15214.63 24 12 6 23 11 23 26 16 21 18 16 18 10 7 24 12 6 23 11 23 26 16 21 18 16 18 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_17560-Pp3c16_17640Pp3c16_17560-Pp3c16_17640intergenic_regionPp3c16_17560-Pp3c16_17640NA NA n.10832564G>TNA NA NA NA NA
Chr16 11193060 G T Chr16_11193060_G_TG_T SNP 17758.63 23 12 18 25 19 26 22 12 22 30 23 14 12 13 23 12 18 25 19 26 22 12 22 30 23 14 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_18270Pp3c16_18270transcript PAC:32984846protein_codingNA c.*1052G>T NA NA NA NA 1052
Chr16 11193060 G T Chr16_11193060_G_TG_T SNP 17758.63 23 12 18 25 19 26 22 12 22 30 23 14 12 13 23 12 18 25 19 26 22 12 22 30 23 14 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_18270-Pp3c16_18300Pp3c16_18270-Pp3c16_18300intergenic_regionPp3c16_18270-Pp3c16_18300NA NA n.11193060G>TNA NA NA NA NA
Chr16 11193081 G T Chr16_11193081_G_TG_T SNP 17284.63 22 11 17 20 13 23 23 13 21 27 19 10 11 11 22 11 17 20 13 23 23 13 21 27 19 10 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_18270Pp3c16_18270transcript PAC:32984846protein_codingNA c.*1073G>T NA NA NA NA 1073
Chr16 11193081 G T Chr16_11193081_G_TG_T SNP 17284.63 22 11 17 20 13 23 23 13 21 27 19 10 11 11 22 11 17 20 13 23 23 13 21 27 19 10 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_18270-Pp3c16_18300Pp3c16_18270-Pp3c16_18300intergenic_regionPp3c16_18270-Pp3c16_18300NA NA n.11193081G>TNA NA NA NA NA
Chr16 11193086 G T Chr16_11193086_G_TG_T SNP 17001.63 20 11 17 18 13 23 24 13 20 27 19 9 11 12 20 11 17 18 13 23 24 13 20 27 19 9 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_18270Pp3c16_18270transcript PAC:32984846protein_codingNA c.*1078G>T NA NA NA NA 1078
Chr16 11193086 G T Chr16_11193086_G_TG_T SNP 17001.63 20 11 17 18 13 23 24 13 20 27 19 9 11 12 20 11 17 18 13 23 24 13 20 27 19 9 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_18270-Pp3c16_18300Pp3c16_18270-Pp3c16_18300intergenic_regionPp3c16_18270-Pp3c16_18300NA NA n.11193086G>TNA NA NA NA NA
Chr16 11193087 A T Chr16_11193087_A_TA_T SNP 16866.63 20 11 18 18 13 23 24 13 20 25 19 9 11 12 20 11 18 18 13 23 24 13 20 25 19 9 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_18270Pp3c16_18270transcript PAC:32984846protein_codingNA c.*1079A>T NA NA NA NA 1079
Chr16 11193087 A T Chr16_11193087_A_TA_T SNP 16866.63 20 11 18 18 13 23 24 13 20 25 19 9 11 12 20 11 18 18 13 23 24 13 20 25 19 9 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_18270-Pp3c16_18300Pp3c16_18270-Pp3c16_18300intergenic_regionPp3c16_18270-Pp3c16_18300NA NA n.11193087A>TNA NA NA NA NA
Chr16 11195216 TGG T Chr16_11195216_TGG_TTGG_T INDEL 18999.59 25 21 18 26 20 31 21 11 20 20 22 18 12 6 25 21 18 26 20 31 21 11 20 20 22 18 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_18270Pp3c16_18270transcript PAC:32984846protein_codingNA c.*3209_*3210delGGNA NA NA NA 3209
Chr16 11195216 TGG T Chr16_11195216_TGG_TTGG_T INDEL 18999.59 25 21 18 26 20 31 21 11 20 20 22 18 12 6 25 21 18 26 20 31 21 11 20 20 22 18 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_18270-Pp3c16_18300Pp3c16_18270-Pp3c16_18300intergenic_regionPp3c16_18270-Pp3c16_18300NA NA n.11195217_11195218delGGNA NA NA NA NA
Chr16 11195219 A T Chr16_11195219_A_TA_T SNP 19053.63 25 21 18 26 20 31 21 11 20 20 23 18 12 6 25 21 18 26 20 31 21 11 20 20 23 18 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_18270Pp3c16_18270transcript PAC:32984846protein_codingNA c.*3211A>T NA NA NA NA 3211
Chr16 11195219 A T Chr16_11195219_A_TA_T SNP 19053.63 25 21 18 26 20 31 21 11 20 20 23 18 12 6 25 21 18 26 20 31 21 11 20 20 23 18 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_18270-Pp3c16_18300Pp3c16_18270-Pp3c16_18300intergenic_regionPp3c16_18270-Pp3c16_18300NA NA n.11195219A>TNA NA NA NA NA
Chr16 11195222 G GTT Chr16_11195222_G_GTTG_GTT INDEL 19373.59 26 19 17 26 20 30 21 11 19 20 23 18 12 5 26 19 17 26 20 30 21 11 19 20 23 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_18270Pp3c16_18270transcript PAC:32984846protein_codingNA c.*3214_*3215insTTNA NA NA NA 3215
Chr16 11195222 G GTT Chr16_11195222_G_GTTG_GTT INDEL 19373.59 26 19 17 26 20 30 21 11 19 20 23 18 12 5 26 19 17 26 20 30 21 11 19 20 23 18 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_18270-Pp3c16_18300Pp3c16_18270-Pp3c16_18300intergenic_regionPp3c16_18270-Pp3c16_18300NA NA n.11195222_11195223insTTNA NA NA NA NA
Chr16 11368528 G A Chr16_11368528_G_AG_A SNP 14864.63 28 18 13 19 12 28 26 17 13 17 19 8 12 4 28 18 13 19 12 28 26 17 13 17 19 8 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_18590Pp3c16_18590transcript PAC:32984755protein_codingNA c.-1669G>A NA NA NA NA 1543
Chr16 11368528 G A Chr16_11368528_G_AG_A SNP 14864.63 28 18 13 19 12 28 26 17 13 17 19 8 12 4 28 18 13 19 12 28 26 17 13 17 19 8 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_18520-Pp3c16_18590Pp3c16_18520-Pp3c16_18590intergenic_regionPp3c16_18520-Pp3c16_18590NA NA n.11368528G>ANA NA NA NA NA
Chr16 11371293 A G Chr16_11371293_A_GA_G SNP 2409.98 0 0 0 0 0 0 0 0 14 14 9 8 7 5 19 9 7 16 12 21 20 8 14 14 9 8 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c16_18590Pp3c16_18590transcript PAC:32984755protein_codingNA c.*808A>G NA NA NA NA 113
Chr16 11371293 A G Chr16_11371293_A_GA_G SNP 2409.98 0 0 0 0 0 0 0 0 14 14 9 8 7 5 19 9 7 16 12 21 20 8 14 14 9 8 7 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c16_18590-Pp3c16_18610Pp3c16_18590-Pp3c16_18610intergenic_regionPp3c16_18590-Pp3c16_18610NA NA n.11371293A>GNA NA NA NA NA
Chr16 11746369 C CT Chr16_11746369_C_CTC_CT INDEL 15487.59 26 17 7 28 25 23 30 25 20 24 17 16 10 9 26 17 7 28 25 23 30 25 22 24 17 16 10 9 1 1 1 1 1 1 1 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_19200Pp3c16_19200transcript PAC:32985480protein_codingNA c.-4249_-4248insANA NA NA NA 3433
Chr16 11746369 C CT Chr16_11746369_C_CTC_CT INDEL 15487.59 26 17 7 28 25 23 30 25 20 24 17 16 10 9 26 17 7 28 25 23 30 25 22 24 17 16 10 9 1 1 1 1 1 1 1 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_19200Pp3c16_19200transcript PAC:32985482protein_codingNA c.-5070_-5069insANA NA NA NA 4939
Chr16 11746369 C CT Chr16_11746369_C_CTC_CT INDEL 15487.59 26 17 7 28 25 23 30 25 20 24 17 16 10 9 26 17 7 28 25 23 30 25 22 24 17 16 10 9 1 1 1 1 1 1 1 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_19200Pp3c16_19200transcript PAC:32985481protein_codingNA c.-5070_-5069insANA NA NA NA 3441
Chr16 11746369 C CT Chr16_11746369_C_CTC_CT INDEL 15487.59 26 17 7 28 25 23 30 25 20 24 17 16 10 9 26 17 7 28 25 23 30 25 22 24 17 16 10 9 1 1 1 1 1 1 1 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19220Pp3c16_19220transcript PAC:32986235protein_codingNA c.*931_*932insTNA NA NA NA 506
Chr16 11746369 C CT Chr16_11746369_C_CTC_CT INDEL 15487.59 26 17 7 28 25 23 30 25 20 24 17 16 10 9 26 17 7 28 25 23 30 25 22 24 17 16 10 9 1 1 1 1 1 1 1 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19230Pp3c16_19230transcript PAC:32985419protein_codingNA c.*670_*671insANA NA NA NA 670
Chr16 11746369 C CT Chr16_11746369_C_CTC_CT INDEL 15487.59 26 17 7 28 25 23 30 25 20 24 17 16 10 9 26 17 7 28 25 23 30 25 22 24 17 16 10 9 1 1 1 1 1 1 1 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19220Pp3c16_19220transcript PAC:32986236protein_codingNA c.*931_*932insTNA NA NA NA 554
Chr16 11746369 C CT Chr16_11746369_C_CTC_CT INDEL 15487.59 26 17 7 28 25 23 30 25 20 24 17 16 10 9 26 17 7 28 25 23 30 25 22 24 17 16 10 9 1 1 1 1 1 1 1 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19230Pp3c16_19230transcript PAC:32985420protein_codingNA c.*670_*671insANA NA NA NA 295
Chr16 11746369 C CT Chr16_11746369_C_CTC_CT INDEL 15487.59 26 17 7 28 25 23 30 25 20 24 17 16 10 9 26 17 7 28 25 23 30 25 22 24 17 16 10 9 1 1 1 1 1 1 1 1 0.909 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_19220-Pp3c16_19230Pp3c16_19220-Pp3c16_19230intergenic_regionPp3c16_19220-Pp3c16_19230NA NA n.11746369_11746370insTNA NA NA NA NA
Chr16 11761336 G GGCAGGCGACGGACChr16_11761336_G_GGCAGGCGACGGACG_GGCAGGCGACGGACINDEL 21127.59 31 14 14 25 17 19 41 30 22 17 17 16 10 10 31 14 14 25 17 19 41 30 22 17 17 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19240Pp3c16_19240transcript PAC:32983927protein_codingNA c.*3029_*3030insGCAGGCGACGGACNA NA NA NA 1857
Chr16 11761336 G GGCAGGCGACGGACChr16_11761336_G_GGCAGGCGACGGACG_GGCAGGCGACGGACINDEL 21127.59 31 14 14 25 17 19 41 30 22 17 17 16 10 10 31 14 14 25 17 19 41 30 22 17 17 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19250Pp3c16_19250transcript PAC:32986278protein_codingNA c.*1082_*1083insGTCCGTCGCCTGCNA NA NA NA 871
Chr16 11761336 G GGCAGGCGACGGACChr16_11761336_G_GGCAGGCGACGGACG_GGCAGGCGACGGACINDEL 21127.59 31 14 14 25 17 19 41 30 22 17 17 16 10 10 31 14 14 25 17 19 41 30 22 17 17 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19240Pp3c16_19240transcript PAC:32983929protein_codingNA c.*3029_*3030insGCAGGCGACGGACNA NA NA NA 1757
Chr16 11761336 G GGCAGGCGACGGACChr16_11761336_G_GGCAGGCGACGGACG_GGCAGGCGACGGACINDEL 21127.59 31 14 14 25 17 19 41 30 22 17 17 16 10 10 31 14 14 25 17 19 41 30 22 17 17 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19240Pp3c16_19240transcript PAC:32983928protein_codingNA c.*3029_*3030insGCAGGCGACGGACNA NA NA NA 1857
Chr16 11761336 G GGCAGGCGACGGACChr16_11761336_G_GGCAGGCGACGGACG_GGCAGGCGACGGACINDEL 21127.59 31 14 14 25 17 19 41 30 22 17 17 16 10 10 31 14 14 25 17 19 41 30 22 17 17 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19250Pp3c16_19250transcript PAC:32986279protein_codingNA c.*1082_*1083insGTCCGTCGCCTGCNA NA NA NA 944
Chr16 11761336 G GGCAGGCGACGGACChr16_11761336_G_GGCAGGCGACGGACG_GGCAGGCGACGGACINDEL 21127.59 31 14 14 25 17 19 41 30 22 17 17 16 10 10 31 14 14 25 17 19 41 30 22 17 17 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19250Pp3c16_19250transcript PAC:32986280protein_codingNA c.*1427_*1428insGTCCGTCGCCTGCNA NA NA NA 944
Chr16 11761336 G GGCAGGCGACGGACChr16_11761336_G_GGCAGGCGACGGACG_GGCAGGCGACGGACINDEL 21127.59 31 14 14 25 17 19 41 30 22 17 17 16 10 10 31 14 14 25 17 19 41 30 22 17 17 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19250Pp3c16_19250transcript PAC:32986281protein_codingNA c.*1587_*1588insGTCCGTCGCCTGCNA NA NA NA 944
Chr16 11761336 G GGCAGGCGACGGACChr16_11761336_G_GGCAGGCGACGGACG_GGCAGGCGACGGACINDEL 21127.59 31 14 14 25 17 19 41 30 22 17 17 16 10 10 31 14 14 25 17 19 41 30 22 17 17 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19250Pp3c16_19250transcript PAC:32986282protein_codingNA c.*1810_*1811insGTCCGTCGCCTGCNA NA NA NA 944
Chr16 11761336 G GGCAGGCGACGGACChr16_11761336_G_GGCAGGCGACGGACG_GGCAGGCGACGGACINDEL 21127.59 31 14 14 25 17 19 41 30 22 17 17 16 10 10 31 14 14 25 17 19 41 30 22 17 17 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_19250Pp3c16_19250transcript PAC:32986283protein_codingNA c.*1810_*1811insGTCCGTCGCCTGCNA NA NA NA 944
Chr16 11761336 G GGCAGGCGACGGACChr16_11761336_G_GGCAGGCGACGGACG_GGCAGGCGACGGACINDEL 21127.59 31 14 14 25 17 19 41 30 22 17 17 16 10 10 31 14 14 25 17 19 41 30 22 17 17 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_19240-Pp3c16_19250Pp3c16_19240-Pp3c16_19250intergenic_regionPp3c16_19240-Pp3c16_19250NA NA n.11761336_11761337insGCAGGCGACGGACNA NA NA NA NA
Chr16 12092044 C CTA Chr16_12092044_C_CTAC_CTA INDEL 5465.24 0 0 0 29 14 19 38 25 0 0 0 0 0 0 29 14 17 29 14 19 38 25 36 22 13 14 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_19660Pp3c16_19660transcript PAC:32985132protein_codingNA c.-1089_-1088insTANA NA NA NA 1088
Chr16 12092044 C CTA Chr16_12092044_C_CTAC_CTA INDEL 5465.24 0 0 0 29 14 19 38 25 0 0 0 0 0 0 29 14 17 29 14 19 38 25 36 22 13 14 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_19640Pp3c16_19640transcript PAC:32984475protein_codingNA c.*4745_*4746insTANA NA NA NA 4565
Chr16 12092044 C CTA Chr16_12092044_C_CTAC_CTA INDEL 5465.24 0 0 0 29 14 19 38 25 0 0 0 0 0 0 29 14 17 29 14 19 38 25 36 22 13 14 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_19650Pp3c16_19650transcript PAC:32985536protein_codingNA c.*501_*502insTANA NA NA NA 501
Chr16 12092044 C CTA Chr16_12092044_C_CTAC_CTA INDEL 5465.24 0 0 0 29 14 19 38 25 0 0 0 0 0 0 29 14 17 29 14 19 38 25 36 22 13 14 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_19640Pp3c16_19640transcript PAC:32984477protein_codingNA c.*4745_*4746insTANA NA NA NA 4556
Chr16 12092044 C CTA Chr16_12092044_C_CTAC_CTA INDEL 5465.24 0 0 0 29 14 19 38 25 0 0 0 0 0 0 29 14 17 29 14 19 38 25 36 22 13 14 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_19640Pp3c16_19640transcript PAC:32984476protein_codingNA c.*4745_*4746insTANA NA NA NA 4554
Chr16 12092044 C CTA Chr16_12092044_C_CTAC_CTA INDEL 5465.24 0 0 0 29 14 19 38 25 0 0 0 0 0 0 29 14 17 29 14 19 38 25 36 22 13 14 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_19640Pp3c16_19640transcript PAC:32984480protein_codingNA c.*4745_*4746insTANA NA NA NA 4539
Chr16 12092044 C CTA Chr16_12092044_C_CTAC_CTA INDEL 5465.24 0 0 0 29 14 19 38 25 0 0 0 0 0 0 29 14 17 29 14 19 38 25 36 22 13 14 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_19640Pp3c16_19640transcript PAC:32984479protein_codingNA c.*4745_*4746insTANA NA NA NA 4565
Chr16 12092044 C CTA Chr16_12092044_C_CTAC_CTA INDEL 5465.24 0 0 0 29 14 19 38 25 0 0 0 0 0 0 29 14 17 29 14 19 38 25 36 22 13 14 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c16_19640Pp3c16_19640transcript PAC:32984478protein_codingNA c.*4745_*4746insTANA NA NA NA 4565
Chr16 12092044 C CTA Chr16_12092044_C_CTAC_CTA INDEL 5465.24 0 0 0 29 14 19 38 25 0 0 0 0 0 0 29 14 17 29 14 19 38 25 36 22 13 14 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c16_19640-Pp3c16_19650Pp3c16_19640-Pp3c16_19650intergenic_regionPp3c16_19640-Pp3c16_19650NA NA n.12092044_12092045insTANA NA NA NA NA
Chr16 12165150 AAT A Chr16_12165150_AAT_AAAT_A INDEL 4980.24 0 0 0 21 18 23 29 32 0 0 0 0 1 0 40 19 19 21 19 23 29 32 21 20 16 9 5 7 0 0 0 1 0.947 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_19750Pp3c16_19750transcript PAC:32985808protein_codingNA c.-2036_-2035delATNA NA NA NA 1298
Chr16 12165150 AAT A Chr16_12165150_AAT_AAAT_A INDEL 4980.24 0 0 0 21 18 23 29 32 0 0 0 0 1 0 40 19 19 21 19 23 29 32 21 20 16 9 5 7 0 0 0 1 0.947 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_19750Pp3c16_19750transcript PAC:32985810protein_codingNA c.-1886_-1885delATNA NA NA NA 1214
Chr16 12165150 AAT A Chr16_12165150_AAT_AAAT_A INDEL 4980.24 0 0 0 21 18 23 29 32 0 0 0 0 1 0 40 19 19 21 19 23 29 32 21 20 16 9 5 7 0 0 0 1 0.947 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_19750Pp3c16_19750transcript PAC:32985809protein_codingNA c.-1886_-1885delATNA NA NA NA 1217
Chr16 12165150 AAT A Chr16_12165150_AAT_AAAT_A INDEL 4980.24 0 0 0 21 18 23 29 32 0 0 0 0 1 0 40 19 19 21 19 23 29 32 21 20 16 9 5 7 0 0 0 1 0.947 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c16_19750-Pp3c16_19780Pp3c16_19750-Pp3c16_19780intergenic_regionPp3c16_19750-Pp3c16_19780NA NA n.12165151_12165152delATNA NA NA NA NA
Chr16 12248084 G GA Chr16_12248084_G_GAG_GA INDEL 17524.59 20 18 14 18 16 27 40 25 19 18 17 16 8 5 20 18 14 18 16 27 40 25 19 18 17 16 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_19870-Pp3c16_19900Pp3c16_19870-Pp3c16_19900intergenic_regionPp3c16_19870-Pp3c16_19900NA NA n.12248084_12248085insANA NA NA NA NA
Chr16 12248093 A AT Chr16_12248093_A_ATA_AT INDEL 17554.59 21 19 14 18 15 29 41 27 20 19 17 18 9 7 21 19 14 18 15 29 41 27 20 19 17 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_19870-Pp3c16_19900Pp3c16_19870-Pp3c16_19900intergenic_regionPp3c16_19870-Pp3c16_19900NA NA n.12248093_12248094insTNA NA NA NA NA
Chr16 12594645 A G Chr16_12594645_A_GA_G SNP 17892.63 31 14 17 23 19 24 34 19 11 13 16 12 6 14 31 14 17 23 19 24 34 19 11 13 16 12 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_20540Pp3c16_20540transcript PAC:32985428protein_coding 02-mars c.556T>C p.Ser186Pro 665/1196 556/858 186/285 NA
Chr16 12594645 A G Chr16_12594645_A_GA_G SNP 17892.63 31 14 17 23 19 24 34 19 11 13 16 12 6 14 31 14 17 23 19 24 34 19 11 13 16 12 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_20540Pp3c16_20540transcript PAC:32985429protein_coding 02-févr c.556T>C p.Ser186Pro 659/2037 556/810 186/269 NA
Chr16 12594645 A G Chr16_12594645_A_GA_G SNP 17892.63 31 14 17 23 19 24 34 19 11 13 16 12 6 14 31 14 17 23 19 24 34 19 11 13 16 12 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_20530Pp3c16_20530transcript PAC:32983532protein_codingNA c.-1809T>C NA NA NA NA 1268
Chr16 12594645 A G Chr16_12594645_A_GA_G SNP 17892.63 31 14 17 23 19 24 34 19 11 13 16 12 6 14 31 14 17 23 19 24 34 19 11 13 16 12 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_20530Pp3c16_20530transcript PAC:32983533protein_codingNA c.-2051T>C NA NA NA NA 2051
Chr16 12594646 T C Chr16_12594646_T_CT_C SNP 17934.63 31 14 17 23 19 23 34 19 11 13 16 12 6 14 31 14 17 23 19 23 34 19 11 13 16 12 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c16_20540Pp3c16_20540transcript PAC:32985428protein_coding 02-mars c.555A>G p.Leu185Leu 664/1196 555/858 185/285 NA
Chr16 12594646 T C Chr16_12594646_T_CT_C SNP 17934.63 31 14 17 23 19 23 34 19 11 13 16 12 6 14 31 14 17 23 19 23 34 19 11 13 16 12 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c16_20540Pp3c16_20540transcript PAC:32985429protein_coding 02-févr c.555A>G p.Leu185Leu 658/2037 555/810 185/269 NA
Chr16 12594646 T C Chr16_12594646_T_CT_C SNP 17934.63 31 14 17 23 19 23 34 19 11 13 16 12 6 14 31 14 17 23 19 23 34 19 11 13 16 12 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_20530Pp3c16_20530transcript PAC:32983532protein_codingNA c.-1810A>G NA NA NA NA 1269
Chr16 12594646 T C Chr16_12594646_T_CT_C SNP 17934.63 31 14 17 23 19 23 34 19 11 13 16 12 6 14 31 14 17 23 19 23 34 19 11 13 16 12 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_20530Pp3c16_20530transcript PAC:32983533protein_codingNA c.-2052A>G NA NA NA NA 2052
Chr16 12594651 C T Chr16_12594651_C_TC_T SNP 17768.63 30 14 17 22 19 22 35 19 10 13 17 11 6 14 30 14 17 22 19 22 35 19 10 13 17 11 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_20540Pp3c16_20540transcript PAC:32985428protein_coding 02-mars c.550G>A p.Gly184Arg 659/1196 550/858 184/285 NA
Chr16 12594651 C T Chr16_12594651_C_TC_T SNP 17768.63 30 14 17 22 19 22 35 19 10 13 17 11 6 14 30 14 17 22 19 22 35 19 10 13 17 11 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_20540Pp3c16_20540transcript PAC:32985429protein_coding 02-févr c.550G>A p.Gly184Arg 653/2037 550/810 184/269 NA
Chr16 12594651 C T Chr16_12594651_C_TC_T SNP 17768.63 30 14 17 22 19 22 35 19 10 13 17 11 6 14 30 14 17 22 19 22 35 19 10 13 17 11 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_20530Pp3c16_20530transcript PAC:32983532protein_codingNA c.-1815G>A NA NA NA NA 1274
Chr16 12594651 C T Chr16_12594651_C_TC_T SNP 17768.63 30 14 17 22 19 22 35 19 10 13 17 11 6 14 30 14 17 22 19 22 35 19 10 13 17 11 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_20530Pp3c16_20530transcript PAC:32983533protein_codingNA c.-2057G>A NA NA NA NA 2057
Chr16 12613505 A G Chr16_12613505_A_GA_G SNP 12265.63 21 15 6 13 12 20 27 15 16 7 10 14 7 11 22 15 6 14 14 20 27 15 16 7 10 14 7 12 0.955 1 1 0.929 0.857 1 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_20540-Pp3c16_20630Pp3c16_20540-Pp3c16_20630intergenic_regionPp3c16_20540-Pp3c16_20630NA NA n.12613505A>GNA NA NA NA NA
Chr16 12613517 C A Chr16_12613517_C_AC_A SNP 12585.63 23 14 8 14 13 21 26 15 17 6 10 15 8 13 24 14 8 15 14 21 26 15 17 6 10 15 8 14 0.958 1 1 0.933 0.929 1 1 1 1 1 1 1 1 0.929 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_20540-Pp3c16_20630Pp3c16_20540-Pp3c16_20630intergenic_regionPp3c16_20540-Pp3c16_20630NA NA n.12613517C>ANA NA NA NA NA
Chr16 12673712 G C Chr16_12673712_G_CG_C SNP 10131.63 34 12 9 21 15 13 25 20 29 14 13 11 6 8 35 13 9 21 15 14 25 20 31 15 13 11 6 8 0.971 0.923 1 1 1 0.929 1 1 0.935 0.933 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_20660-Pp3c16_20720Pp3c16_20660-Pp3c16_20720intergenic_regionPp3c16_20660-Pp3c16_20720NA NA n.12673712G>CNA NA NA NA NA
Chr16 12956564 C T Chr16_12956564_C_TC_T SNP 12658.63 21 10 10 12 11 15 26 17 17 19 11 10 13 6 22 10 10 13 11 16 26 17 17 19 11 10 13 7 0.955 1 1 0.923 1 0.938 1 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_21040-Pp3c16_21110Pp3c16_21040-Pp3c16_21110intergenic_regionPp3c16_21040-Pp3c16_21110NA NA n.12956564C>TNA NA NA NA NA
Chr16 12978456 G A Chr16_12978456_G_AG_A SNP 11326.29 23 15 13 0 0 0 0 0 22 23 19 21 12 13 23 15 13 30 18 26 29 23 22 23 20 21 12 13 1 1 1 0 0 0 0 0 1 1 0.95 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c16_21040-Pp3c16_21110Pp3c16_21040-Pp3c16_21110intergenic_regionPp3c16_21040-Pp3c16_21110NA NA n.12978456G>ANA NA NA NA NA
Chr16 13090648 A AAT Chr16_13090648_A_AATA_AAT INDEL 1139.35 1 0 0 1 0 0 0 0 5 5 3 14 5 15 26 17 14 26 15 26 34 23 17 19 12 14 5 15 0 0 0 0 0 0 0 0 0.294 0.263 0.25 1 1 1 0 3 3 4 3 0 0 downstream_gene_variantMODIFIER Pp3c16_21250Pp3c16_21250transcript PAC:32984212protein_codingNA c.*2440_*2441insATNA NA NA NA 1958
Chr16 13090648 A AAT Chr16_13090648_A_AATA_AAT INDEL 1139.35 1 0 0 1 0 0 0 0 5 5 3 14 5 15 26 17 14 26 15 26 34 23 17 19 12 14 5 15 0 0 0 0 0 0 0 0 0.294 0.263 0.25 1 1 1 0 3 3 4 3 0 0 downstream_gene_variantMODIFIER Pp3c16_21270Pp3c16_21270transcript PAC:32986034protein_codingNA c.*4356_*4357insATNA NA NA NA 3723
Chr16 13090648 A AAT Chr16_13090648_A_AATA_AAT INDEL 1139.35 1 0 0 1 0 0 0 0 5 5 3 14 5 15 26 17 14 26 15 26 34 23 17 19 12 14 5 15 0 0 0 0 0 0 0 0 0.294 0.263 0.25 1 1 1 0 3 3 4 3 0 0 downstream_gene_variantMODIFIER Pp3c16_21250Pp3c16_21250transcript PAC:32984213protein_codingNA c.*2440_*2441insATNA NA NA NA 2061
Chr16 13090648 A AAT Chr16_13090648_A_AATA_AAT INDEL 1139.35 1 0 0 1 0 0 0 0 5 5 3 14 5 15 26 17 14 26 15 26 34 23 17 19 12 14 5 15 0 0 0 0 0 0 0 0 0.294 0.263 0.25 1 1 1 0 3 3 4 3 0 0 downstream_gene_variantMODIFIER Pp3c16_21270Pp3c16_21270transcript PAC:32986035protein_codingNA c.*4356_*4357insATNA NA NA NA 3730
Chr16 13090648 A AAT Chr16_13090648_A_AATA_AAT INDEL 1139.35 1 0 0 1 0 0 0 0 5 5 3 14 5 15 26 17 14 26 15 26 34 23 17 19 12 14 5 15 0 0 0 0 0 0 0 0 0.294 0.263 0.25 1 1 1 0 3 3 4 3 0 0 intergenic_regionMODIFIER Pp3c16_21250-Pp3c16_21270Pp3c16_21250-Pp3c16_21270intergenic_regionPp3c16_21250-Pp3c16_21270NA NA n.13090648_13090649insATNA NA NA NA NA
Chr16 13118147 C T Chr16_13118147_C_TC_T SNP 17427.63 19 11 12 31 18 26 27 17 19 23 10 16 12 8 19 11 12 31 18 26 27 17 19 23 10 16 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_21270-Pp3c16_21290Pp3c16_21270-Pp3c16_21290intergenic_regionPp3c16_21270-Pp3c16_21290NA NA n.13118147C>TNA NA NA NA NA
Chr16 13149386 A T Chr16_13149386_A_TA_T SNP 18795.63 29 20 19 16 22 30 33 19 16 20 26 18 5 11 29 20 19 16 22 30 33 19 16 20 26 18 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_21270-Pp3c16_21290Pp3c16_21270-Pp3c16_21290intergenic_regionPp3c16_21270-Pp3c16_21290NA NA n.13149386A>TNA NA NA NA NA
Chr16 13149397 G T Chr16_13149397_G_TG_T SNP 18754.63 29 23 18 15 23 31 32 18 15 20 24 18 5 9 29 23 18 15 23 31 32 18 15 20 24 18 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_21270-Pp3c16_21290Pp3c16_21270-Pp3c16_21290intergenic_regionPp3c16_21270-Pp3c16_21290NA NA n.13149397G>TNA NA NA NA NA
Chr16 13183995 G GA Chr16_13183995_G_GAG_GA INDEL 12242.59 24 7 7 19 5 14 9 20 12 6 14 12 13 6 24 7 7 19 5 14 9 20 12 6 14 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21290Pp3c16_21290transcript PAC:32984269protein_codingNA c.-3277_-3276insANA NA NA NA 3033
Chr16 13183995 G GA Chr16_13183995_G_GAG_GA INDEL 12242.59 24 7 7 19 5 14 9 20 12 6 14 12 13 6 24 7 7 19 5 14 9 20 12 6 14 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21290Pp3c16_21290transcript PAC:32984271protein_codingNA c.-3277_-3276insANA NA NA NA 2986
Chr16 13183995 G GA Chr16_13183995_G_GAG_GA INDEL 12242.59 24 7 7 19 5 14 9 20 12 6 14 12 13 6 24 7 7 19 5 14 9 20 12 6 14 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21290Pp3c16_21290transcript PAC:32984270protein_codingNA c.-3277_-3276insANA NA NA NA 3013
Chr16 13183995 G GA Chr16_13183995_G_GAG_GA INDEL 12242.59 24 7 7 19 5 14 9 20 12 6 14 12 13 6 24 7 7 19 5 14 9 20 12 6 14 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_21270-Pp3c16_21290Pp3c16_21270-Pp3c16_21290intergenic_regionPp3c16_21270-Pp3c16_21290NA NA n.13183995_13183996insANA NA NA NA NA
Chr16 13183998 A C Chr16_13183998_A_CA_C SNP 12286.63 24 8 7 19 5 14 9 20 12 6 14 12 13 7 24 8 7 19 5 14 9 20 12 6 14 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21290Pp3c16_21290transcript PAC:32984269protein_codingNA c.-3274A>C NA NA NA NA 3031
Chr16 13183998 A C Chr16_13183998_A_CA_C SNP 12286.63 24 8 7 19 5 14 9 20 12 6 14 12 13 7 24 8 7 19 5 14 9 20 12 6 14 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21290Pp3c16_21290transcript PAC:32984271protein_codingNA c.-3274A>C NA NA NA NA 2984
Chr16 13183998 A C Chr16_13183998_A_CA_C SNP 12286.63 24 8 7 19 5 14 9 20 12 6 14 12 13 7 24 8 7 19 5 14 9 20 12 6 14 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21290Pp3c16_21290transcript PAC:32984270protein_codingNA c.-3274A>C NA NA NA NA 3011
Chr16 13183998 A C Chr16_13183998_A_CA_C SNP 12286.63 24 8 7 19 5 14 9 20 12 6 14 12 13 7 24 8 7 19 5 14 9 20 12 6 14 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_21270-Pp3c16_21290Pp3c16_21270-Pp3c16_21290intergenic_regionPp3c16_21270-Pp3c16_21290NA NA n.13183998A>CNA NA NA NA NA
Chr16 13184527 C T Chr16_13184527_C_TC_T SNP 4751.29 0 0 0 21 18 17 18 25 0 0 0 0 0 0 22 14 16 21 18 17 18 25 23 17 13 20 11 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21290Pp3c16_21290transcript PAC:32984269protein_codingNA c.-2745C>T NA NA NA NA 2502
Chr16 13184527 C T Chr16_13184527_C_TC_T SNP 4751.29 0 0 0 21 18 17 18 25 0 0 0 0 0 0 22 14 16 21 18 17 18 25 23 17 13 20 11 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21290Pp3c16_21290transcript PAC:32984271protein_codingNA c.-2745C>T NA NA NA NA 2455
Chr16 13184527 C T Chr16_13184527_C_TC_T SNP 4751.29 0 0 0 21 18 17 18 25 0 0 0 0 0 0 22 14 16 21 18 17 18 25 23 17 13 20 11 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21290Pp3c16_21290transcript PAC:32984270protein_codingNA c.-2745C>T NA NA NA NA 2482
Chr16 13184527 C T Chr16_13184527_C_TC_T SNP 4751.29 0 0 0 21 18 17 18 25 0 0 0 0 0 0 22 14 16 21 18 17 18 25 23 17 13 20 11 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c16_21270-Pp3c16_21290Pp3c16_21270-Pp3c16_21290intergenic_regionPp3c16_21270-Pp3c16_21290NA NA n.13184527C>TNA NA NA NA NA
Chr16 13229773 C A Chr16_13229773_C_AC_A SNP 2564.24 1 0 0 15 13 14 20 17 2 0 1 0 0 1 23 10 13 16 13 14 22 18 14 17 9 13 5 8 0 0 0 0.938 1 1 0.909 0.944 0.143 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c16_21420Pp3c16_21420transcript PAC:32985655protein_codingNA c.*1772G>T NA NA NA NA 1772
Chr16 13229773 C A Chr16_13229773_C_AC_A SNP 2564.24 1 0 0 15 13 14 20 17 2 0 1 0 0 1 23 10 13 16 13 14 22 18 14 17 9 13 5 8 0 0 0 0.938 1 1 0.909 0.944 0.143 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c16_21430Pp3c16_21430transcript PAC:32984888protein_codingNA c.*3939G>T NA NA NA NA 3600
Chr16 13229773 C A Chr16_13229773_C_AC_A SNP 2564.24 1 0 0 15 13 14 20 17 2 0 1 0 0 1 23 10 13 16 13 14 22 18 14 17 9 13 5 8 0 0 0 0.938 1 1 0.909 0.944 0.143 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c16_21430Pp3c16_21430transcript PAC:32984889protein_codingNA c.*3939G>T NA NA NA NA 3692
Chr16 13229773 C A Chr16_13229773_C_AC_A SNP 2564.24 1 0 0 15 13 14 20 17 2 0 1 0 0 1 23 10 13 16 13 14 22 18 14 17 9 13 5 8 0 0 0 0.938 1 1 0.909 0.944 0.143 0 0 0 0 0 0 5 5 1 0 5 0 intron_variantMODIFIER Pp3c16_21410Pp3c16_21410transcript PAC:32985930protein_coding 02-févr c.520-93C>A NA NA NA NA NA
Chr16 13229773 C A Chr16_13229773_C_AC_A SNP 2564.24 1 0 0 15 13 14 20 17 2 0 1 0 0 1 23 10 13 16 13 14 22 18 14 17 9 13 5 8 0 0 0 0.938 1 1 0.909 0.944 0.143 0 0 0 0 0 0 5 5 1 0 5 0 intron_variantMODIFIER Pp3c16_21410Pp3c16_21410transcript PAC:32985931protein_coding 02-févr c.520-93C>A NA NA NA NA NA
Chr16 13421488 G T Chr16_13421488_G_TG_T SNP 18285.63 22 14 10 19 15 21 28 23 19 25 19 26 4 10 22 14 10 19 15 21 28 23 19 25 19 26 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21630Pp3c16_21630transcript PAC:32986320protein_codingNA c.-5583G>T NA NA NA NA 4024
Chr16 13421488 G T Chr16_13421488_G_TG_T SNP 18285.63 22 14 10 19 15 21 28 23 19 25 19 26 4 10 22 14 10 19 15 21 28 23 19 25 19 26 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21630Pp3c16_21630transcript PAC:32986323protein_codingNA c.-5583G>T NA NA NA NA 4038
Chr16 13421488 G T Chr16_13421488_G_TG_T SNP 18285.63 22 14 10 19 15 21 28 23 19 25 19 26 4 10 22 14 10 19 15 21 28 23 19 25 19 26 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21630Pp3c16_21630transcript PAC:32986324protein_codingNA c.-5583G>T NA NA NA NA 4038
Chr16 13421488 G T Chr16_13421488_G_TG_T SNP 18285.63 22 14 10 19 15 21 28 23 19 25 19 26 4 10 22 14 10 19 15 21 28 23 19 25 19 26 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21630Pp3c16_21630transcript PAC:32986322protein_codingNA c.-5583G>T NA NA NA NA 4038
Chr16 13421488 G T Chr16_13421488_G_TG_T SNP 18285.63 22 14 10 19 15 21 28 23 19 25 19 26 4 10 22 14 10 19 15 21 28 23 19 25 19 26 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21630Pp3c16_21630transcript PAC:32986321protein_codingNA c.-5583G>T NA NA NA NA 4038
Chr16 13421488 G T Chr16_13421488_G_TG_T SNP 18285.63 22 14 10 19 15 21 28 23 19 25 19 26 4 10 22 14 10 19 15 21 28 23 19 25 19 26 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21630Pp3c16_21630transcript PAC:32986326protein_codingNA c.-5583G>T NA NA NA NA 4057
Chr16 13421488 G T Chr16_13421488_G_TG_T SNP 18285.63 22 14 10 19 15 21 28 23 19 25 19 26 4 10 22 14 10 19 15 21 28 23 19 25 19 26 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21630Pp3c16_21630transcript PAC:32986325protein_codingNA c.-5583G>T NA NA NA NA 4084
Chr16 13421488 G T Chr16_13421488_G_TG_T SNP 18285.63 22 14 10 19 15 21 28 23 19 25 19 26 4 10 22 14 10 19 15 21 28 23 19 25 19 26 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_21590-Pp3c16_21630Pp3c16_21590-Pp3c16_21630intergenic_regionPp3c16_21590-Pp3c16_21630NA NA n.13421488G>TNA NA NA NA NA
Chr16 13474954 AAT A Chr16_13474954_AAT_AAAT_A INDEL 8013.59 18 18 13 13 8 13 21 19 13 11 7 5 8 5 18 18 14 13 8 13 21 19 13 11 7 5 8 5 1 1 0.929 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21700Pp3c16_21700transcript PAC:32984957protein_codingNA c.-1556_-1555delATNA NA NA NA 722
Chr16 13474954 AAT A Chr16_13474954_AAT_AAAT_A INDEL 8013.59 18 18 13 13 8 13 21 19 13 11 7 5 8 5 18 18 14 13 8 13 21 19 13 11 7 5 8 5 1 1 0.929 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21710Pp3c16_21710transcript PAC:32983544protein_codingNA c.-2716_-2715delATNA NA NA NA 2716
Chr16 13474954 AAT A Chr16_13474954_AAT_AAAT_A INDEL 8013.59 18 18 13 13 8 13 21 19 13 11 7 5 8 5 18 18 14 13 8 13 21 19 13 11 7 5 8 5 1 1 0.929 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21700Pp3c16_21700transcript PAC:32984958protein_codingNA c.-959_-958delATNA NA NA NA 904
Chr16 13474954 AAT A Chr16_13474954_AAT_AAAT_A INDEL 8013.59 18 18 13 13 8 13 21 19 13 11 7 5 8 5 18 18 14 13 8 13 21 19 13 11 7 5 8 5 1 1 0.929 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_21710Pp3c16_21710transcript PAC:32983545protein_codingNA c.-2716_-2715delATNA NA NA NA 2716
Chr16 13474954 AAT A Chr16_13474954_AAT_AAAT_A INDEL 8013.59 18 18 13 13 8 13 21 19 13 11 7 5 8 5 18 18 14 13 8 13 21 19 13 11 7 5 8 5 1 1 0.929 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_21680Pp3c16_21680transcript PAC:32984461protein_codingNA c.*3310_*3311delATNA NA NA NA 3019
Chr16 13474954 AAT A Chr16_13474954_AAT_AAAT_A INDEL 8013.59 18 18 13 13 8 13 21 19 13 11 7 5 8 5 18 18 14 13 8 13 21 19 13 11 7 5 8 5 1 1 0.929 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_21680Pp3c16_21680transcript PAC:32984462protein_codingNA c.*3310_*3311delATNA NA NA NA 2974
Chr16 13474954 AAT A Chr16_13474954_AAT_AAAT_A INDEL 8013.59 18 18 13 13 8 13 21 19 13 11 7 5 8 5 18 18 14 13 8 13 21 19 13 11 7 5 8 5 1 1 0.929 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_21680Pp3c16_21680transcript PAC:32984463protein_codingNA c.*3310_*3311delATNA NA NA NA 3009
Chr16 13474954 AAT A Chr16_13474954_AAT_AAAT_A INDEL 8013.59 18 18 13 13 8 13 21 19 13 11 7 5 8 5 18 18 14 13 8 13 21 19 13 11 7 5 8 5 1 1 0.929 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_21680-Pp3c16_21700Pp3c16_21680-Pp3c16_21700intergenic_regionPp3c16_21680-Pp3c16_21700NA NA n.13474955_13474956delATNA NA NA NA NA
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986806protein_codingNA c.-1753_-1752delATNA NA NA NA 1627
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21950Pp3c16_21950transcript PAC:32985694protein_codingNA c.-5155_-5154delATNA NA NA NA 3808
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986822protein_codingNA c.-2990_-2989delATNA NA NA NA 2246



Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986823protein_codingNA c.-2990_-2989delATNA NA NA NA 2196
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986807protein_codingNA c.-1753_-1752delATNA NA NA NA 1627
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986808protein_codingNA c.-1753_-1752delATNA NA NA NA 1627
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986809protein_codingNA c.-1753_-1752delATNA NA NA NA 1627
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986811protein_codingNA c.-2990_-2989delATNA NA NA NA 1627
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986812protein_codingNA c.-2990_-2989delATNA NA NA NA 1627
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986815protein_codingNA c.-2990_-2989delATNA NA NA NA 1627
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986817protein_codingNA c.-2990_-2989delATNA NA NA NA 1627
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986820protein_codingNA c.-2990_-2989delATNA NA NA NA 1627
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986821protein_codingNA c.-2990_-2989delATNA NA NA NA 1626
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986810protein_codingNA c.-2990_-2989delATNA NA NA NA 1612
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986813protein_codingNA c.-2990_-2989delATNA NA NA NA 1612
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986814protein_codingNA c.-2990_-2989delATNA NA NA NA 1612
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986816protein_codingNA c.-2990_-2989delATNA NA NA NA 1612
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986818protein_codingNA c.-2990_-2989delATNA NA NA NA 1612
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986819protein_codingNA c.-2990_-2989delATNA NA NA NA 1612
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c16_21940Pp3c16_21940transcript PAC:32986824protein_codingNA c.-2990_-2989delATNA NA NA NA 1624
Chr16 13620515 CAT C Chr16_13620515_CAT_CCAT_C INDEL 1665.24 0 0 0 9 11 11 18 8 0 0 0 0 0 0 17 7 9 11 11 11 20 8 10 15 6 6 8 9 0 0 0 0.818 1 1 0.9 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c16_21940-Pp3c16_21950Pp3c16_21940-Pp3c16_21950intergenic_regionPp3c16_21940-Pp3c16_21950NA NA n.13620516_13620517delATNA NA NA NA NA
Chr16 13786628 C T Chr16_13786628_C_TC_T SNP 12934.63 22 12 12 22 13 15 25 14 15 14 11 12 7 8 22 12 12 22 13 15 25 14 15 14 11 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_22100-Pp3c16_22268Pp3c16_22100-Pp3c16_22268intergenic_regionPp3c16_22100-Pp3c16_22268NA NA n.13786628C>TNA NA NA NA NA
Chr16 13788104 A G Chr16_13788104_A_GA_G SNP 13369.63 22 16 13 17 16 21 19 14 18 14 18 25 9 6 22 16 13 17 16 21 19 14 18 14 18 25 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_22100-Pp3c16_22268Pp3c16_22100-Pp3c16_22268intergenic_regionPp3c16_22100-Pp3c16_22268NA NA n.13788104A>GNA NA NA NA NA
Chr16 14024058 G T Chr16_14024058_G_TG_T SNP 9542.63 17 10 9 12 12 15 18 10 9 11 8 5 4 7 17 10 9 12 12 15 18 10 9 11 8 5 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_22500-Pp3c16_22550Pp3c16_22500-Pp3c16_22550intergenic_regionPp3c16_22500-Pp3c16_22550NA NA n.14024058G>TNA NA NA NA NA
Chr16 14024059 T A Chr16_14024059_T_AT_A SNP 9542.63 16 10 9 11 11 14 17 10 9 11 8 5 4 7 16 10 9 11 11 14 17 10 9 11 8 5 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_22500-Pp3c16_22550Pp3c16_22500-Pp3c16_22550intergenic_regionPp3c16_22500-Pp3c16_22550NA NA n.14024059T>ANA NA NA NA NA
Chr16 14101464 A AAT Chr16_14101464_A_AATA_AAT INDEL 2815.93 0 0 0 1 0 0 0 0 18 18 9 7 12 5 30 16 9 27 14 26 27 21 18 18 9 7 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 0.833 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c16_22730Pp3c16_22730transcript PAC:32986720protein_codingNA c.-3901_-3900insATNA NA NA NA 3113
Chr16 14101464 A AAT Chr16_14101464_A_AATA_AAT INDEL 2815.93 0 0 0 1 0 0 0 0 18 18 9 7 12 5 30 16 9 27 14 26 27 21 18 18 9 7 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 0.833 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c16_22730Pp3c16_22730transcript PAC:32986724protein_codingNA c.-3901_-3900insATNA NA NA NA 2228
Chr16 14101464 A AAT Chr16_14101464_A_AATA_AAT INDEL 2815.93 0 0 0 1 0 0 0 0 18 18 9 7 12 5 30 16 9 27 14 26 27 21 18 18 9 7 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 0.833 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c16_22730Pp3c16_22730transcript PAC:32986721protein_codingNA c.-3901_-3900insATNA NA NA NA 2229
Chr16 14101464 A AAT Chr16_14101464_A_AATA_AAT INDEL 2815.93 0 0 0 1 0 0 0 0 18 18 9 7 12 5 30 16 9 27 14 26 27 21 18 18 9 7 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 0.833 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c16_22730Pp3c16_22730transcript PAC:32986723protein_codingNA c.-3901_-3900insATNA NA NA NA 2229
Chr16 14101464 A AAT Chr16_14101464_A_AATA_AAT INDEL 2815.93 0 0 0 1 0 0 0 0 18 18 9 7 12 5 30 16 9 27 14 26 27 21 18 18 9 7 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 0.833 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c16_22730Pp3c16_22730transcript PAC:32986725protein_codingNA c.-3901_-3900insATNA NA NA NA 2689
Chr16 14101464 A AAT Chr16_14101464_A_AATA_AAT INDEL 2815.93 0 0 0 1 0 0 0 0 18 18 9 7 12 5 30 16 9 27 14 26 27 21 18 18 9 7 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 0.833 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c16_22730Pp3c16_22730transcript PAC:32986722protein_codingNA c.-3901_-3900insATNA NA NA NA 2943
Chr16 14101464 A AAT Chr16_14101464_A_AATA_AAT INDEL 2815.93 0 0 0 1 0 0 0 0 18 18 9 7 12 5 30 16 9 27 14 26 27 21 18 18 9 7 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 0.833 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c16_22689Pp3c16_22689transcript PAC:32984604protein_codingNA c.*4713_*4714insATNA NA NA NA 4225
Chr16 14101464 A AAT Chr16_14101464_A_AATA_AAT INDEL 2815.93 0 0 0 1 0 0 0 0 18 18 9 7 12 5 30 16 9 27 14 26 27 21 18 18 9 7 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 0.833 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c16_22720Pp3c16_22720transcript PAC:32984643protein_codingNA c.*1099_*1100insATNA NA NA NA 1100
Chr16 14101464 A AAT Chr16_14101464_A_AATA_AAT INDEL 2815.93 0 0 0 1 0 0 0 0 18 18 9 7 12 5 30 16 9 27 14 26 27 21 18 18 9 7 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 0.833 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c16_22720-Pp3c16_22730Pp3c16_22720-Pp3c16_22730intergenic_regionPp3c16_22720-Pp3c16_22730NA NA n.14101464_14101465insATNA NA NA NA NA
Chr16 14347558 A T Chr16_14347558_A_TA_T SNP 17289.63 27 19 8 23 16 22 28 14 22 18 7 24 18 8 27 19 8 23 16 22 28 14 22 18 7 24 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_23110-Pp3c16_23150Pp3c16_23110-Pp3c16_23150intergenic_regionPp3c16_23110-Pp3c16_23150NA NA n.14347558A>TNA NA NA NA NA
Chr16 14520229 C T Chr16_14520229_C_TC_T SNP 18147.63 25 9 12 25 20 26 35 23 16 30 11 17 16 7 25 9 12 25 20 26 35 23 16 30 11 17 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_23330-Pp3c16_23370Pp3c16_23330-Pp3c16_23370intergenic_regionPp3c16_23330-Pp3c16_23370NA NA n.14520229C>TNA NA NA NA NA
Chr16 14520390 C T Chr16_14520390_C_TC_T SNP 18987.63 28 15 16 23 20 21 28 21 13 21 16 25 14 8 28 15 16 23 20 21 28 21 13 21 16 25 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_23330-Pp3c16_23370Pp3c16_23330-Pp3c16_23370intergenic_regionPp3c16_23330-Pp3c16_23370NA NA n.14520390C>TNA NA NA NA NA
Chr16 14612905 C A Chr16_14612905_C_AC_A SNP 14087.63 12 9 9 18 9 23 20 23 15 26 9 9 9 7 12 9 9 18 9 23 20 23 15 26 9 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23490Pp3c16_23490transcript PAC:32985963protein_codingNA c.*1605G>T NA NA NA NA 681
Chr16 14612905 C A Chr16_14612905_C_AC_A SNP 14087.63 12 9 9 18 9 23 20 23 15 26 9 9 9 7 12 9 9 18 9 23 20 23 15 26 9 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23490Pp3c16_23490transcript PAC:32985965protein_codingNA c.*1605G>T NA NA NA NA 707
Chr16 14612905 C A Chr16_14612905_C_AC_A SNP 14087.63 12 9 9 18 9 23 20 23 15 26 9 9 9 7 12 9 9 18 9 23 20 23 15 26 9 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23490Pp3c16_23490transcript PAC:32985964protein_codingNA c.*1605G>T NA NA NA NA 708
Chr16 14612905 C A Chr16_14612905_C_AC_A SNP 14087.63 12 9 9 18 9 23 20 23 15 26 9 9 9 7 12 9 9 18 9 23 20 23 15 26 9 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_23400-Pp3c16_23490Pp3c16_23400-Pp3c16_23490intergenic_regionPp3c16_23400-Pp3c16_23490NA NA n.14612905C>ANA NA NA NA NA
Chr16 14612919 C A Chr16_14612919_C_AC_A SNP 13241.63 13 9 8 18 10 20 19 22 14 24 9 7 7 5 13 9 8 18 10 20 19 22 14 24 9 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23490Pp3c16_23490transcript PAC:32985963protein_codingNA c.*1591G>T NA NA NA NA 667
Chr16 14612919 C A Chr16_14612919_C_AC_A SNP 13241.63 13 9 8 18 10 20 19 22 14 24 9 7 7 5 13 9 8 18 10 20 19 22 14 24 9 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23490Pp3c16_23490transcript PAC:32985965protein_codingNA c.*1591G>T NA NA NA NA 693
Chr16 14612919 C A Chr16_14612919_C_AC_A SNP 13241.63 13 9 8 18 10 20 19 22 14 24 9 7 7 5 13 9 8 18 10 20 19 22 14 24 9 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23490Pp3c16_23490transcript PAC:32985964protein_codingNA c.*1591G>T NA NA NA NA 694
Chr16 14612919 C A Chr16_14612919_C_AC_A SNP 13241.63 13 9 8 18 10 20 19 22 14 24 9 7 7 5 13 9 8 18 10 20 19 22 14 24 9 7 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_23400-Pp3c16_23490Pp3c16_23400-Pp3c16_23490intergenic_regionPp3c16_23400-Pp3c16_23490NA NA n.14612919C>ANA NA NA NA NA
Chr16 14629377 GT G Chr16_14629377_GT_GGT_G INDEL 11793.59 33 8 9 27 12 34 30 20 15 25 11 22 8 13 33 8 9 27 12 34 30 20 16 25 11 22 8 13 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23520Pp3c16_23520transcript PAC:32986146protein_codingNA c.*4670delA NA NA NA NA 4149
Chr16 14629377 GT G Chr16_14629377_GT_GGT_G INDEL 11793.59 33 8 9 27 12 34 30 20 15 25 11 22 8 13 33 8 9 27 12 34 30 20 16 25 11 22 8 13 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_23490-Pp3c16_23520Pp3c16_23490-Pp3c16_23520intergenic_regionPp3c16_23490-Pp3c16_23520NA NA n.14629378delTNA NA NA NA NA
Chr16 14782865 G GT Chr16_14782865_G_GTG_GT INDEL 12576.59 18 12 13 22 18 18 26 22 16 11 19 10 5 5 18 12 13 22 18 18 26 22 16 11 19 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c16_23700Pp3c16_23700transcript PAC:32985243protein_coding 01-févr c.-324dupT NA NA NA NA 323
Chr16 14782865 G GT Chr16_14782865_G_GTG_GT INDEL 12576.59 18 12 13 22 18 18 26 22 16 11 19 10 5 5 18 12 13 22 18 18 26 22 16 11 19 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c16_23700Pp3c16_23700transcript PAC:32985244protein_coding 01-févr c.-324dupT NA NA NA NA 323
Chr16 14782865 G GT Chr16_14782865_G_GTG_GT INDEL 12576.59 18 12 13 22 18 18 26 22 16 11 19 10 5 5 18 12 13 22 18 18 26 22 16 11 19 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c16_23700Pp3c16_23700transcript PAC:32985245protein_coding 01-mars c.-324dupT NA NA NA NA 323
Chr16 14782865 G GT Chr16_14782865_G_GTG_GT INDEL 12576.59 18 12 13 22 18 18 26 22 16 11 19 10 5 5 18 12 13 22 18 18 26 22 16 11 19 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23710Pp3c16_23710transcript PAC:32985285protein_codingNA c.*4524dupANA NA NA NA 4524
Chr16 14847694 C G Chr16_14847694_C_GC_G SNP 13012.63 18 15 9 16 17 15 22 20 19 17 9 22 5 4 18 15 9 16 17 15 22 20 19 17 9 22 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_23790-Pp3c16_23860Pp3c16_23790-Pp3c16_23860intergenic_regionPp3c16_23790-Pp3c16_23860NA NA n.14847694C>GNA NA NA NA NA
Chr16 14886047 C T Chr16_14886047_C_TC_T SNP 20109.63 19 23 16 29 17 25 26 22 21 24 28 13 11 13 19 23 16 29 17 25 26 22 21 24 28 13 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23930Pp3c16_23930transcript PAC:32985421protein_codingNA c.*2103G>A NA NA NA NA 2103
Chr16 14886047 C T Chr16_14886047_C_TC_T SNP 20109.63 19 23 16 29 17 25 26 22 21 24 28 13 11 13 19 23 16 29 17 25 26 22 21 24 28 13 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23930Pp3c16_23930transcript PAC:32985422protein_codingNA c.*2103G>A NA NA NA NA 1837
Chr16 14886047 C T Chr16_14886047_C_TC_T SNP 20109.63 19 23 16 29 17 25 26 22 21 24 28 13 11 13 19 23 16 29 17 25 26 22 21 24 28 13 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_23890-Pp3c16_23930Pp3c16_23890-Pp3c16_23930intergenic_regionPp3c16_23890-Pp3c16_23930NA NA n.14886047C>TNA NA NA NA NA
Chr16 14886051 C T Chr16_14886051_C_TC_T SNP 20250.63 19 23 17 30 19 24 26 24 21 23 26 14 10 13 19 23 17 30 19 24 26 24 21 23 26 14 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23930Pp3c16_23930transcript PAC:32985421protein_codingNA c.*2099G>A NA NA NA NA 2099
Chr16 14886051 C T Chr16_14886051_C_TC_T SNP 20250.63 19 23 17 30 19 24 26 24 21 23 26 14 10 13 19 23 17 30 19 24 26 24 21 23 26 14 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_23930Pp3c16_23930transcript PAC:32985422protein_codingNA c.*2099G>A NA NA NA NA 1833
Chr16 14886051 C T Chr16_14886051_C_TC_T SNP 20250.63 19 23 17 30 19 24 26 24 21 23 26 14 10 13 19 23 17 30 19 24 26 24 21 23 26 14 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_23890-Pp3c16_23930Pp3c16_23890-Pp3c16_23930intergenic_regionPp3c16_23890-Pp3c16_23930NA NA n.14886051C>TNA NA NA NA NA
Chr16 14924015 C CT Chr16_14924015_C_CTC_CT INDEL 9432.59 9 8 11 14 12 19 23 9 15 13 9 8 9 5 9 8 11 14 12 19 23 9 15 13 9 8 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_23970-Pp3c16_24030Pp3c16_23970-Pp3c16_24030intergenic_regionPp3c16_23970-Pp3c16_24030NA NA n.14924015_14924016insTNA NA NA NA NA
Chr16 15041353 T TG Chr16_15041353_T_TGT_TG INDEL 17456.59 26 10 14 28 24 22 32 17 17 16 14 12 8 11 26 10 14 28 24 22 32 17 17 16 14 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24050-Pp3c16_24250Pp3c16_24050-Pp3c16_24250intergenic_regionPp3c16_24050-Pp3c16_24250NA NA n.15041353_15041354insGNA NA NA NA NA
Chr16 15041361 G A Chr16_15041361_G_AG_A SNP 17877.63 27 10 15 29 23 23 28 18 16 16 14 12 10 11 27 10 15 29 23 23 28 18 16 16 14 12 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24050-Pp3c16_24250Pp3c16_24050-Pp3c16_24250intergenic_regionPp3c16_24050-Pp3c16_24250NA NA n.15041361G>ANA NA NA NA NA
Chr16 15041363 G T Chr16_15041363_G_TG_T SNP 17636.63 28 10 15 29 22 23 28 18 17 16 15 11 10 10 28 10 15 29 22 23 28 18 17 16 15 11 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24050-Pp3c16_24250Pp3c16_24050-Pp3c16_24250intergenic_regionPp3c16_24050-Pp3c16_24250NA NA n.15041363G>TNA NA NA NA NA
Chr16 15054509 A G Chr16_15054509_A_GA_G SNP 10432.63 27 9 6 10 10 12 12 9 13 8 8 13 5 4 27 9 6 10 10 12 12 9 13 8 8 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24050-Pp3c16_24250Pp3c16_24050-Pp3c16_24250intergenic_regionPp3c16_24050-Pp3c16_24250NA NA n.15054509A>GNA NA NA NA NA
Chr16 15054518 A G Chr16_15054518_A_GA_G SNP 10423.63 25 8 6 9 9 14 14 10 13 8 7 12 6 4 25 8 6 9 9 14 14 10 13 8 7 12 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24050-Pp3c16_24250Pp3c16_24050-Pp3c16_24250intergenic_regionPp3c16_24050-Pp3c16_24250NA NA n.15054518A>GNA NA NA NA NA
Chr16 15055133 T C Chr16_15055133_T_CT_C SNP 12020.63 22 10 7 21 16 15 24 14 21 14 10 8 4 5 22 10 7 21 16 15 24 14 21 14 10 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24050-Pp3c16_24250Pp3c16_24050-Pp3c16_24250intergenic_regionPp3c16_24050-Pp3c16_24250NA NA n.15055133T>CNA NA NA NA NA
Chr16 15059465 A C Chr16_15059465_A_CA_C SNP 8611.63 11 11 12 13 7 16 25 11 11 11 6 9 9 5 11 11 12 13 7 16 25 11 11 11 6 9 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24050-Pp3c16_24250Pp3c16_24050-Pp3c16_24250intergenic_regionPp3c16_24050-Pp3c16_24250NA NA n.15059465A>CNA NA NA NA NA
Chr16 15063129 C A Chr16_15063129_C_AC_A SNP 14072.63 24 12 8 16 23 21 33 20 23 19 5 8 15 10 24 12 8 16 23 21 33 20 23 19 5 8 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24050-Pp3c16_24250Pp3c16_24050-Pp3c16_24250intergenic_regionPp3c16_24050-Pp3c16_24250NA NA n.15063129C>ANA NA NA NA NA
Chr16 15063444 C T Chr16_15063444_C_TC_T SNP 14312.63 28 9 10 12 19 20 21 25 21 26 22 13 11 5 28 9 10 12 19 20 21 25 21 26 22 13 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24050-Pp3c16_24250Pp3c16_24050-Pp3c16_24250intergenic_regionPp3c16_24050-Pp3c16_24250NA NA n.15063444C>TNA NA NA NA NA
Chr16 15133539 G T Chr16_15133539_G_TG_T SNP 14009.63 22 15 12 16 14 16 26 26 21 37 11 13 10 6 22 15 12 16 14 16 26 26 21 37 11 13 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24050-Pp3c16_24250Pp3c16_24050-Pp3c16_24250intergenic_regionPp3c16_24050-Pp3c16_24250NA NA n.15133539G>TNA NA NA NA NA
Chr16 15306258 T TA Chr16_15306258_T_TAT_TA INDEL 18470.59 31 16 21 28 23 33 37 24 31 19 10 21 11 7 31 16 21 28 23 33 37 24 31 19 10 21 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_24380Pp3c16_24380transcript PAC:32986294protein_codingNA c.*897_*898insANA NA NA NA 179
Chr16 15306258 T TA Chr16_15306258_T_TAT_TA INDEL 18470.59 31 16 21 28 23 33 37 24 31 19 10 21 11 7 31 16 21 28 23 33 37 24 31 19 10 21 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c16_24380Pp3c16_24380transcript PAC:32986295protein_codingNA c.*897_*898insANA NA NA NA 296
Chr16 15306258 T TA Chr16_15306258_T_TAT_TA INDEL 18470.59 31 16 21 28 23 33 37 24 31 19 10 21 11 7 31 16 21 28 23 33 37 24 31 19 10 21 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24380-Pp3c16_24400Pp3c16_24380-Pp3c16_24400intergenic_regionPp3c16_24380-Pp3c16_24400NA NA n.15306258_15306259insANA NA NA NA NA
Chr16 15377411 A T Chr16_15377411_A_TA_T SNP 10112.63 11 12 11 13 9 13 13 13 15 10 11 14 6 6 11 12 11 13 9 13 13 13 15 10 11 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24460-Pp3c16_24520Pp3c16_24460-Pp3c16_24520intergenic_regionPp3c16_24460-Pp3c16_24520NA NA n.15377411A>TNA NA NA NA NA
Chr16 15377436 AGGGGCG A Chr16_15377436_AGGGGCG_AAGGGGCG_AINDEL 10115.59 12 12 11 14 8 15 13 14 10 7 8 6 7 4 12 12 11 14 8 15 13 14 10 7 8 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24460-Pp3c16_24520Pp3c16_24460-Pp3c16_24520intergenic_regionPp3c16_24460-Pp3c16_24520NA NA n.15377437_15377442delGGGGCGNA NA NA NA NA
Chr16 15377442 G GATTT Chr16_15377442_G_GATTTG_GATTT INDEL 10115.59 12 12 11 14 8 15 13 14 10 7 8 6 7 4 12 12 11 14 8 15 13 14 10 7 8 6 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24460-Pp3c16_24520Pp3c16_24460-Pp3c16_24520intergenic_regionPp3c16_24460-Pp3c16_24520NA NA n.15377442_15377443insATTTNA NA NA NA NA
Chr16 15492882 C T Chr16_15492882_C_TC_T SNP 12345.29 30 15 11 0 0 0 0 0 22 29 18 28 12 8 30 15 11 22 18 26 30 18 22 29 18 28 12 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c16_24530-Pp3c16_24810Pp3c16_24530-Pp3c16_24810intergenic_regionPp3c16_24530-Pp3c16_24810NA NA n.15492882C>TNA NA NA NA NA
Chr16 15531792 T A Chr16_15531792_T_AT_A SNP 18658.63 23 21 12 14 20 35 29 24 29 21 7 13 5 7 23 21 12 14 20 35 29 24 29 21 7 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24530-Pp3c16_24810Pp3c16_24530-Pp3c16_24810intergenic_regionPp3c16_24530-Pp3c16_24810NA NA n.15531792T>ANA NA NA NA NA
Chr16 15531793 T A Chr16_15531793_T_AT_A SNP 18658.63 23 21 12 14 20 34 30 24 29 21 7 14 5 7 23 21 12 14 20 34 30 24 29 21 7 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24530-Pp3c16_24810Pp3c16_24530-Pp3c16_24810intergenic_regionPp3c16_24530-Pp3c16_24810NA NA n.15531793T>ANA NA NA NA NA
Chr16 15583607 C T Chr16_15583607_C_TC_T SNP 4592.98 0 0 0 0 0 0 0 0 27 29 15 9 8 18 38 20 22 26 16 32 39 26 27 29 15 9 8 18 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c16_24530-Pp3c16_24810Pp3c16_24530-Pp3c16_24810intergenic_regionPp3c16_24530-Pp3c16_24810NA NA n.15583607C>TNA NA NA NA NA
Chr16 15698674 A AGAATCTAAGGTTTGATCTAAGATTTAGTTTAGGATTTAGAGTTChr16_15698674_A_AGAATCTAAGGTTTGATCTAAGATTTAGTTTAGGATTTAGAGTTA_AGAATCTAAGGTTTGATCTAAGATTTAGTTTAGGATTTAGAGTTINDEL 18426.59 28 8 10 14 8 15 34 17 11 22 5 8 4 7 28 8 10 14 8 15 34 17 11 22 5 8 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24900-Pp3c16_25090Pp3c16_24900-Pp3c16_25090intergenic_regionPp3c16_24900-Pp3c16_25090NA NA n.15698674_15698675insGAATCTAAGGTTTGATCTAAGATTTAGTTTAGGATTTAGAGTTNA NA NA NA NA
Chr16 15826815 A T Chr16_15826815_A_TA_T SNP 16703.63 28 14 13 18 20 19 25 18 16 22 20 15 10 7 28 14 13 18 20 19 25 18 16 22 20 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_24900-Pp3c16_25090Pp3c16_24900-Pp3c16_25090intergenic_regionPp3c16_24900-Pp3c16_25090NA NA n.15826815A>TNA NA NA NA NA
Chr16 15907691 A G Chr16_15907691_A_GA_G SNP 14528.63 18 14 11 18 18 27 24 20 17 15 12 9 10 8 18 14 11 18 18 27 24 20 17 15 12 9 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_25090Pp3c16_25090transcript PAC:32984242protein_coding 01-janv c.881A>G p.Asp294Gly 1624/2391 881/1134 294/377 NA
Chr16 15907691 A G Chr16_15907691_A_GA_G SNP 14528.63 18 14 11 18 18 27 24 20 17 15 12 9 10 8 18 14 11 18 18 27 24 20 17 15 12 9 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c16_25090Pp3c16_25090transcript PAC:32984243protein_coding 01-janv c.881A>G p.Asp294Gly 1590/2745 881/1134 294/377 NA
Chr16 16165842 GAT G Chr16_16165842_GAT_GGAT_G INDEL 5095.24 20 13 8 1 0 1 0 0 11 12 12 12 12 4 21 16 8 13 5 16 32 12 13 12 12 14 12 5 0.952 0.812 1 0 0 0 0 0 0.846 1 1 0.857 1 0.8 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c16_25620-Pp3c16_25660Pp3c16_25620-Pp3c16_25660intergenic_regionPp3c16_25620-Pp3c16_25660NA NA n.16165843_16165844delATNA NA NA NA NA
Chr16 16322824 G GTA Chr16_16322824_G_GTAG_GTA INDEL 2260.93 0 0 0 0 0 0 20 0 0 0 1 5 0 0 9 6 11 15 11 6 21 17 8 8 12 5 6 10 0 0 0 0 0 0 0.952 0 0 0 0 1 0 0 0 2 2 0 1 1 0 intergenic_regionMODIFIER Pp3c16_25830-Pp3c16_25860Pp3c16_25830-Pp3c16_25860intergenic_regionPp3c16_25830-Pp3c16_25860NA NA n.16322824_16322825insTANA NA NA NA NA
Chr16 16422782 C A Chr16_16422782_C_AC_A SNP 14664.63 26 13 8 22 15 22 18 21 13 22 5 9 11 5 26 13 8 22 15 22 18 21 13 22 5 9 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_25880-Pp3c16_25910Pp3c16_25880-Pp3c16_25910intergenic_regionPp3c16_25880-Pp3c16_25910NA NA n.16422782C>ANA NA NA NA NA
Chr16 16425714 C G Chr16_16425714_C_GC_G SNP 19719.63 33 19 13 40 29 18 19 23 20 21 7 18 10 9 33 19 13 40 29 18 19 23 20 21 7 18 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_25880-Pp3c16_25910Pp3c16_25880-Pp3c16_25910intergenic_regionPp3c16_25880-Pp3c16_25910NA NA n.16425714C>GNA NA NA NA NA
Chr16 16426064 C A Chr16_16426064_C_AC_A SNP 16836.63 21 12 16 27 17 19 17 19 27 23 6 10 10 5 21 12 16 27 17 19 17 19 27 23 6 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_25880-Pp3c16_25910Pp3c16_25880-Pp3c16_25910intergenic_regionPp3c16_25880-Pp3c16_25910NA NA n.16426064C>ANA NA NA NA NA
Chr16 16426196 A T Chr16_16426196_A_TA_T SNP 10950.63 12 11 16 15 9 14 7 8 18 17 8 13 4 8 12 11 16 15 9 14 7 8 18 17 8 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_25880-Pp3c16_25910Pp3c16_25880-Pp3c16_25910intergenic_regionPp3c16_25880-Pp3c16_25910NA NA n.16426196A>TNA NA NA NA NA
Chr16 16426211 G T Chr16_16426211_G_TG_T SNP 12289.63 15 12 19 18 11 16 9 13 19 18 6 13 6 9 15 12 19 18 11 16 9 13 19 18 6 13 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_25880-Pp3c16_25910Pp3c16_25880-Pp3c16_25910intergenic_regionPp3c16_25880-Pp3c16_25910NA NA n.16426211G>TNA NA NA NA NA
Chr16 16426262 G T Chr16_16426262_G_TG_T SNP 14685.63 20 16 21 18 6 21 16 18 19 21 12 21 9 12 20 16 21 18 6 21 16 18 19 21 12 21 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_25880-Pp3c16_25910Pp3c16_25880-Pp3c16_25910intergenic_regionPp3c16_25880-Pp3c16_25910NA NA n.16426262G>TNA NA NA NA NA
Chr16 16427162 A T Chr16_16427162_A_TA_T SNP 19156.63 32 12 9 27 27 24 26 31 22 22 23 9 11 9 32 12 9 27 27 24 26 31 22 22 23 9 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_25880-Pp3c16_25910Pp3c16_25880-Pp3c16_25910intergenic_regionPp3c16_25880-Pp3c16_25910NA NA n.16427162A>TNA NA NA NA NA
Chr16 16554204 G A Chr16_16554204_G_AG_A SNP 9703.63 23 17 9 16 10 15 24 24 16 17 10 8 8 4 23 17 9 16 10 15 24 24 16 17 10 8 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26100Pp3c16_26100transcript PAC:32984564protein_codingNA c.-5308C>T NA NA NA NA 3984
Chr16 16554204 G A Chr16_16554204_G_AG_A SNP 9703.63 23 17 9 16 10 15 24 24 16 17 10 8 8 4 23 17 9 16 10 15 24 24 16 17 10 8 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26110Pp3c16_26110transcript PAC:32986044protein_codingNA c.-4035C>T NA NA NA NA 4035
Chr16 16554204 G A Chr16_16554204_G_AG_A SNP 9703.63 23 17 9 16 10 15 24 24 16 17 10 8 8 4 23 17 9 16 10 15 24 24 16 17 10 8 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26130Pp3c16_26130transcript PAC:32985448protein_codingNA c.-1296C>T NA NA NA NA 1296
Chr16 16554204 G A Chr16_16554204_G_AG_A SNP 9703.63 23 17 9 16 10 15 24 24 16 17 10 8 8 4 23 17 9 16 10 15 24 24 16 17 10 8 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26120Pp3c16_26120transcript PAC:32986258protein_codingNA c.-673C>T NA NA NA NA 673
Chr16 16554204 G A Chr16_16554204_G_AG_A SNP 9703.63 23 17 9 16 10 15 24 24 16 17 10 8 8 4 23 17 9 16 10 15 24 24 16 17 10 8 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26130Pp3c16_26130transcript PAC:32985449protein_codingNA c.-1296C>T NA NA NA NA 1296
Chr16 16554204 G A Chr16_16554204_G_AG_A SNP 9703.63 23 17 9 16 10 15 24 24 16 17 10 8 8 4 23 17 9 16 10 15 24 24 16 17 10 8 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_26120-CHR_ENDPp3c16_26120-CHR_ENDintergenic_regionPp3c16_26120-CHR_ENDNA NA n.16554204G>ANA NA NA NA NA
Chr16 16554259 T G Chr16_16554259_T_GT_G SNP 8858.63 20 12 8 14 10 16 18 21 12 11 8 10 5 6 20 12 8 14 10 16 18 21 12 11 8 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26100Pp3c16_26100transcript PAC:32984564protein_codingNA c.-5363A>C NA NA NA NA 4039
Chr16 16554259 T G Chr16_16554259_T_GT_G SNP 8858.63 20 12 8 14 10 16 18 21 12 11 8 10 5 6 20 12 8 14 10 16 18 21 12 11 8 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26110Pp3c16_26110transcript PAC:32986044protein_codingNA c.-4090A>C NA NA NA NA 4090
Chr16 16554259 T G Chr16_16554259_T_GT_G SNP 8858.63 20 12 8 14 10 16 18 21 12 11 8 10 5 6 20 12 8 14 10 16 18 21 12 11 8 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26130Pp3c16_26130transcript PAC:32985448protein_codingNA c.-1351A>C NA NA NA NA 1351
Chr16 16554259 T G Chr16_16554259_T_GT_G SNP 8858.63 20 12 8 14 10 16 18 21 12 11 8 10 5 6 20 12 8 14 10 16 18 21 12 11 8 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26120Pp3c16_26120transcript PAC:32986258protein_codingNA c.-728A>C NA NA NA NA 728
Chr16 16554259 T G Chr16_16554259_T_GT_G SNP 8858.63 20 12 8 14 10 16 18 21 12 11 8 10 5 6 20 12 8 14 10 16 18 21 12 11 8 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26130Pp3c16_26130transcript PAC:32985449protein_codingNA c.-1351A>C NA NA NA NA 1351
Chr16 16554259 T G Chr16_16554259_T_GT_G SNP 8858.63 20 12 8 14 10 16 18 21 12 11 8 10 5 6 20 12 8 14 10 16 18 21 12 11 8 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_26120-CHR_ENDPp3c16_26120-CHR_ENDintergenic_regionPp3c16_26120-CHR_ENDNA NA n.16554259T>GNA NA NA NA NA
Chr16 16554377 T A Chr16_16554377_T_AT_A SNP 11909.63 27 11 8 13 12 21 30 19 12 10 17 16 7 9 27 11 8 13 12 21 30 19 12 10 17 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26100Pp3c16_26100transcript PAC:32984564protein_codingNA c.-5481A>T NA NA NA NA 4157
Chr16 16554377 T A Chr16_16554377_T_AT_A SNP 11909.63 27 11 8 13 12 21 30 19 12 10 17 16 7 9 27 11 8 13 12 21 30 19 12 10 17 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26110Pp3c16_26110transcript PAC:32986044protein_codingNA c.-4208A>T NA NA NA NA 4208
Chr16 16554377 T A Chr16_16554377_T_AT_A SNP 11909.63 27 11 8 13 12 21 30 19 12 10 17 16 7 9 27 11 8 13 12 21 30 19 12 10 17 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26130Pp3c16_26130transcript PAC:32985448protein_codingNA c.-1469A>T NA NA NA NA 1469
Chr16 16554377 T A Chr16_16554377_T_AT_A SNP 11909.63 27 11 8 13 12 21 30 19 12 10 17 16 7 9 27 11 8 13 12 21 30 19 12 10 17 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26120Pp3c16_26120transcript PAC:32986258protein_codingNA c.-846A>T NA NA NA NA 846
Chr16 16554377 T A Chr16_16554377_T_AT_A SNP 11909.63 27 11 8 13 12 21 30 19 12 10 17 16 7 9 27 11 8 13 12 21 30 19 12 10 17 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c16_26130Pp3c16_26130transcript PAC:32985449protein_codingNA c.-1469A>T NA NA NA NA 1469
Chr16 16554377 T A Chr16_16554377_T_AT_A SNP 11909.63 27 11 8 13 12 21 30 19 12 10 17 16 7 9 27 11 8 13 12 21 30 19 12 10 17 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c16_26120-CHR_ENDPp3c16_26120-CHR_ENDintergenic_regionPp3c16_26120-CHR_ENDNA NA n.16554377T>ANA NA NA NA NA
Chr17 94515 T A Chr17_94515_T_AT_A SNP 12815.63 18 6 10 15 10 22 29 13 14 24 5 8 4 5 18 6 10 15 10 22 29 13 14 24 5 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_80-Pp3c17_120Pp3c17_80-Pp3c17_120intergenic_regionPp3c17_80-Pp3c17_120NA NA n.94515T>A NA NA NA NA NA
Chr17 94533 G A Chr17_94533_G_AG_A SNP 12969.63 19 8 10 17 11 18 30 10 15 30 6 8 6 6 19 8 10 17 11 18 30 10 15 30 6 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_80-Pp3c17_120Pp3c17_80-Pp3c17_120intergenic_regionPp3c17_80-Pp3c17_120NA NA n.94533G>A NA NA NA NA NA
Chr17 94560 A G Chr17_94560_A_GA_G SNP 11256.63 16 13 8 15 9 12 26 11 11 27 8 7 6 6 16 13 8 15 9 12 26 11 11 27 8 7 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_80-Pp3c17_120Pp3c17_80-Pp3c17_120intergenic_regionPp3c17_80-Pp3c17_120NA NA n.94560A>G NA NA NA NA NA
Chr17 94597 A C Chr17_94597_A_CA_C SNP 11984.63 11 10 10 19 8 19 19 13 9 22 7 6 7 7 11 10 10 19 8 19 19 13 9 22 7 6 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_80-Pp3c17_120Pp3c17_80-Pp3c17_120intergenic_regionPp3c17_80-Pp3c17_120NA NA n.94597A>C NA NA NA NA NA
Chr17 94603 T C Chr17_94603_T_CT_C SNP 11948.63 10 9 9 15 8 19 18 13 10 20 10 6 7 9 10 9 9 15 8 19 18 13 10 20 10 6 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_80-Pp3c17_120Pp3c17_80-Pp3c17_120intergenic_regionPp3c17_80-Pp3c17_120NA NA n.94603T>C NA NA NA NA NA
Chr17 214030 G GTC Chr17_214030_G_GTCG_GTC INDEL 2616.93 0 1 0 1 0 0 0 0 20 17 8 15 6 7 32 19 12 25 13 29 21 29 20 17 8 15 6 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c17_250 Pp3c17_250 transcript PAC:32906554protein_codingNA c.-3624_-3623insGANA NA NA NA 3624
Chr17 214030 G GTC Chr17_214030_G_GTCG_GTC INDEL 2616.93 0 1 0 1 0 0 0 0 20 17 8 15 6 7 32 19 12 25 13 29 21 29 20 17 8 15 6 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c17_250 Pp3c17_250 transcript PAC:32906555protein_codingNA c.-2340_-2339insGANA NA NA NA 1796
Chr17 214030 G GTC Chr17_214030_G_GTCG_GTC INDEL 2616.93 0 1 0 1 0 0 0 0 20 17 8 15 6 7 32 19 12 25 13 29 21 29 20 17 8 15 6 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_260 Pp3c17_260 transcript PAC:32906587protein_codingNA c.*3134_*3135insGANA NA NA NA 3134
Chr17 214030 G GTC Chr17_214030_G_GTCG_GTC INDEL 2616.93 0 1 0 1 0 0 0 0 20 17 8 15 6 7 32 19 12 25 13 29 21 29 20 17 8 15 6 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c17_250-Pp3c17_260Pp3c17_250-Pp3c17_260intergenic_regionPp3c17_250-Pp3c17_260NA NA n.214030_214031insTCNA NA NA NA NA
Chr17 214692 AAT A Chr17_214692_AAT_AAAT_A INDEL 10407.59 24 9 13 23 7 21 18 19 16 16 7 15 12 11 24 9 13 24 7 22 18 19 16 16 7 15 12 12 1 1 1 0.958 1 0.955 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_250 Pp3c17_250 transcript PAC:32906554protein_codingNA c.-4287_-4286delATNA NA NA NA 4286
Chr17 214692 AAT A Chr17_214692_AAT_AAAT_A INDEL 10407.59 24 9 13 23 7 21 18 19 16 16 7 15 12 11 24 9 13 24 7 22 18 19 16 16 7 15 12 12 1 1 1 0.958 1 0.955 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_250 Pp3c17_250 transcript PAC:32906555protein_codingNA c.-3003_-3002delATNA NA NA NA 2458
Chr17 214692 AAT A Chr17_214692_AAT_AAAT_A INDEL 10407.59 24 9 13 23 7 21 18 19 16 16 7 15 12 11 24 9 13 24 7 22 18 19 16 16 7 15 12 12 1 1 1 0.958 1 0.955 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_260 Pp3c17_260 transcript PAC:32906587protein_codingNA c.*2471_*2472delATNA NA NA NA 2472
Chr17 214692 AAT A Chr17_214692_AAT_AAAT_A INDEL 10407.59 24 9 13 23 7 21 18 19 16 16 7 15 12 11 24 9 13 24 7 22 18 19 16 16 7 15 12 12 1 1 1 0.958 1 0.955 1 1 1 1 1 1 1 0.917 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_250-Pp3c17_260Pp3c17_250-Pp3c17_260intergenic_regionPp3c17_250-Pp3c17_260NA NA n.214693_214694delATNA NA NA NA NA
Chr17 271931 A G Chr17_271931_A_GA_G SNP 11297.29 23 14 18 1 0 0 0 0 12 31 11 24 8 12 23 14 18 29 30 33 32 22 12 31 11 24 8 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c17_370 Pp3c17_370 transcript PAC:32905419protein_codingNA c.-413T>C NA NA NA NA 413
Chr17 271931 A G Chr17_271931_A_GA_G SNP 11297.29 23 14 18 1 0 0 0 0 12 31 11 24 8 12 23 14 18 29 30 33 32 22 12 31 11 24 8 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c17_360 Pp3c17_360 transcript PAC:32907290protein_codingNA c.*2755A>G NA NA NA NA 2098
Chr17 271931 A G Chr17_271931_A_GA_G SNP 11297.29 23 14 18 1 0 0 0 0 12 31 11 24 8 12 23 14 18 29 30 33 32 22 12 31 11 24 8 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c17_380 Pp3c17_380 transcript PAC:32907054protein_codingNA c.*2604T>C NA NA NA NA 2604
Chr17 271931 A G Chr17_271931_A_GA_G SNP 11297.29 23 14 18 1 0 0 0 0 12 31 11 24 8 12 23 14 18 29 30 33 32 22 12 31 11 24 8 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c17_389 Pp3c17_389 transcript PAC:32906049protein_codingNA c.*4872T>C NA NA NA NA 4872
Chr17 271931 A G Chr17_271931_A_GA_G SNP 11297.29 23 14 18 1 0 0 0 0 12 31 11 24 8 12 23 14 18 29 30 33 32 22 12 31 11 24 8 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c17_360 Pp3c17_360 transcript PAC:32907291protein_codingNA c.*2755A>G NA NA NA NA 2616
Chr17 271931 A G Chr17_271931_A_GA_G SNP 11297.29 23 14 18 1 0 0 0 0 12 31 11 24 8 12 23 14 18 29 30 33 32 22 12 31 11 24 8 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c17_370-Pp3c17_380Pp3c17_370-Pp3c17_380intergenic_regionPp3c17_370-Pp3c17_380NA NA n.271931A>GNA NA NA NA NA
Chr17 490534 C T Chr17_490534_C_TC_T SNP 5491.29 0 0 0 33 16 19 19 17 0 0 0 0 0 0 29 11 8 33 16 19 19 17 22 22 11 9 10 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_580-Pp3c17_650Pp3c17_580-Pp3c17_650intergenic_regionPp3c17_580-Pp3c17_650NA NA n.490534C>T NA NA NA NA NA
Chr17 546756 T TTA Chr17_546756_T_TTAT_TTA INDEL 2230.24 0 0 2 5 11 16 25 15 0 1 0 0 0 0 19 9 11 6 11 17 26 15 9 14 5 7 7 8 0 0 0.182 0.833 1 0.941 0.962 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c17_680 Pp3c17_680 transcript PAC:32906519protein_codingNA c.-2552_-2551insTANA NA NA NA 2051
Chr17 546756 T TTA Chr17_546756_T_TTAT_TTA INDEL 2230.24 0 0 2 5 11 16 25 15 0 1 0 0 0 0 19 9 11 6 11 17 26 15 9 14 5 7 7 8 0 0 0.182 0.833 1 0.941 0.962 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c17_680 Pp3c17_680 transcript PAC:32906520protein_codingNA c.-2552_-2551insTANA NA NA NA 2026
Chr17 546756 T TTA Chr17_546756_T_TTAT_TTA INDEL 2230.24 0 0 2 5 11 16 25 15 0 1 0 0 0 0 19 9 11 6 11 17 26 15 9 14 5 7 7 8 0 0 0.182 0.833 1 0.941 0.962 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c17_680 Pp3c17_680 transcript PAC:32906522protein_codingNA c.-5541_-5540insTANA NA NA NA 4473
Chr17 546756 T TTA Chr17_546756_T_TTAT_TTA INDEL 2230.24 0 0 2 5 11 16 25 15 0 1 0 0 0 0 19 9 11 6 11 17 26 15 9 14 5 7 7 8 0 0 0.182 0.833 1 0.941 0.962 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c17_680 Pp3c17_680 transcript PAC:32906521protein_codingNA c.-5011_-5010insTANA NA NA NA 4956
Chr17 546756 T TTA Chr17_546756_T_TTAT_TTA INDEL 2230.24 0 0 2 5 11 16 25 15 0 1 0 0 0 0 19 9 11 6 11 17 26 15 9 14 5 7 7 8 0 0 0.182 0.833 1 0.941 0.962 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c17_650-Pp3c17_680Pp3c17_650-Pp3c17_680intergenic_regionPp3c17_650-Pp3c17_680NA NA n.546756_546757insTANA NA NA NA NA
Chr17 674628 T A Chr17_674628_T_AT_A SNP 19043.63 41 14 18 25 19 25 28 24 23 19 21 14 10 9 41 14 18 25 19 25 28 24 23 19 21 14 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_800-Pp3c17_810Pp3c17_800-Pp3c17_810intergenic_regionPp3c17_800-Pp3c17_810NA NA n.674628T>ANA NA NA NA NA
Chr17 674652 G GA Chr17_674652_G_GAG_GA INDEL 16454.59 41 13 17 23 22 28 24 25 26 23 16 15 11 9 41 13 17 23 22 28 24 25 26 23 16 15 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_800-Pp3c17_810Pp3c17_800-Pp3c17_810intergenic_regionPp3c17_800-Pp3c17_810NA NA n.674652_674653insANA NA NA NA NA
Chr17 683329 C CA Chr17_683329_C_CAC_CA INDEL 16905.59 23 17 19 22 17 26 30 19 27 24 17 12 15 6 23 17 19 22 17 26 30 19 27 24 17 12 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_800-Pp3c17_810Pp3c17_800-Pp3c17_810intergenic_regionPp3c17_800-Pp3c17_810NA NA n.683329_683330insANA NA NA NA NA
Chr17 757117 A AAATCCTAAATCAAATCCTAATCAAATCCTChr17_757117_A_AAATCCTAAATCAAATCCTAATCAAATCCTA_AAATCCTAAATCAAATCCTAATCAAATCCTINDEL 21120.59 31 15 14 14 22 28 21 25 16 22 9 11 10 6 31 15 14 14 22 28 21 25 16 22 9 11 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_810-Pp3c17_880Pp3c17_810-Pp3c17_880intergenic_regionPp3c17_810-Pp3c17_880NA NA n.757117_757118insAATCCTAAATCAAATCCTAATCAAATCCTNA NA NA NA NA
Chr17 816923 CTA C Chr17_816923_CTA_CCTA_C INDEL 2762.93 1 0 0 0 0 0 0 0 20 23 11 13 7 7 34 13 15 16 22 17 32 28 21 23 11 13 8 7 0 0 0 0 0 0 0 0 0.952 1 1 1 0.875 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_940 Pp3c17_940 transcript PAC:32907792protein_codingNA c.*1661_*1662delTANA NA NA NA 1661
Chr17 816923 CTA C Chr17_816923_CTA_CCTA_C INDEL 2762.93 1 0 0 0 0 0 0 0 20 23 11 13 7 7 34 13 15 16 22 17 32 28 21 23 11 13 8 7 0 0 0 0 0 0 0 0 0.952 1 1 1 0.875 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_940 Pp3c17_940 transcript PAC:32907793protein_codingNA c.*1661_*1662delTANA NA NA NA 1661
Chr17 816923 CTA C Chr17_816923_CTA_CCTA_C INDEL 2762.93 1 0 0 0 0 0 0 0 20 23 11 13 7 7 34 13 15 16 22 17 32 28 21 23 11 13 8 7 0 0 0 0 0 0 0 0 0.952 1 1 1 0.875 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c17_940-Pp3c17_950Pp3c17_940-Pp3c17_950intergenic_regionPp3c17_940-Pp3c17_950NA NA n.816924_816925delTANA NA NA NA NA
Chr17 840404 TTA T Chr17_840404_TTA_TTTA_T INDEL 12138.59 27 10 17 16 16 28 23 16 24 18 15 10 9 8 27 11 18 16 17 28 23 16 25 18 15 10 9 8 1 0.909 0.944 1 0.941 1 1 1 0.96 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_979 Pp3c17_979 transcript PAC:32908081protein_codingNA c.-940_-939delTANA NA NA NA 886
Chr17 840404 TTA T Chr17_840404_TTA_TTTA_T INDEL 12138.59 27 10 17 16 16 28 23 16 24 18 15 10 9 8 27 11 18 16 17 28 23 16 25 18 15 10 9 8 1 0.909 0.944 1 0.941 1 1 1 0.96 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_960 Pp3c17_960 transcript PAC:32906320protein_codingNA c.*4569_*4570delTANA NA NA NA 3739
Chr17 840404 TTA T Chr17_840404_TTA_TTTA_T INDEL 12138.59 27 10 17 16 16 28 23 16 24 18 15 10 9 8 27 11 18 16 17 28 23 16 25 18 15 10 9 8 1 0.909 0.944 1 0.941 1 1 1 0.96 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_990 Pp3c17_990 transcript PAC:32907334protein_codingNA c.*2384_*2385delTANA NA NA NA 2385
Chr17 840404 TTA T Chr17_840404_TTA_TTTA_T INDEL 12138.59 27 10 17 16 16 28 23 16 24 18 15 10 9 8 27 11 18 16 17 28 23 16 25 18 15 10 9 8 1 0.909 0.944 1 0.941 1 1 1 0.96 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_960 Pp3c17_960 transcript PAC:32906321protein_codingNA c.*4569_*4570delTANA NA NA NA 3739
Chr17 840404 TTA T Chr17_840404_TTA_TTTA_T INDEL 12138.59 27 10 17 16 16 28 23 16 24 18 15 10 9 8 27 11 18 16 17 28 23 16 25 18 15 10 9 8 1 0.909 0.944 1 0.941 1 1 1 0.96 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_960 Pp3c17_960 transcript PAC:32906323protein_codingNA c.*4569_*4570delTANA NA NA NA 3739
Chr17 840404 TTA T Chr17_840404_TTA_TTTA_T INDEL 12138.59 27 10 17 16 16 28 23 16 24 18 15 10 9 8 27 11 18 16 17 28 23 16 25 18 15 10 9 8 1 0.909 0.944 1 0.941 1 1 1 0.96 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_960 Pp3c17_960 transcript PAC:32906322protein_codingNA c.*4569_*4570delTANA NA NA NA 3690
Chr17 840404 TTA T Chr17_840404_TTA_TTTA_T INDEL 12138.59 27 10 17 16 16 28 23 16 24 18 15 10 9 8 27 11 18 16 17 28 23 16 25 18 15 10 9 8 1 0.909 0.944 1 0.941 1 1 1 0.96 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_979-Pp3c17_990Pp3c17_979-Pp3c17_990intergenic_regionPp3c17_979-Pp3c17_990NA NA n.840405_840406delTANA NA NA NA NA
Chr17 1031412 G T Chr17_1031412_G_TG_T SNP 14898.63 26 10 7 28 16 18 19 14 13 13 7 19 5 7 26 10 7 28 16 18 19 14 13 13 7 19 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c17_1340Pp3c17_1340transcript PAC:32908152protein_coding sept-13 c.2468G>T p.Gly823Val 2468/3606 2468/3606 823/1201 NA
Chr17 1031412 G T Chr17_1031412_G_TG_T SNP 14898.63 26 10 7 28 16 18 19 14 13 13 7 19 5 7 26 10 7 28 16 18 19 14 13 13 7 19 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c17_1340Pp3c17_1340transcript PAC:32908153protein_coding oct-14 c.2468G>T p.Gly823Val 3280/4714 2468/3606 823/1201 NA
Chr17 1031413 T G Chr17_1031413_T_GT_G SNP 14898.63 26 10 7 29 16 18 19 14 13 13 7 19 5 7 26 10 7 29 16 18 19 14 13 13 7 19 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c17_1340Pp3c17_1340transcript PAC:32908152protein_coding sept-13 c.2469T>G p.Gly823Gly 2469/3606 2469/3606 823/1201 NA
Chr17 1031413 T G Chr17_1031413_T_GT_G SNP 14898.63 26 10 7 29 16 18 19 14 13 13 7 19 5 7 26 10 7 29 16 18 19 14 13 13 7 19 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c17_1340Pp3c17_1340transcript PAC:32908153protein_coding oct-14 c.2469T>G p.Gly823Gly 3281/4714 2469/3606 823/1201 NA
Chr17 1031729 C G Chr17_1031729_C_GC_G SNP 19078.63 19 16 14 22 24 23 25 24 25 22 16 23 10 8 19 16 14 22 24 23 25 24 25 22 16 23 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c17_1340Pp3c17_1340transcript PAC:32908152protein_coding oct-13 c.2729C>G p.Pro910Arg 2729/3606 2729/3606 910/1201 NA
Chr17 1031729 C G Chr17_1031729_C_GC_G SNP 19078.63 19 16 14 22 24 23 25 24 25 22 16 23 10 8 19 16 14 22 24 23 25 24 25 22 16 23 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c17_1340Pp3c17_1340transcript PAC:32908153protein_coding nov-14 c.2729C>G p.Pro910Arg 3541/4714 2729/3606 910/1201 NA
Chr17 1031732 C G Chr17_1031732_C_GC_G SNP 19106.63 19 16 14 22 25 23 25 24 25 22 16 22 11 8 19 16 14 22 25 23 25 24 25 22 16 22 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c17_1340Pp3c17_1340transcript PAC:32908152protein_coding oct-13 c.2732C>G p.Pro911Arg 2732/3606 2732/3606 911/1201 NA
Chr17 1031732 C G Chr17_1031732_C_GC_G SNP 19106.63 19 16 14 22 25 23 25 24 25 22 16 22 11 8 19 16 14 22 25 23 25 24 25 22 16 22 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c17_1340Pp3c17_1340transcript PAC:32908153protein_coding nov-14 c.2732C>G p.Pro911Arg 3544/4714 2732/3606 911/1201 NA
Chr17 1140158 T C Chr17_1140158_T_CT_C SNP 13567.63 14 11 9 15 16 16 13 24 16 10 12 9 9 9 14 11 9 15 16 16 13 24 16 10 12 9 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1520Pp3c17_1520transcript PAC:32907691protein_codingNA c.-2582T>C NA NA NA NA 2531
Chr17 1140158 T C Chr17_1140158_T_CT_C SNP 13567.63 14 11 9 15 16 16 13 24 16 10 12 9 9 9 14 11 9 15 16 16 13 24 16 10 12 9 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1520Pp3c17_1520transcript PAC:32907693protein_codingNA c.-2791T>C NA NA NA NA 2531
Chr17 1140158 T C Chr17_1140158_T_CT_C SNP 13567.63 14 11 9 15 16 16 13 24 16 10 12 9 9 9 14 11 9 15 16 16 13 24 16 10 12 9 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1520Pp3c17_1520transcript PAC:32907692protein_codingNA c.-2582T>C NA NA NA NA 2582
Chr17 1140158 T C Chr17_1140158_T_CT_C SNP 13567.63 14 11 9 15 16 16 13 24 16 10 12 9 9 9 14 11 9 15 16 16 13 24 16 10 12 9 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_1510-Pp3c17_1520Pp3c17_1510-Pp3c17_1520intergenic_regionPp3c17_1510-Pp3c17_1520NA NA n.1140158T>CNA NA NA NA NA
Chr17 1189444 C A Chr17_1189444_C_AC_A SNP 18653.63 31 11 10 24 17 24 32 18 19 22 13 21 15 7 31 11 10 24 17 24 32 18 19 22 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907895protein_coding 04-avr c.*1464C>A NA NA NA NA 1946
Chr17 1189444 C A Chr17_1189444_C_AC_A SNP 18653.63 31 11 10 24 17 24 32 18 19 22 13 21 15 7 31 11 10 24 17 24 32 18 19 22 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907896protein_coding 05-mai c.*1464C>A NA NA NA NA 1946
Chr17 1189444 C A Chr17_1189444_C_AC_A SNP 18653.63 31 11 10 24 17 24 32 18 19 22 13 21 15 7 31 11 10 24 17 24 32 18 19 22 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1640Pp3c17_1640transcript PAC:32907189protein_codingNA c.-1483C>A NA NA NA NA 1483
Chr17 1189444 C A Chr17_1189444_C_AC_A SNP 18653.63 31 11 10 24 17 24 32 18 19 22 13 21 15 7 31 11 10 24 17 24 32 18 19 22 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1640Pp3c17_1640transcript PAC:32907190protein_codingNA c.-1483C>A NA NA NA NA 1472
Chr17 1189444 C A Chr17_1189444_C_AC_A SNP 18653.63 31 11 10 24 17 24 32 18 19 22 13 21 15 7 31 11 10 24 17 24 32 18 19 22 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1650Pp3c17_1650transcript PAC:32907499protein_codingNA c.*4637G>T NA NA NA NA 4637
Chr17 1189444 C A Chr17_1189444_C_AC_A SNP 18653.63 31 11 10 24 17 24 32 18 19 22 13 21 15 7 31 11 10 24 17 24 32 18 19 22 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907901protein_codingNA c.*1946C>A NA NA NA NA 1946
Chr17 1189444 C A Chr17_1189444_C_AC_A SNP 18653.63 31 11 10 24 17 24 32 18 19 22 13 21 15 7 31 11 10 24 17 24 32 18 19 22 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907899protein_codingNA c.*1946C>A NA NA NA NA 1275
Chr17 1189444 C A Chr17_1189444_C_AC_A SNP 18653.63 31 11 10 24 17 24 32 18 19 22 13 21 15 7 31 11 10 24 17 24 32 18 19 22 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907897protein_codingNA c.*1946C>A NA NA NA NA 1243
Chr17 1189444 C A Chr17_1189444_C_AC_A SNP 18653.63 31 11 10 24 17 24 32 18 19 22 13 21 15 7 31 11 10 24 17 24 32 18 19 22 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907900protein_codingNA c.*1946C>A NA NA NA NA 1243
Chr17 1189444 C A Chr17_1189444_C_AC_A SNP 18653.63 31 11 10 24 17 24 32 18 19 22 13 21 15 7 31 11 10 24 17 24 32 18 19 22 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907898protein_codingNA c.*1946C>A NA NA NA NA 984
Chr17 1189444 C A Chr17_1189444_C_AC_A SNP 18653.63 31 11 10 24 17 24 32 18 19 22 13 21 15 7 31 11 10 24 17 24 32 18 19 22 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907902protein_codingNA c.*1946C>A NA NA NA NA 1168
Chr17 1189448 C T Chr17_1189448_C_TC_T SNP 19116.63 33 11 10 20 17 24 31 18 18 21 13 21 15 7 33 11 10 20 17 24 31 18 18 21 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907895protein_coding 04-avr c.*1468C>T NA NA NA NA 1950
Chr17 1189448 C T Chr17_1189448_C_TC_T SNP 19116.63 33 11 10 20 17 24 31 18 18 21 13 21 15 7 33 11 10 20 17 24 31 18 18 21 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907896protein_coding 05-mai c.*1468C>T NA NA NA NA 1950
Chr17 1189448 C T Chr17_1189448_C_TC_T SNP 19116.63 33 11 10 20 17 24 31 18 18 21 13 21 15 7 33 11 10 20 17 24 31 18 18 21 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1640Pp3c17_1640transcript PAC:32907189protein_codingNA c.-1479C>T NA NA NA NA 1479
Chr17 1189448 C T Chr17_1189448_C_TC_T SNP 19116.63 33 11 10 20 17 24 31 18 18 21 13 21 15 7 33 11 10 20 17 24 31 18 18 21 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1640Pp3c17_1640transcript PAC:32907190protein_codingNA c.-1479C>T NA NA NA NA 1468
Chr17 1189448 C T Chr17_1189448_C_TC_T SNP 19116.63 33 11 10 20 17 24 31 18 18 21 13 21 15 7 33 11 10 20 17 24 31 18 18 21 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1650Pp3c17_1650transcript PAC:32907499protein_codingNA c.*4633G>A NA NA NA NA 4633
Chr17 1189448 C T Chr17_1189448_C_TC_T SNP 19116.63 33 11 10 20 17 24 31 18 18 21 13 21 15 7 33 11 10 20 17 24 31 18 18 21 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907901protein_codingNA c.*1950C>T NA NA NA NA 1950
Chr17 1189448 C T Chr17_1189448_C_TC_T SNP 19116.63 33 11 10 20 17 24 31 18 18 21 13 21 15 7 33 11 10 20 17 24 31 18 18 21 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907899protein_codingNA c.*1950C>T NA NA NA NA 1279
Chr17 1189448 C T Chr17_1189448_C_TC_T SNP 19116.63 33 11 10 20 17 24 31 18 18 21 13 21 15 7 33 11 10 20 17 24 31 18 18 21 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907897protein_codingNA c.*1950C>T NA NA NA NA 1247
Chr17 1189448 C T Chr17_1189448_C_TC_T SNP 19116.63 33 11 10 20 17 24 31 18 18 21 13 21 15 7 33 11 10 20 17 24 31 18 18 21 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907900protein_codingNA c.*1950C>T NA NA NA NA 1247
Chr17 1189448 C T Chr17_1189448_C_TC_T SNP 19116.63 33 11 10 20 17 24 31 18 18 21 13 21 15 7 33 11 10 20 17 24 31 18 18 21 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907898protein_codingNA c.*1950C>T NA NA NA NA 988
Chr17 1189448 C T Chr17_1189448_C_TC_T SNP 19116.63 33 11 10 20 17 24 31 18 18 21 13 21 15 7 33 11 10 20 17 24 31 18 18 21 13 21 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907902protein_codingNA c.*1950C>T NA NA NA NA 1172
Chr17 1189449 C T Chr17_1189449_C_TC_T SNP 19074.63 34 11 10 20 17 25 32 18 18 20 13 20 14 7 34 11 10 20 17 25 32 18 18 20 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907895protein_coding 04-avr c.*1469C>T NA NA NA NA 1951
Chr17 1189449 C T Chr17_1189449_C_TC_T SNP 19074.63 34 11 10 20 17 25 32 18 18 20 13 20 14 7 34 11 10 20 17 25 32 18 18 20 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907896protein_coding 05-mai c.*1469C>T NA NA NA NA 1951
Chr17 1189449 C T Chr17_1189449_C_TC_T SNP 19074.63 34 11 10 20 17 25 32 18 18 20 13 20 14 7 34 11 10 20 17 25 32 18 18 20 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1640Pp3c17_1640transcript PAC:32907189protein_codingNA c.-1478C>T NA NA NA NA 1478
Chr17 1189449 C T Chr17_1189449_C_TC_T SNP 19074.63 34 11 10 20 17 25 32 18 18 20 13 20 14 7 34 11 10 20 17 25 32 18 18 20 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1640Pp3c17_1640transcript PAC:32907190protein_codingNA c.-1478C>T NA NA NA NA 1467
Chr17 1189449 C T Chr17_1189449_C_TC_T SNP 19074.63 34 11 10 20 17 25 32 18 18 20 13 20 14 7 34 11 10 20 17 25 32 18 18 20 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1650Pp3c17_1650transcript PAC:32907499protein_codingNA c.*4632G>A NA NA NA NA 4632
Chr17 1189449 C T Chr17_1189449_C_TC_T SNP 19074.63 34 11 10 20 17 25 32 18 18 20 13 20 14 7 34 11 10 20 17 25 32 18 18 20 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907901protein_codingNA c.*1951C>T NA NA NA NA 1951
Chr17 1189449 C T Chr17_1189449_C_TC_T SNP 19074.63 34 11 10 20 17 25 32 18 18 20 13 20 14 7 34 11 10 20 17 25 32 18 18 20 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907899protein_codingNA c.*1951C>T NA NA NA NA 1280
Chr17 1189449 C T Chr17_1189449_C_TC_T SNP 19074.63 34 11 10 20 17 25 32 18 18 20 13 20 14 7 34 11 10 20 17 25 32 18 18 20 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907897protein_codingNA c.*1951C>T NA NA NA NA 1248
Chr17 1189449 C T Chr17_1189449_C_TC_T SNP 19074.63 34 11 10 20 17 25 32 18 18 20 13 20 14 7 34 11 10 20 17 25 32 18 18 20 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907900protein_codingNA c.*1951C>T NA NA NA NA 1248
Chr17 1189449 C T Chr17_1189449_C_TC_T SNP 19074.63 34 11 10 20 17 25 32 18 18 20 13 20 14 7 34 11 10 20 17 25 32 18 18 20 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907898protein_codingNA c.*1951C>T NA NA NA NA 989
Chr17 1189449 C T Chr17_1189449_C_TC_T SNP 19074.63 34 11 10 20 17 25 32 18 18 20 13 20 14 7 34 11 10 20 17 25 32 18 18 20 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907902protein_codingNA c.*1951C>T NA NA NA NA 1173
Chr17 1189450 A T Chr17_1189450_A_TA_T SNP 18945.63 35 10 10 19 17 26 32 19 18 21 13 20 14 7 35 10 10 19 17 26 32 19 18 21 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907895protein_coding 04-avr c.*1470A>T NA NA NA NA 1952
Chr17 1189450 A T Chr17_1189450_A_TA_T SNP 18945.63 35 10 10 19 17 26 32 19 18 21 13 20 14 7 35 10 10 19 17 26 32 19 18 21 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907896protein_coding 05-mai c.*1470A>T NA NA NA NA 1952
Chr17 1189450 A T Chr17_1189450_A_TA_T SNP 18945.63 35 10 10 19 17 26 32 19 18 21 13 20 14 7 35 10 10 19 17 26 32 19 18 21 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1640Pp3c17_1640transcript PAC:32907189protein_codingNA c.-1477A>T NA NA NA NA 1477
Chr17 1189450 A T Chr17_1189450_A_TA_T SNP 18945.63 35 10 10 19 17 26 32 19 18 21 13 20 14 7 35 10 10 19 17 26 32 19 18 21 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1640Pp3c17_1640transcript PAC:32907190protein_codingNA c.-1477A>T NA NA NA NA 1466
Chr17 1189450 A T Chr17_1189450_A_TA_T SNP 18945.63 35 10 10 19 17 26 32 19 18 21 13 20 14 7 35 10 10 19 17 26 32 19 18 21 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1650Pp3c17_1650transcript PAC:32907499protein_codingNA c.*4631T>A NA NA NA NA 4631
Chr17 1189450 A T Chr17_1189450_A_TA_T SNP 18945.63 35 10 10 19 17 26 32 19 18 21 13 20 14 7 35 10 10 19 17 26 32 19 18 21 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907901protein_codingNA c.*1952A>T NA NA NA NA 1952
Chr17 1189450 A T Chr17_1189450_A_TA_T SNP 18945.63 35 10 10 19 17 26 32 19 18 21 13 20 14 7 35 10 10 19 17 26 32 19 18 21 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907899protein_codingNA c.*1952A>T NA NA NA NA 1281
Chr17 1189450 A T Chr17_1189450_A_TA_T SNP 18945.63 35 10 10 19 17 26 32 19 18 21 13 20 14 7 35 10 10 19 17 26 32 19 18 21 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907897protein_codingNA c.*1952A>T NA NA NA NA 1249
Chr17 1189450 A T Chr17_1189450_A_TA_T SNP 18945.63 35 10 10 19 17 26 32 19 18 21 13 20 14 7 35 10 10 19 17 26 32 19 18 21 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907900protein_codingNA c.*1952A>T NA NA NA NA 1249
Chr17 1189450 A T Chr17_1189450_A_TA_T SNP 18945.63 35 10 10 19 17 26 32 19 18 21 13 20 14 7 35 10 10 19 17 26 32 19 18 21 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907898protein_codingNA c.*1952A>T NA NA NA NA 990
Chr17 1189450 A T Chr17_1189450_A_TA_T SNP 18945.63 35 10 10 19 17 26 32 19 18 21 13 20 14 7 35 10 10 19 17 26 32 19 18 21 13 20 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1620Pp3c17_1620transcript PAC:32907902protein_codingNA c.*1952A>T NA NA NA NA 1174



Chr17 1214802 A AAT Chr17_1214802_A_AATA_AAT INDEL 3487.24 0 0 0 23 19 16 22 15 1 1 0 0 0 0 24 17 11 24 19 16 22 15 22 12 15 6 6 6 0 0 0 0.958 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_1680Pp3c17_1680transcript PAC:32907331protein_codingNA c.-1343_-1342insATNA NA NA NA 1041
Chr17 1214802 A AAT Chr17_1214802_A_AATA_AAT INDEL 3487.24 0 0 0 23 19 16 22 15 1 1 0 0 0 0 24 17 11 24 19 16 22 15 22 12 15 6 6 6 0 0 0 0.958 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_1680Pp3c17_1680transcript PAC:32907332protein_codingNA c.-1343_-1342insATNA NA NA NA 1041
Chr17 1214802 A AAT Chr17_1214802_A_AATA_AAT INDEL 3487.24 0 0 0 23 19 16 22 15 1 1 0 0 0 0 24 17 11 24 19 16 22 15 22 12 15 6 6 6 0 0 0 0.958 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_1680-Pp3c17_1730Pp3c17_1680-Pp3c17_1730intergenic_regionPp3c17_1680-Pp3c17_1730NA NA n.1214802_1214803insATNA NA NA NA NA
Chr17 1234706 G GT Chr17_1234706_G_GTG_GT INDEL 15333.59 24 16 9 20 18 26 16 19 22 28 10 18 8 9 24 16 9 20 18 26 16 19 22 28 10 18 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_1680-Pp3c17_1730Pp3c17_1680-Pp3c17_1730intergenic_regionPp3c17_1680-Pp3c17_1730NA NA n.1234706_1234707insTNA NA NA NA NA
Chr17 1234789 C T Chr17_1234789_C_TC_T SNP 17352.63 35 11 15 14 19 28 21 23 14 18 18 18 9 9 35 11 15 14 19 28 21 23 14 18 18 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_1680-Pp3c17_1730Pp3c17_1680-Pp3c17_1730intergenic_regionPp3c17_1680-Pp3c17_1730NA NA n.1234789C>TNA NA NA NA NA
Chr17 1252984 C A Chr17_1252984_C_AC_A SNP 20064.63 33 21 15 23 13 28 44 26 22 21 23 31 9 14 33 21 15 23 13 28 44 26 22 21 23 31 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_1680-Pp3c17_1730Pp3c17_1680-Pp3c17_1730intergenic_regionPp3c17_1680-Pp3c17_1730NA NA n.1252984C>ANA NA NA NA NA
Chr17 1295722 C CAT Chr17_1295722_C_CATC_CAT INDEL 701.37 2 0 0 0 0 0 23 1 1 0 2 0 0 0 22 9 4 20 8 25 23 19 13 14 12 7 9 4 0.091 0 0 0 0 0 1 0 0 0 0.167 0 0 0 0 1 1 2 0 1 0 downstream_gene_variantMODIFIER Pp3c17_1730Pp3c17_1730transcript PAC:32907561protein_codingNA c.*2939_*2940insATNA NA NA NA 2062
Chr17 1295722 C CAT Chr17_1295722_C_CATC_CAT INDEL 701.37 2 0 0 0 0 0 23 1 1 0 2 0 0 0 22 9 4 20 8 25 23 19 13 14 12 7 9 4 0.091 0 0 0 0 0 1 0 0 0 0.167 0 0 0 0 1 1 2 0 1 0 downstream_gene_variantMODIFIER Pp3c17_1730Pp3c17_1730transcript PAC:32907562protein_codingNA c.*2939_*2940insATNA NA NA NA 2160
Chr17 1295722 C CAT Chr17_1295722_C_CATC_CAT INDEL 701.37 2 0 0 0 0 0 23 1 1 0 2 0 0 0 22 9 4 20 8 25 23 19 13 14 12 7 9 4 0.091 0 0 0 0 0 1 0 0 0 0.167 0 0 0 0 1 1 2 0 1 0 intergenic_regionMODIFIER Pp3c17_1730-Pp3c17_1780Pp3c17_1730-Pp3c17_1780intergenic_regionPp3c17_1730-Pp3c17_1780NA NA n.1295722_1295723insATNA NA NA NA NA
Chr17 1333614 G GTATA Chr17_1333614_G_GTATAG_GTATA INDEL 10918.59 0 0 0 16 15 16 26 23 1 0 0 2 0 0 16 8 11 16 17 16 26 23 10 16 11 8 4 5 0 0 0 1 0.882 1 1 1 0 0 0 0.25 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c17_1780Pp3c17_1780transcript PAC:32906154protein_codingNA c.*5587_*5588insTATANA NA NA NA 4151
Chr17 1333614 G GTATA Chr17_1333614_G_GTATAG_GTATA INDEL 10918.59 0 0 0 16 15 16 26 23 1 0 0 2 0 0 16 8 11 16 17 16 26 23 10 16 11 8 4 5 0 0 0 1 0.882 1 1 1 0 0 0 0.25 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c17_1780Pp3c17_1780transcript PAC:32906158protein_codingNA c.*5097_*5098insTATANA NA NA NA 4133
Chr17 1333614 G GTATA Chr17_1333614_G_GTATAG_GTATA INDEL 10918.59 0 0 0 16 15 16 26 23 1 0 0 2 0 0 16 8 11 16 17 16 26 23 10 16 11 8 4 5 0 0 0 1 0.882 1 1 1 0 0 0 0.25 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c17_1780Pp3c17_1780transcript PAC:32906159protein_codingNA c.*5097_*5098insTATANA NA NA NA 4133
Chr17 1333614 G GTATA Chr17_1333614_G_GTATAG_GTATA INDEL 10918.59 0 0 0 16 15 16 26 23 1 0 0 2 0 0 16 8 11 16 17 16 26 23 10 16 11 8 4 5 0 0 0 1 0.882 1 1 1 0 0 0 0.25 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c17_1780Pp3c17_1780transcript PAC:32906155protein_codingNA c.*5587_*5588insTATANA NA NA NA 4191
Chr17 1333614 G GTATA Chr17_1333614_G_GTATAG_GTATA INDEL 10918.59 0 0 0 16 15 16 26 23 1 0 0 2 0 0 16 8 11 16 17 16 26 23 10 16 11 8 4 5 0 0 0 1 0.882 1 1 1 0 0 0 0.25 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c17_1780Pp3c17_1780transcript PAC:32906156protein_codingNA c.*5587_*5588insTATANA NA NA NA 4191
Chr17 1333614 G GTATA Chr17_1333614_G_GTATAG_GTATA INDEL 10918.59 0 0 0 16 15 16 26 23 1 0 0 2 0 0 16 8 11 16 17 16 26 23 10 16 11 8 4 5 0 0 0 1 0.882 1 1 1 0 0 0 0.25 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c17_1780Pp3c17_1780transcript PAC:32906157protein_codingNA c.*5587_*5588insTATANA NA NA NA 4191
Chr17 1333614 G GTATA Chr17_1333614_G_GTATAG_GTATA INDEL 10918.59 0 0 0 16 15 16 26 23 1 0 0 2 0 0 16 8 11 16 17 16 26 23 10 16 11 8 4 5 0 0 0 1 0.882 1 1 1 0 0 0 0.25 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c17_1780Pp3c17_1780transcript PAC:32906160protein_codingNA c.*5097_*5098insTATANA NA NA NA 4181
Chr17 1333614 G GTATA Chr17_1333614_G_GTATAG_GTATA INDEL 10918.59 0 0 0 16 15 16 26 23 1 0 0 2 0 0 16 8 11 16 17 16 26 23 10 16 11 8 4 5 0 0 0 1 0.882 1 1 1 0 0 0 0.25 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c17_1780Pp3c17_1780transcript PAC:32906161protein_codingNA c.*5097_*5098insTATANA NA NA NA 4181
Chr17 1333614 G GTATA Chr17_1333614_G_GTATAG_GTATA INDEL 10918.59 0 0 0 16 15 16 26 23 1 0 0 2 0 0 16 8 11 16 17 16 26 23 10 16 11 8 4 5 0 0 0 1 0.882 1 1 1 0 0 0 0.25 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c17_1780-Pp3c17_1830Pp3c17_1780-Pp3c17_1830intergenic_regionPp3c17_1780-Pp3c17_1830NA NA n.1333614_1333615insTATANA NA NA NA NA
Chr17 1342643 G A Chr17_1342643_G_AG_A SNP 16316.63 21 13 15 14 21 20 24 26 10 13 14 16 4 7 21 13 15 14 21 20 24 26 10 13 14 16 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_1840Pp3c17_1840transcript PAC:32906568protein_codingNA c.-2073G>A NA NA NA NA 2073
Chr17 1342643 G A Chr17_1342643_G_AG_A SNP 16316.63 21 13 15 14 21 20 24 26 10 13 14 16 4 7 21 13 15 14 21 20 24 26 10 13 14 16 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_1830Pp3c17_1830transcript PAC:32905406protein_codingNA c.*1634C>T NA NA NA NA 1454
Chr17 1342643 G A Chr17_1342643_G_AG_A SNP 16316.63 21 13 15 14 21 20 24 26 10 13 14 16 4 7 21 13 15 14 21 20 24 26 10 13 14 16 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_1780-Pp3c17_1830Pp3c17_1780-Pp3c17_1830intergenic_regionPp3c17_1780-Pp3c17_1830NA NA n.1342643G>ANA NA NA NA NA
Chr17 1436880 C CAT Chr17_1436880_C_CATC_CAT INDEL 173.37 0 0 0 0 2 1 1 1 1 0 0 0 0 7 19 6 10 8 11 15 13 12 13 5 16 9 7 7 0 0 0 0 0.182 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 intron_variantMODIFIER Pp3c17_1970Pp3c17_1970transcript PAC:32906070protein_coding juil-54 c.982-201_982-200insATNA NA NA NA NA
Chr17 1436880 C CAT Chr17_1436880_C_CATC_CAT INDEL 173.37 0 0 0 0 2 1 1 1 1 0 0 0 0 7 19 6 10 8 11 15 13 12 13 5 16 9 7 7 0 0 0 0 0.182 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 intron_variantMODIFIER Pp3c17_1970Pp3c17_1970transcript PAC:32906071protein_coding juil-53 c.982-201_982-200insATNA NA NA NA NA
Chr17 1517345 A AAT Chr17_1517345_A_AATA_AAT INDEL 1507.35 29 11 9 0 0 0 0 0 0 1 0 0 0 0 30 11 9 22 12 27 26 11 21 18 7 14 7 6 0.967 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_2080Pp3c17_2080transcript PAC:32907004protein_codingNA c.-3809_-3808insATNA NA NA NA 3809
Chr17 1517345 A AAT Chr17_1517345_A_AATA_AAT INDEL 1507.35 29 11 9 0 0 0 0 0 0 1 0 0 0 0 30 11 9 22 12 27 26 11 21 18 7 14 7 6 0.967 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_2085Pp3c17_2085transcript PAC:32906923protein_codingNA c.*94_*95insATNA NA NA NA 94
Chr17 1517345 A AAT Chr17_1517345_A_AATA_AAT INDEL 1507.35 29 11 9 0 0 0 0 0 0 1 0 0 0 0 30 11 9 22 12 27 26 11 21 18 7 14 7 6 0.967 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c17_2080-Pp3c17_2085Pp3c17_2080-Pp3c17_2085intergenic_regionPp3c17_2080-Pp3c17_2085NA NA n.1517345_1517346insATNA NA NA NA NA
Chr17 1646937 A T Chr17_1646937_A_TA_T SNP 20416.63 28 23 20 36 14 31 26 27 20 25 15 18 13 7 28 23 20 36 14 31 26 27 20 25 15 18 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_2200-Pp3c17_2220Pp3c17_2200-Pp3c17_2220intergenic_regionPp3c17_2200-Pp3c17_2220NA NA n.1646937A>TNA NA NA NA NA
Chr17 1745967 G A Chr17_1745967_G_AG_A SNP 2699.39 40 13 13 0 0 0 0 0 0 0 0 0 0 0 40 13 13 18 15 21 30 19 17 20 11 12 10 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c17_2260-Pp3c17_2330Pp3c17_2260-Pp3c17_2330intergenic_regionPp3c17_2260-Pp3c17_2330NA NA n.1745967G>ANA NA NA NA NA
Chr17 1799511 G GA Chr17_1799511_G_GAG_GA INDEL 17180.59 24 12 15 22 18 20 32 30 18 25 19 18 15 12 24 12 15 22 18 20 32 30 18 25 19 18 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_2370-Pp3c17_2400Pp3c17_2370-Pp3c17_2400intergenic_regionPp3c17_2370-Pp3c17_2400NA NA n.1799511_1799512insANA NA NA NA NA
Chr17 2067999 G T Chr17_2067999_G_TG_T SNP 14894.63 19 9 11 28 15 23 14 21 12 26 13 10 8 5 19 9 11 28 15 23 14 21 12 26 13 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_2590-Pp3c17_2620Pp3c17_2590-Pp3c17_2620intergenic_regionPp3c17_2590-Pp3c17_2620NA NA n.2067999G>TNA NA NA NA NA
Chr17 2068187 G T Chr17_2068187_G_TG_T SNP 18248.63 30 20 17 25 21 28 23 19 26 18 16 21 11 8 30 20 17 25 21 28 23 19 26 18 16 21 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_2590-Pp3c17_2620Pp3c17_2590-Pp3c17_2620intergenic_regionPp3c17_2590-Pp3c17_2620NA NA n.2068187G>TNA NA NA NA NA
Chr17 2346365 G A Chr17_2346365_G_AG_A SNP 5962.29 0 0 0 30 18 17 27 26 0 0 0 0 0 0 21 18 22 31 18 17 27 26 26 30 11 17 9 12 0 0 0 0.968 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_2920-Pp3c17_3030Pp3c17_2920-Pp3c17_3030intergenic_regionPp3c17_2920-Pp3c17_3030NA NA n.2346365G>ANA NA NA NA NA
Chr17 2392148 C G Chr17_2392148_C_GC_G SNP 11692.63 25 14 9 16 12 19 25 14 12 15 8 14 7 11 25 14 9 16 12 19 25 14 12 15 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_2920-Pp3c17_3030Pp3c17_2920-Pp3c17_3030intergenic_regionPp3c17_2920-Pp3c17_3030NA NA n.2392148C>GNA NA NA NA NA
Chr17 2395977 A T Chr17_2395977_A_TA_T SNP 14897.63 21 14 12 21 16 20 29 14 19 19 5 16 6 13 21 14 12 21 16 20 29 14 19 19 5 16 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_2920-Pp3c17_3030Pp3c17_2920-Pp3c17_3030intergenic_regionPp3c17_2920-Pp3c17_3030NA NA n.2395977A>TNA NA NA NA NA
Chr17 2397582 C A Chr17_2397582_C_AC_A SNP 10804.63 8 9 8 11 15 19 19 12 12 10 7 6 4 9 8 9 8 11 15 19 19 12 12 10 7 6 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_2920-Pp3c17_3030Pp3c17_2920-Pp3c17_3030intergenic_regionPp3c17_2920-Pp3c17_3030NA NA n.2397582C>ANA NA NA NA NA
Chr17 2397592 TC T Chr17_2397592_TC_TTC_T INDEL 8221.59 7 9 8 10 13 17 17 9 10 9 6 6 5 7 7 9 8 10 13 17 17 9 10 9 6 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_2920-Pp3c17_3030Pp3c17_2920-Pp3c17_3030intergenic_regionPp3c17_2920-Pp3c17_3030NA NA n.2397593delCNA NA NA NA NA
Chr17 2411480 A T Chr17_2411480_A_TA_T SNP 13590.63 27 8 6 15 9 19 19 20 18 15 8 9 6 10 27 8 6 15 9 19 19 20 18 15 8 9 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_2920-Pp3c17_3030Pp3c17_2920-Pp3c17_3030intergenic_regionPp3c17_2920-Pp3c17_3030NA NA n.2411480A>TNA NA NA NA NA
Chr17 2591717 A C Chr17_2591717_A_CA_C SNP 16352.63 13 16 21 23 19 18 25 15 22 19 8 21 9 12 13 16 21 23 19 18 25 15 22 19 8 21 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2591717A>CNA NA NA NA NA
Chr17 2591719 A T Chr17_2591719_A_TA_T SNP 16352.63 13 16 21 24 20 18 26 14 22 19 8 20 9 13 13 16 21 24 20 18 26 14 22 19 8 20 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2591719A>TNA NA NA NA NA
Chr17 2677932 G A Chr17_2677932_G_AG_A SNP 12227.63 15 15 8 11 14 17 25 14 16 18 4 13 8 11 15 15 8 11 14 17 25 14 16 18 4 13 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2677932G>ANA NA NA NA NA
Chr17 2679373 G C Chr17_2679373_G_CG_C SNP 16121.63 17 15 11 7 13 25 29 17 29 21 17 21 12 8 17 15 11 7 13 25 29 17 29 21 17 21 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2679373G>CNA NA NA NA NA
Chr17 2679392 T A Chr17_2679392_T_AT_A SNP 17607.63 21 17 12 8 12 28 31 18 27 24 16 20 12 12 21 17 12 8 12 28 31 18 27 24 16 20 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2679392T>ANA NA NA NA NA
Chr17 2679395 T A Chr17_2679395_T_AT_A SNP 17672.63 19 19 12 8 11 27 34 18 26 25 16 20 12 13 19 19 12 8 11 27 34 18 26 25 16 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2679395T>ANA NA NA NA NA
Chr17 2679421 T C Chr17_2679421_T_CT_C SNP 16860.63 20 22 12 9 11 32 35 18 22 28 19 21 10 19 20 22 12 9 11 32 35 18 22 28 19 21 10 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2679421T>CNA NA NA NA NA
Chr17 2682432 T G Chr17_2682432_T_GT_G SNP 14201.63 26 6 12 12 10 12 24 20 14 15 7 5 10 9 26 6 12 12 10 12 24 20 14 15 7 5 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2682432T>GNA NA NA NA NA
Chr17 2682434 C T Chr17_2682434_C_TC_T SNP 14246.63 26 6 12 12 10 12 22 20 13 14 7 5 10 9 26 6 12 12 10 12 22 20 13 14 7 5 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2682434C>TNA NA NA NA NA
Chr17 2682446 C T Chr17_2682446_C_TC_T SNP 12936.63 18 6 11 10 9 11 20 15 13 11 6 6 10 9 18 6 11 10 9 11 20 15 13 11 6 6 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2682446C>TNA NA NA NA NA
Chr17 2685914 G T Chr17_2685914_G_TG_T SNP 15611.63 23 14 22 18 16 20 20 15 18 16 10 9 7 10 23 14 22 18 17 20 21 15 18 18 10 9 7 10 1 1 1 1 0.941 1 0.952 1 1 0.889 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2685914G>TNA NA NA NA NA
Chr17 2689020 T A Chr17_2689020_T_AT_A SNP 17743.63 20 19 19 22 18 20 32 22 19 27 17 16 9 9 20 19 19 22 18 20 32 22 19 27 17 16 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2689020T>ANA NA NA NA NA
Chr17 2691515 C T Chr17_2691515_C_TC_T SNP 17143.63 26 22 25 16 26 23 26 17 27 29 24 20 5 15 26 22 25 16 26 23 26 17 27 29 24 20 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2691515C>TNA NA NA NA NA
Chr17 2717544 A G Chr17_2717544_A_GA_G SNP 16295.63 27 20 10 20 21 18 32 26 27 22 14 14 7 14 27 20 10 20 21 18 32 26 27 22 14 14 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2717544A>GNA NA NA NA NA
Chr17 2717577 T C Chr17_2717577_T_CT_C SNP 14934.63 27 14 11 20 13 19 29 22 25 25 13 16 7 15 27 14 11 20 13 19 29 22 25 25 13 16 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2717577T>CNA NA NA NA NA
Chr17 2766718 G A Chr17_2766718_G_AG_A SNP 19360.63 31 24 15 16 27 30 33 29 25 24 19 18 10 13 31 24 15 16 27 30 33 29 25 24 19 18 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2766718G>ANA NA NA NA NA
Chr17 2769961 TTTCC T Chr17_2769961_TTTCC_TTTTCC_T INDEL 21913.59 42 18 14 22 18 30 36 27 31 30 14 19 16 13 42 18 14 22 18 30 36 27 31 30 14 19 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_3450Pp3c17_3450transcript PAC:32906523protein_codingNA c.*2969_*2972delGGAANA NA NA NA 2972
Chr17 2769961 TTTCC T Chr17_2769961_TTTCC_TTTTCC_T INDEL 21913.59 42 18 14 22 18 30 36 27 31 30 14 19 16 13 42 18 14 22 18 30 36 27 31 30 14 19 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2769962_2769965delTTCCNA NA NA NA NA
Chr17 2769968 C CAACTT Chr17_2769968_C_CAACTTC_CAACTT INDEL 22585.59 42 17 14 22 18 30 36 27 31 30 14 19 17 13 42 17 14 22 18 30 36 27 31 30 14 19 17 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_3450Pp3c17_3450transcript PAC:32906523protein_codingNA c.*2965_*2966insAAGTTNA NA NA NA 2965
Chr17 2769968 C CAACTT Chr17_2769968_C_CAACTTC_CAACTT INDEL 22585.59 42 17 14 22 18 30 36 27 31 30 14 19 17 13 42 17 14 22 18 30 36 27 31 30 14 19 17 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3230-Pp3c17_3450Pp3c17_3230-Pp3c17_3450intergenic_regionPp3c17_3230-Pp3c17_3450NA NA n.2769968_2769969insAACTTNA NA NA NA NA
Chr17 2904083 A AAT Chr17_2904083_A_AATA_AAT INDEL 4414.24 0 0 2 21 14 31 32 27 0 0 0 0 0 0 18 9 18 21 15 31 33 27 10 11 9 19 9 9 0 0 0.111 1 0.933 1 0.97 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c17_3590Pp3c17_3590transcript PAC:32906821protein_codingNA c.*3444_*3445insATNA NA NA NA 3444
Chr17 2904083 A AAT Chr17_2904083_A_AATA_AAT INDEL 4414.24 0 0 2 21 14 31 32 27 0 0 0 0 0 0 18 9 18 21 15 31 33 27 10 11 9 19 9 9 0 0 0.111 1 0.933 1 0.97 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c17_3450-Pp3c17_3590Pp3c17_3450-Pp3c17_3590intergenic_regionPp3c17_3450-Pp3c17_3590NA NA n.2904083_2904084insATNA NA NA NA NA
Chr17 3138400 C A Chr17_3138400_C_AC_A SNP 14082.63 25 10 12 20 13 20 28 17 14 19 5 10 14 10 25 10 12 20 13 20 28 17 14 19 5 10 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3880-Pp3c17_3950Pp3c17_3880-Pp3c17_3950intergenic_regionPp3c17_3880-Pp3c17_3950NA NA n.3138400C>ANA NA NA NA NA
Chr17 3178610 AAT A Chr17_3178610_AAT_AAAT_A INDEL 7318.37 19 10 7 14 5 16 18 14 17 9 13 9 8 6 19 11 7 14 6 16 19 15 18 9 14 9 8 6 1 0.909 1 1 0.833 1 0.947 0.933 0.944 1 0.929 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_3950-Pp3c17_4000Pp3c17_3950-Pp3c17_4000intergenic_regionPp3c17_3950-Pp3c17_4000NA NA n.3178611_3178612delATNA NA NA NA NA
Chr17 3234124 G T Chr17_3234124_G_TG_T SNP 18656.63 25 15 16 28 11 31 19 22 28 23 19 10 12 9 25 15 16 28 11 31 19 22 28 23 19 10 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_4020-Pp3c17_4050Pp3c17_4020-Pp3c17_4050intergenic_regionPp3c17_4020-Pp3c17_4050NA NA n.3234124G>TNA NA NA NA NA
Chr17 3234129 G T Chr17_3234129_G_TG_T SNP 18835.63 26 15 16 26 11 28 19 22 30 23 18 10 11 9 26 15 16 26 11 28 19 22 30 23 18 10 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_4020-Pp3c17_4050Pp3c17_4020-Pp3c17_4050intergenic_regionPp3c17_4020-Pp3c17_4050NA NA n.3234129G>TNA NA NA NA NA
Chr17 3234136 G T Chr17_3234136_G_TG_T SNP 18793.63 27 14 17 24 12 32 18 20 29 23 17 10 11 11 27 14 17 24 12 32 18 20 29 23 17 10 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_4020-Pp3c17_4050Pp3c17_4020-Pp3c17_4050intergenic_regionPp3c17_4020-Pp3c17_4050NA NA n.3234136G>TNA NA NA NA NA
Chr17 3481785 A AAT Chr17_3481785_A_AATA_AAT INDEL 3820.59 10 8 11 4 4 6 14 13 6 7 8 6 4 4 11 9 11 4 4 6 15 13 6 7 9 6 4 4 0.909 0.889 1 1 1 1 0.933 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_4180-Pp3c17_4360Pp3c17_4180-Pp3c17_4360intergenic_regionPp3c17_4180-Pp3c17_4360NA NA n.3481785_3481786insATNA NA NA NA NA
Chr17 3578159 AAT A Chr17_3578159_AAT_AAAT_A INDEL 7775.59 13 12 9 9 20 20 15 10 4 9 11 10 10 5 13 12 9 9 20 20 15 10 4 10 11 10 11 5 1 1 1 1 1 1 1 1 1 0.9 1 1 0.909 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_4440Pp3c17_4440transcript PAC:32906507protein_codingNA c.*1516_*1517delATNA NA NA NA 1177
Chr17 3578159 AAT A Chr17_3578159_AAT_AAAT_A INDEL 7775.59 13 12 9 9 20 20 15 10 4 9 11 10 10 5 13 12 9 9 20 20 15 10 4 10 11 10 11 5 1 1 1 1 1 1 1 1 1 0.9 1 1 0.909 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_4450Pp3c17_4450transcript PAC:32905946protein_codingNA c.*3991_*3992delATNA NA NA NA 3944
Chr17 3578159 AAT A Chr17_3578159_AAT_AAAT_A INDEL 7775.59 13 12 9 9 20 20 15 10 4 9 11 10 10 5 13 12 9 9 20 20 15 10 4 10 11 10 11 5 1 1 1 1 1 1 1 1 1 0.9 1 1 0.909 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_4440Pp3c17_4440transcript PAC:32906508protein_codingNA c.*1516_*1517delATNA NA NA NA 1201
Chr17 3578159 AAT A Chr17_3578159_AAT_AAAT_A INDEL 7775.59 13 12 9 9 20 20 15 10 4 9 11 10 10 5 13 12 9 9 20 20 15 10 4 10 11 10 11 5 1 1 1 1 1 1 1 1 1 0.9 1 1 0.909 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_4440Pp3c17_4440transcript PAC:32906509protein_codingNA c.*1516_*1517delATNA NA NA NA 1274
Chr17 3578159 AAT A Chr17_3578159_AAT_AAAT_A INDEL 7775.59 13 12 9 9 20 20 15 10 4 9 11 10 10 5 13 12 9 9 20 20 15 10 4 10 11 10 11 5 1 1 1 1 1 1 1 1 1 0.9 1 1 0.909 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_4440Pp3c17_4440transcript PAC:32906510protein_codingNA c.*1516_*1517delATNA NA NA NA 1274
Chr17 3578159 AAT A Chr17_3578159_AAT_AAAT_A INDEL 7775.59 13 12 9 9 20 20 15 10 4 9 11 10 10 5 13 12 9 9 20 20 15 10 4 10 11 10 11 5 1 1 1 1 1 1 1 1 1 0.9 1 1 0.909 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_4450Pp3c17_4450transcript PAC:32905947protein_codingNA c.*3991_*3992delATNA NA NA NA 3880
Chr17 3578159 AAT A Chr17_3578159_AAT_AAAT_A INDEL 7775.59 13 12 9 9 20 20 15 10 4 9 11 10 10 5 13 12 9 9 20 20 15 10 4 10 11 10 11 5 1 1 1 1 1 1 1 1 1 0.9 1 1 0.909 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_4370-Pp3c17_4440Pp3c17_4370-Pp3c17_4440intergenic_regionPp3c17_4370-Pp3c17_4440NA NA n.3578160_3578161delATNA NA NA NA NA
Chr17 3594185 A C Chr17_3594185_A_CA_C SNP 19805.63 27 15 11 38 18 28 30 27 22 27 16 15 9 8 27 15 11 38 18 28 30 27 22 27 16 15 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_4450-Pp3c17_4470Pp3c17_4450-Pp3c17_4470intergenic_regionPp3c17_4450-Pp3c17_4470NA NA n.3594185A>CNA NA NA NA NA
Chr17 3594196 A C Chr17_3594196_A_CA_C SNP 19994.63 27 15 12 36 18 31 31 26 23 28 19 16 10 7 27 15 12 36 18 31 31 26 23 28 19 16 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_4450-Pp3c17_4470Pp3c17_4450-Pp3c17_4470intergenic_regionPp3c17_4450-Pp3c17_4470NA NA n.3594196A>CNA NA NA NA NA
Chr17 3604626 GA G Chr17_3604626_GA_GGA_G INDEL 16059.59 29 11 8 20 11 19 18 24 7 18 13 17 9 7 29 11 8 20 11 19 18 24 7 18 13 17 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-183delT NA NA NA NA 183
Chr17 3604626 GA G Chr17_3604626_GA_GGA_G INDEL 16059.59 29 11 8 20 11 19 18 24 7 18 13 17 9 7 29 11 8 20 11 19 18 24 7 18 13 17 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-183delT NA NA NA NA 13
Chr17 3604630 T TCTAGCAGTGChr17_3604630_T_TCTAGCAGTGT_TCTAGCAGTGINDEL 17590.59 29 11 8 20 12 19 19 25 7 18 13 19 10 7 29 11 8 20 12 19 19 25 7 18 13 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-187_-186insCACTGCTAGNA NA NA NA 187
Chr17 3604630 T TCTAGCAGTGChr17_3604630_T_TCTAGCAGTGT_TCTAGCAGTGINDEL 17590.59 29 11 8 20 12 19 19 25 7 18 13 19 10 7 29 11 8 20 12 19 19 25 7 18 13 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-187_-186insCACTGCTAGNA NA NA NA 17
Chr17 3604632 T C Chr17_3604632_T_CT_C SNP 17824.63 29 12 10 20 9 20 17 23 8 19 15 18 10 6 29 12 10 20 9 20 17 23 8 19 15 18 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-188A>G NA NA NA NA 188
Chr17 3604632 T C Chr17_3604632_T_CT_C SNP 17824.63 29 12 10 20 9 20 17 23 8 19 15 18 10 6 29 12 10 20 9 20 17 23 8 19 15 18 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-188A>G NA NA NA NA 18
Chr17 3604636 C G Chr17_3604636_C_GC_G SNP 16400.63 29 12 11 20 8 17 17 24 8 18 15 19 10 6 29 12 11 20 8 17 17 24 8 18 15 19 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-192G>C NA NA NA NA 192
Chr17 3604636 C G Chr17_3604636_C_GC_G SNP 16400.63 29 12 11 20 8 17 17 24 8 18 15 19 10 6 29 12 11 20 8 17 17 24 8 18 15 19 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-192G>C NA NA NA NA 22
Chr17 3604638 T C Chr17_3604638_T_CT_C SNP 16355.63 29 12 11 19 8 17 18 24 8 18 14 19 10 6 29 12 11 19 8 17 18 24 8 18 14 19 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-194A>G NA NA NA NA 194
Chr17 3604638 T C Chr17_3604638_T_CT_C SNP 16355.63 29 12 11 19 8 17 18 24 8 18 14 19 10 6 29 12 11 19 8 17 18 24 8 18 14 19 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-194A>G NA NA NA NA 24
Chr17 3604640 C G Chr17_3604640_C_GC_G SNP 16445.63 29 11 11 18 8 17 17 24 8 19 13 19 10 6 29 11 11 18 8 17 17 24 8 19 13 19 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-196G>C NA NA NA NA 196
Chr17 3604640 C G Chr17_3604640_C_GC_G SNP 16445.63 29 11 11 18 8 17 17 24 8 19 13 19 10 6 29 11 11 18 8 17 17 24 8 19 13 19 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-196G>C NA NA NA NA 26
Chr17 3604643 A G Chr17_3604643_A_GA_G SNP 16040.63 28 11 11 17 8 19 17 25 8 19 13 19 9 6 28 11 11 17 8 19 17 25 8 19 13 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-199T>C NA NA NA NA 199
Chr17 3604643 A G Chr17_3604643_A_GA_G SNP 16040.63 28 11 11 17 8 19 17 25 8 19 13 19 9 6 28 11 11 17 8 19 17 25 8 19 13 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-199T>C NA NA NA NA 29
Chr17 3604644 A G Chr17_3604644_A_GA_G SNP 16085.63 28 11 11 17 8 19 17 25 8 19 13 19 9 6 28 11 11 17 8 19 17 25 8 19 13 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-200T>C NA NA NA NA 200
Chr17 3604644 A G Chr17_3604644_A_GA_G SNP 16085.63 28 11 11 17 8 19 17 25 8 19 13 19 9 6 28 11 11 17 8 19 17 25 8 19 13 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-200T>C NA NA NA NA 30
Chr17 3604645 C G Chr17_3604645_C_GC_G SNP 15995.63 27 11 11 17 8 19 17 25 8 19 13 19 9 6 27 11 11 17 8 19 17 25 8 19 13 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-201G>C NA NA NA NA 201
Chr17 3604645 C G Chr17_3604645_C_GC_G SNP 15995.63 27 11 11 17 8 19 17 25 8 19 13 19 9 6 27 11 11 17 8 19 17 25 8 19 13 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-201G>C NA NA NA NA 31
Chr17 3604647 TATAA T Chr17_3604647_TATAA_TTATAA_T INDEL 16526.59 27 11 11 15 8 19 16 24 8 19 13 19 9 6 27 11 11 15 8 19 16 24 8 19 13 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-207_-204delTTATNA NA NA NA 204
Chr17 3604647 TATAA T Chr17_3604647_TATAA_TTATAA_T INDEL 16526.59 27 11 11 15 8 19 16 24 8 19 13 19 9 6 27 11 11 15 8 19 16 24 8 19 13 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-207_-204delTTATNA NA NA NA 34
Chr17 3604652 C CAG Chr17_3604652_C_CAGC_CAG INDEL 16166.59 26 11 11 16 9 19 16 24 8 19 13 19 9 6 26 11 11 16 9 19 16 24 8 19 13 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-209_-208insCTNA NA NA NA 209
Chr17 3604652 C CAG Chr17_3604652_C_CAGC_CAG INDEL 16166.59 26 11 11 16 9 19 16 24 8 19 13 19 9 6 26 11 11 16 9 19 16 24 8 19 13 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-209_-208insCTNA NA NA NA 39
Chr17 3604655 T TACC Chr17_3604655_T_TACCT_TACC INDEL 16391.59 26 11 12 15 9 21 17 24 8 18 13 19 10 5 26 11 12 15 9 21 17 24 8 18 13 19 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-212_-211insGGTNA NA NA NA 212
Chr17 3604655 T TACC Chr17_3604655_T_TACCT_TACC INDEL 16391.59 26 11 12 15 9 21 17 24 8 18 13 19 10 5 26 11 12 15 9 21 17 24 8 18 13 19 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-212_-211insGGTNA NA NA NA 42
Chr17 3604657 T G Chr17_3604657_T_GT_G SNP 16445.63 27 11 12 14 8 21 18 23 8 18 13 17 7 5 27 11 12 14 8 21 18 23 8 18 13 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-213A>C NA NA NA NA 213
Chr17 3604657 T G Chr17_3604657_T_GT_G SNP 16445.63 27 11 12 14 8 21 18 23 8 18 13 17 7 5 27 11 12 14 8 21 18 23 8 18 13 17 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-213A>C NA NA NA NA 43
Chr17 3604661 T TG Chr17_3604661_T_TGT_TG INDEL 15851.59 26 10 13 14 7 22 15 22 7 16 12 17 6 4 26 10 13 14 7 22 15 22 7 16 12 17 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-218dupC NA NA NA NA 218
Chr17 3604661 T TG Chr17_3604661_T_TGT_TG INDEL 15851.59 26 10 13 14 7 22 15 22 7 16 12 17 6 4 26 10 13 14 7 22 15 22 7 16 12 17 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-218dupC NA NA NA NA 48
Chr17 3604664 TTAATTTCCAGT Chr17_3604664_TTAATTTCCAG_TTTAATTTCCAG_TINDEL 14771.59 26 9 12 14 7 22 13 22 6 16 12 17 6 5 26 9 12 14 7 22 13 22 6 16 12 17 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905933protein_coding 01-janv c.-230_-221delCTGGAAATTANA NA NA NA 221
Chr17 3604664 TTAATTTCCAGT Chr17_3604664_TTAATTTCCAG_TTTAATTTCCAG_TINDEL 14771.59 26 9 12 14 7 22 13 22 6 16 12 17 6 5 26 9 12 14 7 22 13 22 6 16 12 17 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_4470Pp3c17_4470transcript PAC:32905934protein_codingNA c.-230_-221delCTGGAAATTANA NA NA NA 51
Chr17 3688824 C CAT Chr17_3688824_C_CATC_CAT INDEL 1649.93 0 0 0 0 0 0 0 0 7 17 7 8 5 8 15 11 7 15 17 18 25 13 7 17 7 9 5 8 0 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c17_4591Pp3c17_4591transcript PAC:32906840protein_codingNA c.-2843_-2842insATNA NA NA NA 2677
Chr17 3688824 C CAT Chr17_3688824_C_CATC_CAT INDEL 1649.93 0 0 0 0 0 0 0 0 7 17 7 8 5 8 15 11 7 15 17 18 25 13 7 17 7 9 5 8 0 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_4560Pp3c17_4560transcript PAC:32906745protein_codingNA c.*1134_*1135insATNA NA NA NA 473
Chr17 3688824 C CAT Chr17_3688824_C_CATC_CAT INDEL 1649.93 0 0 0 0 0 0 0 0 7 17 7 8 5 8 15 11 7 15 17 18 25 13 7 17 7 9 5 8 0 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_4600Pp3c17_4600transcript PAC:32906637protein_codingNA c.*3266_*3267insATNA NA NA NA 3266
Chr17 3688824 C CAT Chr17_3688824_C_CATC_CAT INDEL 1649.93 0 0 0 0 0 0 0 0 7 17 7 8 5 8 15 11 7 15 17 18 25 13 7 17 7 9 5 8 0 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_4560Pp3c17_4560transcript PAC:32906746protein_codingNA c.*1134_*1135insATNA NA NA NA 475
Chr17 3688824 C CAT Chr17_3688824_C_CATC_CAT INDEL 1649.93 0 0 0 0 0 0 0 0 7 17 7 8 5 8 15 11 7 15 17 18 25 13 7 17 7 9 5 8 0 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_4560Pp3c17_4560transcript PAC:32906747protein_codingNA c.*1274_*1275insATNA NA NA NA 475
Chr17 3688824 C CAT Chr17_3688824_C_CATC_CAT INDEL 1649.93 0 0 0 0 0 0 0 0 7 17 7 8 5 8 15 11 7 15 17 18 25 13 7 17 7 9 5 8 0 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_4600Pp3c17_4600transcript PAC:32906638protein_codingNA c.*3266_*3267insATNA NA NA NA 3266
Chr17 3688824 C CAT Chr17_3688824_C_CATC_CAT INDEL 1649.93 0 0 0 0 0 0 0 0 7 17 7 8 5 8 15 11 7 15 17 18 25 13 7 17 7 9 5 8 0 0 0 0 0 0 0 0 1 1 1 0.889 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c17_4560-Pp3c17_4591Pp3c17_4560-Pp3c17_4591intergenic_regionPp3c17_4560-Pp3c17_4591NA NA n.3688824_3688825insATNA NA NA NA NA
Chr17 3727666 GTA G Chr17_3727666_GTA_GGTA_G INDEL 217.37 2 1 9 0 1 1 0 0 0 0 0 0 1 0 22 12 10 15 13 24 16 11 14 5 10 10 9 5 0.091 0 0.9 0 0 0 0 0 0 0 0 0 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c17_4670Pp3c17_4670transcript PAC:32907833protein_codingNA c.-2628_-2627delTANA NA NA NA 2627
Chr17 3727666 GTA G Chr17_3727666_GTA_GGTA_G INDEL 217.37 2 1 9 0 1 1 0 0 0 0 0 0 1 0 22 12 10 15 13 24 16 11 14 5 10 10 9 5 0.091 0 0.9 0 0 0 0 0 0 0 0 0 0 0 0 1 1 2 0 0 1 upstream_gene_variantMODIFIER Pp3c17_4670Pp3c17_4670transcript PAC:32907834protein_codingNA c.-2853_-2852delTANA NA NA NA 2757
Chr17 3727666 GTA G Chr17_3727666_GTA_GGTA_G INDEL 217.37 2 1 9 0 1 1 0 0 0 0 0 0 1 0 22 12 10 15 13 24 16 11 14 5 10 10 9 5 0.091 0 0.9 0 0 0 0 0 0 0 0 0 0 0 0 1 1 2 0 0 1 intergenic_regionMODIFIER Pp3c17_4670-Pp3c17_4700Pp3c17_4670-Pp3c17_4700intergenic_regionPp3c17_4670-Pp3c17_4700NA NA n.3727667_3727668delTANA NA NA NA NA
Chr17 4103714 G GA Chr17_4103714_G_GAG_GA INDEL 19535.59 24 13 13 30 19 22 20 17 32 38 13 22 10 9 24 13 13 30 19 22 20 17 32 38 13 22 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_5360-Pp3c17_5390Pp3c17_5360-Pp3c17_5390intergenic_regionPp3c17_5360-Pp3c17_5390NA NA n.4103714_4103715insANA NA NA NA NA
Chr17 4195893 G T Chr17_4195893_G_TG_T SNP 8866.63 17 11 7 13 15 10 7 8 15 10 9 9 7 14 17 11 7 13 15 10 7 8 15 10 9 9 8 14 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_5460-Pp3c17_5550Pp3c17_5460-Pp3c17_5550intergenic_regionPp3c17_5460-Pp3c17_5550NA NA n.4195893G>TNA NA NA NA NA
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5720Pp3c17_5720transcript PAC:32906651protein_codingNA c.*1441_*1442insTANA NA NA NA 1049
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5710Pp3c17_5710transcript PAC:32907593protein_codingNA c.*2369_*2370insTANA NA NA NA 1977
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5730Pp3c17_5730transcript PAC:32906977protein_codingNA c.*651_*652insTANA NA NA NA 337
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5740Pp3c17_5740transcript PAC:32905970protein_codingNA c.*1928_*1929insTANA NA NA NA 1518
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5720Pp3c17_5720transcript PAC:32906652protein_codingNA c.*2178_*2179insTANA NA NA NA 1675
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5720Pp3c17_5720transcript PAC:32906654protein_codingNA c.*2178_*2179insTANA NA NA NA 1675
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5720Pp3c17_5720transcript PAC:32906653protein_codingNA c.*2369_*2370insTANA NA NA NA 1049
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5720Pp3c17_5720transcript PAC:32906655protein_codingNA c.*2369_*2370insTANA NA NA NA 1049
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5720Pp3c17_5720transcript PAC:32906656protein_codingNA c.*1441_*1442insTANA NA NA NA 1442
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5730Pp3c17_5730transcript PAC:32906978protein_codingNA c.*651_*652insTANA NA NA NA 651
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5740Pp3c17_5740transcript PAC:32905971protein_codingNA c.*1928_*1929insTANA NA NA NA 1576
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_5740Pp3c17_5740transcript PAC:32905972protein_codingNA c.*1928_*1929insTANA NA NA NA 1576
Chr17 4390107 T TTA Chr17_4390107_T_TTAT_TTA INDEL 1476.93 1 0 0 0 0 1 2 0 7 11 6 11 5 4 17 13 12 7 13 12 18 11 8 11 6 12 5 4 0 0 0 0 0 0 0.111 0 0.875 1 1 0.917 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c17_5720-Pp3c17_5730Pp3c17_5720-Pp3c17_5730intergenic_regionPp3c17_5720-Pp3c17_5730NA NA n.4390107_4390108insTANA NA NA NA NA
Chr17 4473493 ATTTGAG A Chr17_4473493_ATTTGAG_AATTTGAG_A INDEL 17752.59 28 15 13 26 15 19 20 16 24 12 14 19 11 10 28 15 13 26 15 19 20 16 24 12 14 19 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_5900-Pp3c17_5920Pp3c17_5900-Pp3c17_5920intergenic_regionPp3c17_5900-Pp3c17_5920NA NA n.4473494_4473499delTTTGAGNA NA NA NA NA
Chr17 4473509 G A Chr17_4473509_G_AG_A SNP 17609.63 27 15 13 25 14 18 19 16 23 10 14 19 11 10 27 15 13 25 14 18 19 16 23 10 14 19 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_5900-Pp3c17_5920Pp3c17_5900-Pp3c17_5920intergenic_regionPp3c17_5900-Pp3c17_5920NA NA n.4473509G>ANA NA NA NA NA
Chr17 4473515 A AG Chr17_4473515_A_AGA_AG INDEL 16841.59 27 14 13 22 14 18 19 16 21 10 14 18 11 10 27 14 13 22 14 18 19 16 21 10 14 18 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_5900-Pp3c17_5920Pp3c17_5900-Pp3c17_5920intergenic_regionPp3c17_5900-Pp3c17_5920NA NA n.4473515_4473516insGNA NA NA NA NA
Chr17 4473516 A ATTTG Chr17_4473516_A_ATTTGA_ATTTG INDEL 16751.59 27 14 12 22 14 18 19 16 21 11 14 19 11 10 27 14 12 22 14 18 19 16 21 11 14 19 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_5900-Pp3c17_5920Pp3c17_5900-Pp3c17_5920intergenic_regionPp3c17_5900-Pp3c17_5920NA NA n.4473516_4473517insTTTGNA NA NA NA NA
Chr17 4473519 T TTA Chr17_4473519_T_TTAT_TTA INDEL 15549.59 26 12 11 20 14 18 19 14 18 11 13 18 9 10 26 12 11 20 14 18 19 14 18 11 13 18 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_5900-Pp3c17_5920Pp3c17_5900-Pp3c17_5920intergenic_regionPp3c17_5900-Pp3c17_5920NA NA n.4473519_4473520insTANA NA NA NA NA
Chr17 4547503 C CA Chr17_4547503_C_CAC_CA INDEL 15308.59 22 10 11 22 14 23 33 16 19 22 15 27 10 17 22 10 11 22 14 23 33 16 19 22 15 27 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_6010-Pp3c17_6050Pp3c17_6010-Pp3c17_6050intergenic_regionPp3c17_6010-Pp3c17_6050NA NA n.4547503_4547504insANA NA NA NA NA
Chr17 4742183 C CA Chr17_4742183_C_CAC_CA INDEL 12897.59 25 19 10 19 13 17 17 20 21 18 8 7 8 12 25 19 10 19 13 17 17 20 21 18 8 7 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_6259Pp3c17_6259transcript PAC:32907416protein_codingNA c.-4741_-4740insTNA NA NA NA 4741
Chr17 4742183 C CA Chr17_4742183_C_CAC_CA INDEL 12897.59 25 19 10 19 13 17 17 20 21 18 8 7 8 12 25 19 10 19 13 17 17 20 21 18 8 7 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6260Pp3c17_6260transcript PAC:32905742protein_codingNA c.*4681_*4682insANA NA NA NA 4682
Chr17 4742183 C CA Chr17_4742183_C_CAC_CA INDEL 12897.59 25 19 10 19 13 17 17 20 21 18 8 7 8 12 25 19 10 19 13 17 17 20 21 18 8 7 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_6260-Pp3c17_6270Pp3c17_6260-Pp3c17_6270intergenic_regionPp3c17_6260-Pp3c17_6270NA NA n.4742183_4742184insANA NA NA NA NA
Chr17 4742223 A T Chr17_4742223_A_TA_T SNP 18401.63 24 21 14 25 19 24 21 19 26 21 15 10 13 19 24 21 14 25 19 24 21 19 26 21 15 10 13 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_6259Pp3c17_6259transcript PAC:32907416protein_codingNA c.-4780T>A NA NA NA NA 4780
Chr17 4742223 A T Chr17_4742223_A_TA_T SNP 18401.63 24 21 14 25 19 24 21 19 26 21 15 10 13 19 24 21 14 25 19 24 21 19 26 21 15 10 13 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6260Pp3c17_6260transcript PAC:32905742protein_codingNA c.*4721A>T NA NA NA NA 4721
Chr17 4742223 A T Chr17_4742223_A_TA_T SNP 18401.63 24 21 14 25 19 24 21 19 26 21 15 10 13 19 24 21 14 25 19 24 21 19 26 21 15 10 13 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_6260-Pp3c17_6270Pp3c17_6260-Pp3c17_6270intergenic_regionPp3c17_6260-Pp3c17_6270NA NA n.4742223A>TNA NA NA NA NA
Chr17 4779508 T TC Chr17_4779508_T_TCT_TC INDEL 16709.59 22 11 18 21 23 23 23 21 36 18 16 21 10 18 22 11 18 21 23 23 23 21 36 18 16 21 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_6310-Pp3c17_6370Pp3c17_6310-Pp3c17_6370intergenic_regionPp3c17_6310-Pp3c17_6370NA NA n.4779508_4779509insCNA NA NA NA NA
Chr17 4870136 G GAT Chr17_4870136_G_GATG_GAT INDEL 9354.59 19 17 16 19 17 21 26 16 23 14 9 5 4 7 19 17 16 19 18 21 26 17 23 15 10 5 4 7 1 1 1 1 0.944 1 1 0.941 1 0.933 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_6430Pp3c17_6430transcript PAC:32908504protein_codingNA c.-1512_-1511insATNA NA NA NA 1113
Chr17 4870136 G GAT Chr17_4870136_G_GATG_GAT INDEL 9354.59 19 17 16 19 17 21 26 16 23 14 9 5 4 7 19 17 16 19 18 21 26 17 23 15 10 5 4 7 1 1 1 1 0.944 1 1 0.941 1 0.933 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_6430Pp3c17_6430transcript PAC:32908506protein_codingNA c.-1512_-1511insATNA NA NA NA 1087
Chr17 4870136 G GAT Chr17_4870136_G_GATG_GAT INDEL 9354.59 19 17 16 19 17 21 26 16 23 14 9 5 4 7 19 17 16 19 18 21 26 17 23 15 10 5 4 7 1 1 1 1 0.944 1 1 0.941 1 0.933 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_6430Pp3c17_6430transcript PAC:32908505protein_codingNA c.-1512_-1511insATNA NA NA NA 1114
Chr17 4870136 G GAT Chr17_4870136_G_GATG_GAT INDEL 9354.59 19 17 16 19 17 21 26 16 23 14 9 5 4 7 19 17 16 19 18 21 26 17 23 15 10 5 4 7 1 1 1 1 0.944 1 1 0.941 1 0.933 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_6410-Pp3c17_6430Pp3c17_6410-Pp3c17_6430intergenic_regionPp3c17_6410-Pp3c17_6430NA NA n.4870136_4870137insATNA NA NA NA NA
Chr17 4924849 CTA C Chr17_4924849_CTA_CCTA_C INDEL 1379.35 22 13 9 1 0 0 0 0 0 0 1 0 0 0 22 13 9 21 13 18 19 21 10 10 13 9 12 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c17_6440-Pp3c17_6450Pp3c17_6440-Pp3c17_6450intergenic_regionPp3c17_6440-Pp3c17_6450NA NA n.4924850_4924851delTANA NA NA NA NA
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_6520Pp3c17_6520transcript PAC:32907274protein_codingNA c.-1334_-1333insTANA NA NA NA 1110
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_6520Pp3c17_6520transcript PAC:32907275protein_codingNA c.-1334_-1333insTANA NA NA NA 1132
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6500Pp3c17_6500transcript PAC:32905678protein_codingNA c.*5361_*5362insTANA NA NA NA 4901
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6510Pp3c17_6510transcript PAC:32908542protein_codingNA c.*2447_*2448insTANA NA NA NA 2448
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906131protein_codingNA c.*5135_*5136insTANA NA NA NA 4912
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6500Pp3c17_6500transcript PAC:32905685protein_codingNA c.*5361_*5362insTANA NA NA NA 4901
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6500Pp3c17_6500transcript PAC:32905680protein_codingNA c.*5361_*5362insTANA NA NA NA 4901
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6500Pp3c17_6500transcript PAC:32905681protein_codingNA c.*5361_*5362insTANA NA NA NA 4901
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6500Pp3c17_6500transcript PAC:32905679protein_codingNA c.*5361_*5362insTANA NA NA NA 4908
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6500Pp3c17_6500transcript PAC:32905682protein_codingNA c.*5361_*5362insTANA NA NA NA 4901
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6500Pp3c17_6500transcript PAC:32905683protein_codingNA c.*5361_*5362insTANA NA NA NA 4901
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6500Pp3c17_6500transcript PAC:32905684protein_codingNA c.*5361_*5362insTANA NA NA NA 4901
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6510Pp3c17_6510transcript PAC:32908543protein_codingNA c.*2447_*2448insTANA NA NA NA 2448
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906132protein_codingNA c.*5135_*5136insTANA NA NA NA 4912
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906135protein_codingNA c.*5135_*5136insTANA NA NA NA 4912
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906134protein_codingNA c.*5135_*5136insTANA NA NA NA 4912
Chr17 4988512 T TTA Chr17_4988512_T_TTAT_TTA INDEL 799.35 13 8 13 0 0 0 1 0 0 0 0 0 0 0 14 10 13 10 10 9 19 7 17 11 6 13 5 4 0.929 0.8 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c17_6510-Pp3c17_6520Pp3c17_6510-Pp3c17_6520intergenic_regionPp3c17_6510-Pp3c17_6520NA NA n.4988512_4988513insTANA NA NA NA NA
Chr17 4992971 C G Chr17_4992971_C_GC_G SNP 20620.63 26 13 20 21 18 24 36 19 23 21 16 21 9 15 26 13 20 21 18 24 36 19 23 21 16 21 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6520Pp3c17_6520transcript PAC:32907274protein_codingNA c.*1224C>G NA NA NA NA 623
Chr17 4992971 C G Chr17_4992971_C_GC_G SNP 20620.63 26 13 20 21 18 24 36 19 23 21 16 21 9 15 26 13 20 21 18 24 36 19 23 21 16 21 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906131protein_codingNA c.*677G>C NA NA NA NA 454
Chr17 4992971 C G Chr17_4992971_C_GC_G SNP 20620.63 26 13 20 21 18 24 36 19 23 21 16 21 9 15 26 13 20 21 18 24 36 19 23 21 16 21 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6540Pp3c17_6540transcript PAC:32906233protein_codingNA c.*4201G>C NA NA NA NA 3826
Chr17 4992971 C G Chr17_4992971_C_GC_G SNP 20620.63 26 13 20 21 18 24 36 19 23 21 16 21 9 15 26 13 20 21 18 24 36 19 23 21 16 21 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6520Pp3c17_6520transcript PAC:32907275protein_codingNA c.*1224C>G NA NA NA NA 784
Chr17 4992971 C G Chr17_4992971_C_GC_G SNP 20620.63 26 13 20 21 18 24 36 19 23 21 16 21 9 15 26 13 20 21 18 24 36 19 23 21 16 21 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906132protein_codingNA c.*677G>C NA NA NA NA 454
Chr17 4992971 C G Chr17_4992971_C_GC_G SNP 20620.63 26 13 20 21 18 24 36 19 23 21 16 21 9 15 26 13 20 21 18 24 36 19 23 21 16 21 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906135protein_codingNA c.*677G>C NA NA NA NA 454
Chr17 4992971 C G Chr17_4992971_C_GC_G SNP 20620.63 26 13 20 21 18 24 36 19 23 21 16 21 9 15 26 13 20 21 18 24 36 19 23 21 16 21 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906134protein_codingNA c.*677G>C NA NA NA NA 454
Chr17 4992971 C G Chr17_4992971_C_GC_G SNP 20620.63 26 13 20 21 18 24 36 19 23 21 16 21 9 15 26 13 20 21 18 24 36 19 23 21 16 21 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906133protein_codingNA c.*677G>C NA NA NA NA 677
Chr17 4992971 C G Chr17_4992971_C_GC_G SNP 20620.63 26 13 20 21 18 24 36 19 23 21 16 21 9 15 26 13 20 21 18 24 36 19 23 21 16 21 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6540Pp3c17_6540transcript PAC:32906234protein_codingNA c.*4201G>C NA NA NA NA 3822
Chr17 4992971 C G Chr17_4992971_C_GC_G SNP 20620.63 26 13 20 21 18 24 36 19 23 21 16 21 9 15 26 13 20 21 18 24 36 19 23 21 16 21 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_6520-Pp3c17_6530Pp3c17_6520-Pp3c17_6530intergenic_regionPp3c17_6520-Pp3c17_6530NA NA n.4992971C>GNA NA NA NA NA
Chr17 4992973 G T Chr17_4992973_G_TG_T SNP 20620.63 27 14 19 21 18 23 38 20 24 20 16 22 9 15 27 14 19 21 18 23 38 20 24 20 16 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6520Pp3c17_6520transcript PAC:32907274protein_codingNA c.*1226G>T NA NA NA NA 625
Chr17 4992973 G T Chr17_4992973_G_TG_T SNP 20620.63 27 14 19 21 18 23 38 20 24 20 16 22 9 15 27 14 19 21 18 23 38 20 24 20 16 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906131protein_codingNA c.*675C>A NA NA NA NA 452
Chr17 4992973 G T Chr17_4992973_G_TG_T SNP 20620.63 27 14 19 21 18 23 38 20 24 20 16 22 9 15 27 14 19 21 18 23 38 20 24 20 16 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6540Pp3c17_6540transcript PAC:32906233protein_codingNA c.*4199C>A NA NA NA NA 3824
Chr17 4992973 G T Chr17_4992973_G_TG_T SNP 20620.63 27 14 19 21 18 23 38 20 24 20 16 22 9 15 27 14 19 21 18 23 38 20 24 20 16 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6520Pp3c17_6520transcript PAC:32907275protein_codingNA c.*1226G>T NA NA NA NA 786
Chr17 4992973 G T Chr17_4992973_G_TG_T SNP 20620.63 27 14 19 21 18 23 38 20 24 20 16 22 9 15 27 14 19 21 18 23 38 20 24 20 16 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906132protein_codingNA c.*675C>A NA NA NA NA 452
Chr17 4992973 G T Chr17_4992973_G_TG_T SNP 20620.63 27 14 19 21 18 23 38 20 24 20 16 22 9 15 27 14 19 21 18 23 38 20 24 20 16 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906135protein_codingNA c.*675C>A NA NA NA NA 452
Chr17 4992973 G T Chr17_4992973_G_TG_T SNP 20620.63 27 14 19 21 18 23 38 20 24 20 16 22 9 15 27 14 19 21 18 23 38 20 24 20 16 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906134protein_codingNA c.*675C>A NA NA NA NA 452
Chr17 4992973 G T Chr17_4992973_G_TG_T SNP 20620.63 27 14 19 21 18 23 38 20 24 20 16 22 9 15 27 14 19 21 18 23 38 20 24 20 16 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6530Pp3c17_6530transcript PAC:32906133protein_codingNA c.*675C>A NA NA NA NA 675
Chr17 4992973 G T Chr17_4992973_G_TG_T SNP 20620.63 27 14 19 21 18 23 38 20 24 20 16 22 9 15 27 14 19 21 18 23 38 20 24 20 16 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6540Pp3c17_6540transcript PAC:32906234protein_codingNA c.*4199C>A NA NA NA NA 3820
Chr17 4992973 G T Chr17_4992973_G_TG_T SNP 20620.63 27 14 19 21 18 23 38 20 24 20 16 22 9 15 27 14 19 21 18 23 38 20 24 20 16 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_6520-Pp3c17_6530Pp3c17_6520-Pp3c17_6530intergenic_regionPp3c17_6520-Pp3c17_6530NA NA n.4992973G>TNA NA NA NA NA
Chr17 5164037 A G Chr17_5164037_A_GA_G SNP 18571.63 31 22 15 35 17 26 23 8 27 17 29 21 7 10 31 22 15 35 17 26 23 8 27 17 29 21 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_6760-Pp3c17_6790Pp3c17_6760-Pp3c17_6790intergenic_regionPp3c17_6760-Pp3c17_6790NA NA n.5164037A>GNA NA NA NA NA
Chr17 5207476 CAT C Chr17_5207476_CAT_CCAT_C INDEL 8171.59 19 12 13 12 16 11 28 14 12 16 8 14 5 5 20 12 13 12 17 11 28 14 13 16 9 14 5 5 0.95 1 1 1 0.941 1 1 1 0.923 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6820Pp3c17_6820transcript PAC:32907877protein_codingNA c.*3493_*3494delATNA NA NA NA 2714
Chr17 5207476 CAT C Chr17_5207476_CAT_CCAT_C INDEL 8171.59 19 12 13 12 16 11 28 14 12 16 8 14 5 5 20 12 13 12 17 11 28 14 13 16 9 14 5 5 0.95 1 1 1 0.941 1 1 1 0.923 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6820Pp3c17_6820transcript PAC:32907878protein_codingNA c.*3493_*3494delATNA NA NA NA 2766
Chr17 5207476 CAT C Chr17_5207476_CAT_CCAT_C INDEL 8171.59 19 12 13 12 16 11 28 14 12 16 8 14 5 5 20 12 13 12 17 11 28 14 13 16 9 14 5 5 0.95 1 1 1 0.941 1 1 1 0.923 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6820Pp3c17_6820transcript PAC:32907879protein_codingNA c.*3493_*3494delATNA NA NA NA 2766
Chr17 5207476 CAT C Chr17_5207476_CAT_CCAT_C INDEL 8171.59 19 12 13 12 16 11 28 14 12 16 8 14 5 5 20 12 13 12 17 11 28 14 13 16 9 14 5 5 0.95 1 1 1 0.941 1 1 1 0.923 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6820Pp3c17_6820transcript PAC:32907880protein_codingNA c.*3493_*3494delATNA NA NA NA 2766
Chr17 5207476 CAT C Chr17_5207476_CAT_CCAT_C INDEL 8171.59 19 12 13 12 16 11 28 14 12 16 8 14 5 5 20 12 13 12 17 11 28 14 13 16 9 14 5 5 0.95 1 1 1 0.941 1 1 1 0.923 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6820Pp3c17_6820transcript PAC:32907881protein_codingNA c.*3493_*3494delATNA NA NA NA 2766
Chr17 5207476 CAT C Chr17_5207476_CAT_CCAT_C INDEL 8171.59 19 12 13 12 16 11 28 14 12 16 8 14 5 5 20 12 13 12 17 11 28 14 13 16 9 14 5 5 0.95 1 1 1 0.941 1 1 1 0.923 1 0.889 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_6820Pp3c17_6820transcript PAC:32907882protein_codingNA c.*3493_*3494delATNA NA NA NA 2766
Chr17 5207476 CAT C Chr17_5207476_CAT_CCAT_C INDEL 8171.59 19 12 13 12 16 11 28 14 12 16 8 14 5 5 20 12 13 12 17 11 28 14 13 16 9 14 5 5 0.95 1 1 1 0.941 1 1 1 0.923 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_6790-Pp3c17_6820Pp3c17_6790-Pp3c17_6820intergenic_regionPp3c17_6790-Pp3c17_6820NA NA n.5207477_5207478delATNA NA NA NA NA
Chr17 5284815 T TA Chr17_5284815_T_TAT_TA INDEL 13496.59 28 14 15 13 16 28 38 24 16 23 13 9 14 17 28 14 15 13 16 28 38 24 16 23 13 9 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_6870-Pp3c17_6880Pp3c17_6870-Pp3c17_6880intergenic_regionPp3c17_6870-Pp3c17_6880NA NA n.5284815_5284816insANA NA NA NA NA
Chr17 5470620 C A Chr17_5470620_C_AC_A SNP 5432.29 0 0 0 23 20 18 17 25 0 0 0 0 0 0 25 16 17 23 20 18 17 25 25 23 18 12 11 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_7130-Pp3c17_7160Pp3c17_7130-Pp3c17_7160intergenic_regionPp3c17_7130-Pp3c17_7160NA NA n.5470620C>ANA NA NA NA NA
Chr17 5473842 C T Chr17_5473842_C_TC_T SNP 18281.63 22 12 15 22 22 31 22 23 35 26 18 21 10 9 22 12 15 22 22 31 22 23 35 26 18 21 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7130-Pp3c17_7160Pp3c17_7130-Pp3c17_7160intergenic_regionPp3c17_7130-Pp3c17_7160NA NA n.5473842C>TNA NA NA NA NA
Chr17 5585483 T C Chr17_5585483_T_CT_C SNP 16875.63 25 10 10 13 21 29 15 29 25 27 20 17 8 8 25 10 10 13 21 29 15 29 25 27 20 17 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_7330Pp3c17_7330transcript PAC:32907475protein_codingNA c.-3415A>G NA NA NA NA 3415
Chr17 5585483 T C Chr17_5585483_T_CT_C SNP 16875.63 25 10 10 13 21 29 15 29 25 27 20 17 8 8 25 10 10 13 21 29 15 29 25 27 20 17 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7330-Pp3c17_7350Pp3c17_7330-Pp3c17_7350intergenic_regionPp3c17_7330-Pp3c17_7350NA NA n.5585483T>CNA NA NA NA NA
Chr17 5603635 C A Chr17_5603635_C_AC_A SNP 21802.63 45 13 23 26 37 39 34 24 26 32 17 15 4 18 45 13 23 26 37 39 34 24 26 32 17 15 4 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_7390Pp3c17_7390transcript PAC:32907614protein_codingNA c.-2946C>A NA NA NA NA 1126
Chr17 5603635 C A Chr17_5603635_C_AC_A SNP 21802.63 45 13 23 26 37 39 34 24 26 32 17 15 4 18 45 13 23 26 37 39 34 24 26 32 17 15 4 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_7390Pp3c17_7390transcript PAC:32907615protein_codingNA c.-3511C>A NA NA NA NA 745
Chr17 5603635 C A Chr17_5603635_C_AC_A SNP 21802.63 45 13 23 26 37 39 34 24 26 32 17 15 4 18 45 13 23 26 37 39 34 24 26 32 17 15 4 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_7390Pp3c17_7390transcript PAC:32907616protein_codingNA c.-3511C>A NA NA NA NA 777
Chr17 5603635 C A Chr17_5603635_C_AC_A SNP 21802.63 45 13 23 26 37 39 34 24 26 32 17 15 4 18 45 13 23 26 37 39 34 24 26 32 17 15 4 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7360-Pp3c17_7390Pp3c17_7360-Pp3c17_7390intergenic_regionPp3c17_7360-Pp3c17_7390NA NA n.5603635C>ANA NA NA NA NA
Chr17 5884784 C T Chr17_5884784_C_TC_T SNP 11516.63 13 12 6 14 13 12 20 7 17 26 17 8 7 6 13 12 6 14 13 12 20 7 17 26 17 8 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5884784C>TNA NA NA NA NA



Chr17 5886442 G T Chr17_5886442_G_TG_T SNP 17700.63 17 10 14 32 15 26 22 17 13 26 8 13 10 15 17 10 14 32 15 26 22 17 13 26 8 13 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886442G>TNA NA NA NA NA
Chr17 5886445 T TA Chr17_5886445_T_TAT_TA INDEL 18360.59 17 10 15 32 16 27 22 17 11 27 8 10 11 15 17 10 15 32 16 27 22 17 11 27 8 10 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886445_5886446insANA NA NA NA NA
Chr17 5886463 G GC Chr17_5886463_G_GCG_GC INDEL 18056.59 17 11 11 34 13 24 23 18 16 25 9 13 8 16 17 11 11 34 13 24 23 18 16 25 9 13 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886463_5886464insCNA NA NA NA NA
Chr17 5886467 C CA Chr17_5886467_C_CAC_CA INDEL 17921.59 17 12 11 31 13 22 20 18 17 25 8 13 8 16 17 12 11 31 13 22 20 18 17 25 8 13 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886467_5886468insANA NA NA NA NA
Chr17 5886469 T A Chr17_5886469_T_AT_A SNP 17795.63 17 10 11 29 13 22 20 19 16 25 7 14 7 14 17 10 11 29 13 22 20 19 16 25 7 14 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886469T>ANA NA NA NA NA
Chr17 5886475 C CA Chr17_5886475_C_CAC_CA INDEL 17561.59 17 11 11 28 16 22 20 19 17 24 6 13 6 14 17 11 11 28 16 22 20 19 17 24 6 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886475_5886476insANA NA NA NA NA
Chr17 5886476 T TA Chr17_5886476_T_TAT_TA INDEL 17561.59 18 11 12 30 17 22 20 20 17 23 7 13 6 14 18 11 12 30 17 22 20 20 17 23 7 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886476_5886477insANA NA NA NA NA
Chr17 5886479 T A Chr17_5886479_T_AT_A SNP 17255.63 17 11 12 31 17 21 19 21 16 23 7 13 5 14 17 11 12 31 17 21 19 21 16 23 7 13 5 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886479T>ANA NA NA NA NA
Chr17 5886481 T A Chr17_5886481_T_AT_A SNP 17210.63 18 11 12 32 16 21 20 21 15 24 8 12 6 14 18 11 12 32 16 21 20 21 15 24 8 12 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886481T>ANA NA NA NA NA
Chr17 5886483 T A Chr17_5886483_T_AT_A SNP 17345.63 18 13 12 31 16 22 18 21 15 24 8 12 6 14 18 13 12 31 16 22 18 21 15 24 8 12 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886483T>ANA NA NA NA NA
Chr17 5886485 T A Chr17_5886485_T_AT_A SNP 17390.63 18 12 11 32 15 23 19 21 15 22 9 12 6 14 18 12 11 32 15 23 19 21 15 22 9 12 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886485T>ANA NA NA NA NA
Chr17 5886492 ACTTT A Chr17_5886492_ACTTT_AACTTT_A INDEL 17353.59 19 12 11 29 15 21 21 23 16 22 9 12 6 15 19 12 11 29 15 21 21 23 16 22 9 12 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886493_5886496delCTTTNA NA NA NA NA
Chr17 5886498 T C Chr17_5886498_T_CT_C SNP 16912.63 19 12 10 28 16 21 21 22 18 22 10 12 6 16 19 12 10 28 16 21 21 22 18 22 10 12 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886498T>CNA NA NA NA NA
Chr17 5886569 A AT Chr17_5886569_A_ATA_AT INDEL 15121.59 23 13 16 26 17 24 22 25 31 31 21 16 9 17 23 13 16 26 17 24 22 25 31 31 21 16 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_7910-Pp3c17_7930Pp3c17_7910-Pp3c17_7930intergenic_regionPp3c17_7910-Pp3c17_7930NA NA n.5886569_5886570insTNA NA NA NA NA
Chr17 5994652 C T Chr17_5994652_C_TC_T SNP 6845.29 0 0 0 27 21 36 31 35 0 0 0 0 0 0 32 17 21 27 22 36 31 35 22 26 14 14 13 10 0 0 0 1 0.955 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_8050-Pp3c17_8080Pp3c17_8050-Pp3c17_8080intergenic_regionPp3c17_8050-Pp3c17_8080NA NA n.5994652C>TNA NA NA NA NA
Chr17 6053771 C T Chr17_6053771_C_TC_T SNP 6186.29 0 0 0 25 33 23 22 19 0 0 0 0 0 0 27 13 17 25 33 23 22 19 24 26 16 26 5 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_8080-Pp3c17_8219Pp3c17_8080-Pp3c17_8219intergenic_regionPp3c17_8080-Pp3c17_8219NA NA n.6053771C>TNA NA NA NA NA
Chr17 6078615 C T Chr17_6078615_C_TC_T SNP 4130.29 0 0 0 18 11 17 20 15 0 0 0 0 0 0 11 14 11 18 11 17 20 15 15 14 14 9 4 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_8080-Pp3c17_8219Pp3c17_8080-Pp3c17_8219intergenic_regionPp3c17_8080-Pp3c17_8219NA NA n.6078615C>TNA NA NA NA NA
Chr17 6143210 A AAT Chr17_6143210_A_AATA_AAT INDEL 6942.37 14 8 6 20 10 15 17 15 15 9 6 0 4 9 14 8 6 20 10 16 17 16 15 10 6 14 4 9 1 1 1 1 1 0.938 1 0.938 1 0.9 1 0 1 1 0 14 14 0 6 5 3 intergenic_regionMODIFIER Pp3c17_8330-Pp3c17_8360Pp3c17_8330-Pp3c17_8360intergenic_regionPp3c17_8330-Pp3c17_8360NA NA n.6143210_6143211insATNA NA NA NA NA
Chr17 6230448 A T Chr17_6230448_A_TA_T SNP 10366.63 18 5 10 7 19 16 18 18 12 10 14 7 4 6 18 5 10 7 19 17 18 18 12 10 14 7 4 6 1 1 1 1 1 0.941 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_8470-Pp3c17_8500Pp3c17_8470-Pp3c17_8500intergenic_regionPp3c17_8470-Pp3c17_8500NA NA n.6230448A>TNA NA NA NA NA
Chr17 6508713 A AAT Chr17_6508713_A_AATA_AAT INDEL 2432.24 1 0 0 11 7 15 24 13 1 0 0 0 0 0 19 11 9 11 7 15 24 13 9 18 15 9 9 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_8810Pp3c17_8810transcript PAC:32905784protein_codingNA c.-3647_-3646insATNA NA NA NA 3646
Chr17 6508713 A AAT Chr17_6508713_A_AATA_AAT INDEL 2432.24 1 0 0 11 7 15 24 13 1 0 0 0 0 0 19 11 9 11 7 15 24 13 9 18 15 9 9 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_8770-Pp3c17_8810Pp3c17_8770-Pp3c17_8810intergenic_regionPp3c17_8770-Pp3c17_8810NA NA n.6508713_6508714insATNA NA NA NA NA
Chr17 6554855 T TA Chr17_6554855_T_TAT_TA INDEL 13888.59 24 21 14 18 17 26 42 21 13 30 4 13 12 12 24 21 14 18 17 26 42 21 13 30 4 13 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_8820-Pp3c17_8860Pp3c17_8820-Pp3c17_8860intergenic_regionPp3c17_8820-Pp3c17_8860NA NA n.6554855_6554856insANA NA NA NA NA
Chr17 6564078 G T Chr17_6564078_G_TG_T SNP 21151.63 43 11 18 27 23 31 31 29 25 21 14 18 18 9 43 11 18 27 23 31 31 29 25 21 14 18 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_8820-Pp3c17_8860Pp3c17_8820-Pp3c17_8860intergenic_regionPp3c17_8820-Pp3c17_8860NA NA n.6564078G>TNA NA NA NA NA
Chr17 6654534 C CA Chr17_6654534_C_CAC_CA INDEL 17220.59 28 19 17 20 23 32 29 24 35 25 12 13 9 10 28 19 17 20 23 32 29 24 35 25 12 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_8900-Pp3c17_8970Pp3c17_8900-Pp3c17_8970intergenic_regionPp3c17_8900-Pp3c17_8970NA NA n.6654534_6654535insANA NA NA NA NA
Chr17 7092485 A T Chr17_7092485_A_TA_T SNP 17129.63 25 9 10 28 16 27 27 22 18 24 7 20 10 7 25 9 10 28 16 27 27 22 18 24 7 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_9870Pp3c17_9870transcript PAC:32906979protein_codingNA c.-2410T>A NA NA NA NA 2356
Chr17 7092485 A T Chr17_7092485_A_TA_T SNP 17129.63 25 9 10 28 16 27 27 22 18 24 7 20 10 7 25 9 10 28 16 27 27 22 18 24 7 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_9890Pp3c17_9890transcript PAC:32905527protein_codingNA c.-1986A>T NA NA NA NA 1687
Chr17 7092485 A T Chr17_7092485_A_TA_T SNP 17129.63 25 9 10 28 16 27 27 22 18 24 7 20 10 7 25 9 10 28 16 27 27 22 18 24 7 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_9870Pp3c17_9870transcript PAC:32906985protein_codingNA c.-2410T>A NA NA NA NA 2356
Chr17 7092485 A T Chr17_7092485_A_TA_T SNP 17129.63 25 9 10 28 16 27 27 22 18 24 7 20 10 7 25 9 10 28 16 27 27 22 18 24 7 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_9870Pp3c17_9870transcript PAC:32906981protein_codingNA c.-2410T>A NA NA NA NA 2354
Chr17 7092485 A T Chr17_7092485_A_TA_T SNP 17129.63 25 9 10 28 16 27 27 22 18 24 7 20 10 7 25 9 10 28 16 27 27 22 18 24 7 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_9870Pp3c17_9870transcript PAC:32906980protein_codingNA c.-2410T>A NA NA NA NA 2368
Chr17 7092485 A T Chr17_7092485_A_TA_T SNP 17129.63 25 9 10 28 16 27 27 22 18 24 7 20 10 7 25 9 10 28 16 27 27 22 18 24 7 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_9870Pp3c17_9870transcript PAC:32906982protein_codingNA c.-2410T>A NA NA NA NA 2356
Chr17 7092485 A T Chr17_7092485_A_TA_T SNP 17129.63 25 9 10 28 16 27 27 22 18 24 7 20 10 7 25 9 10 28 16 27 27 22 18 24 7 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_9870Pp3c17_9870transcript PAC:32906986protein_codingNA c.-2410T>A NA NA NA NA 2356
Chr17 7092485 A T Chr17_7092485_A_TA_T SNP 17129.63 25 9 10 28 16 27 27 22 18 24 7 20 10 7 25 9 10 28 16 27 27 22 18 24 7 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_9870Pp3c17_9870transcript PAC:32906983protein_codingNA c.-2410T>A NA NA NA NA 2354
Chr17 7092485 A T Chr17_7092485_A_TA_T SNP 17129.63 25 9 10 28 16 27 27 22 18 24 7 20 10 7 25 9 10 28 16 27 27 22 18 24 7 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_9870Pp3c17_9870transcript PAC:32906984protein_codingNA c.-2410T>A NA NA NA NA 2356
Chr17 7092485 A T Chr17_7092485_A_TA_T SNP 17129.63 25 9 10 28 16 27 27 22 18 24 7 20 10 7 25 9 10 28 16 27 27 22 18 24 7 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_9890Pp3c17_9890transcript PAC:32905528protein_codingNA c.-1986A>T NA NA NA NA 1659
Chr17 7092485 A T Chr17_7092485_A_TA_T SNP 17129.63 25 9 10 28 16 27 27 22 18 24 7 20 10 7 25 9 10 28 16 27 27 22 18 24 7 20 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_9870-Pp3c17_9890Pp3c17_9870-Pp3c17_9890intergenic_regionPp3c17_9870-Pp3c17_9890NA NA n.7092485A>TNA NA NA NA NA
Chr17 7173286 TTA T Chr17_7173286_TTA_TTTA_T INDEL 7684.59 22 5 15 18 9 13 23 17 11 10 10 5 9 4 22 5 15 18 9 14 23 17 11 11 10 5 9 4 1 1 1 1 1 0.929 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_10090Pp3c17_10090transcript PAC:32905858protein_codingNA c.-2077_-2076delTANA NA NA NA 1850
Chr17 7173286 TTA T Chr17_7173286_TTA_TTTA_T INDEL 7684.59 22 5 15 18 9 13 23 17 11 10 10 5 9 4 22 5 15 18 9 14 23 17 11 11 10 5 9 4 1 1 1 1 1 0.929 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_10109Pp3c17_10109transcript PAC:32907179protein_codingNA c.-1851_-1850delTANA NA NA NA 1757
Chr17 7173286 TTA T Chr17_7173286_TTA_TTTA_T INDEL 7684.59 22 5 15 18 9 13 23 17 11 10 10 5 9 4 22 5 15 18 9 14 23 17 11 11 10 5 9 4 1 1 1 1 1 0.929 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_10090Pp3c17_10090transcript PAC:32905859protein_codingNA c.-2077_-2076delTANA NA NA NA 2076
Chr17 7173286 TTA T Chr17_7173286_TTA_TTTA_T INDEL 7684.59 22 5 15 18 9 13 23 17 11 10 10 5 9 4 22 5 15 18 9 14 23 17 11 11 10 5 9 4 1 1 1 1 1 0.929 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_10120Pp3c17_10120transcript PAC:32906707protein_codingNA c.*4165_*4166delTANA NA NA NA 3292
Chr17 7173286 TTA T Chr17_7173286_TTA_TTTA_T INDEL 7684.59 22 5 15 18 9 13 23 17 11 10 10 5 9 4 22 5 15 18 9 14 23 17 11 11 10 5 9 4 1 1 1 1 1 0.929 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_10120Pp3c17_10120transcript PAC:32906708protein_codingNA c.*4165_*4166delTANA NA NA NA 3160
Chr17 7173286 TTA T Chr17_7173286_TTA_TTTA_T INDEL 7684.59 22 5 15 18 9 13 23 17 11 10 10 5 9 4 22 5 15 18 9 14 23 17 11 11 10 5 9 4 1 1 1 1 1 0.929 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_10090-Pp3c17_10109Pp3c17_10090-Pp3c17_10109intergenic_regionPp3c17_10090-Pp3c17_10109NA NA n.7173287_7173288delTANA NA NA NA NA
Chr17 7309115 A AT Chr17_7309115_A_ATA_AT INDEL 5785.59 13 6 6 16 14 15 17 12 15 17 7 7 5 6 13 6 6 16 14 15 17 12 15 17 7 7 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_10270-Pp3c17_10380Pp3c17_10270-Pp3c17_10380intergenic_regionPp3c17_10270-Pp3c17_10380NA NA n.7309115_7309116insTNA NA NA NA NA
Chr17 7433331 A G Chr17_7433331_A_GA_G SNP 14907.63 11 11 13 15 15 21 35 14 22 17 13 19 6 13 11 11 13 15 15 21 35 14 22 17 13 19 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_10520-Pp3c17_10590Pp3c17_10520-Pp3c17_10590intergenic_regionPp3c17_10520-Pp3c17_10590NA NA n.7433331A>GNA NA NA NA NA
Chr17 7522446 G A Chr17_7522446_G_AG_A SNP 6517.63 13 9 10 7 13 9 15 7 5 5 6 5 4 5 13 9 10 8 13 9 15 7 5 5 6 5 4 5 1 1 1 0.875 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_10630-Pp3c17_10760Pp3c17_10630-Pp3c17_10760intergenic_regionPp3c17_10630-Pp3c17_10760NA NA n.7522446G>ANA NA NA NA NA
Chr17 7556731 A AATAT Chr17_7556731_A_AATATA_AATAT INDEL 11975.59 13 7 13 18 17 17 29 11 9 14 5 15 5 6 13 7 14 19 17 17 29 11 9 14 5 15 5 6 1 1 0.929 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_10760Pp3c17_10760transcript PAC:32907709protein_codingNA c.-5916_-5915insATATNA NA NA NA 4765
Chr17 7556731 A AATAT Chr17_7556731_A_AATATA_AATAT INDEL 11975.59 13 7 13 18 17 17 29 11 9 14 5 15 5 6 13 7 14 19 17 17 29 11 9 14 5 15 5 6 1 1 0.929 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_10780Pp3c17_10780transcript PAC:32907594protein_codingNA c.-716_-715insATATNA NA NA NA 417
Chr17 7556731 A AATAT Chr17_7556731_A_AATATA_AATAT INDEL 11975.59 13 7 13 18 17 17 29 11 9 14 5 15 5 6 13 7 14 19 17 17 29 11 9 14 5 15 5 6 1 1 0.929 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_10760Pp3c17_10760transcript PAC:32907710protein_codingNA c.-5916_-5915insATATNA NA NA NA 4713
Chr17 7556731 A AATAT Chr17_7556731_A_AATATA_AATAT INDEL 11975.59 13 7 13 18 17 17 29 11 9 14 5 15 5 6 13 7 14 19 17 17 29 11 9 14 5 15 5 6 1 1 0.929 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_10760Pp3c17_10760transcript PAC:32907711protein_codingNA c.-5916_-5915insATATNA NA NA NA 4785
Chr17 7556731 A AATAT Chr17_7556731_A_AATATA_AATAT INDEL 11975.59 13 7 13 18 17 17 29 11 9 14 5 15 5 6 13 7 14 19 17 17 29 11 9 14 5 15 5 6 1 1 0.929 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_10780Pp3c17_10780transcript PAC:32907595protein_codingNA c.-716_-715insATATNA NA NA NA 716
Chr17 7556731 A AATAT Chr17_7556731_A_AATATA_AATAT INDEL 11975.59 13 7 13 18 17 17 29 11 9 14 5 15 5 6 13 7 14 19 17 17 29 11 9 14 5 15 5 6 1 1 0.929 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_10780-Pp3c17_10850Pp3c17_10780-Pp3c17_10850intergenic_regionPp3c17_10780-Pp3c17_10850NA NA n.7556731_7556732insATATNA NA NA NA NA
Chr17 7570939 A AATCCTTGCTTATATACATCCATGTGTAATTTTCTTCATATCTTATAAATTAAGTATTTAAATACCATAAACTTTTTATTTATACCTChr17_7570939_A_AATCCTTGCTTATATACATCCATGTGTAATTTTCTTCATATCTTATAAATTAAGTATTTAAATACCATAAACTTTTTATTTATACCTA_AATCCTTGCTTATATACATCCATGTGTAATTTTCTTCATATCTTATAAATTAAGTATTTAAATACCATAAACTTTTTATTTATACCTINDEL 10810.59 16 13 6 13 18 12 11 18 11 6 5 14 4 5 16 13 6 13 18 12 11 18 11 6 5 14 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_10780-Pp3c17_10850Pp3c17_10780-Pp3c17_10850intergenic_regionPp3c17_10780-Pp3c17_10850NA NA n.7570939_7570940insATCCTTGCTTATATACATCCATGTGTAATTTTCTTCATATCTTATAAATTAAGTATTTAAATACCATAAACTTTTTATTTATACCTNA NA NA NA NA
Chr17 7612974 A AAT Chr17_7612974_A_AATA_AAT INDEL 1343.35 1 1 0 0 0 0 0 0 1 0 0 1 5 0 20 10 7 10 9 10 26 7 10 9 4 11 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0.833 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c17_10780-Pp3c17_10850Pp3c17_10780-Pp3c17_10850intergenic_regionPp3c17_10780-Pp3c17_10850NA NA n.7612974_7612975insATNA NA NA NA NA
Chr17 7960846 GTA G Chr17_7960846_GTA_GGTA_G INDEL 1778.24 0 5 1 0 1 1 1 0 0 0 0 0 0 0 18 5 10 13 7 19 22 17 6 10 12 9 7 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c17_11160Pp3c17_11160transcript PAC:32907217protein_codingNA c.-5670_-5669delTANA NA NA NA 3715
Chr17 7960846 GTA G Chr17_7960846_GTA_GGTA_G INDEL 1778.24 0 5 1 0 1 1 1 0 0 0 0 0 0 0 18 5 10 13 7 19 22 17 6 10 12 9 7 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c17_11160Pp3c17_11160transcript PAC:32907218protein_codingNA c.-5670_-5669delTANA NA NA NA 3701
Chr17 7960846 GTA G Chr17_7960846_GTA_GGTA_G INDEL 1778.24 0 5 1 0 1 1 1 0 0 0 0 0 0 0 18 5 10 13 7 19 22 17 6 10 12 9 7 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c17_11160-Pp3c17_11180Pp3c17_11160-Pp3c17_11180intergenic_regionPp3c17_11160-Pp3c17_11180NA NA n.7960847_7960848delTANA NA NA NA NA
Chr17 7987103 C CAT Chr17_7987103_C_CATC_CAT INDEL 1802.93 1 0 0 0 0 1 0 0 9 10 20 5 10 4 16 15 11 16 15 24 24 15 9 10 20 6 10 4 0 0 0 0 0 0 0 0 1 1 1 0.833 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c17_11160-Pp3c17_11180Pp3c17_11160-Pp3c17_11180intergenic_regionPp3c17_11160-Pp3c17_11180NA NA n.7987103_7987104insATNA NA NA NA NA
Chr17 8050110 C T Chr17_8050110_C_TC_T SNP 11518.29 19 16 10 0 0 1 0 0 20 19 15 20 16 10 19 16 10 25 26 37 29 33 20 19 15 20 16 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c17_11220-Pp3c17_11280Pp3c17_11220-Pp3c17_11280intergenic_regionPp3c17_11220-Pp3c17_11280NA NA n.8050110C>TNA NA NA NA NA
Chr17 8176309 G GAT Chr17_8176309_G_GATG_GAT INDEL 1657.24 3 0 0 9 15 10 20 13 0 0 0 1 0 0 24 10 8 11 16 10 22 15 5 6 4 7 5 4 0.125 0 0 0.818 0.938 1 0.909 0.867 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c17_11390Pp3c17_11390transcript PAC:32905959protein_codingNA c.-3962_-3961insATNA NA NA NA 1240
Chr17 8176309 G GAT Chr17_8176309_G_GATG_GAT INDEL 1657.24 3 0 0 9 15 10 20 13 0 0 0 1 0 0 24 10 8 11 16 10 22 15 5 6 4 7 5 4 0.125 0 0 0.818 0.938 1 0.909 0.867 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c17_11390Pp3c17_11390transcript PAC:32905960protein_codingNA c.-3962_-3961insATNA NA NA NA 1197
Chr17 8176309 G GAT Chr17_8176309_G_GATG_GAT INDEL 1657.24 3 0 0 9 15 10 20 13 0 0 0 1 0 0 24 10 8 11 16 10 22 15 5 6 4 7 5 4 0.125 0 0 0.818 0.938 1 0.909 0.867 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c17_11390Pp3c17_11390transcript PAC:32905962protein_codingNA c.-3962_-3961insATNA NA NA NA 1240
Chr17 8176309 G GAT Chr17_8176309_G_GATG_GAT INDEL 1657.24 3 0 0 9 15 10 20 13 0 0 0 1 0 0 24 10 8 11 16 10 22 15 5 6 4 7 5 4 0.125 0 0 0.818 0.938 1 0.909 0.867 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c17_11390Pp3c17_11390transcript PAC:32905961protein_codingNA c.-3962_-3961insATNA NA NA NA 3862
Chr17 8176309 G GAT Chr17_8176309_G_GATG_GAT INDEL 1657.24 3 0 0 9 15 10 20 13 0 0 0 1 0 0 24 10 8 11 16 10 22 15 5 6 4 7 5 4 0.125 0 0 0.818 0.938 1 0.909 0.867 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c17_11374-Pp3c17_11390Pp3c17_11374-Pp3c17_11390intergenic_regionPp3c17_11374-Pp3c17_11390NA NA n.8176309_8176310insATNA NA NA NA NA
Chr17 8238096 CAT C Chr17_8238096_CAT_CCAT_C INDEL 9094.59 14 12 14 12 17 18 22 9 14 15 14 19 5 8 15 12 15 12 19 18 23 9 14 15 14 19 5 8 0.933 1 0.933 1 0.895 1 0.957 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_11550Pp3c17_11550transcript PAC:32906293protein_codingNA c.-2802_-2801delATNA NA NA NA 2242
Chr17 8238096 CAT C Chr17_8238096_CAT_CCAT_C INDEL 9094.59 14 12 14 12 17 18 22 9 14 15 14 19 5 8 15 12 15 12 19 18 23 9 14 15 14 19 5 8 0.933 1 0.933 1 0.895 1 0.957 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_11570Pp3c17_11570transcript PAC:32907057protein_codingNA c.-3344_-3343delATNA NA NA NA 1696
Chr17 8238096 CAT C Chr17_8238096_CAT_CCAT_C INDEL 9094.59 14 12 14 12 17 18 22 9 14 15 14 19 5 8 15 12 15 12 19 18 23 9 14 15 14 19 5 8 0.933 1 0.933 1 0.895 1 0.957 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_11550Pp3c17_11550transcript PAC:32906294protein_codingNA c.-2802_-2801delATNA NA NA NA 2242
Chr17 8238096 CAT C Chr17_8238096_CAT_CCAT_C INDEL 9094.59 14 12 14 12 17 18 22 9 14 15 14 19 5 8 15 12 15 12 19 18 23 9 14 15 14 19 5 8 0.933 1 0.933 1 0.895 1 0.957 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_11550Pp3c17_11550transcript PAC:32906295protein_codingNA c.-2802_-2801delATNA NA NA NA 2242
Chr17 8238096 CAT C Chr17_8238096_CAT_CCAT_C INDEL 9094.59 14 12 14 12 17 18 22 9 14 15 14 19 5 8 15 12 15 12 19 18 23 9 14 15 14 19 5 8 0.933 1 0.933 1 0.895 1 0.957 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_11570Pp3c17_11570transcript PAC:32907060protein_codingNA c.-3344_-3343delATNA NA NA NA 460
Chr17 8238096 CAT C Chr17_8238096_CAT_CCAT_C INDEL 9094.59 14 12 14 12 17 18 22 9 14 15 14 19 5 8 15 12 15 12 19 18 23 9 14 15 14 19 5 8 0.933 1 0.933 1 0.895 1 0.957 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_11570Pp3c17_11570transcript PAC:32907059protein_codingNA c.-3344_-3343delATNA NA NA NA 462
Chr17 8238096 CAT C Chr17_8238096_CAT_CCAT_C INDEL 9094.59 14 12 14 12 17 18 22 9 14 15 14 19 5 8 15 12 15 12 19 18 23 9 14 15 14 19 5 8 0.933 1 0.933 1 0.895 1 0.957 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_11570Pp3c17_11570transcript PAC:32907058protein_codingNA c.-3344_-3343delATNA NA NA NA 584
Chr17 8238096 CAT C Chr17_8238096_CAT_CCAT_C INDEL 9094.59 14 12 14 12 17 18 22 9 14 15 14 19 5 8 15 12 15 12 19 18 23 9 14 15 14 19 5 8 0.933 1 0.933 1 0.895 1 0.957 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_11550-Pp3c17_11570Pp3c17_11550-Pp3c17_11570intergenic_regionPp3c17_11550-Pp3c17_11570NA NA n.8238097_8238098delATNA NA NA NA NA
Chr17 8345933 A AAT Chr17_8345933_A_AATA_AAT INDEL 1574.93 1 3 0 0 0 1 1 0 13 9 7 12 4 10 15 13 11 15 10 24 15 14 14 9 7 12 4 10 0 0.231 0 0 0 0 0 0 0.929 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c17_11764-Pp3c17_11810Pp3c17_11764-Pp3c17_11810intergenic_regionPp3c17_11764-Pp3c17_11810NA NA n.8345933_8345934insATNA NA NA NA NA
Chr17 8429309 T TTC Chr17_8429309_T_TTCT_TTC INDEL 16713.59 30 12 7 29 15 26 26 17 20 17 5 8 8 9 30 12 7 29 15 26 26 17 20 17 5 8 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_11888Pp3c17_11888transcript PAC:32908513protein_codingNA c.-1169_-1168insTCNA NA NA NA 1086
Chr17 8429309 T TTC Chr17_8429309_T_TTCT_TTC INDEL 16713.59 30 12 7 29 15 26 26 17 20 17 5 8 8 9 30 12 7 29 15 26 26 17 20 17 5 8 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_11870-Pp3c17_11888Pp3c17_11870-Pp3c17_11888intergenic_regionPp3c17_11870-Pp3c17_11888NA NA n.8429309_8429310insTCNA NA NA NA NA
Chr17 8429311 AT A Chr17_8429311_AT_AAT_A INDEL 16713.59 30 12 7 28 14 27 27 17 21 20 5 10 8 9 30 12 7 28 14 27 27 17 21 20 5 10 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_11888Pp3c17_11888transcript PAC:32908513protein_codingNA c.-1166delT NA NA NA NA 1084
Chr17 8429311 AT A Chr17_8429311_AT_AAT_A INDEL 16713.59 30 12 7 28 14 27 27 17 21 20 5 10 8 9 30 12 7 28 14 27 27 17 21 20 5 10 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_11870-Pp3c17_11888Pp3c17_11870-Pp3c17_11888intergenic_regionPp3c17_11870-Pp3c17_11888NA NA n.8429312delTNA NA NA NA NA
Chr17 8429408 C T Chr17_8429408_C_TC_T SNP 14379.63 32 13 11 21 18 26 25 12 14 17 8 15 12 5 32 13 11 21 18 26 25 12 14 17 8 15 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_11888Pp3c17_11888transcript PAC:32908513protein_codingNA c.-1070C>T NA NA NA NA 988
Chr17 8429408 C T Chr17_8429408_C_TC_T SNP 14379.63 32 13 11 21 18 26 25 12 14 17 8 15 12 5 32 13 11 21 18 26 25 12 14 17 8 15 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_11870-Pp3c17_11888Pp3c17_11870-Pp3c17_11888intergenic_regionPp3c17_11870-Pp3c17_11888NA NA n.8429408C>TNA NA NA NA NA
Chr17 8523255 C CAT Chr17_8523255_C_CATC_CAT INDEL 24193.59 39 14 16 25 32 33 47 20 29 28 10 14 12 11 39 14 16 25 32 33 47 20 29 28 10 14 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_11890-Pp3c17_11970Pp3c17_11890-Pp3c17_11970intergenic_regionPp3c17_11890-Pp3c17_11970NA NA n.8523255_8523256insATNA NA NA NA NA
Chr17 8689316 G A Chr17_8689316_G_AG_A SNP 3733.98 0 0 0 0 0 0 0 0 18 19 19 20 8 5 19 12 13 26 20 21 25 20 18 19 19 20 8 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c17_12110-Pp3c17_12270Pp3c17_12110-Pp3c17_12270intergenic_regionPp3c17_12110-Pp3c17_12270NA NA n.8689316G>ANA NA NA NA NA
Chr17 8887067 C CAT Chr17_8887067_C_CATC_CAT INDEL 3661.91 0 0 0 9 7 19 21 6 0 1 1 7 0 0 21 5 10 9 7 20 21 6 5 6 9 7 6 5 0 0 0 1 1 0.95 1 1 0 0 0 1 0 0 0 6 6 0 1 5 0 upstream_gene_variantMODIFIER Pp3c17_12360Pp3c17_12360transcript PAC:32908346protein_codingNA c.-4727_-4726insATNA NA NA NA 4727
Chr17 8887067 C CAT Chr17_8887067_C_CATC_CAT INDEL 3661.91 0 0 0 9 7 19 21 6 0 1 1 7 0 0 21 5 10 9 7 20 21 6 5 6 9 7 6 5 0 0 0 1 1 0.95 1 1 0 0 0 1 0 0 0 6 6 0 1 5 0 upstream_gene_variantMODIFIER Pp3c17_12390Pp3c17_12390transcript PAC:32906016protein_codingNA c.-497_-496insATNA NA NA NA 497
Chr17 8887067 C CAT Chr17_8887067_C_CATC_CAT INDEL 3661.91 0 0 0 9 7 19 21 6 0 1 1 7 0 0 21 5 10 9 7 20 21 6 5 6 9 7 6 5 0 0 0 1 1 0.95 1 1 0 0 0 1 0 0 0 6 6 0 1 5 0 upstream_gene_variantMODIFIER Pp3c17_12400Pp3c17_12400transcript PAC:32906785protein_codingNA c.-34_-33insATNA NA NA NA 34
Chr17 8887067 C CAT Chr17_8887067_C_CATC_CAT INDEL 3661.91 0 0 0 9 7 19 21 6 0 1 1 7 0 0 21 5 10 9 7 20 21 6 5 6 9 7 6 5 0 0 0 1 1 0.95 1 1 0 0 0 1 0 0 0 6 6 0 1 5 0 downstream_gene_variantMODIFIER Pp3c17_12370Pp3c17_12370transcript PAC:32905992protein_codingNA c.*2634_*2635insATNA NA NA NA 2635
Chr17 8887067 C CAT Chr17_8887067_C_CATC_CAT INDEL 3661.91 0 0 0 9 7 19 21 6 0 1 1 7 0 0 21 5 10 9 7 20 21 6 5 6 9 7 6 5 0 0 0 1 1 0.95 1 1 0 0 0 1 0 0 0 6 6 0 1 5 0 downstream_gene_variantMODIFIER Pp3c17_12370Pp3c17_12370transcript PAC:32905995protein_codingNA c.*2502_*2503insATNA NA NA NA 1623
Chr17 8887067 C CAT Chr17_8887067_C_CATC_CAT INDEL 3661.91 0 0 0 9 7 19 21 6 0 1 1 7 0 0 21 5 10 9 7 20 21 6 5 6 9 7 6 5 0 0 0 1 1 0.95 1 1 0 0 0 1 0 0 0 6 6 0 1 5 0 downstream_gene_variantMODIFIER Pp3c17_12370Pp3c17_12370transcript PAC:32905994protein_codingNA c.*2502_*2503insATNA NA NA NA 1558
Chr17 8887067 C CAT Chr17_8887067_C_CATC_CAT INDEL 3661.91 0 0 0 9 7 19 21 6 0 1 1 7 0 0 21 5 10 9 7 20 21 6 5 6 9 7 6 5 0 0 0 1 1 0.95 1 1 0 0 0 1 0 0 0 6 6 0 1 5 0 downstream_gene_variantMODIFIER Pp3c17_12370Pp3c17_12370transcript PAC:32905997protein_codingNA c.*2502_*2503insATNA NA NA NA 1558
Chr17 8887067 C CAT Chr17_8887067_C_CATC_CAT INDEL 3661.91 0 0 0 9 7 19 21 6 0 1 1 7 0 0 21 5 10 9 7 20 21 6 5 6 9 7 6 5 0 0 0 1 1 0.95 1 1 0 0 0 1 0 0 0 6 6 0 1 5 0 downstream_gene_variantMODIFIER Pp3c17_12370Pp3c17_12370transcript PAC:32905996protein_codingNA c.*2502_*2503insATNA NA NA NA 1557
Chr17 8887067 C CAT Chr17_8887067_C_CATC_CAT INDEL 3661.91 0 0 0 9 7 19 21 6 0 1 1 7 0 0 21 5 10 9 7 20 21 6 5 6 9 7 6 5 0 0 0 1 1 0.95 1 1 0 0 0 1 0 0 0 6 6 0 1 5 0 downstream_gene_variantMODIFIER Pp3c17_12370Pp3c17_12370transcript PAC:32905993protein_codingNA c.*2634_*2635insATNA NA NA NA 2469
Chr17 8887067 C CAT Chr17_8887067_C_CATC_CAT INDEL 3661.91 0 0 0 9 7 19 21 6 0 1 1 7 0 0 21 5 10 9 7 20 21 6 5 6 9 7 6 5 0 0 0 1 1 0.95 1 1 0 0 0 1 0 0 0 6 6 0 1 5 0 intergenic_regionMODIFIER Pp3c17_12400-Pp3c17_12450Pp3c17_12400-Pp3c17_12450intergenic_regionPp3c17_12400-Pp3c17_12450NA NA n.8887067_8887068insATNA NA NA NA NA
Chr17 9120593 A AAT Chr17_9120593_A_AATA_AAT INDEL 3535.93 0 0 0 0 0 0 1 0 15 23 16 10 9 8 22 10 17 15 18 15 36 23 15 23 16 10 9 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_12810Pp3c17_12810transcript PAC:32907383protein_codingNA c.*4319_*4320insATNA NA NA NA 3661
Chr17 9120593 A AAT Chr17_9120593_A_AATA_AAT INDEL 3535.93 0 0 0 0 0 0 1 0 15 23 16 10 9 8 22 10 17 15 18 15 36 23 15 23 16 10 9 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_12820Pp3c17_12820transcript PAC:32905580protein_codingNA c.*361_*362insATNA NA NA NA 182
Chr17 9120593 A AAT Chr17_9120593_A_AATA_AAT INDEL 3535.93 0 0 0 0 0 0 1 0 15 23 16 10 9 8 22 10 17 15 18 15 36 23 15 23 16 10 9 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_12810Pp3c17_12810transcript PAC:32907384protein_codingNA c.*4319_*4320insATNA NA NA NA 3726
Chr17 9120593 A AAT Chr17_9120593_A_AATA_AAT INDEL 3535.93 0 0 0 0 0 0 1 0 15 23 16 10 9 8 22 10 17 15 18 15 36 23 15 23 16 10 9 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c17_12820Pp3c17_12820transcript PAC:32905581protein_codingNA c.*361_*362insATNA NA NA NA 362
Chr17 9120593 A AAT Chr17_9120593_A_AATA_AAT INDEL 3535.93 0 0 0 0 0 0 1 0 15 23 16 10 9 8 22 10 17 15 18 15 36 23 15 23 16 10 9 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c17_12820-Pp3c17_12850Pp3c17_12820-Pp3c17_12850intergenic_regionPp3c17_12820-Pp3c17_12850NA NA n.9120593_9120594insATNA NA NA NA NA
Chr17 9185937 C CT Chr17_9185937_C_CTC_CT INDEL 12769.59 22 13 8 12 9 26 24 19 20 20 10 21 16 9 22 13 8 12 9 26 24 19 20 20 10 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_12999Pp3c17_12999transcript PAC:32906922protein_codingNA c.-4141_-4140insTNA NA NA NA 3867
Chr17 9185937 C CT Chr17_9185937_C_CTC_CT INDEL 12769.59 22 13 8 12 9 26 24 19 20 20 10 21 16 9 22 13 8 12 9 26 24 19 20 20 10 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_12980Pp3c17_12980transcript PAC:32907390protein_codingNA c.*2383_*2384insTNA NA NA NA 2020
Chr17 9185937 C CT Chr17_9185937_C_CTC_CT INDEL 12769.59 22 13 8 12 9 26 24 19 20 20 10 21 16 9 22 13 8 12 9 26 24 19 20 20 10 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_12980Pp3c17_12980transcript PAC:32907391protein_codingNA c.*2383_*2384insTNA NA NA NA 2034
Chr17 9185937 C CT Chr17_9185937_C_CTC_CT INDEL 12769.59 22 13 8 12 9 26 24 19 20 20 10 21 16 9 22 13 8 12 9 26 24 19 20 20 10 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_12980-Pp3c17_12999Pp3c17_12980-Pp3c17_12999intergenic_regionPp3c17_12980-Pp3c17_12999NA NA n.9185937_9185938insTNA NA NA NA NA
Chr17 9245175 C G Chr17_9245175_C_GC_G SNP 11349.63 13 8 9 14 6 8 22 9 10 18 10 8 7 7 13 8 9 14 6 8 22 9 10 18 10 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3452G>C NA NA NA NA 3452
Chr17 9245175 C G Chr17_9245175_C_GC_G SNP 11349.63 13 8 9 14 6 8 22 9 10 18 10 8 7 7 13 8 9 14 6 8 22 9 10 18 10 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245175C>GNA NA NA NA NA
Chr17 9245176 T G Chr17_9245176_T_GT_G SNP 11484.63 13 8 9 14 6 8 22 9 10 18 11 8 7 7 13 8 9 14 6 8 22 9 10 18 11 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3451A>C NA NA NA NA 3451
Chr17 9245176 T G Chr17_9245176_T_GT_G SNP 11484.63 13 8 9 14 6 8 22 9 10 18 11 8 7 7 13 8 9 14 6 8 22 9 10 18 11 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245176T>GNA NA NA NA NA
Chr17 9245178 ACT A Chr17_9245178_ACT_AACT_A INDEL 11745.59 13 7 9 15 8 9 21 9 10 19 11 8 7 7 13 7 9 15 8 9 21 9 10 19 11 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3447_*3448delAGNA NA NA NA 3448
Chr17 9245178 ACT A Chr17_9245178_ACT_AACT_A INDEL 11745.59 13 7 9 15 8 9 21 9 10 19 11 8 7 7 13 7 9 15 8 9 21 9 10 19 11 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245179_9245180delCTNA NA NA NA NA
Chr17 9245183 T TAG Chr17_9245183_T_TAGT_TAG INDEL 13405.59 14 8 9 14 8 10 23 9 10 19 11 8 9 8 14 8 9 14 8 10 23 9 10 19 11 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3443_*3444insCTNA NA NA NA 3443
Chr17 9245183 T TAG Chr17_9245183_T_TAGT_TAG INDEL 13405.59 14 8 9 14 8 10 23 9 10 19 11 8 9 8 14 8 9 14 8 10 23 9 10 19 11 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245183_9245184insAGNA NA NA NA NA
Chr17 9245184 T TGGCTAC Chr17_9245184_T_TGGCTACT_TGGCTAC INDEL 13352.59 15 8 9 14 10 10 23 9 11 19 11 8 9 8 15 8 9 14 10 10 23 9 11 19 11 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3442_*3443insGTAGCCNA NA NA NA 3442
Chr17 9245184 T TGGCTAC Chr17_9245184_T_TGGCTACT_TGGCTAC INDEL 13352.59 15 8 9 14 10 10 23 9 11 19 11 8 9 8 15 8 9 14 10 10 23 9 11 19 11 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245184_9245185insGGCTACNA NA NA NA NA
Chr17 9245187 AAAATG A Chr17_9245187_AAAATG_AAAAATG_A INDEL 13207.59 16 9 9 15 11 10 26 9 11 23 15 7 9 9 16 9 9 15 11 10 26 9 11 23 15 7 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3435_*3439delCATTTNA NA NA NA 3439
Chr17 9245187 AAAATG A Chr17_9245187_AAAATG_AAAAATG_A INDEL 13207.59 16 9 9 15 11 10 26 9 11 23 15 7 9 9 16 9 9 15 11 10 26 9 11 23 15 7 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245188_9245192delAAATGNA NA NA NA NA
Chr17 9245274 A AT Chr17_9245274_A_ATA_AT INDEL 9925.59 12 5 7 10 10 8 21 7 11 18 8 6 5 7 12 5 7 10 10 8 21 7 11 18 8 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3352_*3353insANA NA NA NA 3352
Chr17 9245274 A AT Chr17_9245274_A_ATA_AT INDEL 9925.59 12 5 7 10 10 8 21 7 11 18 8 6 5 7 12 5 7 10 10 8 21 7 11 18 8 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245274_9245275insTNA NA NA NA NA
Chr17 9245277 GAA G Chr17_9245277_GAA_GGAA_G INDEL 10195.59 12 5 9 10 10 9 21 7 11 18 8 6 5 8 12 5 9 10 10 9 21 7 11 18 8 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3348_*3349delTTNA NA NA NA 3349
Chr17 9245277 GAA G Chr17_9245277_GAA_GGAA_G INDEL 10195.59 12 5 9 10 10 9 21 7 11 18 8 6 5 8 12 5 9 10 10 9 21 7 11 18 8 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245278_9245279delAANA NA NA NA NA
Chr17 9245282 ATACACTTT A Chr17_9245282_ATACACTTT_AATACACTTT_AINDEL 10522.59 12 5 9 11 11 10 20 7 11 18 8 6 5 8 12 5 9 11 11 10 20 7 11 18 8 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3337_*3344delAAAGTGTANA NA NA NA 3344
Chr17 9245282 ATACACTTT A Chr17_9245282_ATACACTTT_AATACACTTT_AINDEL 10522.59 12 5 9 11 11 10 20 7 11 18 8 6 5 8 12 5 9 11 11 10 20 7 11 18 8 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245283_9245290delTACACTTTNA NA NA NA NA
Chr17 9245294 A G Chr17_9245294_A_GA_G SNP 10685.63 12 5 9 11 11 11 18 8 10 17 9 6 5 8 12 5 9 11 11 11 18 8 10 17 9 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3333T>C NA NA NA NA 3333
Chr17 9245294 A G Chr17_9245294_A_GA_G SNP 10685.63 12 5 9 11 11 11 18 8 10 17 9 6 5 8 12 5 9 11 11 11 18 8 10 17 9 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245294A>GNA NA NA NA NA
Chr17 9245295 A AGG Chr17_9245295_A_AGGA_AGG INDEL 10721.59 12 5 9 11 11 11 17 7 10 16 9 6 5 8 12 5 9 11 11 11 17 7 10 16 9 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3331_*3332insCCNA NA NA NA 3331
Chr17 9245295 A AGG Chr17_9245295_A_AGGA_AGG INDEL 10721.59 12 5 9 11 11 11 17 7 10 16 9 6 5 8 12 5 9 11 11 11 17 7 10 16 9 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245295_9245296insGGNA NA NA NA NA
Chr17 9245298 T G Chr17_9245298_T_GT_G SNP 10505.63 12 5 8 12 13 10 18 7 10 16 10 6 6 6 12 5 8 12 13 10 18 7 10 16 10 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3329A>C NA NA NA NA 3329
Chr17 9245298 T G Chr17_9245298_T_GT_G SNP 10505.63 12 5 8 12 13 10 18 7 10 16 10 6 6 6 12 5 8 12 13 10 18 7 10 16 10 6 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245298T>GNA NA NA NA NA
Chr17 9245301 C G Chr17_9245301_C_GC_G SNP 10595.63 14 6 8 12 14 10 18 7 10 16 10 6 5 6 14 6 8 12 14 10 18 7 10 16 10 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3326G>C NA NA NA NA 3326
Chr17 9245301 C G Chr17_9245301_C_GC_G SNP 10595.63 14 6 8 12 14 10 18 7 10 16 10 6 5 6 14 6 8 12 14 10 18 7 10 16 10 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245301C>GNA NA NA NA NA
Chr17 9245303 TA T Chr17_9245303_TA_TTA_T INDEL 10541.59 13 6 8 12 14 10 18 7 11 16 11 6 5 6 13 6 8 12 14 10 18 7 11 16 11 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3323delT NA NA NA NA 3323
Chr17 9245303 TA T Chr17_9245303_TA_TTA_T INDEL 10541.59 13 6 8 12 14 10 18 7 11 16 11 6 5 6 13 6 8 12 14 10 18 7 11 16 11 6 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245304delANA NA NA NA NA
Chr17 9245307 A T Chr17_9245307_A_TA_T SNP 10640.63 13 7 8 11 13 11 18 7 11 15 13 6 5 7 13 7 8 11 13 11 18 7 11 15 13 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3320T>A NA NA NA NA 3320
Chr17 9245307 A T Chr17_9245307_A_TA_T SNP 10640.63 13 7 8 11 13 11 18 7 11 15 13 6 5 7 13 7 8 11 13 11 18 7 11 15 13 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245307A>TNA NA NA NA NA
Chr17 9245310 T TCC Chr17_9245310_T_TCCT_TCC INDEL 10991.59 13 7 8 11 13 10 19 7 11 15 13 6 5 7 13 7 8 11 13 10 19 7 11 15 13 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3316_*3317insGGNA NA NA NA 3316
Chr17 9245310 T TCC Chr17_9245310_T_TCCT_TCC INDEL 10991.59 13 7 8 11 13 10 19 7 11 15 13 6 5 7 13 7 8 11 13 10 19 7 11 15 13 6 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245310_9245311insCCNA NA NA NA NA
Chr17 9245312 G C Chr17_9245312_G_CG_C SNP 11405.63 14 6 8 10 14 12 18 7 11 14 12 5 5 9 14 6 8 10 14 12 18 7 11 14 12 5 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3315C>G NA NA NA NA 3315
Chr17 9245312 G C Chr17_9245312_G_CG_C SNP 11405.63 14 6 8 10 14 12 18 7 11 14 12 5 5 9 14 6 8 10 14 12 18 7 11 14 12 5 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245312G>CNA NA NA NA NA
Chr17 9245313 T TA Chr17_9245313_T_TAT_TA INDEL 11081.59 14 6 9 10 14 12 17 8 11 15 12 5 5 9 14 6 9 10 14 12 17 8 11 15 12 5 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3313_*3314insTNA NA NA NA 3313
Chr17 9245313 T TA Chr17_9245313_T_TAT_TA INDEL 11081.59 14 6 9 10 14 12 17 8 11 15 12 5 5 9 14 6 9 10 14 12 17 8 11 15 12 5 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245313_9245314insANA NA NA NA NA
Chr17 9245317 T TAA Chr17_9245317_T_TAAT_TAA INDEL 11306.59 16 6 9 10 14 13 16 11 11 14 12 5 5 10 16 6 9 10 14 13 16 11 11 14 12 5 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3309_*3310insTTNA NA NA NA 3309
Chr17 9245317 T TAA Chr17_9245317_T_TAAT_TAA INDEL 11306.59 16 6 9 10 14 13 16 11 11 14 12 5 5 10 16 6 9 10 14 13 16 11 11 14 12 5 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245317_9245318insAANA NA NA NA NA
Chr17 9245320 TAG T Chr17_9245320_TAG_TTAG_T INDEL 11441.59 17 6 9 10 14 14 16 10 10 16 10 5 5 10 17 6 9 10 14 14 16 10 10 16 10 5 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3305_*3306delCTNA NA NA NA 3306
Chr17 9245320 TAG T Chr17_9245320_TAG_TTAG_T INDEL 11441.59 17 6 9 10 14 14 16 10 10 16 10 5 5 10 17 6 9 10 14 14 16 10 10 16 10 5 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245321_9245322delAGNA NA NA NA NA
Chr17 9245324 T TTGAA Chr17_9245324_T_TTGAAT_TTGAA INDEL 11711.59 17 6 9 10 14 14 14 11 9 16 10 5 5 11 17 6 9 10 14 14 14 11 9 16 10 5 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3302_*3303insTTCANA NA NA NA 3302
Chr17 9245324 T TTGAA Chr17_9245324_T_TTGAAT_TTGAA INDEL 11711.59 17 6 9 10 14 14 14 11 9 16 10 5 5 11 17 6 9 10 14 14 14 11 9 16 10 5 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245324_9245325insTGAANA NA NA NA NA
Chr17 9245349 C G Chr17_9245349_C_GC_G SNP 11090.63 16 4 8 10 13 21 17 9 10 13 10 5 4 12 16 4 8 10 13 21 17 9 10 13 10 5 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3278G>C NA NA NA NA 3278
Chr17 9245349 C G Chr17_9245349_C_GC_G SNP 11090.63 16 4 8 10 13 21 17 9 10 13 10 5 4 12 16 4 8 10 13 21 17 9 10 13 10 5 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245349C>GNA NA NA NA NA
Chr17 9245350 T A Chr17_9245350_T_AT_A SNP 10955.63 16 4 7 10 13 21 17 9 10 14 10 5 4 12 16 4 7 10 13 21 17 9 10 14 10 5 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3277A>T NA NA NA NA 3277
Chr17 9245350 T A Chr17_9245350_T_AT_A SNP 10955.63 16 4 7 10 13 21 17 9 10 14 10 5 4 12 16 4 7 10 13 21 17 9 10 14 10 5 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245350T>ANA NA NA NA NA
Chr17 9245351 C T Chr17_9245351_C_TC_T SNP 10910.63 15 4 7 10 13 21 17 9 10 15 10 5 4 12 15 4 7 10 13 21 17 9 10 15 10 5 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13110Pp3c17_13110transcript PAC:32907703protein_codingNA c.*3276G>A NA NA NA NA 3276
Chr17 9245351 C T Chr17_9245351_C_TC_T SNP 10910.63 15 4 7 10 13 21 17 9 10 15 10 5 4 12 15 4 7 10 13 21 17 9 10 15 10 5 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13070-Pp3c17_13110Pp3c17_13070-Pp3c17_13110intergenic_regionPp3c17_13070-Pp3c17_13110NA NA n.9245351C>TNA NA NA NA NA
Chr17 9260891 TTA T Chr17_9260891_TTA_TTTA_T INDEL 108.37 0 0 0 0 0 0 1 0 0 0 1 0 1 6 18 15 12 23 17 29 29 19 18 26 11 8 8 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c17_13130Pp3c17_13130transcript PAC:32906853protein_codingNA c.-2968_-2967delTANA NA NA NA 2646
Chr17 9260891 TTA T Chr17_9260891_TTA_TTTA_T INDEL 108.37 0 0 0 0 0 0 1 0 0 0 1 0 1 6 18 15 12 23 17 29 29 19 18 26 11 8 8 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c17_13150Pp3c17_13150transcript PAC:32906786protein_codingNA c.-1160_-1159delTANA NA NA NA 1041
Chr17 9260891 TTA T Chr17_9260891_TTA_TTTA_T INDEL 108.37 0 0 0 0 0 0 1 0 0 0 1 0 1 6 18 15 12 23 17 29 29 19 18 26 11 8 8 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c17_13130Pp3c17_13130transcript PAC:32906854protein_codingNA c.-2968_-2967delTANA NA NA NA 2641
Chr17 9260891 TTA T Chr17_9260891_TTA_TTTA_T INDEL 108.37 0 0 0 0 0 0 1 0 0 0 1 0 1 6 18 15 12 23 17 29 29 19 18 26 11 8 8 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c17_13150Pp3c17_13150transcript PAC:32906787protein_codingNA c.-1160_-1159delTANA NA NA NA 1160
Chr17 9260891 TTA T Chr17_9260891_TTA_TTTA_T INDEL 108.37 0 0 0 0 0 0 1 0 0 0 1 0 1 6 18 15 12 23 17 29 29 19 18 26 11 8 8 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c17_13150Pp3c17_13150transcript PAC:32906788protein_codingNA c.-2476_-2475delTANA NA NA NA 1961
Chr17 9260891 TTA T Chr17_9260891_TTA_TTTA_T INDEL 108.37 0 0 0 0 0 0 1 0 0 0 1 0 1 6 18 15 12 23 17 29 29 19 18 26 11 8 8 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c17_13130-Pp3c17_13150Pp3c17_13130-Pp3c17_13150intergenic_regionPp3c17_13130-Pp3c17_13150NA NA n.9260892_9260893delTANA NA NA NA NA
Chr17 9329598 CAT C Chr17_9329598_CAT_CCAT_C INDEL 1372.35 14 15 15 0 0 1 0 0 0 0 0 1 0 0 15 15 15 20 13 19 27 15 24 11 10 10 8 7 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_13310Pp3c17_13310transcript PAC:32905541protein_codingNA c.-448_-447delATNA NA NA NA 345
Chr17 9329598 CAT C Chr17_9329598_CAT_CCAT_C INDEL 1372.35 14 15 15 0 0 1 0 0 0 0 0 1 0 0 15 15 15 20 13 19 27 15 24 11 10 10 8 7 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_13310Pp3c17_13310transcript PAC:32905543protein_codingNA c.-448_-447delATNA NA NA NA 316
Chr17 9329598 CAT C Chr17_9329598_CAT_CCAT_C INDEL 1372.35 14 15 15 0 0 1 0 0 0 0 0 1 0 0 15 15 15 20 13 19 27 15 24 11 10 10 8 7 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_13310Pp3c17_13310transcript PAC:32905544protein_codingNA c.-448_-447delATNA NA NA NA 333
Chr17 9329598 CAT C Chr17_9329598_CAT_CCAT_C INDEL 1372.35 14 15 15 0 0 1 0 0 0 0 0 1 0 0 15 15 15 20 13 19 27 15 24 11 10 10 8 7 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_13310Pp3c17_13310transcript PAC:32905542protein_codingNA c.-448_-447delATNA NA NA NA 345
Chr17 9329598 CAT C Chr17_9329598_CAT_CCAT_C INDEL 1372.35 14 15 15 0 0 1 0 0 0 0 0 1 0 0 15 15 15 20 13 19 27 15 24 11 10 10 8 7 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_13310Pp3c17_13310transcript PAC:32905545protein_codingNA c.-448_-447delATNA NA NA NA 345
Chr17 9329598 CAT C Chr17_9329598_CAT_CCAT_C INDEL 1372.35 14 15 15 0 0 1 0 0 0 0 0 1 0 0 15 15 15 20 13 19 27 15 24 11 10 10 8 7 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_13310Pp3c17_13310transcript PAC:32905546protein_codingNA c.-448_-447delATNA NA NA NA 345
Chr17 9329598 CAT C Chr17_9329598_CAT_CCAT_C INDEL 1372.35 14 15 15 0 0 1 0 0 0 0 0 1 0 0 15 15 15 20 13 19 27 15 24 11 10 10 8 7 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_13310Pp3c17_13310transcript PAC:32905547protein_codingNA c.-448_-447delATNA NA NA NA 329
Chr17 9329598 CAT C Chr17_9329598_CAT_CCAT_C INDEL 1372.35 14 15 15 0 0 1 0 0 0 0 0 1 0 0 15 15 15 20 13 19 27 15 24 11 10 10 8 7 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c17_13310-Pp3c17_13320Pp3c17_13310-Pp3c17_13320intergenic_regionPp3c17_13310-Pp3c17_13320NA NA n.9329599_9329600delATNA NA NA NA NA
Chr17 9344989 C CA Chr17_9344989_C_CAC_CA INDEL 14174.59 21 12 14 22 14 26 20 22 17 23 13 15 7 5 21 12 14 22 14 26 21 22 17 23 13 15 7 5 1 1 1 1 1 1 0.952 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13330Pp3c17_13330transcript PAC:32906106protein_codingNA c.-2706_-2705insANA NA NA NA 2078
Chr17 9344989 C CA Chr17_9344989_C_CAC_CA INDEL 14174.59 21 12 14 22 14 26 20 22 17 23 13 15 7 5 21 12 14 22 14 26 21 22 17 23 13 15 7 5 1 1 1 1 1 1 0.952 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13330Pp3c17_13330transcript PAC:32906107protein_codingNA c.-2706_-2705insANA NA NA NA 2705
Chr17 9344989 C CA Chr17_9344989_C_CAC_CA INDEL 14174.59 21 12 14 22 14 26 20 22 17 23 13 15 7 5 21 12 14 22 14 26 21 22 17 23 13 15 7 5 1 1 1 1 1 1 0.952 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_13320Pp3c17_13320transcript PAC:32907342protein_coding 08-oct c.956+145_956+146insANA NA NA NA NA
Chr17 9344989 C CA Chr17_9344989_C_CAC_CA INDEL 14174.59 21 12 14 22 14 26 20 22 17 23 13 15 7 5 21 12 14 22 14 26 21 22 17 23 13 15 7 5 1 1 1 1 1 1 0.952 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_13320Pp3c17_13320transcript PAC:32907344protein_coding 08-oct c.956+145_956+146insANA NA NA NA NA
Chr17 9344989 C CA Chr17_9344989_C_CAC_CA INDEL 14174.59 21 12 14 22 14 26 20 22 17 23 13 15 7 5 21 12 14 22 14 26 21 22 17 23 13 15 7 5 1 1 1 1 1 1 0.952 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_13320Pp3c17_13320transcript PAC:32907346protein_coding 07-sept c.596+145_596+146insANA NA NA NA NA
Chr17 9344989 C CA Chr17_9344989_C_CAC_CA INDEL 14174.59 21 12 14 22 14 26 20 22 17 23 13 15 7 5 21 12 14 22 14 26 21 22 17 23 13 15 7 5 1 1 1 1 1 1 0.952 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_13320Pp3c17_13320transcript PAC:32907345protein_coding 07-sept c.596+145_596+146insANA NA NA NA NA
Chr17 9344989 C CA Chr17_9344989_C_CAC_CA INDEL 14174.59 21 12 14 22 14 26 20 22 17 23 13 15 7 5 21 12 14 22 14 26 21 22 17 23 13 15 7 5 1 1 1 1 1 1 0.952 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_13320Pp3c17_13320transcript PAC:32907343protein_coding 08-nov c.956+145_956+146insANA NA NA NA NA
Chr17 9344989 C CA Chr17_9344989_C_CAC_CA INDEL 14174.59 21 12 14 22 14 26 20 22 17 23 13 15 7 5 21 12 14 22 14 26 21 22 17 23 13 15 7 5 1 1 1 1 1 1 0.952 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_13320Pp3c17_13320transcript PAC:32907347protein_coding 06-août c.596+145_596+146insANA NA NA NA NA
Chr17 9439480 C CAT Chr17_9439480_C_CATC_CAT INDEL 2341.93 3 0 0 0 0 0 1 0 23 11 7 15 10 11 27 5 14 16 18 18 28 15 25 11 7 15 10 12 0.111 0 0 0 0 0 0 0 0.92 1 1 1 1 0.917 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c17_13470Pp3c17_13470transcript PAC:32906908protein_codingNA c.-4597_-4596insATNA NA NA NA 4597
Chr17 9439480 C CAT Chr17_9439480_C_CATC_CAT INDEL 2341.93 3 0 0 0 0 0 1 0 23 11 7 15 10 11 27 5 14 16 18 18 28 15 25 11 7 15 10 12 0.111 0 0 0 0 0 0 0 0.92 1 1 1 1 0.917 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c17_13480Pp3c17_13480transcript PAC:32905809protein_codingNA c.-669_-668insATNA NA NA NA 497
Chr17 9439480 C CAT Chr17_9439480_C_CATC_CAT INDEL 2341.93 3 0 0 0 0 0 1 0 23 11 7 15 10 11 27 5 14 16 18 18 28 15 25 11 7 15 10 12 0.111 0 0 0 0 0 0 0 0.92 1 1 1 1 0.917 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_13490Pp3c17_13490transcript PAC:32906270protein_codingNA c.*2543_*2544insATNA NA NA NA 2198
Chr17 9439480 C CAT Chr17_9439480_C_CATC_CAT INDEL 2341.93 3 0 0 0 0 0 1 0 23 11 7 15 10 11 27 5 14 16 18 18 28 15 25 11 7 15 10 12 0.111 0 0 0 0 0 0 0 0.92 1 1 1 1 0.917 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_13490Pp3c17_13490transcript PAC:32906271protein_codingNA c.*2543_*2544insATNA NA NA NA 1714
Chr17 9439480 C CAT Chr17_9439480_C_CATC_CAT INDEL 2341.93 3 0 0 0 0 0 1 0 23 11 7 15 10 11 27 5 14 16 18 18 28 15 25 11 7 15 10 12 0.111 0 0 0 0 0 0 0 0.92 1 1 1 1 0.917 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_13490Pp3c17_13490transcript PAC:32906272protein_codingNA c.*2543_*2544insATNA NA NA NA 2198
Chr17 9439480 C CAT Chr17_9439480_C_CATC_CAT INDEL 2341.93 3 0 0 0 0 0 1 0 23 11 7 15 10 11 27 5 14 16 18 18 28 15 25 11 7 15 10 12 0.111 0 0 0 0 0 0 0 0.92 1 1 1 1 0.917 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c17_13490Pp3c17_13490transcript PAC:32906273protein_codingNA c.*2543_*2544insATNA NA NA NA 2198
Chr17 9439480 C CAT Chr17_9439480_C_CATC_CAT INDEL 2341.93 3 0 0 0 0 0 1 0 23 11 7 15 10 11 27 5 14 16 18 18 28 15 25 11 7 15 10 12 0.111 0 0 0 0 0 0 0 0.92 1 1 1 1 0.917 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c17_13470-Pp3c17_13480Pp3c17_13470-Pp3c17_13480intergenic_regionPp3c17_13470-Pp3c17_13480NA NA n.9439480_9439481insATNA NA NA NA NA
Chr17 9484950 TGGAGGCCGTTGATCGAAGCAT Chr17_9484950_TGGAGGCCGTTGATCGAAGCA_TTGGAGGCCGTTGATCGAAGCA_TINDEL 14959.59 22 9 14 21 18 17 25 26 16 11 5 13 8 9 22 9 14 21 18 17 25 26 16 11 5 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c17_13541Pp3c17_13541transcript PAC:32908349protein_coding 02-févr c.148_167delTCGAAGCAGGAGGCCGTTGAp.Arg50fs 148/228 148/228 50/75 NA
Chr17 9484950 TGGAGGCCGTTGATCGAAGCAT Chr17_9484950_TGGAGGCCGTTGATCGAAGCA_TTGGAGGCCGTTGATCGAAGCA_TINDEL 14959.59 22 9 14 21 18 17 25 26 16 11 5 13 8 9 22 9 14 21 18 17 25 26 16 11 5 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13550Pp3c17_13550transcript PAC:32906288protein_codingNA c.-2385_-2366delGGAGGCCGTTGATCGAAGCANA NA NA NA 89
Chr17 9484950 TGGAGGCCGTTGATCGAAGCAT Chr17_9484950_TGGAGGCCGTTGATCGAAGCA_TTGGAGGCCGTTGATCGAAGCA_TINDEL 14959.59 22 9 14 21 18 17 25 26 16 11 5 13 8 9 22 9 14 21 18 17 25 26 16 11 5 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13550Pp3c17_13550transcript PAC:32906290protein_codingNA c.-2385_-2366delGGAGGCCGTTGATCGAAGCANA NA NA NA 792
Chr17 9484950 TGGAGGCCGTTGATCGAAGCAT Chr17_9484950_TGGAGGCCGTTGATCGAAGCA_TTGGAGGCCGTTGATCGAAGCA_TINDEL 14959.59 22 9 14 21 18 17 25 26 16 11 5 13 8 9 22 9 14 21 18 17 25 26 16 11 5 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13550Pp3c17_13550transcript PAC:32906289protein_codingNA c.-2385_-2366delGGAGGCCGTTGATCGAAGCANA NA NA NA 1109
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13620Pp3c17_13620transcript PAC:32906971protein_codingNA c.-1428T>G NA NA NA NA 610
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13640Pp3c17_13640transcript PAC:32908518protein_codingNA c.-4518A>C NA NA NA NA 3646
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13620Pp3c17_13620transcript PAC:32906972protein_codingNA c.-1428T>G NA NA NA NA 614
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13620Pp3c17_13620transcript PAC:32906973protein_codingNA c.-1428T>G NA NA NA NA 560
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13640Pp3c17_13640transcript PAC:32908520protein_codingNA c.-4518A>C NA NA NA NA 3807
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13640Pp3c17_13640transcript PAC:32908521protein_codingNA c.-4518A>C NA NA NA NA 3810
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_13640Pp3c17_13640transcript PAC:32908519protein_codingNA c.-4518A>C NA NA NA NA 3821
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13630Pp3c17_13630transcript PAC:32907483protein_codingNA c.*2128T>G NA NA NA NA 1956
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13630Pp3c17_13630transcript PAC:32907485protein_codingNA c.*2128T>G NA NA NA NA 1760
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13630Pp3c17_13630transcript PAC:32907489protein_codingNA c.*2128T>G NA NA NA NA 1903
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13630Pp3c17_13630transcript PAC:32907488protein_codingNA c.*2128T>G NA NA NA NA 1903
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13630Pp3c17_13630transcript PAC:32907486protein_codingNA c.*2128T>G NA NA NA NA 1903
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13630Pp3c17_13630transcript PAC:32907484protein_codingNA c.*2128T>G NA NA NA NA 1975
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_13630Pp3c17_13630transcript PAC:32907487protein_codingNA c.*2128T>G NA NA NA NA 1975
Chr17 9519038 A C Chr17_9519038_A_CA_C SNP 15741.63 21 17 12 23 16 14 24 16 16 23 16 8 15 14 21 17 12 23 16 14 24 16 16 23 16 8 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_13620-Pp3c17_13630Pp3c17_13620-Pp3c17_13630intergenic_regionPp3c17_13620-Pp3c17_13630NA NA n.9519038A>CNA NA NA NA NA
Chr17 9756409 A AAT Chr17_9756409_A_AATA_AAT INDEL 1513.5 5 12 0 0 1 0 1 0 12 4 9 5 10 5 18 12 10 13 14 18 12 6 12 5 9 5 11 5 0.278 1 0 0 0 0 0 0 1 0.8 1 1 0.909 1 0 8 8 1 7 0 1 upstream_gene_variantMODIFIER Pp3c17_14080Pp3c17_14080transcript PAC:32908319protein_codingNA c.-2432_-2431insATNA NA NA NA 1273
Chr17 9756409 A AAT Chr17_9756409_A_AATA_AAT INDEL 1513.5 5 12 0 0 1 0 1 0 12 4 9 5 10 5 18 12 10 13 14 18 12 6 12 5 9 5 11 5 0.278 1 0 0 0 0 0 0 1 0.8 1 1 0.909 1 0 8 8 1 7 0 1 upstream_gene_variantMODIFIER Pp3c17_14080Pp3c17_14080transcript PAC:32908320protein_codingNA c.-2432_-2431insATNA NA NA NA 709
Chr17 9756409 A AAT Chr17_9756409_A_AATA_AAT INDEL 1513.5 5 12 0 0 1 0 1 0 12 4 9 5 10 5 18 12 10 13 14 18 12 6 12 5 9 5 11 5 0.278 1 0 0 0 0 0 0 1 0.8 1 1 0.909 1 0 8 8 1 7 0 1 upstream_gene_variantMODIFIER Pp3c17_14080Pp3c17_14080transcript PAC:32908321protein_codingNA c.-2432_-2431insATNA NA NA NA 709
Chr17 9756409 A AAT Chr17_9756409_A_AATA_AAT INDEL 1513.5 5 12 0 0 1 0 1 0 12 4 9 5 10 5 18 12 10 13 14 18 12 6 12 5 9 5 11 5 0.278 1 0 0 0 0 0 0 1 0.8 1 1 0.909 1 0 8 8 1 7 0 1 upstream_gene_variantMODIFIER Pp3c17_14080Pp3c17_14080transcript PAC:32908322protein_codingNA c.-2432_-2431insATNA NA NA NA 709
Chr17 9756409 A AAT Chr17_9756409_A_AATA_AAT INDEL 1513.5 5 12 0 0 1 0 1 0 12 4 9 5 10 5 18 12 10 13 14 18 12 6 12 5 9 5 11 5 0.278 1 0 0 0 0 0 0 1 0.8 1 1 0.909 1 0 8 8 1 7 0 1 intergenic_regionMODIFIER Pp3c17_14080-Pp3c17_14090Pp3c17_14080-Pp3c17_14090intergenic_regionPp3c17_14080-Pp3c17_14090NA NA n.9756409_9756410insATNA NA NA NA NA
Chr17 9824000 A C Chr17_9824000_A_CA_C SNP 17812.63 34 13 16 19 24 19 38 27 21 23 17 17 9 7 34 13 16 19 24 19 38 27 21 23 17 17 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_14150Pp3c17_14150transcript PAC:32906960protein_coding 02-août c.-350T>G NA NA NA NA 497
Chr17 9824000 A C Chr17_9824000_A_CA_C SNP 17812.63 34 13 16 19 24 19 38 27 21 23 17 17 9 7 34 13 16 19 24 19 38 27 21 23 17 17 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_14150Pp3c17_14150transcript PAC:32906961protein_coding 01-juil c.-350T>G NA NA NA NA 497
Chr17 9824027 T A Chr17_9824027_T_AT_A SNP 17757.63 30 15 18 21 18 17 27 26 16 21 15 19 8 8 30 15 18 21 18 17 27 26 16 21 15 19 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c17_14150Pp3c17_14150transcript PAC:32906961protein_coding 01-juil c.-377A>T NA NA NA NA NA



Chr17 9824027 T A Chr17_9824027_T_AT_A SNP 17757.63 30 15 18 21 18 17 27 26 16 21 15 19 8 8 30 15 18 21 18 17 27 26 16 21 15 19 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_14150Pp3c17_14150transcript PAC:32906961protein_coding 01-juil c.-377A>T NA NA NA NA 524
Chr17 9824027 T A Chr17_9824027_T_AT_A SNP 17757.63 30 15 18 21 18 17 27 26 16 21 15 19 8 8 30 15 18 21 18 17 27 26 16 21 15 19 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_14150Pp3c17_14150transcript PAC:32906960protein_coding 01-juil c.-365-12A>TNA NA NA NA NA
Chr17 9824032 C A Chr17_9824032_C_AC_A SNP 17671.63 29 14 18 21 17 17 27 29 17 20 13 17 8 9 29 14 18 21 17 17 27 29 17 20 13 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_14150Pp3c17_14150transcript PAC:32906961protein_coding 01-juil c.-382G>T NA NA NA NA 529
Chr17 9824032 C A Chr17_9824032_C_AC_A SNP 17671.63 29 14 18 21 17 17 27 29 17 20 13 17 8 9 29 14 18 21 17 17 27 29 17 20 13 17 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_14150Pp3c17_14150transcript PAC:32906960protein_coding 01-juil c.-365-17G>TNA NA NA NA NA
Chr17 9824052 G GA Chr17_9824052_G_GAG_GA INDEL 13697.59 27 13 16 22 16 17 28 26 14 16 13 18 5 9 27 13 16 22 16 17 28 26 14 16 13 18 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_14150Pp3c17_14150transcript PAC:32906961protein_coding 01-juil c.-403dupT NA NA NA NA 550
Chr17 9824052 G GA Chr17_9824052_G_GAG_GA INDEL 13697.59 27 13 16 22 16 17 28 26 14 16 13 18 5 9 27 13 16 22 16 17 28 26 14 16 13 18 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_14150Pp3c17_14150transcript PAC:32906960protein_coding 01-juil c.-365-38dupTNA NA NA NA NA
Chr17 9824105 G GA Chr17_9824105_G_GAG_GA INDEL 16286.59 32 8 18 28 21 23 37 32 14 14 9 24 5 8 32 8 18 28 21 23 37 32 14 14 9 24 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c17_14150Pp3c17_14150transcript PAC:32906961protein_coding 01-juil c.-456dupT NA NA NA NA 603
Chr17 9824105 G GA Chr17_9824105_G_GAG_GA INDEL 16286.59 32 8 18 28 21 23 37 32 14 14 9 24 5 8 32 8 18 28 21 23 37 32 14 14 9 24 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_14150Pp3c17_14150transcript PAC:32906960protein_coding 01-juil c.-365-91dupTNA NA NA NA NA
Chr17 9879451 A AAT Chr17_9879451_A_AATA_AAT INDEL 3437.24 1 0 0 15 18 21 18 24 0 0 1 0 0 0 31 13 7 15 18 21 18 24 24 10 11 7 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_14270Pp3c17_14270transcript PAC:32905455protein_codingNA c.-4363_-4362insATNA NA NA NA 3583
Chr17 9879451 A AAT Chr17_9879451_A_AATA_AAT INDEL 3437.24 1 0 0 15 18 21 18 24 0 0 1 0 0 0 31 13 7 15 18 21 18 24 24 10 11 7 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_14270Pp3c17_14270transcript PAC:32905456protein_codingNA c.-4363_-4362insATNA NA NA NA 3748
Chr17 9879451 A AAT Chr17_9879451_A_AATA_AAT INDEL 3437.24 1 0 0 15 18 21 18 24 0 0 1 0 0 0 31 13 7 15 18 21 18 24 24 10 11 7 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_14250Pp3c17_14250transcript PAC:32905773protein_codingNA c.*2351_*2352insATNA NA NA NA 1849
Chr17 9879451 A AAT Chr17_9879451_A_AATA_AAT INDEL 3437.24 1 0 0 15 18 21 18 24 0 0 1 0 0 0 31 13 7 15 18 21 18 24 24 10 11 7 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_14250Pp3c17_14250transcript PAC:32905776protein_codingNA c.*2351_*2352insATNA NA NA NA 1849
Chr17 9879451 A AAT Chr17_9879451_A_AATA_AAT INDEL 3437.24 1 0 0 15 18 21 18 24 0 0 1 0 0 0 31 13 7 15 18 21 18 24 24 10 11 7 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_14250Pp3c17_14250transcript PAC:32905775protein_codingNA c.*2351_*2352insATNA NA NA NA 1849
Chr17 9879451 A AAT Chr17_9879451_A_AATA_AAT INDEL 3437.24 1 0 0 15 18 21 18 24 0 0 1 0 0 0 31 13 7 15 18 21 18 24 24 10 11 7 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_14250Pp3c17_14250transcript PAC:32905774protein_codingNA c.*2351_*2352insATNA NA NA NA 2041
Chr17 9879451 A AAT Chr17_9879451_A_AATA_AAT INDEL 3437.24 1 0 0 15 18 21 18 24 0 0 1 0 0 0 31 13 7 15 18 21 18 24 24 10 11 7 5 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_14240-Pp3c17_14250Pp3c17_14240-Pp3c17_14250intergenic_regionPp3c17_14240-Pp3c17_14250NA NA n.9879451_9879452insATNA NA NA NA NA
Chr17 9907424 C CT Chr17_9907424_C_CTC_CT INDEL 16652.59 28 17 18 32 14 29 22 23 24 22 19 15 10 12 28 17 18 32 14 29 22 23 24 22 19 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14297-Pp3c17_14330Pp3c17_14297-Pp3c17_14330intergenic_regionPp3c17_14297-Pp3c17_14330NA NA n.9907424_9907425insTNA NA NA NA NA
Chr17 9907471 C T Chr17_9907471_C_TC_T SNP 19912.63 36 17 14 34 18 27 26 22 28 15 25 14 10 10 36 17 14 34 18 27 26 22 28 15 25 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14297-Pp3c17_14330Pp3c17_14297-Pp3c17_14330intergenic_regionPp3c17_14297-Pp3c17_14330NA NA n.9907471C>TNA NA NA NA NA
Chr17 9913097 A T Chr17_9913097_A_TA_T SNP 13945.29 36 11 21 1 0 0 0 0 22 27 21 21 7 8 36 11 21 26 22 25 22 24 22 27 21 21 7 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c17_14330Pp3c17_14330transcript PAC:32908077protein_codingNA c.-5256A>T NA NA NA NA 4716
Chr17 9913097 A T Chr17_9913097_A_TA_T SNP 13945.29 36 11 21 1 0 0 0 0 22 27 21 21 7 8 36 11 21 26 22 25 22 24 22 27 21 21 7 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c17_14330Pp3c17_14330transcript PAC:32908078protein_codingNA c.-5256A>T NA NA NA NA 4606
Chr17 9913097 A T Chr17_9913097_A_TA_T SNP 13945.29 36 11 21 1 0 0 0 0 22 27 21 21 7 8 36 11 21 26 22 25 22 24 22 27 21 21 7 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c17_14330Pp3c17_14330transcript PAC:32908079protein_codingNA c.-5256A>T NA NA NA NA 4715
Chr17 9913097 A T Chr17_9913097_A_TA_T SNP 13945.29 36 11 21 1 0 0 0 0 22 27 21 21 7 8 36 11 21 26 22 25 22 24 22 27 21 21 7 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c17_14330Pp3c17_14330transcript PAC:32908080protein_codingNA c.-5811A>T NA NA NA NA 4716
Chr17 9913097 A T Chr17_9913097_A_TA_T SNP 13945.29 36 11 21 1 0 0 0 0 22 27 21 21 7 8 36 11 21 26 22 25 22 24 22 27 21 21 7 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c17_14297-Pp3c17_14330Pp3c17_14297-Pp3c17_14330intergenic_regionPp3c17_14297-Pp3c17_14330NA NA n.9913097A>TNA NA NA NA NA
Chr17 10061204 A T Chr17_10061204_A_TA_T SNP 9555.63 12 7 10 7 15 11 14 12 14 8 10 7 9 4 12 7 10 7 15 11 14 12 14 8 10 7 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14560-Pp3c17_14590Pp3c17_14560-Pp3c17_14590intergenic_regionPp3c17_14560-Pp3c17_14590NA NA n.10061204A>TNA NA NA NA NA
Chr17 10064463 T TA Chr17_10064463_T_TAT_TA INDEL 16711.59 25 18 15 29 24 24 24 21 29 26 11 13 10 12 25 18 15 29 24 24 24 21 29 26 11 13 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14560-Pp3c17_14590Pp3c17_14560-Pp3c17_14590intergenic_regionPp3c17_14560-Pp3c17_14590NA NA n.10064463_10064464insANA NA NA NA NA
Chr17 10178515 AAT A Chr17_10178515_AAT_AAAT_A INDEL 1057.35 17 10 9 0 0 0 0 1 0 0 0 0 0 0 17 10 9 16 10 19 20 12 7 12 10 9 7 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_14770Pp3c17_14770transcript PAC:32906884protein_codingNA c.*2510_*2511delATNA NA NA NA 2032
Chr17 10178515 AAT A Chr17_10178515_AAT_AAAT_A INDEL 1057.35 17 10 9 0 0 0 0 1 0 0 0 0 0 0 17 10 9 16 10 19 20 12 7 12 10 9 7 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_14779Pp3c17_14779transcript PAC:32906245protein_codingNA c.*5271_*5272delATNA NA NA NA 4500
Chr17 10178515 AAT A Chr17_10178515_AAT_AAAT_A INDEL 1057.35 17 10 9 0 0 0 0 1 0 0 0 0 0 0 17 10 9 16 10 19 20 12 7 12 10 9 7 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c17_14770Pp3c17_14770transcript PAC:32906885protein_codingNA c.*2510_*2511delATNA NA NA NA 2102
Chr17 10178515 AAT A Chr17_10178515_AAT_AAAT_A INDEL 1057.35 17 10 9 0 0 0 0 1 0 0 0 0 0 0 17 10 9 16 10 19 20 12 7 12 10 9 7 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c17_14770-Pp3c17_14779Pp3c17_14770-Pp3c17_14779intergenic_regionPp3c17_14770-Pp3c17_14779NA NA n.10178516_10178517delATNA NA NA NA NA
Chr17 10266393 G A Chr17_10266393_G_AG_A SNP 6240.29 0 0 0 25 19 18 25 27 0 0 0 0 0 0 23 12 11 25 19 18 25 27 18 19 12 8 17 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_14880-Pp3c17_14980Pp3c17_14880-Pp3c17_14980intergenic_regionPp3c17_14880-Pp3c17_14980NA NA n.10266393G>ANA NA NA NA NA
Chr17 10291529 TG T Chr17_10291529_TG_TTG_T INDEL 10749.59 18 4 11 19 10 14 12 13 12 16 9 8 11 9 18 4 11 19 10 14 12 13 12 16 9 8 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14880-Pp3c17_14980Pp3c17_14880-Pp3c17_14980intergenic_regionPp3c17_14880-Pp3c17_14980NA NA n.10291530delGNA NA NA NA NA
Chr17 10291538 T A Chr17_10291538_T_AT_A SNP 10309.63 16 5 11 19 9 11 10 12 12 16 8 8 11 7 16 5 11 19 9 11 10 12 12 16 8 8 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14880-Pp3c17_14980Pp3c17_14880-Pp3c17_14980intergenic_regionPp3c17_14880-Pp3c17_14980NA NA n.10291538T>ANA NA NA NA NA
Chr17 10291564 T A Chr17_10291564_T_AT_A SNP 9597.63 13 7 10 16 7 9 11 13 14 11 10 10 12 7 13 7 10 16 7 9 11 13 14 11 10 10 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14880-Pp3c17_14980Pp3c17_14880-Pp3c17_14980intergenic_regionPp3c17_14880-Pp3c17_14980NA NA n.10291564T>ANA NA NA NA NA
Chr17 10291575 T A Chr17_10291575_T_AT_A SNP 10618.63 15 8 11 16 8 12 12 12 14 14 9 13 13 7 15 8 11 16 8 12 12 12 14 14 9 13 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14880-Pp3c17_14980Pp3c17_14880-Pp3c17_14980intergenic_regionPp3c17_14880-Pp3c17_14980NA NA n.10291575T>ANA NA NA NA NA
Chr17 10291591 G A Chr17_10291591_G_AG_A SNP 10876.63 18 7 11 14 8 16 12 13 14 13 8 13 11 6 18 7 11 14 8 16 12 13 14 13 8 13 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14880-Pp3c17_14980Pp3c17_14880-Pp3c17_14980intergenic_regionPp3c17_14880-Pp3c17_14980NA NA n.10291591G>ANA NA NA NA NA
Chr17 10291602 T TA Chr17_10291602_T_TAT_TA INDEL 8449.59 16 5 8 12 6 14 13 12 14 13 9 13 8 5 16 5 8 12 6 14 13 12 14 13 9 13 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14880-Pp3c17_14980Pp3c17_14880-Pp3c17_14980intergenic_regionPp3c17_14880-Pp3c17_14980NA NA n.10291602_10291603insANA NA NA NA NA
Chr17 10291614 G GA Chr17_10291614_G_GAG_GA INDEL 10092.59 18 5 12 10 8 14 15 12 14 18 9 12 8 6 18 5 12 10 8 14 15 12 14 18 9 12 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14880-Pp3c17_14980Pp3c17_14880-Pp3c17_14980intergenic_regionPp3c17_14880-Pp3c17_14980NA NA n.10291614_10291615insANA NA NA NA NA
Chr17 10291634 G T Chr17_10291634_G_TG_T SNP 14174.63 21 7 14 15 11 18 20 19 17 21 12 18 11 9 21 7 14 15 11 18 20 19 17 21 12 18 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_14880-Pp3c17_14980Pp3c17_14880-Pp3c17_14980intergenic_regionPp3c17_14880-Pp3c17_14980NA NA n.10291634G>TNA NA NA NA NA
Chr17 10413815 G T Chr17_10413815_G_TG_T SNP 17623.63 28 20 10 23 16 20 23 29 21 26 17 14 12 11 28 20 10 23 16 20 23 29 21 26 17 14 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15140-Pp3c17_15200Pp3c17_15140-Pp3c17_15200intergenic_regionPp3c17_15140-Pp3c17_15200NA NA n.10413815G>TNA NA NA NA NA
Chr17 10422037 A T Chr17_10422037_A_TA_T SNP 14409.63 17 17 22 24 16 26 17 25 18 22 16 17 13 5 18 17 22 24 16 26 17 25 18 22 16 17 13 5 0.944 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15140-Pp3c17_15200Pp3c17_15140-Pp3c17_15200intergenic_regionPp3c17_15140-Pp3c17_15200NA NA n.10422037A>TNA NA NA NA NA
Chr17 10518242 T TG Chr17_10518242_T_TGT_TG INDEL 17111.59 13 20 15 28 19 24 30 26 17 15 10 10 6 6 13 20 15 28 19 24 30 26 17 15 10 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1644_-1643insGNA NA NA NA 1643
Chr17 10518242 T TG Chr17_10518242_T_TGT_TG INDEL 17111.59 13 20 15 28 19 24 30 26 17 15 10 10 6 6 13 20 15 28 19 24 30 26 17 15 10 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1644_-1643insGNA NA NA NA 233
Chr17 10518242 T TG Chr17_10518242_T_TGT_TG INDEL 17111.59 13 20 15 28 19 24 30 26 17 15 10 10 6 6 13 20 15 28 19 24 30 26 17 15 10 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518242_10518243insGNA NA NA NA NA
Chr17 10518243 A AG Chr17_10518243_A_AGA_AG INDEL 17111.59 13 20 15 28 19 24 30 26 17 15 10 10 6 6 13 20 15 28 19 24 30 26 17 15 10 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1643_-1642insGNA NA NA NA 1642
Chr17 10518243 A AG Chr17_10518243_A_AGA_AG INDEL 17111.59 13 20 15 28 19 24 30 26 17 15 10 10 6 6 13 20 15 28 19 24 30 26 17 15 10 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1643_-1642insGNA NA NA NA 232
Chr17 10518243 A AG Chr17_10518243_A_AGA_AG INDEL 17111.59 13 20 15 28 19 24 30 26 17 15 10 10 6 6 13 20 15 28 19 24 30 26 17 15 10 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518243_10518244insGNA NA NA NA NA
Chr17 10518247 C G Chr17_10518247_C_GC_G SNP 17345.63 14 22 15 28 18 25 31 25 17 14 10 10 6 6 14 22 15 28 18 25 31 25 17 14 10 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1639C>G NA NA NA NA 1639
Chr17 10518247 C G Chr17_10518247_C_GC_G SNP 17345.63 14 22 15 28 18 25 31 25 17 14 10 10 6 6 14 22 15 28 18 25 31 25 17 14 10 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1639C>G NA NA NA NA 229
Chr17 10518247 C G Chr17_10518247_C_GC_G SNP 17345.63 14 22 15 28 18 25 31 25 17 14 10 10 6 6 14 22 15 28 18 25 31 25 17 14 10 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518247C>GNA NA NA NA NA
Chr17 10518248 TTA T Chr17_10518248_TTA_TTTA_T INDEL 18731.59 13 21 15 28 18 26 31 25 17 14 9 10 6 5 13 21 15 28 18 26 31 25 17 14 9 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1637_-1636delTANA NA NA NA 1637
Chr17 10518248 TTA T Chr17_10518248_TTA_TTTA_T INDEL 18731.59 13 21 15 28 18 26 31 25 17 14 9 10 6 5 13 21 15 28 18 26 31 25 17 14 9 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1637_-1636delTANA NA NA NA 227
Chr17 10518248 TTA T Chr17_10518248_TTA_TTTA_T INDEL 18731.59 13 21 15 28 18 26 31 25 17 14 9 10 6 5 13 21 15 28 18 26 31 25 17 14 9 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518249_10518250delTANA NA NA NA NA
Chr17 10518251 A AGCCCTGGCCGGGGChr17_10518251_A_AGCCCTGGCCGGGGA_AGCCCTGGCCGGGGINDEL 18506.59 13 21 15 28 18 26 30 25 17 14 9 10 6 5 13 21 15 28 18 26 30 25 17 14 9 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1635_-1634insGCCCTGGCCGGGGNA NA NA NA 1634
Chr17 10518251 A AGCCCTGGCCGGGGChr17_10518251_A_AGCCCTGGCCGGGGA_AGCCCTGGCCGGGGINDEL 18506.59 13 21 15 28 18 26 30 25 17 14 9 10 6 5 13 21 15 28 18 26 30 25 17 14 9 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1635_-1634insGCCCTGGCCGGGGNA NA NA NA 224
Chr17 10518251 A AGCCCTGGCCGGGGChr17_10518251_A_AGCCCTGGCCGGGGA_AGCCCTGGCCGGGGINDEL 18506.59 13 21 15 28 18 26 30 25 17 14 9 10 6 5 13 21 15 28 18 26 30 25 17 14 9 10 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518251_10518252insGCCCTGGCCGGGGNA NA NA NA NA
Chr17 10518254 A AGGGG Chr17_10518254_A_AGGGGA_AGGGG INDEL 17876.59 13 21 16 27 16 24 32 25 19 10 9 10 6 7 13 21 16 27 16 24 32 25 19 10 9 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1632_-1631insGGGGNA NA NA NA 1631
Chr17 10518254 A AGGGG Chr17_10518254_A_AGGGGA_AGGGG INDEL 17876.59 13 21 16 27 16 24 32 25 19 10 9 10 6 7 13 21 16 27 16 24 32 25 19 10 9 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1632_-1631insGGGGNA NA NA NA 221
Chr17 10518254 A AGGGG Chr17_10518254_A_AGGGGA_AGGGG INDEL 17876.59 13 21 16 27 16 24 32 25 19 10 9 10 6 7 13 21 16 27 16 24 32 25 19 10 9 10 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518254_10518255insGGGGNA NA NA NA NA
Chr17 10518255 CATGTTTT C Chr17_10518255_CATGTTTT_CCATGTTTT_C INDEL 18011.59 12 23 13 30 16 23 30 24 19 12 9 9 6 7 12 23 13 30 16 23 30 24 19 12 9 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1630_-1624delATGTTTTNA NA NA NA 1630
Chr17 10518255 CATGTTTT C Chr17_10518255_CATGTTTT_CCATGTTTT_C INDEL 18011.59 12 23 13 30 16 23 30 24 19 12 9 9 6 7 12 23 13 30 16 23 30 24 19 12 9 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1630_-1624delATGTTTTNA NA NA NA 220
Chr17 10518255 CATGTTTT C Chr17_10518255_CATGTTTT_CCATGTTTT_C INDEL 18011.59 12 23 13 30 16 23 30 24 19 12 9 9 6 7 12 23 13 30 16 23 30 24 19 12 9 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518256_10518262delATGTTTTNA NA NA NA NA
Chr17 10518266 A T Chr17_10518266_A_TA_T SNP 17210.63 13 23 14 31 16 23 31 25 17 12 9 9 5 8 13 23 14 31 16 23 31 25 17 12 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1620A>T NA NA NA NA 1620
Chr17 10518266 A T Chr17_10518266_A_TA_T SNP 17210.63 13 23 14 31 16 23 31 25 17 12 9 9 5 8 13 23 14 31 16 23 31 25 17 12 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1620A>T NA NA NA NA 210
Chr17 10518266 A T Chr17_10518266_A_TA_T SNP 17210.63 13 23 14 31 16 23 31 25 17 12 9 9 5 8 13 23 14 31 16 23 31 25 17 12 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518266A>TNA NA NA NA NA
Chr17 10518268 T C Chr17_10518268_T_CT_C SNP 17030.63 14 23 14 32 16 22 30 25 17 12 9 9 5 8 14 23 14 32 16 22 30 25 17 12 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1618T>C NA NA NA NA 1618
Chr17 10518268 T C Chr17_10518268_T_CT_C SNP 17030.63 14 23 14 32 16 22 30 25 17 12 9 9 5 8 14 23 14 32 16 22 30 25 17 12 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1618T>C NA NA NA NA 208
Chr17 10518268 T C Chr17_10518268_T_CT_C SNP 17030.63 14 23 14 32 16 22 30 25 17 12 9 9 5 8 14 23 14 32 16 22 30 25 17 12 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518268T>CNA NA NA NA NA
Chr17 10518270 ATGT A Chr17_10518270_ATGT_AATGT_A INDEL 17201.59 14 22 14 33 16 21 30 26 17 13 9 9 5 8 14 22 14 33 16 21 30 26 17 13 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1615_-1613delTGTNA NA NA NA 1615
Chr17 10518270 ATGT A Chr17_10518270_ATGT_AATGT_A INDEL 17201.59 14 22 14 33 16 21 30 26 17 13 9 9 5 8 14 22 14 33 16 21 30 26 17 13 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1615_-1613delTGTNA NA NA NA 205
Chr17 10518270 ATGT A Chr17_10518270_ATGT_AATGT_A INDEL 17201.59 14 22 14 33 16 21 30 26 17 13 9 9 5 8 14 22 14 33 16 21 30 26 17 13 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518271_10518273delTGTNA NA NA NA NA
Chr17 10518274 G GCC Chr17_10518274_G_GCCG_GCC INDEL 17156.59 14 21 14 33 17 21 30 26 17 13 9 9 5 8 14 21 14 33 17 21 30 26 17 13 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1612_-1611insCCNA NA NA NA 1611
Chr17 10518274 G GCC Chr17_10518274_G_GCCG_GCC INDEL 17156.59 14 21 14 33 17 21 30 26 17 13 9 9 5 8 14 21 14 33 17 21 30 26 17 13 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1612_-1611insCCNA NA NA NA 201
Chr17 10518274 G GCC Chr17_10518274_G_GCCG_GCC INDEL 17156.59 14 21 14 33 17 21 30 26 17 13 9 9 5 8 14 21 14 33 17 21 30 26 17 13 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518274_10518275insCCNA NA NA NA NA
Chr17 10518276 T G Chr17_10518276_T_GT_G SNP 17705.63 15 21 14 35 17 21 30 26 19 13 9 9 5 8 15 21 14 35 17 21 30 26 19 13 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1610T>G NA NA NA NA 1610
Chr17 10518276 T G Chr17_10518276_T_GT_G SNP 17705.63 15 21 14 35 17 21 30 26 19 13 9 9 5 8 15 21 14 35 17 21 30 26 19 13 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1610T>G NA NA NA NA 200
Chr17 10518276 T G Chr17_10518276_T_GT_G SNP 17705.63 15 21 14 35 17 21 30 26 19 13 9 9 5 8 15 21 14 35 17 21 30 26 19 13 9 9 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518276T>GNA NA NA NA NA
Chr17 10518281 A T Chr17_10518281_A_TA_T SNP 17930.63 16 20 14 37 17 20 27 27 18 11 9 11 4 8 16 20 14 37 17 20 27 27 18 11 9 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1605A>T NA NA NA NA 1605
Chr17 10518281 A T Chr17_10518281_A_TA_T SNP 17930.63 16 20 14 37 17 20 27 27 18 11 9 11 4 8 16 20 14 37 17 20 27 27 18 11 9 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1605A>T NA NA NA NA 195
Chr17 10518281 A T Chr17_10518281_A_TA_T SNP 17930.63 16 20 14 37 17 20 27 27 18 11 9 11 4 8 16 20 14 37 17 20 27 27 18 11 9 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518281A>TNA NA NA NA NA
Chr17 10518282 G GC Chr17_10518282_G_GCG_GC INDEL 18011.59 17 20 15 36 17 20 27 27 18 11 9 11 5 9 17 20 15 36 17 20 27 27 18 11 9 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1604_-1603insCNA NA NA NA 1603
Chr17 10518282 G GC Chr17_10518282_G_GCG_GC INDEL 18011.59 17 20 15 36 17 20 27 27 18 11 9 11 5 9 17 20 15 36 17 20 27 27 18 11 9 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1604_-1603insCNA NA NA NA 193
Chr17 10518282 G GC Chr17_10518282_G_GCG_GC INDEL 18011.59 17 20 15 36 17 20 27 27 18 11 9 11 5 9 17 20 15 36 17 20 27 27 18 11 9 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518282_10518283insCNA NA NA NA NA
Chr17 10518285 GTAT G Chr17_10518285_GTAT_GGTAT_G INDEL 17966.59 18 20 14 37 16 23 26 27 18 12 10 11 5 9 18 20 14 37 16 23 26 27 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1600_-1598delTATNA NA NA NA 1600
Chr17 10518285 GTAT G Chr17_10518285_GTAT_GGTAT_G INDEL 17966.59 18 20 14 37 16 23 26 27 18 12 10 11 5 9 18 20 14 37 16 23 26 27 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1600_-1598delTATNA NA NA NA 190
Chr17 10518285 GTAT G Chr17_10518285_GTAT_GGTAT_G INDEL 17966.59 18 20 14 37 16 23 26 27 18 12 10 11 5 9 18 20 14 37 16 23 26 27 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518286_10518288delTATNA NA NA NA NA
Chr17 10518290 GT G Chr17_10518290_GT_GGT_G INDEL 17696.59 18 20 14 37 15 24 26 27 18 12 10 11 5 9 18 20 14 37 15 24 26 27 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1595delT NA NA NA NA 1595
Chr17 10518290 GT G Chr17_10518290_GT_GGT_G INDEL 17696.59 18 20 14 37 15 24 26 27 18 12 10 11 5 9 18 20 14 37 15 24 26 27 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1595delT NA NA NA NA 185
Chr17 10518290 GT G Chr17_10518290_GT_GGT_G INDEL 17696.59 18 20 14 37 15 24 26 27 18 12 10 11 5 9 18 20 14 37 15 24 26 27 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518291delTNA NA NA NA NA
Chr17 10518292 ATGTTTTT A Chr17_10518292_ATGTTTTT_AATGTTTTT_AINDEL 18011.59 18 20 14 37 15 24 25 28 18 12 10 11 5 9 18 20 14 37 15 24 25 28 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1593_-1587delTGTTTTTNA NA NA NA 1593
Chr17 10518292 ATGTTTTT A Chr17_10518292_ATGTTTTT_AATGTTTTT_AINDEL 18011.59 18 20 14 37 15 24 25 28 18 12 10 11 5 9 18 20 14 37 15 24 25 28 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1593_-1587delTGTTTTTNA NA NA NA 183
Chr17 10518292 ATGTTTTT A Chr17_10518292_ATGTTTTT_AATGTTTTT_AINDEL 18011.59 18 20 14 37 15 24 25 28 18 12 10 11 5 9 18 20 14 37 15 24 25 28 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518293_10518299delTGTTTTTNA NA NA NA NA
Chr17 10518300 C CGAG Chr17_10518300_C_CGAGC_CGAG INDEL 17876.59 18 19 14 37 15 26 24 29 18 12 10 11 5 9 18 19 14 37 15 26 24 29 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1586_-1585insGAGNA NA NA NA 1585
Chr17 10518300 C CGAG Chr17_10518300_C_CGAGC_CGAG INDEL 17876.59 18 19 14 37 15 26 24 29 18 12 10 11 5 9 18 19 14 37 15 26 24 29 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1586_-1585insGAGNA NA NA NA 175
Chr17 10518300 C CGAG Chr17_10518300_C_CGAGC_CGAG INDEL 17876.59 18 19 14 37 15 26 24 29 18 12 10 11 5 9 18 19 14 37 15 26 24 29 18 12 10 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518300_10518301insGAGNA NA NA NA NA
Chr17 10518303 CTTGTTT C Chr17_10518303_CTTGTTT_CCTTGTTT_C INDEL 17606.59 17 19 14 34 15 28 23 29 19 12 11 11 5 9 17 19 14 34 15 28 23 29 19 12 11 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1582_-1577delTTGTTTNA NA NA NA 1582
Chr17 10518303 CTTGTTT C Chr17_10518303_CTTGTTT_CCTTGTTT_C INDEL 17606.59 17 19 14 34 15 28 23 29 19 12 11 11 5 9 17 19 14 34 15 28 23 29 19 12 11 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1582_-1577delTTGTTTNA NA NA NA 172
Chr17 10518303 CTTGTTT C Chr17_10518303_CTTGTTT_CCTTGTTT_C INDEL 17606.59 17 19 14 34 15 28 23 29 19 12 11 11 5 9 17 19 14 34 15 28 23 29 19 12 11 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518304_10518309delTTGTTTNA NA NA NA NA
Chr17 10518311 A AACGG Chr17_10518311_A_AACGGA_AACGG INDEL 17696.59 17 19 13 34 15 27 24 29 19 11 11 11 5 9 17 19 13 34 15 27 24 29 19 11 11 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1575_-1574insACGGNA NA NA NA 1574
Chr17 10518311 A AACGG Chr17_10518311_A_AACGGA_AACGG INDEL 17696.59 17 19 13 34 15 27 24 29 19 11 11 11 5 9 17 19 13 34 15 27 24 29 19 11 11 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1575_-1574insACGGNA NA NA NA 164
Chr17 10518311 A AACGG Chr17_10518311_A_AACGGA_AACGG INDEL 17696.59 17 19 13 34 15 27 24 29 19 11 11 11 5 9 17 19 13 34 15 27 24 29 19 11 11 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518311_10518312insACGGNA NA NA NA NA
Chr17 10518319 A G Chr17_10518319_A_GA_G SNP 17525.63 17 19 15 32 13 28 21 27 16 12 11 11 5 7 17 19 15 32 13 28 21 27 16 12 11 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1567A>G NA NA NA NA 1567
Chr17 10518319 A G Chr17_10518319_A_GA_G SNP 17525.63 17 19 15 32 13 28 21 27 16 12 11 11 5 7 17 19 15 32 13 28 21 27 16 12 11 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1567A>G NA NA NA NA 157
Chr17 10518319 A G Chr17_10518319_A_GA_G SNP 17525.63 17 19 15 32 13 28 21 27 16 12 11 11 5 7 17 19 15 32 13 28 21 27 16 12 11 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518319A>GNA NA NA NA NA
Chr17 10518320 GAT G Chr17_10518320_GAT_GGAT_G INDEL 18018.59 17 20 16 30 13 28 23 26 17 12 11 11 5 6 17 20 16 30 13 28 23 26 17 12 11 11 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1565_-1564delATNA NA NA NA 1565
Chr17 10518320 GAT G Chr17_10518320_GAT_GGAT_G INDEL 18018.59 17 20 16 30 13 28 23 26 17 12 11 11 5 6 17 20 16 30 13 28 23 26 17 12 11 11 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1565_-1564delATNA NA NA NA 155
Chr17 10518320 GAT G Chr17_10518320_GAT_GGAT_G INDEL 18018.59 17 20 16 30 13 28 23 26 17 12 11 11 5 6 17 20 16 30 13 28 23 26 17 12 11 11 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518321_10518322delATNA NA NA NA NA
Chr17 10518323 G GGTT Chr17_10518323_G_GGTTG_GGTT INDEL 17514.59 17 18 16 30 13 28 22 27 17 12 12 12 5 6 17 18 16 30 13 28 22 27 17 12 12 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1563_-1562insGTTNA NA NA NA 1562
Chr17 10518323 G GGTT Chr17_10518323_G_GGTTG_GGTT INDEL 17514.59 17 18 16 30 13 28 22 27 17 12 12 12 5 6 17 18 16 30 13 28 22 27 17 12 12 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1563_-1562insGTTNA NA NA NA 152
Chr17 10518323 G GGTT Chr17_10518323_G_GGTTG_GGTT INDEL 17514.59 17 18 16 30 13 28 22 27 17 12 12 12 5 6 17 18 16 30 13 28 22 27 17 12 12 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518323_10518324insGTTNA NA NA NA NA
Chr17 10518325 T C Chr17_10518325_T_CT_C SNP 17523.63 17 18 14 28 13 27 22 25 18 12 9 10 5 7 17 18 14 28 13 27 22 25 18 12 9 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.-1561T>C NA NA NA NA 1561
Chr17 10518325 T C Chr17_10518325_T_CT_C SNP 17523.63 17 18 14 28 13 27 22 25 18 12 9 10 5 7 17 18 14 28 13 27 22 25 18 12 9 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.-1561T>C NA NA NA NA 151
Chr17 10518325 T C Chr17_10518325_T_CT_C SNP 17523.63 17 18 14 28 13 27 22 25 18 12 9 10 5 7 17 18 14 28 13 27 22 25 18 12 9 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15250-Pp3c17_15260Pp3c17_15250-Pp3c17_15260intergenic_regionPp3c17_15250-Pp3c17_15260NA NA n.10518325T>CNA NA NA NA NA
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15280Pp3c17_15280transcript PAC:32907538protein_codingNA c.-2472_-2471insTNA NA NA NA 2133
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15280Pp3c17_15280transcript PAC:32907539protein_codingNA c.-2472_-2471insTNA NA NA NA 2148
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15280Pp3c17_15280transcript PAC:32907540protein_codingNA c.-2472_-2471insTNA NA NA NA 2148
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15280Pp3c17_15280transcript PAC:32907541protein_codingNA c.-2472_-2471insTNA NA NA NA 2148
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15280Pp3c17_15280transcript PAC:32907542protein_codingNA c.-3375_-3374insTNA NA NA NA 2804
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_15280Pp3c17_15280transcript PAC:32907543protein_codingNA c.-4588_-4587insTNA NA NA NA 4474
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906876protein_codingNA c.*4034_*4035insTNA NA NA NA 4035
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906877protein_codingNA c.*4034_*4035insTNA NA NA NA 2498
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_15260Pp3c17_15260transcript PAC:32906878protein_codingNA c.*3044_*3045insTNA NA NA NA 2597
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_15270Pp3c17_15270transcript PAC:32907666protein_coding 03-juil c.350-46_350-45insANA NA NA NA NA
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_15270Pp3c17_15270transcript PAC:32907667protein_coding 03-juil c.350-46_350-45insANA NA NA NA NA
Chr17 10530076 G GT Chr17_10530076_G_GTG_GT INDEL 13019.59 25 10 11 21 7 29 28 17 16 13 11 10 10 5 25 10 11 21 7 29 28 17 16 13 11 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_15270Pp3c17_15270transcript PAC:32907668protein_coding 03-juin c.350-46_350-45insANA NA NA NA NA
Chr17 10550190 G A Chr17_10550190_G_AG_A SNP 5173.29 0 0 0 13 17 21 24 18 0 0 0 0 0 0 36 7 19 13 17 21 24 18 14 16 12 21 10 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_15290-Pp3c17_15330Pp3c17_15290-Pp3c17_15330intergenic_regionPp3c17_15290-Pp3c17_15330NA NA n.10550190G>ANA NA NA NA NA
Chr17 10845690 C A Chr17_10845690_C_AC_A SNP 18486.63 18 16 11 17 19 29 13 25 22 21 14 16 16 9 18 16 11 17 19 29 13 25 22 21 14 16 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10845690C>ANA NA NA NA NA
Chr17 10845698 G T Chr17_10845698_G_TG_T SNP 19200.63 21 16 11 19 22 30 13 26 23 20 12 16 16 8 21 16 11 19 22 30 13 26 23 20 12 16 16 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10845698G>TNA NA NA NA NA
Chr17 10845701 AC A Chr17_10845701_AC_AAC_A INDEL 19032.59 21 16 10 19 21 30 13 25 24 20 12 16 17 6 21 16 10 19 21 30 13 25 24 20 12 16 17 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10845702delCNA NA NA NA NA
Chr17 10845732 T TG Chr17_10845732_T_TGT_TG INDEL 18526.59 22 13 10 21 18 30 10 22 27 21 12 13 19 6 22 13 10 21 18 30 10 22 27 21 12 13 19 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10845732_10845733insGNA NA NA NA NA
Chr17 10845755 G T Chr17_10845755_G_TG_T SNP 17405.63 23 6 12 19 17 27 11 22 31 20 8 11 20 8 23 6 12 19 17 27 11 22 31 20 8 11 20 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10845755G>TNA NA NA NA NA
Chr17 10846763 TG T Chr17_10846763_TG_TTG_T INDEL 19358.59 24 19 17 31 21 30 16 30 20 25 12 11 18 14 24 19 17 31 21 30 16 30 20 25 12 11 18 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10846764delGNA NA NA NA NA
Chr17 10846779 C A Chr17_10846779_C_AC_A SNP 19308.63 22 18 17 31 20 31 14 29 20 23 12 11 17 14 22 18 17 31 20 31 14 29 20 23 12 11 17 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10846779C>ANA NA NA NA NA
Chr17 10846849 A T Chr17_10846849_A_TA_T SNP 15999.63 16 14 12 25 14 27 15 19 19 19 12 10 8 8 16 14 12 25 14 27 15 19 19 19 12 10 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10846849A>TNA NA NA NA NA
Chr17 10846853 A T Chr17_10846853_A_TA_T SNP 16011.63 17 15 12 26 16 27 15 19 19 17 11 10 8 8 17 15 12 26 16 27 15 19 19 17 11 10 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10846853A>TNA NA NA NA NA
Chr17 10846879 C A Chr17_10846879_C_AC_A SNP 13629.63 14 14 9 22 14 28 12 14 17 12 13 10 6 9 14 14 9 22 14 28 12 14 17 12 13 10 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10846879C>ANA NA NA NA NA
Chr17 10846924 C T Chr17_10846924_C_TC_T SNP 13872.63 14 8 8 22 12 23 13 14 12 16 12 13 9 10 14 8 8 22 12 23 13 14 12 16 12 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10846924C>TNA NA NA NA NA
Chr17 10846968 C T Chr17_10846968_C_TC_T SNP 16157.63 15 12 4 28 13 24 10 14 18 17 13 16 12 10 15 12 4 28 13 24 10 14 18 17 13 16 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10846968C>TNA NA NA NA NA
Chr17 10846971 TC T Chr17_10846971_TC_TTC_T INDEL 16212.59 15 12 4 28 13 26 10 15 18 17 13 17 12 10 15 12 4 28 13 26 10 15 18 17 13 17 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_15950-Pp3c17_15980Pp3c17_15950-Pp3c17_15980intergenic_regionPp3c17_15950-Pp3c17_15980NA NA n.10846972delCNA NA NA NA NA
Chr17 10911307 C CAG Chr17_10911307_C_CAGC_CAG INDEL 14585.59 25 18 12 23 15 22 16 10 22 15 8 7 8 9 25 18 12 23 15 22 16 10 24 15 8 7 8 9 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16030Pp3c17_16030transcript PAC:32907874protein_codingNA c.-3797_-3796insAGNA NA NA NA 3032
Chr17 10911307 C CAG Chr17_10911307_C_CAGC_CAG INDEL 14585.59 25 18 12 23 15 22 16 10 22 15 8 7 8 9 25 18 12 23 15 22 16 10 24 15 8 7 8 9 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16030Pp3c17_16030transcript PAC:32907875protein_codingNA c.-3797_-3796insAGNA NA NA NA 2993
Chr17 10911307 C CAG Chr17_10911307_C_CAGC_CAG INDEL 14585.59 25 18 12 23 15 22 16 10 22 15 8 7 8 9 25 18 12 23 15 22 16 10 24 15 8 7 8 9 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_16010-Pp3c17_16030Pp3c17_16010-Pp3c17_16030intergenic_regionPp3c17_16010-Pp3c17_16030NA NA n.10911307_10911308insAGNA NA NA NA NA
Chr17 10911310 T A Chr17_10911310_T_AT_A SNP 14999.63 25 18 12 24 16 22 17 11 25 18 8 7 8 10 25 18 12 24 16 22 17 11 27 18 8 7 8 10 1 1 1 1 1 1 1 1 0.926 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16030Pp3c17_16030transcript PAC:32907874protein_codingNA c.-3794T>A NA NA NA NA 3030
Chr17 10911310 T A Chr17_10911310_T_AT_A SNP 14999.63 25 18 12 24 16 22 17 11 25 18 8 7 8 10 25 18 12 24 16 22 17 11 27 18 8 7 8 10 1 1 1 1 1 1 1 1 0.926 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16030Pp3c17_16030transcript PAC:32907875protein_codingNA c.-3794T>A NA NA NA NA 2991
Chr17 10911310 T A Chr17_10911310_T_AT_A SNP 14999.63 25 18 12 24 16 22 17 11 25 18 8 7 8 10 25 18 12 24 16 22 17 11 27 18 8 7 8 10 1 1 1 1 1 1 1 1 0.926 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_16010-Pp3c17_16030Pp3c17_16010-Pp3c17_16030intergenic_regionPp3c17_16010-Pp3c17_16030NA NA n.10911310T>ANA NA NA NA NA
Chr17 10911313 CCCT C Chr17_10911313_CCCT_CCCCT_C INDEL 15004.59 24 18 13 24 15 23 17 11 25 18 8 7 7 10 24 18 13 24 15 23 17 11 27 18 8 7 7 10 1 1 1 1 1 1 1 1 0.926 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16030Pp3c17_16030transcript PAC:32907874protein_codingNA c.-3790_-3788delCCTNA NA NA NA 3026
Chr17 10911313 CCCT C Chr17_10911313_CCCT_CCCCT_C INDEL 15004.59 24 18 13 24 15 23 17 11 25 18 8 7 7 10 24 18 13 24 15 23 17 11 27 18 8 7 7 10 1 1 1 1 1 1 1 1 0.926 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16030Pp3c17_16030transcript PAC:32907875protein_codingNA c.-3790_-3788delCCTNA NA NA NA 2987
Chr17 10911313 CCCT C Chr17_10911313_CCCT_CCCCT_C INDEL 15004.59 24 18 13 24 15 23 17 11 25 18 8 7 7 10 24 18 13 24 15 23 17 11 27 18 8 7 7 10 1 1 1 1 1 1 1 1 0.926 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_16010-Pp3c17_16030Pp3c17_16010-Pp3c17_16030intergenic_regionPp3c17_16010-Pp3c17_16030NA NA n.10911314_10911316delCCTNA NA NA NA NA
Chr17 10911316 T TAA Chr17_10911316_T_TAAT_TAA INDEL 14959.59 24 18 13 24 15 23 17 11 25 18 8 7 7 10 24 18 13 24 15 23 17 11 25 18 8 7 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16030Pp3c17_16030transcript PAC:32907874protein_codingNA c.-3788_-3787insAANA NA NA NA 3023
Chr17 10911316 T TAA Chr17_10911316_T_TAAT_TAA INDEL 14959.59 24 18 13 24 15 23 17 11 25 18 8 7 7 10 24 18 13 24 15 23 17 11 25 18 8 7 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16030Pp3c17_16030transcript PAC:32907875protein_codingNA c.-3788_-3787insAANA NA NA NA 2984
Chr17 10911316 T TAA Chr17_10911316_T_TAAT_TAA INDEL 14959.59 24 18 13 24 15 23 17 11 25 18 8 7 7 10 24 18 13 24 15 23 17 11 25 18 8 7 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_16010-Pp3c17_16030Pp3c17_16010-Pp3c17_16030intergenic_regionPp3c17_16010-Pp3c17_16030NA NA n.10911316_10911317insAANA NA NA NA NA
Chr17 10915163 G A Chr17_10915163_G_AG_A SNP 16923.63 21 18 11 21 22 20 28 21 25 12 7 10 6 9 21 18 11 21 22 20 28 21 25 12 7 10 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c17_16030Pp3c17_16030transcript PAC:32907874protein_coding 01-janv c.60G>A p.Pro20Pro 824/1177 60/270 20/89 NA
Chr17 10915163 G A Chr17_10915163_G_AG_A SNP 16923.63 21 18 11 21 22 20 28 21 25 12 7 10 6 9 21 18 11 21 22 20 28 21 25 12 7 10 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c17_16030Pp3c17_16030transcript PAC:32907875protein_coding 01-janv c.60G>A p.Pro20Pro 863/1216 60/270 20/89 NA
Chr17 10915163 G A Chr17_10915163_G_AG_A SNP 16923.63 21 18 11 21 22 20 28 21 25 12 7 10 6 9 21 18 11 21 22 20 28 21 25 12 7 10 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_16040Pp3c17_16040transcript PAC:32905924protein_codingNA c.*2192C>T NA NA NA NA 1924
Chr17 10915163 G A Chr17_10915163_G_AG_A SNP 16923.63 21 18 11 21 22 20 28 21 25 12 7 10 6 9 21 18 11 21 22 20 28 21 25 12 7 10 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_16040Pp3c17_16040transcript PAC:32905925protein_codingNA c.*2192C>T NA NA NA NA 1703
Chr17 10915168 G A Chr17_10915168_G_AG_A SNP 17252.63 21 18 12 21 23 21 27 20 26 12 7 10 6 8 21 18 12 21 23 21 27 20 26 12 7 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c17_16030Pp3c17_16030transcript PAC:32907874protein_coding 01-janv c.65G>A p.Gly22Glu 829/1177 65/270 22/89 NA
Chr17 10915168 G A Chr17_10915168_G_AG_A SNP 17252.63 21 18 12 21 23 21 27 20 26 12 7 10 6 8 21 18 12 21 23 21 27 20 26 12 7 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c17_16030Pp3c17_16030transcript PAC:32907875protein_coding 01-janv c.65G>A p.Gly22Glu 868/1216 65/270 22/89 NA
Chr17 10915168 G A Chr17_10915168_G_AG_A SNP 17252.63 21 18 12 21 23 21 27 20 26 12 7 10 6 8 21 18 12 21 23 21 27 20 26 12 7 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_16040Pp3c17_16040transcript PAC:32905924protein_codingNA c.*2187C>T NA NA NA NA 1919
Chr17 10915168 G A Chr17_10915168_G_AG_A SNP 17252.63 21 18 12 21 23 21 27 20 26 12 7 10 6 8 21 18 12 21 23 21 27 20 26 12 7 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_16040Pp3c17_16040transcript PAC:32905925protein_codingNA c.*2187C>T NA NA NA NA 1698
Chr17 10915170 A G Chr17_10915170_A_GA_G SNP 17132.63 20 18 12 21 21 21 25 20 26 12 7 12 6 8 20 18 12 21 21 21 25 20 26 12 7 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c17_16030Pp3c17_16030transcript PAC:32907874protein_coding 01-janv c.67A>G p.Ser23Gly 831/1177 67/270 23/89 NA
Chr17 10915170 A G Chr17_10915170_A_GA_G SNP 17132.63 20 18 12 21 21 21 25 20 26 12 7 12 6 8 20 18 12 21 21 21 25 20 26 12 7 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c17_16030Pp3c17_16030transcript PAC:32907875protein_coding 01-janv c.67A>G p.Ser23Gly 870/1216 67/270 23/89 NA
Chr17 10915170 A G Chr17_10915170_A_GA_G SNP 17132.63 20 18 12 21 21 21 25 20 26 12 7 12 6 8 20 18 12 21 21 21 25 20 26 12 7 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_16040Pp3c17_16040transcript PAC:32905924protein_codingNA c.*2185T>C NA NA NA NA 1917
Chr17 10915170 A G Chr17_10915170_A_GA_G SNP 17132.63 20 18 12 21 21 21 25 20 26 12 7 12 6 8 20 18 12 21 21 21 25 20 26 12 7 12 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_16040Pp3c17_16040transcript PAC:32905925protein_codingNA c.*2185T>C NA NA NA NA 1696
Chr17 11000736 C T Chr17_11000736_C_TC_T SNP 20582.63 29 18 17 31 19 33 26 27 24 19 20 18 10 19 29 18 17 31 19 33 26 27 24 19 20 18 10 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_16220-Pp3c17_16260Pp3c17_16220-Pp3c17_16260intergenic_regionPp3c17_16220-Pp3c17_16260NA NA n.11000736C>TNA NA NA NA NA
Chr17 11026812 T A Chr17_11026812_T_AT_A SNP 6067.29 0 0 0 36 5 28 40 19 0 0 0 0 0 0 38 9 14 37 5 28 40 19 26 26 17 21 5 5 0 0 0 0.973 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_16260Pp3c17_16260transcript PAC:32908099protein_codingNA c.-2350T>A NA NA NA NA 1456
Chr17 11026812 T A Chr17_11026812_T_AT_A SNP 6067.29 0 0 0 36 5 28 40 19 0 0 0 0 0 0 38 9 14 37 5 28 40 19 26 26 17 21 5 5 0 0 0 0.973 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_16260Pp3c17_16260transcript PAC:32908100protein_codingNA c.-2350T>A NA NA NA NA 1183
Chr17 11026812 T A Chr17_11026812_T_AT_A SNP 6067.29 0 0 0 36 5 28 40 19 0 0 0 0 0 0 38 9 14 37 5 28 40 19 26 26 17 21 5 5 0 0 0 0.973 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_16260Pp3c17_16260transcript PAC:32908101protein_codingNA c.-2350T>A NA NA NA NA 1444
Chr17 11026812 T A Chr17_11026812_T_AT_A SNP 6067.29 0 0 0 36 5 28 40 19 0 0 0 0 0 0 38 9 14 37 5 28 40 19 26 26 17 21 5 5 0 0 0 0.973 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_16260Pp3c17_16260transcript PAC:32908102protein_codingNA c.-2350T>A NA NA NA NA 1444
Chr17 11026812 T A Chr17_11026812_T_AT_A SNP 6067.29 0 0 0 36 5 28 40 19 0 0 0 0 0 0 38 9 14 37 5 28 40 19 26 26 17 21 5 5 0 0 0 0.973 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_16220-Pp3c17_16260Pp3c17_16220-Pp3c17_16260intergenic_regionPp3c17_16220-Pp3c17_16260NA NA n.11026812T>ANA NA NA NA NA
Chr17 11044224 T G Chr17_11044224_T_GT_G SNP 22411.63 31 12 14 29 19 31 42 29 33 25 14 18 14 13 31 12 14 29 19 31 42 29 33 25 14 18 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16310Pp3c17_16310transcript PAC:32907005protein_codingNA c.-2556T>G NA NA NA NA 2556
Chr17 11044224 T G Chr17_11044224_T_GT_G SNP 22411.63 31 12 14 29 19 31 42 29 33 25 14 18 14 13 31 12 14 29 19 31 42 29 33 25 14 18 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_16320Pp3c17_16320transcript PAC:32906210protein_codingNA c.*2797A>C NA NA NA NA 2797
Chr17 11044224 T G Chr17_11044224_T_GT_G SNP 22411.63 31 12 14 29 19 31 42 29 33 25 14 18 14 13 31 12 14 29 19 31 42 29 33 25 14 18 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_16320Pp3c17_16320transcript PAC:32906211protein_codingNA c.*2797A>C NA NA NA NA 2310
Chr17 11044224 T G Chr17_11044224_T_GT_G SNP 22411.63 31 12 14 29 19 31 42 29 33 25 14 18 14 13 31 12 14 29 19 31 42 29 33 25 14 18 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_16320Pp3c17_16320transcript PAC:32906212protein_codingNA c.*2912A>C NA NA NA NA 2310
Chr17 11044224 T G Chr17_11044224_T_GT_G SNP 22411.63 31 12 14 29 19 31 42 29 33 25 14 18 14 13 31 12 14 29 19 31 42 29 33 25 14 18 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_16320Pp3c17_16320transcript PAC:32906213protein_codingNA c.*2912A>C NA NA NA NA 2310
Chr17 11044224 T G Chr17_11044224_T_GT_G SNP 22411.63 31 12 14 29 19 31 42 29 33 25 14 18 14 13 31 12 14 29 19 31 42 29 33 25 14 18 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_16320Pp3c17_16320transcript PAC:32906214protein_codingNA c.*2912A>C NA NA NA NA 2310
Chr17 11044224 T G Chr17_11044224_T_GT_G SNP 22411.63 31 12 14 29 19 31 42 29 33 25 14 18 14 13 31 12 14 29 19 31 42 29 33 25 14 18 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_16280-Pp3c17_16320Pp3c17_16280-Pp3c17_16320intergenic_regionPp3c17_16280-Pp3c17_16320NA NA n.11044224T>GNA NA NA NA NA
Chr17 11071805 TTATA T Chr17_11071805_TTATA_TTTATA_T INDEL 6802.37 0 0 0 12 8 11 9 18 2 0 0 0 1 0 16 10 10 12 9 11 9 19 11 6 4 5 4 6 0 0 0 1 0.889 1 1 0.947 0.182 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c17_16340-Pp3c17_16360Pp3c17_16340-Pp3c17_16360intergenic_regionPp3c17_16340-Pp3c17_16360NA NA n.11071806_11071809delTATANA NA NA NA NA
Chr17 11221039 A AAT Chr17_11221039_A_AATA_AAT INDEL 2037.24 3 0 0 11 11 18 22 6 0 0 3 2 0 1 22 6 7 11 11 18 23 6 5 13 15 11 4 9 0.136 0 0 1 1 1 0.957 1 0 0 0.2 0.182 0 0 0 5 5 3 0 5 0 downstream_gene_variantMODIFIER Pp3c17_16480Pp3c17_16480transcript PAC:32907038protein_codingNA c.*4468_*4469insATNA NA NA NA 4468
Chr17 11221039 A AAT Chr17_11221039_A_AATA_AAT INDEL 2037.24 3 0 0 11 11 18 22 6 0 0 3 2 0 1 22 6 7 11 11 18 23 6 5 13 15 11 4 9 0.136 0 0 1 1 1 0.957 1 0 0 0.2 0.182 0 0 0 5 5 3 0 5 0 intergenic_regionMODIFIER Pp3c17_16470-Pp3c17_16480Pp3c17_16470-Pp3c17_16480intergenic_regionPp3c17_16470-Pp3c17_16480NA NA n.11221039_11221040insATNA NA NA NA NA
Chr17 11317354 T TA Chr17_11317354_T_TAT_TA INDEL 16858.59 30 18 15 34 18 28 20 23 19 18 24 14 10 13 30 18 15 34 18 28 20 23 19 18 24 14 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_16620-Pp3c17_16670Pp3c17_16620-Pp3c17_16670intergenic_regionPp3c17_16620-Pp3c17_16670NA NA n.11317354_11317355insANA NA NA NA NA
Chr17 11334577 T TG Chr17_11334577_T_TGT_TG INDEL 13083.59 19 15 14 10 9 26 18 17 9 19 14 14 13 7 19 15 14 10 9 26 18 17 9 19 14 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_16670Pp3c17_16670transcript PAC:32905851protein_coding 02-févr c.*716_*717insCNA NA NA NA 1126
Chr17 11334577 T TG Chr17_11334577_T_TGT_TG INDEL 13083.59 19 15 14 10 9 26 18 17 9 19 14 14 13 7 19 15 14 10 9 26 18 17 9 19 14 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_16670Pp3c17_16670transcript PAC:32905852protein_coding 02-févr c.*716_*717insCNA NA NA NA 1126
Chr17 11334577 T TG Chr17_11334577_T_TGT_TG INDEL 13083.59 19 15 14 10 9 26 18 17 9 19 14 14 13 7 19 15 14 10 9 26 18 17 9 19 14 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_16670Pp3c17_16670transcript PAC:32905853protein_coding 03-mars c.*716_*717insCNA NA NA NA 1126
Chr17 11334577 T TG Chr17_11334577_T_TGT_TG INDEL 13083.59 19 15 14 10 9 26 18 17 9 19 14 14 13 7 19 15 14 10 9 26 18 17 9 19 14 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16690Pp3c17_16690transcript PAC:32905839protein_codingNA c.-4491_-4490insGNA NA NA NA 4210
Chr17 11334577 T TG Chr17_11334577_T_TGT_TG INDEL 13083.59 19 15 14 10 9 26 18 17 9 19 14 14 13 7 19 15 14 10 9 26 18 17 9 19 14 14 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16690Pp3c17_16690transcript PAC:32905840protein_codingNA c.-4491_-4490insGNA NA NA NA 4171
Chr17 11334605 G T Chr17_11334605_G_TG_T SNP 10578.63 17 11 11 7 5 21 15 13 4 17 11 10 14 5 17 11 11 7 5 21 15 13 4 17 11 10 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_16670Pp3c17_16670transcript PAC:32905851protein_coding 02-févr c.*689C>A NA NA NA NA 1099
Chr17 11334605 G T Chr17_11334605_G_TG_T SNP 10578.63 17 11 11 7 5 21 15 13 4 17 11 10 14 5 17 11 11 7 5 21 15 13 4 17 11 10 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_16670Pp3c17_16670transcript PAC:32905852protein_coding 02-févr c.*689C>A NA NA NA NA 1099
Chr17 11334605 G T Chr17_11334605_G_TG_T SNP 10578.63 17 11 11 7 5 21 15 13 4 17 11 10 14 5 17 11 11 7 5 21 15 13 4 17 11 10 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_16670Pp3c17_16670transcript PAC:32905853protein_coding 03-mars c.*689C>A NA NA NA NA 1099
Chr17 11334605 G T Chr17_11334605_G_TG_T SNP 10578.63 17 11 11 7 5 21 15 13 4 17 11 10 14 5 17 11 11 7 5 21 15 13 4 17 11 10 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16690Pp3c17_16690transcript PAC:32905839protein_codingNA c.-4463G>T NA NA NA NA 4183
Chr17 11334605 G T Chr17_11334605_G_TG_T SNP 10578.63 17 11 11 7 5 21 15 13 4 17 11 10 14 5 17 11 11 7 5 21 15 13 4 17 11 10 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16690Pp3c17_16690transcript PAC:32905840protein_codingNA c.-4463G>T NA NA NA NA 4144
Chr17 11334782 C CA Chr17_11334782_C_CAC_CA INDEL 11922.59 20 9 13 15 11 21 25 15 5 13 13 14 8 8 20 9 13 15 11 21 25 15 5 13 13 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_16670Pp3c17_16670transcript PAC:32905851protein_coding 02-févr c.*511_*512insTNA NA NA NA 921
Chr17 11334782 C CA Chr17_11334782_C_CAC_CA INDEL 11922.59 20 9 13 15 11 21 25 15 5 13 13 14 8 8 20 9 13 15 11 21 25 15 5 13 13 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_16670Pp3c17_16670transcript PAC:32905852protein_coding 02-févr c.*511_*512insTNA NA NA NA 921
Chr17 11334782 C CA Chr17_11334782_C_CAC_CA INDEL 11922.59 20 9 13 15 11 21 25 15 5 13 13 14 8 8 20 9 13 15 11 21 25 15 5 13 13 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_16670Pp3c17_16670transcript PAC:32905853protein_coding 03-mars c.*511_*512insTNA NA NA NA 921
Chr17 11334782 C CA Chr17_11334782_C_CAC_CA INDEL 11922.59 20 9 13 15 11 21 25 15 5 13 13 14 8 8 20 9 13 15 11 21 25 15 5 13 13 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16690Pp3c17_16690transcript PAC:32905839protein_codingNA c.-4286_-4285insANA NA NA NA 4005
Chr17 11334782 C CA Chr17_11334782_C_CAC_CA INDEL 11922.59 20 9 13 15 11 21 25 15 5 13 13 14 8 8 20 9 13 15 11 21 25 15 5 13 13 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_16690Pp3c17_16690transcript PAC:32905840protein_codingNA c.-4286_-4285insANA NA NA NA 3966
Chr17 11475638 A AAT Chr17_11475638_A_AATA_AAT INDEL 5657.24 25 8 9 1 0 2 1 1 17 12 5 4 4 8 26 8 9 16 13 22 26 20 17 13 5 4 4 8 0.962 1 1 0 0 0.091 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c17_16850Pp3c17_16850transcript PAC:32907372protein_codingNA c.*5294_*5295insATNA NA NA NA 4857
Chr17 11475638 A AAT Chr17_11475638_A_AATA_AAT INDEL 5657.24 25 8 9 1 0 2 1 1 17 12 5 4 4 8 26 8 9 16 13 22 26 20 17 13 5 4 4 8 0.962 1 1 0 0 0.091 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c17_16860Pp3c17_16860transcript PAC:32907153protein_codingNA c.*1537_*1538insATNA NA NA NA 1537
Chr17 11475638 A AAT Chr17_11475638_A_AATA_AAT INDEL 5657.24 25 8 9 1 0 2 1 1 17 12 5 4 4 8 26 8 9 16 13 22 26 20 17 13 5 4 4 8 0.962 1 1 0 0 0.091 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c17_16870Pp3c17_16870transcript PAC:32906441protein_codingNA c.*3811_*3812insATNA NA NA NA 3469
Chr17 11475638 A AAT Chr17_11475638_A_AATA_AAT INDEL 5657.24 25 8 9 1 0 2 1 1 17 12 5 4 4 8 26 8 9 16 13 22 26 20 17 13 5 4 4 8 0.962 1 1 0 0 0.091 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c17_16850Pp3c17_16850transcript PAC:32907373protein_codingNA c.*5294_*5295insATNA NA NA NA 4711
Chr17 11475638 A AAT Chr17_11475638_A_AATA_AAT INDEL 5657.24 25 8 9 1 0 2 1 1 17 12 5 4 4 8 26 8 9 16 13 22 26 20 17 13 5 4 4 8 0.962 1 1 0 0 0.091 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c17_16850Pp3c17_16850transcript PAC:32907375protein_codingNA c.*5294_*5295insATNA NA NA NA 4804
Chr17 11475638 A AAT Chr17_11475638_A_AATA_AAT INDEL 5657.24 25 8 9 1 0 2 1 1 17 12 5 4 4 8 26 8 9 16 13 22 26 20 17 13 5 4 4 8 0.962 1 1 0 0 0.091 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c17_16850Pp3c17_16850transcript PAC:32907374protein_codingNA c.*5294_*5295insATNA NA NA NA 4711
Chr17 11475638 A AAT Chr17_11475638_A_AATA_AAT INDEL 5657.24 25 8 9 1 0 2 1 1 17 12 5 4 4 8 26 8 9 16 13 22 26 20 17 13 5 4 4 8 0.962 1 1 0 0 0.091 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c17_16870Pp3c17_16870transcript PAC:32906442protein_codingNA c.*3530_*3531insATNA NA NA NA 3181
Chr17 11475638 A AAT Chr17_11475638_A_AATA_AAT INDEL 5657.24 25 8 9 1 0 2 1 1 17 12 5 4 4 8 26 8 9 16 13 22 26 20 17 13 5 4 4 8 0.962 1 1 0 0 0.091 0 0 1 0.923 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c17_16850-Pp3c17_16860Pp3c17_16850-Pp3c17_16860intergenic_regionPp3c17_16850-Pp3c17_16860NA NA n.11475638_11475639insATNA NA NA NA NA
Chr17 11679193 C A Chr17_11679193_C_AC_A SNP 16589.63 24 15 18 20 18 29 26 26 19 13 5 10 7 7 24 15 18 20 18 29 26 26 19 13 5 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_17180-Pp3c17_17239Pp3c17_17180-Pp3c17_17239intergenic_regionPp3c17_17180-Pp3c17_17239NA NA n.11679193C>ANA NA NA NA NA



Chr17 11832761 G GT Chr17_11832761_G_GTG_GT INDEL 16958.59 31 9 14 30 24 28 31 16 24 31 23 15 8 8 31 9 14 30 24 28 31 16 24 31 23 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_17430-Pp3c17_17450Pp3c17_17430-Pp3c17_17450intergenic_regionPp3c17_17430-Pp3c17_17450NA NA n.11832761_11832762insTNA NA NA NA NA
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907458protein_codingNA c.-5438_-5437insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907459protein_codingNA c.-5438_-5437insTNA NA NA NA 4290
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907461protein_codingNA c.-5438_-5437insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907473protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907474protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907472protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907460protein_codingNA c.-5438_-5437insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907462protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907465protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907467protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907470protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907463protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907464protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907466protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907468protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907469protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907471protein_codingNA c.-5468_-5467insTNA NA NA NA 4305
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17470Pp3c17_17470transcript PAC:32905973protein_codingNA c.*2783_*2784insTNA NA NA NA 2014
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17470Pp3c17_17470transcript PAC:32905976protein_codingNA c.*2783_*2784insTNA NA NA NA 2014
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17470Pp3c17_17470transcript PAC:32905980protein_codingNA c.*2783_*2784insTNA NA NA NA 2014
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17470Pp3c17_17470transcript PAC:32905982protein_codingNA c.*2783_*2784insTNA NA NA NA 2014
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17470Pp3c17_17470transcript PAC:32905983protein_codingNA c.*2411_*2412insTNA NA NA NA 2014
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17470Pp3c17_17470transcript PAC:32905977protein_codingNA c.*2783_*2784insTNA NA NA NA 2014
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17470Pp3c17_17470transcript PAC:32905978protein_codingNA c.*2783_*2784insTNA NA NA NA 2014
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17470Pp3c17_17470transcript PAC:32905981protein_codingNA c.*2411_*2412insTNA NA NA NA 2014
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17470Pp3c17_17470transcript PAC:32905975protein_codingNA c.*2411_*2412insTNA NA NA NA 2014
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17470Pp3c17_17470transcript PAC:32905974protein_codingNA c.*3016_*3017insTNA NA NA NA 1979
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17470Pp3c17_17470transcript PAC:32905979protein_codingNA c.*2783_*2784insTNA NA NA NA 1997
Chr17 11854539 C CT Chr17_11854539_C_CTC_CT INDEL 12023.59 14 7 8 14 10 20 10 17 10 16 10 12 9 7 14 7 8 14 10 20 10 17 10 16 10 12 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_17500Pp3c17_17500transcript PAC:32908059protein_coding 01-janv c.131-40_131-39insANA NA NA NA NA
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907458protein_codingNA c.*3736_*3737insATNA NA NA NA 2699
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907459protein_codingNA c.*4159_*4160insATNA NA NA NA 2657
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907461protein_codingNA c.*4159_*4160insATNA NA NA NA 3843
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907473protein_codingNA c.*4159_*4160insATNA NA NA NA 3843
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907474protein_codingNA c.*4159_*4160insATNA NA NA NA 3843
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907472protein_codingNA c.*4159_*4160insATNA NA NA NA 3830
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907460protein_codingNA c.*4159_*4160insATNA NA NA NA 2699
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907462protein_codingNA c.*3736_*3737insATNA NA NA NA 2699
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907465protein_codingNA c.*3736_*3737insATNA NA NA NA 2699
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907467protein_codingNA c.*4159_*4160insATNA NA NA NA 2699
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907470protein_codingNA c.*4159_*4160insATNA NA NA NA 2699
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907463protein_codingNA c.*3736_*3737insATNA NA NA NA 2641
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907464protein_codingNA c.*3736_*3737insATNA NA NA NA 2641
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907466protein_codingNA c.*3736_*3737insATNA NA NA NA 2641
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907468protein_codingNA c.*4159_*4160insATNA NA NA NA 2641
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907469protein_codingNA c.*4159_*4160insATNA NA NA NA 2641
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907471protein_codingNA c.*4159_*4160insATNA NA NA NA 2641
Chr17 11865969 A AAT Chr17_11865969_A_AATA_AAT INDEL 6872.59 18 5 8 13 15 21 12 8 6 6 8 6 6 4 18 5 8 13 15 22 13 8 6 6 8 6 6 4 1 1 1 1 1 0.955 0.923 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_17510-Pp3c17_17550Pp3c17_17510-Pp3c17_17550intergenic_regionPp3c17_17510-Pp3c17_17550NA NA n.11865969_11865970insATNA NA NA NA NA
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907458protein_codingNA c.*5677_*5678insATNA NA NA NA 4640
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907459protein_codingNA c.*6100_*6101insATNA NA NA NA 4598
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907460protein_codingNA c.*6100_*6101insATNA NA NA NA 4640
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907462protein_codingNA c.*5677_*5678insATNA NA NA NA 4640
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907465protein_codingNA c.*5677_*5678insATNA NA NA NA 4640
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907467protein_codingNA c.*6100_*6101insATNA NA NA NA 4640
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907470protein_codingNA c.*6100_*6101insATNA NA NA NA 4640
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907463protein_codingNA c.*5677_*5678insATNA NA NA NA 4582
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907464protein_codingNA c.*5677_*5678insATNA NA NA NA 4582
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907466protein_codingNA c.*5677_*5678insATNA NA NA NA 4582
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907468protein_codingNA c.*6100_*6101insATNA NA NA NA 4582
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907469protein_codingNA c.*6100_*6101insATNA NA NA NA 4582
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c17_17510Pp3c17_17510transcript PAC:32907471protein_codingNA c.*6100_*6101insATNA NA NA NA 4582
Chr17 11867910 A AAT Chr17_11867910_A_AATA_AAT INDEL 3422.24 0 0 0 12 19 9 24 16 0 1 0 0 0 0 34 18 10 12 19 10 25 16 23 23 8 9 9 9 0 0 0 1 1 0.9 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_17510-Pp3c17_17550Pp3c17_17510-Pp3c17_17550intergenic_regionPp3c17_17510-Pp3c17_17550NA NA n.11867910_11867911insATNA NA NA NA NA
Chr17 11935671 TTA T Chr17_11935671_TTA_TTTA_T INDEL 1533.35 26 15 9 1 0 0 0 0 0 1 0 0 0 0 27 15 10 21 13 23 24 18 25 16 21 12 7 11 0.963 1 0.9 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_17640Pp3c17_17640transcript PAC:32905888protein_codingNA c.-5216_-5215delTANA NA NA NA 3720
Chr17 11935671 TTA T Chr17_11935671_TTA_TTTA_T INDEL 1533.35 26 15 9 1 0 0 0 0 0 1 0 0 0 0 27 15 10 21 13 23 24 18 25 16 21 12 7 11 0.963 1 0.9 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_17640Pp3c17_17640transcript PAC:32905889protein_codingNA c.-5216_-5215delTANA NA NA NA 3706
Chr17 11935671 TTA T Chr17_11935671_TTA_TTTA_T INDEL 1533.35 26 15 9 1 0 0 0 0 0 1 0 0 0 0 27 15 10 21 13 23 24 18 25 16 21 12 7 11 0.963 1 0.9 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_17640Pp3c17_17640transcript PAC:32905891protein_codingNA c.-5471_-5470delTANA NA NA NA 3720
Chr17 11935671 TTA T Chr17_11935671_TTA_TTTA_T INDEL 1533.35 26 15 9 1 0 0 0 0 0 1 0 0 0 0 27 15 10 21 13 23 24 18 25 16 21 12 7 11 0.963 1 0.9 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c17_17640Pp3c17_17640transcript PAC:32905890protein_codingNA c.-5219_-5218delTANA NA NA NA 3783
Chr17 11935671 TTA T Chr17_11935671_TTA_TTTA_T INDEL 1533.35 26 15 9 1 0 0 0 0 0 1 0 0 0 0 27 15 10 21 13 23 24 18 25 16 21 12 7 11 0.963 1 0.9 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c17_17620-Pp3c17_17640Pp3c17_17620-Pp3c17_17640intergenic_regionPp3c17_17620-Pp3c17_17640NA NA n.11935672_11935673delTANA NA NA NA NA
Chr17 12021638 AT A Chr17_12021638_AT_AAT_A INDEL 13728.59 27 13 13 16 20 27 26 20 21 19 7 13 8 5 27 13 13 16 20 27 26 20 21 19 7 13 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_17740-Pp3c17_17770Pp3c17_17740-Pp3c17_17770intergenic_regionPp3c17_17740-Pp3c17_17770NA NA n.12021639delTNA NA NA NA NA
Chr17 12055313 T C Chr17_12055313_T_CT_C SNP 16011.63 21 10 13 22 12 24 23 15 13 30 12 15 13 14 21 10 13 22 12 24 23 15 13 30 12 15 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_17780-Pp3c17_17810Pp3c17_17780-Pp3c17_17810intergenic_regionPp3c17_17780-Pp3c17_17810NA NA n.12055313T>CNA NA NA NA NA
Chr17 12074315 T TA Chr17_12074315_T_TAT_TA INDEL 17326.59 14 11 14 24 19 19 23 26 19 20 8 25 8 9 14 11 14 24 19 19 23 26 19 20 8 25 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_17830Pp3c17_17830transcript PAC:32905511protein_coding 03-mars c.*78_*79insANA NA NA NA 79
Chr17 12074315 T TA Chr17_12074315_T_TAT_TA INDEL 17326.59 14 11 14 24 19 19 23 26 19 20 8 25 8 9 14 11 14 24 19 19 23 26 19 20 8 25 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_17830Pp3c17_17830transcript PAC:32905512protein_coding 03-mars c.*78_*79insANA NA NA NA 79
Chr17 12074316 C CAG Chr17_12074316_C_CAGC_CAG INDEL 17416.59 14 11 14 24 19 19 23 27 19 20 8 25 8 10 14 11 14 24 19 19 23 27 19 20 8 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_17830Pp3c17_17830transcript PAC:32905511protein_coding 03-mars c.*79_*80insAGNA NA NA NA 80
Chr17 12074316 C CAG Chr17_12074316_C_CAGC_CAG INDEL 17416.59 14 11 14 24 19 19 23 27 19 20 8 25 8 10 14 11 14 24 19 19 23 27 19 20 8 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_17830Pp3c17_17830transcript PAC:32905512protein_coding 03-mars c.*79_*80insAGNA NA NA NA 80
Chr17 12074317 T G Chr17_12074317_T_GT_G SNP 17606.63 12 11 13 23 18 18 23 27 19 21 8 24 8 10 12 11 13 23 18 18 23 27 19 21 8 24 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_17830Pp3c17_17830transcript PAC:32905511protein_coding 03-mars c.*80T>G NA NA NA NA 80
Chr17 12074317 T G Chr17_12074317_T_GT_G SNP 17606.63 12 11 13 23 18 18 23 27 19 21 8 24 8 10 12 11 13 23 18 18 23 27 19 21 8 24 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_17830Pp3c17_17830transcript PAC:32905512protein_coding 03-mars c.*80T>G NA NA NA NA 80
Chr17 12074319 T A Chr17_12074319_T_AT_A SNP 17168.63 12 11 13 23 18 20 22 25 18 21 10 24 8 10 12 11 13 23 18 20 22 25 18 21 10 24 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_17830Pp3c17_17830transcript PAC:32905511protein_coding 03-mars c.*82T>A NA NA NA NA 82
Chr17 12074319 T A Chr17_12074319_T_AT_A SNP 17168.63 12 11 13 23 18 20 22 25 18 21 10 24 8 10 12 11 13 23 18 20 22 25 18 21 10 24 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_17830Pp3c17_17830transcript PAC:32905512protein_coding 03-mars c.*82T>A NA NA NA NA 82
Chr17 12074321 C G Chr17_12074321_C_GC_G SNP 16808.63 12 11 13 22 18 19 23 24 17 22 10 23 8 10 12 11 13 22 18 19 23 24 17 22 10 23 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_17830Pp3c17_17830transcript PAC:32905511protein_coding 03-mars c.*84C>G NA NA NA NA 84
Chr17 12074321 C G Chr17_12074321_C_GC_G SNP 16808.63 12 11 13 22 18 19 23 24 17 22 10 23 8 10 12 11 13 22 18 19 23 24 17 22 10 23 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c17_17830Pp3c17_17830transcript PAC:32905512protein_coding 03-mars c.*84C>G NA NA NA NA 84
Chr17 12190183 A AAT Chr17_12190183_A_AATA_AAT INDEL 3594.24 1 0 0 21 18 19 20 12 0 1 0 0 0 0 29 16 10 21 18 20 22 12 16 15 10 7 4 8 0 0 0 1 1 0.95 0.909 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_18100Pp3c17_18100transcript PAC:32907829protein_codingNA c.-1828_-1827insATNA NA NA NA 1194
Chr17 12190183 A AAT Chr17_12190183_A_AATA_AAT INDEL 3594.24 1 0 0 21 18 19 20 12 0 1 0 0 0 0 29 16 10 21 18 20 22 12 16 15 10 7 4 8 0 0 0 1 1 0.95 0.909 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_18100Pp3c17_18100transcript PAC:32907830protein_codingNA c.-1828_-1827insATNA NA NA NA 1237
Chr17 12190183 A AAT Chr17_12190183_A_AATA_AAT INDEL 3594.24 1 0 0 21 18 19 20 12 0 1 0 0 0 0 29 16 10 21 18 20 22 12 16 15 10 7 4 8 0 0 0 1 1 0.95 0.909 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_18100Pp3c17_18100transcript PAC:32907831protein_codingNA c.-1828_-1827insATNA NA NA NA 1237
Chr17 12190183 A AAT Chr17_12190183_A_AATA_AAT INDEL 3594.24 1 0 0 21 18 19 20 12 0 1 0 0 0 0 29 16 10 21 18 20 22 12 16 15 10 7 4 8 0 0 0 1 1 0.95 0.909 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_18100Pp3c17_18100transcript PAC:32907832protein_codingNA c.-1828_-1827insATNA NA NA NA 1237
Chr17 12190183 A AAT Chr17_12190183_A_AATA_AAT INDEL 3594.24 1 0 0 21 18 19 20 12 0 1 0 0 0 0 29 16 10 21 18 20 22 12 16 15 10 7 4 8 0 0 0 1 1 0.95 0.909 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_18081-Pp3c17_18100Pp3c17_18081-Pp3c17_18100intergenic_regionPp3c17_18081-Pp3c17_18100NA NA n.12190183_12190184insATNA NA NA NA NA
Chr17 12247978 A T Chr17_12247978_A_TA_T SNP 20787.63 33 13 20 24 8 20 48 26 22 14 13 15 13 9 33 13 20 24 8 20 48 26 22 14 13 15 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_18158-Pp3c17_18190Pp3c17_18158-Pp3c17_18190intergenic_regionPp3c17_18158-Pp3c17_18190NA NA n.12247978A>TNA NA NA NA NA
Chr17 12247979 G T Chr17_12247979_G_TG_T SNP 20787.63 33 13 20 24 8 21 48 26 22 14 13 15 13 9 33 13 20 24 8 21 48 26 22 14 13 15 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_18158-Pp3c17_18190Pp3c17_18158-Pp3c17_18190intergenic_regionPp3c17_18158-Pp3c17_18190NA NA n.12247979G>TNA NA NA NA NA
Chr17 12347756 AAT A Chr17_12347756_AAT_AAAT_A INDEL 6505.59 15 14 7 10 10 14 19 13 7 17 9 13 7 6 16 15 7 10 10 14 21 13 7 18 11 14 7 6 0.938 0.933 1 1 1 1 0.905 1 1 0.944 0.818 0.929 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_18410Pp3c17_18410transcript PAC:32907773protein_codingNA c.-2946_-2945delATNA NA NA NA 2151
Chr17 12347756 AAT A Chr17_12347756_AAT_AAAT_A INDEL 6505.59 15 14 7 10 10 14 19 13 7 17 9 13 7 6 16 15 7 10 10 14 21 13 7 18 11 14 7 6 0.938 0.933 1 1 1 1 0.905 1 1 0.944 0.818 0.929 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_18410Pp3c17_18410transcript PAC:32907774protein_codingNA c.-2946_-2945delATNA NA NA NA 2129
Chr17 12347756 AAT A Chr17_12347756_AAT_AAAT_A INDEL 6505.59 15 14 7 10 10 14 19 13 7 17 9 13 7 6 16 15 7 10 10 14 21 13 7 18 11 14 7 6 0.938 0.933 1 1 1 1 0.905 1 1 0.944 0.818 0.929 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_18410Pp3c17_18410transcript PAC:32907775protein_codingNA c.-3442_-3441delATNA NA NA NA 2129
Chr17 12347756 AAT A Chr17_12347756_AAT_AAAT_A INDEL 6505.59 15 14 7 10 10 14 19 13 7 17 9 13 7 6 16 15 7 10 10 14 21 13 7 18 11 14 7 6 0.938 0.933 1 1 1 1 0.905 1 1 0.944 0.818 0.929 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_18410Pp3c17_18410transcript PAC:32907776protein_codingNA c.-4455_-4454delATNA NA NA NA 2129
Chr17 12347756 AAT A Chr17_12347756_AAT_AAAT_A INDEL 6505.59 15 14 7 10 10 14 19 13 7 17 9 13 7 6 16 15 7 10 10 14 21 13 7 18 11 14 7 6 0.938 0.933 1 1 1 1 0.905 1 1 0.944 0.818 0.929 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_18380-Pp3c17_18410Pp3c17_18380-Pp3c17_18410intergenic_regionPp3c17_18380-Pp3c17_18410NA NA n.12347757_12347758delATNA NA NA NA NA
Chr17 12370066 C CAT Chr17_12370066_C_CATC_CAT INDEL 2786.24 1 0 0 16 13 21 19 19 0 0 0 1 0 0 25 13 8 17 13 22 21 21 7 18 4 7 9 9 0 0 0 0.941 1 0.955 0.905 0.905 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_18440Pp3c17_18440transcript PAC:32906659protein_codingNA c.-1411_-1410insATNA NA NA NA 1411
Chr17 12370066 C CAT Chr17_12370066_C_CATC_CAT INDEL 2786.24 1 0 0 16 13 21 19 19 0 0 0 1 0 0 25 13 8 17 13 22 21 21 7 18 4 7 9 9 0 0 0 0.941 1 0.955 0.905 0.905 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_18440Pp3c17_18440transcript PAC:32906660protein_codingNA c.-1411_-1410insATNA NA NA NA 386
Chr17 12370066 C CAT Chr17_12370066_C_CATC_CAT INDEL 2786.24 1 0 0 16 13 21 19 19 0 0 0 1 0 0 25 13 8 17 13 22 21 21 7 18 4 7 9 9 0 0 0 0.941 1 0.955 0.905 0.905 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_18440-Pp3c17_18540Pp3c17_18440-Pp3c17_18540intergenic_regionPp3c17_18440-Pp3c17_18540NA NA n.12370066_12370067insATNA NA NA NA NA
Chr17 12382281 G A Chr17_12382281_G_AG_A SNP 12508.29 34 12 13 0 0 0 0 0 24 20 16 21 11 12 34 12 13 22 26 22 43 28 24 20 16 21 11 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c17_18440-Pp3c17_18540Pp3c17_18440-Pp3c17_18540intergenic_regionPp3c17_18440-Pp3c17_18540NA NA n.12382281G>ANA NA NA NA NA
Chr17 12577153 T C Chr17_12577153_T_CT_C SNP 14200.63 27 15 18 21 16 13 28 15 11 11 12 12 14 12 27 15 18 21 16 13 28 15 11 11 12 12 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_18730-Pp3c17_18740Pp3c17_18730-Pp3c17_18740intergenic_regionPp3c17_18730-Pp3c17_18740NA NA n.12577153T>CNA NA NA NA NA
Chr17 12577199 TA T Chr17_12577199_TA_TTA_T INDEL 10625.59 27 10 23 19 18 15 26 14 13 9 8 19 13 9 27 10 23 19 18 15 26 14 13 9 8 19 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_18730-Pp3c17_18740Pp3c17_18730-Pp3c17_18740intergenic_regionPp3c17_18730-Pp3c17_18740NA NA n.12577200delANA NA NA NA NA
Chr17 12588054 C G Chr17_12588054_C_GC_G SNP 18827.63 28 21 24 31 16 31 15 27 23 25 5 16 17 9 28 21 24 31 16 31 15 27 23 25 5 16 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_18730-Pp3c17_18740Pp3c17_18730-Pp3c17_18740intergenic_regionPp3c17_18730-Pp3c17_18740NA NA n.12588054C>GNA NA NA NA NA
Chr17 12701353 G GA Chr17_12701353_G_GAG_GA INDEL 17456.59 35 19 18 26 19 25 28 15 24 15 15 12 11 12 35 19 18 26 19 25 28 15 24 15 15 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_18860-Pp3c17_18900Pp3c17_18860-Pp3c17_18900intergenic_regionPp3c17_18860-Pp3c17_18900NA NA n.12701353_12701354insANA NA NA NA NA
Chr17 12835494 A T Chr17_12835494_A_TA_T SNP 15992.63 17 13 20 31 22 26 30 19 18 22 16 12 6 4 17 13 20 31 22 26 30 19 18 22 16 12 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_19120Pp3c17_19120transcript PAC:32907264protein_coding 11-nov c.2521-104A>TNA NA NA NA NA
Chr17 12835494 A T Chr17_12835494_A_TA_T SNP 15992.63 17 13 20 31 22 26 30 19 18 22 16 12 6 4 17 13 20 31 22 26 30 19 18 22 16 12 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_19120Pp3c17_19120transcript PAC:32907265protein_coding 12-déc c.2521-104A>TNA NA NA NA NA
Chr17 12835494 A T Chr17_12835494_A_TA_T SNP 15992.63 17 13 20 31 22 26 30 19 18 22 16 12 6 4 17 13 20 31 22 26 30 19 18 22 16 12 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c17_19120Pp3c17_19120transcript PAC:32907266protein_coding 12-déc c.2488-104A>TNA NA NA NA NA
Chr17 12860874 T A Chr17_12860874_T_AT_A SNP 15550.63 28 9 8 12 15 19 29 20 16 13 9 8 12 14 28 9 8 12 15 19 29 20 16 13 9 8 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_19170-Pp3c17_19240Pp3c17_19170-Pp3c17_19240intergenic_regionPp3c17_19170-Pp3c17_19240NA NA n.12860874T>ANA NA NA NA NA
Chr17 12860963 G A Chr17_12860963_G_AG_A SNP 12205.63 19 7 5 11 15 15 29 21 10 16 7 5 7 8 19 7 5 11 15 15 29 21 10 16 7 5 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_19170-Pp3c17_19240Pp3c17_19170-Pp3c17_19240intergenic_regionPp3c17_19170-Pp3c17_19240NA NA n.12860963G>ANA NA NA NA NA
Chr17 12861845 C A Chr17_12861845_C_AC_A SNP 12704.63 27 8 8 10 16 13 16 6 13 12 16 10 7 4 27 8 8 10 16 13 16 6 13 12 16 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_19170-Pp3c17_19240Pp3c17_19170-Pp3c17_19240intergenic_regionPp3c17_19170-Pp3c17_19240NA NA n.12861845C>ANA NA NA NA NA
Chr17 12861851 C A Chr17_12861851_C_AC_A SNP 13618.63 25 7 7 13 16 15 17 11 14 14 15 10 10 5 25 7 7 13 16 15 17 11 14 14 15 10 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_19170-Pp3c17_19240Pp3c17_19170-Pp3c17_19240intergenic_regionPp3c17_19170-Pp3c17_19240NA NA n.12861851C>ANA NA NA NA NA
Chr17 12871857 G A Chr17_12871857_G_AG_A SNP 4545.98 0 0 0 0 0 0 0 0 16 19 23 17 12 11 21 17 10 23 16 19 36 20 16 19 23 17 12 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c17_19170-Pp3c17_19240Pp3c17_19170-Pp3c17_19240intergenic_regionPp3c17_19170-Pp3c17_19240NA NA n.12871857G>ANA NA NA NA NA
Chr17 12874782 T TTA Chr17_12874782_T_TTAT_TTA INDEL 2499.24 0 0 2 9 8 23 20 12 0 0 0 1 1 0 15 11 14 9 8 23 21 13 12 10 5 6 5 7 0 0 0.143 1 1 1 0.952 0.923 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c17_19170-Pp3c17_19240Pp3c17_19170-Pp3c17_19240intergenic_regionPp3c17_19170-Pp3c17_19240NA NA n.12874782_12874783insTANA NA NA NA NA
Chr17 13033373 GT G Chr17_13033373_GT_GGT_G INDEL 17437.59 32 16 7 38 23 22 30 16 28 18 18 8 13 15 32 16 7 38 23 22 30 16 28 18 18 8 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_19460-Pp3c17_19500Pp3c17_19460-Pp3c17_19500intergenic_regionPp3c17_19460-Pp3c17_19500NA NA n.13033374delTNA NA NA NA NA
Chr17 13146438 T TA Chr17_13146438_T_TAT_TA INDEL 19073.59 29 14 13 22 24 29 28 25 19 14 9 20 4 5 29 14 13 22 24 29 28 25 19 14 9 20 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19590Pp3c17_19590transcript PAC:32908501protein_codingNA c.*3236_*3237insANA NA NA NA 2432
Chr17 13146438 T TA Chr17_13146438_T_TAT_TA INDEL 19073.59 29 14 13 22 24 29 28 25 19 14 9 20 4 5 29 14 13 22 24 29 28 25 19 14 9 20 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19600Pp3c17_19600transcript PAC:32905566protein_codingNA c.*301_*302insANA NA NA NA 302
Chr17 13146438 T TA Chr17_13146438_T_TAT_TA INDEL 19073.59 29 14 13 22 24 29 28 25 19 14 9 20 4 5 29 14 13 22 24 29 28 25 19 14 9 20 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19590Pp3c17_19590transcript PAC:32908503protein_codingNA c.*3902_*3903insANA NA NA NA 3903
Chr17 13146438 T TA Chr17_13146438_T_TAT_TA INDEL 19073.59 29 14 13 22 24 29 28 25 19 14 9 20 4 5 29 14 13 22 24 29 28 25 19 14 9 20 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19590Pp3c17_19590transcript PAC:32908502protein_codingNA c.*3236_*3237insANA NA NA NA 2312
Chr17 13146438 T TA Chr17_13146438_T_TAT_TA INDEL 19073.59 29 14 13 22 24 29 28 25 19 14 9 20 4 5 29 14 13 22 24 29 28 25 19 14 9 20 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_19600-Pp3c17_19610Pp3c17_19600-Pp3c17_19610intergenic_regionPp3c17_19600-Pp3c17_19610NA NA n.13146438_13146439insANA NA NA NA NA
Chr17 13146442 AC A Chr17_13146442_AC_AAC_A INDEL 19259.59 31 15 15 23 24 30 31 24 19 17 9 21 4 5 31 15 15 23 24 30 31 24 19 17 9 21 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19590Pp3c17_19590transcript PAC:32908501protein_codingNA c.*3241delC NA NA NA NA 2436
Chr17 13146442 AC A Chr17_13146442_AC_AAC_A INDEL 19259.59 31 15 15 23 24 30 31 24 19 17 9 21 4 5 31 15 15 23 24 30 31 24 19 17 9 21 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19600Pp3c17_19600transcript PAC:32905566protein_codingNA c.*306delC NA NA NA NA 306
Chr17 13146442 AC A Chr17_13146442_AC_AAC_A INDEL 19259.59 31 15 15 23 24 30 31 24 19 17 9 21 4 5 31 15 15 23 24 30 31 24 19 17 9 21 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19590Pp3c17_19590transcript PAC:32908503protein_codingNA c.*3907delC NA NA NA NA 3907
Chr17 13146442 AC A Chr17_13146442_AC_AAC_A INDEL 19259.59 31 15 15 23 24 30 31 24 19 17 9 21 4 5 31 15 15 23 24 30 31 24 19 17 9 21 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19590Pp3c17_19590transcript PAC:32908502protein_codingNA c.*3241delC NA NA NA NA 2316
Chr17 13146442 AC A Chr17_13146442_AC_AAC_A INDEL 19259.59 31 15 15 23 24 30 31 24 19 17 9 21 4 5 31 15 15 23 24 30 31 24 19 17 9 21 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_19600-Pp3c17_19610Pp3c17_19600-Pp3c17_19610intergenic_regionPp3c17_19600-Pp3c17_19610NA NA n.13146443delCNA NA NA NA NA
Chr17 13146535 T C Chr17_13146535_T_CT_C SNP 18322.63 36 17 18 19 21 26 32 21 24 12 16 18 6 6 36 17 18 19 21 26 32 21 24 12 16 18 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19590Pp3c17_19590transcript PAC:32908501protein_codingNA c.*3333T>C NA NA NA NA 2528
Chr17 13146535 T C Chr17_13146535_T_CT_C SNP 18322.63 36 17 18 19 21 26 32 21 24 12 16 18 6 6 36 17 18 19 21 26 32 21 24 12 16 18 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19600Pp3c17_19600transcript PAC:32905566protein_codingNA c.*398T>C NA NA NA NA 398
Chr17 13146535 T C Chr17_13146535_T_CT_C SNP 18322.63 36 17 18 19 21 26 32 21 24 12 16 18 6 6 36 17 18 19 21 26 32 21 24 12 16 18 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19590Pp3c17_19590transcript PAC:32908503protein_codingNA c.*3999T>C NA NA NA NA 3999
Chr17 13146535 T C Chr17_13146535_T_CT_C SNP 18322.63 36 17 18 19 21 26 32 21 24 12 16 18 6 6 36 17 18 19 21 26 32 21 24 12 16 18 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_19590Pp3c17_19590transcript PAC:32908502protein_codingNA c.*3333T>C NA NA NA NA 2408
Chr17 13146535 T C Chr17_13146535_T_CT_C SNP 18322.63 36 17 18 19 21 26 32 21 24 12 16 18 6 6 36 17 18 19 21 26 32 21 24 12 16 18 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_19600-Pp3c17_19610Pp3c17_19600-Pp3c17_19610intergenic_regionPp3c17_19600-Pp3c17_19610NA NA n.13146535T>CNA NA NA NA NA
Chr17 13883080 G A Chr17_13883080_G_AG_A SNP 10490.63 16 6 10 17 14 13 17 9 15 21 12 8 5 5 16 6 10 17 14 13 17 9 15 21 12 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_20830Pp3c17_20830transcript PAC:32906803protein_codingNA c.*4871G>A NA NA NA NA 3943
Chr17 13883080 G A Chr17_13883080_G_AG_A SNP 10490.63 16 6 10 17 14 13 17 9 15 21 12 8 5 5 16 6 10 17 14 13 17 9 15 21 12 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_20830Pp3c17_20830transcript PAC:32906804protein_codingNA c.*4871G>A NA NA NA NA 3712
Chr17 13883080 G A Chr17_13883080_G_AG_A SNP 10490.63 16 6 10 17 14 13 17 9 15 21 12 8 5 5 16 6 10 17 14 13 17 9 15 21 12 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_20830-Pp3c17_20870Pp3c17_20830-Pp3c17_20870intergenic_regionPp3c17_20830-Pp3c17_20870NA NA n.13883080G>ANA NA NA NA NA
Chr17 13944227 C A Chr17_13944227_C_AC_A SNP 7673.63 15 9 5 5 10 14 23 5 7 8 11 9 7 5 15 9 5 5 10 14 23 5 7 8 11 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_20961Pp3c17_20961transcript PAC:32906005protein_codingNA c.-1050C>A NA NA NA NA 1050
Chr17 13944227 C A Chr17_13944227_C_AC_A SNP 7673.63 15 9 5 5 10 14 23 5 7 8 11 9 7 5 15 9 5 5 10 14 23 5 7 8 11 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_20937-Pp3c17_20961Pp3c17_20937-Pp3c17_20961intergenic_regionPp3c17_20937-Pp3c17_20961NA NA n.13944227C>ANA NA NA NA NA
Chr17 13957501 G GA Chr17_13957501_G_GAG_GA INDEL 16913.59 30 21 25 15 18 33 51 23 25 32 26 27 14 20 30 21 25 15 18 33 51 23 25 32 26 27 14 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_20961-Pp3c17_21060Pp3c17_20961-Pp3c17_21060intergenic_regionPp3c17_20961-Pp3c17_21060NA NA n.13957501_13957502insANA NA NA NA NA
Chr17 13960771 T TA Chr17_13960771_T_TAT_TA INDEL 15723.59 41 23 15 12 16 32 38 18 25 23 30 23 9 13 41 23 15 12 17 32 38 19 26 24 30 23 10 14 1 1 1 1 0.941 1 1 0.947 0.962 0.958 1 1 0.9 0.929 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_20961-Pp3c17_21060Pp3c17_20961-Pp3c17_21060intergenic_regionPp3c17_20961-Pp3c17_21060NA NA n.13960771_13960772insANA NA NA NA NA
Chr17 13960954 A T Chr17_13960954_A_TA_T SNP 22426.63 36 30 21 14 27 25 42 31 31 33 26 15 11 18 36 30 21 14 28 25 43 32 32 33 27 15 11 19 1 1 1 1 0.964 1 0.977 0.969 0.969 1 0.963 1 1 0.947 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_20961-Pp3c17_21060Pp3c17_20961-Pp3c17_21060intergenic_regionPp3c17_20961-Pp3c17_21060NA NA n.13960954A>TNA NA NA NA NA
Chr17 13960995 C T Chr17_13960995_C_TC_T SNP 20690.59 33 28 20 17 22 25 40 29 22 27 20 14 13 20 34 29 20 18 22 25 42 31 23 27 20 15 13 21 0.971 0.966 1 0.944 1 1 0.952 0.935 0.957 1 1 0.933 1 0.952 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_20961-Pp3c17_21060Pp3c17_20961-Pp3c17_21060intergenic_regionPp3c17_20961-Pp3c17_21060NA NA n.13960995C>TNA NA NA NA NA
Chr17 13961071 C A Chr17_13961071_C_AC_A SNP 17300.63 32 26 20 14 20 26 38 25 15 17 13 14 10 13 35 27 20 14 20 29 40 26 16 17 13 16 10 13 0.914 0.963 1 1 1 0.897 0.95 0.962 0.938 1 1 0.875 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_20961-Pp3c17_21060Pp3c17_20961-Pp3c17_21060intergenic_regionPp3c17_20961-Pp3c17_21060NA NA n.13961071C>ANA NA NA NA NA
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906535protein_codingNA c.-2112T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21080Pp3c17_21080transcript PAC:32908336protein_codingNA c.-1964A>C NA NA NA NA 514
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906540protein_codingNA c.-2112T>G NA NA NA NA 1810
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906546protein_codingNA c.-2112T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906548protein_codingNA c.-2112T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906550protein_codingNA c.-3393T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906551protein_codingNA c.-3393T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906552protein_codingNA c.-3393T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906553protein_codingNA c.-3393T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906536protein_codingNA c.-2112T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906537protein_codingNA c.-2112T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906538protein_codingNA c.-2112T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906539protein_codingNA c.-2112T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906541protein_codingNA c.-3393T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906542protein_codingNA c.-3393T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906543protein_codingNA c.-3393T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906544protein_codingNA c.-3393T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906547protein_codingNA c.-2112T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906549protein_codingNA c.-2112T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21070Pp3c17_21070transcript PAC:32906545protein_codingNA c.-3393T>G NA NA NA NA 1799
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21080Pp3c17_21080transcript PAC:32908337protein_codingNA c.-1964A>C NA NA NA NA 527
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21080Pp3c17_21080transcript PAC:32908338protein_codingNA c.-2281A>C NA NA NA NA 527
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21080Pp3c17_21080transcript PAC:32908339protein_codingNA c.-2459A>C NA NA NA NA 527
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21080Pp3c17_21080transcript PAC:32908340protein_codingNA c.-3037A>C NA NA NA NA 527
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21080Pp3c17_21080transcript PAC:32908341protein_codingNA c.-3037A>C NA NA NA NA 527
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_21090Pp3c17_21090transcript PAC:32906822protein_codingNA c.*4447T>G NA NA NA NA 4080
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_21090Pp3c17_21090transcript PAC:32906823protein_codingNA c.*4447T>G NA NA NA NA 4080
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_21090Pp3c17_21090transcript PAC:32906825protein_codingNA c.*4447T>G NA NA NA NA 4080
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_21090Pp3c17_21090transcript PAC:32906824protein_codingNA c.*4447T>G NA NA NA NA 4180
Chr17 14006929 A C Chr17_14006929_A_CA_C SNP 15938.63 23 13 8 21 10 20 27 17 22 22 15 10 14 8 23 13 8 21 10 20 27 17 22 22 15 10 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_21070-Pp3c17_21080Pp3c17_21070-Pp3c17_21080intergenic_regionPp3c17_21070-Pp3c17_21080NA NA n.14006929A>CNA NA NA NA NA
Chr17 14069725 A AAT Chr17_14069725_A_AATA_AAT INDEL 1832.93 2 1 0 0 0 1 2 4 14 14 12 9 7 7 31 9 14 16 10 20 27 27 14 14 12 9 7 8 0.065 0 0 0 0 0 0.074 0.148 1 1 1 1 1 0.875 0 7 7 3 7 0 0 downstream_gene_variantMODIFIER Pp3c17_21300Pp3c17_21300transcript PAC:32905483protein_codingNA c.*2684_*2685insATNA NA NA NA 2123
Chr17 14069725 A AAT Chr17_14069725_A_AATA_AAT INDEL 1832.93 2 1 0 0 0 1 2 4 14 14 12 9 7 7 31 9 14 16 10 20 27 27 14 14 12 9 7 8 0.065 0 0 0 0 0 0.074 0.148 1 1 1 1 1 0.875 0 7 7 3 7 0 0 downstream_gene_variantMODIFIER Pp3c17_21310Pp3c17_21310transcript PAC:32906750protein_codingNA c.*1361_*1362insATNA NA NA NA 1362
Chr17 14069725 A AAT Chr17_14069725_A_AATA_AAT INDEL 1832.93 2 1 0 0 0 1 2 4 14 14 12 9 7 7 31 9 14 16 10 20 27 27 14 14 12 9 7 8 0.065 0 0 0 0 0 0.074 0.148 1 1 1 1 1 0.875 0 7 7 3 7 0 0 downstream_gene_variantMODIFIER Pp3c17_21300Pp3c17_21300transcript PAC:32905484protein_codingNA c.*2684_*2685insATNA NA NA NA 2685
Chr17 14069725 A AAT Chr17_14069725_A_AATA_AAT INDEL 1832.93 2 1 0 0 0 1 2 4 14 14 12 9 7 7 31 9 14 16 10 20 27 27 14 14 12 9 7 8 0.065 0 0 0 0 0 0.074 0.148 1 1 1 1 1 0.875 0 7 7 3 7 0 0 intergenic_regionMODIFIER Pp3c17_21310-Pp3c17_21330Pp3c17_21310-Pp3c17_21330intergenic_regionPp3c17_21310-Pp3c17_21330NA NA n.14069725_14069726insATNA NA NA NA NA
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 upstream_gene_variantMODIFIER Pp3c17_21360Pp3c17_21360transcript PAC:32905831protein_codingNA c.-1283_-1282insTANA NA NA NA 1086
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 upstream_gene_variantMODIFIER Pp3c17_21370Pp3c17_21370transcript PAC:32907557protein_codingNA c.-2604_-2603insTANA NA NA NA 1735
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 upstream_gene_variantMODIFIER Pp3c17_21360Pp3c17_21360transcript PAC:32905832protein_codingNA c.-1283_-1282insTANA NA NA NA 1089
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 upstream_gene_variantMODIFIER Pp3c17_21370Pp3c17_21370transcript PAC:32907559protein_codingNA c.-2604_-2603insTANA NA NA NA 1781
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 upstream_gene_variantMODIFIER Pp3c17_21370Pp3c17_21370transcript PAC:32907558protein_codingNA c.-2604_-2603insTANA NA NA NA 1782
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c17_21350Pp3c17_21350transcript PAC:32906948protein_codingNA c.*4395_*4396insTANA NA NA NA 3705
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c17_21350Pp3c17_21350transcript PAC:32906952protein_codingNA c.*4395_*4396insTANA NA NA NA 3705
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c17_21350Pp3c17_21350transcript PAC:32906953protein_codingNA c.*4395_*4396insTANA NA NA NA 4123
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c17_21350Pp3c17_21350transcript PAC:32906950protein_codingNA c.*4395_*4396insTANA NA NA NA 3705
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c17_21350Pp3c17_21350transcript PAC:32906951protein_codingNA c.*4395_*4396insTANA NA NA NA 3705
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c17_21350Pp3c17_21350transcript PAC:32906949protein_codingNA c.*4395_*4396insTANA NA NA NA 3705
Chr17 14116146 G GTA Chr17_14116146_G_GTAG_GTA INDEL 5277.91 24 16 19 15 18 16 26 13 0 0 0 0 0 0 24 16 19 16 18 16 26 13 15 22 13 16 13 7 1 1 1 0.938 1 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 intergenic_regionMODIFIER Pp3c17_21360-Pp3c17_21370Pp3c17_21360-Pp3c17_21370intergenic_regionPp3c17_21360-Pp3c17_21370NA NA n.14116146_14116147insTANA NA NA NA NA
Chr17 14278315 CAT C Chr17_14278315_CAT_CCAT_C INDEL 12925.59 30 8 24 17 15 23 27 26 21 23 11 6 9 10 30 8 24 17 15 24 27 26 21 23 11 6 9 10 1 1 1 1 1 0.958 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21730Pp3c17_21730transcript PAC:32907513protein_codingNA c.-3164_-3163delATNA NA NA NA 3163
Chr17 14278315 CAT C Chr17_14278315_CAT_CCAT_C INDEL 12925.59 30 8 24 17 15 23 27 26 21 23 11 6 9 10 30 8 24 17 15 24 27 26 21 23 11 6 9 10 1 1 1 1 1 0.958 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21740Pp3c17_21740transcript PAC:32906835protein_codingNA c.-3164_-3163delATNA NA NA NA 3163
Chr17 14278315 CAT C Chr17_14278315_CAT_CCAT_C INDEL 12925.59 30 8 24 17 15 23 27 26 21 23 11 6 9 10 30 8 24 17 15 24 27 26 21 23 11 6 9 10 1 1 1 1 1 0.958 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21750Pp3c17_21750transcript PAC:32906169protein_codingNA c.-1972_-1971delATNA NA NA NA 1971
Chr17 14278315 CAT C Chr17_14278315_CAT_CCAT_C INDEL 12925.59 30 8 24 17 15 23 27 26 21 23 11 6 9 10 30 8 24 17 15 24 27 26 21 23 11 6 9 10 1 1 1 1 1 0.958 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21730Pp3c17_21730transcript PAC:32907514protein_codingNA c.-4682_-4681delATNA NA NA NA 4648
Chr17 14278315 CAT C Chr17_14278315_CAT_CCAT_C INDEL 12925.59 30 8 24 17 15 23 27 26 21 23 11 6 9 10 30 8 24 17 15 24 27 26 21 23 11 6 9 10 1 1 1 1 1 0.958 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_21750Pp3c17_21750transcript PAC:32906170protein_codingNA c.-1972_-1971delATNA NA NA NA 493
Chr17 14278315 CAT C Chr17_14278315_CAT_CCAT_C INDEL 12925.59 30 8 24 17 15 23 27 26 21 23 11 6 9 10 30 8 24 17 15 24 27 26 21 23 11 6 9 10 1 1 1 1 1 0.958 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_21750-Pp3c17_21780Pp3c17_21750-Pp3c17_21780intergenic_regionPp3c17_21750-Pp3c17_21780NA NA n.14278316_14278317delATNA NA NA NA NA
Chr17 14434866 G T Chr17_14434866_G_TG_T SNP 11112.63 17 13 13 10 9 10 20 14 13 14 4 7 13 8 17 13 13 10 9 10 20 14 13 14 4 7 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22100Pp3c17_22100transcript PAC:32906758protein_codingNA c.-2269C>A NA NA NA NA 2136
Chr17 14434866 G T Chr17_14434866_G_TG_T SNP 11112.63 17 13 13 10 9 10 20 14 13 14 4 7 13 8 17 13 13 10 9 10 20 14 13 14 4 7 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22110Pp3c17_22110transcript PAC:32906098protein_codingNA c.-253G>T NA NA NA NA 253
Chr17 14434866 G T Chr17_14434866_G_TG_T SNP 11112.63 17 13 13 10 9 10 20 14 13 14 4 7 13 8 17 13 13 10 9 10 20 14 13 14 4 7 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22100Pp3c17_22100transcript PAC:32906759protein_codingNA c.-2269C>A NA NA NA NA 1959
Chr17 14434866 G T Chr17_14434866_G_TG_T SNP 11112.63 17 13 13 10 9 10 20 14 13 14 4 7 13 8 17 13 13 10 9 10 20 14 13 14 4 7 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_22120Pp3c17_22120transcript PAC:32906597protein_codingNA c.*2013C>A NA NA NA NA 650
Chr17 14434866 G T Chr17_14434866_G_TG_T SNP 11112.63 17 13 13 10 9 10 20 14 13 14 4 7 13 8 17 13 13 10 9 10 20 14 13 14 4 7 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_22120Pp3c17_22120transcript PAC:32906598protein_codingNA c.*2013C>A NA NA NA NA 732
Chr17 14434866 G T Chr17_14434866_G_TG_T SNP 11112.63 17 13 13 10 9 10 20 14 13 14 4 7 13 8 17 13 13 10 9 10 20 14 13 14 4 7 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_22100-Pp3c17_22110Pp3c17_22100-Pp3c17_22110intergenic_regionPp3c17_22100-Pp3c17_22110NA NA n.14434866G>TNA NA NA NA NA
Chr17 14434876 T A Chr17_14434876_T_AT_A SNP 11217.63 17 13 13 8 8 10 22 14 12 12 4 7 9 8 17 13 13 8 8 10 22 14 12 12 4 7 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22100Pp3c17_22100transcript PAC:32906758protein_codingNA c.-2279A>T NA NA NA NA 2146
Chr17 14434876 T A Chr17_14434876_T_AT_A SNP 11217.63 17 13 13 8 8 10 22 14 12 12 4 7 9 8 17 13 13 8 8 10 22 14 12 12 4 7 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22110Pp3c17_22110transcript PAC:32906098protein_codingNA c.-243T>A NA NA NA NA 243
Chr17 14434876 T A Chr17_14434876_T_AT_A SNP 11217.63 17 13 13 8 8 10 22 14 12 12 4 7 9 8 17 13 13 8 8 10 22 14 12 12 4 7 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22100Pp3c17_22100transcript PAC:32906759protein_codingNA c.-2279A>T NA NA NA NA 1969
Chr17 14434876 T A Chr17_14434876_T_AT_A SNP 11217.63 17 13 13 8 8 10 22 14 12 12 4 7 9 8 17 13 13 8 8 10 22 14 12 12 4 7 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_22120Pp3c17_22120transcript PAC:32906597protein_codingNA c.*2003A>T NA NA NA NA 640
Chr17 14434876 T A Chr17_14434876_T_AT_A SNP 11217.63 17 13 13 8 8 10 22 14 12 12 4 7 9 8 17 13 13 8 8 10 22 14 12 12 4 7 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_22120Pp3c17_22120transcript PAC:32906598protein_codingNA c.*2003A>T NA NA NA NA 722
Chr17 14434876 T A Chr17_14434876_T_AT_A SNP 11217.63 17 13 13 8 8 10 22 14 12 12 4 7 9 8 17 13 13 8 8 10 22 14 12 12 4 7 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_22100-Pp3c17_22110Pp3c17_22100-Pp3c17_22110intergenic_regionPp3c17_22100-Pp3c17_22110NA NA n.14434876T>ANA NA NA NA NA
Chr17 14434878 GT G Chr17_14434878_GT_GGT_G INDEL 10911.59 17 13 14 8 8 9 21 13 12 12 5 6 9 9 17 13 14 8 8 9 21 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22100Pp3c17_22100transcript PAC:32906758protein_codingNA c.-2282delA NA NA NA NA 2149
Chr17 14434878 GT G Chr17_14434878_GT_GGT_G INDEL 10911.59 17 13 14 8 8 9 21 13 12 12 5 6 9 9 17 13 14 8 8 9 21 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22110Pp3c17_22110transcript PAC:32906098protein_codingNA c.-240delT NA NA NA NA 240
Chr17 14434878 GT G Chr17_14434878_GT_GGT_G INDEL 10911.59 17 13 14 8 8 9 21 13 12 12 5 6 9 9 17 13 14 8 8 9 21 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22100Pp3c17_22100transcript PAC:32906759protein_codingNA c.-2282delA NA NA NA NA 1972
Chr17 14434878 GT G Chr17_14434878_GT_GGT_G INDEL 10911.59 17 13 14 8 8 9 21 13 12 12 5 6 9 9 17 13 14 8 8 9 21 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_22120Pp3c17_22120transcript PAC:32906597protein_codingNA c.*2000delA NA NA NA NA 637



Chr17 14434878 GT G Chr17_14434878_GT_GGT_G INDEL 10911.59 17 13 14 8 8 9 21 13 12 12 5 6 9 9 17 13 14 8 8 9 21 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_22120Pp3c17_22120transcript PAC:32906598protein_codingNA c.*2000delA NA NA NA NA 719
Chr17 14434878 GT G Chr17_14434878_GT_GGT_G INDEL 10911.59 17 13 14 8 8 9 21 13 12 12 5 6 9 9 17 13 14 8 8 9 21 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_22100-Pp3c17_22110Pp3c17_22100-Pp3c17_22110intergenic_regionPp3c17_22100-Pp3c17_22110NA NA n.14434879delTNA NA NA NA NA
Chr17 14434880 A G Chr17_14434880_A_GA_G SNP 10785.63 17 13 14 8 8 9 20 13 12 12 5 6 9 9 17 13 14 8 8 9 20 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22100Pp3c17_22100transcript PAC:32906758protein_codingNA c.-2283T>C NA NA NA NA 2150
Chr17 14434880 A G Chr17_14434880_A_GA_G SNP 10785.63 17 13 14 8 8 9 20 13 12 12 5 6 9 9 17 13 14 8 8 9 20 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22110Pp3c17_22110transcript PAC:32906098protein_codingNA c.-239A>G NA NA NA NA 239
Chr17 14434880 A G Chr17_14434880_A_GA_G SNP 10785.63 17 13 14 8 8 9 20 13 12 12 5 6 9 9 17 13 14 8 8 9 20 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_22100Pp3c17_22100transcript PAC:32906759protein_codingNA c.-2283T>C NA NA NA NA 1973
Chr17 14434880 A G Chr17_14434880_A_GA_G SNP 10785.63 17 13 14 8 8 9 20 13 12 12 5 6 9 9 17 13 14 8 8 9 20 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_22120Pp3c17_22120transcript PAC:32906597protein_codingNA c.*1999T>C NA NA NA NA 636
Chr17 14434880 A G Chr17_14434880_A_GA_G SNP 10785.63 17 13 14 8 8 9 20 13 12 12 5 6 9 9 17 13 14 8 8 9 20 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c17_22120Pp3c17_22120transcript PAC:32906598protein_codingNA c.*1999T>C NA NA NA NA 718
Chr17 14434880 A G Chr17_14434880_A_GA_G SNP 10785.63 17 13 14 8 8 9 20 13 12 12 5 6 9 9 17 13 14 8 8 9 20 13 12 12 5 6 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_22100-Pp3c17_22110Pp3c17_22100-Pp3c17_22110intergenic_regionPp3c17_22100-Pp3c17_22110NA NA n.14434880A>GNA NA NA NA NA
Chr17 14490392 T TCA Chr17_14490392_T_TCAT_TCA INDEL 11646.59 17 8 10 19 7 19 12 12 19 15 8 7 8 4 17 8 10 19 7 19 12 12 19 15 8 7 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_22230-Pp3c17_22240Pp3c17_22230-Pp3c17_22240intergenic_regionPp3c17_22230-Pp3c17_22240NA NA n.14490392_14490393insCANA NA NA NA NA
Chr17 14627379 AATAT A Chr17_14627379_AATAT_AAATAT_A INDEL 17869.59 22 11 12 18 20 20 33 17 16 29 12 20 10 8 22 11 12 18 20 20 33 17 16 29 12 20 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c17_22430Pp3c17_22430transcript PAC:32908014protein_coding 05-oct c.915_918delTATAp.Ile306fs 915/2202 915/2202 305/733 NA
Chr17 14627379 AATAT A Chr17_14627379_AATAT_AAATAT_A INDEL 17869.59 22 11 12 18 20 20 33 17 16 29 12 20 10 8 22 11 12 18 20 20 33 17 16 29 12 20 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c17_22430Pp3c17_22430transcript PAC:32908015protein_coding 05-oct c.915_918delTATAp.Ile306fs 956/2643 915/2202 305/733 NA
Chr17 14688840 C T Chr17_14688840_C_TC_T SNP 4686.98 0 0 0 0 0 0 0 0 20 23 16 29 16 14 32 22 17 23 19 27 22 26 20 23 16 29 16 14 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c17_22500-Pp3c17_22520Pp3c17_22500-Pp3c17_22520intergenic_regionPp3c17_22500-Pp3c17_22520NA NA n.14688840C>TNA NA NA NA NA
Chr17 14691460 T TG Chr17_14691460_T_TGT_TG INDEL 16346.59 31 15 12 20 20 23 14 21 37 23 17 18 6 13 31 15 12 20 20 23 14 21 37 23 17 18 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_22500-Pp3c17_22520Pp3c17_22500-Pp3c17_22520intergenic_regionPp3c17_22500-Pp3c17_22520NA NA n.14691460_14691461insGNA NA NA NA NA
Chr17 14691495 G T Chr17_14691495_G_TG_T SNP 18788.63 31 15 13 22 19 32 15 17 30 26 9 20 4 20 31 15 13 22 19 32 15 17 30 26 9 20 4 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_22500-Pp3c17_22520Pp3c17_22500-Pp3c17_22520intergenic_regionPp3c17_22500-Pp3c17_22520NA NA n.14691495G>TNA NA NA NA NA
Chr17 14691503 G T Chr17_14691503_G_TG_T SNP 18231.63 30 16 15 22 18 31 13 14 30 27 9 20 4 18 30 16 15 22 18 31 13 14 30 27 9 20 4 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_22500-Pp3c17_22520Pp3c17_22500-Pp3c17_22520intergenic_regionPp3c17_22500-Pp3c17_22520NA NA n.14691503G>TNA NA NA NA NA
Chr17 14928645 G GAT Chr17_14928645_G_GATG_GAT INDEL 2633.24 1 0 0 18 8 15 23 12 0 0 1 1 0 0 18 10 16 18 8 15 24 13 12 13 8 9 6 4 0 0 0 1 1 1 0.958 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_22810Pp3c17_22810transcript PAC:32906393protein_codingNA c.-3873_-3872insATNA NA NA NA 3569
Chr17 14928645 G GAT Chr17_14928645_G_GATG_GAT INDEL 2633.24 1 0 0 18 8 15 23 12 0 0 1 1 0 0 18 10 16 18 8 15 24 13 12 13 8 9 6 4 0 0 0 1 1 1 0.958 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_22810Pp3c17_22810transcript PAC:32906394protein_codingNA c.-3873_-3872insATNA NA NA NA 3531
Chr17 14928645 G GAT Chr17_14928645_G_GATG_GAT INDEL 2633.24 1 0 0 18 8 15 23 12 0 0 1 1 0 0 18 10 16 18 8 15 24 13 12 13 8 9 6 4 0 0 0 1 1 1 0.958 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c17_22810Pp3c17_22810transcript PAC:32906395protein_codingNA c.-3873_-3872insATNA NA NA NA 3531
Chr17 14928645 G GAT Chr17_14928645_G_GATG_GAT INDEL 2633.24 1 0 0 18 8 15 23 12 0 0 1 1 0 0 18 10 16 18 8 15 24 13 12 13 8 9 6 4 0 0 0 1 1 1 0.958 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_22800-Pp3c17_22810Pp3c17_22800-Pp3c17_22810intergenic_regionPp3c17_22800-Pp3c17_22810NA NA n.14928645_14928646insATNA NA NA NA NA
Chr17 14987033 G C Chr17_14987033_G_CG_C SNP 4434.98 0 0 0 0 0 0 0 0 29 20 17 13 17 7 27 16 14 18 21 28 32 14 29 20 17 13 17 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c17_22840-Pp3c17_22910Pp3c17_22840-Pp3c17_22910intergenic_regionPp3c17_22840-Pp3c17_22910NA NA n.14987033G>CNA NA NA NA NA
Chr17 15094522 A T Chr17_15094522_A_TA_T SNP 19462.63 32 21 17 29 20 35 35 22 16 14 16 18 14 13 32 21 17 29 20 35 35 22 16 14 16 18 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_23070-Pp3c17_23130Pp3c17_23070-Pp3c17_23130intergenic_regionPp3c17_23070-Pp3c17_23130NA NA n.15094522A>TNA NA NA NA NA
Chr17 15094615 A AT Chr17_15094615_A_ATA_AT INDEL 20925.59 36 19 22 26 19 31 30 22 20 25 17 13 12 9 36 19 22 26 19 31 30 22 20 25 17 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_23070-Pp3c17_23130Pp3c17_23070-Pp3c17_23130intergenic_regionPp3c17_23070-Pp3c17_23130NA NA n.15094615_15094616insTNA NA NA NA NA
Chr17 15094631 T TA Chr17_15094631_T_TAT_TA INDEL 21639.59 38 20 21 28 18 31 26 24 20 27 14 14 13 9 38 20 21 28 18 31 26 24 20 27 14 14 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_23070-Pp3c17_23130Pp3c17_23070-Pp3c17_23130intergenic_regionPp3c17_23070-Pp3c17_23130NA NA n.15094631_15094632insANA NA NA NA NA
Chr17 15382391 G A Chr17_15382391_G_AG_A SNP 3791.98 0 0 0 0 0 0 0 0 19 15 18 20 9 4 26 12 13 23 18 22 39 26 19 15 18 20 9 4 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c17_23650-Pp3c17_23740Pp3c17_23650-Pp3c17_23740intergenic_regionPp3c17_23650-Pp3c17_23740NA NA n.15382391G>ANA NA NA NA NA
Chr17 15450263 G A Chr17_15450263_G_AG_A SNP 19499.63 36 17 15 35 20 22 30 24 29 25 17 17 10 8 36 17 15 35 20 22 30 24 29 25 17 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_23740Pp3c17_23740transcript PAC:32906564protein_codingNA c.-2426G>A NA NA NA NA 1949
Chr17 15450263 G A Chr17_15450263_G_AG_A SNP 19499.63 36 17 15 35 20 22 30 24 29 25 17 17 10 8 36 17 15 35 20 22 30 24 29 25 17 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_23740Pp3c17_23740transcript PAC:32906565protein_codingNA c.-2426G>A NA NA NA NA 1980
Chr17 15450263 G A Chr17_15450263_G_AG_A SNP 19499.63 36 17 15 35 20 22 30 24 29 25 17 17 10 8 36 17 15 35 20 22 30 24 29 25 17 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_23650-Pp3c17_23740Pp3c17_23650-Pp3c17_23740intergenic_regionPp3c17_23650-Pp3c17_23740NA NA n.15450263G>ANA NA NA NA NA
Chr17 15468751 C CTA Chr17_15468751_C_CTAC_CTA INDEL 2370.24 0 1 2 14 14 15 21 9 0 0 1 0 0 0 22 15 10 14 14 16 21 9 14 12 5 12 4 7 0 0 0.2 1 1 0.938 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c17_23740-Pp3c17_23780Pp3c17_23740-Pp3c17_23780intergenic_regionPp3c17_23740-Pp3c17_23780NA NA n.15468751_15468752insTANA NA NA NA NA
Chr17 15525033 C T Chr17_15525033_C_TC_T SNP 18948.63 26 7 19 26 22 22 23 33 17 21 15 29 10 8 26 7 19 26 22 22 23 33 17 21 15 29 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_23810-Pp3c17_23830Pp3c17_23810-Pp3c17_23830intergenic_regionPp3c17_23810-Pp3c17_23830NA NA n.15525033C>TNA NA NA NA NA
Chr17 15576940 TTA T Chr17_15576940_TTA_TTTA_T INDEL 6177.93 14 8 9 22 12 16 27 19 0 1 1 0 0 0 15 8 11 23 12 16 27 20 11 14 11 8 7 9 0.933 1 0.818 0.957 1 1 1 0.95 0 0 0 0 0 0 0 8 8 0 0 5 3 intergenic_regionMODIFIER Pp3c17_23870-Pp3c17_23930Pp3c17_23870-Pp3c17_23930intergenic_regionPp3c17_23870-Pp3c17_23930NA NA n.15576941_15576942delTANA NA NA NA NA
Chr17 15673099 A AAT Chr17_15673099_A_AATA_AAT INDEL 309.37 0 2 0 0 0 2 0 0 0 1 0 0 0 11 31 20 10 18 15 18 29 13 18 14 13 15 7 11 0 0.1 0 0 0 0.111 0 0 0 0 0 0 0 1 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c17_24020Pp3c17_24020transcript PAC:32907387protein_codingNA c.-1989_-1988insATNA NA NA NA 1722
Chr17 15673099 A AAT Chr17_15673099_A_AATA_AAT INDEL 309.37 0 2 0 0 0 2 0 0 0 1 0 0 0 11 31 20 10 18 15 18 29 13 18 14 13 15 7 11 0 0.1 0 0 0 0.111 0 0 0 0 0 0 0 1 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c17_24020Pp3c17_24020transcript PAC:32907389protein_codingNA c.-1989_-1988insATNA NA NA NA 1698
Chr17 15673099 A AAT Chr17_15673099_A_AATA_AAT INDEL 309.37 0 2 0 0 0 2 0 0 0 1 0 0 0 11 31 20 10 18 15 18 29 13 18 14 13 15 7 11 0 0.1 0 0 0 0.111 0 0 0 0 0 0 0 1 0 1 1 2 1 0 0 upstream_gene_variantMODIFIER Pp3c17_24020Pp3c17_24020transcript PAC:32907388protein_codingNA c.-1989_-1988insATNA NA NA NA 1716
Chr17 15673099 A AAT Chr17_15673099_A_AATA_AAT INDEL 309.37 0 2 0 0 0 2 0 0 0 1 0 0 0 11 31 20 10 18 15 18 29 13 18 14 13 15 7 11 0 0.1 0 0 0 0.111 0 0 0 0 0 0 0 1 0 1 1 2 1 0 0 intergenic_regionMODIFIER Pp3c17_23940-Pp3c17_24020Pp3c17_23940-Pp3c17_24020intergenic_regionPp3c17_23940-Pp3c17_24020NA NA n.15673099_15673100insATNA NA NA NA NA
Chr17 15694260 GTA G Chr17_15694260_GTA_GGTA_G INDEL 8566.59 25 12 8 14 8 13 24 14 5 15 8 9 4 14 25 12 9 14 8 13 24 14 5 16 9 9 4 14 1 1 0.889 1 1 1 1 1 1 0.938 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_24050Pp3c17_24050transcript PAC:32907135protein_codingNA c.-2796_-2795delTANA NA NA NA 2404
Chr17 15694260 GTA G Chr17_15694260_GTA_GGTA_G INDEL 8566.59 25 12 8 14 8 13 24 14 5 15 8 9 4 14 25 12 9 14 8 13 24 14 5 16 9 9 4 14 1 1 0.889 1 1 1 1 1 1 0.938 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_24050Pp3c17_24050transcript PAC:32907136protein_codingNA c.-2796_-2795delTANA NA NA NA 2404
Chr17 15694260 GTA G Chr17_15694260_GTA_GGTA_G INDEL 8566.59 25 12 8 14 8 13 24 14 5 15 8 9 4 14 25 12 9 14 8 13 24 14 5 16 9 9 4 14 1 1 0.889 1 1 1 1 1 1 0.938 0.889 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c17_24050Pp3c17_24050transcript PAC:32907137protein_codingNA c.-2796_-2795delTANA NA NA NA 2404
Chr17 15694260 GTA G Chr17_15694260_GTA_GGTA_G INDEL 8566.59 25 12 8 14 8 13 24 14 5 15 8 9 4 14 25 12 9 14 8 13 24 14 5 16 9 9 4 14 1 1 0.889 1 1 1 1 1 1 0.938 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_24050-Pp3c17_24060Pp3c17_24050-Pp3c17_24060intergenic_regionPp3c17_24050-Pp3c17_24060NA NA n.15694261_15694262delTANA NA NA NA NA
Chr17 15806151 G T Chr17_15806151_G_TG_T SNP 19723.63 37 12 20 19 21 28 26 26 25 24 13 23 16 4 37 12 20 19 21 28 26 26 25 24 13 23 16 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_24080-Pp3c17_24090Pp3c17_24080-Pp3c17_24090intergenic_regionPp3c17_24080-Pp3c17_24090NA NA n.15806151G>TNA NA NA NA NA
Chr17 15829912 T C Chr17_15829912_T_CT_C SNP 17207.63 24 20 13 20 19 16 39 22 20 13 15 14 5 12 25 20 13 20 19 16 39 22 20 13 15 14 5 12 0.96 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_24100-Pp3c17_24120Pp3c17_24100-Pp3c17_24120intergenic_regionPp3c17_24100-Pp3c17_24120NA NA n.15829912T>CNA NA NA NA NA
Chr17 15840068 T C Chr17_15840068_T_CT_C SNP 6076.29 0 0 0 20 22 21 27 26 0 1 0 0 0 0 25 13 14 20 22 21 27 26 22 29 16 17 16 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_24100-Pp3c17_24120Pp3c17_24100-Pp3c17_24120intergenic_regionPp3c17_24100-Pp3c17_24120NA NA n.15840068T>CNA NA NA NA NA
Chr17 15844257 C T Chr17_15844257_C_TC_T SNP 3025.98 0 0 0 0 0 0 0 0 17 13 13 12 6 11 21 13 12 18 14 20 23 20 17 13 13 12 6 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c17_24100-Pp3c17_24120Pp3c17_24100-Pp3c17_24120intergenic_regionPp3c17_24100-Pp3c17_24120NA NA n.15844257C>TNA NA NA NA NA
Chr17 15908917 C G Chr17_15908917_C_GC_G SNP 4791.29 0 0 0 20 11 16 18 25 0 0 0 0 0 0 32 6 17 20 11 16 18 25 15 30 14 22 10 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c17_24130-Pp3c17_24210Pp3c17_24130-Pp3c17_24210intergenic_regionPp3c17_24130-Pp3c17_24210NA NA n.15908917C>GNA NA NA NA NA
Chr17 15969836 A AT Chr17_15969836_A_ATA_AT INDEL 14229.59 33 11 8 13 17 26 38 16 15 15 19 12 9 10 33 11 8 13 17 26 38 16 15 15 19 12 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c17_24240-CHR_ENDPp3c17_24240-CHR_ENDintergenic_regionPp3c17_24240-CHR_ENDNA NA n.15969836_15969837insTNA NA NA NA NA
Chr18 31779 G T Chr18_31779_G_TG_T SNP 19824.63 22 14 20 19 20 30 38 18 27 19 20 13 14 14 22 14 20 19 20 30 38 18 27 19 20 13 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c18_10CHR_START-Pp3c18_10intergenic_regionCHR_START-Pp3c18_10NA NA n.31779G>T NA NA NA NA NA
Chr18 31781 G A Chr18_31781_G_AG_A SNP 19824.63 22 14 19 18 20 29 38 18 27 19 20 12 14 14 22 14 19 18 20 29 38 18 27 19 20 12 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c18_10CHR_START-Pp3c18_10intergenic_regionCHR_START-Pp3c18_10NA NA n.31781G>A NA NA NA NA NA
Chr18 59362 TA T Chr18_59362_TA_TTA_T INDEL 18498.59 39 20 13 36 30 21 29 21 26 23 16 22 17 12 39 20 13 36 30 21 29 21 26 23 16 22 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_40 Pp3c18_40 transcript PAC:32982872protein_codingNA c.*1538delA NA NA NA NA 1245
Chr18 59362 TA T Chr18_59362_TA_TTA_T INDEL 18498.59 39 20 13 36 30 21 29 21 26 23 16 22 17 12 39 20 13 36 30 21 29 21 26 23 16 22 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_50 Pp3c18_50 transcript PAC:32981138protein_codingNA c.*1575delT NA NA NA NA 1282
Chr18 59362 TA T Chr18_59362_TA_TTA_T INDEL 18498.59 39 20 13 36 30 21 29 21 26 23 16 22 17 12 39 20 13 36 30 21 29 21 26 23 16 22 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_40 Pp3c18_40 transcript PAC:32982873protein_codingNA c.*1538delA NA NA NA NA 809
Chr18 59362 TA T Chr18_59362_TA_TTA_T INDEL 18498.59 39 20 13 36 30 21 29 21 26 23 16 22 17 12 39 20 13 36 30 21 29 21 26 23 16 22 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_50 Pp3c18_50 transcript PAC:32981139protein_codingNA c.*1575delT NA NA NA NA 1351
Chr18 59362 TA T Chr18_59362_TA_TTA_T INDEL 18498.59 39 20 13 36 30 21 29 21 26 23 16 22 17 12 39 20 13 36 30 21 29 21 26 23 16 22 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_40-Pp3c18_50Pp3c18_40-Pp3c18_50intergenic_regionPp3c18_40-Pp3c18_50NA NA n.59363delA NA NA NA NA NA
Chr18 59643 A C Chr18_59643_A_CA_C SNP 17269.63 20 4 21 21 26 15 27 17 23 19 15 16 5 9 20 4 21 21 26 15 27 17 23 19 15 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_40 Pp3c18_40 transcript PAC:32982872protein_codingNA c.*1818A>C NA NA NA NA 1525
Chr18 59643 A C Chr18_59643_A_CA_C SNP 17269.63 20 4 21 21 26 15 27 17 23 19 15 16 5 9 20 4 21 21 26 15 27 17 23 19 15 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_50 Pp3c18_50 transcript PAC:32981138protein_codingNA c.*1295T>G NA NA NA NA 1002
Chr18 59643 A C Chr18_59643_A_CA_C SNP 17269.63 20 4 21 21 26 15 27 17 23 19 15 16 5 9 20 4 21 21 26 15 27 17 23 19 15 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_40 Pp3c18_40 transcript PAC:32982873protein_codingNA c.*1818A>C NA NA NA NA 1089
Chr18 59643 A C Chr18_59643_A_CA_C SNP 17269.63 20 4 21 21 26 15 27 17 23 19 15 16 5 9 20 4 21 21 26 15 27 17 23 19 15 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_50 Pp3c18_50 transcript PAC:32981139protein_codingNA c.*1295T>G NA NA NA NA 1071
Chr18 59643 A C Chr18_59643_A_CA_C SNP 17269.63 20 4 21 21 26 15 27 17 23 19 15 16 5 9 20 4 21 21 26 15 27 17 23 19 15 16 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_40-Pp3c18_50Pp3c18_40-Pp3c18_50intergenic_regionPp3c18_40-Pp3c18_50NA NA n.59643A>C NA NA NA NA NA
Chr18 59645 A G Chr18_59645_A_GA_G SNP 17269.63 19 4 19 22 26 16 25 18 23 17 15 16 4 9 19 4 19 22 26 16 25 18 23 17 15 16 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_40 Pp3c18_40 transcript PAC:32982872protein_codingNA c.*1820A>G NA NA NA NA 1527
Chr18 59645 A G Chr18_59645_A_GA_G SNP 17269.63 19 4 19 22 26 16 25 18 23 17 15 16 4 9 19 4 19 22 26 16 25 18 23 17 15 16 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_50 Pp3c18_50 transcript PAC:32981138protein_codingNA c.*1293T>C NA NA NA NA 1000
Chr18 59645 A G Chr18_59645_A_GA_G SNP 17269.63 19 4 19 22 26 16 25 18 23 17 15 16 4 9 19 4 19 22 26 16 25 18 23 17 15 16 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_40 Pp3c18_40 transcript PAC:32982873protein_codingNA c.*1820A>G NA NA NA NA 1091
Chr18 59645 A G Chr18_59645_A_GA_G SNP 17269.63 19 4 19 22 26 16 25 18 23 17 15 16 4 9 19 4 19 22 26 16 25 18 23 17 15 16 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_50 Pp3c18_50 transcript PAC:32981139protein_codingNA c.*1293T>C NA NA NA NA 1069
Chr18 59645 A G Chr18_59645_A_GA_G SNP 17269.63 19 4 19 22 26 16 25 18 23 17 15 16 4 9 19 4 19 22 26 16 25 18 23 17 15 16 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_40-Pp3c18_50Pp3c18_40-Pp3c18_50intergenic_regionPp3c18_40-Pp3c18_50NA NA n.59645A>G NA NA NA NA NA
Chr18 242731 C T Chr18_242731_C_TC_T SNP 10235.63 17 9 5 15 7 17 21 13 4 9 6 4 5 4 17 9 5 15 7 17 21 13 4 9 6 4 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_200-Pp3c18_310Pp3c18_200-Pp3c18_310intergenic_regionPp3c18_200-Pp3c18_310NA NA n.242731C>T NA NA NA NA NA
Chr18 242734 C T Chr18_242734_C_TC_T SNP 10415.63 19 10 6 16 7 17 22 12 4 9 6 5 5 4 19 10 6 16 7 17 22 12 4 9 6 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_200-Pp3c18_310Pp3c18_200-Pp3c18_310intergenic_regionPp3c18_200-Pp3c18_310NA NA n.242734C>T NA NA NA NA NA
Chr18 242738 C CATA Chr18_242738_C_CATAC_CATA INDEL 10811.59 18 10 6 17 6 17 21 12 4 8 6 5 5 4 18 10 6 17 6 17 21 12 4 8 6 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_200-Pp3c18_310Pp3c18_200-Pp3c18_310intergenic_regionPp3c18_200-Pp3c18_310NA NA n.242738_242739insATANA NA NA NA NA
Chr18 242743 A AGT Chr18_242743_A_AGTA_AGT INDEL 11216.59 20 10 7 16 6 17 23 10 4 8 6 6 5 4 20 10 7 16 6 17 23 10 4 8 6 6 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_200-Pp3c18_310Pp3c18_200-Pp3c18_310intergenic_regionPp3c18_200-Pp3c18_310NA NA n.242743_242744insGTNA NA NA NA NA
Chr18 242744 AACAAAAC A Chr18_242744_AACAAAAC_AAACAAAAC_AINDEL 11126.59 21 9 8 18 6 18 25 9 4 9 7 7 5 4 21 9 8 18 6 18 25 9 4 9 7 7 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_200-Pp3c18_310Pp3c18_200-Pp3c18_310intergenic_regionPp3c18_200-Pp3c18_310NA NA n.242745_242751delACAAAACNA NA NA NA NA
Chr18 242752 C T Chr18_242752_C_TC_T SNP 10685.63 21 9 8 17 6 18 25 9 4 9 7 7 5 4 21 9 8 17 6 18 25 9 4 9 7 7 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_200-Pp3c18_310Pp3c18_200-Pp3c18_310intergenic_regionPp3c18_200-Pp3c18_310NA NA n.242752C>T NA NA NA NA NA
Chr18 295803 C A Chr18_295803_C_AC_A SNP 10737.63 16 6 8 17 10 20 13 19 13 13 6 8 8 11 16 6 8 17 10 20 13 19 13 13 6 8 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_370-Pp3c18_399Pp3c18_370-Pp3c18_399intergenic_regionPp3c18_370-Pp3c18_399NA NA n.295803C>ANA NA NA NA NA
Chr18 643674 A AAT Chr18_643674_A_AATA_AAT INDEL 1268.35 16 17 15 0 0 0 0 0 0 1 0 0 0 0 17 19 15 15 9 26 22 13 11 15 7 11 4 11 0.941 0.895 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c18_640-Pp3c18_680Pp3c18_640-Pp3c18_680intergenic_regionPp3c18_640-Pp3c18_680NA NA n.643674_643675insATNA NA NA NA NA
Chr18 683667 G GA Chr18_683667_G_GAG_GA INDEL 17049.59 25 23 13 25 14 31 23 32 14 24 21 20 10 6 25 23 13 25 14 31 23 32 14 24 21 20 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.683667_683668insANA NA NA NA NA
Chr18 699415 G A Chr18_699415_G_AG_A SNP 19258.63 28 22 17 26 20 38 43 22 30 31 20 10 10 16 28 22 17 26 20 38 43 22 30 31 20 10 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.699415G>ANA NA NA NA NA
Chr18 741823 A AG Chr18_741823_A_AGA_AG INDEL 19873.59 25 9 20 29 18 27 32 24 31 22 19 17 9 11 25 9 20 29 18 27 32 24 31 22 19 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.741823_741824insGNA NA NA NA NA
Chr18 741824 T C Chr18_741824_T_CT_C SNP 19882.63 25 9 20 29 18 27 32 24 31 22 20 17 9 11 25 9 20 29 18 27 32 24 31 22 20 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.741824T>CNA NA NA NA NA
Chr18 741878 C A Chr18_741878_C_AC_A SNP 17047.63 23 17 13 22 20 22 30 20 28 20 22 15 8 6 23 17 13 22 20 22 30 20 28 20 22 15 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.741878C>ANA NA NA NA NA
Chr18 742035 C A Chr18_742035_C_AC_A SNP 17533.63 23 16 15 23 20 26 37 21 32 23 17 10 9 14 23 16 15 23 20 26 37 21 32 23 17 10 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.742035C>ANA NA NA NA NA
Chr18 743831 C A Chr18_743831_C_AC_A SNP 17384.63 28 13 10 21 22 17 34 34 19 22 27 20 13 14 28 13 10 21 22 17 35 34 19 22 27 20 13 14 1 1 1 1 1 1 0.971 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.743831C>ANA NA NA NA NA
Chr18 745647 G T Chr18_745647_G_TG_T SNP 18119.63 24 13 16 23 27 23 35 23 19 17 21 14 11 10 24 13 16 23 27 23 35 23 19 17 21 14 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.745647G>TNA NA NA NA NA
Chr18 757717 G T Chr18_757717_G_TG_T SNP 13836.63 17 22 7 10 5 30 42 14 17 24 21 10 4 13 17 22 7 10 5 30 42 14 17 24 21 10 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.757717G>TNA NA NA NA NA
Chr18 757749 G C Chr18_757749_G_CG_C SNP 14313.63 19 16 5 14 5 31 34 13 10 19 19 13 8 11 19 16 5 14 5 31 34 13 10 19 19 13 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.757749G>CNA NA NA NA NA
Chr18 757759 G C Chr18_757759_G_CG_C SNP 14885.63 23 17 6 15 7 31 32 12 15 20 19 13 9 12 23 17 6 15 7 31 32 12 15 20 19 13 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.757759G>CNA NA NA NA NA
Chr18 757822 TG T Chr18_757822_TG_TTG_T INDEL 13737.59 25 10 6 14 10 32 29 17 19 20 12 11 10 13 25 10 6 14 10 32 29 17 19 20 12 11 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.757823delGNA NA NA NA NA
Chr18 757869 G T Chr18_757869_G_TG_T SNP 10339.63 21 6 5 11 9 26 21 13 11 11 9 8 8 7 21 6 5 11 9 26 22 13 11 11 9 8 8 7 1 1 1 1 1 1 0.955 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.757869G>TNA NA NA NA NA
Chr18 762845 A G Chr18_762845_A_GA_G SNP 13389.63 22 16 11 16 5 17 29 11 12 34 15 9 4 9 22 16 11 16 5 17 29 11 12 34 15 9 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.762845A>GNA NA NA NA NA
Chr18 781779 T C Chr18_781779_T_CT_C SNP 30414.63 56 31 25 33 39 51 43 42 44 43 35 32 18 20 56 31 25 33 39 51 43 42 44 43 35 32 18 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.781779T>CNA NA NA NA NA
Chr18 781846 C CA Chr18_781846_C_CAC_CA INDEL 22474.59 50 21 17 17 25 33 26 33 21 27 17 19 12 12 50 21 17 17 25 33 26 33 21 27 17 19 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.781846_781847insANA NA NA NA NA
Chr18 781851 C A Chr18_781851_C_AC_A SNP 22527.63 49 18 16 19 25 30 26 31 19 26 15 19 11 10 49 18 16 19 25 30 26 31 19 26 15 19 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.781851C>ANA NA NA NA NA
Chr18 795676 T C Chr18_795676_T_CT_C SNP 25838.63 32 28 25 30 40 40 46 29 26 29 21 13 21 17 32 28 25 30 40 40 46 29 26 29 21 13 21 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.795676T>CNA NA NA NA NA
Chr18 796411 T C Chr18_796411_T_CT_C SNP 21974.63 42 22 18 22 22 31 32 22 29 23 12 16 10 12 42 22 18 22 22 31 32 22 29 23 12 16 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.796411T>CNA NA NA NA NA
Chr18 796426 G A Chr18_796426_G_AG_A SNP 22619.63 43 18 20 19 21 33 33 16 27 27 14 13 9 16 43 18 20 19 21 33 33 16 27 27 14 13 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.796426G>ANA NA NA NA NA
Chr18 796444 G A Chr18_796444_G_AG_A SNP 21339.63 46 21 24 16 19 32 36 17 26 27 13 13 6 15 46 21 24 16 19 32 36 17 26 27 13 13 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.796444G>ANA NA NA NA NA
Chr18 802788 G A Chr18_802788_G_AG_A SNP 12885.63 21 18 16 22 23 17 26 29 19 32 10 16 6 8 24 18 16 24 25 18 26 31 19 35 10 16 6 8 0.875 1 1 0.917 0.92 0.944 1 0.935 1 0.914 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.802788G>ANA NA NA NA NA
Chr18 815447 C T Chr18_815447_C_TC_T SNP 12046.63 30 10 5 17 7 19 23 13 12 15 4 10 10 6 30 10 5 17 7 19 23 13 12 15 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.815447C>T NA NA NA NA NA
Chr18 815603 G A Chr18_815603_G_AG_A SNP 18901.63 36 10 11 26 14 32 29 28 22 25 17 18 7 11 36 10 11 26 14 32 29 29 22 25 17 18 7 11 1 1 1 1 1 1 1 0.966 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.815603G>ANA NA NA NA NA
Chr18 815637 G A Chr18_815637_G_AG_A SNP 21712.63 26 16 12 32 15 44 32 28 25 40 19 30 8 12 26 16 12 32 15 44 32 29 25 40 19 30 8 12 1 1 1 1 1 1 1 0.966 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.815637G>ANA NA NA NA NA
Chr18 823390 TC T Chr18_823390_TC_TTC_T INDEL 16470.59 32 12 10 20 18 24 33 12 32 25 9 23 9 11 32 12 10 20 18 24 33 12 32 25 9 23 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_680-Pp3c18_977Pp3c18_680-Pp3c18_977intergenic_regionPp3c18_680-Pp3c18_977NA NA n.823391delCNA NA NA NA NA
Chr18 888282 T C Chr18_888282_T_CT_C SNP 17425.63 25 16 12 17 19 25 29 23 29 21 10 18 8 14 25 16 12 17 19 25 29 23 29 21 10 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_977-Pp3c18_1150Pp3c18_977-Pp3c18_1150intergenic_regionPp3c18_977-Pp3c18_1150NA NA n.888282T>CNA NA NA NA NA
Chr18 992934 A G Chr18_992934_A_GA_G SNP 11249.63 13 16 10 19 7 14 18 16 18 20 6 11 6 4 13 16 10 19 7 14 18 16 18 20 6 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_977-Pp3c18_1150Pp3c18_977-Pp3c18_1150intergenic_regionPp3c18_977-Pp3c18_1150NA NA n.992934A>GNA NA NA NA NA
Chr18 1035674 A G Chr18_1035674_A_GA_G SNP 21197.63 36 16 22 26 22 40 34 33 21 20 21 13 5 10 36 16 22 26 22 40 34 33 21 20 21 13 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_977-Pp3c18_1150Pp3c18_977-Pp3c18_1150intergenic_regionPp3c18_977-Pp3c18_1150NA NA n.1035674A>GNA NA NA NA NA
Chr18 1035840 C A Chr18_1035840_C_AC_A SNP 19174.63 25 15 14 24 21 33 27 29 24 24 19 10 14 9 25 15 14 24 21 33 27 29 24 24 19 10 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_977-Pp3c18_1150Pp3c18_977-Pp3c18_1150intergenic_regionPp3c18_977-Pp3c18_1150NA NA n.1035840C>ANA NA NA NA NA
Chr18 1036207 T A Chr18_1036207_T_AT_A SNP 13048.63 23 12 9 23 12 20 23 16 11 10 13 14 6 7 23 12 9 23 12 20 23 16 11 10 13 14 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_977-Pp3c18_1150Pp3c18_977-Pp3c18_1150intergenic_regionPp3c18_977-Pp3c18_1150NA NA n.1036207T>ANA NA NA NA NA
Chr18 1088188 T TTA Chr18_1088188_T_TTAT_TTA INDEL 5162.24 22 7 15 0 0 1 2 1 11 12 11 5 9 4 23 7 15 15 19 20 25 18 11 12 13 5 9 4 0.957 1 1 0 0 0 0.08 0 1 1 0.846 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c18_1170Pp3c18_1170transcript PAC:32982589protein_codingNA c.*1257_*1258insTANA NA NA NA 816
Chr18 1088188 T TTA Chr18_1088188_T_TTAT_TTA INDEL 5162.24 22 7 15 0 0 1 2 1 11 12 11 5 9 4 23 7 15 15 19 20 25 18 11 12 13 5 9 4 0.957 1 1 0 0 0 0.08 0 1 1 0.846 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c18_1170Pp3c18_1170transcript PAC:32982592protein_codingNA c.*1257_*1258insTANA NA NA NA 875
Chr18 1088188 T TTA Chr18_1088188_T_TTAT_TTA INDEL 5162.24 22 7 15 0 0 1 2 1 11 12 11 5 9 4 23 7 15 15 19 20 25 18 11 12 13 5 9 4 0.957 1 1 0 0 0 0.08 0 1 1 0.846 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c18_1170Pp3c18_1170transcript PAC:32982590protein_codingNA c.*1257_*1258insTANA NA NA NA 875
Chr18 1088188 T TTA Chr18_1088188_T_TTAT_TTA INDEL 5162.24 22 7 15 0 0 1 2 1 11 12 11 5 9 4 23 7 15 15 19 20 25 18 11 12 13 5 9 4 0.957 1 1 0 0 0 0.08 0 1 1 0.846 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c18_1170Pp3c18_1170transcript PAC:32982591protein_codingNA c.*1257_*1258insTANA NA NA NA 875
Chr18 1088188 T TTA Chr18_1088188_T_TTAT_TTA INDEL 5162.24 22 7 15 0 0 1 2 1 11 12 11 5 9 4 23 7 15 15 19 20 25 18 11 12 13 5 9 4 0.957 1 1 0 0 0 0.08 0 1 1 0.846 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c18_1170-Pp3c18_1210Pp3c18_1170-Pp3c18_1210intergenic_regionPp3c18_1170-Pp3c18_1210NA NA n.1088188_1088189insTANA NA NA NA NA
Chr18 1196676 A T Chr18_1196676_A_TA_T SNP 20341.63 30 23 22 32 23 28 24 18 20 27 13 17 11 13 30 23 22 32 23 28 24 18 20 27 13 17 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_1210-Pp3c18_1260Pp3c18_1210-Pp3c18_1260intergenic_regionPp3c18_1210-Pp3c18_1260NA NA n.1196676A>TNA NA NA NA NA
Chr18 1199573 TTA T Chr18_1199573_TTA_TTTA_T INDEL 10154.59 25 12 4 11 16 20 15 14 16 16 9 12 9 15 25 12 4 11 16 21 15 14 17 17 9 13 9 15 1 1 1 1 1 0.952 1 1 0.941 0.941 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_1210-Pp3c18_1260Pp3c18_1210-Pp3c18_1260intergenic_regionPp3c18_1210-Pp3c18_1260NA NA n.1199574_1199575delTANA NA NA NA NA
Chr18 1276456 G T Chr18_1276456_G_TG_T SNP 18068.63 28 10 19 27 16 21 20 25 19 25 26 24 13 6 28 10 19 27 16 21 20 25 19 25 26 24 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_1280-Pp3c18_1290Pp3c18_1280-Pp3c18_1290intergenic_regionPp3c18_1280-Pp3c18_1290NA NA n.1276456G>TNA NA NA NA NA
Chr18 1423340 G GTA Chr18_1423340_G_GTAG_GTA INDEL 2444.24 0 0 0 13 14 10 17 17 2 0 0 0 0 0 29 6 9 14 14 10 21 18 19 18 9 10 4 5 0 0 0 0.929 1 1 0.81 0.944 0.105 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983109protein_codingNA c.-875_-874insTANA NA NA NA 874
Chr18 1423340 G GTA Chr18_1423340_G_GTAG_GTA INDEL 2444.24 0 0 0 13 14 10 17 17 2 0 0 0 0 0 29 6 9 14 14 10 21 18 19 18 9 10 4 5 0 0 0 0.929 1 1 0.81 0.944 0.105 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983110protein_codingNA c.-875_-874insTANA NA NA NA 742
Chr18 1423340 G GTA Chr18_1423340_G_GTAG_GTA INDEL 2444.24 0 0 0 13 14 10 17 17 2 0 0 0 0 0 29 6 9 14 14 10 21 18 19 18 9 10 4 5 0 0 0 0.929 1 1 0.81 0.944 0.105 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c18_1460-Pp3c18_1490Pp3c18_1460-Pp3c18_1490intergenic_regionPp3c18_1460-Pp3c18_1490NA NA n.1423340_1423341insTANA NA NA NA NA
Chr18 1426591 G C Chr18_1426591_G_CG_C SNP 14117.63 24 11 8 16 15 12 24 12 22 20 16 9 6 6 24 11 8 16 15 12 24 12 22 20 16 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983110protein_coding 02-févr c.*353G>C NA NA NA NA 353
Chr18 1426591 G C Chr18_1426591_G_CG_C SNP 14117.63 24 11 8 16 15 12 24 12 22 20 16 9 6 6 24 11 8 16 15 12 24 12 22 20 16 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983109protein_codingNA c.*353G>C NA NA NA NA 353
Chr18 1426608 CG C Chr18_1426608_CG_CCG_C INDEL 15861.59 24 11 11 17 15 13 25 13 21 20 16 9 7 6 24 11 11 17 15 13 25 13 21 20 16 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983110protein_coding 02-févr c.*372delG NA NA NA NA 372
Chr18 1426608 CG C Chr18_1426608_CG_CCG_C INDEL 15861.59 24 11 11 17 15 13 25 13 21 20 16 9 7 6 24 11 11 17 15 13 25 13 21 20 16 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983109protein_codingNA c.*371delG NA NA NA NA 371
Chr18 1426615 G T Chr18_1426615_G_TG_T SNP 15912.63 21 11 11 16 15 13 25 13 21 20 16 9 7 6 21 11 11 16 15 13 25 13 21 20 16 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983110protein_coding 02-févr c.*377G>T NA NA NA NA 377
Chr18 1426615 G T Chr18_1426615_G_TG_T SNP 15912.63 21 11 11 16 15 13 25 13 21 20 16 9 7 6 21 11 11 16 15 13 25 13 21 20 16 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983109protein_codingNA c.*377G>T NA NA NA NA 377
Chr18 1426639 G C Chr18_1426639_G_CG_C SNP 15198.63 16 11 13 16 14 11 29 23 19 17 13 9 7 5 16 11 13 16 14 11 29 23 19 17 13 9 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983110protein_coding 02-févr c.*401G>C NA NA NA NA 401
Chr18 1426639 G C Chr18_1426639_G_CG_C SNP 15198.63 16 11 13 16 14 11 29 23 19 17 13 9 7 5 16 11 13 16 14 11 29 23 19 17 13 9 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983109protein_codingNA c.*401G>C NA NA NA NA 401
Chr18 1426648 C A Chr18_1426648_C_AC_A SNP 15596.63 18 11 12 16 13 13 30 22 18 17 13 9 8 5 18 11 12 16 13 13 30 22 18 17 13 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983110protein_coding 02-févr c.*410C>A NA NA NA NA 410
Chr18 1426648 C A Chr18_1426648_C_AC_A SNP 15596.63 18 11 12 16 13 13 30 22 18 17 13 9 8 5 18 11 12 16 13 13 30 22 18 17 13 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983109protein_codingNA c.*410C>A NA NA NA NA 410
Chr18 1429912 G GTA Chr18_1429912_G_GTAG_GTA INDEL 1946.93 0 0 1 1 0 1 1 0 11 12 14 9 12 5 16 10 9 17 14 24 28 10 11 12 14 9 12 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983109protein_codingNA c.*3674_*3675insTANA NA NA NA 3675
Chr18 1429912 G GTA Chr18_1429912_G_GTAG_GTA INDEL 1946.93 0 0 1 1 0 1 1 0 11 12 14 9 12 5 16 10 9 17 14 24 28 10 11 12 14 9 12 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_1490Pp3c18_1490transcript PAC:32983110protein_codingNA c.*3674_*3675insTANA NA NA NA 1825
Chr18 1429912 G GTA Chr18_1429912_G_GTAG_GTA INDEL 1946.93 0 0 1 1 0 1 1 0 11 12 14 9 12 5 16 10 9 17 14 24 28 10 11 12 14 9 12 5 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c18_1490-Pp3c18_1530Pp3c18_1490-Pp3c18_1530intergenic_regionPp3c18_1490-Pp3c18_1530NA NA n.1429912_1429913insTANA NA NA NA NA
Chr18 1434446 C A Chr18_1434446_C_AC_A SNP 19736.63 28 13 18 23 14 41 26 20 22 27 13 30 14 17 28 13 18 23 14 41 26 20 22 27 13 30 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_1490-Pp3c18_1530Pp3c18_1490-Pp3c18_1530intergenic_regionPp3c18_1490-Pp3c18_1530NA NA n.1434446C>ANA NA NA NA NA
Chr18 1603269 C A Chr18_1603269_C_AC_A SNP 6055.29 0 0 0 25 18 30 30 24 0 0 0 0 0 0 28 13 13 26 18 30 30 24 22 27 15 12 7 10 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_1700Pp3c18_1700transcript PAC:32982436protein_codingNA c.-2738C>A NA NA NA NA 2368
Chr18 1603269 C A Chr18_1603269_C_AC_A SNP 6055.29 0 0 0 25 18 30 30 24 0 0 0 0 0 0 28 13 13 26 18 30 30 24 22 27 15 12 7 10 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_1700Pp3c18_1700transcript PAC:32982437protein_codingNA c.-2738C>A NA NA NA NA 2396
Chr18 1603269 C A Chr18_1603269_C_AC_A SNP 6055.29 0 0 0 25 18 30 30 24 0 0 0 0 0 0 28 13 13 26 18 30 30 24 22 27 15 12 7 10 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_1690-Pp3c18_1700Pp3c18_1690-Pp3c18_1700intergenic_regionPp3c18_1690-Pp3c18_1700NA NA n.1603269C>ANA NA NA NA NA
Chr18 1654603 A AT Chr18_1654603_A_ATA_AT INDEL 16665.59 26 14 21 24 25 39 26 28 21 15 11 18 15 8 26 14 21 24 25 39 26 28 21 15 11 18 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_1800-Pp3c18_1850Pp3c18_1800-Pp3c18_1850intergenic_regionPp3c18_1800-Pp3c18_1850NA NA n.1654603_1654604insTNA NA NA NA NA
Chr18 1655208 A T Chr18_1655208_A_TA_T SNP 11588.63 11 8 7 20 14 21 12 13 14 9 14 6 9 8 11 8 7 20 14 21 12 13 14 9 14 6 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_1800-Pp3c18_1850Pp3c18_1800-Pp3c18_1850intergenic_regionPp3c18_1800-Pp3c18_1850NA NA n.1655208A>TNA NA NA NA NA
Chr18 1655250 A G Chr18_1655250_A_GA_G SNP 11470.63 10 8 9 23 13 20 14 13 13 11 14 8 5 10 10 8 9 23 13 20 14 13 13 11 14 8 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_1800-Pp3c18_1850Pp3c18_1800-Pp3c18_1850intergenic_regionPp3c18_1800-Pp3c18_1850NA NA n.1655250A>GNA NA NA NA NA
Chr18 1655299 G T Chr18_1655299_G_TG_T SNP 13688.63 17 7 15 21 15 23 14 16 17 13 10 7 7 11 17 7 15 21 15 23 14 16 17 13 10 7 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_1800-Pp3c18_1850Pp3c18_1800-Pp3c18_1850intergenic_regionPp3c18_1800-Pp3c18_1850NA NA n.1655299G>TNA NA NA NA NA
Chr18 1655316 C T Chr18_1655316_C_TC_T SNP 14613.63 21 8 13 21 17 23 17 19 16 13 9 5 8 14 21 8 13 21 17 23 17 19 16 13 9 5 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_1800-Pp3c18_1850Pp3c18_1800-Pp3c18_1850intergenic_regionPp3c18_1800-Pp3c18_1850NA NA n.1655316C>TNA NA NA NA NA
Chr18 1655344 A T Chr18_1655344_A_TA_T SNP 15984.63 24 11 16 28 14 22 23 17 20 13 12 6 9 10 24 11 16 28 14 22 23 17 20 13 12 6 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_1800-Pp3c18_1850Pp3c18_1800-Pp3c18_1850intergenic_regionPp3c18_1800-Pp3c18_1850NA NA n.1655344A>TNA NA NA NA NA
Chr18 2123502 T G Chr18_2123502_T_GT_G SNP 17137.63 30 13 15 33 15 21 24 24 17 23 13 18 8 11 30 13 15 33 15 21 24 24 17 23 13 18 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_2650-Pp3c18_2769Pp3c18_2650-Pp3c18_2769intergenic_regionPp3c18_2650-Pp3c18_2769NA NA n.2123502T>GNA NA NA NA NA
Chr18 2214308 G GA Chr18_2214308_G_GAG_GA INDEL 14494.59 28 12 13 24 15 26 33 20 23 36 16 13 10 9 28 12 13 24 15 26 33 20 23 36 16 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_2769Pp3c18_2769transcript PAC:32983154protein_codingNA c.-73_-72insANA NA NA NA 72
Chr18 2214308 G GA Chr18_2214308_G_GAG_GA INDEL 14494.59 28 12 13 24 15 26 33 20 23 36 16 13 10 9 28 12 13 24 15 26 33 20 23 36 16 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_2650-Pp3c18_2769Pp3c18_2650-Pp3c18_2769intergenic_regionPp3c18_2650-Pp3c18_2769NA NA n.2214308_2214309insANA NA NA NA NA
Chr18 2433549 C A Chr18_2433549_C_AC_A SNP 17004.63 20 16 17 26 17 18 13 29 30 21 14 28 14 6 20 16 17 26 17 18 13 29 30 21 14 28 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_3150Pp3c18_3150transcript PAC:32981475protein_codingNA c.*2293G>T NA NA NA NA 2293
Chr18 2433549 C A Chr18_2433549_C_AC_A SNP 17004.63 20 16 17 26 17 18 13 29 30 21 14 28 14 6 20 16 17 26 17 18 13 29 30 21 14 28 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_3160Pp3c18_3160transcript PAC:32982726protein_codingNA c.*3421G>T NA NA NA NA 3421
Chr18 2433549 C A Chr18_2433549_C_AC_A SNP 17004.63 20 16 17 26 17 18 13 29 30 21 14 28 14 6 20 16 17 26 17 18 13 29 30 21 14 28 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_3130-Pp3c18_3150Pp3c18_3130-Pp3c18_3150intergenic_regionPp3c18_3130-Pp3c18_3150NA NA n.2433549C>ANA NA NA NA NA
Chr18 2433604 T A Chr18_2433604_T_AT_A SNP 17032.63 22 14 16 25 17 20 16 19 27 24 21 23 13 4 22 14 16 25 17 20 16 19 27 24 21 23 13 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_3150Pp3c18_3150transcript PAC:32981475protein_codingNA c.*2238A>T NA NA NA NA 2238
Chr18 2433604 T A Chr18_2433604_T_AT_A SNP 17032.63 22 14 16 25 17 20 16 19 27 24 21 23 13 4 22 14 16 25 17 20 16 19 27 24 21 23 13 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_3160Pp3c18_3160transcript PAC:32982726protein_codingNA c.*3366A>T NA NA NA NA 3366
Chr18 2433604 T A Chr18_2433604_T_AT_A SNP 17032.63 22 14 16 25 17 20 16 19 27 24 21 23 13 4 22 14 16 25 17 20 16 19 27 24 21 23 13 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_3130-Pp3c18_3150Pp3c18_3130-Pp3c18_3150intergenic_regionPp3c18_3130-Pp3c18_3150NA NA n.2433604T>ANA NA NA NA NA
Chr18 2438883 G A Chr18_2438883_G_AG_A SNP 15169.63 19 11 15 35 9 16 25 17 18 18 9 14 8 10 19 11 15 35 9 16 25 17 18 18 9 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3150Pp3c18_3150transcript PAC:32981475protein_codingNA c.-2859C>T NA NA NA NA 2859
Chr18 2438883 G A Chr18_2438883_G_AG_A SNP 15169.63 19 11 15 35 9 16 25 17 18 18 9 14 8 10 19 11 15 35 9 16 25 17 18 18 9 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3160Pp3c18_3160transcript PAC:32982726protein_codingNA c.-1629C>T NA NA NA NA 1629
Chr18 2438883 G A Chr18_2438883_G_AG_A SNP 15169.63 19 11 15 35 9 16 25 17 18 18 9 14 8 10 19 11 15 35 9 16 25 17 18 18 9 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_3170Pp3c18_3170transcript PAC:32983433protein_codingNA c.*4781C>T NA NA NA NA 4032
Chr18 2438883 G A Chr18_2438883_G_AG_A SNP 15169.63 19 11 15 35 9 16 25 17 18 18 9 14 8 10 19 11 15 35 9 16 25 17 18 18 9 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_3170Pp3c18_3170transcript PAC:32983434protein_codingNA c.*4781C>T NA NA NA NA 3972
Chr18 2438883 G A Chr18_2438883_G_AG_A SNP 15169.63 19 11 15 35 9 16 25 17 18 18 9 14 8 10 19 11 15 35 9 16 25 17 18 18 9 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_3170Pp3c18_3170transcript PAC:32983435protein_codingNA c.*5657C>T NA NA NA NA 3972
Chr18 2438883 G A Chr18_2438883_G_AG_A SNP 15169.63 19 11 15 35 9 16 25 17 18 18 9 14 8 10 19 11 15 35 9 16 25 17 18 18 9 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_3170Pp3c18_3170transcript PAC:32983436protein_codingNA c.*5205C>T NA NA NA NA 3972
Chr18 2438883 G A Chr18_2438883_G_AG_A SNP 15169.63 19 11 15 35 9 16 25 17 18 18 9 14 8 10 19 11 15 35 9 16 25 17 18 18 9 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_3160-Pp3c18_3170Pp3c18_3160-Pp3c18_3170intergenic_regionPp3c18_3160-Pp3c18_3170NA NA n.2438883G>ANA NA NA NA NA
Chr18 2475955 TC T Chr18_2475955_TC_TTC_T INDEL 18222.59 28 11 17 28 16 19 20 19 28 27 15 10 16 15 28 11 17 28 16 19 20 19 28 27 15 10 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_3240Pp3c18_3240transcript PAC:32982415protein_codingNA c.*4583delG NA NA NA NA 4583
Chr18 2475955 TC T Chr18_2475955_TC_TTC_T INDEL 18222.59 28 11 17 28 16 19 20 19 28 27 15 10 16 15 28 11 17 28 16 19 20 19 28 27 15 10 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_3230-Pp3c18_3240Pp3c18_3230-Pp3c18_3240intergenic_regionPp3c18_3230-Pp3c18_3240NA NA n.2475956delCNA NA NA NA NA
Chr18 2476044 G GT Chr18_2476044_G_GTG_GT INDEL 16646.59 21 16 15 33 18 18 30 29 25 23 16 20 20 9 21 16 15 33 18 18 30 29 25 23 16 20 20 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_3240Pp3c18_3240transcript PAC:32982415protein_codingNA c.*4494_*4495insANA NA NA NA 4494
Chr18 2476044 G GT Chr18_2476044_G_GTG_GT INDEL 16646.59 21 16 15 33 18 18 30 29 25 23 16 20 20 9 21 16 15 33 18 18 30 29 25 23 16 20 20 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_3230-Pp3c18_3240Pp3c18_3230-Pp3c18_3240intergenic_regionPp3c18_3230-Pp3c18_3240NA NA n.2476044_2476045insTNA NA NA NA NA
Chr18 2759706 T C Chr18_2759706_T_CT_C SNP 10602.63 6 13 7 11 12 12 16 12 14 10 9 12 11 5 6 13 7 11 12 12 16 12 14 10 9 12 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_3460-Pp3c18_3680Pp3c18_3460-Pp3c18_3680intergenic_regionPp3c18_3460-Pp3c18_3680NA NA n.2759706T>CNA NA NA NA NA
Chr18 2759729 C T Chr18_2759729_C_TC_T SNP 8877.63 5 10 6 9 9 8 13 10 10 10 7 10 8 6 5 10 6 9 9 8 13 10 10 10 7 10 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_3460-Pp3c18_3680Pp3c18_3460-Pp3c18_3680intergenic_regionPp3c18_3460-Pp3c18_3680NA NA n.2759729C>TNA NA NA NA NA
Chr18 2759752 C T Chr18_2759752_C_TC_T SNP 6866.63 7 10 4 6 6 7 7 8 8 9 5 8 8 6 7 10 4 6 6 7 7 8 8 9 5 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_3460-Pp3c18_3680Pp3c18_3460-Pp3c18_3680intergenic_regionPp3c18_3460-Pp3c18_3680NA NA n.2759752C>TNA NA NA NA NA
Chr18 2883151 G A Chr18_2883151_G_AG_A SNP 5646.98 0 0 0 0 0 0 0 0 33 18 30 23 11 14 30 13 17 32 27 34 34 15 33 18 30 23 11 14 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_3780Pp3c18_3780transcript PAC:32982335protein_codingNA c.*2977C>T NA NA NA NA 2153
Chr18 2883151 G A Chr18_2883151_G_AG_A SNP 5646.98 0 0 0 0 0 0 0 0 33 18 30 23 11 14 30 13 17 32 27 34 34 15 33 18 30 23 11 14 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_3780Pp3c18_3780transcript PAC:32982336protein_codingNA c.*2977C>T NA NA NA NA 2698
Chr18 2883151 G A Chr18_2883151_G_AG_A SNP 5646.98 0 0 0 0 0 0 0 0 33 18 30 23 11 14 30 13 17 32 27 34 34 15 33 18 30 23 11 14 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c18_3720-Pp3c18_3780Pp3c18_3720-Pp3c18_3780intergenic_regionPp3c18_3720-Pp3c18_3780NA NA n.2883151G>ANA NA NA NA NA
Chr18 2929721 A AAT Chr18_2929721_A_AATA_AAT INDEL 1912.93 0 1 0 0 1 1 2 0 12 13 11 10 4 4 16 6 10 8 11 17 21 18 12 13 11 10 4 4 0 0 0 0 0 0 0.095 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c18_3810Pp3c18_3810transcript PAC:32981205protein_codingNA c.-5198_-5197insATNA NA NA NA 4567
Chr18 2929721 A AAT Chr18_2929721_A_AATA_AAT INDEL 1912.93 0 1 0 0 1 1 2 0 12 13 11 10 4 4 16 6 10 8 11 17 21 18 12 13 11 10 4 4 0 0 0 0 0 0 0.095 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c18_3810Pp3c18_3810transcript PAC:32981206protein_codingNA c.-5198_-5197insATNA NA NA NA 4281
Chr18 2929721 A AAT Chr18_2929721_A_AATA_AAT INDEL 1912.93 0 1 0 0 1 1 2 0 12 13 11 10 4 4 16 6 10 8 11 17 21 18 12 13 11 10 4 4 0 0 0 0 0 0 0.095 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c18_3810Pp3c18_3810transcript PAC:32981207protein_codingNA c.-5198_-5197insATNA NA NA NA 4281
Chr18 2929721 A AAT Chr18_2929721_A_AATA_AAT INDEL 1912.93 0 1 0 0 1 1 2 0 12 13 11 10 4 4 16 6 10 8 11 17 21 18 12 13 11 10 4 4 0 0 0 0 0 0 0.095 0 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c18_3830Pp3c18_3830transcript PAC:32981391protein_codingNA c.*1686_*1687insATNA NA NA NA 1223
Chr18 2929721 A AAT Chr18_2929721_A_AATA_AAT INDEL 1912.93 0 1 0 0 1 1 2 0 12 13 11 10 4 4 16 6 10 8 11 17 21 18 12 13 11 10 4 4 0 0 0 0 0 0 0.095 0 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c18_3830Pp3c18_3830transcript PAC:32981394protein_codingNA c.*1681_*1682insATNA NA NA NA 1080
Chr18 2929721 A AAT Chr18_2929721_A_AATA_AAT INDEL 1912.93 0 1 0 0 1 1 2 0 12 13 11 10 4 4 16 6 10 8 11 17 21 18 12 13 11 10 4 4 0 0 0 0 0 0 0.095 0 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c18_3830Pp3c18_3830transcript PAC:32981393protein_codingNA c.*1686_*1687insATNA NA NA NA 1194
Chr18 2929721 A AAT Chr18_2929721_A_AATA_AAT INDEL 1912.93 0 1 0 0 1 1 2 0 12 13 11 10 4 4 16 6 10 8 11 17 21 18 12 13 11 10 4 4 0 0 0 0 0 0 0.095 0 1 1 1 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c18_3830Pp3c18_3830transcript PAC:32981392protein_codingNA c.*1686_*1687insATNA NA NA NA 1223
Chr18 2929721 A AAT Chr18_2929721_A_AATA_AAT INDEL 1912.93 0 1 0 0 1 1 2 0 12 13 11 10 4 4 16 6 10 8 11 17 21 18 12 13 11 10 4 4 0 0 0 0 0 0 0.095 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c18_3810-Pp3c18_3830Pp3c18_3810-Pp3c18_3830intergenic_regionPp3c18_3810-Pp3c18_3830NA NA n.2929721_2929722insATNA NA NA NA NA
Chr18 2961210 T C Chr18_2961210_T_CT_C SNP 17357.63 34 17 16 16 13 21 25 26 23 18 15 21 8 12 34 17 16 16 13 21 25 26 23 18 15 21 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_3839-Pp3c18_3870Pp3c18_3839-Pp3c18_3870intergenic_regionPp3c18_3839-Pp3c18_3870NA NA n.2961210T>CNA NA NA NA NA
Chr18 2989302 T TA Chr18_2989302_T_TAT_TA INDEL 14938.59 20 12 8 23 12 21 30 19 23 15 15 18 7 16 20 12 8 23 12 21 30 19 23 15 15 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_3870Pp3c18_3870transcript PAC:32981223protein_coding 04-avr c.*389dupT NA NA NA NA 389
Chr18 2989302 T TA Chr18_2989302_T_TAT_TA INDEL 14938.59 20 12 8 23 12 21 30 19 23 15 15 18 7 16 20 12 8 23 12 21 30 19 23 15 15 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_3870Pp3c18_3870transcript PAC:32981224protein_coding 04-avr c.*389dupT NA NA NA NA 389
Chr18 2989302 T TA Chr18_2989302_T_TAT_TA INDEL 14938.59 20 12 8 23 12 21 30 19 23 15 15 18 7 16 20 12 8 23 12 21 30 19 23 15 15 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983052protein_codingNA c.-5257_-5256insANA NA NA NA 4107
Chr18 2989302 T TA Chr18_2989302_T_TAT_TA INDEL 14938.59 20 12 8 23 12 21 30 19 23 15 15 18 7 16 20 12 8 23 12 21 30 19 23 15 15 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983056protein_codingNA c.-5518_-5517insANA NA NA NA 4132
Chr18 2989302 T TA Chr18_2989302_T_TAT_TA INDEL 14938.59 20 12 8 23 12 21 30 19 23 15 15 18 7 16 20 12 8 23 12 21 30 19 23 15 15 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983053protein_codingNA c.-5257_-5256insANA NA NA NA 4188
Chr18 2989302 T TA Chr18_2989302_T_TAT_TA INDEL 14938.59 20 12 8 23 12 21 30 19 23 15 15 18 7 16 20 12 8 23 12 21 30 19 23 15 15 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983057protein_codingNA c.-5257_-5256insANA NA NA NA 4188
Chr18 2989302 T TA Chr18_2989302_T_TAT_TA INDEL 14938.59 20 12 8 23 12 21 30 19 23 15 15 18 7 16 20 12 8 23 12 21 30 19 23 15 15 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983058protein_codingNA c.-5257_-5256insANA NA NA NA 4188
Chr18 2989302 T TA Chr18_2989302_T_TAT_TA INDEL 14938.59 20 12 8 23 12 21 30 19 23 15 15 18 7 16 20 12 8 23 12 21 30 19 23 15 15 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983059protein_codingNA c.-5581_-5580insANA NA NA NA 4188
Chr18 2989302 T TA Chr18_2989302_T_TAT_TA INDEL 14938.59 20 12 8 23 12 21 30 19 23 15 15 18 7 16 20 12 8 23 12 21 30 19 23 15 15 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983055protein_codingNA c.-5518_-5517insANA NA NA NA 4783
Chr18 2989302 T TA Chr18_2989302_T_TAT_TA INDEL 14938.59 20 12 8 23 12 21 30 19 23 15 15 18 7 16 20 12 8 23 12 21 30 19 23 15 15 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983060protein_codingNA c.-5806_-5805insANA NA NA NA 4799
Chr18 2989302 T TA Chr18_2989302_T_TAT_TA INDEL 14938.59 20 12 8 23 12 21 30 19 23 15 15 18 7 16 20 12 8 23 12 21 30 19 23 15 15 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983054protein_codingNA c.-5257_-5256insANA NA NA NA 4840
Chr18 2989341 T A Chr18_2989341_T_AT_A SNP 15476.63 19 11 4 24 9 26 29 18 17 18 13 15 7 12 19 11 4 24 10 26 29 18 17 18 13 15 7 12 1 1 1 1 0.9 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_3870Pp3c18_3870transcript PAC:32981223protein_coding 04-avr c.*351A>T NA NA NA NA 351
Chr18 2989341 T A Chr18_2989341_T_AT_A SNP 15476.63 19 11 4 24 9 26 29 18 17 18 13 15 7 12 19 11 4 24 10 26 29 18 17 18 13 15 7 12 1 1 1 1 0.9 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_3870Pp3c18_3870transcript PAC:32981224protein_coding 04-avr c.*351A>T NA NA NA NA 351
Chr18 2989341 T A Chr18_2989341_T_AT_A SNP 15476.63 19 11 4 24 9 26 29 18 17 18 13 15 7 12 19 11 4 24 10 26 29 18 17 18 13 15 7 12 1 1 1 1 0.9 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983052protein_codingNA c.-5218T>A NA NA NA NA 4069
Chr18 2989341 T A Chr18_2989341_T_AT_A SNP 15476.63 19 11 4 24 9 26 29 18 17 18 13 15 7 12 19 11 4 24 10 26 29 18 17 18 13 15 7 12 1 1 1 1 0.9 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983056protein_codingNA c.-5479T>A NA NA NA NA 4094
Chr18 2989341 T A Chr18_2989341_T_AT_A SNP 15476.63 19 11 4 24 9 26 29 18 17 18 13 15 7 12 19 11 4 24 10 26 29 18 17 18 13 15 7 12 1 1 1 1 0.9 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983053protein_codingNA c.-5218T>A NA NA NA NA 4150
Chr18 2989341 T A Chr18_2989341_T_AT_A SNP 15476.63 19 11 4 24 9 26 29 18 17 18 13 15 7 12 19 11 4 24 10 26 29 18 17 18 13 15 7 12 1 1 1 1 0.9 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983057protein_codingNA c.-5218T>A NA NA NA NA 4150
Chr18 2989341 T A Chr18_2989341_T_AT_A SNP 15476.63 19 11 4 24 9 26 29 18 17 18 13 15 7 12 19 11 4 24 10 26 29 18 17 18 13 15 7 12 1 1 1 1 0.9 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983058protein_codingNA c.-5218T>A NA NA NA NA 4150
Chr18 2989341 T A Chr18_2989341_T_AT_A SNP 15476.63 19 11 4 24 9 26 29 18 17 18 13 15 7 12 19 11 4 24 10 26 29 18 17 18 13 15 7 12 1 1 1 1 0.9 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983059protein_codingNA c.-5542T>A NA NA NA NA 4150
Chr18 2989341 T A Chr18_2989341_T_AT_A SNP 15476.63 19 11 4 24 9 26 29 18 17 18 13 15 7 12 19 11 4 24 10 26 29 18 17 18 13 15 7 12 1 1 1 1 0.9 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983055protein_codingNA c.-5479T>A NA NA NA NA 4745
Chr18 2989341 T A Chr18_2989341_T_AT_A SNP 15476.63 19 11 4 24 9 26 29 18 17 18 13 15 7 12 19 11 4 24 10 26 29 18 17 18 13 15 7 12 1 1 1 1 0.9 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983060protein_codingNA c.-5767T>A NA NA NA NA 4761
Chr18 2989341 T A Chr18_2989341_T_AT_A SNP 15476.63 19 11 4 24 9 26 29 18 17 18 13 15 7 12 19 11 4 24 10 26 29 18 17 18 13 15 7 12 1 1 1 1 0.9 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_3890Pp3c18_3890transcript PAC:32983054protein_codingNA c.-5218T>A NA NA NA NA 4802
Chr18 3082176 C CT Chr18_3082176_C_CTC_CT INDEL 13968.59 19 9 14 16 16 24 24 18 18 14 27 20 16 11 19 9 14 16 16 24 24 18 18 14 27 20 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_3900-Pp3c18_4030Pp3c18_3900-Pp3c18_4030intergenic_regionPp3c18_3900-Pp3c18_4030NA NA n.3082176_3082177insTNA NA NA NA NA
Chr18 3115956 CAT C Chr18_3115956_CAT_CCAT_C INDEL 9648.59 22 6 9 26 16 17 24 20 10 14 9 11 6 7 22 6 9 26 17 17 24 20 10 14 9 11 7 7 1 1 1 1 0.941 1 1 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_4030Pp3c18_4030transcript PAC:32981167protein_codingNA c.-2834_-2833delATNA NA NA NA 1412
Chr18 3115956 CAT C Chr18_3115956_CAT_CCAT_C INDEL 9648.59 22 6 9 26 16 17 24 20 10 14 9 11 6 7 22 6 9 26 17 17 24 20 10 14 9 11 7 7 1 1 1 1 0.941 1 1 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_4030Pp3c18_4030transcript PAC:32981168protein_codingNA c.-2834_-2833delATNA NA NA NA 2834
Chr18 3115956 CAT C Chr18_3115956_CAT_CCAT_C INDEL 9648.59 22 6 9 26 16 17 24 20 10 14 9 11 6 7 22 6 9 26 17 17 24 20 10 14 9 11 7 7 1 1 1 1 0.941 1 1 1 1 1 1 1 0.857 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_3900-Pp3c18_4030Pp3c18_3900-Pp3c18_4030intergenic_regionPp3c18_3900-Pp3c18_4030NA NA n.3115957_3115958delATNA NA NA NA NA
Chr18 3150969 T C Chr18_3150969_T_CT_C SNP 13670.63 17 12 15 15 14 12 29 18 13 17 10 12 5 11 17 12 15 15 14 12 29 18 13 17 10 12 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_4060-Pp3c18_4120Pp3c18_4060-Pp3c18_4120intergenic_regionPp3c18_4060-Pp3c18_4120NA NA n.3150969T>CNA NA NA NA NA
Chr18 3150970 T G Chr18_3150970_T_GT_G SNP 13940.63 16 12 14 15 14 12 29 18 13 17 9 12 6 11 16 12 14 15 14 12 29 18 13 17 9 12 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_4060-Pp3c18_4120Pp3c18_4060-Pp3c18_4120intergenic_regionPp3c18_4060-Pp3c18_4120NA NA n.3150970T>GNA NA NA NA NA
Chr18 3150972 T C Chr18_3150972_T_CT_C SNP 14017.63 16 12 14 15 15 13 29 17 14 17 9 12 7 11 16 12 14 15 15 13 29 17 14 17 9 12 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_4060-Pp3c18_4120Pp3c18_4060-Pp3c18_4120intergenic_regionPp3c18_4060-Pp3c18_4120NA NA n.3150972T>CNA NA NA NA NA
Chr18 3150973 T A Chr18_3150973_T_AT_A SNP 13972.63 17 12 14 16 15 14 29 17 14 18 10 12 7 11 17 12 14 16 15 14 29 17 14 18 10 12 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_4060-Pp3c18_4120Pp3c18_4060-Pp3c18_4120intergenic_regionPp3c18_4060-Pp3c18_4120NA NA n.3150973T>ANA NA NA NA NA
Chr18 3185386 C G Chr18_3185386_C_GC_G SNP 3717.98 0 0 0 0 0 0 0 0 17 22 9 14 9 16 30 10 9 23 25 25 25 17 17 22 9 14 10 16 0 0 0 0 0 0 0 0 1 1 1 1 0.9 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c18_4060-Pp3c18_4120Pp3c18_4060-Pp3c18_4120intergenic_regionPp3c18_4060-Pp3c18_4120NA NA n.3185386C>GNA NA NA NA NA
Chr18 3233840 G A Chr18_3233840_G_AG_A SNP 23277.63 36 19 29 24 19 29 25 30 19 23 15 23 13 5 36 19 29 24 19 29 25 30 19 23 15 23 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_4140Pp3c18_4140transcript PAC:32982818protein_codingNA c.-4471G>A NA NA NA NA 4471
Chr18 3233840 G A Chr18_3233840_G_AG_A SNP 23277.63 36 19 29 24 19 29 25 30 19 23 15 23 13 5 36 19 29 24 19 29 25 30 19 23 15 23 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_4140Pp3c18_4140transcript PAC:32982819protein_codingNA c.-4471G>A NA NA NA NA 4471



Chr18 3233840 G A Chr18_3233840_G_AG_A SNP 23277.63 36 19 29 24 19 29 25 30 19 23 15 23 13 5 36 19 29 24 19 29 25 30 19 23 15 23 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_4130-Pp3c18_4140Pp3c18_4130-Pp3c18_4140intergenic_regionPp3c18_4130-Pp3c18_4140NA NA n.3233840G>ANA NA NA NA NA
Chr18 3233851 G T Chr18_3233851_G_TG_T SNP 23653.63 39 17 31 24 18 32 27 31 22 19 14 27 13 7 39 17 31 24 18 32 27 31 22 19 14 27 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_4140Pp3c18_4140transcript PAC:32982818protein_codingNA c.-4460G>T NA NA NA NA 4460
Chr18 3233851 G T Chr18_3233851_G_TG_T SNP 23653.63 39 17 31 24 18 32 27 31 22 19 14 27 13 7 39 17 31 24 18 32 27 31 22 19 14 27 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_4140Pp3c18_4140transcript PAC:32982819protein_codingNA c.-4460G>T NA NA NA NA 4460
Chr18 3233851 G T Chr18_3233851_G_TG_T SNP 23653.63 39 17 31 24 18 32 27 31 22 19 14 27 13 7 39 17 31 24 18 32 27 31 22 19 14 27 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_4130-Pp3c18_4140Pp3c18_4130-Pp3c18_4140intergenic_regionPp3c18_4130-Pp3c18_4140NA NA n.3233851G>TNA NA NA NA NA
Chr18 3273532 G A Chr18_3273532_G_AG_A SNP 2685.39 38 18 8 0 0 0 0 0 0 0 0 0 0 0 38 18 8 21 24 15 28 18 22 16 15 15 9 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c18_4170-Pp3c18_4190Pp3c18_4170-Pp3c18_4190intergenic_regionPp3c18_4170-Pp3c18_4190NA NA n.3273532G>ANA NA NA NA NA
Chr18 3538283 C CAT Chr18_3538283_C_CATC_CAT INDEL 180.37 1 0 9 2 0 1 0 0 0 0 0 0 0 0 18 4 10 23 16 23 9 24 12 8 8 9 4 10 0 0 0.9 0.087 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 intergenic_regionMODIFIER Pp3c18_4670-Pp3c18_4730Pp3c18_4670-Pp3c18_4730intergenic_regionPp3c18_4670-Pp3c18_4730NA NA n.3538283_3538284insATNA NA NA NA NA
Chr18 3652389 C CAT Chr18_3652389_C_CATC_CAT INDEL 1321.35 19 17 7 1 0 0 0 0 0 0 1 0 0 0 20 17 7 14 14 14 29 17 9 13 10 9 5 6 0.95 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c18_4910Pp3c18_4910transcript PAC:32980993protein_codingNA c.-151_-150insATNA NA NA NA 150
Chr18 3652389 C CAT Chr18_3652389_C_CATC_CAT INDEL 1321.35 19 17 7 1 0 0 0 0 0 0 1 0 0 0 20 17 7 14 14 14 29 17 9 13 10 9 5 6 0.95 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c18_4900Pp3c18_4900transcript PAC:32982097protein_codingNA c.*4285_*4286insATNA NA NA NA 4286
Chr18 3652389 C CAT Chr18_3652389_C_CATC_CAT INDEL 1321.35 19 17 7 1 0 0 0 0 0 0 1 0 0 0 20 17 7 14 14 14 29 17 9 13 10 9 5 6 0.95 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c18_4900-Pp3c18_4910Pp3c18_4900-Pp3c18_4910intergenic_regionPp3c18_4900-Pp3c18_4910NA NA n.3652389_3652390insATNA NA NA NA NA
Chr18 3716689 CTA C Chr18_3716689_CTA_CCTA_C INDEL 11800.59 16 13 13 20 12 24 24 19 22 15 14 22 7 11 16 14 13 20 12 24 24 19 24 15 14 22 7 11 1 0.929 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_5090Pp3c18_5090transcript PAC:32981414protein_codingNA c.-4073_-4072delTANA NA NA NA 3756
Chr18 3716689 CTA C Chr18_3716689_CTA_CCTA_C INDEL 11800.59 16 13 13 20 12 24 24 19 22 15 14 22 7 11 16 14 13 20 12 24 24 19 24 15 14 22 7 11 1 0.929 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_5090Pp3c18_5090transcript PAC:32981415protein_codingNA c.-4089_-4088delTANA NA NA NA 3756
Chr18 3716689 CTA C Chr18_3716689_CTA_CCTA_C INDEL 11800.59 16 13 13 20 12 24 24 19 22 15 14 22 7 11 16 14 13 20 12 24 24 19 24 15 14 22 7 11 1 0.929 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_5090Pp3c18_5090transcript PAC:32981416protein_codingNA c.-4073_-4072delTANA NA NA NA 3138
Chr18 3716689 CTA C Chr18_3716689_CTA_CCTA_C INDEL 11800.59 16 13 13 20 12 24 24 19 22 15 14 22 7 11 16 14 13 20 12 24 24 19 24 15 14 22 7 11 1 0.929 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5093Pp3c18_5093transcript PAC:32982724protein_codingNA c.*3082_*3083delTANA NA NA NA 3082
Chr18 3716689 CTA C Chr18_3716689_CTA_CCTA_C INDEL 11800.59 16 13 13 20 12 24 24 19 22 15 14 22 7 11 16 14 13 20 12 24 24 19 24 15 14 22 7 11 1 0.929 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5093-Pp3c18_5120Pp3c18_5093-Pp3c18_5120intergenic_regionPp3c18_5093-Pp3c18_5120NA NA n.3716690_3716691delTANA NA NA NA NA
Chr18 3717074 A AT Chr18_3717074_A_ATA_AT INDEL 10591.59 23 7 10 26 9 19 26 17 7 15 10 16 4 7 23 7 10 26 9 19 26 17 7 15 10 16 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_5090Pp3c18_5090transcript PAC:32981414protein_codingNA c.-4457_-4456insANA NA NA NA 4141
Chr18 3717074 A AT Chr18_3717074_A_ATA_AT INDEL 10591.59 23 7 10 26 9 19 26 17 7 15 10 16 4 7 23 7 10 26 9 19 26 17 7 15 10 16 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_5090Pp3c18_5090transcript PAC:32981415protein_codingNA c.-4473_-4472insANA NA NA NA 4141
Chr18 3717074 A AT Chr18_3717074_A_ATA_AT INDEL 10591.59 23 7 10 26 9 19 26 17 7 15 10 16 4 7 23 7 10 26 9 19 26 17 7 15 10 16 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_5090Pp3c18_5090transcript PAC:32981416protein_codingNA c.-4457_-4456insANA NA NA NA 3523
Chr18 3717074 A AT Chr18_3717074_A_ATA_AT INDEL 10591.59 23 7 10 26 9 19 26 17 7 15 10 16 4 7 23 7 10 26 9 19 26 17 7 15 10 16 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5093Pp3c18_5093transcript PAC:32982724protein_codingNA c.*3466_*3467insTNA NA NA NA 3467
Chr18 3717074 A AT Chr18_3717074_A_ATA_AT INDEL 10591.59 23 7 10 26 9 19 26 17 7 15 10 16 4 7 23 7 10 26 9 19 26 17 7 15 10 16 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5093-Pp3c18_5120Pp3c18_5093-Pp3c18_5120intergenic_regionPp3c18_5093-Pp3c18_5120NA NA n.3717074_3717075insTNA NA NA NA NA
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982069protein_codingNA c.*5601G>T NA NA NA NA 3877
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982572protein_codingNA c.*667C>A NA NA NA NA 144
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982071protein_codingNA c.*5601G>T NA NA NA NA 3829
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982070protein_codingNA c.*5601G>T NA NA NA NA 3829
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982072protein_codingNA c.*5601G>T NA NA NA NA 3829
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982073protein_codingNA c.*5601G>T NA NA NA NA 3829
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982574protein_codingNA c.*667C>A NA NA NA NA 121
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982581protein_codingNA c.*667C>A NA NA NA NA 144
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982580protein_codingNA c.*667C>A NA NA NA NA 144
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982573protein_codingNA c.*170C>A NA NA NA NA 144
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982578protein_codingNA c.*667C>A NA NA NA NA 144
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982579protein_codingNA c.*667C>A NA NA NA NA 144
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982577protein_codingNA c.*667C>A NA NA NA NA 144
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982575protein_codingNA c.*667C>A NA NA NA NA 144
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982576protein_codingNA c.*667C>A NA NA NA NA 144
Chr18 3737484 G T Chr18_3737484_G_TG_T SNP 22473.63 36 15 15 31 15 31 44 20 15 23 14 14 13 16 36 15 15 31 15 31 44 20 15 23 14 14 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5120-Pp3c18_5140Pp3c18_5120-Pp3c18_5140intergenic_regionPp3c18_5120-Pp3c18_5140NA NA n.3737484G>TNA NA NA NA NA
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982069protein_codingNA c.*5603_*5604insANA NA NA NA 3880
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982572protein_codingNA c.*664_*665insTNA NA NA NA 141
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982071protein_codingNA c.*5603_*5604insANA NA NA NA 3832
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982070protein_codingNA c.*5603_*5604insANA NA NA NA 3832
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982072protein_codingNA c.*5603_*5604insANA NA NA NA 3832
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982073protein_codingNA c.*5603_*5604insANA NA NA NA 3832
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982574protein_codingNA c.*664_*665insTNA NA NA NA 118
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982581protein_codingNA c.*664_*665insTNA NA NA NA 141
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982580protein_codingNA c.*664_*665insTNA NA NA NA 141
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982573protein_codingNA c.*167_*168insTNA NA NA NA 141
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982578protein_codingNA c.*664_*665insTNA NA NA NA 141
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982579protein_codingNA c.*664_*665insTNA NA NA NA 141
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982577protein_codingNA c.*664_*665insTNA NA NA NA 141
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982575protein_codingNA c.*664_*665insTNA NA NA NA 141
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982576protein_codingNA c.*664_*665insTNA NA NA NA 141
Chr18 3737486 G GA Chr18_3737486_G_GAG_GA INDEL 23230.59 38 14 14 31 15 30 45 21 15 23 14 13 13 15 38 14 14 31 15 30 45 21 15 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5120-Pp3c18_5140Pp3c18_5120-Pp3c18_5140intergenic_regionPp3c18_5120-Pp3c18_5140NA NA n.3737486_3737487insANA NA NA NA NA
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982069protein_codingNA c.*5604_*5605insTNA NA NA NA 3881
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982572protein_codingNA c.*663_*664insANA NA NA NA 140
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982071protein_codingNA c.*5604_*5605insTNA NA NA NA 3833
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982070protein_codingNA c.*5604_*5605insTNA NA NA NA 3833
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982072protein_codingNA c.*5604_*5605insTNA NA NA NA 3833
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982073protein_codingNA c.*5604_*5605insTNA NA NA NA 3833
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982574protein_codingNA c.*663_*664insANA NA NA NA 117
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982581protein_codingNA c.*663_*664insANA NA NA NA 140
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982580protein_codingNA c.*663_*664insANA NA NA NA 140
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982573protein_codingNA c.*166_*167insANA NA NA NA 140
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982578protein_codingNA c.*663_*664insANA NA NA NA 140
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982579protein_codingNA c.*663_*664insANA NA NA NA 140
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982577protein_codingNA c.*663_*664insANA NA NA NA 140
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982575protein_codingNA c.*663_*664insANA NA NA NA 140
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982576protein_codingNA c.*663_*664insANA NA NA NA 140
Chr18 3737487 C CT Chr18_3737487_C_CTC_CT INDEL 23249.59 38 14 14 30 14 29 46 23 14 23 14 13 13 15 38 14 14 30 14 29 46 23 14 23 14 13 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5120-Pp3c18_5140Pp3c18_5120-Pp3c18_5140intergenic_regionPp3c18_5120-Pp3c18_5140NA NA n.3737487_3737488insTNA NA NA NA NA
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982069protein_codingNA c.*5607_*5608insCCNA NA NA NA 3884
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982572protein_codingNA c.*660_*661insGGNA NA NA NA 137
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982071protein_codingNA c.*5607_*5608insCCNA NA NA NA 3836
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982070protein_codingNA c.*5607_*5608insCCNA NA NA NA 3836
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982072protein_codingNA c.*5607_*5608insCCNA NA NA NA 3836
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982073protein_codingNA c.*5607_*5608insCCNA NA NA NA 3836
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982574protein_codingNA c.*660_*661insGGNA NA NA NA 114
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982581protein_codingNA c.*660_*661insGGNA NA NA NA 137
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982580protein_codingNA c.*660_*661insGGNA NA NA NA 137
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982573protein_codingNA c.*163_*164insGGNA NA NA NA 137
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982578protein_codingNA c.*660_*661insGGNA NA NA NA 137
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982579protein_codingNA c.*660_*661insGGNA NA NA NA 137
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982577protein_codingNA c.*660_*661insGGNA NA NA NA 137
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982575protein_codingNA c.*660_*661insGGNA NA NA NA 137
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982576protein_codingNA c.*660_*661insGGNA NA NA NA 137
Chr18 3737490 G GCC Chr18_3737490_G_GCCG_GCC INDEL 23494.59 35 13 14 31 14 29 45 22 15 23 12 12 13 14 35 13 14 31 14 29 45 22 15 23 12 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5120-Pp3c18_5140Pp3c18_5120-Pp3c18_5140intergenic_regionPp3c18_5120-Pp3c18_5140NA NA n.3737490_3737491insCCNA NA NA NA NA
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982069protein_codingNA c.*5610A>T NA NA NA NA 3886
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982572protein_codingNA c.*658T>A NA NA NA NA 135
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982071protein_codingNA c.*5610A>T NA NA NA NA 3838
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982070protein_codingNA c.*5610A>T NA NA NA NA 3838
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982072protein_codingNA c.*5610A>T NA NA NA NA 3838
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982073protein_codingNA c.*5610A>T NA NA NA NA 3838
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982574protein_codingNA c.*658T>A NA NA NA NA 112
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982581protein_codingNA c.*658T>A NA NA NA NA 135
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982580protein_codingNA c.*658T>A NA NA NA NA 135
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982573protein_codingNA c.*161T>A NA NA NA NA 135
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982578protein_codingNA c.*658T>A NA NA NA NA 135
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982579protein_codingNA c.*658T>A NA NA NA NA 135
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982577protein_codingNA c.*658T>A NA NA NA NA 135
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982575protein_codingNA c.*658T>A NA NA NA NA 135
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982576protein_codingNA c.*658T>A NA NA NA NA 135
Chr18 3737493 A T Chr18_3737493_A_TA_T SNP 23047.63 36 13 14 33 16 32 44 22 14 23 14 11 13 16 36 13 14 33 16 32 44 22 14 23 14 11 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5120-Pp3c18_5140Pp3c18_5120-Pp3c18_5140intergenic_regionPp3c18_5120-Pp3c18_5140NA NA n.3737493A>TNA NA NA NA NA
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982069protein_codingNA c.*5611G>T NA NA NA NA 3887
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982572protein_codingNA c.*657C>A NA NA NA NA 134
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982071protein_codingNA c.*5611G>T NA NA NA NA 3839
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982070protein_codingNA c.*5611G>T NA NA NA NA 3839
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982072protein_codingNA c.*5611G>T NA NA NA NA 3839
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5120Pp3c18_5120transcript PAC:32982073protein_codingNA c.*5611G>T NA NA NA NA 3839
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982574protein_codingNA c.*657C>A NA NA NA NA 111
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982581protein_codingNA c.*657C>A NA NA NA NA 134
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982580protein_codingNA c.*657C>A NA NA NA NA 134
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982573protein_codingNA c.*160C>A NA NA NA NA 134
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982578protein_codingNA c.*657C>A NA NA NA NA 134
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982579protein_codingNA c.*657C>A NA NA NA NA 134
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982577protein_codingNA c.*657C>A NA NA NA NA 134
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982575protein_codingNA c.*657C>A NA NA NA NA 134
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_5140Pp3c18_5140transcript PAC:32982576protein_codingNA c.*657C>A NA NA NA NA 134
Chr18 3737494 G T Chr18_3737494_G_TG_T SNP 22867.63 36 13 14 33 15 32 44 22 14 21 15 11 13 17 36 13 14 33 15 32 44 22 14 21 15 11 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5120-Pp3c18_5140Pp3c18_5120-Pp3c18_5140intergenic_regionPp3c18_5120-Pp3c18_5140NA NA n.3737494G>TNA NA NA NA NA
Chr18 3997801 A G Chr18_3997801_A_GA_G SNP 20912.63 24 16 23 25 25 25 28 29 27 20 10 13 10 11 24 16 23 25 25 25 28 29 27 20 10 13 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5480-Pp3c18_5500Pp3c18_5480-Pp3c18_5500intergenic_regionPp3c18_5480-Pp3c18_5500NA NA n.3997801A>GNA NA NA NA NA
Chr18 3997802 G T Chr18_3997802_G_TG_T SNP 20912.63 24 16 23 25 24 25 28 28 27 20 10 13 10 10 24 16 23 25 24 25 28 28 27 20 10 13 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5480-Pp3c18_5500Pp3c18_5480-Pp3c18_5500intergenic_regionPp3c18_5480-Pp3c18_5500NA NA n.3997802G>TNA NA NA NA NA
Chr18 4180165 A T Chr18_4180165_A_TA_T SNP 17973.63 29 20 9 20 20 34 24 27 21 26 26 15 4 14 29 20 9 20 20 34 24 27 21 26 26 15 4 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5730-Pp3c18_5860Pp3c18_5730-Pp3c18_5860intergenic_regionPp3c18_5730-Pp3c18_5860NA NA n.4180165A>TNA NA NA NA NA
Chr18 4222874 A AT Chr18_4222874_A_ATA_AT INDEL 15366.59 30 12 22 23 13 23 31 25 16 23 25 19 5 5 30 12 22 23 13 23 31 25 16 23 25 19 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5730-Pp3c18_5860Pp3c18_5730-Pp3c18_5860intergenic_regionPp3c18_5730-Pp3c18_5860NA NA n.4222874_4222875insTNA NA NA NA NA
Chr18 4236118 C A Chr18_4236118_C_AC_A SNP 13915.63 22 9 8 14 14 17 21 10 14 13 11 7 9 10 22 9 8 14 14 17 21 10 14 13 11 7 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5730-Pp3c18_5860Pp3c18_5730-Pp3c18_5860intergenic_regionPp3c18_5730-Pp3c18_5860NA NA n.4236118C>ANA NA NA NA NA
Chr18 4236123 C A Chr18_4236123_C_AC_A SNP 13867.63 22 8 8 15 14 15 21 10 14 13 11 8 9 10 22 8 8 15 14 15 21 10 14 13 11 8 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5730-Pp3c18_5860Pp3c18_5730-Pp3c18_5860intergenic_regionPp3c18_5730-Pp3c18_5860NA NA n.4236123C>ANA NA NA NA NA
Chr18 4265044 A G Chr18_4265044_A_GA_G SNP 15937.63 25 8 16 31 15 23 24 19 24 14 22 14 14 9 25 8 16 31 15 23 24 19 24 14 22 14 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5730-Pp3c18_5860Pp3c18_5730-Pp3c18_5860intergenic_regionPp3c18_5730-Pp3c18_5860NA NA n.4265044A>GNA NA NA NA NA
Chr18 4272739 C G Chr18_4272739_C_GC_G SNP 5418.29 0 0 0 19 15 27 25 22 0 0 0 0 0 0 29 11 16 19 15 27 25 22 34 22 6 8 18 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_5730-Pp3c18_5860Pp3c18_5730-Pp3c18_5860intergenic_regionPp3c18_5730-Pp3c18_5860NA NA n.4272739C>GNA NA NA NA NA
Chr18 4362022 C T Chr18_4362022_C_TC_T SNP 7195.29 0 0 0 26 24 24 36 31 0 0 0 0 0 0 22 15 23 26 24 24 36 31 24 32 16 13 9 23 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c18_5940Pp3c18_5940transcript PAC:32983239protein_codingNA c.*1270G>A NA NA NA NA 1251
Chr18 4362022 C T Chr18_4362022_C_TC_T SNP 7195.29 0 0 0 26 24 24 36 31 0 0 0 0 0 0 22 15 23 26 24 24 36 31 24 32 16 13 9 23 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c18_5960Pp3c18_5960transcript PAC:32983350protein_codingNA c.*1270G>A NA NA NA NA 1270
Chr18 4362022 C T Chr18_4362022_C_TC_T SNP 7195.29 0 0 0 26 24 24 36 31 0 0 0 0 0 0 22 15 23 26 24 24 36 31 24 32 16 13 9 23 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c18_5960Pp3c18_5960transcript PAC:32983351protein_codingNA c.*3719G>A NA NA NA NA 3719
Chr18 4362022 C T Chr18_4362022_C_TC_T SNP 7195.29 0 0 0 26 24 24 36 31 0 0 0 0 0 0 22 15 23 26 24 24 36 31 24 32 16 13 9 23 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_5860-Pp3c18_5940Pp3c18_5860-Pp3c18_5940intergenic_regionPp3c18_5860-Pp3c18_5940NA NA n.4362022C>TNA NA NA NA NA
Chr18 4368045 CAT C Chr18_4368045_CAT_CCAT_C INDEL 7664.59 16 10 9 17 12 20 17 11 14 4 6 8 7 10 16 10 9 17 12 20 17 13 14 4 6 8 7 10 1 1 1 1 1 1 1 0.846 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_5940Pp3c18_5940transcript PAC:32983239protein_codingNA c.-4417_-4416delATNA NA NA NA 4414
Chr18 4368045 CAT C Chr18_4368045_CAT_CCAT_C INDEL 7664.59 16 10 9 17 12 20 17 11 14 4 6 8 7 10 16 10 9 17 12 20 17 13 14 4 6 8 7 10 1 1 1 1 1 1 1 0.846 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_5960Pp3c18_5960transcript PAC:32983350protein_codingNA c.-2185_-2184delATNA NA NA NA 2184
Chr18 4368045 CAT C Chr18_4368045_CAT_CCAT_C INDEL 7664.59 16 10 9 17 12 20 17 11 14 4 6 8 7 10 16 10 9 17 12 20 17 13 14 4 6 8 7 10 1 1 1 1 1 1 1 0.846 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_5970Pp3c18_5970transcript PAC:32981972protein_codingNA c.-846_-845delATNA NA NA NA 846
Chr18 4368045 CAT C Chr18_4368045_CAT_CCAT_C INDEL 7664.59 16 10 9 17 12 20 17 11 14 4 6 8 7 10 16 10 9 17 12 20 17 13 14 4 6 8 7 10 1 1 1 1 1 1 1 0.846 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_5960Pp3c18_5960transcript PAC:32983351protein_codingNA c.-2070_-2069delATNA NA NA NA 2069
Chr18 4368045 CAT C Chr18_4368045_CAT_CCAT_C INDEL 7664.59 16 10 9 17 12 20 17 11 14 4 6 8 7 10 16 10 9 17 12 20 17 13 14 4 6 8 7 10 1 1 1 1 1 1 1 0.846 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_5970Pp3c18_5970transcript PAC:32981973protein_coding 01-avr c.3+881_3+882delATNA NA NA NA NA
Chr18 4380270 T TA Chr18_4380270_T_TAT_TA INDEL 15768.59 18 13 19 20 23 24 28 25 24 21 17 12 10 10 18 13 19 20 23 24 28 25 24 21 17 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5970-Pp3c18_6070Pp3c18_5970-Pp3c18_6070intergenic_regionPp3c18_5970-Pp3c18_6070NA NA n.4380270_4380271insANA NA NA NA NA
Chr18 4380381 A AT Chr18_4380381_A_ATA_AT INDEL 21021.59 26 17 14 25 23 23 36 25 31 19 11 15 13 14 26 17 14 25 23 23 36 25 31 19 11 15 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5970-Pp3c18_6070Pp3c18_5970-Pp3c18_6070intergenic_regionPp3c18_5970-Pp3c18_6070NA NA n.4380381_4380382insTNA NA NA NA NA
Chr18 4380385 C T Chr18_4380385_C_TC_T SNP 21159.63 27 17 14 25 25 23 36 25 32 19 11 17 13 13 27 17 14 25 25 23 36 25 32 19 11 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5970-Pp3c18_6070Pp3c18_5970-Pp3c18_6070intergenic_regionPp3c18_5970-Pp3c18_6070NA NA n.4380385C>TNA NA NA NA NA
Chr18 4420641 C CTTCT Chr18_4420641_C_CTTCTC_CTTCT INDEL 10747.59 14 6 9 13 14 12 12 12 14 17 5 7 8 8 14 6 9 13 14 12 12 12 14 17 5 7 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5970-Pp3c18_6070Pp3c18_5970-Pp3c18_6070intergenic_regionPp3c18_5970-Pp3c18_6070NA NA n.4420641_4420642insTTCTNA NA NA NA NA
Chr18 4420647 A AAATTATTTTChr18_4420647_A_AAATTATTTTA_AAATTATTTTINDEL 9371.59 12 4 9 11 12 12 12 12 13 14 5 7 8 8 12 4 9 11 12 12 12 12 13 14 5 7 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5970-Pp3c18_6070Pp3c18_5970-Pp3c18_6070intergenic_regionPp3c18_5970-Pp3c18_6070NA NA n.4420647_4420648insAATTATTTTNA NA NA NA NA
Chr18 4420648 C CTTTTAGGTTGTATCTTTGATAAAAATAAATAAATAAATAAATAAAAATAAAAAATAAATAAAATACAACTATTCTATAATTChr18_4420648_C_CTTTTAGGTTGTATCTTTGATAAAAATAAATAAATAAATAAATAAAAATAAAAAATAAATAAAATACAACTATTCTATAATTC_CTTTTAGGTTGTATCTTTGATAAAAATAAATAAATAAATAAATAAAAATAAAAAATAAATAAAATACAACTATTCTATAATTINDEL 9281.59 11 4 8 11 12 11 11 11 12 11 4 6 8 5 11 4 8 11 12 11 11 11 12 11 4 6 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_5970-Pp3c18_6070Pp3c18_5970-Pp3c18_6070intergenic_regionPp3c18_5970-Pp3c18_6070NA NA n.4420648_4420649insTTTTAGGTTGTATCTTTGATAAAAATAAATAAATAAATAAATAAAAATAAAAAATAAATAAAATACAACTATTCTATAATTNA NA NA NA NA
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6070Pp3c18_6070transcript PAC:32980981protein_codingNA c.*4844_*4845delATNA NA NA NA 4122
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6080Pp3c18_6080transcript PAC:32982920protein_codingNA c.*1360_*1361delATNA NA NA NA 1331
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6090Pp3c18_6090transcript PAC:32983448protein_codingNA c.*1280_*1281delATNA NA NA NA 1028
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6070Pp3c18_6070transcript PAC:32980985protein_codingNA c.*4844_*4845delATNA NA NA NA 4391
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6070Pp3c18_6070transcript PAC:32980983protein_codingNA c.*4844_*4845delATNA NA NA NA 4641
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6070Pp3c18_6070transcript PAC:32980982protein_codingNA c.*4844_*4845delATNA NA NA NA 4641
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6070Pp3c18_6070transcript PAC:32980984protein_codingNA c.*4844_*4845delATNA NA NA NA 4411
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6080Pp3c18_6080transcript PAC:32982921protein_codingNA c.*1360_*1361delATNA NA NA NA 1360
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6080Pp3c18_6080transcript PAC:32982922protein_codingNA c.*1360_*1361delATNA NA NA NA 1071
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6090Pp3c18_6090transcript PAC:32983451protein_codingNA c.*1280_*1281delATNA NA NA NA 330
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6090Pp3c18_6090transcript PAC:32983452protein_codingNA c.*1280_*1281delATNA NA NA NA 330
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6090Pp3c18_6090transcript PAC:32983454protein_codingNA c.*1280_*1281delATNA NA NA NA 330
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6090Pp3c18_6090transcript PAC:32983449protein_codingNA c.*1280_*1281delATNA NA NA NA 527
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6090Pp3c18_6090transcript PAC:32983450protein_codingNA c.*1280_*1281delATNA NA NA NA 527
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_6090Pp3c18_6090transcript PAC:32983453protein_codingNA c.*1280_*1281delATNA NA NA NA 527
Chr18 4438247 AAT A Chr18_4438247_AAT_AAAT_A INDEL 3898.93 0 1 0 0 0 0 1 0 29 14 20 14 12 10 32 13 9 29 18 34 24 16 29 15 20 14 12 10 0 0 0 0 0 0 0 0 1 0.933 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c18_6080-Pp3c18_6090Pp3c18_6080-Pp3c18_6090intergenic_regionPp3c18_6080-Pp3c18_6090NA NA n.4438248_4438249delATNA NA NA NA NA
Chr18 4510979 C CTA Chr18_4510979_C_CTAC_CTA INDEL 11142.59 45 11 11 22 9 18 25 16 15 22 14 7 7 6 46 12 12 23 11 18 27 16 15 22 14 7 7 6 0.978 0.917 0.917 0.957 0.818 1 0.926 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_6190Pp3c18_6190transcript PAC:32981230protein_codingNA c.*1641_*1642insTANA NA NA NA 869
Chr18 4510979 C CTA Chr18_4510979_C_CTAC_CTA INDEL 11142.59 45 11 11 22 9 18 25 16 15 22 14 7 7 6 46 12 12 23 11 18 27 16 15 22 14 7 7 6 0.978 0.917 0.917 0.957 0.818 1 0.926 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_6190Pp3c18_6190transcript PAC:32981233protein_codingNA c.*1641_*1642insTANA NA NA NA 998
Chr18 4510979 C CTA Chr18_4510979_C_CTAC_CTA INDEL 11142.59 45 11 11 22 9 18 25 16 15 22 14 7 7 6 46 12 12 23 11 18 27 16 15 22 14 7 7 6 0.978 0.917 0.917 0.957 0.818 1 0.926 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_6190Pp3c18_6190transcript PAC:32981232protein_codingNA c.*1641_*1642insTANA NA NA NA 924
Chr18 4510979 C CTA Chr18_4510979_C_CTAC_CTA INDEL 11142.59 45 11 11 22 9 18 25 16 15 22 14 7 7 6 46 12 12 23 11 18 27 16 15 22 14 7 7 6 0.978 0.917 0.917 0.957 0.818 1 0.926 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_6190Pp3c18_6190transcript PAC:32981231protein_codingNA c.*1641_*1642insTANA NA NA NA 874
Chr18 4510979 C CTA Chr18_4510979_C_CTAC_CTA INDEL 11142.59 45 11 11 22 9 18 25 16 15 22 14 7 7 6 46 12 12 23 11 18 27 16 15 22 14 7 7 6 0.978 0.917 0.917 0.957 0.818 1 0.926 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_6190Pp3c18_6190transcript PAC:32981234protein_codingNA c.*1641_*1642insTANA NA NA NA 874
Chr18 4510979 C CTA Chr18_4510979_C_CTAC_CTA INDEL 11142.59 45 11 11 22 9 18 25 16 15 22 14 7 7 6 46 12 12 23 11 18 27 16 15 22 14 7 7 6 0.978 0.917 0.917 0.957 0.818 1 0.926 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_6190Pp3c18_6190transcript PAC:32981235protein_codingNA c.*1641_*1642insTANA NA NA NA 918
Chr18 4510979 C CTA Chr18_4510979_C_CTAC_CTA INDEL 11142.59 45 11 11 22 9 18 25 16 15 22 14 7 7 6 46 12 12 23 11 18 27 16 15 22 14 7 7 6 0.978 0.917 0.917 0.957 0.818 1 0.926 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_6190Pp3c18_6190transcript PAC:32981236protein_codingNA c.*1641_*1642insTANA NA NA NA 1304
Chr18 4510979 C CTA Chr18_4510979_C_CTAC_CTA INDEL 11142.59 45 11 11 22 9 18 25 16 15 22 14 7 7 6 46 12 12 23 11 18 27 16 15 22 14 7 7 6 0.978 0.917 0.917 0.957 0.818 1 0.926 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6190-Pp3c18_6220Pp3c18_6190-Pp3c18_6220intergenic_regionPp3c18_6190-Pp3c18_6220NA NA n.4510979_4510980insTANA NA NA NA NA
Chr18 4765170 G GT Chr18_4765170_G_GTG_GT INDEL 15766.59 31 15 17 26 21 24 26 20 17 25 14 22 13 4 31 15 17 26 21 24 26 20 17 25 14 22 13 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6640-Pp3c18_6690Pp3c18_6640-Pp3c18_6690intergenic_regionPp3c18_6640-Pp3c18_6690NA NA n.4765170_4765171insTNA NA NA NA NA
Chr18 4805311 A AT Chr18_4805311_A_ATA_AT INDEL 15666.59 32 12 11 29 14 34 23 22 21 20 23 17 6 16 32 12 11 29 14 34 23 22 21 20 23 17 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_6750Pp3c18_6750transcript PAC:32982764protein_codingNA c.*2902_*2903insTNA NA NA NA 2383
Chr18 4805311 A AT Chr18_4805311_A_ATA_AT INDEL 15666.59 32 12 11 29 14 34 23 22 21 20 23 17 6 16 32 12 11 29 14 34 23 22 21 20 23 17 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_6751Pp3c18_6751transcript PAC:32983345protein_codingNA c.*2902_*2903insTNA NA NA NA 2370
Chr18 4805311 A AT Chr18_4805311_A_ATA_AT INDEL 15666.59 32 12 11 29 14 34 23 22 21 20 23 17 6 16 32 12 11 29 14 34 23 22 21 20 23 17 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4805311_4805312insTNA NA NA NA NA
Chr18 4812799 TA T Chr18_4812799_TA_TTA_T INDEL 15361.59 12 11 15 17 9 25 9 15 16 15 14 17 12 11 12 11 15 17 9 25 9 15 16 15 14 17 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4812800delANA NA NA NA NA
Chr18 4812819 TA T Chr18_4812819_TA_TTA_T INDEL 16239.59 11 11 15 16 9 23 8 16 17 14 12 20 10 11 11 11 15 16 9 23 8 16 17 14 12 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4812820delANA NA NA NA NA
Chr18 4812825 T C Chr18_4812825_T_CT_C SNP 16339.63 12 10 16 18 9 22 8 16 16 15 12 20 10 10 12 10 16 18 9 22 8 16 16 15 12 20 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4812825T>CNA NA NA NA NA
Chr18 4812831 GA G Chr18_4812831_GA_GGA_G INDEL 16913.59 15 10 17 20 10 25 9 16 15 19 13 20 9 10 15 10 17 20 10 25 9 16 15 19 13 20 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4812832delANA NA NA NA NA
Chr18 4812843 A AC Chr18_4812843_A_ACA_AC INDEL 16929.59 18 11 18 23 10 27 9 16 17 17 14 19 11 11 18 11 18 23 10 27 9 16 17 17 14 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4812843_4812844insCNA NA NA NA NA
Chr18 4822380 C T Chr18_4822380_C_TC_T SNP 22009.63 37 18 17 23 14 40 25 23 29 31 16 21 13 11 37 18 17 23 14 40 25 23 29 31 16 21 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4822380C>TNA NA NA NA NA
Chr18 4822419 C A Chr18_4822419_C_AC_A SNP 22404.63 32 22 15 18 16 35 26 20 28 28 14 18 15 9 32 22 15 18 16 35 26 20 28 28 14 18 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4822419C>ANA NA NA NA NA
Chr18 4822420 TC T Chr18_4822420_TC_TTC_T INDEL 22394.59 32 22 15 18 17 35 26 19 27 28 14 19 15 9 32 22 15 18 17 35 26 19 27 28 14 19 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4822421delCNA NA NA NA NA
Chr18 4822466 C T Chr18_4822466_C_TC_T SNP 21044.63 33 19 15 30 15 33 32 23 26 28 21 19 12 9 33 19 15 30 15 33 32 23 26 28 21 19 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4822466C>TNA NA NA NA NA
Chr18 4822513 G T Chr18_4822513_G_TG_T SNP 23368.63 34 18 16 38 17 33 32 24 25 20 26 21 12 11 34 18 16 38 17 33 32 24 25 20 26 21 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4822513G>TNA NA NA NA NA
Chr18 4822532 G T Chr18_4822532_G_TG_T SNP 23125.63 35 20 15 40 16 33 33 25 21 20 25 21 13 12 35 20 15 40 16 33 33 25 21 20 25 21 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4822532G>TNA NA NA NA NA
Chr18 4822600 AG A Chr18_4822600_AG_AAG_A INDEL 20706.59 34 25 16 37 13 33 27 25 29 23 27 15 15 11 34 25 16 37 13 33 27 25 29 23 27 15 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6751-Pp3c18_6770Pp3c18_6751-Pp3c18_6770intergenic_regionPp3c18_6751-Pp3c18_6770NA NA n.4822601delGNA NA NA NA NA
Chr18 4893443 T TA Chr18_4893443_T_TAT_TA INDEL 14782.59 29 11 11 26 15 34 39 18 18 24 9 25 13 10 29 11 11 26 15 34 39 18 18 24 9 25 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_6880-Pp3c18_6970Pp3c18_6880-Pp3c18_6970intergenic_regionPp3c18_6880-Pp3c18_6970NA NA n.4893443_4893444insANA NA NA NA NA
Chr18 5002913 T TTA Chr18_5002913_T_TTAT_TTA INDEL 2367.82 1 0 0 2 18 17 27 21 1 1 0 0 0 0 17 8 8 21 18 17 28 21 13 15 11 16 4 7 0 0 0 0.095 1 1 0.964 1 0 0 0 0 0 0 0 4 4 1 0 4 0 downstream_gene_variantMODIFIER Pp3c18_7100Pp3c18_7100transcript PAC:32982558protein_codingNA c.*1919_*1920insTANA NA NA NA 1584
Chr18 5002913 T TTA Chr18_5002913_T_TTAT_TTA INDEL 2367.82 1 0 0 2 18 17 27 21 1 1 0 0 0 0 17 8 8 21 18 17 28 21 13 15 11 16 4 7 0 0 0 0.095 1 1 0.964 1 0 0 0 0 0 0 0 4 4 1 0 4 0 downstream_gene_variantMODIFIER Pp3c18_7100Pp3c18_7100transcript PAC:32982560protein_codingNA c.*1919_*1920insTANA NA NA NA 1609
Chr18 5002913 T TTA Chr18_5002913_T_TTAT_TTA INDEL 2367.82 1 0 0 2 18 17 27 21 1 1 0 0 0 0 17 8 8 21 18 17 28 21 13 15 11 16 4 7 0 0 0 0.095 1 1 0.964 1 0 0 0 0 0 0 0 4 4 1 0 4 0 downstream_gene_variantMODIFIER Pp3c18_7100Pp3c18_7100transcript PAC:32982559protein_codingNA c.*1919_*1920insTANA NA NA NA 1609
Chr18 5002913 T TTA Chr18_5002913_T_TTAT_TTA INDEL 2367.82 1 0 0 2 18 17 27 21 1 1 0 0 0 0 17 8 8 21 18 17 28 21 13 15 11 16 4 7 0 0 0 0.095 1 1 0.964 1 0 0 0 0 0 0 0 4 4 1 0 4 0 intergenic_regionMODIFIER Pp3c18_7100-Pp3c18_7110Pp3c18_7100-Pp3c18_7110intergenic_regionPp3c18_7100-Pp3c18_7110NA NA n.5002913_5002914insTANA NA NA NA NA
Chr18 5187050 C A Chr18_5187050_C_AC_A SNP 22537.63 39 13 12 36 31 25 47 30 30 27 20 31 9 12 39 13 12 36 31 25 47 30 30 27 20 31 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c18_7410Pp3c18_7410transcript PAC:32983303protein_coding 11-nov c.2729C>A p.Pro910Gln 3125/3283 2729/2811 910/936 NA
Chr18 5187050 C A Chr18_5187050_C_AC_A SNP 22537.63 39 13 12 36 31 25 47 30 30 27 20 31 9 12 39 13 12 36 31 25 47 30 30 27 20 31 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c18_7410Pp3c18_7410transcript PAC:32983304protein_coding 12-déc c.2729C>A p.Pro910Gln 3156/3314 2729/2811 910/936 NA
Chr18 5187050 C A Chr18_5187050_C_AC_A SNP 22537.63 39 13 12 36 31 25 47 30 30 27 20 31 9 12 39 13 12 36 31 25 47 30 30 27 20 31 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c18_7410Pp3c18_7410transcript PAC:32983308protein_coding 12-déc c.2618C>A p.Pro873Gln 3045/3203 2618/2700 873/899 NA
Chr18 5187050 C A Chr18_5187050_C_AC_A SNP 22537.63 39 13 12 36 31 25 47 30 30 27 20 31 9 12 39 13 12 36 31 25 47 30 30 27 20 31 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c18_7410Pp3c18_7410transcript PAC:32983307protein_coding 12-déc c.2618C>A p.Pro873Gln 2998/4000 2618/2700 873/899 NA
Chr18 5187050 C A Chr18_5187050_C_AC_A SNP 22537.63 39 13 12 36 31 25 47 30 30 27 20 31 9 12 39 13 12 36 31 25 47 30 30 27 20 31 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c18_7410Pp3c18_7410transcript PAC:32983305protein_coding 12-déc c.2729C>A p.Pro910Gln 3813/3971 2729/2811 910/936 NA
Chr18 5187050 C A Chr18_5187050_C_AC_A SNP 22537.63 39 13 12 36 31 25 47 30 30 27 20 31 9 12 39 13 12 36 31 25 47 30 30 27 20 31 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c18_7410Pp3c18_7410transcript PAC:32983306protein_coding 12-déc c.2729C>A p.Pro910Gln 4055/4213 2729/2811 910/936 NA
Chr18 5187050 C A Chr18_5187050_C_AC_A SNP 22537.63 39 13 12 36 31 25 47 30 30 27 20 31 9 12 39 13 12 36 31 25 47 30 30 27 20 31 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_7440Pp3c18_7440transcript PAC:32982463protein_codingNA c.-3914C>A NA NA NA NA 3580
Chr18 5187050 C A Chr18_5187050_C_AC_A SNP 22537.63 39 13 12 36 31 25 47 30 30 27 20 31 9 12 39 13 12 36 31 25 47 30 30 27 20 31 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_7410Pp3c18_7410transcript PAC:32983309protein_codingNA c.-1685C>A NA NA NA NA 233
Chr18 5187050 C A Chr18_5187050_C_AC_A SNP 22537.63 39 13 12 36 31 25 47 30 30 27 20 31 9 12 39 13 12 36 31 25 47 30 30 27 20 31 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_7440Pp3c18_7440transcript PAC:32982464protein_codingNA c.-3914C>A NA NA NA NA 3581
Chr18 5210935 T TA Chr18_5210935_T_TAT_TA INDEL 17268.59 38 20 17 24 18 19 27 21 27 23 10 23 20 13 38 20 17 24 18 19 27 21 27 23 10 23 20 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_7440-Pp3c18_7460Pp3c18_7440-Pp3c18_7460intergenic_regionPp3c18_7440-Pp3c18_7460NA NA n.5210935_5210936insANA NA NA NA NA
Chr18 5234048 G T Chr18_5234048_G_TG_T SNP 7817.59 17 8 7 14 6 14 8 8 10 8 7 4 4 7 17 8 7 14 6 14 8 8 10 8 7 4 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_7460Pp3c18_7460transcript PAC:32981064protein_codingNA c.*3126G>T NA NA NA NA 2231
Chr18 5234048 G T Chr18_5234048_G_TG_T SNP 7817.59 17 8 7 14 6 14 8 8 10 8 7 4 4 7 17 8 7 14 6 14 8 8 10 8 7 4 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_7460Pp3c18_7460transcript PAC:32981065protein_codingNA c.*3126G>T NA NA NA NA 1853
Chr18 5234048 G T Chr18_5234048_G_TG_T SNP 7817.59 17 8 7 14 6 14 8 8 10 8 7 4 4 7 17 8 7 14 6 14 8 8 10 8 7 4 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_7460-Pp3c18_7530Pp3c18_7460-Pp3c18_7530intergenic_regionPp3c18_7460-Pp3c18_7530NA NA n.5234048G>TNA NA NA NA NA
Chr18 5367216 G A Chr18_5367216_G_AG_A SNP 5343.29 0 0 0 22 14 24 35 17 0 0 0 0 0 0 33 20 12 22 14 24 35 17 15 26 15 22 12 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_7580Pp3c18_7580transcript PAC:32982332protein_codingNA c.-3957C>T NA NA NA NA 3572
Chr18 5367216 G A Chr18_5367216_G_AG_A SNP 5343.29 0 0 0 22 14 24 35 17 0 0 0 0 0 0 33 20 12 22 14 24 35 17 15 26 15 22 12 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_7580Pp3c18_7580transcript PAC:32982334protein_codingNA c.-3957C>T NA NA NA NA 3523
Chr18 5367216 G A Chr18_5367216_G_AG_A SNP 5343.29 0 0 0 22 14 24 35 17 0 0 0 0 0 0 33 20 12 22 14 24 35 17 15 26 15 22 12 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_7580Pp3c18_7580transcript PAC:32982333protein_codingNA c.-3957C>T NA NA NA NA 3551
Chr18 5367216 G A Chr18_5367216_G_AG_A SNP 5343.29 0 0 0 22 14 24 35 17 0 0 0 0 0 0 33 20 12 22 14 24 35 17 15 26 15 22 12 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_7580-Pp3c18_7600Pp3c18_7580-Pp3c18_7600intergenic_regionPp3c18_7580-Pp3c18_7600NA NA n.5367216G>ANA NA NA NA NA
Chr18 5399904 T TTA Chr18_5399904_T_TTAT_TTA INDEL 171.37 0 0 0 0 0 2 0 0 0 2 0 9 1 0 18 7 8 15 8 23 22 13 8 12 8 10 4 5 0 0 0 0 0 0.087 0 0 0 0.167 0 0.9 0 0 0 1 1 2 1 0 0 intergenic_regionMODIFIER Pp3c18_7640-Pp3c18_7680Pp3c18_7640-Pp3c18_7680intergenic_regionPp3c18_7640-Pp3c18_7680NA NA n.5399904_5399905insTANA NA NA NA NA
Chr18 5445113 T C Chr18_5445113_T_CT_C SNP 5566.29 0 0 0 16 14 27 31 22 0 0 0 0 0 0 27 18 10 16 14 27 31 22 25 27 11 14 9 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_7719-Pp3c18_7740Pp3c18_7719-Pp3c18_7740intergenic_regionPp3c18_7719-Pp3c18_7740NA NA n.5445113T>CNA NA NA NA NA



Chr18 5484213 C A Chr18_5484213_C_AC_A SNP 18908.63 20 22 10 25 18 32 24 31 23 20 20 12 10 13 20 22 10 25 18 32 24 31 23 20 20 12 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_7740-Pp3c18_7850Pp3c18_7740-Pp3c18_7850intergenic_regionPp3c18_7740-Pp3c18_7850NA NA n.5484213C>ANA NA NA NA NA
Chr18 5518610 CT C Chr18_5518610_CT_CCT_C INDEL 9196.59 12 8 9 23 10 29 14 15 18 14 9 5 7 6 12 8 9 23 10 29 14 15 18 14 9 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_7740-Pp3c18_7850Pp3c18_7740-Pp3c18_7850intergenic_regionPp3c18_7740-Pp3c18_7850NA NA n.5518611delTNA NA NA NA NA
Chr18 5664306 G A Chr18_5664306_G_AG_A SNP 6365.29 0 0 0 26 28 19 32 25 0 0 0 0 0 0 20 20 10 26 28 19 32 25 25 37 18 16 16 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_7980-Pp3c18_8060Pp3c18_7980-Pp3c18_8060intergenic_regionPp3c18_7980-Pp3c18_8060NA NA n.5664306G>ANA NA NA NA NA
Chr18 5786984 C CAT Chr18_5786984_C_CATC_CAT INDEL 4446.24 1 0 0 20 17 27 31 21 0 0 1 0 0 0 18 11 13 20 18 27 31 21 17 20 13 19 13 10 0 0 0 1 0.944 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_8300Pp3c18_8300transcript PAC:32981669protein_codingNA c.-2856_-2855insATNA NA NA NA 2768
Chr18 5786984 C CAT Chr18_5786984_C_CATC_CAT INDEL 4446.24 1 0 0 20 17 27 31 21 0 0 1 0 0 0 18 11 13 20 18 27 31 21 17 20 13 19 13 10 0 0 0 1 0.944 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_8300Pp3c18_8300transcript PAC:32981670protein_codingNA c.-2856_-2855insATNA NA NA NA 2808
Chr18 5786984 C CAT Chr18_5786984_C_CATC_CAT INDEL 4446.24 1 0 0 20 17 27 31 21 0 0 1 0 0 0 18 11 13 20 18 27 31 21 17 20 13 19 13 10 0 0 0 1 0.944 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c18_8290Pp3c18_8290transcript PAC:32983089protein_codingNA c.*4571_*4572insATNA NA NA NA 3627
Chr18 5786984 C CAT Chr18_5786984_C_CATC_CAT INDEL 4446.24 1 0 0 20 17 27 31 21 0 0 1 0 0 0 18 11 13 20 18 27 31 21 17 20 13 19 13 10 0 0 0 1 0.944 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c18_8290Pp3c18_8290transcript PAC:32983090protein_codingNA c.*4571_*4572insATNA NA NA NA 4301
Chr18 5786984 C CAT Chr18_5786984_C_CATC_CAT INDEL 4446.24 1 0 0 20 17 27 31 21 0 0 1 0 0 0 18 11 13 20 18 27 31 21 17 20 13 19 13 10 0 0 0 1 0.944 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_8300-Pp3c18_8320Pp3c18_8300-Pp3c18_8320intergenic_regionPp3c18_8300-Pp3c18_8320NA NA n.5786984_5786985insATNA NA NA NA NA
Chr18 5858655 G T Chr18_5858655_G_TG_T SNP 17549.63 26 20 12 18 25 23 19 19 18 28 12 20 11 14 27 20 12 18 25 23 19 19 18 28 12 20 11 14 0.963 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8365-Pp3c18_8391Pp3c18_8365-Pp3c18_8391intergenic_regionPp3c18_8365-Pp3c18_8391NA NA n.5858655G>TNA NA NA NA NA
Chr18 5859693 C A Chr18_5859693_C_AC_A SNP 15742.63 32 6 7 27 14 25 19 25 20 21 11 18 4 13 32 6 7 27 14 25 19 25 20 21 11 18 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8365-Pp3c18_8391Pp3c18_8365-Pp3c18_8391intergenic_regionPp3c18_8365-Pp3c18_8391NA NA n.5859693C>ANA NA NA NA NA
Chr18 5909027 A AAT Chr18_5909027_A_AATA_AAT INDEL 1467.35 23 8 16 0 0 0 0 0 1 1 1 0 0 0 24 8 16 20 14 15 21 14 13 21 12 11 12 8 0.958 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c18_8397Pp3c18_8397transcript PAC:32981079protein_codingNA c.-2668_-2667insATNA NA NA NA 2517
Chr18 5909027 A AAT Chr18_5909027_A_AATA_AAT INDEL 1467.35 23 8 16 0 0 0 0 0 1 1 1 0 0 0 24 8 16 20 14 15 21 14 13 21 12 11 12 8 0.958 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c18_8397-Pp3c18_8470Pp3c18_8397-Pp3c18_8470intergenic_regionPp3c18_8397-Pp3c18_8470NA NA n.5909027_5909028insATNA NA NA NA NA
Chr18 5909412 C T Chr18_5909412_C_TC_T SNP 19830.63 38 16 15 24 13 31 35 23 26 22 28 21 13 10 39 16 15 24 13 31 35 23 26 22 28 21 13 10 0.974 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8397Pp3c18_8397transcript PAC:32981079protein_codingNA c.-3052G>A NA NA NA NA 2901
Chr18 5909412 C T Chr18_5909412_C_TC_T SNP 19830.63 38 16 15 24 13 31 35 23 26 22 28 21 13 10 39 16 15 24 13 31 35 23 26 22 28 21 13 10 0.974 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8397-Pp3c18_8470Pp3c18_8397-Pp3c18_8470intergenic_regionPp3c18_8397-Pp3c18_8470NA NA n.5909412C>TNA NA NA NA NA
Chr18 5970395 A AAT Chr18_5970395_A_AATA_AAT INDEL 1041.35 24 10 8 0 0 0 1 0 0 1 0 0 2 0 25 10 8 12 8 15 15 8 8 12 6 8 7 6 0.96 1 1 0 0 0 0 0 0 0 0 0 0.286 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c18_8480-Pp3c18_8490Pp3c18_8480-Pp3c18_8490intergenic_regionPp3c18_8480-Pp3c18_8490NA NA n.5970395_5970396insATNA NA NA NA NA
Chr18 6014679 A AT Chr18_6014679_A_ATA_AT INDEL 18485.59 31 5 15 32 22 29 32 21 28 26 15 21 12 15 31 5 15 32 22 29 32 21 28 26 15 21 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980997protein_codingNA c.-3482_-3481insANA NA NA NA 3274
Chr18 6014679 A AT Chr18_6014679_A_ATA_AT INDEL 18485.59 31 5 15 32 22 29 32 21 28 26 15 21 12 15 31 5 15 32 22 29 32 21 28 26 15 21 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980998protein_codingNA c.-3482_-3481insANA NA NA NA 3202
Chr18 6014679 A AT Chr18_6014679_A_ATA_AT INDEL 18485.59 31 5 15 32 22 29 32 21 28 26 15 21 12 15 31 5 15 32 22 29 32 21 28 26 15 21 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980999protein_codingNA c.-3482_-3481insANA NA NA NA 3202
Chr18 6014679 A AT Chr18_6014679_A_ATA_AT INDEL 18485.59 31 5 15 32 22 29 32 21 28 26 15 21 12 15 31 5 15 32 22 29 32 21 28 26 15 21 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_8550Pp3c18_8550transcript PAC:32982585protein_codingNA c.*2648_*2649insTNA NA NA NA 2649
Chr18 6014679 A AT Chr18_6014679_A_ATA_AT INDEL 18485.59 31 5 15 32 22 29 32 21 28 26 15 21 12 15 31 5 15 32 22 29 32 21 28 26 15 21 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8550-Pp3c18_8560Pp3c18_8550-Pp3c18_8560intergenic_regionPp3c18_8550-Pp3c18_8560NA NA n.6014679_6014680insTNA NA NA NA NA
Chr18 6014695 A AT Chr18_6014695_A_ATA_AT INDEL 18320.59 33 6 14 28 18 28 36 19 25 23 17 21 12 18 33 6 14 28 18 28 36 19 25 23 17 21 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980997protein_codingNA c.-3498_-3497insANA NA NA NA 3290
Chr18 6014695 A AT Chr18_6014695_A_ATA_AT INDEL 18320.59 33 6 14 28 18 28 36 19 25 23 17 21 12 18 33 6 14 28 18 28 36 19 25 23 17 21 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980998protein_codingNA c.-3498_-3497insANA NA NA NA 3218
Chr18 6014695 A AT Chr18_6014695_A_ATA_AT INDEL 18320.59 33 6 14 28 18 28 36 19 25 23 17 21 12 18 33 6 14 28 18 28 36 19 25 23 17 21 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980999protein_codingNA c.-3498_-3497insANA NA NA NA 3218
Chr18 6014695 A AT Chr18_6014695_A_ATA_AT INDEL 18320.59 33 6 14 28 18 28 36 19 25 23 17 21 12 18 33 6 14 28 18 28 36 19 25 23 17 21 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_8550Pp3c18_8550transcript PAC:32982585protein_codingNA c.*2664_*2665insTNA NA NA NA 2665
Chr18 6014695 A AT Chr18_6014695_A_ATA_AT INDEL 18320.59 33 6 14 28 18 28 36 19 25 23 17 21 12 18 33 6 14 28 18 28 36 19 25 23 17 21 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8550-Pp3c18_8560Pp3c18_8550-Pp3c18_8560intergenic_regionPp3c18_8550-Pp3c18_8560NA NA n.6014695_6014696insTNA NA NA NA NA
Chr18 6015577 C A Chr18_6015577_C_AC_A SNP 21812.63 25 15 21 39 17 29 32 19 25 25 15 11 20 17 25 15 21 39 17 29 32 19 25 25 15 11 20 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980997protein_codingNA c.-4379G>T NA NA NA NA 4171
Chr18 6015577 C A Chr18_6015577_C_AC_A SNP 21812.63 25 15 21 39 17 29 32 19 25 25 15 11 20 17 25 15 21 39 17 29 32 19 25 25 15 11 20 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980998protein_codingNA c.-4379G>T NA NA NA NA 4099
Chr18 6015577 C A Chr18_6015577_C_AC_A SNP 21812.63 25 15 21 39 17 29 32 19 25 25 15 11 20 17 25 15 21 39 17 29 32 19 25 25 15 11 20 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980999protein_codingNA c.-4379G>T NA NA NA NA 4099
Chr18 6015577 C A Chr18_6015577_C_AC_A SNP 21812.63 25 15 21 39 17 29 32 19 25 25 15 11 20 17 25 15 21 39 17 29 32 19 25 25 15 11 20 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_8550Pp3c18_8550transcript PAC:32982585protein_codingNA c.*3546C>A NA NA NA NA 3546
Chr18 6015577 C A Chr18_6015577_C_AC_A SNP 21812.63 25 15 21 39 17 29 32 19 25 25 15 11 20 17 25 15 21 39 17 29 32 19 25 25 15 11 20 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8550-Pp3c18_8560Pp3c18_8550-Pp3c18_8560intergenic_regionPp3c18_8550-Pp3c18_8560NA NA n.6015577C>ANA NA NA NA NA
Chr18 6015581 C A Chr18_6015581_C_AC_A SNP 22238.63 25 15 21 40 17 29 33 19 25 23 15 11 20 17 25 15 21 40 17 29 33 19 25 23 15 11 20 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980997protein_codingNA c.-4383G>T NA NA NA NA 4175
Chr18 6015581 C A Chr18_6015581_C_AC_A SNP 22238.63 25 15 21 40 17 29 33 19 25 23 15 11 20 17 25 15 21 40 17 29 33 19 25 23 15 11 20 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980998protein_codingNA c.-4383G>T NA NA NA NA 4103
Chr18 6015581 C A Chr18_6015581_C_AC_A SNP 22238.63 25 15 21 40 17 29 33 19 25 23 15 11 20 17 25 15 21 40 17 29 33 19 25 23 15 11 20 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980999protein_codingNA c.-4383G>T NA NA NA NA 4103
Chr18 6015581 C A Chr18_6015581_C_AC_A SNP 22238.63 25 15 21 40 17 29 33 19 25 23 15 11 20 17 25 15 21 40 17 29 33 19 25 23 15 11 20 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_8550Pp3c18_8550transcript PAC:32982585protein_codingNA c.*3550C>A NA NA NA NA 3550
Chr18 6015581 C A Chr18_6015581_C_AC_A SNP 22238.63 25 15 21 40 17 29 33 19 25 23 15 11 20 17 25 15 21 40 17 29 33 19 25 23 15 11 20 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8550-Pp3c18_8560Pp3c18_8550-Pp3c18_8560intergenic_regionPp3c18_8550-Pp3c18_8560NA NA n.6015581C>ANA NA NA NA NA
Chr18 6015583 C A Chr18_6015583_C_AC_A SNP 22006.63 25 15 22 40 17 28 33 19 25 23 15 11 20 19 25 15 22 40 17 28 33 19 25 23 15 11 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980997protein_codingNA c.-4385G>T NA NA NA NA 4177
Chr18 6015583 C A Chr18_6015583_C_AC_A SNP 22006.63 25 15 22 40 17 28 33 19 25 23 15 11 20 19 25 15 22 40 17 28 33 19 25 23 15 11 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980998protein_codingNA c.-4385G>T NA NA NA NA 4105
Chr18 6015583 C A Chr18_6015583_C_AC_A SNP 22006.63 25 15 22 40 17 28 33 19 25 23 15 11 20 19 25 15 22 40 17 28 33 19 25 23 15 11 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980999protein_codingNA c.-4385G>T NA NA NA NA 4105
Chr18 6015583 C A Chr18_6015583_C_AC_A SNP 22006.63 25 15 22 40 17 28 33 19 25 23 15 11 20 19 25 15 22 40 17 28 33 19 25 23 15 11 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_8550Pp3c18_8550transcript PAC:32982585protein_codingNA c.*3552C>A NA NA NA NA 3552
Chr18 6015583 C A Chr18_6015583_C_AC_A SNP 22006.63 25 15 22 40 17 28 33 19 25 23 15 11 20 19 25 15 22 40 17 28 33 19 25 23 15 11 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8550-Pp3c18_8560Pp3c18_8550-Pp3c18_8560intergenic_regionPp3c18_8550-Pp3c18_8560NA NA n.6015583C>ANA NA NA NA NA
Chr18 6015620 C A Chr18_6015620_C_AC_A SNP 19547.63 23 14 22 34 20 26 30 16 24 20 12 11 17 20 23 14 22 34 20 26 30 16 24 20 12 11 17 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980997protein_codingNA c.-4422G>T NA NA NA NA 4214
Chr18 6015620 C A Chr18_6015620_C_AC_A SNP 19547.63 23 14 22 34 20 26 30 16 24 20 12 11 17 20 23 14 22 34 20 26 30 16 24 20 12 11 17 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980998protein_codingNA c.-4422G>T NA NA NA NA 4142
Chr18 6015620 C A Chr18_6015620_C_AC_A SNP 19547.63 23 14 22 34 20 26 30 16 24 20 12 11 17 20 23 14 22 34 20 26 30 16 24 20 12 11 17 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_8540Pp3c18_8540transcript PAC:32980999protein_codingNA c.-4422G>T NA NA NA NA 4142
Chr18 6015620 C A Chr18_6015620_C_AC_A SNP 19547.63 23 14 22 34 20 26 30 16 24 20 12 11 17 20 23 14 22 34 20 26 30 16 24 20 12 11 17 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_8550Pp3c18_8550transcript PAC:32982585protein_codingNA c.*3589C>A NA NA NA NA 3589
Chr18 6015620 C A Chr18_6015620_C_AC_A SNP 19547.63 23 14 22 34 20 26 30 16 24 20 12 11 17 20 23 14 22 34 20 26 30 16 24 20 12 11 17 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8550-Pp3c18_8560Pp3c18_8550-Pp3c18_8560intergenic_regionPp3c18_8550-Pp3c18_8560NA NA n.6015620C>ANA NA NA NA NA
Chr18 6328962 G T Chr18_6328962_G_TG_T SNP 19661.63 40 16 18 30 18 19 29 36 14 26 15 19 15 8 40 16 18 30 18 19 29 36 14 26 15 19 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8960-Pp3c18_9000Pp3c18_8960-Pp3c18_9000intergenic_regionPp3c18_8960-Pp3c18_9000NA NA n.6328962G>TNA NA NA NA NA
Chr18 6328992 T G Chr18_6328992_T_GT_G SNP 19847.63 31 17 18 31 22 21 32 35 15 22 14 15 14 5 31 17 18 31 22 21 32 35 15 22 14 15 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8960-Pp3c18_9000Pp3c18_8960-Pp3c18_9000intergenic_regionPp3c18_8960-Pp3c18_9000NA NA n.6328992T>GNA NA NA NA NA
Chr18 6329079 G T Chr18_6329079_G_TG_T SNP 18617.63 23 16 14 28 25 23 31 31 15 28 13 15 11 10 23 16 14 28 25 23 31 31 15 28 13 15 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8960-Pp3c18_9000Pp3c18_8960-Pp3c18_9000intergenic_regionPp3c18_8960-Pp3c18_9000NA NA n.6329079G>TNA NA NA NA NA
Chr18 6330302 G C Chr18_6330302_G_CG_C SNP 17572.63 17 14 12 23 24 23 36 30 18 18 19 18 8 11 17 14 12 23 24 23 36 30 18 18 19 18 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_8960-Pp3c18_9000Pp3c18_8960-Pp3c18_9000intergenic_regionPp3c18_8960-Pp3c18_9000NA NA n.6330302G>CNA NA NA NA NA
Chr18 6635459 C A Chr18_6635459_C_AC_A SNP 11546.63 11 11 5 10 15 14 12 15 15 16 9 8 9 8 11 11 5 10 15 14 12 15 15 16 9 8 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_9360-Pp3c18_9450Pp3c18_9360-Pp3c18_9450intergenic_regionPp3c18_9360-Pp3c18_9450NA NA n.6635459C>ANA NA NA NA NA
Chr18 6637773 C A Chr18_6637773_C_AC_A SNP 18111.63 24 12 13 17 19 20 23 16 17 17 4 17 10 11 24 12 13 17 19 20 23 16 17 17 4 17 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_9360-Pp3c18_9450Pp3c18_9360-Pp3c18_9450intergenic_regionPp3c18_9360-Pp3c18_9450NA NA n.6637773C>ANA NA NA NA NA
Chr18 6637775 G A Chr18_6637775_G_AG_A SNP 18111.63 24 12 14 18 19 21 23 17 17 17 5 19 10 11 24 12 14 18 19 21 23 17 17 17 5 19 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_9360-Pp3c18_9450Pp3c18_9360-Pp3c18_9450intergenic_regionPp3c18_9360-Pp3c18_9450NA NA n.6637775G>ANA NA NA NA NA
Chr18 6640353 AT A Chr18_6640353_AT_AAT_A INDEL 21281.59 20 17 17 27 15 27 33 30 22 29 22 17 6 9 20 17 17 27 15 27 33 30 22 29 22 17 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_9360-Pp3c18_9450Pp3c18_9360-Pp3c18_9450intergenic_regionPp3c18_9360-Pp3c18_9450NA NA n.6640354delTNA NA NA NA NA
Chr18 6640365 AG A Chr18_6640365_AG_AAG_A INDEL 22554.59 21 17 18 27 18 27 34 28 26 31 22 15 8 10 21 17 18 27 18 27 34 28 26 31 22 15 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_9360-Pp3c18_9450Pp3c18_9360-Pp3c18_9450intergenic_regionPp3c18_9360-Pp3c18_9450NA NA n.6640366delGNA NA NA NA NA
Chr18 6640368 G GA Chr18_6640368_G_GAG_GA INDEL 22431.59 21 17 18 27 18 28 34 27 25 31 25 15 7 10 21 17 18 27 18 28 34 27 25 31 25 15 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_9360-Pp3c18_9450Pp3c18_9360-Pp3c18_9450intergenic_regionPp3c18_9360-Pp3c18_9450NA NA n.6640368_6640369insANA NA NA NA NA
Chr18 6662659 G A Chr18_6662659_G_AG_A SNP 5736.29 0 0 0 27 18 24 29 13 0 0 0 0 0 0 25 14 15 27 18 24 29 13 17 19 16 18 7 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_9360-Pp3c18_9450Pp3c18_9360-Pp3c18_9450intergenic_regionPp3c18_9360-Pp3c18_9450NA NA n.6662659G>ANA NA NA NA NA
Chr18 6701616 C A Chr18_6701616_C_AC_A SNP 11811.63 12 7 6 15 10 18 20 8 16 21 13 14 11 9 12 7 6 15 10 18 20 8 16 21 13 14 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_9450-Pp3c18_9540Pp3c18_9450-Pp3c18_9540intergenic_regionPp3c18_9450-Pp3c18_9540NA NA n.6701616C>ANA NA NA NA NA
Chr18 6701716 T A Chr18_6701716_T_AT_A SNP 9844.63 7 9 4 14 7 19 20 10 12 12 5 7 5 8 7 9 4 14 7 19 20 10 12 12 5 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_9450-Pp3c18_9540Pp3c18_9450-Pp3c18_9540intergenic_regionPp3c18_9450-Pp3c18_9540NA NA n.6701716T>ANA NA NA NA NA
Chr18 6701718 T C Chr18_6701718_T_CT_C SNP 9844.63 7 9 4 14 7 18 19 10 12 12 5 7 5 8 7 9 4 14 7 18 19 10 12 12 5 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_9450-Pp3c18_9540Pp3c18_9450-Pp3c18_9540intergenic_regionPp3c18_9450-Pp3c18_9540NA NA n.6701718T>CNA NA NA NA NA
Chr18 6977464 A AT Chr18_6977464_A_ATA_AT INDEL 20001.59 29 20 13 25 14 26 27 24 20 20 11 23 11 16 29 20 13 25 14 26 27 24 20 20 11 23 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_9860Pp3c18_9860transcript PAC:32983068protein_codingNA c.-1594_-1593insTNA NA NA NA 1593
Chr18 6977464 A AT Chr18_6977464_A_ATA_AT INDEL 20001.59 29 20 13 25 14 26 27 24 20 20 11 23 11 16 29 20 13 25 14 26 27 24 20 20 11 23 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_9860Pp3c18_9860transcript PAC:32983069protein_codingNA c.-1594_-1593insTNA NA NA NA 780
Chr18 6977464 A AT Chr18_6977464_A_ATA_AT INDEL 20001.59 29 20 13 25 14 26 27 24 20 20 11 23 11 16 29 20 13 25 14 26 27 24 20 20 11 23 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_9850Pp3c18_9850transcript PAC:32982825protein_codingNA c.*385_*386insTNA NA NA NA 386
Chr18 6977464 A AT Chr18_6977464_A_ATA_AT INDEL 20001.59 29 20 13 25 14 26 27 24 20 20 11 23 11 16 29 20 13 25 14 26 27 24 20 20 11 23 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_9850Pp3c18_9850transcript PAC:32982826protein_codingNA c.*385_*386insTNA NA NA NA 386
Chr18 6977464 A AT Chr18_6977464_A_ATA_AT INDEL 20001.59 29 20 13 25 14 26 27 24 20 20 11 23 11 16 29 20 13 25 14 26 27 24 20 20 11 23 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_9850-Pp3c18_9860Pp3c18_9850-Pp3c18_9860intergenic_regionPp3c18_9850-Pp3c18_9860NA NA n.6977464_6977465insTNA NA NA NA NA
Chr18 6977472 A AT Chr18_6977472_A_ATA_AT INDEL 20303.59 28 22 14 25 15 28 27 23 21 19 12 22 12 17 28 22 14 25 15 28 27 23 21 19 12 22 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_9860Pp3c18_9860transcript PAC:32983068protein_codingNA c.-1586_-1585insTNA NA NA NA 1585
Chr18 6977472 A AT Chr18_6977472_A_ATA_AT INDEL 20303.59 28 22 14 25 15 28 27 23 21 19 12 22 12 17 28 22 14 25 15 28 27 23 21 19 12 22 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_9860Pp3c18_9860transcript PAC:32983069protein_codingNA c.-1586_-1585insTNA NA NA NA 772
Chr18 6977472 A AT Chr18_6977472_A_ATA_AT INDEL 20303.59 28 22 14 25 15 28 27 23 21 19 12 22 12 17 28 22 14 25 15 28 27 23 21 19 12 22 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_9850Pp3c18_9850transcript PAC:32982825protein_codingNA c.*393_*394insTNA NA NA NA 394
Chr18 6977472 A AT Chr18_6977472_A_ATA_AT INDEL 20303.59 28 22 14 25 15 28 27 23 21 19 12 22 12 17 28 22 14 25 15 28 27 23 21 19 12 22 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_9850Pp3c18_9850transcript PAC:32982826protein_codingNA c.*393_*394insTNA NA NA NA 394
Chr18 6977472 A AT Chr18_6977472_A_ATA_AT INDEL 20303.59 28 22 14 25 15 28 27 23 21 19 12 22 12 17 28 22 14 25 15 28 27 23 21 19 12 22 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_9850-Pp3c18_9860Pp3c18_9850-Pp3c18_9860intergenic_regionPp3c18_9850-Pp3c18_9860NA NA n.6977472_6977473insTNA NA NA NA NA
Chr18 7054646 G GT Chr18_7054646_G_GTG_GT INDEL 14113.59 19 11 12 27 11 16 21 19 23 14 16 13 9 12 19 11 12 27 11 16 21 19 23 14 16 13 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c18_9930Pp3c18_9930transcript PAC:32982119protein_coding 02-févr c.84dupT p.Ala29fs 85/249 85/249 29/82 NA
Chr18 7054646 G GT Chr18_7054646_G_GTG_GT INDEL 14113.59 19 11 12 27 11 16 21 19 23 14 16 13 9 12 19 11 12 27 11 16 21 19 23 14 16 13 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c18_9930Pp3c18_9930transcript PAC:32982120protein_coding 02-févr c.84dupT p.Ala29fs 804/1818 85/249 29/82 NA
Chr18 7286187 A T Chr18_7286187_A_TA_T SNP 13029.63 11 11 11 16 16 17 13 17 18 26 12 14 8 12 11 11 11 16 16 17 13 17 18 26 12 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981665protein_codingNA c.-4887T>A NA NA NA NA 4168
Chr18 7286187 A T Chr18_7286187_A_TA_T SNP 13029.63 11 11 11 16 16 17 13 17 18 26 12 14 8 12 11 11 11 16 16 17 13 17 18 26 12 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981667protein_codingNA c.-4887T>A NA NA NA NA 3263
Chr18 7286187 A T Chr18_7286187_A_TA_T SNP 13029.63 11 11 11 16 16 17 13 17 18 26 12 14 8 12 11 11 11 16 16 17 13 17 18 26 12 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981668protein_codingNA c.-4887T>A NA NA NA NA 3263
Chr18 7286187 A T Chr18_7286187_A_TA_T SNP 13029.63 11 11 11 16 16 17 13 17 18 26 12 14 8 12 11 11 11 16 16 17 13 17 18 26 12 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981666protein_codingNA c.-4887T>A NA NA NA NA 3991
Chr18 7286187 A T Chr18_7286187_A_TA_T SNP 13029.63 11 11 11 16 16 17 13 17 18 26 12 14 8 12 11 11 11 16 16 17 13 17 18 26 12 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_10340-Pp3c18_10470Pp3c18_10340-Pp3c18_10470intergenic_regionPp3c18_10340-Pp3c18_10470NA NA n.7286187A>TNA NA NA NA NA
Chr18 7286200 A C Chr18_7286200_A_CA_C SNP 11941.63 11 10 10 14 15 13 14 15 17 24 9 13 7 11 11 10 10 14 15 13 14 15 17 24 9 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981665protein_codingNA c.-4900T>G NA NA NA NA 4181
Chr18 7286200 A C Chr18_7286200_A_CA_C SNP 11941.63 11 10 10 14 15 13 14 15 17 24 9 13 7 11 11 10 10 14 15 13 14 15 17 24 9 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981667protein_codingNA c.-4900T>G NA NA NA NA 3276
Chr18 7286200 A C Chr18_7286200_A_CA_C SNP 11941.63 11 10 10 14 15 13 14 15 17 24 9 13 7 11 11 10 10 14 15 13 14 15 17 24 9 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981668protein_codingNA c.-4900T>G NA NA NA NA 3276
Chr18 7286200 A C Chr18_7286200_A_CA_C SNP 11941.63 11 10 10 14 15 13 14 15 17 24 9 13 7 11 11 10 10 14 15 13 14 15 17 24 9 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981666protein_codingNA c.-4900T>G NA NA NA NA 4004
Chr18 7286200 A C Chr18_7286200_A_CA_C SNP 11941.63 11 10 10 14 15 13 14 15 17 24 9 13 7 11 11 10 10 14 15 13 14 15 17 24 9 13 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_10340-Pp3c18_10470Pp3c18_10340-Pp3c18_10470intergenic_regionPp3c18_10340-Pp3c18_10470NA NA n.7286200A>CNA NA NA NA NA
Chr18 7286213 A G Chr18_7286213_A_GA_G SNP 10477.63 12 9 10 14 13 11 12 12 16 17 8 13 8 7 12 9 10 14 13 11 12 12 16 17 8 13 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981665protein_codingNA c.-4913T>C NA NA NA NA 4194
Chr18 7286213 A G Chr18_7286213_A_GA_G SNP 10477.63 12 9 10 14 13 11 12 12 16 17 8 13 8 7 12 9 10 14 13 11 12 12 16 17 8 13 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981667protein_codingNA c.-4913T>C NA NA NA NA 3289
Chr18 7286213 A G Chr18_7286213_A_GA_G SNP 10477.63 12 9 10 14 13 11 12 12 16 17 8 13 8 7 12 9 10 14 13 11 12 12 16 17 8 13 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981668protein_codingNA c.-4913T>C NA NA NA NA 3289
Chr18 7286213 A G Chr18_7286213_A_GA_G SNP 10477.63 12 9 10 14 13 11 12 12 16 17 8 13 8 7 12 9 10 14 13 11 12 12 16 17 8 13 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981666protein_codingNA c.-4913T>C NA NA NA NA 4017
Chr18 7286213 A G Chr18_7286213_A_GA_G SNP 10477.63 12 9 10 14 13 11 12 12 16 17 8 13 8 7 12 9 10 14 13 11 12 12 16 17 8 13 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_10340-Pp3c18_10470Pp3c18_10340-Pp3c18_10470intergenic_regionPp3c18_10340-Pp3c18_10470NA NA n.7286213A>GNA NA NA NA NA
Chr18 7286342 T A Chr18_7286342_T_AT_A SNP 9993.63 14 9 7 15 15 13 15 12 8 15 5 4 6 5 15 9 7 15 15 13 15 12 8 15 5 4 6 5 0.933 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981665protein_codingNA c.-5042A>T NA NA NA NA 4323
Chr18 7286342 T A Chr18_7286342_T_AT_A SNP 9993.63 14 9 7 15 15 13 15 12 8 15 5 4 6 5 15 9 7 15 15 13 15 12 8 15 5 4 6 5 0.933 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981667protein_codingNA c.-5042A>T NA NA NA NA 3418
Chr18 7286342 T A Chr18_7286342_T_AT_A SNP 9993.63 14 9 7 15 15 13 15 12 8 15 5 4 6 5 15 9 7 15 15 13 15 12 8 15 5 4 6 5 0.933 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981668protein_codingNA c.-5042A>T NA NA NA NA 3418
Chr18 7286342 T A Chr18_7286342_T_AT_A SNP 9993.63 14 9 7 15 15 13 15 12 8 15 5 4 6 5 15 9 7 15 15 13 15 12 8 15 5 4 6 5 0.933 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981666protein_codingNA c.-5042A>T NA NA NA NA 4146
Chr18 7286342 T A Chr18_7286342_T_AT_A SNP 9993.63 14 9 7 15 15 13 15 12 8 15 5 4 6 5 15 9 7 15 15 13 15 12 8 15 5 4 6 5 0.933 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_10340-Pp3c18_10470Pp3c18_10340-Pp3c18_10470intergenic_regionPp3c18_10340-Pp3c18_10470NA NA n.7286342T>ANA NA NA NA NA
Chr18 7286411 T C Chr18_7286411_T_CT_C SNP 13345.63 19 10 10 19 19 24 25 12 9 19 7 4 9 6 19 10 10 19 19 24 25 12 9 19 7 4 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981665protein_codingNA c.-5111A>G NA NA NA NA 4392
Chr18 7286411 T C Chr18_7286411_T_CT_C SNP 13345.63 19 10 10 19 19 24 25 12 9 19 7 4 9 6 19 10 10 19 19 24 25 12 9 19 7 4 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981667protein_codingNA c.-5111A>G NA NA NA NA 3487
Chr18 7286411 T C Chr18_7286411_T_CT_C SNP 13345.63 19 10 10 19 19 24 25 12 9 19 7 4 9 6 19 10 10 19 19 24 25 12 9 19 7 4 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981668protein_codingNA c.-5111A>G NA NA NA NA 3487
Chr18 7286411 T C Chr18_7286411_T_CT_C SNP 13345.63 19 10 10 19 19 24 25 12 9 19 7 4 9 6 19 10 10 19 19 24 25 12 9 19 7 4 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10340Pp3c18_10340transcript PAC:32981666protein_codingNA c.-5111A>G NA NA NA NA 4215
Chr18 7286411 T C Chr18_7286411_T_CT_C SNP 13345.63 19 10 10 19 19 24 25 12 9 19 7 4 9 6 19 10 10 19 19 24 25 12 9 19 7 4 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_10340-Pp3c18_10470Pp3c18_10340-Pp3c18_10470intergenic_regionPp3c18_10340-Pp3c18_10470NA NA n.7286411T>CNA NA NA NA NA
Chr18 7306060 C A Chr18_7306060_C_AC_A SNP 5151.29 0 0 0 19 9 34 28 14 0 0 0 0 0 0 23 18 14 19 9 34 28 14 22 15 14 18 7 18 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_10340-Pp3c18_10470Pp3c18_10340-Pp3c18_10470intergenic_regionPp3c18_10340-Pp3c18_10470NA NA n.7306060C>ANA NA NA NA NA
Chr18 7382356 A G Chr18_7382356_A_GA_G SNP 20342.63 26 16 24 26 23 27 37 24 21 26 23 15 6 15 26 16 24 26 23 27 37 24 21 26 23 15 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_10480-Pp3c18_10490Pp3c18_10480-Pp3c18_10490intergenic_regionPp3c18_10480-Pp3c18_10490NA NA n.7382356A>GNA NA NA NA NA
Chr18 7589372 G GAT Chr18_7589372_G_GATG_GAT INDEL 9036.59 22 10 12 23 8 15 18 7 14 10 10 11 9 10 24 11 13 23 8 15 18 7 14 11 10 11 9 10 0.917 0.909 0.923 1 1 1 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10730Pp3c18_10730transcript PAC:32982298protein_codingNA c.-2609_-2608insATNA NA NA NA 2424
Chr18 7589372 G GAT Chr18_7589372_G_GATG_GAT INDEL 9036.59 22 10 12 23 8 15 18 7 14 10 10 11 9 10 24 11 13 23 8 15 18 7 14 11 10 11 9 10 0.917 0.909 0.923 1 1 1 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10730Pp3c18_10730transcript PAC:32982303protein_codingNA c.-2609_-2608insATNA NA NA NA 2398
Chr18 7589372 G GAT Chr18_7589372_G_GATG_GAT INDEL 9036.59 22 10 12 23 8 15 18 7 14 10 10 11 9 10 24 11 13 23 8 15 18 7 14 11 10 11 9 10 0.917 0.909 0.923 1 1 1 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10730Pp3c18_10730transcript PAC:32982302protein_codingNA c.-2609_-2608insATNA NA NA NA 2424
Chr18 7589372 G GAT Chr18_7589372_G_GATG_GAT INDEL 9036.59 22 10 12 23 8 15 18 7 14 10 10 11 9 10 24 11 13 23 8 15 18 7 14 11 10 11 9 10 0.917 0.909 0.923 1 1 1 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10730Pp3c18_10730transcript PAC:32982299protein_codingNA c.-2609_-2608insATNA NA NA NA 2424
Chr18 7589372 G GAT Chr18_7589372_G_GATG_GAT INDEL 9036.59 22 10 12 23 8 15 18 7 14 10 10 11 9 10 24 11 13 23 8 15 18 7 14 11 10 11 9 10 0.917 0.909 0.923 1 1 1 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10730Pp3c18_10730transcript PAC:32982301protein_codingNA c.-2609_-2608insATNA NA NA NA 2424
Chr18 7589372 G GAT Chr18_7589372_G_GATG_GAT INDEL 9036.59 22 10 12 23 8 15 18 7 14 10 10 11 9 10 24 11 13 23 8 15 18 7 14 11 10 11 9 10 0.917 0.909 0.923 1 1 1 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_10730Pp3c18_10730transcript PAC:32982300protein_codingNA c.-2609_-2608insATNA NA NA NA 2424
Chr18 7589372 G GAT Chr18_7589372_G_GATG_GAT INDEL 9036.59 22 10 12 23 8 15 18 7 14 10 10 11 9 10 24 11 13 23 8 15 18 7 14 11 10 11 9 10 0.917 0.909 0.923 1 1 1 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_10720-Pp3c18_10730Pp3c18_10720-Pp3c18_10730intergenic_regionPp3c18_10720-Pp3c18_10730NA NA n.7589372_7589373insATNA NA NA NA NA
Chr18 7620226 A AAT Chr18_7620226_A_AATA_AAT INDEL 1693.93 0 0 0 0 0 1 1 0 12 11 7 4 8 10 19 11 14 19 18 23 21 24 12 12 8 4 8 10 0 0 0 0 0 0 0 0 1 0.917 0.875 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_10760Pp3c18_10760transcript PAC:32983394protein_codingNA c.*5464_*5465insATNA NA NA NA 4920
Chr18 7620226 A AAT Chr18_7620226_A_AATA_AAT INDEL 1693.93 0 0 0 0 0 1 1 0 12 11 7 4 8 10 19 11 14 19 18 23 21 24 12 12 8 4 8 10 0 0 0 0 0 0 0 0 1 0.917 0.875 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c18_10730-Pp3c18_10760Pp3c18_10730-Pp3c18_10760intergenic_regionPp3c18_10730-Pp3c18_10760NA NA n.7620226_7620227insATNA NA NA NA NA
Chr18 7630798 G GTA Chr18_7630798_G_GTAG_GTA INDEL 2103.24 0 0 0 12 8 19 7 11 0 0 0 0 0 1 21 7 12 12 8 20 7 11 10 9 13 15 5 8 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_10760Pp3c18_10760transcript PAC:32983393protein_codingNA c.-3301_-3300insTANA NA NA NA 3000
Chr18 7630798 G GTA Chr18_7630798_G_GTAG_GTA INDEL 2103.24 0 0 0 12 8 19 7 11 0 0 0 0 0 1 21 7 12 12 8 20 7 11 10 9 13 15 5 8 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_10760Pp3c18_10760transcript PAC:32983394protein_codingNA c.-3301_-3300insTANA NA NA NA 3041
Chr18 7630798 G GTA Chr18_7630798_G_GTAG_GTA INDEL 2103.24 0 0 0 12 8 19 7 11 0 0 0 0 0 1 21 7 12 12 8 20 7 11 10 9 13 15 5 8 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_10760-Pp3c18_10780Pp3c18_10760-Pp3c18_10780intergenic_regionPp3c18_10760-Pp3c18_10780NA NA n.7630798_7630799insTANA NA NA NA NA
Chr18 7773030 G T Chr18_7773030_G_TG_T SNP 10424.63 14 7 5 16 9 13 13 15 20 8 9 8 6 10 14 7 5 16 9 13 13 15 20 8 9 8 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_10950-Pp3c18_10980Pp3c18_10950-Pp3c18_10980intergenic_regionPp3c18_10950-Pp3c18_10980NA NA n.7773030G>TNA NA NA NA NA
Chr18 7776176 G A Chr18_7776176_G_AG_A SNP 6553.29 0 0 0 36 21 26 23 28 0 0 0 0 0 0 27 6 16 36 21 26 23 28 19 27 24 22 10 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_10950-Pp3c18_10980Pp3c18_10950-Pp3c18_10980intergenic_regionPp3c18_10950-Pp3c18_10980NA NA n.7776176G>ANA NA NA NA NA
Chr18 7995966 CAT C Chr18_7995966_CAT_CCAT_C INDEL 6548.24 26 14 10 0 1 0 0 1 13 13 17 15 8 7 27 14 10 26 17 24 29 22 14 13 18 15 8 7 0.963 1 1 0 0 0 0 0 0.929 1 0.944 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c18_11250Pp3c18_11250transcript PAC:32981142protein_codingNA c.-2302_-2301delATNA NA NA NA 2302
Chr18 7995966 CAT C Chr18_7995966_CAT_CCAT_C INDEL 6548.24 26 14 10 0 1 0 0 1 13 13 17 15 8 7 27 14 10 26 17 24 29 22 14 13 18 15 8 7 0.963 1 1 0 0 0 0 0 0.929 1 0.944 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c18_11200-Pp3c18_11250Pp3c18_11200-Pp3c18_11250intergenic_regionPp3c18_11200-Pp3c18_11250NA NA n.7995967_7995968delATNA NA NA NA NA
Chr18 8058423 A AAT Chr18_8058423_A_AATA_AAT INDEL 525.37 0 0 0 0 1 0 0 17 0 0 0 0 0 0 21 9 10 11 13 23 22 17 8 13 8 6 4 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c18_11300Pp3c18_11300transcript PAC:32981648protein_codingNA c.*2197_*2198insATNA NA NA NA 1296
Chr18 8058423 A AAT Chr18_8058423_A_AATA_AAT INDEL 525.37 0 0 0 0 1 0 0 17 0 0 0 0 0 0 21 9 10 11 13 23 22 17 8 13 8 6 4 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c18_11300Pp3c18_11300transcript PAC:32981649protein_codingNA c.*2197_*2198insATNA NA NA NA 1305
Chr18 8058423 A AAT Chr18_8058423_A_AATA_AAT INDEL 525.37 0 0 0 0 1 0 0 17 0 0 0 0 0 0 21 9 10 11 13 23 22 17 8 13 8 6 4 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c18_11300-Pp3c18_11341Pp3c18_11300-Pp3c18_11341intergenic_regionPp3c18_11300-Pp3c18_11341NA NA n.8058423_8058424insATNA NA NA NA NA
Chr18 8073976 G GA Chr18_8073976_G_GAG_GA INDEL 7414.59 15 9 6 16 5 18 16 16 6 12 4 11 4 7 15 9 6 16 5 19 16 16 6 12 4 11 4 7 1 1 1 1 1 0.947 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11341Pp3c18_11341transcript PAC:32983262protein_codingNA c.*660_*661insANA NA NA NA 452
Chr18 8073976 G GA Chr18_8073976_G_GAG_GA INDEL 7414.59 15 9 6 16 5 18 16 16 6 12 4 11 4 7 15 9 6 16 5 19 16 16 6 12 4 11 4 7 1 1 1 1 1 0.947 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11341-Pp3c18_11400Pp3c18_11341-Pp3c18_11400intergenic_regionPp3c18_11341-Pp3c18_11400NA NA n.8073976_8073977insANA NA NA NA NA
Chr18 8074080 G GA Chr18_8074080_G_GAG_GA INDEL 9092.59 17 5 7 12 10 23 19 15 10 13 11 6 7 8 17 5 7 12 10 23 19 15 10 13 11 6 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11341Pp3c18_11341transcript PAC:32983262protein_codingNA c.*764_*765insANA NA NA NA 556
Chr18 8074080 G GA Chr18_8074080_G_GAG_GA INDEL 9092.59 17 5 7 12 10 23 19 15 10 13 11 6 7 8 17 5 7 12 10 23 19 15 10 13 11 6 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11341-Pp3c18_11400Pp3c18_11341-Pp3c18_11400intergenic_regionPp3c18_11341-Pp3c18_11400NA NA n.8074080_8074081insANA NA NA NA NA
Chr18 8207810 C G Chr18_8207810_C_GC_G SNP 3552.29 0 0 0 16 4 17 18 19 0 0 0 0 0 0 18 9 14 16 4 18 18 19 19 16 11 12 8 11 0 0 0 1 1 0.944 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_11400-Pp3c18_11480Pp3c18_11400-Pp3c18_11480intergenic_regionPp3c18_11400-Pp3c18_11480NA NA n.8207810C>GNA NA NA NA NA
Chr18 8312992 T TG Chr18_8312992_T_TGT_TG INDEL 17266.59 35 19 12 23 17 32 40 27 24 22 16 18 9 15 35 19 12 23 17 32 40 27 24 22 16 18 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11500-Pp3c18_11559Pp3c18_11500-Pp3c18_11559intergenic_regionPp3c18_11500-Pp3c18_11559NA NA n.8312992_8312993insGNA NA NA NA NA
Chr18 8341469 T A Chr18_8341469_T_AT_A SNP 19309.63 22 20 19 20 28 14 19 27 26 21 14 13 9 11 22 20 19 20 28 14 19 27 26 21 14 13 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8341469T>ANA NA NA NA NA
Chr18 8341470 T A Chr18_8341470_T_AT_A SNP 19309.63 22 20 19 20 28 15 19 27 25 21 14 12 9 11 22 20 19 20 28 15 19 27 25 21 14 12 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8341470T>ANA NA NA NA NA
Chr18 8351918 G T Chr18_8351918_G_TG_T SNP 16953.63 28 20 18 13 20 27 28 25 26 23 17 14 14 14 28 20 18 13 20 27 28 25 26 23 17 14 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8351918G>TNA NA NA NA NA
Chr18 8370752 C T Chr18_8370752_C_TC_T SNP 20206.63 27 14 17 27 24 21 31 30 33 21 9 14 11 6 27 14 17 27 24 21 31 30 33 21 9 14 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8370752C>TNA NA NA NA NA
Chr18 8370753 TGG T Chr18_8370753_TGG_TTGG_T INDEL 21058.59 28 14 17 27 23 21 31 30 33 21 9 14 11 6 28 14 17 27 23 21 31 30 33 21 9 14 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8370754_8370755delGGNA NA NA NA NA
Chr18 8370756 A AATT Chr18_8370756_A_AATTA_AATT INDEL 21198.59 28 14 17 26 24 21 31 30 33 21 9 14 11 6 28 14 17 26 24 21 31 30 33 21 9 14 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8370756_8370757insATTNA NA NA NA NA
Chr18 8370759 G T Chr18_8370759_G_TG_T SNP 21083.63 31 15 17 27 27 21 31 28 31 20 9 15 14 5 31 15 17 27 27 21 31 28 31 20 9 15 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8370759G>TNA NA NA NA NA
Chr18 8387534 TA T Chr18_8387534_TA_TTA_T INDEL 16163.59 28 15 15 27 16 23 20 13 25 19 13 5 9 8 28 15 15 27 16 23 20 13 25 19 13 5 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8387535delANA NA NA NA NA
Chr18 8387550 A C Chr18_8387550_A_CA_C SNP 16730.63 32 13 16 30 16 25 20 13 22 18 11 7 9 7 32 13 16 30 16 25 20 13 22 18 11 7 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8387550A>CNA NA NA NA NA
Chr18 8387551 C A Chr18_8387551_C_AC_A SNP 16595.63 31 13 16 30 17 25 21 13 23 18 11 7 9 7 31 13 16 30 17 25 21 13 23 18 11 7 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8387551C>ANA NA NA NA NA
Chr18 8437721 G T Chr18_8437721_G_TG_T SNP 17250.63 43 11 13 28 30 26 21 25 22 18 11 11 13 5 43 11 13 28 30 26 21 25 22 18 11 11 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8437721G>TNA NA NA NA NA
Chr18 8455559 G A Chr18_8455559_G_AG_A SNP 12196.29 30 11 20 1 0 0 0 0 18 14 25 29 13 12 30 11 20 35 20 25 29 27 18 14 25 29 13 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8455559G>ANA NA NA NA NA
Chr18 8482045 G GA Chr18_8482045_G_GAG_GA INDEL 21771.59 33 12 14 29 26 31 40 18 29 29 20 19 10 12 33 12 14 29 26 31 40 18 29 29 20 19 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11660Pp3c18_11660transcript PAC:32981215protein_codingNA c.*2921_*2922insTNA NA NA NA 2439
Chr18 8482045 G GA Chr18_8482045_G_GAG_GA INDEL 21771.59 33 12 14 29 26 31 40 18 29 29 20 19 10 12 33 12 14 29 26 31 40 18 29 29 20 19 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11660Pp3c18_11660transcript PAC:32981217protein_codingNA c.*2921_*2922insTNA NA NA NA 2473
Chr18 8482045 G GA Chr18_8482045_G_GAG_GA INDEL 21771.59 33 12 14 29 26 31 40 18 29 29 20 19 10 12 33 12 14 29 26 31 40 18 29 29 20 19 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11660Pp3c18_11660transcript PAC:32981216protein_codingNA c.*2921_*2922insTNA NA NA NA 2473
Chr18 8482045 G GA Chr18_8482045_G_GAG_GA INDEL 21771.59 33 12 14 29 26 31 40 18 29 29 20 19 10 12 33 12 14 29 26 31 40 18 29 29 20 19 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11660Pp3c18_11660transcript PAC:32981218protein_codingNA c.*3115_*3116insTNA NA NA NA 2473
Chr18 8482045 G GA Chr18_8482045_G_GAG_GA INDEL 21771.59 33 12 14 29 26 31 40 18 29 29 20 19 10 12 33 12 14 29 26 31 40 18 29 29 20 19 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8482045_8482046insANA NA NA NA NA
Chr18 8482057 C CA Chr18_8482057_C_CAC_CA INDEL 21136.59 29 13 14 28 25 31 40 17 29 30 20 18 9 10 29 13 14 28 25 31 40 17 29 30 20 18 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11660Pp3c18_11660transcript PAC:32981215protein_codingNA c.*2909_*2910insTNA NA NA NA 2427
Chr18 8482057 C CA Chr18_8482057_C_CAC_CA INDEL 21136.59 29 13 14 28 25 31 40 17 29 30 20 18 9 10 29 13 14 28 25 31 40 17 29 30 20 18 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11660Pp3c18_11660transcript PAC:32981217protein_codingNA c.*2909_*2910insTNA NA NA NA 2461
Chr18 8482057 C CA Chr18_8482057_C_CAC_CA INDEL 21136.59 29 13 14 28 25 31 40 17 29 30 20 18 9 10 29 13 14 28 25 31 40 17 29 30 20 18 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11660Pp3c18_11660transcript PAC:32981216protein_codingNA c.*2909_*2910insTNA NA NA NA 2461
Chr18 8482057 C CA Chr18_8482057_C_CAC_CA INDEL 21136.59 29 13 14 28 25 31 40 17 29 30 20 18 9 10 29 13 14 28 25 31 40 17 29 30 20 18 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11660Pp3c18_11660transcript PAC:32981218protein_codingNA c.*3103_*3104insTNA NA NA NA 2461
Chr18 8482057 C CA Chr18_8482057_C_CAC_CA INDEL 21136.59 29 13 14 28 25 31 40 17 29 30 20 18 9 10 29 13 14 28 25 31 40 17 29 30 20 18 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_11570-Pp3c18_11660Pp3c18_11570-Pp3c18_11660intergenic_regionPp3c18_11570-Pp3c18_11660NA NA n.8482057_8482058insANA NA NA NA NA
Chr18 8497269 C T Chr18_8497269_C_TC_T SNP 15244.63 23 11 10 21 19 23 24 18 10 21 17 8 9 13 23 11 10 21 19 23 24 18 10 21 17 8 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_11690Pp3c18_11690transcript PAC:32982871protein_coding 01-janv c.*36C>T NA NA NA NA 36
Chr18 8497269 C T Chr18_8497269_C_TC_T SNP 15244.63 23 11 10 21 19 23 24 18 10 21 17 8 9 13 23 11 10 21 19 23 24 18 10 21 17 8 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11670Pp3c18_11670transcript PAC:32981287protein_codingNA c.*2614C>T NA NA NA NA 2380
Chr18 8497269 C T Chr18_8497269_C_TC_T SNP 15244.63 23 11 10 21 19 23 24 18 10 21 17 8 9 13 23 11 10 21 19 23 24 18 10 21 17 8 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11690Pp3c18_11690transcript PAC:32982870protein_codingNA c.*36C>T NA NA NA NA 36
Chr18 8497269 C T Chr18_8497269_C_TC_T SNP 15244.63 23 11 10 21 19 23 24 18 10 21 17 8 9 13 23 11 10 21 19 23 24 18 10 21 17 8 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_11670Pp3c18_11670transcript PAC:32981288protein_codingNA c.*2614C>T NA NA NA NA 2400
Chr18 9037215 C CAT Chr18_9037215_C_CATC_CAT INDEL 2921.24 0 0 1 14 10 17 17 13 1 0 0 0 0 0 28 14 12 14 10 18 17 13 8 9 15 16 10 10 0 0 0 1 1 0.944 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_12270Pp3c18_12270transcript PAC:32981160protein_codingNA c.-5651_-5650insATNA NA NA NA 4188
Chr18 9037215 C CAT Chr18_9037215_C_CATC_CAT INDEL 2921.24 0 0 1 14 10 17 17 13 1 0 0 0 0 0 28 14 12 14 10 18 17 13 8 9 15 16 10 10 0 0 0 1 1 0.944 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_12210-Pp3c18_12270Pp3c18_12210-Pp3c18_12270intergenic_regionPp3c18_12210-Pp3c18_12270NA NA n.9037215_9037216insATNA NA NA NA NA
Chr18 9048190 TA T Chr18_9048190_TA_TTA_T INDEL 11617.59 24 6 9 19 8 16 24 16 17 20 7 14 7 6 24 6 9 19 8 16 24 16 17 20 7 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12280Pp3c18_12280transcript PAC:32983256protein_codingNA c.-1034delT NA NA NA NA 96
Chr18 9048190 TA T Chr18_9048190_TA_TTA_T INDEL 11617.59 24 6 9 19 8 16 24 16 17 20 7 14 7 6 24 6 9 19 8 16 24 16 17 20 7 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12300Pp3c18_12300transcript PAC:32981456protein_codingNA c.-1955delA NA NA NA NA 1123
Chr18 9048190 TA T Chr18_9048190_TA_TTA_T INDEL 11617.59 24 6 9 19 8 16 24 16 17 20 7 14 7 6 24 6 9 19 8 16 24 16 17 20 7 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12280Pp3c18_12280transcript PAC:32983257protein_codingNA c.-1034delT NA NA NA NA 150
Chr18 9048190 TA T Chr18_9048190_TA_TTA_T INDEL 11617.59 24 6 9 19 8 16 24 16 17 20 7 14 7 6 24 6 9 19 8 16 24 16 17 20 7 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12300Pp3c18_12300transcript PAC:32981457protein_codingNA c.-2053delA NA NA NA NA 1119
Chr18 9048190 TA T Chr18_9048190_TA_TTA_T INDEL 11617.59 24 6 9 19 8 16 24 16 17 20 7 14 7 6 24 6 9 19 8 16 24 16 17 20 7 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12270Pp3c18_12270transcript PAC:32981160protein_codingNA c.*4552delA NA NA NA NA 3824
Chr18 9048190 TA T Chr18_9048190_TA_TTA_T INDEL 11617.59 24 6 9 19 8 16 24 16 17 20 7 14 7 6 24 6 9 19 8 16 24 16 17 20 7 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12290Pp3c18_12290transcript PAC:32983036protein_codingNA c.*498delA NA NA NA NA 498
Chr18 9048190 TA T Chr18_9048190_TA_TTA_T INDEL 11617.59 24 6 9 19 8 16 24 16 17 20 7 14 7 6 24 6 9 19 8 16 24 16 17 20 7 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12270Pp3c18_12270transcript PAC:32981161protein_codingNA c.*4552delA NA NA NA NA 3824
Chr18 9048190 TA T Chr18_9048190_TA_TTA_T INDEL 11617.59 24 6 9 19 8 16 24 16 17 20 7 14 7 6 24 6 9 19 8 16 24 16 17 20 7 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12280-Pp3c18_12300Pp3c18_12280-Pp3c18_12300intergenic_regionPp3c18_12280-Pp3c18_12300NA NA n.9048191delANA NA NA NA NA
Chr18 9048218 AG A Chr18_9048218_AG_AAG_A INDEL 14035.59 29 10 6 18 10 12 25 15 20 18 7 14 8 5 29 10 6 18 10 12 25 15 20 18 7 14 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12280Pp3c18_12280transcript PAC:32983256protein_codingNA c.-1062delC NA NA NA NA 124
Chr18 9048218 AG A Chr18_9048218_AG_AAG_A INDEL 14035.59 29 10 6 18 10 12 25 15 20 18 7 14 8 5 29 10 6 18 10 12 25 15 20 18 7 14 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12300Pp3c18_12300transcript PAC:32981456protein_codingNA c.-1927delG NA NA NA NA 1095
Chr18 9048218 AG A Chr18_9048218_AG_AAG_A INDEL 14035.59 29 10 6 18 10 12 25 15 20 18 7 14 8 5 29 10 6 18 10 12 25 15 20 18 7 14 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12280Pp3c18_12280transcript PAC:32983257protein_codingNA c.-1062delC NA NA NA NA 178
Chr18 9048218 AG A Chr18_9048218_AG_AAG_A INDEL 14035.59 29 10 6 18 10 12 25 15 20 18 7 14 8 5 29 10 6 18 10 12 25 15 20 18 7 14 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12300Pp3c18_12300transcript PAC:32981457protein_codingNA c.-2025delG NA NA NA NA 1091
Chr18 9048218 AG A Chr18_9048218_AG_AAG_A INDEL 14035.59 29 10 6 18 10 12 25 15 20 18 7 14 8 5 29 10 6 18 10 12 25 15 20 18 7 14 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12270Pp3c18_12270transcript PAC:32981160protein_codingNA c.*4580delG NA NA NA NA 3852
Chr18 9048218 AG A Chr18_9048218_AG_AAG_A INDEL 14035.59 29 10 6 18 10 12 25 15 20 18 7 14 8 5 29 10 6 18 10 12 25 15 20 18 7 14 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12290Pp3c18_12290transcript PAC:32983036protein_codingNA c.*526delG NA NA NA NA 526
Chr18 9048218 AG A Chr18_9048218_AG_AAG_A INDEL 14035.59 29 10 6 18 10 12 25 15 20 18 7 14 8 5 29 10 6 18 10 12 25 15 20 18 7 14 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12270Pp3c18_12270transcript PAC:32981161protein_codingNA c.*4580delG NA NA NA NA 3852
Chr18 9048218 AG A Chr18_9048218_AG_AAG_A INDEL 14035.59 29 10 6 18 10 12 25 15 20 18 7 14 8 5 29 10 6 18 10 12 25 15 20 18 7 14 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12280-Pp3c18_12300Pp3c18_12280-Pp3c18_12300intergenic_regionPp3c18_12280-Pp3c18_12300NA NA n.9048219delGNA NA NA NA NA
Chr18 9048226 A G Chr18_9048226_A_GA_G SNP 14559.63 32 10 7 19 10 13 26 17 20 19 7 14 7 5 32 10 7 19 10 13 26 17 20 19 7 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12280Pp3c18_12280transcript PAC:32983256protein_codingNA c.-1069T>C NA NA NA NA 131
Chr18 9048226 A G Chr18_9048226_A_GA_G SNP 14559.63 32 10 7 19 10 13 26 17 20 19 7 14 7 5 32 10 7 19 10 13 26 17 20 19 7 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12300Pp3c18_12300transcript PAC:32981456protein_codingNA c.-1920A>G NA NA NA NA 1088
Chr18 9048226 A G Chr18_9048226_A_GA_G SNP 14559.63 32 10 7 19 10 13 26 17 20 19 7 14 7 5 32 10 7 19 10 13 26 17 20 19 7 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12280Pp3c18_12280transcript PAC:32983257protein_codingNA c.-1069T>C NA NA NA NA 185
Chr18 9048226 A G Chr18_9048226_A_GA_G SNP 14559.63 32 10 7 19 10 13 26 17 20 19 7 14 7 5 32 10 7 19 10 13 26 17 20 19 7 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12300Pp3c18_12300transcript PAC:32981457protein_codingNA c.-2018A>G NA NA NA NA 1084
Chr18 9048226 A G Chr18_9048226_A_GA_G SNP 14559.63 32 10 7 19 10 13 26 17 20 19 7 14 7 5 32 10 7 19 10 13 26 17 20 19 7 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12270Pp3c18_12270transcript PAC:32981160protein_codingNA c.*4587A>G NA NA NA NA 3859
Chr18 9048226 A G Chr18_9048226_A_GA_G SNP 14559.63 32 10 7 19 10 13 26 17 20 19 7 14 7 5 32 10 7 19 10 13 26 17 20 19 7 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12290Pp3c18_12290transcript PAC:32983036protein_codingNA c.*533A>G NA NA NA NA 533
Chr18 9048226 A G Chr18_9048226_A_GA_G SNP 14559.63 32 10 7 19 10 13 26 17 20 19 7 14 7 5 32 10 7 19 10 13 26 17 20 19 7 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12270Pp3c18_12270transcript PAC:32981161protein_codingNA c.*4587A>G NA NA NA NA 3859
Chr18 9048226 A G Chr18_9048226_A_GA_G SNP 14559.63 32 10 7 19 10 13 26 17 20 19 7 14 7 5 32 10 7 19 10 13 26 17 20 19 7 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12280-Pp3c18_12300Pp3c18_12280-Pp3c18_12300intergenic_regionPp3c18_12280-Pp3c18_12300NA NA n.9048226A>GNA NA NA NA NA
Chr18 9048232 G A Chr18_9048232_G_AG_A SNP 14495.63 32 10 8 22 10 14 26 17 21 19 7 15 7 6 32 10 8 22 10 14 26 17 21 19 7 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12280Pp3c18_12280transcript PAC:32983256protein_codingNA c.-1075C>T NA NA NA NA 137
Chr18 9048232 G A Chr18_9048232_G_AG_A SNP 14495.63 32 10 8 22 10 14 26 17 21 19 7 15 7 6 32 10 8 22 10 14 26 17 21 19 7 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12300Pp3c18_12300transcript PAC:32981456protein_codingNA c.-1914G>A NA NA NA NA 1082
Chr18 9048232 G A Chr18_9048232_G_AG_A SNP 14495.63 32 10 8 22 10 14 26 17 21 19 7 15 7 6 32 10 8 22 10 14 26 17 21 19 7 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12280Pp3c18_12280transcript PAC:32983257protein_codingNA c.-1075C>T NA NA NA NA 191
Chr18 9048232 G A Chr18_9048232_G_AG_A SNP 14495.63 32 10 8 22 10 14 26 17 21 19 7 15 7 6 32 10 8 22 10 14 26 17 21 19 7 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_12300Pp3c18_12300transcript PAC:32981457protein_codingNA c.-2012G>A NA NA NA NA 1078
Chr18 9048232 G A Chr18_9048232_G_AG_A SNP 14495.63 32 10 8 22 10 14 26 17 21 19 7 15 7 6 32 10 8 22 10 14 26 17 21 19 7 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12270Pp3c18_12270transcript PAC:32981160protein_codingNA c.*4593G>A NA NA NA NA 3865
Chr18 9048232 G A Chr18_9048232_G_AG_A SNP 14495.63 32 10 8 22 10 14 26 17 21 19 7 15 7 6 32 10 8 22 10 14 26 17 21 19 7 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12290Pp3c18_12290transcript PAC:32983036protein_codingNA c.*539G>A NA NA NA NA 539
Chr18 9048232 G A Chr18_9048232_G_AG_A SNP 14495.63 32 10 8 22 10 14 26 17 21 19 7 15 7 6 32 10 8 22 10 14 26 17 21 19 7 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12270Pp3c18_12270transcript PAC:32981161protein_codingNA c.*4593G>A NA NA NA NA 3865
Chr18 9048232 G A Chr18_9048232_G_AG_A SNP 14495.63 32 10 8 22 10 14 26 17 21 19 7 15 7 6 32 10 8 22 10 14 26 17 21 19 7 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12280-Pp3c18_12300Pp3c18_12280-Pp3c18_12300intergenic_regionPp3c18_12280-Pp3c18_12300NA NA n.9048232G>ANA NA NA NA NA
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981182protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981187protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981188protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981183protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981184protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981185protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981186protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981189protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981191protein_codingNA c.*5689C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981192protein_codingNA c.*5689C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981193protein_codingNA c.*5689C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981194protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981195protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981196protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981197protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981198protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12360Pp3c18_12360transcript PAC:32981199protein_codingNA c.*5621C>G NA NA NA NA 4483
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_12340Pp3c18_12340transcript PAC:32983160protein_coding juin-16 c.908+29C>GNA NA NA NA NA
Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_12340Pp3c18_12340transcript PAC:32983161protein_coding juin-17 c.908+29C>GNA NA NA NA NA



Chr18 9082495 G C Chr18_9082495_G_CG_C SNP 17808.63 23 16 9 18 16 15 30 14 24 18 8 19 11 12 23 16 9 18 16 15 30 14 24 18 8 19 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_12340Pp3c18_12340transcript PAC:32983162protein_coding juin-17 c.908+29C>GNA NA NA NA NA
Chr18 9210319 G T Chr18_9210319_G_TG_T SNP 15532.63 24 9 12 27 21 15 29 16 18 13 14 5 13 11 24 9 12 27 21 15 29 16 18 13 14 5 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982344protein_codingNA c.*4622G>T NA NA NA NA 4084
Chr18 9210319 G T Chr18_9210319_G_TG_T SNP 15532.63 24 9 12 27 21 15 29 16 18 13 14 5 13 11 24 9 12 27 21 15 29 16 18 13 14 5 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982346protein_codingNA c.*4622G>T NA NA NA NA 4084
Chr18 9210319 G T Chr18_9210319_G_TG_T SNP 15532.63 24 9 12 27 21 15 29 16 18 13 14 5 13 11 24 9 12 27 21 15 29 16 18 13 14 5 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982345protein_codingNA c.*4622G>T NA NA NA NA 4309
Chr18 9210319 G T Chr18_9210319_G_TG_T SNP 15532.63 24 9 12 27 21 15 29 16 18 13 14 5 13 11 24 9 12 27 21 15 29 16 18 13 14 5 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12500-Pp3c18_12510Pp3c18_12500-Pp3c18_12510intergenic_regionPp3c18_12500-Pp3c18_12510NA NA n.9210319G>TNA NA NA NA NA
Chr18 9210329 C CT Chr18_9210329_C_CTC_CT INDEL 12645.59 24 8 13 24 19 15 28 14 17 15 12 5 11 10 24 8 13 24 19 15 28 14 17 15 12 5 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982344protein_codingNA c.*4632_*4633insTNA NA NA NA 4095
Chr18 9210329 C CT Chr18_9210329_C_CTC_CT INDEL 12645.59 24 8 13 24 19 15 28 14 17 15 12 5 11 10 24 8 13 24 19 15 28 14 17 15 12 5 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982346protein_codingNA c.*4632_*4633insTNA NA NA NA 4095
Chr18 9210329 C CT Chr18_9210329_C_CTC_CT INDEL 12645.59 24 8 13 24 19 15 28 14 17 15 12 5 11 10 24 8 13 24 19 15 28 14 17 15 12 5 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982345protein_codingNA c.*4632_*4633insTNA NA NA NA 4320
Chr18 9210329 C CT Chr18_9210329_C_CTC_CT INDEL 12645.59 24 8 13 24 19 15 28 14 17 15 12 5 11 10 24 8 13 24 19 15 28 14 17 15 12 5 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12500-Pp3c18_12510Pp3c18_12500-Pp3c18_12510intergenic_regionPp3c18_12500-Pp3c18_12510NA NA n.9210329_9210330insTNA NA NA NA NA
Chr18 9210341 C CG Chr18_9210341_C_CGC_CG INDEL 15716.59 18 9 13 20 18 15 30 14 16 12 12 5 10 10 18 9 13 20 18 15 30 14 16 12 12 5 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982344protein_codingNA c.*4644_*4645insGNA NA NA NA 4107
Chr18 9210341 C CG Chr18_9210341_C_CGC_CG INDEL 15716.59 18 9 13 20 18 15 30 14 16 12 12 5 10 10 18 9 13 20 18 15 30 14 16 12 12 5 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982346protein_codingNA c.*4644_*4645insGNA NA NA NA 4107
Chr18 9210341 C CG Chr18_9210341_C_CGC_CG INDEL 15716.59 18 9 13 20 18 15 30 14 16 12 12 5 10 10 18 9 13 20 18 15 30 14 16 12 12 5 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982345protein_codingNA c.*4644_*4645insGNA NA NA NA 4332
Chr18 9210341 C CG Chr18_9210341_C_CGC_CG INDEL 15716.59 18 9 13 20 18 15 30 14 16 12 12 5 10 10 18 9 13 20 18 15 30 14 16 12 12 5 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12500-Pp3c18_12510Pp3c18_12500-Pp3c18_12510intergenic_regionPp3c18_12500-Pp3c18_12510NA NA n.9210341_9210342insGNA NA NA NA NA
Chr18 9210342 A AG Chr18_9210342_A_AGA_AG INDEL 15851.59 17 9 13 20 17 15 31 14 17 12 12 5 10 9 17 9 13 20 17 15 31 14 17 12 12 5 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982344protein_codingNA c.*4645_*4646insGNA NA NA NA 4108
Chr18 9210342 A AG Chr18_9210342_A_AGA_AG INDEL 15851.59 17 9 13 20 17 15 31 14 17 12 12 5 10 9 17 9 13 20 17 15 31 14 17 12 12 5 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982346protein_codingNA c.*4645_*4646insGNA NA NA NA 4108
Chr18 9210342 A AG Chr18_9210342_A_AGA_AG INDEL 15851.59 17 9 13 20 17 15 31 14 17 12 12 5 10 9 17 9 13 20 17 15 31 14 17 12 12 5 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982345protein_codingNA c.*4645_*4646insGNA NA NA NA 4333
Chr18 9210342 A AG Chr18_9210342_A_AGA_AG INDEL 15851.59 17 9 13 20 17 15 31 14 17 12 12 5 10 9 17 9 13 20 17 15 31 14 17 12 12 5 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12500-Pp3c18_12510Pp3c18_12500-Pp3c18_12510intergenic_regionPp3c18_12500-Pp3c18_12510NA NA n.9210342_9210343insGNA NA NA NA NA
Chr18 9210349 G A Chr18_9210349_G_AG_A SNP 15850.63 18 11 11 20 19 12 26 15 18 15 13 6 11 9 18 11 11 20 19 12 26 15 18 15 13 6 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982344protein_codingNA c.*4652G>A NA NA NA NA 4114
Chr18 9210349 G A Chr18_9210349_G_AG_A SNP 15850.63 18 11 11 20 19 12 26 15 18 15 13 6 11 9 18 11 11 20 19 12 26 15 18 15 13 6 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982346protein_codingNA c.*4652G>A NA NA NA NA 4114
Chr18 9210349 G A Chr18_9210349_G_AG_A SNP 15850.63 18 11 11 20 19 12 26 15 18 15 13 6 11 9 18 11 11 20 19 12 26 15 18 15 13 6 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982345protein_codingNA c.*4652G>A NA NA NA NA 4339
Chr18 9210349 G A Chr18_9210349_G_AG_A SNP 15850.63 18 11 11 20 19 12 26 15 18 15 13 6 11 9 18 11 11 20 19 12 26 15 18 15 13 6 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12500-Pp3c18_12510Pp3c18_12500-Pp3c18_12510intergenic_regionPp3c18_12500-Pp3c18_12510NA NA n.9210349G>ANA NA NA NA NA
Chr18 9210350 T A Chr18_9210350_T_AT_A SNP 15625.63 18 11 11 21 19 12 26 15 18 15 13 6 11 9 18 11 11 21 19 12 26 15 18 15 13 6 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982344protein_codingNA c.*4653T>A NA NA NA NA 4115
Chr18 9210350 T A Chr18_9210350_T_AT_A SNP 15625.63 18 11 11 21 19 12 26 15 18 15 13 6 11 9 18 11 11 21 19 12 26 15 18 15 13 6 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982346protein_codingNA c.*4653T>A NA NA NA NA 4115
Chr18 9210350 T A Chr18_9210350_T_AT_A SNP 15625.63 18 11 11 21 19 12 26 15 18 15 13 6 11 9 18 11 11 21 19 12 26 15 18 15 13 6 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12500Pp3c18_12500transcript PAC:32982345protein_codingNA c.*4653T>A NA NA NA NA 4340
Chr18 9210350 T A Chr18_9210350_T_AT_A SNP 15625.63 18 11 11 21 19 12 26 15 18 15 13 6 11 9 18 11 11 21 19 12 26 15 18 15 13 6 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12500-Pp3c18_12510Pp3c18_12500-Pp3c18_12510intergenic_regionPp3c18_12500-Pp3c18_12510NA NA n.9210350T>ANA NA NA NA NA
Chr18 9386241 T TAA Chr18_9386241_T_TAAT_TAA INDEL 14492.59 21 10 8 16 12 28 30 16 22 17 15 9 9 4 21 10 8 16 12 28 30 16 22 17 15 9 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12811Pp3c18_12811transcript PAC:32982125protein_codingNA c.*3558_*3559insAANA NA NA NA 2958
Chr18 9386241 T TAA Chr18_9386241_T_TAAT_TAA INDEL 14492.59 21 10 8 16 12 28 30 16 22 17 15 9 9 4 21 10 8 16 12 28 30 16 22 17 15 9 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12811-Pp3c18_12840Pp3c18_12811-Pp3c18_12840intergenic_regionPp3c18_12811-Pp3c18_12840NA NA n.9386241_9386242insAANA NA NA NA NA
Chr18 9386249 A T Chr18_9386249_A_TA_T SNP 14612.63 23 10 8 15 13 28 30 19 23 17 14 9 9 4 23 10 8 15 13 28 30 19 23 17 14 9 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12811Pp3c18_12811transcript PAC:32982125protein_codingNA c.*3566A>T NA NA NA NA 2965
Chr18 9386249 A T Chr18_9386249_A_TA_T SNP 14612.63 23 10 8 15 13 28 30 19 23 17 14 9 9 4 23 10 8 15 13 28 30 19 23 17 14 9 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12811-Pp3c18_12840Pp3c18_12811-Pp3c18_12840intergenic_regionPp3c18_12811-Pp3c18_12840NA NA n.9386249A>TNA NA NA NA NA
Chr18 9386252 T A Chr18_9386252_T_AT_A SNP 14732.63 23 10 8 15 12 28 29 19 23 17 13 9 9 4 23 10 8 15 12 28 29 19 23 17 13 9 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12811Pp3c18_12811transcript PAC:32982125protein_codingNA c.*3569T>A NA NA NA NA 2968
Chr18 9386252 T A Chr18_9386252_T_AT_A SNP 14732.63 23 10 8 15 12 28 29 19 23 17 13 9 9 4 23 10 8 15 12 28 29 19 23 17 13 9 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12811-Pp3c18_12840Pp3c18_12811-Pp3c18_12840intergenic_regionPp3c18_12811-Pp3c18_12840NA NA n.9386252T>ANA NA NA NA NA
Chr18 9386260 T A Chr18_9386260_T_AT_A SNP 13947.63 22 8 7 15 12 26 27 18 22 16 14 9 9 4 22 8 7 15 12 26 27 18 22 16 14 9 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_12811Pp3c18_12811transcript PAC:32982125protein_codingNA c.*3577T>A NA NA NA NA 2976
Chr18 9386260 T A Chr18_9386260_T_AT_A SNP 13947.63 22 8 7 15 12 26 27 18 22 16 14 9 9 4 22 8 7 15 12 26 27 18 22 16 14 9 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12811-Pp3c18_12840Pp3c18_12811-Pp3c18_12840intergenic_regionPp3c18_12811-Pp3c18_12840NA NA n.9386260T>ANA NA NA NA NA
Chr18 9393741 G GT Chr18_9393741_G_GTG_GT INDEL 15908.59 24 17 17 28 15 20 24 31 33 27 15 16 9 8 24 17 17 28 15 20 24 31 33 27 15 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12811-Pp3c18_12840Pp3c18_12811-Pp3c18_12840intergenic_regionPp3c18_12811-Pp3c18_12840NA NA n.9393741_9393742insTNA NA NA NA NA
Chr18 9398105 G T Chr18_9398105_G_TG_T SNP 15683.63 23 10 12 14 25 24 26 16 12 20 10 14 10 8 23 10 12 14 25 24 26 16 12 20 10 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_12811-Pp3c18_12840Pp3c18_12811-Pp3c18_12840intergenic_regionPp3c18_12811-Pp3c18_12840NA NA n.9398105G>TNA NA NA NA NA
Chr18 9469814 TTATATATATATATATATATATAT Chr18_9469814_TTATATATATATATATATATATA_TTTATATATATATATATATATATA_TINDEL 2568.35 30 14 15 0 0 0 0 0 0 0 0 0 0 0 30 14 15 22 17 30 22 23 21 14 4 10 8 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c18_12970Pp3c18_12970transcript PAC:32982384protein_codingNA c.*1755_*1776delTATATATATATATATATATATANA NA NA NA 1221
Chr18 9469814 TTATATATATATATATATATATAT Chr18_9469814_TTATATATATATATATATATATA_TTTATATATATATATATATATATA_TINDEL 2568.35 30 14 15 0 0 0 0 0 0 0 0 0 0 0 30 14 15 22 17 30 22 23 21 14 4 10 8 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c18_12970Pp3c18_12970transcript PAC:32982385protein_codingNA c.*1755_*1776delTATATATATATATATATATATANA NA NA NA 1218
Chr18 9469814 TTATATATATATATATATATATAT Chr18_9469814_TTATATATATATATATATATATA_TTTATATATATATATATATATATA_TINDEL 2568.35 30 14 15 0 0 0 0 0 0 0 0 0 0 0 30 14 15 22 17 30 22 23 21 14 4 10 8 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c18_12970Pp3c18_12970transcript PAC:32982386protein_codingNA c.*1755_*1776delTATATATATATATATATATATANA NA NA NA 1218
Chr18 9469814 TTATATATATATATATATATATAT Chr18_9469814_TTATATATATATATATATATATA_TTTATATATATATATATATATATA_TINDEL 2568.35 30 14 15 0 0 0 0 0 0 0 0 0 0 0 30 14 15 22 17 30 22 23 21 14 4 10 8 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c18_12970-Pp3c18_12990Pp3c18_12970-Pp3c18_12990intergenic_regionPp3c18_12970-Pp3c18_12990NA NA n.9469815_9469836delTATATATATATATATATATATANA NA NA NA NA
Chr18 9623874 C A Chr18_9623874_C_AC_A SNP 5505.29 0 0 0 19 20 26 35 10 0 0 0 0 0 0 25 15 13 19 20 26 35 10 23 21 13 19 9 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_13230Pp3c18_13230transcript PAC:32982653protein_codingNA c.-4094G>T NA NA NA NA 3435
Chr18 9623874 C A Chr18_9623874_C_AC_A SNP 5505.29 0 0 0 19 20 26 35 10 0 0 0 0 0 0 25 15 13 19 20 26 35 10 23 21 13 19 9 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_13230Pp3c18_13230transcript PAC:32982654protein_codingNA c.-4094G>T NA NA NA NA 3407
Chr18 9623874 C A Chr18_9623874_C_AC_A SNP 5505.29 0 0 0 19 20 26 35 10 0 0 0 0 0 0 25 15 13 19 20 26 35 10 23 21 13 19 9 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_13230Pp3c18_13230transcript PAC:32982655protein_codingNA c.-4094G>T NA NA NA NA 3407
Chr18 9623874 C A Chr18_9623874_C_AC_A SNP 5505.29 0 0 0 19 20 26 35 10 0 0 0 0 0 0 25 15 13 19 20 26 35 10 23 21 13 19 9 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_13230Pp3c18_13230transcript PAC:32982656protein_codingNA c.-4094G>T NA NA NA NA 3407
Chr18 9623874 C A Chr18_9623874_C_AC_A SNP 5505.29 0 0 0 19 20 26 35 10 0 0 0 0 0 0 25 15 13 19 20 26 35 10 23 21 13 19 9 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_13230-Pp3c18_13290Pp3c18_13230-Pp3c18_13290intergenic_regionPp3c18_13230-Pp3c18_13290NA NA n.9623874C>ANA NA NA NA NA
Chr18 9681470 G GGAATATT Chr18_9681470_G_GGAATATTG_GGAATATTINDEL 16509.59 25 11 10 14 14 28 21 21 20 27 11 13 10 7 25 11 10 14 14 28 21 21 20 27 11 13 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3912_*3913insGAATATTNA NA NA NA 3913
Chr18 9681470 G GGAATATT Chr18_9681470_G_GGAATATTG_GGAATATTINDEL 16509.59 25 11 10 14 14 28 21 21 20 27 11 13 10 7 25 11 10 14 14 28 21 21 20 27 11 13 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3420_*3421insGAATATTNA NA NA NA 3421
Chr18 9681470 G GGAATATT Chr18_9681470_G_GGAATATTG_GGAATATTINDEL 16509.59 25 11 10 14 14 28 21 21 20 27 11 13 10 7 25 11 10 14 14 28 21 21 20 27 11 13 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2890_*2891insGAATATTNA NA NA NA 2891
Chr18 9681470 G GGAATATT Chr18_9681470_G_GGAATATTG_GGAATATTINDEL 16509.59 25 11 10 14 14 28 21 21 20 27 11 13 10 7 25 11 10 14 14 28 21 21 20 27 11 13 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3912_*3913insGAATATTNA NA NA NA 3913
Chr18 9681470 G GGAATATT Chr18_9681470_G_GGAATATTG_GGAATATTINDEL 16509.59 25 11 10 14 14 28 21 21 20 27 11 13 10 7 25 11 10 14 14 28 21 21 20 27 11 13 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681470_9681471insGAATATTNA NA NA NA NA
Chr18 9681471 C G Chr18_9681471_C_GC_G SNP 16563.63 25 12 10 14 13 28 20 20 18 27 12 14 10 7 25 12 10 14 13 28 20 20 18 27 12 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3913C>G NA NA NA NA 3913
Chr18 9681471 C G Chr18_9681471_C_GC_G SNP 16563.63 25 12 10 14 13 28 20 20 18 27 12 14 10 7 25 12 10 14 13 28 20 20 18 27 12 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3421C>G NA NA NA NA 3421
Chr18 9681471 C G Chr18_9681471_C_GC_G SNP 16563.63 25 12 10 14 13 28 20 20 18 27 12 14 10 7 25 12 10 14 13 28 20 20 18 27 12 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2891C>G NA NA NA NA 2891
Chr18 9681471 C G Chr18_9681471_C_GC_G SNP 16563.63 25 12 10 14 13 28 20 20 18 27 12 14 10 7 25 12 10 14 13 28 20 20 18 27 12 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3913C>G NA NA NA NA 3913
Chr18 9681471 C G Chr18_9681471_C_GC_G SNP 16563.63 25 12 10 14 13 28 20 20 18 27 12 14 10 7 25 12 10 14 13 28 20 20 18 27 12 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681471C>GNA NA NA NA NA
Chr18 9681475 GC G Chr18_9681475_GC_GGC_G INDEL 16256.59 26 12 10 10 13 30 20 18 17 28 13 14 10 8 26 12 10 10 13 30 20 18 17 28 13 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3918delC NA NA NA NA 3918
Chr18 9681475 GC G Chr18_9681475_GC_GGC_G INDEL 16256.59 26 12 10 10 13 30 20 18 17 28 13 14 10 8 26 12 10 10 13 30 20 18 17 28 13 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3426delC NA NA NA NA 3426
Chr18 9681475 GC G Chr18_9681475_GC_GGC_G INDEL 16256.59 26 12 10 10 13 30 20 18 17 28 13 14 10 8 26 12 10 10 13 30 20 18 17 28 13 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2896delC NA NA NA NA 2896
Chr18 9681475 GC G Chr18_9681475_GC_GGC_G INDEL 16256.59 26 12 10 10 13 30 20 18 17 28 13 14 10 8 26 12 10 10 13 30 20 18 17 28 13 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3918delC NA NA NA NA 3918
Chr18 9681475 GC G Chr18_9681475_GC_GGC_G INDEL 16256.59 26 12 10 10 13 30 20 18 17 28 13 14 10 8 26 12 10 10 13 30 20 18 17 28 13 14 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681476delCNA NA NA NA NA
Chr18 9681479 T TC Chr18_9681479_T_TCT_TC INDEL 15986.59 27 13 9 9 13 29 20 17 15 27 11 12 11 8 27 13 9 9 13 29 20 17 15 27 11 12 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3921_*3922insCNA NA NA NA 3922
Chr18 9681479 T TC Chr18_9681479_T_TCT_TC INDEL 15986.59 27 13 9 9 13 29 20 17 15 27 11 12 11 8 27 13 9 9 13 29 20 17 15 27 11 12 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3429_*3430insCNA NA NA NA 3430
Chr18 9681479 T TC Chr18_9681479_T_TCT_TC INDEL 15986.59 27 13 9 9 13 29 20 17 15 27 11 12 11 8 27 13 9 9 13 29 20 17 15 27 11 12 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2899_*2900insCNA NA NA NA 2900
Chr18 9681479 T TC Chr18_9681479_T_TCT_TC INDEL 15986.59 27 13 9 9 13 29 20 17 15 27 11 12 11 8 27 13 9 9 13 29 20 17 15 27 11 12 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3921_*3922insCNA NA NA NA 3922
Chr18 9681479 T TC Chr18_9681479_T_TCT_TC INDEL 15986.59 27 13 9 9 13 29 20 17 15 27 11 12 11 8 27 13 9 9 13 29 20 17 15 27 11 12 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681479_9681480insCNA NA NA NA NA
Chr18 9681481 T C Chr18_9681481_T_CT_C SNP 15590.63 27 13 9 10 13 29 19 17 16 27 12 12 12 9 27 13 9 10 13 29 19 17 16 27 12 12 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3923T>C NA NA NA NA 3923
Chr18 9681481 T C Chr18_9681481_T_CT_C SNP 15590.63 27 13 9 10 13 29 19 17 16 27 12 12 12 9 27 13 9 10 13 29 19 17 16 27 12 12 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3431T>C NA NA NA NA 3431
Chr18 9681481 T C Chr18_9681481_T_CT_C SNP 15590.63 27 13 9 10 13 29 19 17 16 27 12 12 12 9 27 13 9 10 13 29 19 17 16 27 12 12 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2901T>C NA NA NA NA 2901
Chr18 9681481 T C Chr18_9681481_T_CT_C SNP 15590.63 27 13 9 10 13 29 19 17 16 27 12 12 12 9 27 13 9 10 13 29 19 17 16 27 12 12 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3923T>C NA NA NA NA 3923
Chr18 9681481 T C Chr18_9681481_T_CT_C SNP 15590.63 27 13 9 10 13 29 19 17 16 27 12 12 12 9 27 13 9 10 13 29 19 17 16 27 12 12 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681481T>CNA NA NA NA NA
Chr18 9681482 TG T Chr18_9681482_TG_TTG_T INDEL 15626.59 27 13 9 9 13 29 19 17 16 26 12 13 12 9 27 13 9 9 13 29 19 17 16 26 12 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3925delG NA NA NA NA 3925
Chr18 9681482 TG T Chr18_9681482_TG_TTG_T INDEL 15626.59 27 13 9 9 13 29 19 17 16 26 12 13 12 9 27 13 9 9 13 29 19 17 16 26 12 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3433delG NA NA NA NA 3433
Chr18 9681482 TG T Chr18_9681482_TG_TTG_T INDEL 15626.59 27 13 9 9 13 29 19 17 16 26 12 13 12 9 27 13 9 9 13 29 19 17 16 26 12 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2903delG NA NA NA NA 2903
Chr18 9681482 TG T Chr18_9681482_TG_TTG_T INDEL 15626.59 27 13 9 9 13 29 19 17 16 26 12 13 12 9 27 13 9 9 13 29 19 17 16 26 12 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3925delG NA NA NA NA 3925
Chr18 9681482 TG T Chr18_9681482_TG_TTG_T INDEL 15626.59 27 13 9 9 13 29 19 17 16 26 12 13 12 9 27 13 9 9 13 29 19 17 16 26 12 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681483delGNA NA NA NA NA
Chr18 9681487 C G Chr18_9681487_C_GC_G SNP 15590.63 27 13 8 7 14 27 19 17 15 27 14 13 11 9 27 13 8 7 14 27 19 17 15 27 14 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3929C>G NA NA NA NA 3929
Chr18 9681487 C G Chr18_9681487_C_GC_G SNP 15590.63 27 13 8 7 14 27 19 17 15 27 14 13 11 9 27 13 8 7 14 27 19 17 15 27 14 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3437C>G NA NA NA NA 3437
Chr18 9681487 C G Chr18_9681487_C_GC_G SNP 15590.63 27 13 8 7 14 27 19 17 15 27 14 13 11 9 27 13 8 7 14 27 19 17 15 27 14 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2907C>G NA NA NA NA 2907
Chr18 9681487 C G Chr18_9681487_C_GC_G SNP 15590.63 27 13 8 7 14 27 19 17 15 27 14 13 11 9 27 13 8 7 14 27 19 17 15 27 14 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3929C>G NA NA NA NA 3929
Chr18 9681487 C G Chr18_9681487_C_GC_G SNP 15590.63 27 13 8 7 14 27 19 17 15 27 14 13 11 9 27 13 8 7 14 27 19 17 15 27 14 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681487C>GNA NA NA NA NA
Chr18 9681490 AGG A Chr18_9681490_AGG_AAGG_A INDEL 15716.59 27 13 8 7 14 28 18 17 15 28 16 13 11 9 27 13 8 7 14 28 18 17 15 28 16 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3933_*3934delGGNA NA NA NA 3933
Chr18 9681490 AGG A Chr18_9681490_AGG_AAGG_A INDEL 15716.59 27 13 8 7 14 28 18 17 15 28 16 13 11 9 27 13 8 7 14 28 18 17 15 28 16 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3441_*3442delGGNA NA NA NA 3441
Chr18 9681490 AGG A Chr18_9681490_AGG_AAGG_A INDEL 15716.59 27 13 8 7 14 28 18 17 15 28 16 13 11 9 27 13 8 7 14 28 18 17 15 28 16 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2911_*2912delGGNA NA NA NA 2911
Chr18 9681490 AGG A Chr18_9681490_AGG_AAGG_A INDEL 15716.59 27 13 8 7 14 28 18 17 15 28 16 13 11 9 27 13 8 7 14 28 18 17 15 28 16 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3933_*3934delGGNA NA NA NA 3933
Chr18 9681490 AGG A Chr18_9681490_AGG_AAGG_A INDEL 15716.59 27 13 8 7 14 28 18 17 15 28 16 13 11 9 27 13 8 7 14 28 18 17 15 28 16 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681491_9681492delGGNA NA NA NA NA
Chr18 9681496 G C Chr18_9681496_G_CG_C SNP 15680.63 27 14 8 8 13 27 17 18 15 28 16 13 10 10 27 14 8 8 13 27 17 18 15 28 16 13 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3938G>C NA NA NA NA 3938
Chr18 9681496 G C Chr18_9681496_G_CG_C SNP 15680.63 27 14 8 8 13 27 17 18 15 28 16 13 10 10 27 14 8 8 13 27 17 18 15 28 16 13 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3446G>C NA NA NA NA 3446
Chr18 9681496 G C Chr18_9681496_G_CG_C SNP 15680.63 27 14 8 8 13 27 17 18 15 28 16 13 10 10 27 14 8 8 13 27 17 18 15 28 16 13 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2916G>C NA NA NA NA 2916
Chr18 9681496 G C Chr18_9681496_G_CG_C SNP 15680.63 27 14 8 8 13 27 17 18 15 28 16 13 10 10 27 14 8 8 13 27 17 18 15 28 16 13 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3938G>C NA NA NA NA 3938
Chr18 9681496 G C Chr18_9681496_G_CG_C SNP 15680.63 27 14 8 8 13 27 17 18 15 28 16 13 10 10 27 14 8 8 13 27 17 18 15 28 16 13 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681496G>CNA NA NA NA NA
Chr18 9681498 TTA T Chr18_9681498_TTA_TTTA_T INDEL 15716.59 27 14 8 9 12 26 18 19 16 28 16 13 9 10 27 14 8 9 12 26 18 19 16 28 16 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3941_*3942delTANA NA NA NA 3941
Chr18 9681498 TTA T Chr18_9681498_TTA_TTTA_T INDEL 15716.59 27 14 8 9 12 26 18 19 16 28 16 13 9 10 27 14 8 9 12 26 18 19 16 28 16 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3449_*3450delTANA NA NA NA 3449
Chr18 9681498 TTA T Chr18_9681498_TTA_TTTA_T INDEL 15716.59 27 14 8 9 12 26 18 19 16 28 16 13 9 10 27 14 8 9 12 26 18 19 16 28 16 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2919_*2920delTANA NA NA NA 2919
Chr18 9681498 TTA T Chr18_9681498_TTA_TTTA_T INDEL 15716.59 27 14 8 9 12 26 18 19 16 28 16 13 9 10 27 14 8 9 12 26 18 19 16 28 16 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3941_*3942delTANA NA NA NA 3941
Chr18 9681498 TTA T Chr18_9681498_TTA_TTTA_T INDEL 15716.59 27 14 8 9 12 26 18 19 16 28 16 13 9 10 27 14 8 9 12 26 18 19 16 28 16 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681499_9681500delTANA NA NA NA NA
Chr18 9681503 T TCGA Chr18_9681503_T_TCGAT_TCGA INDEL 16346.59 27 14 9 9 12 26 19 19 15 26 17 14 10 10 27 14 9 9 12 26 19 19 15 26 17 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3945_*3946insCGANA NA NA NA 3946
Chr18 9681503 T TCGA Chr18_9681503_T_TCGAT_TCGA INDEL 16346.59 27 14 9 9 12 26 19 19 15 26 17 14 10 10 27 14 9 9 12 26 19 19 15 26 17 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3453_*3454insCGANA NA NA NA 3454
Chr18 9681503 T TCGA Chr18_9681503_T_TCGAT_TCGA INDEL 16346.59 27 14 9 9 12 26 19 19 15 26 17 14 10 10 27 14 9 9 12 26 19 19 15 26 17 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2923_*2924insCGANA NA NA NA 2924
Chr18 9681503 T TCGA Chr18_9681503_T_TCGAT_TCGA INDEL 16346.59 27 14 9 9 12 26 19 19 15 26 17 14 10 10 27 14 9 9 12 26 19 19 15 26 17 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3945_*3946insCGANA NA NA NA 3946
Chr18 9681503 T TCGA Chr18_9681503_T_TCGAT_TCGA INDEL 16346.59 27 14 9 9 12 26 19 19 15 26 17 14 10 10 27 14 9 9 12 26 19 19 15 26 17 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681503_9681504insCGANA NA NA NA NA
Chr18 9681505 T A Chr18_9681505_T_AT_A SNP 16490.63 28 14 10 8 13 26 21 19 16 30 17 15 10 12 28 14 10 8 13 26 21 19 16 30 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3947T>A NA NA NA NA 3947
Chr18 9681505 T A Chr18_9681505_T_AT_A SNP 16490.63 28 14 10 8 13 26 21 19 16 30 17 15 10 12 28 14 10 8 13 26 21 19 16 30 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3455T>A NA NA NA NA 3455
Chr18 9681505 T A Chr18_9681505_T_AT_A SNP 16490.63 28 14 10 8 13 26 21 19 16 30 17 15 10 12 28 14 10 8 13 26 21 19 16 30 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2925T>A NA NA NA NA 2925
Chr18 9681505 T A Chr18_9681505_T_AT_A SNP 16490.63 28 14 10 8 13 26 21 19 16 30 17 15 10 12 28 14 10 8 13 26 21 19 16 30 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3947T>A NA NA NA NA 3947
Chr18 9681505 T A Chr18_9681505_T_AT_A SNP 16490.63 28 14 10 8 13 26 21 19 16 30 17 15 10 12 28 14 10 8 13 26 21 19 16 30 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681505T>ANA NA NA NA NA
Chr18 9681507 T G Chr18_9681507_T_GT_G SNP 16445.63 27 14 10 8 13 26 22 19 16 29 17 15 10 12 27 14 10 8 13 26 22 19 16 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3949T>G NA NA NA NA 3949
Chr18 9681507 T G Chr18_9681507_T_GT_G SNP 16445.63 27 14 10 8 13 26 22 19 16 29 17 15 10 12 27 14 10 8 13 26 22 19 16 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3457T>G NA NA NA NA 3457
Chr18 9681507 T G Chr18_9681507_T_GT_G SNP 16445.63 27 14 10 8 13 26 22 19 16 29 17 15 10 12 27 14 10 8 13 26 22 19 16 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2927T>G NA NA NA NA 2927
Chr18 9681507 T G Chr18_9681507_T_GT_G SNP 16445.63 27 14 10 8 13 26 22 19 16 29 17 15 10 12 27 14 10 8 13 26 22 19 16 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3949T>G NA NA NA NA 3949
Chr18 9681507 T G Chr18_9681507_T_GT_G SNP 16445.63 27 14 10 8 13 26 22 19 16 29 17 15 10 12 27 14 10 8 13 26 22 19 16 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681507T>GNA NA NA NA NA
Chr18 9681509 GTTTTATACATAG Chr18_9681509_GTTTTATACATA_GGTTTTATACATA_GINDEL 16571.59 27 14 10 8 14 26 22 19 15 29 17 15 10 12 27 14 10 8 14 26 22 19 15 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3952_*3962delTTTTATACATANA NA NA NA 3952
Chr18 9681509 GTTTTATACATAG Chr18_9681509_GTTTTATACATA_GGTTTTATACATA_GINDEL 16571.59 27 14 10 8 14 26 22 19 15 29 17 15 10 12 27 14 10 8 14 26 22 19 15 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3460_*3470delTTTTATACATANA NA NA NA 3460
Chr18 9681509 GTTTTATACATAG Chr18_9681509_GTTTTATACATA_GGTTTTATACATA_GINDEL 16571.59 27 14 10 8 14 26 22 19 15 29 17 15 10 12 27 14 10 8 14 26 22 19 15 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2930_*2940delTTTTATACATANA NA NA NA 2930
Chr18 9681509 GTTTTATACATAG Chr18_9681509_GTTTTATACATA_GGTTTTATACATA_GINDEL 16571.59 27 14 10 8 14 26 22 19 15 29 17 15 10 12 27 14 10 8 14 26 22 19 15 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3952_*3962delTTTTATACATANA NA NA NA 3952
Chr18 9681509 GTTTTATACATAG Chr18_9681509_GTTTTATACATA_GGTTTTATACATA_GINDEL 16571.59 27 14 10 8 14 26 22 19 15 29 17 15 10 12 27 14 10 8 14 26 22 19 15 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681510_9681520delTTTTATACATANA NA NA NA NA
Chr18 9681522 A ATCGATT Chr18_9681522_A_ATCGATTA_ATCGATT INDEL 17246.59 27 13 10 8 14 26 22 19 17 29 17 15 10 12 27 13 10 8 14 26 22 19 17 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3964_*3965insTCGATTNA NA NA NA 3965
Chr18 9681522 A ATCGATT Chr18_9681522_A_ATCGATTA_ATCGATT INDEL 17246.59 27 13 10 8 14 26 22 19 17 29 17 15 10 12 27 13 10 8 14 26 22 19 17 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3472_*3473insTCGATTNA NA NA NA 3473
Chr18 9681522 A ATCGATT Chr18_9681522_A_ATCGATTA_ATCGATT INDEL 17246.59 27 13 10 8 14 26 22 19 17 29 17 15 10 12 27 13 10 8 14 26 22 19 17 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2942_*2943insTCGATTNA NA NA NA 2943
Chr18 9681522 A ATCGATT Chr18_9681522_A_ATCGATTA_ATCGATT INDEL 17246.59 27 13 10 8 14 26 22 19 17 29 17 15 10 12 27 13 10 8 14 26 22 19 17 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3964_*3965insTCGATTNA NA NA NA 3965
Chr18 9681522 A ATCGATT Chr18_9681522_A_ATCGATTA_ATCGATT INDEL 17246.59 27 13 10 8 14 26 22 19 17 29 17 15 10 12 27 13 10 8 14 26 22 19 17 29 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681522_9681523insTCGATTNA NA NA NA NA
Chr18 9681525 T G Chr18_9681525_T_GT_G SNP 16445.63 24 11 9 11 15 29 22 18 16 29 16 15 10 12 24 11 9 11 15 29 22 18 16 29 16 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3967T>G NA NA NA NA 3967
Chr18 9681525 T G Chr18_9681525_T_GT_G SNP 16445.63 24 11 9 11 15 29 22 18 16 29 16 15 10 12 24 11 9 11 15 29 22 18 16 29 16 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3475T>G NA NA NA NA 3475
Chr18 9681525 T G Chr18_9681525_T_GT_G SNP 16445.63 24 11 9 11 15 29 22 18 16 29 16 15 10 12 24 11 9 11 15 29 22 18 16 29 16 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2945T>G NA NA NA NA 2945
Chr18 9681525 T G Chr18_9681525_T_GT_G SNP 16445.63 24 11 9 11 15 29 22 18 16 29 16 15 10 12 24 11 9 11 15 29 22 18 16 29 16 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3967T>G NA NA NA NA 3967
Chr18 9681525 T G Chr18_9681525_T_GT_G SNP 16445.63 24 11 9 11 15 29 22 18 16 29 16 15 10 12 24 11 9 11 15 29 22 18 16 29 16 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681525T>GNA NA NA NA NA
Chr18 9681529 TGTTATGTGAT Chr18_9681529_TGTTATGTGA_TTGTTATGTGA_TINDEL 16436.59 23 11 10 12 15 27 22 17 18 30 16 14 10 12 23 11 10 12 15 27 22 17 18 30 16 14 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3972_*3980delGTTATGTGANA NA NA NA 3972
Chr18 9681529 TGTTATGTGAT Chr18_9681529_TGTTATGTGA_TTGTTATGTGA_TINDEL 16436.59 23 11 10 12 15 27 22 17 18 30 16 14 10 12 23 11 10 12 15 27 22 17 18 30 16 14 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3480_*3488delGTTATGTGANA NA NA NA 3480
Chr18 9681529 TGTTATGTGAT Chr18_9681529_TGTTATGTGA_TTGTTATGTGA_TINDEL 16436.59 23 11 10 12 15 27 22 17 18 30 16 14 10 12 23 11 10 12 15 27 22 17 18 30 16 14 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2950_*2958delGTTATGTGANA NA NA NA 2950
Chr18 9681529 TGTTATGTGAT Chr18_9681529_TGTTATGTGA_TTGTTATGTGA_TINDEL 16436.59 23 11 10 12 15 27 22 17 18 30 16 14 10 12 23 11 10 12 15 27 22 17 18 30 16 14 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3972_*3980delGTTATGTGANA NA NA NA 3972
Chr18 9681529 TGTTATGTGAT Chr18_9681529_TGTTATGTGA_TTGTTATGTGA_TINDEL 16436.59 23 11 10 12 15 27 22 17 18 30 16 14 10 12 23 11 10 12 15 27 22 17 18 30 16 14 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681530_9681538delGTTATGTGANA NA NA NA NA
Chr18 9681541 C CCTAAG Chr18_9681541_C_CCTAAGC_CCTAAG INDEL 16769.59 23 11 11 12 15 27 23 18 18 30 17 14 9 12 23 11 11 12 15 27 23 18 18 30 17 14 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981555protein_codingNA c.*3983_*3984insCTAAGNA NA NA NA 3984
Chr18 9681541 C CCTAAG Chr18_9681541_C_CCTAAGC_CCTAAG INDEL 16769.59 23 11 11 12 15 27 23 18 18 30 17 14 9 12 23 11 11 12 15 27 23 18 18 30 17 14 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13310Pp3c18_13310transcript PAC:32982288protein_codingNA c.*3491_*3492insCTAAGNA NA NA NA 3492
Chr18 9681541 C CCTAAG Chr18_9681541_C_CCTAAGC_CCTAAG INDEL 16769.59 23 11 11 12 15 27 23 18 18 30 17 14 9 12 23 11 11 12 15 27 23 18 18 30 17 14 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13320Pp3c18_13320transcript PAC:32982588protein_codingNA c.*2961_*2962insCTAAGNA NA NA NA 2962
Chr18 9681541 C CCTAAG Chr18_9681541_C_CCTAAGC_CCTAAG INDEL 16769.59 23 11 11 12 15 27 23 18 18 30 17 14 9 12 23 11 11 12 15 27 23 18 18 30 17 14 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13290Pp3c18_13290transcript PAC:32981556protein_codingNA c.*3983_*3984insCTAAGNA NA NA NA 3984
Chr18 9681541 C CCTAAG Chr18_9681541_C_CCTAAGC_CCTAAG INDEL 16769.59 23 11 11 12 15 27 23 18 18 30 17 14 9 12 23 11 11 12 15 27 23 18 18 30 17 14 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13320-Pp3c18_13350Pp3c18_13320-Pp3c18_13350intergenic_regionPp3c18_13320-Pp3c18_13350NA NA n.9681541_9681542insCTAAGNA NA NA NA NA
Chr18 9769648 G T Chr18_9769648_G_TG_T SNP 16895.63 35 15 17 23 16 26 24 29 14 21 13 15 14 11 35 15 17 23 16 26 24 29 14 21 13 15 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13471-Pp3c18_13480Pp3c18_13471-Pp3c18_13480intergenic_regionPp3c18_13471-Pp3c18_13480NA NA n.9769648G>TNA NA NA NA NA
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_13650Pp3c18_13650transcript PAC:32982565protein_codingNA c.-1140_-1139delATNA NA NA NA 1013
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_13650Pp3c18_13650transcript PAC:32982566protein_codingNA c.-1140_-1139delATNA NA NA NA 1011
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_13660Pp3c18_13660transcript PAC:32983017protein_codingNA c.-763_-762delATNA NA NA NA 401
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13640Pp3c18_13640transcript PAC:32981035protein_codingNA c.*4035_*4036delATNA NA NA NA 3242
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13680Pp3c18_13680transcript PAC:32982490protein_codingNA c.*3707_*3708delATNA NA NA NA 3413
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13640Pp3c18_13640transcript PAC:32981039protein_codingNA c.*4035_*4036delATNA NA NA NA 3172
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13640Pp3c18_13640transcript PAC:32981036protein_codingNA c.*4035_*4036delATNA NA NA NA 3172
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13640Pp3c18_13640transcript PAC:32981038protein_codingNA c.*4035_*4036delATNA NA NA NA 3172
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13640Pp3c18_13640transcript PAC:32981037protein_codingNA c.*4035_*4036delATNA NA NA NA 3172
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13680Pp3c18_13680transcript PAC:32982491protein_codingNA c.*3707_*3708delATNA NA NA NA 3410
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_13660Pp3c18_13660transcript PAC:32983011protein_coding 03-avr c.395-250_395-249delATNA NA NA NA NA
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_13660Pp3c18_13660transcript PAC:32983012protein_coding 03-mai c.395-250_395-249delATNA NA NA NA NA
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_13660Pp3c18_13660transcript PAC:32983013protein_coding 03-mai c.395-250_395-249delATNA NA NA NA NA
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_13660Pp3c18_13660transcript PAC:32983014protein_coding 03-mai c.395-250_395-249delATNA NA NA NA NA
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_13660Pp3c18_13660transcript PAC:32983015protein_coding 03-mai c.395-250_395-249delATNA NA NA NA NA
Chr18 9863301 AAT A Chr18_9863301_AAT_AAAT_A INDEL 10556.59 14 15 9 22 9 19 31 21 17 15 9 12 7 8 14 15 9 22 9 19 31 21 17 15 9 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 0.875 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_13660Pp3c18_13660transcript PAC:32983016protein_coding 03-avr c.395-250_395-249delATNA NA NA NA NA
Chr18 9967197 C T Chr18_9967197_C_TC_T SNP 15824.63 32 10 16 18 20 21 18 17 12 19 12 13 7 4 32 10 16 18 20 21 18 17 12 19 12 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13860Pp3c18_13860transcript PAC:32980968protein_codingNA c.*3969C>T NA NA NA NA 3969
Chr18 9967197 C T Chr18_9967197_C_TC_T SNP 15824.63 32 10 16 18 20 21 18 17 12 19 12 13 7 4 32 10 16 18 20 21 18 17 12 19 12 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13860-Pp3c18_13870Pp3c18_13860-Pp3c18_13870intergenic_regionPp3c18_13860-Pp3c18_13870NA NA n.9967197C>TNA NA NA NA NA
Chr18 9967198 C A Chr18_9967198_C_AC_A SNP 15824.63 32 10 15 17 20 21 18 17 12 19 10 13 7 4 32 10 15 17 20 21 18 17 12 19 10 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_13860Pp3c18_13860transcript PAC:32980968protein_codingNA c.*3970C>A NA NA NA NA 3970
Chr18 9967198 C A Chr18_9967198_C_AC_A SNP 15824.63 32 10 15 17 20 21 18 17 12 19 10 13 7 4 32 10 15 17 20 21 18 17 12 19 10 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13860-Pp3c18_13870Pp3c18_13860-Pp3c18_13870intergenic_regionPp3c18_13860-Pp3c18_13870NA NA n.9967198C>ANA NA NA NA NA
Chr18 9969212 TG T Chr18_9969212_TG_TTG_T INDEL 18318.59 25 25 16 24 20 27 32 21 19 28 16 24 11 7 25 25 16 24 20 27 32 21 19 28 16 24 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13860-Pp3c18_13870Pp3c18_13860-Pp3c18_13870intergenic_regionPp3c18_13860-Pp3c18_13870NA NA n.9969213delGNA NA NA NA NA
Chr18 9969324 G GA Chr18_9969324_G_GAG_GA INDEL 14556.59 22 19 15 30 17 27 26 20 14 17 21 18 8 5 22 19 15 30 17 27 26 20 14 17 21 18 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13860-Pp3c18_13870Pp3c18_13860-Pp3c18_13870intergenic_regionPp3c18_13860-Pp3c18_13870NA NA n.9969324_9969325insANA NA NA NA NA
Chr18 10024873 A T Chr18_10024873_A_TA_T SNP 17651.63 39 17 23 26 23 14 27 25 11 28 10 17 6 10 39 17 23 26 23 14 27 25 11 28 10 17 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13900-Pp3c18_13930Pp3c18_13900-Pp3c18_13930intergenic_regionPp3c18_13900-Pp3c18_13930NA NA n.10024873A>TNA NA NA NA NA
Chr18 10025805 C T Chr18_10025805_C_TC_T SNP 11410.63 19 10 9 22 16 13 12 17 13 8 14 10 7 14 20 12 9 25 18 15 13 18 13 10 14 10 8 14 0.95 0.833 1 0.88 0.889 0.867 0.923 0.944 1 0.8 1 1 0.875 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_13900-Pp3c18_13930Pp3c18_13900-Pp3c18_13930intergenic_regionPp3c18_13900-Pp3c18_13930NA NA n.10025805C>TNA NA NA NA NA
Chr18 10165355 T A Chr18_10165355_T_AT_A SNP 15045.63 15 19 22 21 15 16 30 18 15 18 11 23 6 13 15 19 22 21 15 16 30 18 15 18 11 23 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_14130-Pp3c18_14150Pp3c18_14130-Pp3c18_14150intergenic_regionPp3c18_14130-Pp3c18_14150NA NA n.10165355T>ANA NA NA NA NA
Chr18 10379858 T TA Chr18_10379858_T_TAT_TA INDEL 19017.59 27 6 13 26 13 18 27 28 13 26 16 14 7 7 27 6 13 26 13 18 27 28 13 26 16 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_14350Pp3c18_14350transcript PAC:32982488protein_codingNA c.-2619_-2618insTNA NA NA NA 2347
Chr18 10379858 T TA Chr18_10379858_T_TAT_TA INDEL 19017.59 27 6 13 26 13 18 27 28 13 26 16 14 7 7 27 6 13 26 13 18 27 28 13 26 16 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_14360Pp3c18_14360transcript PAC:32981887protein_codingNA c.-2244_-2243insANA NA NA NA 1242
Chr18 10379858 T TA Chr18_10379858_T_TAT_TA INDEL 19017.59 27 6 13 26 13 18 27 28 13 26 16 14 7 7 27 6 13 26 13 18 27 28 13 26 16 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_14350Pp3c18_14350transcript PAC:32982489protein_codingNA c.-3510_-3509insTNA NA NA NA 2406
Chr18 10379858 T TA Chr18_10379858_T_TAT_TA INDEL 19017.59 27 6 13 26 13 18 27 28 13 26 16 14 7 7 27 6 13 26 13 18 27 28 13 26 16 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_14360Pp3c18_14360transcript PAC:32981888protein_codingNA c.-2244_-2243insANA NA NA NA 1245
Chr18 10379858 T TA Chr18_10379858_T_TAT_TA INDEL 19017.59 27 6 13 26 13 18 27 28 13 26 16 14 7 7 27 6 13 26 13 18 27 28 13 26 16 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_14360Pp3c18_14360transcript PAC:32981889protein_codingNA c.-2244_-2243insANA NA NA NA 1245
Chr18 10379858 T TA Chr18_10379858_T_TAT_TA INDEL 19017.59 27 6 13 26 13 18 27 28 13 26 16 14 7 7 27 6 13 26 13 18 27 28 13 26 16 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_14350-Pp3c18_14360Pp3c18_14350-Pp3c18_14360intergenic_regionPp3c18_14350-Pp3c18_14360NA NA n.10379858_10379859insANA NA NA NA NA
Chr18 10379863 C CA Chr18_10379863_C_CAC_CA INDEL 19301.59 29 6 14 26 13 17 28 28 11 25 16 14 8 9 29 6 14 26 13 17 28 28 11 25 16 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_14350Pp3c18_14350transcript PAC:32982488protein_codingNA c.-2624_-2623insTNA NA NA NA 2352
Chr18 10379863 C CA Chr18_10379863_C_CAC_CA INDEL 19301.59 29 6 14 26 13 17 28 28 11 25 16 14 8 9 29 6 14 26 13 17 28 28 11 25 16 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_14360Pp3c18_14360transcript PAC:32981887protein_codingNA c.-2239_-2238insANA NA NA NA 1237
Chr18 10379863 C CA Chr18_10379863_C_CAC_CA INDEL 19301.59 29 6 14 26 13 17 28 28 11 25 16 14 8 9 29 6 14 26 13 17 28 28 11 25 16 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_14350Pp3c18_14350transcript PAC:32982489protein_codingNA c.-3515_-3514insTNA NA NA NA 2411
Chr18 10379863 C CA Chr18_10379863_C_CAC_CA INDEL 19301.59 29 6 14 26 13 17 28 28 11 25 16 14 8 9 29 6 14 26 13 17 28 28 11 25 16 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_14360Pp3c18_14360transcript PAC:32981888protein_codingNA c.-2239_-2238insANA NA NA NA 1240
Chr18 10379863 C CA Chr18_10379863_C_CAC_CA INDEL 19301.59 29 6 14 26 13 17 28 28 11 25 16 14 8 9 29 6 14 26 13 17 28 28 11 25 16 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_14360Pp3c18_14360transcript PAC:32981889protein_codingNA c.-2239_-2238insANA NA NA NA 1240
Chr18 10379863 C CA Chr18_10379863_C_CAC_CA INDEL 19301.59 29 6 14 26 13 17 28 28 11 25 16 14 8 9 29 6 14 26 13 17 28 28 11 25 16 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_14350-Pp3c18_14360Pp3c18_14350-Pp3c18_14360intergenic_regionPp3c18_14350-Pp3c18_14360NA NA n.10379863_10379864insANA NA NA NA NA
Chr18 10438623 G T Chr18_10438623_G_TG_T SNP 13174.63 21 6 12 22 16 17 14 19 18 17 9 19 6 9 21 6 12 22 16 17 14 19 18 17 9 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c18_14490Pp3c18_14490transcript PAC:32981044protein_coding oct-18 c.1347C>A p.Ile449Ile 1691/4566 1347/3408 449/1135 NA
Chr18 10438623 G T Chr18_10438623_G_TG_T SNP 13174.63 21 6 12 22 16 17 14 19 18 17 9 19 6 9 21 6 12 22 16 17 14 19 18 17 9 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c18_14490Pp3c18_14490transcript PAC:32981046protein_coding oct-18 c.1347C>A p.Ile449Ile 2245/5198 1347/3408 449/1135 NA
Chr18 10438623 G T Chr18_10438623_G_TG_T SNP 13174.63 21 6 12 22 16 17 14 19 18 17 9 19 6 9 21 6 12 22 16 17 14 19 18 17 9 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c18_14490Pp3c18_14490transcript PAC:32981045protein_coding oct-18 c.1347C>A p.Ile449Ile 1691/4580 1347/3408 449/1135 NA
Chr18 10438623 G T Chr18_10438623_G_TG_T SNP 13174.63 21 6 12 22 16 17 14 19 18 17 9 19 6 9 21 6 12 22 16 17 14 19 18 17 9 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c18_14490Pp3c18_14490transcript PAC:32981047protein_coding oct-18 c.1335C>A p.Ile445Ile 1721/4596 1335/3396 445/1131 NA
Chr18 10438623 G T Chr18_10438623_G_TG_T SNP 13174.63 21 6 12 22 16 17 14 19 18 17 9 19 6 9 21 6 12 22 16 17 14 19 18 17 9 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c18_14490Pp3c18_14490transcript PAC:32981048protein_coding oct-18 c.1335C>A p.Ile445Ile 1721/4610 1335/3396 445/1131 NA
Chr18 10564288 AAT A Chr18_10564288_AAT_AAAT_A INDEL 1952.35 29 17 14 0 0 0 0 0 1 0 0 0 0 0 29 17 14 35 24 34 29 21 10 19 15 13 13 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c18_14700Pp3c18_14700transcript PAC:32982210protein_codingNA c.*1651_*1652delATNA NA NA NA 507
Chr18 10564288 AAT A Chr18_10564288_AAT_AAAT_A INDEL 1952.35 29 17 14 0 0 0 0 0 1 0 0 0 0 0 29 17 14 35 24 34 29 21 10 19 15 13 13 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c18_14700Pp3c18_14700transcript PAC:32982211protein_codingNA c.*1651_*1652delATNA NA NA NA 460
Chr18 10564288 AAT A Chr18_10564288_AAT_AAAT_A INDEL 1952.35 29 17 14 0 0 0 0 0 1 0 0 0 0 0 29 17 14 35 24 34 29 21 10 19 15 13 13 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c18_14720Pp3c18_14720transcript PAC:32983478protein_codingNA c.*6227_*6228delATNA NA NA NA 4872
Chr18 10564288 AAT A Chr18_10564288_AAT_AAAT_A INDEL 1952.35 29 17 14 0 0 0 0 0 1 0 0 0 0 0 29 17 14 35 24 34 29 21 10 19 15 13 13 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c18_14700-Pp3c18_14720Pp3c18_14700-Pp3c18_14720intergenic_regionPp3c18_14700-Pp3c18_14720NA NA n.10564289_10564290delATNA NA NA NA NA
Chr18 10633651 G A Chr18_10633651_G_AG_A SNP 9398.29 24 17 7 1 0 0 0 0 11 25 17 18 7 10 24 17 7 23 18 19 24 20 11 25 17 18 7 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c18_14800Pp3c18_14800transcript PAC:32981890protein_coding 01-févr c.316-95G>ANA NA NA NA NA
Chr18 10633651 G A Chr18_10633651_G_AG_A SNP 9398.29 24 17 7 1 0 0 0 0 11 25 17 18 7 10 24 17 7 23 18 19 24 20 11 25 17 18 7 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c18_14800Pp3c18_14800transcript PAC:32981891protein_coding 01-févr c.316-95G>ANA NA NA NA NA
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c18_14870Pp3c18_14870transcript PAC:32982499protein_codingNA c.-3524_-3523insATNA NA NA NA 1467
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c18_14870Pp3c18_14870transcript PAC:32982501protein_codingNA c.-3524_-3523insATNA NA NA NA 1630
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c18_14870Pp3c18_14870transcript PAC:32982505protein_codingNA c.-3524_-3523insATNA NA NA NA 1630
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c18_14870Pp3c18_14870transcript PAC:32982506protein_codingNA c.-3524_-3523insATNA NA NA NA 1436
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c18_14870Pp3c18_14870transcript PAC:32982503protein_codingNA c.-3524_-3523insATNA NA NA NA 1421
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c18_14870Pp3c18_14870transcript PAC:32982507protein_codingNA c.-3524_-3523insATNA NA NA NA 1421
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c18_14870Pp3c18_14870transcript PAC:32982504protein_codingNA c.-3524_-3523insATNA NA NA NA 1387
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c18_14870Pp3c18_14870transcript PAC:32982502protein_codingNA c.-3524_-3523insATNA NA NA NA 1300
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c18_14870Pp3c18_14870transcript PAC:32982500protein_codingNA c.-3524_-3523insATNA NA NA NA 1261
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c18_14890Pp3c18_14890transcript PAC:32982820protein_codingNA c.*2202_*2203insATNA NA NA NA 645
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c18_14890Pp3c18_14890transcript PAC:32982821protein_codingNA c.*2202_*2203insATNA NA NA NA 677
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c18_14890Pp3c18_14890transcript PAC:32982822protein_codingNA c.*2202_*2203insATNA NA NA NA 1736
Chr18 10679535 C CAT Chr18_10679535_C_CATC_CAT INDEL 3148.24 1 1 0 20 12 20 32 11 0 5 0 0 0 0 27 6 8 21 12 21 32 11 12 23 7 9 5 11 0 0 0 0.952 1 0.952 1 1 0 0.217 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c18_14870-Pp3c18_14890Pp3c18_14870-Pp3c18_14890intergenic_regionPp3c18_14870-Pp3c18_14890NA NA n.10679535_10679536insATNA NA NA NA NA
Chr18 10753499 T C Chr18_10753499_T_CT_C SNP 15951.63 26 11 9 21 16 19 24 22 20 26 15 15 11 6 26 11 9 21 16 19 24 22 20 26 15 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_15010Pp3c18_15010transcript PAC:32981015protein_codingNA c.-1958A>G NA NA NA NA 1021
Chr18 10753499 T C Chr18_10753499_T_CT_C SNP 15951.63 26 11 9 21 16 19 24 22 20 26 15 15 11 6 26 11 9 21 16 19 24 22 20 26 15 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_15010Pp3c18_15010transcript PAC:32981017protein_codingNA c.-1958A>G NA NA NA NA 1324
Chr18 10753499 T C Chr18_10753499_T_CT_C SNP 15951.63 26 11 9 21 16 19 24 22 20 26 15 15 11 6 26 11 9 21 16 19 24 22 20 26 15 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_15010Pp3c18_15010transcript PAC:32981016protein_codingNA c.-1958A>G NA NA NA NA 1022
Chr18 10753499 T C Chr18_10753499_T_CT_C SNP 15951.63 26 11 9 21 16 19 24 22 20 26 15 15 11 6 26 11 9 21 16 19 24 22 20 26 15 15 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15010-Pp3c18_15030Pp3c18_15010-Pp3c18_15030intergenic_regionPp3c18_15010-Pp3c18_15030NA NA n.10753499T>CNA NA NA NA NA
Chr18 10782916 A AAT Chr18_10782916_A_AATA_AAT INDEL 1516.93 0 0 0 0 0 1 0 0 5 8 8 12 9 6 13 6 8 14 14 19 6 17 5 8 8 12 9 7 0 0 0 0 0 0 0 0 1 1 1 1 1 0.857 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c18_15090Pp3c18_15090transcript PAC:32981489protein_codingNA c.-1229_-1228insATNA NA NA NA 1229
Chr18 10782916 A AAT Chr18_10782916_A_AATA_AAT INDEL 1516.93 0 0 0 0 0 1 0 0 5 8 8 12 9 6 13 6 8 14 14 19 6 17 5 8 8 12 9 7 0 0 0 0 0 0 0 0 1 1 1 1 1 0.857 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_15070Pp3c18_15070transcript PAC:32982428protein_codingNA c.*3653_*3654insATNA NA NA NA 3654



Chr18 10782916 A AAT Chr18_10782916_A_AATA_AAT INDEL 1516.93 0 0 0 0 0 1 0 0 5 8 8 12 9 6 13 6 8 14 14 19 6 17 5 8 8 12 9 7 0 0 0 0 0 0 0 0 1 1 1 1 1 0.857 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c18_15090-Pp3c18_15100Pp3c18_15090-Pp3c18_15100intergenic_regionPp3c18_15090-Pp3c18_15100NA NA n.10782916_10782917insATNA NA NA NA NA
Chr18 10792489 G T Chr18_10792489_G_TG_T SNP 14765.63 23 17 13 14 18 30 23 20 14 17 12 10 5 6 23 17 13 14 18 30 23 20 14 17 12 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15090-Pp3c18_15100Pp3c18_15090-Pp3c18_15100intergenic_regionPp3c18_15090-Pp3c18_15100NA NA n.10792489G>TNA NA NA NA NA
Chr18 10929072 A AT Chr18_10929072_A_ATA_AT INDEL 18292.59 35 18 19 38 20 25 29 23 29 23 11 17 13 15 35 18 19 38 20 25 29 23 29 23 11 17 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15220-Pp3c18_15330Pp3c18_15220-Pp3c18_15330intergenic_regionPp3c18_15220-Pp3c18_15330NA NA n.10929072_10929073insTNA NA NA NA NA
Chr18 10931437 G T Chr18_10931437_G_TG_T SNP 16148.63 21 11 10 26 18 21 22 31 18 17 12 16 8 7 21 11 10 26 18 21 22 31 18 17 12 16 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15220-Pp3c18_15330Pp3c18_15220-Pp3c18_15330intergenic_regionPp3c18_15220-Pp3c18_15330NA NA n.10931437G>TNA NA NA NA NA
Chr18 10936816 T A Chr18_10936816_T_AT_A SNP 18975.63 23 13 25 24 16 36 29 24 28 17 13 12 12 4 23 13 25 24 16 36 29 24 28 17 13 12 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15220-Pp3c18_15330Pp3c18_15220-Pp3c18_15330intergenic_regionPp3c18_15220-Pp3c18_15330NA NA n.10936816T>ANA NA NA NA NA
Chr18 10936823 A AT Chr18_10936823_A_ATA_AT INDEL 19601.59 22 13 26 26 18 38 30 26 30 19 13 13 12 5 22 13 26 26 18 38 30 26 30 19 13 13 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15220-Pp3c18_15330Pp3c18_15220-Pp3c18_15330intergenic_regionPp3c18_15220-Pp3c18_15330NA NA n.10936823_10936824insTNA NA NA NA NA
Chr18 10968407 AC A Chr18_10968407_AC_AAC_A INDEL 15700.59 32 21 15 28 17 24 26 21 30 20 13 19 10 11 32 21 15 28 17 24 26 21 30 20 13 19 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_15360Pp3c18_15360transcript PAC:32980959protein_codingNA c.-5947delG NA NA NA NA 3154
Chr18 10968407 AC A Chr18_10968407_AC_AAC_A INDEL 15700.59 32 21 15 28 17 24 26 21 30 20 13 19 10 11 32 21 15 28 17 24 26 21 30 20 13 19 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_15360Pp3c18_15360transcript PAC:32980958protein_codingNA c.-5947delG NA NA NA NA 2891
Chr18 10968407 AC A Chr18_10968407_AC_AAC_A INDEL 15700.59 32 21 15 28 17 24 26 21 30 20 13 19 10 11 32 21 15 28 17 24 26 21 30 20 13 19 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_15360Pp3c18_15360transcript PAC:32980960protein_codingNA c.-1333delG NA NA NA NA 1333
Chr18 10968407 AC A Chr18_10968407_AC_AAC_A INDEL 15700.59 32 21 15 28 17 24 26 21 30 20 13 19 10 11 32 21 15 28 17 24 26 21 30 20 13 19 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_15380Pp3c18_15380transcript PAC:32981305protein_coding 01-févr c.147-28delCNA NA NA NA NA
Chr18 10989229 AAT A Chr18_10989229_AAT_AAAT_A INDEL 6862.59 15 4 9 22 6 20 20 9 7 9 16 15 5 4 15 4 9 23 6 21 20 9 8 9 17 15 5 5 1 1 1 0.957 1 0.952 1 1 0.875 1 0.941 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15380-Pp3c18_15390Pp3c18_15380-Pp3c18_15390intergenic_regionPp3c18_15380-Pp3c18_15390NA NA n.10989230_10989231delATNA NA NA NA NA
Chr18 10997195 G T Chr18_10997195_G_TG_T SNP 20405.63 30 13 15 31 19 25 29 23 31 28 13 23 10 16 30 13 15 31 19 25 29 23 31 28 13 23 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15380-Pp3c18_15390Pp3c18_15380-Pp3c18_15390intergenic_regionPp3c18_15380-Pp3c18_15390NA NA n.10997195G>TNA NA NA NA NA
Chr18 10997196 A G Chr18_10997196_A_GA_G SNP 20585.63 30 13 15 30 19 25 28 23 31 29 14 23 9 16 30 13 15 30 19 25 28 23 31 29 14 23 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15380-Pp3c18_15390Pp3c18_15380-Pp3c18_15390intergenic_regionPp3c18_15380-Pp3c18_15390NA NA n.10997196A>GNA NA NA NA NA
Chr18 10997214 G T Chr18_10997214_G_TG_T SNP 20521.63 29 13 15 30 20 28 29 25 32 27 15 24 10 21 29 13 15 30 20 28 29 25 32 27 15 24 10 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15380-Pp3c18_15390Pp3c18_15380-Pp3c18_15390intergenic_regionPp3c18_15380-Pp3c18_15390NA NA n.10997214G>TNA NA NA NA NA
Chr18 11003796 A AAT Chr18_11003796_A_AATA_AAT INDEL 2791.24 0 0 0 17 14 17 19 16 0 0 1 0 0 0 18 15 8 17 14 17 19 17 11 11 8 7 8 7 0 0 0 1 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_15380-Pp3c18_15390Pp3c18_15380-Pp3c18_15390intergenic_regionPp3c18_15380-Pp3c18_15390NA NA n.11003796_11003797insATNA NA NA NA NA
Chr18 11029128 G A Chr18_11029128_G_AG_A SNP 3070.98 0 0 0 0 0 0 0 0 15 16 7 23 6 6 24 14 14 26 16 16 20 17 15 16 7 23 6 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c18_15380-Pp3c18_15390Pp3c18_15380-Pp3c18_15390intergenic_regionPp3c18_15380-Pp3c18_15390NA NA n.11029128G>ANA NA NA NA NA
Chr18 11036915 T C Chr18_11036915_T_CT_C SNP 19150.63 22 11 9 27 17 25 26 28 28 25 23 17 13 7 22 11 9 27 17 25 26 28 28 25 23 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_15390Pp3c18_15390transcript PAC:32982007protein_codingNA c.-4700T>C NA NA NA NA 4700
Chr18 11036915 T C Chr18_11036915_T_CT_C SNP 19150.63 22 11 9 27 17 25 26 28 28 25 23 17 13 7 22 11 9 27 17 25 26 28 28 25 23 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_15390Pp3c18_15390transcript PAC:32982008protein_codingNA c.-5565T>C NA NA NA NA 4997
Chr18 11036915 T C Chr18_11036915_T_CT_C SNP 19150.63 22 11 9 27 17 25 26 28 28 25 23 17 13 7 22 11 9 27 17 25 26 28 28 25 23 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15380-Pp3c18_15390Pp3c18_15380-Pp3c18_15390intergenic_regionPp3c18_15380-Pp3c18_15390NA NA n.11036915T>CNA NA NA NA NA
Chr18 11103183 TG T Chr18_11103183_TG_TTG_T INDEL 18583.59 20 13 10 25 23 19 29 22 25 31 18 10 11 11 20 13 10 25 23 19 29 22 25 31 18 10 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15510-Pp3c18_15609Pp3c18_15510-Pp3c18_15609intergenic_regionPp3c18_15510-Pp3c18_15609NA NA n.11103184delGNA NA NA NA NA
Chr18 11103187 A ATCC Chr18_11103187_A_ATCCA_ATCC INDEL 19183.59 20 13 10 25 23 20 29 22 24 31 18 10 12 12 20 13 10 25 23 20 29 22 24 31 18 10 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15510-Pp3c18_15609Pp3c18_15510-Pp3c18_15609intergenic_regionPp3c18_15510-Pp3c18_15609NA NA n.11103187_11103188insTCCNA NA NA NA NA
Chr18 11103189 G A Chr18_11103189_G_AG_A SNP 19057.63 21 13 9 24 22 19 30 22 23 30 17 11 12 12 21 13 9 24 22 19 30 22 23 30 17 11 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15510-Pp3c18_15609Pp3c18_15510-Pp3c18_15609intergenic_regionPp3c18_15510-Pp3c18_15609NA NA n.11103189G>ANA NA NA NA NA
Chr18 11170223 A G Chr18_11170223_A_GA_G SNP 18993.63 37 11 19 25 17 26 37 24 17 24 14 14 12 6 37 11 19 25 17 26 37 24 17 24 14 14 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15660-Pp3c18_15700Pp3c18_15660-Pp3c18_15700intergenic_regionPp3c18_15660-Pp3c18_15700NA NA n.11170223A>GNA NA NA NA NA
Chr18 11264051 G GT Chr18_11264051_G_GTG_GT INDEL 16584.59 21 18 15 30 17 25 23 23 23 25 17 17 7 20 21 18 15 30 17 25 23 23 23 25 17 17 7 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_15740-Pp3c18_15780Pp3c18_15740-Pp3c18_15780intergenic_regionPp3c18_15740-Pp3c18_15780NA NA n.11264051_11264052insTNA NA NA NA NA
Chr18 11482331 AAT A Chr18_11482331_AAT_AAAT_A INDEL 11233.59 17 7 16 14 23 22 31 22 16 12 12 7 6 9 17 7 17 14 23 22 31 22 16 12 12 7 6 9 1 1 0.941 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_16050Pp3c18_16050transcript PAC:32982899protein_codingNA c.-1182_-1181delATNA NA NA NA 766
Chr18 11482331 AAT A Chr18_11482331_AAT_AAAT_A INDEL 11233.59 17 7 16 14 23 22 31 22 16 12 12 7 6 9 17 7 17 14 23 22 31 22 16 12 12 7 6 9 1 1 0.941 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_16070Pp3c18_16070transcript PAC:32981162protein_codingNA c.-3630_-3629delATNA NA NA NA 3207
Chr18 11482331 AAT A Chr18_11482331_AAT_AAAT_A INDEL 11233.59 17 7 16 14 23 22 31 22 16 12 12 7 6 9 17 7 17 14 23 22 31 22 16 12 12 7 6 9 1 1 0.941 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_16050Pp3c18_16050transcript PAC:32982900protein_codingNA c.-1182_-1181delATNA NA NA NA 803
Chr18 11482331 AAT A Chr18_11482331_AAT_AAAT_A INDEL 11233.59 17 7 16 14 23 22 31 22 16 12 12 7 6 9 17 7 17 14 23 22 31 22 16 12 12 7 6 9 1 1 0.941 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_16070Pp3c18_16070transcript PAC:32981165protein_codingNA c.-3630_-3629delATNA NA NA NA 3079
Chr18 11482331 AAT A Chr18_11482331_AAT_AAAT_A INDEL 11233.59 17 7 16 14 23 22 31 22 16 12 12 7 6 9 17 7 17 14 23 22 31 22 16 12 12 7 6 9 1 1 0.941 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_16070Pp3c18_16070transcript PAC:32981163protein_codingNA c.-3630_-3629delATNA NA NA NA 3224
Chr18 11482331 AAT A Chr18_11482331_AAT_AAAT_A INDEL 11233.59 17 7 16 14 23 22 31 22 16 12 12 7 6 9 17 7 17 14 23 22 31 22 16 12 12 7 6 9 1 1 0.941 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_16070Pp3c18_16070transcript PAC:32981164protein_codingNA c.-3630_-3629delATNA NA NA NA 3224
Chr18 11482331 AAT A Chr18_11482331_AAT_AAAT_A INDEL 11233.59 17 7 16 14 23 22 31 22 16 12 12 7 6 9 17 7 17 14 23 22 31 22 16 12 12 7 6 9 1 1 0.941 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_16070Pp3c18_16070transcript PAC:32981166protein_codingNA c.-3630_-3629delATNA NA NA NA 3224
Chr18 11482331 AAT A Chr18_11482331_AAT_AAAT_A INDEL 11233.59 17 7 16 14 23 22 31 22 16 12 12 7 6 9 17 7 17 14 23 22 31 22 16 12 12 7 6 9 1 1 0.941 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_16059Pp3c18_16059transcript PAC:32981281protein_codingNA c.*401_*402delATNA NA NA NA 275
Chr18 11482331 AAT A Chr18_11482331_AAT_AAAT_A INDEL 11233.59 17 7 16 14 23 22 31 22 16 12 12 7 6 9 17 7 17 14 23 22 31 22 16 12 12 7 6 9 1 1 0.941 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_16059Pp3c18_16059transcript PAC:32981282protein_coding 02-févr c.*32-152_*32-151delATNA NA NA NA NA
Chr18 11520725 A AAT Chr18_11520725_A_AATA_AAT INDEL 2133.24 0 0 0 18 13 19 13 10 2 3 1 1 0 0 21 4 7 22 13 22 14 10 14 11 10 14 5 6 0 0 0 0.818 1 0.864 0.929 1 0.143 0.273 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c18_16140-Pp3c18_16190Pp3c18_16140-Pp3c18_16190intergenic_regionPp3c18_16140-Pp3c18_16190NA NA n.11520725_11520726insATNA NA NA NA NA
Chr18 11635283 T TTA Chr18_11635283_T_TTAT_TTA INDEL 2339.24 1 0 1 11 6 15 21 13 0 0 0 0 0 0 22 10 9 11 6 15 22 13 7 7 6 8 6 4 0 0 0 1 1 1 0.955 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_16290-Pp3c18_16500Pp3c18_16290-Pp3c18_16500intergenic_regionPp3c18_16290-Pp3c18_16500NA NA n.11635283_11635284insTANA NA NA NA NA
Chr18 11642262 AC A Chr18_11642262_AC_AAC_A INDEL 8053.59 15 10 7 9 5 6 19 10 7 6 6 8 4 8 15 10 7 9 5 6 19 10 7 6 6 8 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_16290-Pp3c18_16500Pp3c18_16290-Pp3c18_16500intergenic_regionPp3c18_16290-Pp3c18_16500NA NA n.11642263delCNA NA NA NA NA
Chr18 11645528 C CAT Chr18_11645528_C_CATC_CAT INDEL 7961.24 30 10 14 0 0 0 0 0 16 18 11 8 8 4 30 10 14 17 10 27 28 13 16 19 11 9 8 4 1 1 1 0 0 0 0 0 1 0.947 1 0.889 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c18_16290-Pp3c18_16500Pp3c18_16290-Pp3c18_16500intergenic_regionPp3c18_16290-Pp3c18_16500NA NA n.11645528_11645529insATNA NA NA NA NA
Chr18 11648305 T TTA Chr18_11648305_T_TTAT_TTA INDEL 851.35 14 7 6 0 0 0 1 0 0 0 0 0 0 0 14 7 6 19 17 19 23 22 13 13 15 12 8 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c18_16290-Pp3c18_16500Pp3c18_16290-Pp3c18_16500intergenic_regionPp3c18_16290-Pp3c18_16500NA NA n.11648305_11648306insTANA NA NA NA NA
Chr18 11797548 A AAT Chr18_11797548_A_AATA_AAT INDEL 1763.93 0 0 0 0 3 0 2 0 18 17 5 6 5 6 20 11 11 13 16 21 23 18 18 17 5 7 6 6 0 0 0 0 0.188 0 0.087 0 1 1 1 0.857 0.833 1 0 7 7 2 7 0 0 intergenic_regionMODIFIER Pp3c18_16500-Pp3c18_16590Pp3c18_16500-Pp3c18_16590intergenic_regionPp3c18_16500-Pp3c18_16590NA NA n.11797548_11797549insATNA NA NA NA NA
Chr18 11849694 T A Chr18_11849694_T_AT_A SNP 19565.63 24 11 17 23 20 27 22 23 30 25 5 21 8 5 24 11 17 23 20 27 22 23 30 25 5 21 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_16500-Pp3c18_16590Pp3c18_16500-Pp3c18_16590intergenic_regionPp3c18_16500-Pp3c18_16590NA NA n.11849694T>ANA NA NA NA NA
Chr18 11849706 T A Chr18_11849706_T_AT_A SNP 20349.63 22 12 18 22 20 29 19 24 33 23 6 21 7 7 22 12 18 22 20 29 19 24 33 23 6 21 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_16500-Pp3c18_16590Pp3c18_16500-Pp3c18_16590intergenic_regionPp3c18_16500-Pp3c18_16590NA NA n.11849706T>ANA NA NA NA NA
Chr18 11849714 T TA Chr18_11849714_T_TAT_TA INDEL 20891.59 23 12 18 23 21 29 21 26 34 22 6 20 6 7 23 12 18 23 21 29 21 26 34 22 6 20 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_16500-Pp3c18_16590Pp3c18_16500-Pp3c18_16590intergenic_regionPp3c18_16500-Pp3c18_16590NA NA n.11849714_11849715insANA NA NA NA NA
Chr18 11849738 C T Chr18_11849738_C_TC_T SNP 21742.63 23 11 15 25 22 29 23 29 35 25 6 20 9 8 23 11 15 25 22 29 23 29 35 25 6 20 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_16500-Pp3c18_16590Pp3c18_16500-Pp3c18_16590intergenic_regionPp3c18_16500-Pp3c18_16590NA NA n.11849738C>TNA NA NA NA NA
Chr18 11849741 G GA Chr18_11849741_G_GAG_GA INDEL 21573.59 23 12 15 25 23 30 25 29 35 24 7 21 9 8 23 12 15 25 23 30 25 29 35 24 7 21 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_16500-Pp3c18_16590Pp3c18_16500-Pp3c18_16590intergenic_regionPp3c18_16500-Pp3c18_16590NA NA n.11849741_11849742insANA NA NA NA NA
Chr18 11931238 G T Chr18_11931238_G_TG_T SNP 12022.63 17 7 9 17 13 13 12 12 16 14 8 8 5 4 17 7 9 17 13 13 12 12 16 14 8 8 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_16700-Pp3c18_16730Pp3c18_16700-Pp3c18_16730intergenic_regionPp3c18_16700-Pp3c18_16730NA NA n.11931238G>TNA NA NA NA NA
Chr18 11931368 A G Chr18_11931368_A_GA_G SNP 17590.63 34 14 7 23 19 33 22 20 25 12 20 11 10 12 34 14 7 23 19 33 22 20 25 12 20 11 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_16700-Pp3c18_16730Pp3c18_16700-Pp3c18_16730intergenic_regionPp3c18_16700-Pp3c18_16730NA NA n.11931368A>GNA NA NA NA NA
Chr18 11935647 A AAT Chr18_11935647_A_AATA_AAT INDEL 3951.24 20 9 10 0 2 0 0 2 7 5 4 8 5 5 20 9 10 16 11 13 10 12 7 5 4 10 5 5 1 1 1 0 0.182 0 0 0.167 1 1 1 0.8 1 1 0 10 10 2 7 0 3 intergenic_regionMODIFIER Pp3c18_16700-Pp3c18_16730Pp3c18_16700-Pp3c18_16730intergenic_regionPp3c18_16700-Pp3c18_16730NA NA n.11935647_11935648insATNA NA NA NA NA
Chr18 12047750 G A Chr18_12047750_G_AG_A SNP 5362.98 0 0 0 0 0 0 0 0 30 26 7 33 12 13 25 18 19 20 22 30 31 32 30 26 7 33 12 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c18_16890-Pp3c18_16950Pp3c18_16890-Pp3c18_16950intergenic_regionPp3c18_16890-Pp3c18_16950NA NA n.12047750G>ANA NA NA NA NA
Chr18 12066978 C CA Chr18_12066978_C_CAC_CA INDEL 13488.59 25 10 13 28 15 19 33 26 23 20 19 11 4 13 25 10 13 28 15 19 33 26 23 20 19 11 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_16950Pp3c18_16950transcript PAC:32981892protein_codingNA c.*3632_*3633insTNA NA NA NA 2637
Chr18 12066978 C CA Chr18_12066978_C_CAC_CA INDEL 13488.59 25 10 13 28 15 19 33 26 23 20 19 11 4 13 25 10 13 28 15 19 33 26 23 20 19 11 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_16890-Pp3c18_16950Pp3c18_16890-Pp3c18_16950intergenic_regionPp3c18_16890-Pp3c18_16950NA NA n.12066978_12066979insANA NA NA NA NA
Chr18 12098375 C A Chr18_12098375_C_AC_A SNP 11743.63 11 11 4 15 10 22 18 21 14 16 10 12 4 4 11 11 4 15 10 22 18 21 14 16 10 12 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_16950-Pp3c18_17079Pp3c18_16950-Pp3c18_17079intergenic_regionPp3c18_16950-Pp3c18_17079NA NA n.12098375C>ANA NA NA NA NA
Chr18 12620189 A AT Chr18_12620189_A_ATA_AT INDEL 16950.59 24 12 16 22 24 33 31 22 24 26 13 22 16 7 24 12 16 22 24 33 31 22 24 26 13 22 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_17600-Pp3c18_17630Pp3c18_17600-Pp3c18_17630intergenic_regionPp3c18_17600-Pp3c18_17630NA NA n.12620189_12620190insTNA NA NA NA NA
Chr18 12698974 G GT Chr18_12698974_G_GTG_GT INDEL 13291.59 21 13 6 26 19 29 32 20 26 21 5 16 7 10 21 13 6 26 19 29 32 20 26 21 5 16 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_17630-Pp3c18_17700Pp3c18_17630-Pp3c18_17700intergenic_regionPp3c18_17630-Pp3c18_17700NA NA n.12698974_12698975insTNA NA NA NA NA
Chr18 12803649 C CA Chr18_12803649_C_CAC_CA INDEL 15863.59 20 13 12 29 20 28 32 19 26 21 12 18 13 14 20 13 12 29 20 28 32 19 26 21 12 18 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_17791Pp3c18_17791transcript PAC:32981441protein_codingNA c.-1700_-1699insANA NA NA NA 1497
Chr18 12803649 C CA Chr18_12803649_C_CAC_CA INDEL 15863.59 20 13 12 29 20 28 32 19 26 21 12 18 13 14 20 13 12 29 20 28 32 19 26 21 12 18 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_17790Pp3c18_17790transcript PAC:32982763protein_codingNA c.*1988_*1989insTNA NA NA NA 1347
Chr18 12803649 C CA Chr18_12803649_C_CAC_CA INDEL 15863.59 20 13 12 29 20 28 32 19 26 21 12 18 13 14 20 13 12 29 20 28 32 19 26 21 12 18 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_17710-Pp3c18_17790Pp3c18_17710-Pp3c18_17790intergenic_regionPp3c18_17710-Pp3c18_17790NA NA n.12803649_12803650insANA NA NA NA NA
Chr18 12964277 G GA Chr18_12964277_G_GAG_GA INDEL 16025.59 29 17 18 22 17 21 43 18 13 28 11 21 14 11 29 17 18 22 17 21 43 18 13 28 11 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_18010Pp3c18_18010transcript PAC:32982829protein_coding 12-déc c.*130dupA NA NA NA NA 131
Chr18 12964277 G GA Chr18_12964277_G_GAG_GA INDEL 16025.59 29 17 18 22 17 21 43 18 13 28 11 21 14 11 29 17 18 22 17 21 43 18 13 28 11 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_18020Pp3c18_18020transcript PAC:32983362protein_codingNA c.*1325dupT NA NA NA NA 903
Chr18 12964277 G GA Chr18_12964277_G_GAG_GA INDEL 16025.59 29 17 18 22 17 21 43 18 13 28 11 21 14 11 29 17 18 22 17 21 43 18 13 28 11 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_18020Pp3c18_18020transcript PAC:32983363protein_codingNA c.*1325dupT NA NA NA NA 916
Chr18 12964277 G GA Chr18_12964277_G_GAG_GA INDEL 16025.59 29 17 18 22 17 21 43 18 13 28 11 21 14 11 29 17 18 22 17 21 43 18 13 28 11 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_18010Pp3c18_18010transcript PAC:32982827protein_coding13/13 c.*47+83dupANA NA NA NA NA
Chr18 12964277 G GA Chr18_12964277_G_GAG_GA INDEL 16025.59 29 17 18 22 17 21 43 18 13 28 11 21 14 11 29 17 18 22 17 21 43 18 13 28 11 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_18010Pp3c18_18010transcript PAC:32982830protein_coding 12-déc c.*47+83dupANA NA NA NA NA
Chr18 12964277 G GA Chr18_12964277_G_GAG_GA INDEL 16025.59 29 17 18 22 17 21 43 18 13 28 11 21 14 11 29 17 18 22 17 21 43 18 13 28 11 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_18010Pp3c18_18010transcript PAC:32982831protein_coding 12-déc c.*47+83dupANA NA NA NA NA
Chr18 12964277 G GA Chr18_12964277_G_GAG_GA INDEL 16025.59 29 17 18 22 17 21 43 18 13 28 11 21 14 11 29 17 18 22 17 21 43 18 13 28 11 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_18010Pp3c18_18010transcript PAC:32982833protein_coding 12-déc c.*47+83dupANA NA NA NA NA
Chr18 12964277 G GA Chr18_12964277_G_GAG_GA INDEL 16025.59 29 17 18 22 17 21 43 18 13 28 11 21 14 11 29 17 18 22 17 21 43 18 13 28 11 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_18010Pp3c18_18010transcript PAC:32982828protein_coding 12-déc c.*47+83dupANA NA NA NA NA
Chr18 12964277 G GA Chr18_12964277_G_GAG_GA INDEL 16025.59 29 17 18 22 17 21 43 18 13 28 11 21 14 11 29 17 18 22 17 21 43 18 13 28 11 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_18010Pp3c18_18010transcript PAC:32982832protein_coding 11-nov c.*47+83dupANA NA NA NA NA
Chr18 12994201 AAT A Chr18_12994201_AAT_AAAT_A INDEL 4660.24 19 13 9 0 0 0 0 0 11 12 7 11 6 5 22 13 9 13 8 19 29 15 12 12 7 11 6 5 0.864 1 1 0 0 0 0 0 0.917 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983042protein_codingNA c.*1428_*1429delATNA NA NA NA 547
Chr18 12994201 AAT A Chr18_12994201_AAT_AAAT_A INDEL 4660.24 19 13 9 0 0 0 0 0 11 12 7 11 6 5 22 13 9 13 8 19 29 15 12 12 7 11 6 5 0.864 1 1 0 0 0 0 0 0.917 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983044protein_codingNA c.*1428_*1429delATNA NA NA NA 547
Chr18 12994201 AAT A Chr18_12994201_AAT_AAAT_A INDEL 4660.24 19 13 9 0 0 0 0 0 11 12 7 11 6 5 22 13 9 13 8 19 29 15 12 12 7 11 6 5 0.864 1 1 0 0 0 0 0 0.917 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983045protein_codingNA c.*2554_*2555delATNA NA NA NA 547
Chr18 12994201 AAT A Chr18_12994201_AAT_AAAT_A INDEL 4660.24 19 13 9 0 0 0 0 0 11 12 7 11 6 5 22 13 9 13 8 19 29 15 12 12 7 11 6 5 0.864 1 1 0 0 0 0 0 0.917 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983046protein_codingNA c.*2625_*2626delATNA NA NA NA 547
Chr18 12994201 AAT A Chr18_12994201_AAT_AAAT_A INDEL 4660.24 19 13 9 0 0 0 0 0 11 12 7 11 6 5 22 13 9 13 8 19 29 15 12 12 7 11 6 5 0.864 1 1 0 0 0 0 0 0.917 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983047protein_codingNA c.*1428_*1429delATNA NA NA NA 547
Chr18 12994201 AAT A Chr18_12994201_AAT_AAAT_A INDEL 4660.24 19 13 9 0 0 0 0 0 11 12 7 11 6 5 22 13 9 13 8 19 29 15 12 12 7 11 6 5 0.864 1 1 0 0 0 0 0 0.917 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983048protein_codingNA c.*1428_*1429delATNA NA NA NA 547
Chr18 12994201 AAT A Chr18_12994201_AAT_AAAT_A INDEL 4660.24 19 13 9 0 0 0 0 0 11 12 7 11 6 5 22 13 9 13 8 19 29 15 12 12 7 11 6 5 0.864 1 1 0 0 0 0 0 0.917 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983043protein_codingNA c.*1428_*1429delATNA NA NA NA 711
Chr18 12994201 AAT A Chr18_12994201_AAT_AAAT_A INDEL 4660.24 19 13 9 0 0 0 0 0 11 12 7 11 6 5 22 13 9 13 8 19 29 15 12 12 7 11 6 5 0.864 1 1 0 0 0 0 0 0.917 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983049protein_codingNA c.*3567_*3568delATNA NA NA NA 3124
Chr18 12994201 AAT A Chr18_12994201_AAT_AAAT_A INDEL 4660.24 19 13 9 0 0 0 0 0 11 12 7 11 6 5 22 13 9 13 8 19 29 15 12 12 7 11 6 5 0.864 1 1 0 0 0 0 0 0.917 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c18_18040-Pp3c18_18060Pp3c18_18040-Pp3c18_18060intergenic_regionPp3c18_18040-Pp3c18_18060NA NA n.12994202_12994203delATNA NA NA NA NA
Chr18 13002985 TTATATA T Chr18_13002985_TTATATA_TTTATATA_T INDEL 526.37 0 0 0 0 0 0 0 0 0 0 0 0 0 14 18 14 13 15 6 21 24 11 12 14 10 18 9 14 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983042protein_codingNA c.-1818_-1813delTATATANA NA NA NA 1704
Chr18 13002985 TTATATA T Chr18_13002985_TTATATA_TTTATATA_T INDEL 526.37 0 0 0 0 0 0 0 0 0 0 0 0 0 14 18 14 13 15 6 21 24 11 12 14 10 18 9 14 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983044protein_codingNA c.-1818_-1813delTATATANA NA NA NA 1704
Chr18 13002985 TTATATA T Chr18_13002985_TTATATA_TTTATATA_T INDEL 526.37 0 0 0 0 0 0 0 0 0 0 0 0 0 14 18 14 13 15 6 21 24 11 12 14 10 18 9 14 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983045protein_codingNA c.-1818_-1813delTATATANA NA NA NA 1704
Chr18 13002985 TTATATA T Chr18_13002985_TTATATA_TTTATATA_T INDEL 526.37 0 0 0 0 0 0 0 0 0 0 0 0 0 14 18 14 13 15 6 21 24 11 12 14 10 18 9 14 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983046protein_codingNA c.-1818_-1813delTATATANA NA NA NA 1704
Chr18 13002985 TTATATA T Chr18_13002985_TTATATA_TTTATATA_T INDEL 526.37 0 0 0 0 0 0 0 0 0 0 0 0 0 14 18 14 13 15 6 21 24 11 12 14 10 18 9 14 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983047protein_codingNA c.-3515_-3510delTATATANA NA NA NA 1704
Chr18 13002985 TTATATA T Chr18_13002985_TTATATA_TTTATATA_T INDEL 526.37 0 0 0 0 0 0 0 0 0 0 0 0 0 14 18 14 13 15 6 21 24 11 12 14 10 18 9 14 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983048protein_codingNA c.-3515_-3510delTATATANA NA NA NA 1704
Chr18 13002985 TTATATA T Chr18_13002985_TTATATA_TTTATATA_T INDEL 526.37 0 0 0 0 0 0 0 0 0 0 0 0 0 14 18 14 13 15 6 21 24 11 12 14 10 18 9 14 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983043protein_codingNA c.-1818_-1813delTATATANA NA NA NA 1102
Chr18 13002985 TTATATA T Chr18_13002985_TTATATA_TTTATATA_T INDEL 526.37 0 0 0 0 0 0 0 0 0 0 0 0 0 14 18 14 13 15 6 21 24 11 12 14 10 18 9 14 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983049protein_codingNA c.-1818_-1813delTATATANA NA NA NA 1704
Chr18 13002985 TTATATA T Chr18_13002985_TTATATA_TTTATATA_T INDEL 526.37 0 0 0 0 0 0 0 0 0 0 0 0 0 14 18 14 13 15 6 21 24 11 12 14 10 18 9 14 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c18_18060-Pp3c18_18079Pp3c18_18060-Pp3c18_18079intergenic_regionPp3c18_18060-Pp3c18_18079NA NA n.13002986_13002991delTATATANA NA NA NA NA
Chr18 13005533 TTA T Chr18_13005533_TTA_TTTA_T INDEL 1953.24 0 0 0 8 9 15 24 8 0 1 0 0 0 1 7 10 9 10 9 15 26 8 11 13 12 14 6 6 0 0 0 0.8 1 1 0.923 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983042protein_codingNA c.-4362_-4361delTANA NA NA NA 4252
Chr18 13005533 TTA T Chr18_13005533_TTA_TTTA_T INDEL 1953.24 0 0 0 8 9 15 24 8 0 1 0 0 0 1 7 10 9 10 9 15 26 8 11 13 12 14 6 6 0 0 0 0.8 1 1 0.923 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983044protein_codingNA c.-4362_-4361delTANA NA NA NA 4252
Chr18 13005533 TTA T Chr18_13005533_TTA_TTTA_T INDEL 1953.24 0 0 0 8 9 15 24 8 0 1 0 0 0 1 7 10 9 10 9 15 26 8 11 13 12 14 6 6 0 0 0 0.8 1 1 0.923 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983045protein_codingNA c.-4362_-4361delTANA NA NA NA 4252
Chr18 13005533 TTA T Chr18_13005533_TTA_TTTA_T INDEL 1953.24 0 0 0 8 9 15 24 8 0 1 0 0 0 1 7 10 9 10 9 15 26 8 11 13 12 14 6 6 0 0 0 0.8 1 1 0.923 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983046protein_codingNA c.-4362_-4361delTANA NA NA NA 4252
Chr18 13005533 TTA T Chr18_13005533_TTA_TTTA_T INDEL 1953.24 0 0 0 8 9 15 24 8 0 1 0 0 0 1 7 10 9 10 9 15 26 8 11 13 12 14 6 6 0 0 0 0.8 1 1 0.923 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983047protein_codingNA c.-6059_-6058delTANA NA NA NA 4252
Chr18 13005533 TTA T Chr18_13005533_TTA_TTTA_T INDEL 1953.24 0 0 0 8 9 15 24 8 0 1 0 0 0 1 7 10 9 10 9 15 26 8 11 13 12 14 6 6 0 0 0 0.8 1 1 0.923 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983048protein_codingNA c.-6059_-6058delTANA NA NA NA 4252
Chr18 13005533 TTA T Chr18_13005533_TTA_TTTA_T INDEL 1953.24 0 0 0 8 9 15 24 8 0 1 0 0 0 1 7 10 9 10 9 15 26 8 11 13 12 14 6 6 0 0 0 0.8 1 1 0.923 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983043protein_codingNA c.-4362_-4361delTANA NA NA NA 3650
Chr18 13005533 TTA T Chr18_13005533_TTA_TTTA_T INDEL 1953.24 0 0 0 8 9 15 24 8 0 1 0 0 0 1 7 10 9 10 9 15 26 8 11 13 12 14 6 6 0 0 0 0.8 1 1 0.923 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_18060Pp3c18_18060transcript PAC:32983049protein_codingNA c.-4362_-4361delTANA NA NA NA 4252
Chr18 13005533 TTA T Chr18_13005533_TTA_TTTA_T INDEL 1953.24 0 0 0 8 9 15 24 8 0 1 0 0 0 1 7 10 9 10 9 15 26 8 11 13 12 14 6 6 0 0 0 0.8 1 1 0.923 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_18060-Pp3c18_18079Pp3c18_18060-Pp3c18_18079intergenic_regionPp3c18_18060-Pp3c18_18079NA NA n.13005534_13005535delTANA NA NA NA NA
Chr18 13036554 G A Chr18_13036554_G_AG_A SNP 18067.63 21 11 17 17 18 21 24 22 26 29 18 20 13 13 21 11 17 17 18 21 24 22 26 29 18 20 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_18119-Pp3c18_18290Pp3c18_18119-Pp3c18_18290intergenic_regionPp3c18_18119-Pp3c18_18290NA NA n.13036554G>ANA NA NA NA NA
Chr18 13849612 C A Chr18_13849612_C_AC_A SNP 17759.63 29 7 16 17 17 23 44 28 17 21 16 18 13 7 29 7 16 17 17 23 44 28 17 21 16 18 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_19410-Pp3c18_19440Pp3c18_19410-Pp3c18_19440intergenic_regionPp3c18_19410-Pp3c18_19440NA NA n.13849612C>ANA NA NA NA NA
Chr18 13876722 C A Chr18_13876722_C_AC_A SNP 10496.63 14 6 10 9 20 15 13 12 17 13 7 11 4 5 14 6 10 9 20 15 13 12 17 13 7 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_19450-Pp3c18_19460Pp3c18_19450-Pp3c18_19460intergenic_regionPp3c18_19450-Pp3c18_19460NA NA n.13876722C>ANA NA NA NA NA
Chr18 13983044 T TTA Chr18_13983044_T_TTAT_TTA INDEL 6218.24 23 5 7 0 1 0 0 0 12 14 12 20 4 9 23 6 7 20 23 32 30 18 12 14 12 20 4 10 1 0.833 1 0 0 0 0 0 1 1 1 1 1 0.9 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c18_19720Pp3c18_19720transcript PAC:32982753protein_codingNA c.-3394_-3393insTANA NA NA NA 3053
Chr18 13983044 T TTA Chr18_13983044_T_TTAT_TTA INDEL 6218.24 23 5 7 0 1 0 0 0 12 14 12 20 4 9 23 6 7 20 23 32 30 18 12 14 12 20 4 10 1 0.833 1 0 0 0 0 0 1 1 1 1 1 0.9 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c18_19720Pp3c18_19720transcript PAC:32982754protein_codingNA c.-3394_-3393insTANA NA NA NA 3026
Chr18 13983044 T TTA Chr18_13983044_T_TTAT_TTA INDEL 6218.24 23 5 7 0 1 0 0 0 12 14 12 20 4 9 23 6 7 20 23 32 30 18 12 14 12 20 4 10 1 0.833 1 0 0 0 0 0 1 1 1 1 1 0.9 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c18_19700-Pp3c18_19720Pp3c18_19700-Pp3c18_19720intergenic_regionPp3c18_19700-Pp3c18_19720NA NA n.13983044_13983045insTANA NA NA NA NA
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983397protein_codingNA c.-3291C>A NA NA NA NA 1937
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983405protein_codingNA c.-3291C>A NA NA NA NA 1984
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983398protein_codingNA c.-3291C>A NA NA NA NA 1985
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983406protein_codingNA c.-3291C>A NA NA NA NA 1997
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983400protein_codingNA c.-3291C>A NA NA NA NA 1998
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983399protein_codingNA c.-3291C>A NA NA NA NA 2004
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983401protein_codingNA c.-3291C>A NA NA NA NA 2004
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983402protein_codingNA c.-3291C>A NA NA NA NA 2004
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983404protein_codingNA c.-3291C>A NA NA NA NA 2004
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983408protein_codingNA c.-3291C>A NA NA NA NA 2004
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983403protein_codingNA c.-3291C>A NA NA NA NA 2004
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983407protein_codingNA c.-3291C>A NA NA NA NA 2876
Chr18 14039143 C A Chr18_14039143_C_AC_A SNP 20001.63 30 10 23 28 17 27 29 24 22 18 8 20 11 18 30 10 23 28 17 27 29 24 22 18 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_19760-Pp3c18_19780Pp3c18_19760-Pp3c18_19780intergenic_regionPp3c18_19760-Pp3c18_19780NA NA n.14039143C>ANA NA NA NA NA
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983397protein_codingNA c.-3289T>A NA NA NA NA 1935
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983405protein_codingNA c.-3289T>A NA NA NA NA 1982
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983398protein_codingNA c.-3289T>A NA NA NA NA 1983
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983406protein_codingNA c.-3289T>A NA NA NA NA 1995
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983400protein_codingNA c.-3289T>A NA NA NA NA 1996
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983399protein_codingNA c.-3289T>A NA NA NA NA 2002
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983401protein_codingNA c.-3289T>A NA NA NA NA 2002
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983402protein_codingNA c.-3289T>A NA NA NA NA 2002
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983404protein_codingNA c.-3289T>A NA NA NA NA 2002
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983408protein_codingNA c.-3289T>A NA NA NA NA 2002
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983403protein_codingNA c.-3289T>A NA NA NA NA 2002
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19780Pp3c18_19780transcript PAC:32983407protein_codingNA c.-3289T>A NA NA NA NA 2874
Chr18 14039145 T A Chr18_14039145_T_AT_A SNP 20001.63 29 10 23 29 16 28 29 25 22 19 8 20 11 18 29 10 23 29 16 28 29 25 22 19 8 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_19760-Pp3c18_19780Pp3c18_19760-Pp3c18_19780intergenic_regionPp3c18_19760-Pp3c18_19780NA NA n.14039145T>ANA NA NA NA NA
Chr18 14111914 A AT Chr18_14111914_A_ATA_AT INDEL 14099.59 20 9 17 21 25 25 22 20 18 20 19 22 9 6 20 9 17 21 25 25 22 20 18 20 19 22 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_19929Pp3c18_19929transcript PAC:32982849protein_codingNA c.-4421_-4420insTNA NA NA NA 4408
Chr18 14111914 A AT Chr18_14111914_A_ATA_AT INDEL 14099.59 20 9 17 21 25 25 22 20 18 20 19 22 9 6 20 9 17 21 25 25 22 20 18 20 19 22 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_19850-Pp3c18_19929Pp3c18_19850-Pp3c18_19929intergenic_regionPp3c18_19850-Pp3c18_19929NA NA n.14111914_14111915insTNA NA NA NA NA
Chr18 14124773 G A Chr18_14124773_G_AG_A SNP 5797.29 0 0 0 17 23 24 31 22 0 0 0 0 0 0 36 14 11 17 23 24 31 22 19 15 16 17 13 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_19929-Pp3c18_19990Pp3c18_19929-Pp3c18_19990intergenic_regionPp3c18_19929-Pp3c18_19990NA NA n.14124773G>ANA NA NA NA NA
Chr18 14155262 A AAT Chr18_14155262_A_AATA_AAT INDEL 4787.24 24 16 10 0 0 0 1 1 13 14 12 6 14 4 25 16 10 19 18 16 22 16 15 14 12 6 14 4 0.96 1 1 0 0 0 0 0 0.867 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c18_19990Pp3c18_19990transcript PAC:32980966protein_codingNA c.-5272_-5271insATNA NA NA NA 4747
Chr18 14155262 A AAT Chr18_14155262_A_AATA_AAT INDEL 4787.24 24 16 10 0 0 0 1 1 13 14 12 6 14 4 25 16 10 19 18 16 22 16 15 14 12 6 14 4 0.96 1 1 0 0 0 0 0 0.867 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c18_19990Pp3c18_19990transcript PAC:32980967protein_codingNA c.-5272_-5271insATNA NA NA NA 4751
Chr18 14155262 A AAT Chr18_14155262_A_AATA_AAT INDEL 4787.24 24 16 10 0 0 0 1 1 13 14 12 6 14 4 25 16 10 19 18 16 22 16 15 14 12 6 14 4 0.96 1 1 0 0 0 0 0 0.867 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c18_19929-Pp3c18_19990Pp3c18_19929-Pp3c18_19990intergenic_regionPp3c18_19929-Pp3c18_19990NA NA n.14155262_14155263insATNA NA NA NA NA
Chr18 14218228 GTA G Chr18_14218228_GTA_GGTA_G INDEL 9827.59 15 14 11 18 11 18 20 19 15 14 7 12 7 6 15 14 11 18 11 20 21 19 15 16 8 12 7 6 1 1 1 1 1 0.9 0.952 1 1 0.875 0.875 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_20060Pp3c18_20060transcript PAC:32981873protein_codingNA c.-1500_-1499delTANA NA NA NA 1221
Chr18 14218228 GTA G Chr18_14218228_GTA_GGTA_G INDEL 9827.59 15 14 11 18 11 18 20 19 15 14 7 12 7 6 15 14 11 18 11 20 21 19 15 16 8 12 7 6 1 1 1 1 1 0.9 0.952 1 1 0.875 0.875 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_20060Pp3c18_20060transcript PAC:32981874protein_codingNA c.-1500_-1499delTANA NA NA NA 1224
Chr18 14218228 GTA G Chr18_14218228_GTA_GGTA_G INDEL 9827.59 15 14 11 18 11 18 20 19 15 14 7 12 7 6 15 14 11 18 11 20 21 19 15 16 8 12 7 6 1 1 1 1 1 0.9 0.952 1 1 0.875 0.875 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_20050-Pp3c18_20060Pp3c18_20050-Pp3c18_20060intergenic_regionPp3c18_20050-Pp3c18_20060NA NA n.14218229_14218230delTANA NA NA NA NA
Chr18 14417669 A G Chr18_14417669_A_GA_G SNP 14806.63 20 20 6 10 16 27 27 21 15 18 10 14 10 7 20 20 6 10 16 27 27 21 15 18 10 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_20340-Pp3c18_20430Pp3c18_20340-Pp3c18_20430intergenic_regionPp3c18_20340-Pp3c18_20430NA NA n.14417669A>GNA NA NA NA NA
Chr18 14474910 TA T Chr18_14474910_TA_TTA_T INDEL 9549.59 25 13 17 22 13 12 22 16 16 9 11 12 7 5 25 13 17 22 13 12 22 16 16 9 11 12 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_20460Pp3c18_20460transcript PAC:32981131protein_codingNA c.*753delA NA NA NA NA 753
Chr18 14474910 TA T Chr18_14474910_TA_TTA_T INDEL 9549.59 25 13 17 22 13 12 22 16 16 9 11 12 7 5 25 13 17 22 13 12 22 16 16 9 11 12 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_20460-Pp3c18_20480Pp3c18_20460-Pp3c18_20480intergenic_regionPp3c18_20460-Pp3c18_20480NA NA n.14474911delANA NA NA NA NA
Chr18 14696783 G T Chr18_14696783_G_TG_T SNP 16534.63 23 17 15 14 19 26 36 24 29 33 16 11 7 15 23 17 15 14 19 26 36 24 29 33 16 11 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_20710-Pp3c18_20800Pp3c18_20710-Pp3c18_20800intergenic_regionPp3c18_20710-Pp3c18_20800NA NA n.14696783G>TNA NA NA NA NA
Chr18 14714931 G C Chr18_14714931_G_CG_C SNP 17872.63 30 19 23 16 23 24 29 20 27 28 28 13 11 15 30 19 23 16 23 24 29 20 27 28 28 13 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c18_20800Pp3c18_20800transcript PAC:32982127protein_coding 01-juil c.-2456G>C NA NA NA NA 2456
Chr18 14714931 G C Chr18_14714931_G_CG_C SNP 17872.63 30 19 23 16 23 24 29 20 27 28 28 13 11 15 30 19 23 16 23 24 29 20 27 28 28 13 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_20820Pp3c18_20820transcript PAC:32981409protein_codingNA c.-4059G>C NA NA NA NA 4059
Chr18 14714931 G C Chr18_14714931_G_CG_C SNP 17872.63 30 19 23 16 23 24 29 20 27 28 28 13 11 15 30 19 23 16 23 24 29 20 27 28 28 13 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_20820Pp3c18_20820transcript PAC:32981410protein_codingNA c.-5588G>C NA NA NA NA 4274
Chr18 14716474 A T Chr18_14716474_A_TA_T SNP 10428.63 19 11 9 15 12 11 13 18 21 21 23 23 10 8 19 11 9 15 12 11 13 18 21 21 23 23 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c18_20800Pp3c18_20800transcript PAC:32982127protein_coding 01-juil c.-913A>T NA NA NA NA 913
Chr18 14716474 A T Chr18_14716474_A_TA_T SNP 10428.63 19 11 9 15 12 11 13 18 21 21 23 23 10 8 19 11 9 15 12 11 13 18 21 21 23 23 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_20820Pp3c18_20820transcript PAC:32981409protein_codingNA c.-2516A>T NA NA NA NA 2516
Chr18 14716474 A T Chr18_14716474_A_TA_T SNP 10428.63 19 11 9 15 12 11 13 18 21 21 23 23 10 8 19 11 9 15 12 11 13 18 21 21 23 23 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_20820Pp3c18_20820transcript PAC:32981410protein_codingNA c.-4045A>T NA NA NA NA 2731
Chr18 14795162 T TTA Chr18_14795162_T_TTAT_TTA INDEL 2123.93 0 0 0 0 0 0 1 0 18 20 10 4 5 5 19 11 10 18 14 17 19 15 18 21 10 5 5 5 0 0 0 0 0 0 0 0 1 0.952 1 0.8 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_20970Pp3c18_20970transcript PAC:32983346protein_codingNA c.*3308_*3309insTANA NA NA NA 2788
Chr18 14795162 T TTA Chr18_14795162_T_TTAT_TTA INDEL 2123.93 0 0 0 0 0 0 1 0 18 20 10 4 5 5 19 11 10 18 14 17 19 15 18 21 10 5 5 5 0 0 0 0 0 0 0 0 1 0.952 1 0.8 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c18_20970Pp3c18_20970transcript PAC:32983347protein_codingNA c.*3308_*3309insTANA NA NA NA 3308
Chr18 14795162 T TTA Chr18_14795162_T_TTAT_TTA INDEL 2123.93 0 0 0 0 0 0 1 0 18 20 10 4 5 5 19 11 10 18 14 17 19 15 18 21 10 5 5 5 0 0 0 0 0 0 0 0 1 0.952 1 0.8 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c18_20920-Pp3c18_20970Pp3c18_20920-Pp3c18_20970intergenic_regionPp3c18_20920-Pp3c18_20970NA NA n.14795162_14795163insTANA NA NA NA NA
Chr18 14845764 A AAT Chr18_14845764_A_AATA_AAT INDEL 319.37 0 0 0 0 0 0 0 0 0 0 0 12 0 0 14 15 12 17 12 19 30 15 11 9 16 12 14 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c18_21040Pp3c18_21040transcript PAC:32981219protein_codingNA c.-645_-644insATNA NA NA NA 235
Chr18 14845764 A AAT Chr18_14845764_A_AATA_AAT INDEL 319.37 0 0 0 0 0 0 0 0 0 0 0 12 0 0 14 15 12 17 12 19 30 15 11 9 16 12 14 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c18_21040Pp3c18_21040transcript PAC:32981220protein_codingNA c.-645_-644insATNA NA NA NA 244
Chr18 14845764 A AAT Chr18_14845764_A_AATA_AAT INDEL 319.37 0 0 0 0 0 0 0 0 0 0 0 12 0 0 14 15 12 17 12 19 30 15 11 9 16 12 14 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c18_21040Pp3c18_21040transcript PAC:32981221protein_codingNA c.-645_-644insATNA NA NA NA 244
Chr18 14845764 A AAT Chr18_14845764_A_AATA_AAT INDEL 319.37 0 0 0 0 0 0 0 0 0 0 0 12 0 0 14 15 12 17 12 19 30 15 11 9 16 12 14 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c18_21050Pp3c18_21050transcript PAC:32981385protein_codingNA c.*3209_*3210insATNA NA NA NA 2820
Chr18 14845764 A AAT Chr18_14845764_A_AATA_AAT INDEL 319.37 0 0 0 0 0 0 0 0 0 0 0 12 0 0 14 15 12 17 12 19 30 15 11 9 16 12 14 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c18_21050Pp3c18_21050transcript PAC:32981386protein_codingNA c.*3209_*3210insATNA NA NA NA 2932
Chr18 14845764 A AAT Chr18_14845764_A_AATA_AAT INDEL 319.37 0 0 0 0 0 0 0 0 0 0 0 12 0 0 14 15 12 17 12 19 30 15 11 9 16 12 14 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c18_21050Pp3c18_21050transcript PAC:32981387protein_codingNA c.*3209_*3210insATNA NA NA NA 2932
Chr18 14845764 A AAT Chr18_14845764_A_AATA_AAT INDEL 319.37 0 0 0 0 0 0 0 0 0 0 0 12 0 0 14 15 12 17 12 19 30 15 11 9 16 12 14 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c18_21020-Pp3c18_21040Pp3c18_21020-Pp3c18_21040intergenic_regionPp3c18_21020-Pp3c18_21040NA NA n.14845764_14845765insATNA NA NA NA NA
Chr18 14909630 A T Chr18_14909630_A_TA_T SNP 5219.29 0 0 0 26 12 22 28 23 0 0 0 0 0 0 28 9 15 27 12 23 28 23 24 13 12 18 4 5 0 0 0 0.963 1 0.957 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c18_21170Pp3c18_21170transcript PAC:32983416protein_codingNA c.*665A>T NA NA NA NA 209
Chr18 14909630 A T Chr18_14909630_A_TA_T SNP 5219.29 0 0 0 26 12 22 28 23 0 0 0 0 0 0 28 9 15 27 12 23 28 23 24 13 12 18 4 5 0 0 0 0.963 1 0.957 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c18_21170Pp3c18_21170transcript PAC:32983417protein_codingNA c.*665A>T NA NA NA NA 185
Chr18 14909630 A T Chr18_14909630_A_TA_T SNP 5219.29 0 0 0 26 12 22 28 23 0 0 0 0 0 0 28 9 15 27 12 23 28 23 24 13 12 18 4 5 0 0 0 0.963 1 0.957 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_21170-Pp3c18_21190Pp3c18_21170-Pp3c18_21190intergenic_regionPp3c18_21170-Pp3c18_21190NA NA n.14909630A>TNA NA NA NA NA
Chr18 14994034 AAT A Chr18_14994034_AAT_AAAT_A INDEL 1660.24 0 0 0 12 8 12 14 12 0 0 0 1 0 1 21 13 11 12 8 12 14 12 11 13 7 12 7 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_21350Pp3c18_21350transcript PAC:32983515protein_codingNA c.-4645_-4644delATNA NA NA NA 4358
Chr18 14994034 AAT A Chr18_14994034_AAT_AAAT_A INDEL 1660.24 0 0 0 12 8 12 14 12 0 0 0 1 0 1 21 13 11 12 8 12 14 12 11 13 7 12 7 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c18_21350Pp3c18_21350transcript PAC:32983516protein_codingNA c.-4645_-4644delATNA NA NA NA 3640
Chr18 14994034 AAT A Chr18_14994034_AAT_AAAT_A INDEL 1660.24 0 0 0 12 8 12 14 12 0 0 0 1 0 1 21 13 11 12 8 12 14 12 11 13 7 12 7 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c18_21330Pp3c18_21330transcript PAC:32982080protein_codingNA c.*3662_*3663delATNA NA NA NA 2645
Chr18 14994034 AAT A Chr18_14994034_AAT_AAAT_A INDEL 1660.24 0 0 0 12 8 12 14 12 0 0 0 1 0 1 21 13 11 12 8 12 14 12 11 13 7 12 7 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c18_21330Pp3c18_21330transcript PAC:32982082protein_codingNA c.*3662_*3663delATNA NA NA NA 3320
Chr18 14994034 AAT A Chr18_14994034_AAT_AAAT_A INDEL 1660.24 0 0 0 12 8 12 14 12 0 0 0 1 0 1 21 13 11 12 8 12 14 12 11 13 7 12 7 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c18_21330Pp3c18_21330transcript PAC:32982081protein_codingNA c.*3662_*3663delATNA NA NA NA 2182
Chr18 14994034 AAT A Chr18_14994034_AAT_AAAT_A INDEL 1660.24 0 0 0 12 8 12 14 12 0 0 0 1 0 1 21 13 11 12 8 12 14 12 11 13 7 12 7 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c18_21330Pp3c18_21330transcript PAC:32982083protein_codingNA c.*3662_*3663delATNA NA NA NA 2182
Chr18 14994034 AAT A Chr18_14994034_AAT_AAAT_A INDEL 1660.24 0 0 0 12 8 12 14 12 0 0 0 1 0 1 21 13 11 12 8 12 14 12 11 13 7 12 7 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_21330-Pp3c18_21350Pp3c18_21330-Pp3c18_21350intergenic_regionPp3c18_21330-Pp3c18_21350NA NA n.14994035_14994036delATNA NA NA NA NA
Chr18 15084058 C CTA Chr18_15084058_C_CTAC_CTA INDEL 754.37 1 0 2 0 0 1 25 0 2 0 0 0 0 1 20 14 15 21 10 25 25 16 24 38 21 9 4 12 0 0 0.133 0 0 0 1 0 0.083 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c18_21540Pp3c18_21540transcript PAC:32982960protein_codingNA c.-3865_-3864insTANA NA NA NA 3865
Chr18 15084058 C CTA Chr18_15084058_C_CTAC_CTA INDEL 754.37 1 0 2 0 0 1 25 0 2 0 0 0 0 1 20 14 15 21 10 25 25 16 24 38 21 9 4 12 0 0 0.133 0 0 0 1 0 0.083 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c18_21550Pp3c18_21550transcript PAC:32983237protein_codingNA c.-1385_-1384insTANA NA NA NA 887
Chr18 15084058 C CTA Chr18_15084058_C_CTAC_CTA INDEL 754.37 1 0 2 0 0 1 25 0 2 0 0 0 0 1 20 14 15 21 10 25 25 16 24 38 21 9 4 12 0 0 0.133 0 0 0 1 0 0.083 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c18_21560Pp3c18_21560transcript PAC:32982272protein_codingNA c.-4174_-4173insTANA NA NA NA 4099
Chr18 15084058 C CTA Chr18_15084058_C_CTAC_CTA INDEL 754.37 1 0 2 0 0 1 25 0 2 0 0 0 0 1 20 14 15 21 10 25 25 16 24 38 21 9 4 12 0 0 0.133 0 0 0 1 0 0.083 0 0 0 0 0 0 1 1 2 0 1 0 upstream_gene_variantMODIFIER Pp3c18_21550Pp3c18_21550transcript PAC:32983238protein_codingNA c.-1385_-1384insTANA NA NA NA 898
Chr18 15084058 C CTA Chr18_15084058_C_CTAC_CTA INDEL 754.37 1 0 2 0 0 1 25 0 2 0 0 0 0 1 20 14 15 21 10 25 25 16 24 38 21 9 4 12 0 0 0.133 0 0 0 1 0 0.083 0 0 0 0 0 0 1 1 2 0 1 0 intergenic_regionMODIFIER Pp3c18_21540-Pp3c18_21550Pp3c18_21540-Pp3c18_21550intergenic_regionPp3c18_21540-Pp3c18_21550NA NA n.15084058_15084059insTANA NA NA NA NA
Chr18 15270363 C T Chr18_15270363_C_TC_T SNP 6276.24 0 0 0 21 19 30 28 33 0 0 0 0 0 0 30 15 14 21 19 30 28 33 20 19 17 14 11 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_21880-Pp3c18_21900Pp3c18_21880-Pp3c18_21900intergenic_regionPp3c18_21880-Pp3c18_21900NA NA n.15270363C>TNA NA NA NA NA
Chr18 15312317 T TA Chr18_15312317_T_TAT_TA INDEL 16080.59 29 17 15 16 21 29 40 24 29 14 16 21 7 11 29 17 15 16 21 29 40 24 29 14 16 21 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c18_21970Pp3c18_21970transcript PAC:32982640protein_coding 03-mars c.*527dupA NA NA NA NA 528
Chr18 15312317 T TA Chr18_15312317_T_TAT_TA INDEL 16080.59 29 17 15 16 21 29 40 24 29 14 16 21 7 11 29 17 15 16 21 29 40 24 29 14 16 21 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_21970Pp3c18_21970transcript PAC:32982638protein_codingNA c.*525_*526insANA NA NA NA 123
Chr18 15312317 T TA Chr18_15312317_T_TAT_TA INDEL 16080.59 29 17 15 16 21 29 40 24 29 14 16 21 7 11 29 17 15 16 21 29 40 24 29 14 16 21 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_21980Pp3c18_21980transcript PAC:32983431protein_codingNA c.*1540dupT NA NA NA NA 1195
Chr18 15312317 T TA Chr18_15312317_T_TAT_TA INDEL 16080.59 29 17 15 16 21 29 40 24 29 14 16 21 7 11 29 17 15 16 21 29 40 24 29 14 16 21 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_21980Pp3c18_21980transcript PAC:32983432protein_codingNA c.*1540dupT NA NA NA NA 1132
Chr18 15312317 T TA Chr18_15312317_T_TAT_TA INDEL 16080.59 29 17 15 16 21 29 40 24 29 14 16 21 7 11 29 17 15 16 21 29 40 24 29 14 16 21 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c18_21970Pp3c18_21970transcript PAC:32982639protein_coding 03-mars c.*396+131dupANA NA NA NA NA
Chr18 15343051 A T Chr18_15343051_A_TA_T SNP 19874.63 28 15 23 24 9 37 25 18 24 20 21 14 13 12 28 15 23 24 9 37 25 18 24 20 21 14 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_22010-Pp3c18_22050Pp3c18_22010-Pp3c18_22050intergenic_regionPp3c18_22010-Pp3c18_22050NA NA n.15343051A>TNA NA NA NA NA
Chr18 15343138 G A Chr18_15343138_G_AG_A SNP 20242.63 34 16 18 27 13 42 18 24 33 33 13 14 15 13 34 16 18 27 13 42 18 24 33 33 13 14 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_22010-Pp3c18_22050Pp3c18_22010-Pp3c18_22050intergenic_regionPp3c18_22010-Pp3c18_22050NA NA n.15343138G>ANA NA NA NA NA
Chr18 15369890 A AT Chr18_15369890_A_ATA_AT INDEL 16001.59 30 18 11 17 14 25 24 29 25 34 11 17 8 11 30 18 11 17 14 25 24 29 25 34 11 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_22050-Pp3c18_22071Pp3c18_22050-Pp3c18_22071intergenic_regionPp3c18_22050-Pp3c18_22071NA NA n.15369890_15369891insTNA NA NA NA NA
Chr18 15385520 G T Chr18_15385520_G_TG_T SNP 12299.63 22 13 5 18 14 11 17 20 11 17 13 13 7 7 22 13 5 18 14 11 17 20 11 17 13 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_22090Pp3c18_22090transcript PAC:32982508protein_codingNA c.-533C>A NA NA NA NA 258
Chr18 15385520 G T Chr18_15385520_G_TG_T SNP 12299.63 22 13 5 18 14 11 17 20 11 17 13 13 7 7 22 13 5 18 14 11 17 20 11 17 13 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_22090Pp3c18_22090transcript PAC:32982509protein_codingNA c.-533C>A NA NA NA NA 385
Chr18 15385520 G T Chr18_15385520_G_TG_T SNP 12299.63 22 13 5 18 14 11 17 20 11 17 13 13 7 7 22 13 5 18 14 11 17 20 11 17 13 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c18_22090Pp3c18_22090transcript PAC:32982510protein_codingNA c.-533C>A NA NA NA NA 258
Chr18 15385520 G T Chr18_15385520_G_TG_T SNP 12299.63 22 13 5 18 14 11 17 20 11 17 13 13 7 7 22 13 5 18 14 11 17 20 11 17 13 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_22080Pp3c18_22080transcript PAC:32981363protein_codingNA c.*4027G>T NA NA NA NA 3678
Chr18 15385520 G T Chr18_15385520_G_TG_T SNP 12299.63 22 13 5 18 14 11 17 20 11 17 13 13 7 7 22 13 5 18 14 11 17 20 11 17 13 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_22120Pp3c18_22120transcript PAC:32981758protein_codingNA c.*4033C>A NA NA NA NA 3395
Chr18 15385520 G T Chr18_15385520_G_TG_T SNP 12299.63 22 13 5 18 14 11 17 20 11 17 13 13 7 7 22 13 5 18 14 11 17 20 11 17 13 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_22080Pp3c18_22080transcript PAC:32981364protein_codingNA c.*4027G>T NA NA NA NA 3698
Chr18 15385520 G T Chr18_15385520_G_TG_T SNP 12299.63 22 13 5 18 14 11 17 20 11 17 13 13 7 7 22 13 5 18 14 11 17 20 11 17 13 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_22120Pp3c18_22120transcript PAC:32981759protein_codingNA c.*4033C>A NA NA NA NA 3422
Chr18 15385520 G T Chr18_15385520_G_TG_T SNP 12299.63 22 13 5 18 14 11 17 20 11 17 13 13 7 7 22 13 5 18 14 11 17 20 11 17 13 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_22090-Pp3c18_22120Pp3c18_22090-Pp3c18_22120intergenic_regionPp3c18_22090-Pp3c18_22120NA NA n.15385520G>TNA NA NA NA NA
Chr18 15517206 C CT Chr18_15517206_C_CTC_CT INDEL 1637.93 0 0 0 1 0 0 0 0 12 14 5 11 6 9 30 17 18 25 11 18 30 19 14 15 5 11 6 9 0 0 0 0 0 0 0 0 0.857 0.933 1 1 1 1 0 7 7 0 7 0 0 5_prime_UTR_variantMODIFIER Pp3c18_22300Pp3c18_22300transcript PAC:32981072protein_coding 01-mars c.-326dupT NA NA NA NA 325
Chr18 15517206 C CT Chr18_15517206_C_CTC_CT INDEL 1637.93 0 0 0 1 0 0 0 0 12 14 5 11 6 9 30 17 18 25 11 18 30 19 14 15 5 11 6 9 0 0 0 0 0 0 0 0 0.857 0.933 1 1 1 1 0 7 7 0 7 0 0 intron_variantMODIFIER Pp3c18_22300Pp3c18_22300transcript PAC:32981075protein_coding 01-mars c.-170-156dupTNA NA NA NA NA
Chr18 15517206 C CT Chr18_15517206_C_CTC_CT INDEL 1637.93 0 0 0 1 0 0 0 0 12 14 5 11 6 9 30 17 18 25 11 18 30 19 14 15 5 11 6 9 0 0 0 0 0 0 0 0 0.857 0.933 1 1 1 1 0 7 7 0 7 0 0 intron_variantMODIFIER Pp3c18_22300Pp3c18_22300transcript PAC:32981076protein_coding 01-mars c.-171+134dupTNA NA NA NA NA
Chr18 15517206 C CT Chr18_15517206_C_CTC_CT INDEL 1637.93 0 0 0 1 0 0 0 0 12 14 5 11 6 9 30 17 18 25 11 18 30 19 14 15 5 11 6 9 0 0 0 0 0 0 0 0 0.857 0.933 1 1 1 1 0 7 7 0 7 0 0 intron_variantMODIFIER Pp3c18_22300Pp3c18_22300transcript PAC:32981073protein_coding 01-avr c.-170-156dupTNA NA NA NA NA
Chr18 15517206 C CT Chr18_15517206_C_CTC_CT INDEL 1637.93 0 0 0 1 0 0 0 0 12 14 5 11 6 9 30 17 18 25 11 18 30 19 14 15 5 11 6 9 0 0 0 0 0 0 0 0 0.857 0.933 1 1 1 1 0 7 7 0 7 0 0 intron_variantMODIFIER Pp3c18_22300Pp3c18_22300transcript PAC:32981074protein_coding 01-avr c.-171+134dupTNA NA NA NA NA
Chr18 15521538 A AAT Chr18_15521538_A_AATA_AAT INDEL 958.35 21 4 13 0 0 2 1 1 1 0 1 0 1 1 21 4 13 17 11 15 16 10 8 11 10 7 5 8 1 1 1 0 0 0.133 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c18_22300Pp3c18_22300transcript PAC:32981072protein_codingNA c.*1691_*1692insATNA NA NA NA 911
Chr18 15521538 A AAT Chr18_15521538_A_AATA_AAT INDEL 958.35 21 4 13 0 0 2 1 1 1 0 1 0 1 1 21 4 13 17 11 15 16 10 8 11 10 7 5 8 1 1 1 0 0 0.133 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c18_22300Pp3c18_22300transcript PAC:32981075protein_codingNA c.*1691_*1692insATNA NA NA NA 856
Chr18 15521538 A AAT Chr18_15521538_A_AATA_AAT INDEL 958.35 21 4 13 0 0 2 1 1 1 0 1 0 1 1 21 4 13 17 11 15 16 10 8 11 10 7 5 8 1 1 1 0 0 0.133 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c18_22300Pp3c18_22300transcript PAC:32981076protein_codingNA c.*1691_*1692insATNA NA NA NA 856
Chr18 15521538 A AAT Chr18_15521538_A_AATA_AAT INDEL 958.35 21 4 13 0 0 2 1 1 1 0 1 0 1 1 21 4 13 17 11 15 16 10 8 11 10 7 5 8 1 1 1 0 0 0.133 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c18_22300Pp3c18_22300transcript PAC:32981073protein_codingNA c.*1691_*1692insATNA NA NA NA 933
Chr18 15521538 A AAT Chr18_15521538_A_AATA_AAT INDEL 958.35 21 4 13 0 0 2 1 1 1 0 1 0 1 1 21 4 13 17 11 15 16 10 8 11 10 7 5 8 1 1 1 0 0 0.133 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c18_22300Pp3c18_22300transcript PAC:32981074protein_codingNA c.*1691_*1692insATNA NA NA NA 933
Chr18 15521538 A AAT Chr18_15521538_A_AATA_AAT INDEL 958.35 21 4 13 0 0 2 1 1 1 0 1 0 1 1 21 4 13 17 11 15 16 10 8 11 10 7 5 8 1 1 1 0 0 0.133 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c18_22300-Pp3c18_22320Pp3c18_22300-Pp3c18_22320intergenic_regionPp3c18_22300-Pp3c18_22320NA NA n.15521538_15521539insATNA NA NA NA NA
Chr18 15553737 G GT Chr18_15553737_G_GTG_GT INDEL 16084.59 23 9 13 20 15 36 46 31 17 18 12 30 8 7 23 9 13 20 15 36 46 31 17 18 12 30 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_22320Pp3c18_22320transcript PAC:32981558protein_codingNA c.*3904_*3905insTNA NA NA NA 3905
Chr18 15553737 G GT Chr18_15553737_G_GTG_GT INDEL 16084.59 23 9 13 20 15 36 46 31 17 18 12 30 8 7 23 9 13 20 15 36 46 31 17 18 12 30 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_22330Pp3c18_22330transcript PAC:32982725protein_codingNA c.*313_*314insANA NA NA NA 313
Chr18 15553737 G GT Chr18_15553737_G_GTG_GT INDEL 16084.59 23 9 13 20 15 36 46 31 17 18 12 30 8 7 23 9 13 20 15 36 46 31 17 18 12 30 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_22320-Pp3c18_22330Pp3c18_22320-Pp3c18_22330intergenic_regionPp3c18_22320-Pp3c18_22330NA NA n.15553737_15553738insTNA NA NA NA NA
Chr18 15554249 A T Chr18_15554249_A_TA_T SNP 19796.63 47 12 14 29 31 26 22 17 29 25 17 20 15 14 47 12 14 29 31 26 22 17 29 25 17 20 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c18_22330Pp3c18_22330transcript PAC:32982725protein_coding 01-janv c.39T>A p.Ala13Ala 39/237 39/237 13/78 NA
Chr18 15554249 A T Chr18_15554249_A_TA_T SNP 19796.63 47 12 14 29 31 26 22 17 29 25 17 20 15 14 47 12 14 29 31 26 22 17 29 25 17 20 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c18_22320Pp3c18_22320transcript PAC:32981558protein_codingNA c.*4416A>T NA NA NA NA 4416
Chr18 15656609 A AT Chr18_15656609_A_ATA_AT INDEL 17334.59 24 18 23 25 18 24 31 35 25 22 19 22 15 16 24 18 23 25 18 24 31 35 25 22 19 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_22359-Pp3c18_22450Pp3c18_22359-Pp3c18_22450intergenic_regionPp3c18_22359-Pp3c18_22450NA NA n.15656609_15656610insTNA NA NA NA NA



Chr18 15704482 G A Chr18_15704482_G_AG_A SNP 6542.29 0 0 0 27 14 23 35 31 0 0 0 0 0 0 15 19 14 27 14 23 35 31 25 25 21 23 16 15 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c18_22500-CHR_ENDPp3c18_22500-CHR_ENDintergenic_regionPp3c18_22500-CHR_ENDNA NA n.15704482G>ANA NA NA NA NA
Chr18 15732967 T A Chr18_15732967_T_AT_A SNP 13438.63 22 12 8 24 11 17 28 15 23 15 7 8 12 10 22 12 8 24 11 17 28 15 23 15 7 8 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c18_22500-CHR_ENDPp3c18_22500-CHR_ENDintergenic_regionPp3c18_22500-CHR_ENDNA NA n.15732967T>ANA NA NA NA NA
Chr19 175721 A G Chr19_175721_A_GA_G SNP 14190.63 18 8 11 24 15 19 13 14 26 21 9 13 9 7 18 8 11 24 15 19 13 14 26 21 9 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_350 Pp3c19_350 transcript PAC:32938901protein_codingNA c.-4066T>C NA NA NA NA 4066
Chr19 175721 A G Chr19_175721_A_GA_G SNP 14190.63 18 8 11 24 15 19 13 14 26 21 9 13 9 7 18 8 11 24 15 19 13 14 26 21 9 13 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_350-Pp3c19_427Pp3c19_350-Pp3c19_427intergenic_regionPp3c19_350-Pp3c19_427NA NA n.175721A>GNA NA NA NA NA
Chr19 371382 G A Chr19_371382_G_AG_A SNP 4099.98 0 0 0 0 0 0 0 0 22 21 10 23 14 11 25 12 21 24 14 25 37 24 22 21 10 23 14 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c19_930-Pp3c19_970Pp3c19_930-Pp3c19_970intergenic_regionPp3c19_930-Pp3c19_970NA NA n.371382G>ANA NA NA NA NA
Chr19 421763 C A Chr19_421763_C_AC_A SNP 14299.63 18 11 17 17 13 26 24 12 20 14 13 12 6 15 18 11 17 17 13 26 24 12 20 14 13 12 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_990 Pp3c19_990 transcript PAC:32939808protein_codingNA c.-3419G>T NA NA NA NA 3349
Chr19 421763 C A Chr19_421763_C_AC_A SNP 14299.63 18 11 17 17 13 26 24 12 20 14 13 12 6 15 18 11 17 17 13 26 24 12 20 14 13 12 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_990 Pp3c19_990 transcript PAC:32939810protein_codingNA c.-3042G>T NA NA NA NA 2599
Chr19 421763 C A Chr19_421763_C_AC_A SNP 14299.63 18 11 17 17 13 26 24 12 20 14 13 12 6 15 18 11 17 17 13 26 24 12 20 14 13 12 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_990 Pp3c19_990 transcript PAC:32939809protein_codingNA c.-3042G>T NA NA NA NA 3042
Chr19 421763 C A Chr19_421763_C_AC_A SNP 14299.63 18 11 17 17 13 26 24 12 20 14 13 12 6 15 18 11 17 17 13 26 24 12 20 14 13 12 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_990-Pp3c19_1020Pp3c19_990-Pp3c19_1020intergenic_regionPp3c19_990-Pp3c19_1020NA NA n.421763C>ANA NA NA NA NA
Chr19 421775 C A Chr19_421775_C_AC_A SNP 14655.63 20 12 17 18 16 28 24 11 21 15 14 12 7 14 20 12 17 18 16 28 24 11 21 15 14 12 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_990 Pp3c19_990 transcript PAC:32939808protein_codingNA c.-3431G>T NA NA NA NA 3361
Chr19 421775 C A Chr19_421775_C_AC_A SNP 14655.63 20 12 17 18 16 28 24 11 21 15 14 12 7 14 20 12 17 18 16 28 24 11 21 15 14 12 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_990 Pp3c19_990 transcript PAC:32939810protein_codingNA c.-3054G>T NA NA NA NA 2611
Chr19 421775 C A Chr19_421775_C_AC_A SNP 14655.63 20 12 17 18 16 28 24 11 21 15 14 12 7 14 20 12 17 18 16 28 24 11 21 15 14 12 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_990 Pp3c19_990 transcript PAC:32939809protein_codingNA c.-3054G>T NA NA NA NA 3054
Chr19 421775 C A Chr19_421775_C_AC_A SNP 14655.63 20 12 17 18 16 28 24 11 21 15 14 12 7 14 20 12 17 18 16 28 24 11 21 15 14 12 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_990-Pp3c19_1020Pp3c19_990-Pp3c19_1020intergenic_regionPp3c19_990-Pp3c19_1020NA NA n.421775C>ANA NA NA NA NA
Chr19 446935 A AAT Chr19_446935_A_AATA_AAT INDEL 1179.35 16 14 9 0 0 0 0 2 0 0 0 0 0 1 17 14 9 11 18 15 23 19 19 13 6 7 7 7 0.941 1 1 0 0 0 0 0.105 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c19_1060Pp3c19_1060transcript PAC:32938759protein_codingNA c.-3254_-3253insATNA NA NA NA 3254
Chr19 446935 A AAT Chr19_446935_A_AATA_AAT INDEL 1179.35 16 14 9 0 0 0 0 2 0 0 0 0 0 1 17 14 9 11 18 15 23 19 19 13 6 7 7 7 0.941 1 1 0 0 0 0 0.105 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c19_1061Pp3c19_1061transcript PAC:32939836protein_codingNA c.-3049_-3048insATNA NA NA NA 3049
Chr19 446935 A AAT Chr19_446935_A_AATA_AAT INDEL 1179.35 16 14 9 0 0 0 0 2 0 0 0 0 0 1 17 14 9 11 18 15 23 19 19 13 6 7 7 7 0.941 1 1 0 0 0 0 0.105 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c19_1062Pp3c19_1062transcript PAC:32938505protein_codingNA c.-3049_-3048insATNA NA NA NA 3049
Chr19 446935 A AAT Chr19_446935_A_AATA_AAT INDEL 1179.35 16 14 9 0 0 0 0 2 0 0 0 0 0 1 17 14 9 11 18 15 23 19 19 13 6 7 7 7 0.941 1 1 0 0 0 0 0.105 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1050Pp3c19_1050transcript PAC:32938680protein_codingNA c.*4391_*4392insATNA NA NA NA 4392
Chr19 446935 A AAT Chr19_446935_A_AATA_AAT INDEL 1179.35 16 14 9 0 0 0 0 2 0 0 0 0 0 1 17 14 9 11 18 15 23 19 19 13 6 7 7 7 0.941 1 1 0 0 0 0 0.105 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1050Pp3c19_1050transcript PAC:32938681protein_codingNA c.*4225_*4226insATNA NA NA NA 4226
Chr19 446935 A AAT Chr19_446935_A_AATA_AAT INDEL 1179.35 16 14 9 0 0 0 0 2 0 0 0 0 0 1 17 14 9 11 18 15 23 19 19 13 6 7 7 7 0.941 1 1 0 0 0 0 0.105 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c19_1061-Pp3c19_1080Pp3c19_1061-Pp3c19_1080intergenic_regionPp3c19_1061-Pp3c19_1080NA NA n.446935_446936insATNA NA NA NA NA
Chr19 517033 T A Chr19_517033_T_AT_A SNP 15159.63 23 22 8 14 11 18 21 21 14 11 11 16 18 9 23 22 8 14 11 18 21 21 14 11 11 16 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1270Pp3c19_1270transcript PAC:32939407protein_codingNA c.-256A>T NA NA NA NA 256
Chr19 517033 T A Chr19_517033_T_AT_A SNP 15159.63 23 22 8 14 11 18 21 21 14 11 11 16 18 9 23 22 8 14 11 18 21 21 14 11 11 16 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_1270-Pp3c19_1310Pp3c19_1270-Pp3c19_1310intergenic_regionPp3c19_1270-Pp3c19_1310NA NA n.517033T>ANA NA NA NA NA
Chr19 517038 C A Chr19_517038_C_AC_A SNP 15161.63 22 22 7 14 12 16 21 22 15 11 12 17 20 8 22 22 7 14 12 16 21 22 15 11 12 17 20 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1270Pp3c19_1270transcript PAC:32939407protein_codingNA c.-261G>T NA NA NA NA 261
Chr19 517038 C A Chr19_517038_C_AC_A SNP 15161.63 22 22 7 14 12 16 21 22 15 11 12 17 20 8 22 22 7 14 12 16 21 22 15 11 12 17 20 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_1270-Pp3c19_1310Pp3c19_1270-Pp3c19_1310intergenic_regionPp3c19_1270-Pp3c19_1310NA NA n.517038C>ANA NA NA NA NA
Chr19 517065 C A Chr19_517065_C_AC_A SNP 13618.63 21 19 10 17 11 14 20 21 12 12 10 18 18 8 21 19 10 17 11 14 20 21 12 12 10 18 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1270Pp3c19_1270transcript PAC:32939407protein_codingNA c.-288G>T NA NA NA NA 288
Chr19 517065 C A Chr19_517065_C_AC_A SNP 13618.63 21 19 10 17 11 14 20 21 12 12 10 18 18 8 21 19 10 17 11 14 20 21 12 12 10 18 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_1270-Pp3c19_1310Pp3c19_1270-Pp3c19_1310intergenic_regionPp3c19_1270-Pp3c19_1310NA NA n.517065C>ANA NA NA NA NA
Chr19 517109 A T Chr19_517109_A_TA_T SNP 9379.63 12 11 6 12 8 9 16 14 8 10 6 11 16 6 12 11 6 12 8 9 16 14 8 10 6 11 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1270Pp3c19_1270transcript PAC:32939407protein_codingNA c.-332T>A NA NA NA NA 332
Chr19 517109 A T Chr19_517109_A_TA_T SNP 9379.63 12 11 6 12 8 9 16 14 8 10 6 11 16 6 12 11 6 12 8 9 16 14 8 10 6 11 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_1270-Pp3c19_1310Pp3c19_1270-Pp3c19_1310intergenic_regionPp3c19_1270-Pp3c19_1310NA NA n.517109A>TNA NA NA NA NA
Chr19 678319 AG A Chr19_678319_AG_AAG_A INDEL 12652.59 13 13 13 14 13 19 24 18 17 23 8 23 10 6 13 13 13 14 13 19 24 18 17 23 8 23 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c19_1580Pp3c19_1580transcript PAC:32938547protein_coding 05-sept c.1157delG p.Arg386fs 1157/2337 1157/1578 386/525 NA
Chr19 678319 AG A Chr19_678319_AG_AAG_A INDEL 12652.59 13 13 13 14 13 19 24 18 17 23 8 23 10 6 13 13 13 14 13 19 24 18 17 23 8 23 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c19_1580Pp3c19_1580transcript PAC:32938548protein_coding 05-sept c.545delG p.Arg182fs 2247/3472 545/1095 182/364 NA
Chr19 678319 AG A Chr19_678319_AG_AAG_A INDEL 12652.59 13 13 13 14 13 19 24 18 17 23 8 23 10 6 13 13 13 14 13 19 24 18 17 23 8 23 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1590Pp3c19_1590transcript PAC:32939197protein_codingNA c.*2479delC NA NA NA NA 2172
Chr19 678319 AG A Chr19_678319_AG_AAG_A INDEL 12652.59 13 13 13 14 13 19 24 18 17 23 8 23 10 6 13 13 13 14 13 19 24 18 17 23 8 23 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1590Pp3c19_1590transcript PAC:32939198protein_codingNA c.*2479delC NA NA NA NA 2132
Chr19 678319 AG A Chr19_678319_AG_AAG_A INDEL 12652.59 13 13 13 14 13 19 24 18 17 23 8 23 10 6 13 13 13 14 13 19 24 18 17 23 8 23 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1590Pp3c19_1590transcript PAC:32939199protein_codingNA c.*2479delC NA NA NA NA 2132
Chr19 678450 G T Chr19_678450_G_TG_T SNP 18562.63 28 18 16 29 17 27 33 21 30 18 18 27 10 8 28 18 16 29 17 27 33 21 30 18 18 27 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1590Pp3c19_1590transcript PAC:32939197protein_codingNA c.*2349C>A NA NA NA NA 2042
Chr19 678450 G T Chr19_678450_G_TG_T SNP 18562.63 28 18 16 29 17 27 33 21 30 18 18 27 10 8 28 18 16 29 17 27 33 21 30 18 18 27 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1590Pp3c19_1590transcript PAC:32939198protein_codingNA c.*2349C>A NA NA NA NA 2002
Chr19 678450 G T Chr19_678450_G_TG_T SNP 18562.63 28 18 16 29 17 27 33 21 30 18 18 27 10 8 28 18 16 29 17 27 33 21 30 18 18 27 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1590Pp3c19_1590transcript PAC:32939199protein_codingNA c.*2349C>A NA NA NA NA 2002
Chr19 678450 G T Chr19_678450_G_TG_T SNP 18562.63 28 18 16 29 17 27 33 21 30 18 18 27 10 8 28 18 16 29 17 27 33 21 30 18 18 27 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c19_1580Pp3c19_1580transcript PAC:32938547protein_coding 05-août c.1162-66G>TNA NA NA NA NA
Chr19 678450 G T Chr19_678450_G_TG_T SNP 18562.63 28 18 16 29 17 27 33 21 30 18 18 27 10 8 28 18 16 29 17 27 33 21 30 18 18 27 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c19_1580Pp3c19_1580transcript PAC:32938548protein_coding 05-août c.568-66G>T NA NA NA NA NA
Chr19 678474 G A Chr19_678474_G_AG_A SNP 19044.63 28 23 15 30 16 30 29 21 26 21 21 23 9 9 28 23 15 30 16 30 29 21 26 21 21 23 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1590Pp3c19_1590transcript PAC:32939197protein_codingNA c.*2325C>T NA NA NA NA 2018
Chr19 678474 G A Chr19_678474_G_AG_A SNP 19044.63 28 23 15 30 16 30 29 21 26 21 21 23 9 9 28 23 15 30 16 30 29 21 26 21 21 23 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1590Pp3c19_1590transcript PAC:32939198protein_codingNA c.*2325C>T NA NA NA NA 1978
Chr19 678474 G A Chr19_678474_G_AG_A SNP 19044.63 28 23 15 30 16 30 29 21 26 21 21 23 9 9 28 23 15 30 16 30 29 21 26 21 21 23 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1590Pp3c19_1590transcript PAC:32939199protein_codingNA c.*2325C>T NA NA NA NA 1978
Chr19 678474 G A Chr19_678474_G_AG_A SNP 19044.63 28 23 15 30 16 30 29 21 26 21 21 23 9 9 28 23 15 30 16 30 29 21 26 21 21 23 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c19_1580Pp3c19_1580transcript PAC:32938547protein_coding 05-août c.1162-42G>ANA NA NA NA NA
Chr19 678474 G A Chr19_678474_G_AG_A SNP 19044.63 28 23 15 30 16 30 29 21 26 21 21 23 9 9 28 23 15 30 16 30 29 21 26 21 21 23 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c19_1580Pp3c19_1580transcript PAC:32938548protein_coding 05-août c.568-42G>ANA NA NA NA NA
Chr19 746281 T A Chr19_746281_T_AT_A SNP 20237.63 25 15 18 28 24 27 33 30 29 26 11 11 9 17 25 15 18 28 24 27 33 30 29 26 11 11 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1690Pp3c19_1690transcript PAC:32939595protein_codingNA c.-4375A>T NA NA NA NA 4375
Chr19 746281 T A Chr19_746281_T_AT_A SNP 20237.63 25 15 18 28 24 27 33 30 29 26 11 11 9 17 25 15 18 28 24 27 33 30 29 26 11 11 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1710Pp3c19_1710transcript PAC:32939148protein_codingNA c.-1872A>T NA NA NA NA 1775
Chr19 746281 T A Chr19_746281_T_AT_A SNP 20237.63 25 15 18 28 24 27 33 30 29 26 11 11 9 17 25 15 18 28 24 27 33 30 29 26 11 11 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1710Pp3c19_1710transcript PAC:32939149protein_codingNA c.-1872A>T NA NA NA NA 1680
Chr19 746281 T A Chr19_746281_T_AT_A SNP 20237.63 25 15 18 28 24 27 33 30 29 26 11 11 9 17 25 15 18 28 24 27 33 30 29 26 11 11 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1710Pp3c19_1710transcript PAC:32939150protein_codingNA c.-2325A>T NA NA NA NA 1680
Chr19 746281 T A Chr19_746281_T_AT_A SNP 20237.63 25 15 18 28 24 27 33 30 29 26 11 11 9 17 25 15 18 28 24 27 33 30 29 26 11 11 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_1710-Pp3c19_1719Pp3c19_1710-Pp3c19_1719intergenic_regionPp3c19_1710-Pp3c19_1719NA NA n.746281T>ANA NA NA NA NA
Chr19 796419 CA C Chr19_796419_CA_CCA_C INDEL 37390.59 62 29 21 49 39 47 73 58 40 42 43 39 27 17 62 29 21 49 39 47 73 58 40 42 43 39 27 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_1730-Pp3c19_1760Pp3c19_1730-Pp3c19_1760intergenic_regionPp3c19_1730-Pp3c19_1760NA NA n.796420delANA NA NA NA NA
Chr19 821448 A AAT Chr19_821448_A_AATA_AAT INDEL 8055.59 18 14 12 12 9 15 16 6 9 12 8 12 5 6 18 14 12 12 10 16 16 7 9 12 8 12 5 6 1 1 1 1 0.9 0.938 1 0.857 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_1730-Pp3c19_1760Pp3c19_1730-Pp3c19_1760intergenic_regionPp3c19_1730-Pp3c19_1760NA NA n.821448_821449insATNA NA NA NA NA
Chr19 852184 C A Chr19_852184_C_AC_A SNP 18941.63 24 10 14 28 23 23 20 29 24 19 12 26 12 8 24 10 14 28 23 23 20 29 24 19 12 26 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1760Pp3c19_1760transcript PAC:32940113protein_codingNA c.-3822C>A NA NA NA NA 3565
Chr19 852184 C A Chr19_852184_C_AC_A SNP 18941.63 24 10 14 28 23 23 20 29 24 19 12 26 12 8 24 10 14 28 23 23 20 29 24 19 12 26 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1760Pp3c19_1760transcript PAC:32940114protein_codingNA c.-3948C>A NA NA NA NA 3827
Chr19 852184 C A Chr19_852184_C_AC_A SNP 18941.63 24 10 14 28 23 23 20 29 24 19 12 26 12 8 24 10 14 28 23 23 20 29 24 19 12 26 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_1730-Pp3c19_1760Pp3c19_1730-Pp3c19_1760intergenic_regionPp3c19_1730-Pp3c19_1760NA NA n.852184C>ANA NA NA NA NA
Chr19 852208 G T Chr19_852208_G_TG_T SNP 15985.63 22 9 12 24 17 19 18 25 20 15 10 19 9 7 22 9 12 24 17 19 18 25 20 15 10 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1760Pp3c19_1760transcript PAC:32940113protein_codingNA c.-3798G>T NA NA NA NA 3541
Chr19 852208 G T Chr19_852208_G_TG_T SNP 15985.63 22 9 12 24 17 19 18 25 20 15 10 19 9 7 22 9 12 24 17 19 18 25 20 15 10 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1760Pp3c19_1760transcript PAC:32940114protein_codingNA c.-3924G>T NA NA NA NA 3803
Chr19 852208 G T Chr19_852208_G_TG_T SNP 15985.63 22 9 12 24 17 19 18 25 20 15 10 19 9 7 22 9 12 24 17 19 18 25 20 15 10 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_1730-Pp3c19_1760Pp3c19_1730-Pp3c19_1760intergenic_regionPp3c19_1730-Pp3c19_1760NA NA n.852208G>TNA NA NA NA NA
Chr19 852272 C A Chr19_852272_C_AC_A SNP 5983.63 9 5 6 9 8 8 4 8 10 7 6 5 5 5 9 5 6 9 8 8 4 8 10 7 6 5 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1760Pp3c19_1760transcript PAC:32940113protein_codingNA c.-3734C>A NA NA NA NA 3477
Chr19 852272 C A Chr19_852272_C_AC_A SNP 5983.63 9 5 6 9 8 8 4 8 10 7 6 5 5 5 9 5 6 9 8 8 4 8 10 7 6 5 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_1760Pp3c19_1760transcript PAC:32940114protein_codingNA c.-3860C>A NA NA NA NA 3739
Chr19 852272 C A Chr19_852272_C_AC_A SNP 5983.63 9 5 6 9 8 8 4 8 10 7 6 5 5 5 9 5 6 9 8 8 4 8 10 7 6 5 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_1730-Pp3c19_1760Pp3c19_1730-Pp3c19_1760intergenic_regionPp3c19_1730-Pp3c19_1760NA NA n.852272C>ANA NA NA NA NA
Chr19 854538 A AAT Chr19_854538_A_AATA_AAT INDEL 7782.24 28 16 14 1 0 0 0 0 24 20 9 6 8 6 28 16 14 25 22 29 26 21 24 20 9 6 8 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c19_1760Pp3c19_1760transcript PAC:32940113protein_codingNA c.-1468_-1467insATNA NA NA NA 1210
Chr19 854538 A AAT Chr19_854538_A_AATA_AAT INDEL 7782.24 28 16 14 1 0 0 0 0 24 20 9 6 8 6 28 16 14 25 22 29 26 21 24 20 9 6 8 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c19_1760Pp3c19_1760transcript PAC:32940114protein_codingNA c.-1594_-1593insATNA NA NA NA 1472
Chr19 854538 A AAT Chr19_854538_A_AATA_AAT INDEL 7782.24 28 16 14 1 0 0 0 0 24 20 9 6 8 6 28 16 14 25 22 29 26 21 24 20 9 6 8 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c19_1730-Pp3c19_1760Pp3c19_1730-Pp3c19_1760intergenic_regionPp3c19_1730-Pp3c19_1760NA NA n.854538_854539insATNA NA NA NA NA
Chr19 868429 T TTA Chr19_868429_T_TTAT_TTA INDEL 7288.59 14 9 7 12 11 13 21 19 11 5 7 7 8 7 15 9 7 13 11 13 21 19 11 5 7 7 8 7 0.933 1 1 0.923 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1790Pp3c19_1790transcript PAC:32939457protein_codingNA c.*1506_*1507insTANA NA NA NA 1240
Chr19 868429 T TTA Chr19_868429_T_TTAT_TTA INDEL 7288.59 14 9 7 12 11 13 21 19 11 5 7 7 8 7 15 9 7 13 11 13 21 19 11 5 7 7 8 7 0.933 1 1 0.923 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1800Pp3c19_1800transcript PAC:32938974protein_codingNA c.*1151_*1152insTANA NA NA NA 123
Chr19 868429 T TTA Chr19_868429_T_TTAT_TTA INDEL 7288.59 14 9 7 12 11 13 21 19 11 5 7 7 8 7 15 9 7 13 11 13 21 19 11 5 7 7 8 7 0.933 1 1 0.923 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1800Pp3c19_1800transcript PAC:32938975protein_codingNA c.*1151_*1152insTANA NA NA NA 123
Chr19 868429 T TTA Chr19_868429_T_TTAT_TTA INDEL 7288.59 14 9 7 12 11 13 21 19 11 5 7 7 8 7 15 9 7 13 11 13 21 19 11 5 7 7 8 7 0.933 1 1 0.923 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1800Pp3c19_1800transcript PAC:32938977protein_codingNA c.*1151_*1152insTANA NA NA NA 123
Chr19 868429 T TTA Chr19_868429_T_TTAT_TTA INDEL 7288.59 14 9 7 12 11 13 21 19 11 5 7 7 8 7 15 9 7 13 11 13 21 19 11 5 7 7 8 7 0.933 1 1 0.923 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1800Pp3c19_1800transcript PAC:32938978protein_codingNA c.*1151_*1152insTANA NA NA NA 123
Chr19 868429 T TTA Chr19_868429_T_TTAT_TTA INDEL 7288.59 14 9 7 12 11 13 21 19 11 5 7 7 8 7 15 9 7 13 11 13 21 19 11 5 7 7 8 7 0.933 1 1 0.923 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1800Pp3c19_1800transcript PAC:32938976protein_codingNA c.*1151_*1152insTANA NA NA NA 123
Chr19 868429 T TTA Chr19_868429_T_TTAT_TTA INDEL 7288.59 14 9 7 12 11 13 21 19 11 5 7 7 8 7 15 9 7 13 11 13 21 19 11 5 7 7 8 7 0.933 1 1 0.923 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_1800Pp3c19_1800transcript PAC:32938979protein_codingNA c.*1151_*1152insTANA NA NA NA 427
Chr19 868429 T TTA Chr19_868429_T_TTAT_TTA INDEL 7288.59 14 9 7 12 11 13 21 19 11 5 7 7 8 7 15 9 7 13 11 13 21 19 11 5 7 7 8 7 0.933 1 1 0.923 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_1790-Pp3c19_1800Pp3c19_1790-Pp3c19_1800intergenic_regionPp3c19_1790-Pp3c19_1800NA NA n.868429_868430insTANA NA NA NA NA
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 upstream_gene_variantMODIFIER Pp3c19_1830Pp3c19_1830transcript PAC:32938096protein_codingNA c.-2496_-2495insTANA NA NA NA 1811
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 upstream_gene_variantMODIFIER Pp3c19_1830Pp3c19_1830transcript PAC:32938097protein_codingNA c.-2496_-2495insTANA NA NA NA 1819
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1810Pp3c19_1810transcript PAC:32937689protein_codingNA c.*4673_*4674insTANA NA NA NA 4318
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1820Pp3c19_1820transcript PAC:32937761protein_codingNA c.*1210_*1211insTANA NA NA NA 851
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1810Pp3c19_1810transcript PAC:32937690protein_codingNA c.*4673_*4674insTANA NA NA NA 4000
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1820Pp3c19_1820transcript PAC:32937766protein_codingNA c.*1210_*1211insTANA NA NA NA 829
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1820Pp3c19_1820transcript PAC:32937762protein_codingNA c.*1210_*1211insTANA NA NA NA 811
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1820Pp3c19_1820transcript PAC:32937767protein_codingNA c.*1210_*1211insTANA NA NA NA 846
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1820Pp3c19_1820transcript PAC:32937764protein_codingNA c.*1210_*1211insTANA NA NA NA 805
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1820Pp3c19_1820transcript PAC:32937765protein_codingNA c.*1210_*1211insTANA NA NA NA 851
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1820Pp3c19_1820transcript PAC:32937763protein_codingNA c.*1210_*1211insTANA NA NA NA 851
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_1820Pp3c19_1820transcript PAC:32937768protein_codingNA c.*1210_*1211insTANA NA NA NA 851
Chr19 882077 C CTA Chr19_882077_C_CTAC_CTA INDEL 1375.35 28 16 8 0 0 0 2 1 0 2 2 0 1 0 29 16 8 20 15 20 27 18 13 21 14 10 7 5 0.966 1 1 0 0 0 0.074 0 0 0.095 0.143 0 0 0 0 3 3 3 0 0 3 intergenic_regionMODIFIER Pp3c19_1820-Pp3c19_1830Pp3c19_1820-Pp3c19_1830intergenic_regionPp3c19_1820-Pp3c19_1830NA NA n.882077_882078insTANA NA NA NA NA
Chr19 1000622 A T Chr19_1000622_A_TA_T SNP 16313.63 28 16 13 25 13 22 28 23 17 22 16 19 15 10 29 16 13 25 13 22 28 23 17 22 16 19 15 10 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_2000-Pp3c19_2049Pp3c19_2000-Pp3c19_2049intergenic_regionPp3c19_2000-Pp3c19_2049NA NA n.1000622A>TNA NA NA NA NA
Chr19 1269064 G A Chr19_1269064_G_AG_A SNP 3947.98 0 0 0 0 0 0 0 0 11 22 23 14 15 11 29 9 16 25 21 26 35 23 11 22 23 14 15 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c19_2290-Pp3c19_2400Pp3c19_2290-Pp3c19_2400intergenic_regionPp3c19_2290-Pp3c19_2400NA NA n.1269064G>ANA NA NA NA NA
Chr19 1300060 TTA T Chr19_1300060_TTA_TTTA_T INDEL 7724.59 13 10 11 17 9 16 14 10 8 18 12 5 4 6 13 10 12 17 10 16 14 11 8 19 12 5 4 6 1 1 0.917 1 0.9 1 1 0.909 1 0.947 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_2450Pp3c19_2450transcript PAC:32938579protein_codingNA c.*4398_*4399delTANA NA NA NA 3071
Chr19 1300060 TTA T Chr19_1300060_TTA_TTTA_T INDEL 7724.59 13 10 11 17 9 16 14 10 8 18 12 5 4 6 13 10 12 17 10 16 14 11 8 19 12 5 4 6 1 1 0.917 1 0.9 1 1 0.909 1 0.947 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_2450Pp3c19_2450transcript PAC:32938580protein_codingNA c.*4398_*4399delTANA NA NA NA 4399
Chr19 1300060 TTA T Chr19_1300060_TTA_TTTA_T INDEL 7724.59 13 10 11 17 9 16 14 10 8 18 12 5 4 6 13 10 12 17 10 16 14 11 8 19 12 5 4 6 1 1 0.917 1 0.9 1 1 0.909 1 0.947 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_2430-Pp3c19_2450Pp3c19_2430-Pp3c19_2450intergenic_regionPp3c19_2430-Pp3c19_2450NA NA n.1300061_1300062delTANA NA NA NA NA
Chr19 1509250 C CAT Chr19_1509250_C_CATC_CAT INDEL 6775.24 27 10 14 0 0 0 0 0 19 13 5 14 7 6 27 11 14 21 9 21 16 27 19 13 5 14 7 6 1 0.909 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c19_2600-Pp3c19_2670Pp3c19_2600-Pp3c19_2670intergenic_regionPp3c19_2600-Pp3c19_2670NA NA n.1509250_1509251insATNA NA NA NA NA
Chr19 1680472 C T Chr19_1680472_C_TC_T SNP 18223.63 28 9 19 33 17 39 24 28 25 17 13 11 12 10 28 9 19 33 17 39 24 28 25 17 13 11 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_3019Pp3c19_3019transcript PAC:32939134protein_codingNA c.-2641C>T NA NA NA NA 1583
Chr19 1680472 C T Chr19_1680472_C_TC_T SNP 18223.63 28 9 19 33 17 39 24 28 25 17 13 11 12 10 28 9 19 33 17 39 24 28 25 17 13 11 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_3000-Pp3c19_3019Pp3c19_3000-Pp3c19_3019intergenic_regionPp3c19_3000-Pp3c19_3019NA NA n.1680472C>TNA NA NA NA NA
Chr19 1716371 A AT Chr19_1716371_A_ATA_AT INDEL 14137.59 16 15 11 21 20 22 22 19 23 14 8 16 5 12 16 15 11 21 20 22 22 19 23 14 8 16 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_3120Pp3c19_3120transcript PAC:32938381protein_codingNA c.-2623_-2622insTNA NA NA NA 2535
Chr19 1716371 A AT Chr19_1716371_A_ATA_AT INDEL 14137.59 16 15 11 21 20 22 22 19 23 14 8 16 5 12 16 15 11 21 20 22 22 19 23 14 8 16 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c19_3120Pp3c19_3120transcript PAC:32938378protein_coding janv-13 c.189+80_189+81insTNA NA NA NA NA
Chr19 1716371 A AT Chr19_1716371_A_ATA_AT INDEL 14137.59 16 15 11 21 20 22 22 19 23 14 8 16 5 12 16 15 11 21 20 22 22 19 23 14 8 16 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c19_3120Pp3c19_3120transcript PAC:32938379protein_coding 01-déc c.189+80_189+81insTNA NA NA NA NA
Chr19 1716371 A AT Chr19_1716371_A_ATA_AT INDEL 14137.59 16 15 11 21 20 22 22 19 23 14 8 16 5 12 16 15 11 21 20 22 22 19 23 14 8 16 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c19_3120Pp3c19_3120transcript PAC:32938380protein_coding 01-déc c.189+80_189+81insTNA NA NA NA NA
Chr19 1886495 T C Chr19_1886495_T_CT_C SNP 8044.63 7 8 8 11 12 11 10 7 10 9 6 18 7 10 7 8 8 11 12 11 10 7 10 9 6 18 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938773protein_codingNA c.*3692A>G NA NA NA NA 3157
Chr19 1886495 T C Chr19_1886495_T_CT_C SNP 8044.63 7 8 8 11 12 11 10 7 10 9 6 18 7 10 7 8 8 11 12 11 10 7 10 9 6 18 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938774protein_codingNA c.*3692A>G NA NA NA NA 3115
Chr19 1886495 T C Chr19_1886495_T_CT_C SNP 8044.63 7 8 8 11 12 11 10 7 10 9 6 18 7 10 7 8 8 11 12 11 10 7 10 9 6 18 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938775protein_codingNA c.*3692A>G NA NA NA NA 3115
Chr19 1886495 T C Chr19_1886495_T_CT_C SNP 8044.63 7 8 8 11 12 11 10 7 10 9 6 18 7 10 7 8 8 11 12 11 10 7 10 9 6 18 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938776protein_codingNA c.*4515A>G NA NA NA NA 3115
Chr19 1886495 T C Chr19_1886495_T_CT_C SNP 8044.63 7 8 8 11 12 11 10 7 10 9 6 18 7 10 7 8 8 11 12 11 10 7 10 9 6 18 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938777protein_codingNA c.*3692A>G NA NA NA NA 3115
Chr19 1886495 T C Chr19_1886495_T_CT_C SNP 8044.63 7 8 8 11 12 11 10 7 10 9 6 18 7 10 7 8 8 11 12 11 10 7 10 9 6 18 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938778protein_codingNA c.*3692A>G NA NA NA NA 3115
Chr19 1886495 T C Chr19_1886495_T_CT_C SNP 8044.63 7 8 8 11 12 11 10 7 10 9 6 18 7 10 7 8 8 11 12 11 10 7 10 9 6 18 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_3390-Pp3c19_3420Pp3c19_3390-Pp3c19_3420intergenic_regionPp3c19_3390-Pp3c19_3420NA NA n.1886495T>CNA NA NA NA NA
Chr19 1897191 TA T Chr19_1897191_TA_TTA_T INDEL 9465.59 24 10 18 25 19 15 24 30 16 11 16 11 14 5 24 10 18 25 19 15 24 30 16 11 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938773protein_codingNA c.-2231delT NA NA NA NA 1868
Chr19 1897191 TA T Chr19_1897191_TA_TTA_T INDEL 9465.59 24 10 18 25 19 15 24 30 16 11 16 11 14 5 24 10 18 25 19 15 24 30 16 11 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938774protein_codingNA c.-2231delT NA NA NA NA 1898
Chr19 1897191 TA T Chr19_1897191_TA_TTA_T INDEL 9465.59 24 10 18 25 19 15 24 30 16 11 16 11 14 5 24 10 18 25 19 15 24 30 16 11 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938775protein_codingNA c.-2231delT NA NA NA NA 1898
Chr19 1897191 TA T Chr19_1897191_TA_TTA_T INDEL 9465.59 24 10 18 25 19 15 24 30 16 11 16 11 14 5 24 10 18 25 19 15 24 30 16 11 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938776protein_codingNA c.-2231delT NA NA NA NA 1898
Chr19 1897191 TA T Chr19_1897191_TA_TTA_T INDEL 9465.59 24 10 18 25 19 15 24 30 16 11 16 11 14 5 24 10 18 25 19 15 24 30 16 11 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938777protein_codingNA c.-3736delT NA NA NA NA 1898
Chr19 1897191 TA T Chr19_1897191_TA_TTA_T INDEL 9465.59 24 10 18 25 19 15 24 30 16 11 16 11 14 5 24 10 18 25 19 15 24 30 16 11 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_3420Pp3c19_3420transcript PAC:32938778protein_codingNA c.-3736delT NA NA NA NA 1897
Chr19 1897191 TA T Chr19_1897191_TA_TTA_T INDEL 9465.59 24 10 18 25 19 15 24 30 16 11 16 11 14 5 24 10 18 25 19 15 24 30 16 11 16 11 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_3420-Pp3c19_3430Pp3c19_3420-Pp3c19_3430intergenic_regionPp3c19_3420-Pp3c19_3430NA NA n.1897192delANA NA NA NA NA
Chr19 1907107 T TTA Chr19_1907107_T_TTAT_TTA INDEL 2262.93 0 0 2 1 0 0 0 0 19 14 6 7 4 11 26 13 14 26 15 22 22 21 20 15 6 7 4 11 0 0 0.143 0 0 0 0 0 0.95 0.933 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c19_3430Pp3c19_3430transcript PAC:32938815protein_codingNA c.-1366_-1365insTANA NA NA NA 1365
Chr19 1907107 T TTA Chr19_1907107_T_TTAT_TTA INDEL 2262.93 0 0 2 1 0 0 0 0 19 14 6 7 4 11 26 13 14 26 15 22 22 21 20 15 6 7 4 11 0 0 0.143 0 0 0 0 0 0.95 0.933 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c19_3420-Pp3c19_3430Pp3c19_3420-Pp3c19_3430intergenic_regionPp3c19_3420-Pp3c19_3430NA NA n.1907107_1907108insTANA NA NA NA NA
Chr19 1918415 G GT Chr19_1918415_G_GTG_GT INDEL 18814.59 26 18 17 26 13 20 32 29 24 27 29 23 4 17 26 18 17 26 13 20 32 29 24 27 29 23 4 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_3430-Pp3c19_3460Pp3c19_3430-Pp3c19_3460intergenic_regionPp3c19_3430-Pp3c19_3460NA NA n.1918415_1918416insTNA NA NA NA NA
Chr19 2014437 T C Chr19_2014437_T_CT_C SNP 20342.63 30 16 14 26 23 20 31 25 19 37 26 36 14 11 30 16 14 26 23 20 31 25 19 37 26 36 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_3620Pp3c19_3620transcript PAC:32939422protein_codingNA c.-3542A>G NA NA NA NA 3542
Chr19 2014437 T C Chr19_2014437_T_CT_C SNP 20342.63 30 16 14 26 23 20 31 25 19 37 26 36 14 11 30 16 14 26 23 20 31 25 19 37 26 36 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939974protein_codingNA c.*3727A>G NA NA NA NA 3379
Chr19 2014437 T C Chr19_2014437_T_CT_C SNP 20342.63 30 16 14 26 23 20 31 25 19 37 26 36 14 11 30 16 14 26 23 20 31 25 19 37 26 36 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939975protein_codingNA c.*3727A>G NA NA NA NA 3379
Chr19 2014437 T C Chr19_2014437_T_CT_C SNP 20342.63 30 16 14 26 23 20 31 25 19 37 26 36 14 11 30 16 14 26 23 20 31 25 19 37 26 36 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939976protein_codingNA c.*3676A>G NA NA NA NA 3676
Chr19 2014437 T C Chr19_2014437_T_CT_C SNP 20342.63 30 16 14 26 23 20 31 25 19 37 26 36 14 11 30 16 14 26 23 20 31 25 19 37 26 36 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_3620-Pp3c19_3630Pp3c19_3620-Pp3c19_3630intergenic_regionPp3c19_3620-Pp3c19_3630NA NA n.2014437T>CNA NA NA NA NA
Chr19 2015908 C CT Chr19_2015908_C_CTC_CT INDEL 21227.59 23 18 22 22 30 21 21 27 15 24 22 16 12 4 23 18 22 22 30 21 21 27 15 24 22 16 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939974protein_codingNA c.*2255_*2256insANA NA NA NA 1907
Chr19 2015908 C CT Chr19_2015908_C_CTC_CT INDEL 21227.59 23 18 22 22 30 21 21 27 15 24 22 16 12 4 23 18 22 22 30 21 21 27 15 24 22 16 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939975protein_codingNA c.*2255_*2256insANA NA NA NA 1907
Chr19 2015908 C CT Chr19_2015908_C_CTC_CT INDEL 21227.59 23 18 22 22 30 21 21 27 15 24 22 16 12 4 23 18 22 22 30 21 21 27 15 24 22 16 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939976protein_codingNA c.*2204_*2205insANA NA NA NA 2204
Chr19 2015908 C CT Chr19_2015908_C_CTC_CT INDEL 21227.59 23 18 22 22 30 21 21 27 15 24 22 16 12 4 23 18 22 22 30 21 21 27 15 24 22 16 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_3620-Pp3c19_3630Pp3c19_3620-Pp3c19_3630intergenic_regionPp3c19_3620-Pp3c19_3630NA NA n.2015908_2015909insTNA NA NA NA NA
Chr19 2015911 AG A Chr19_2015911_AG_AAG_A INDEL 21319.59 23 18 23 22 29 21 20 24 14 26 21 16 11 5 23 18 23 22 29 21 20 24 14 26 21 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939974protein_codingNA c.*2252delC NA NA NA NA 1904
Chr19 2015911 AG A Chr19_2015911_AG_AAG_A INDEL 21319.59 23 18 23 22 29 21 20 24 14 26 21 16 11 5 23 18 23 22 29 21 20 24 14 26 21 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939975protein_codingNA c.*2252delC NA NA NA NA 1904
Chr19 2015911 AG A Chr19_2015911_AG_AAG_A INDEL 21319.59 23 18 23 22 29 21 20 24 14 26 21 16 11 5 23 18 23 22 29 21 20 24 14 26 21 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939976protein_codingNA c.*2201delC NA NA NA NA 2201
Chr19 2015911 AG A Chr19_2015911_AG_AAG_A INDEL 21319.59 23 18 23 22 29 21 20 24 14 26 21 16 11 5 23 18 23 22 29 21 20 24 14 26 21 16 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_3620-Pp3c19_3630Pp3c19_3620-Pp3c19_3630intergenic_regionPp3c19_3620-Pp3c19_3630NA NA n.2015912delGNA NA NA NA NA
Chr19 2017346 T A Chr19_2017346_T_AT_A SNP 12534.63 24 12 8 19 13 18 19 16 19 19 13 20 5 6 24 12 8 19 13 18 19 16 19 19 13 20 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939974protein_codingNA c.*818A>T NA NA NA NA 470
Chr19 2017346 T A Chr19_2017346_T_AT_A SNP 12534.63 24 12 8 19 13 18 19 16 19 19 13 20 5 6 24 12 8 19 13 18 19 16 19 19 13 20 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939975protein_codingNA c.*818A>T NA NA NA NA 470
Chr19 2017346 T A Chr19_2017346_T_AT_A SNP 12534.63 24 12 8 19 13 18 19 16 19 19 13 20 5 6 24 12 8 19 13 18 19 16 19 19 13 20 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_3630Pp3c19_3630transcript PAC:32939976protein_codingNA c.*767A>T NA NA NA NA 767
Chr19 2017346 T A Chr19_2017346_T_AT_A SNP 12534.63 24 12 8 19 13 18 19 16 19 19 13 20 5 6 24 12 8 19 13 18 19 16 19 19 13 20 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_3620-Pp3c19_3630Pp3c19_3620-Pp3c19_3630intergenic_regionPp3c19_3620-Pp3c19_3630NA NA n.2017346T>ANA NA NA NA NA
Chr19 2157734 A AAT Chr19_2157734_A_AATA_AAT INDEL 5115.59 7 10 6 16 8 12 14 12 10 7 11 9 4 4 8 11 7 16 9 13 16 13 10 7 11 11 4 4 0.875 0.909 0.857 1 0.889 0.923 0.875 0.923 1 1 1 0.818 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_3939Pp3c19_3939transcript PAC:32938526protein_codingNA c.-5138_-5137insATNA NA NA NA 4754
Chr19 2157734 A AAT Chr19_2157734_A_AATA_AAT INDEL 5115.59 7 10 6 16 8 12 14 12 10 7 11 9 4 4 8 11 7 16 9 13 16 13 10 7 11 11 4 4 0.875 0.909 0.857 1 0.889 0.923 0.875 0.923 1 1 1 0.818 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_3920-Pp3c19_3939Pp3c19_3920-Pp3c19_3939intergenic_regionPp3c19_3920-Pp3c19_3939NA NA n.2157734_2157735insATNA NA NA NA NA
Chr19 2236213 AATGTCTTGTTCATGTGCAATATGCATGCA Chr19_2236213_AATGTCTTGTTCATGTGCAATATGCATGC_AAATGTCTTGTTCATGTGCAATATGCATGC_AINDEL 18356.59 30 20 16 24 12 30 36 26 18 18 23 15 12 8 30 20 16 24 12 30 36 26 20 18 23 15 12 8 1 1 1 1 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4130Pp3c19_4130transcript PAC:32937949protein_codingNA c.*1479_*1506delATGTCTTGTTCATGTGCAATATGCATGCNA NA NA NA 929
Chr19 2236213 AATGTCTTGTTCATGTGCAATATGCATGCA Chr19_2236213_AATGTCTTGTTCATGTGCAATATGCATGC_AAATGTCTTGTTCATGTGCAATATGCATGC_AINDEL 18356.59 30 20 16 24 12 30 36 26 18 18 23 15 12 8 30 20 16 24 12 30 36 26 20 18 23 15 12 8 1 1 1 1 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4130Pp3c19_4130transcript PAC:32937950protein_codingNA c.*1479_*1506delATGTCTTGTTCATGTGCAATATGCATGCNA NA NA NA 1038
Chr19 2236213 AATGTCTTGTTCATGTGCAATATGCATGCA Chr19_2236213_AATGTCTTGTTCATGTGCAATATGCATGC_AAATGTCTTGTTCATGTGCAATATGCATGC_AINDEL 18356.59 30 20 16 24 12 30 36 26 18 18 23 15 12 8 30 20 16 24 12 30 36 26 20 18 23 15 12 8 1 1 1 1 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4130-Pp3c19_4180Pp3c19_4130-Pp3c19_4180intergenic_regionPp3c19_4130-Pp3c19_4180NA NA n.2236214_2236241delATGTCTTGTTCATGTGCAATATGCATGCNA NA NA NA NA
Chr19 2246161 C A Chr19_2246161_C_AC_A SNP 12415.63 20 8 11 24 11 11 13 15 14 15 9 13 7 6 20 8 11 24 11 11 13 15 14 15 9 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4130-Pp3c19_4180Pp3c19_4130-Pp3c19_4180intergenic_regionPp3c19_4130-Pp3c19_4180NA NA n.2246161C>ANA NA NA NA NA
Chr19 2246394 G T Chr19_2246394_G_TG_T SNP 10010.63 18 5 8 14 7 19 9 8 19 13 8 11 5 15 18 5 8 14 7 19 9 8 19 13 8 11 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4130-Pp3c19_4180Pp3c19_4130-Pp3c19_4180intergenic_regionPp3c19_4130-Pp3c19_4180NA NA n.2246394G>TNA NA NA NA NA
Chr19 2246410 T A Chr19_2246410_T_AT_A SNP 12348.63 20 8 10 16 9 22 15 11 21 17 12 17 5 16 20 8 10 16 9 22 15 11 21 17 12 17 5 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4130-Pp3c19_4180Pp3c19_4130-Pp3c19_4180intergenic_regionPp3c19_4130-Pp3c19_4180NA NA n.2246410T>ANA NA NA NA NA
Chr19 2246422 A AT Chr19_2246422_A_ATA_AT INDEL 13609.59 23 10 12 22 11 24 18 15 20 20 14 19 6 20 23 10 12 22 11 24 18 15 20 20 14 19 6 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4130-Pp3c19_4180Pp3c19_4130-Pp3c19_4180intergenic_regionPp3c19_4130-Pp3c19_4180NA NA n.2246422_2246423insTNA NA NA NA NA
Chr19 2247833 G T Chr19_2247833_G_TG_T SNP 13756.63 19 13 15 18 19 21 17 13 12 14 13 18 6 10 19 13 15 18 19 21 17 13 12 14 13 18 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4130-Pp3c19_4180Pp3c19_4130-Pp3c19_4180intergenic_regionPp3c19_4130-Pp3c19_4180NA NA n.2247833G>TNA NA NA NA NA
Chr19 2294918 TC T Chr19_2294918_TC_TTC_T INDEL 16341.59 22 12 19 22 25 22 17 28 24 25 13 18 9 6 22 12 19 22 25 22 17 28 24 25 13 18 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4199-Pp3c19_4209Pp3c19_4199-Pp3c19_4209intergenic_regionPp3c19_4199-Pp3c19_4209NA NA n.2294919delCNA NA NA NA NA
Chr19 2340674 C A Chr19_2340674_C_AC_A SNP 17309.63 29 17 15 19 14 23 28 20 19 22 13 15 10 8 29 17 15 19 15 23 29 21 19 23 13 15 10 8 1 1 1 1 0.933 1 0.966 0.952 1 0.957 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939722protein_codingNA c.-2736C>A NA NA NA NA 2343
Chr19 2340674 C A Chr19_2340674_C_AC_A SNP 17309.63 29 17 15 19 14 23 28 20 19 22 13 15 10 8 29 17 15 19 15 23 29 21 19 23 13 15 10 8 1 1 1 1 0.933 1 0.966 0.952 1 0.957 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939723protein_codingNA c.-2736C>A NA NA NA NA 2720
Chr19 2340674 C A Chr19_2340674_C_AC_A SNP 17309.63 29 17 15 19 14 23 28 20 19 22 13 15 10 8 29 17 15 19 15 23 29 21 19 23 13 15 10 8 1 1 1 1 0.933 1 0.966 0.952 1 0.957 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4250Pp3c19_4250transcript PAC:32938204protein_codingNA c.*2064G>T NA NA NA NA 2064
Chr19 2340674 C A Chr19_2340674_C_AC_A SNP 17309.63 29 17 15 19 14 23 28 20 19 22 13 15 10 8 29 17 15 19 15 23 29 21 19 23 13 15 10 8 1 1 1 1 0.933 1 0.966 0.952 1 0.957 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4252Pp3c19_4252transcript PAC:32938404protein_codingNA c.*2064G>T NA NA NA NA 2064
Chr19 2340674 C A Chr19_2340674_C_AC_A SNP 17309.63 29 17 15 19 14 23 28 20 19 22 13 15 10 8 29 17 15 19 15 23 29 21 19 23 13 15 10 8 1 1 1 1 0.933 1 0.966 0.952 1 0.957 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938290protein_codingNA c.*2333G>T NA NA NA NA 2333
Chr19 2340674 C A Chr19_2340674_C_AC_A SNP 17309.63 29 17 15 19 14 23 28 20 19 22 13 15 10 8 29 17 15 19 15 23 29 21 19 23 13 15 10 8 1 1 1 1 0.933 1 0.966 0.952 1 0.957 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4280Pp3c19_4280transcript PAC:32938276protein_codingNA c.*4866G>T NA NA NA NA 4866
Chr19 2340674 C A Chr19_2340674_C_AC_A SNP 17309.63 29 17 15 19 14 23 28 20 19 22 13 15 10 8 29 17 15 19 15 23 29 21 19 23 13 15 10 8 1 1 1 1 0.933 1 0.966 0.952 1 0.957 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938291protein_codingNA c.*2345G>T NA NA NA NA 2345
Chr19 2340674 C A Chr19_2340674_C_AC_A SNP 17309.63 29 17 15 19 14 23 28 20 19 22 13 15 10 8 29 17 15 19 15 23 29 21 19 23 13 15 10 8 1 1 1 1 0.933 1 0.966 0.952 1 0.957 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4230-Pp3c19_4250Pp3c19_4230-Pp3c19_4250intergenic_regionPp3c19_4230-Pp3c19_4250NA NA n.2340674C>ANA NA NA NA NA
Chr19 2340677 G T Chr19_2340677_G_TG_T SNP 17243.63 28 17 15 21 14 24 27 20 19 22 13 15 9 8 28 17 15 21 16 24 28 22 19 23 13 16 10 8 1 1 1 1 0.875 1 0.964 0.909 1 0.957 1 0.938 0.9 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939722protein_codingNA c.-2733G>T NA NA NA NA 2340
Chr19 2340677 G T Chr19_2340677_G_TG_T SNP 17243.63 28 17 15 21 14 24 27 20 19 22 13 15 9 8 28 17 15 21 16 24 28 22 19 23 13 16 10 8 1 1 1 1 0.875 1 0.964 0.909 1 0.957 1 0.938 0.9 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939723protein_codingNA c.-2733G>T NA NA NA NA 2717
Chr19 2340677 G T Chr19_2340677_G_TG_T SNP 17243.63 28 17 15 21 14 24 27 20 19 22 13 15 9 8 28 17 15 21 16 24 28 22 19 23 13 16 10 8 1 1 1 1 0.875 1 0.964 0.909 1 0.957 1 0.938 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4250Pp3c19_4250transcript PAC:32938204protein_codingNA c.*2061C>A NA NA NA NA 2061
Chr19 2340677 G T Chr19_2340677_G_TG_T SNP 17243.63 28 17 15 21 14 24 27 20 19 22 13 15 9 8 28 17 15 21 16 24 28 22 19 23 13 16 10 8 1 1 1 1 0.875 1 0.964 0.909 1 0.957 1 0.938 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4252Pp3c19_4252transcript PAC:32938404protein_codingNA c.*2061C>A NA NA NA NA 2061
Chr19 2340677 G T Chr19_2340677_G_TG_T SNP 17243.63 28 17 15 21 14 24 27 20 19 22 13 15 9 8 28 17 15 21 16 24 28 22 19 23 13 16 10 8 1 1 1 1 0.875 1 0.964 0.909 1 0.957 1 0.938 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938290protein_codingNA c.*2330C>A NA NA NA NA 2330
Chr19 2340677 G T Chr19_2340677_G_TG_T SNP 17243.63 28 17 15 21 14 24 27 20 19 22 13 15 9 8 28 17 15 21 16 24 28 22 19 23 13 16 10 8 1 1 1 1 0.875 1 0.964 0.909 1 0.957 1 0.938 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4280Pp3c19_4280transcript PAC:32938276protein_codingNA c.*4863C>A NA NA NA NA 4863
Chr19 2340677 G T Chr19_2340677_G_TG_T SNP 17243.63 28 17 15 21 14 24 27 20 19 22 13 15 9 8 28 17 15 21 16 24 28 22 19 23 13 16 10 8 1 1 1 1 0.875 1 0.964 0.909 1 0.957 1 0.938 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938291protein_codingNA c.*2342C>A NA NA NA NA 2342
Chr19 2340677 G T Chr19_2340677_G_TG_T SNP 17243.63 28 17 15 21 14 24 27 20 19 22 13 15 9 8 28 17 15 21 16 24 28 22 19 23 13 16 10 8 1 1 1 1 0.875 1 0.964 0.909 1 0.957 1 0.938 0.9 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4230-Pp3c19_4250Pp3c19_4230-Pp3c19_4250intergenic_regionPp3c19_4230-Pp3c19_4250NA NA n.2340677G>TNA NA NA NA NA
Chr19 2345022 C T Chr19_2345022_C_TC_T SNP 15804.63 24 9 13 20 20 21 29 16 11 13 9 22 10 4 24 9 13 20 20 21 29 16 11 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4250Pp3c19_4250transcript PAC:32938204protein_codingNA c.-2186G>A NA NA NA NA 2186
Chr19 2345022 C T Chr19_2345022_C_TC_T SNP 15804.63 24 9 13 20 20 21 29 16 11 13 9 22 10 4 24 9 13 20 20 21 29 16 11 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4252Pp3c19_4252transcript PAC:32938404protein_codingNA c.-2186G>A NA NA NA NA 2186
Chr19 2345022 C T Chr19_2345022_C_TC_T SNP 15804.63 24 9 13 20 20 21 29 16 11 13 9 22 10 4 24 9 13 20 20 21 29 16 11 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938290protein_codingNA c.-1644G>A NA NA NA NA 1644
Chr19 2345022 C T Chr19_2345022_C_TC_T SNP 15804.63 24 9 13 20 20 21 29 16 11 13 9 22 10 4 24 9 13 20 20 21 29 16 11 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938291protein_codingNA c.-1644G>A NA NA NA NA 430
Chr19 2345022 C T Chr19_2345022_C_TC_T SNP 15804.63 24 9 13 20 20 21 29 16 11 13 9 22 10 4 24 9 13 20 20 21 29 16 11 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939722protein_codingNA c.*848C>T NA NA NA NA 430
Chr19 2345022 C T Chr19_2345022_C_TC_T SNP 15804.63 24 9 13 20 20 21 29 16 11 13 9 22 10 4 24 9 13 20 20 21 29 16 11 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4280Pp3c19_4280transcript PAC:32938276protein_codingNA c.*518G>A NA NA NA NA 518
Chr19 2345022 C T Chr19_2345022_C_TC_T SNP 15804.63 24 9 13 20 20 21 29 16 11 13 9 22 10 4 24 9 13 20 20 21 29 16 11 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939723protein_codingNA c.*848C>T NA NA NA NA 554
Chr19 2345022 C T Chr19_2345022_C_TC_T SNP 15804.63 24 9 13 20 20 21 29 16 11 13 9 22 10 4 24 9 13 20 20 21 29 16 11 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4280Pp3c19_4280transcript PAC:32938277protein_codingNA c.*1177G>A NA NA NA NA 934
Chr19 2345022 C T Chr19_2345022_C_TC_T SNP 15804.63 24 9 13 20 20 21 29 16 11 13 9 22 10 4 24 9 13 20 20 21 29 16 11 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4260-Pp3c19_4280Pp3c19_4260-Pp3c19_4280intergenic_regionPp3c19_4260-Pp3c19_4280NA NA n.2345022C>TNA NA NA NA NA
Chr19 2345024 GGA G Chr19_2345024_GGA_GGGA_G INDEL 15975.59 23 10 13 20 20 22 30 16 12 13 9 22 10 4 23 10 13 20 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4250Pp3c19_4250transcript PAC:32938204protein_codingNA c.-2190_-2189delTCNA NA NA NA 2189
Chr19 2345024 GGA G Chr19_2345024_GGA_GGGA_G INDEL 15975.59 23 10 13 20 20 22 30 16 12 13 9 22 10 4 23 10 13 20 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4252Pp3c19_4252transcript PAC:32938404protein_codingNA c.-2190_-2189delTCNA NA NA NA 2189
Chr19 2345024 GGA G Chr19_2345024_GGA_GGGA_G INDEL 15975.59 23 10 13 20 20 22 30 16 12 13 9 22 10 4 23 10 13 20 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938290protein_codingNA c.-1648_-1647delTCNA NA NA NA 1647
Chr19 2345024 GGA G Chr19_2345024_GGA_GGGA_G INDEL 15975.59 23 10 13 20 20 22 30 16 12 13 9 22 10 4 23 10 13 20 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938291protein_codingNA c.-1648_-1647delTCNA NA NA NA 433
Chr19 2345024 GGA G Chr19_2345024_GGA_GGGA_G INDEL 15975.59 23 10 13 20 20 22 30 16 12 13 9 22 10 4 23 10 13 20 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939722protein_codingNA c.*851_*852delGANA NA NA NA 433
Chr19 2345024 GGA G Chr19_2345024_GGA_GGGA_G INDEL 15975.59 23 10 13 20 20 22 30 16 12 13 9 22 10 4 23 10 13 20 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4280Pp3c19_4280transcript PAC:32938276protein_codingNA c.*514_*515delTCNA NA NA NA 515
Chr19 2345024 GGA G Chr19_2345024_GGA_GGGA_G INDEL 15975.59 23 10 13 20 20 22 30 16 12 13 9 22 10 4 23 10 13 20 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939723protein_codingNA c.*851_*852delGANA NA NA NA 557
Chr19 2345024 GGA G Chr19_2345024_GGA_GGGA_G INDEL 15975.59 23 10 13 20 20 22 30 16 12 13 9 22 10 4 23 10 13 20 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4280Pp3c19_4280transcript PAC:32938277protein_codingNA c.*1173_*1174delTCNA NA NA NA 931
Chr19 2345024 GGA G Chr19_2345024_GGA_GGGA_G INDEL 15975.59 23 10 13 20 20 22 30 16 12 13 9 22 10 4 23 10 13 20 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4260-Pp3c19_4280Pp3c19_4260-Pp3c19_4280intergenic_regionPp3c19_4260-Pp3c19_4280NA NA n.2345025_2345026delGANA NA NA NA NA
Chr19 2345027 A C Chr19_2345027_A_CA_C SNP 15995.63 23 10 13 21 20 22 30 16 12 13 9 22 10 4 23 10 13 21 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4250Pp3c19_4250transcript PAC:32938204protein_codingNA c.-2191T>G NA NA NA NA 2191
Chr19 2345027 A C Chr19_2345027_A_CA_C SNP 15995.63 23 10 13 21 20 22 30 16 12 13 9 22 10 4 23 10 13 21 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4252Pp3c19_4252transcript PAC:32938404protein_codingNA c.-2191T>G NA NA NA NA 2191
Chr19 2345027 A C Chr19_2345027_A_CA_C SNP 15995.63 23 10 13 21 20 22 30 16 12 13 9 22 10 4 23 10 13 21 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938290protein_codingNA c.-1649T>G NA NA NA NA 1649
Chr19 2345027 A C Chr19_2345027_A_CA_C SNP 15995.63 23 10 13 21 20 22 30 16 12 13 9 22 10 4 23 10 13 21 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938291protein_codingNA c.-1649T>G NA NA NA NA 435
Chr19 2345027 A C Chr19_2345027_A_CA_C SNP 15995.63 23 10 13 21 20 22 30 16 12 13 9 22 10 4 23 10 13 21 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939722protein_codingNA c.*853A>C NA NA NA NA 435
Chr19 2345027 A C Chr19_2345027_A_CA_C SNP 15995.63 23 10 13 21 20 22 30 16 12 13 9 22 10 4 23 10 13 21 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4280Pp3c19_4280transcript PAC:32938276protein_codingNA c.*513T>G NA NA NA NA 513
Chr19 2345027 A C Chr19_2345027_A_CA_C SNP 15995.63 23 10 13 21 20 22 30 16 12 13 9 22 10 4 23 10 13 21 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939723protein_codingNA c.*853A>C NA NA NA NA 559
Chr19 2345027 A C Chr19_2345027_A_CA_C SNP 15995.63 23 10 13 21 20 22 30 16 12 13 9 22 10 4 23 10 13 21 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4280Pp3c19_4280transcript PAC:32938277protein_codingNA c.*1172T>G NA NA NA NA 929
Chr19 2345027 A C Chr19_2345027_A_CA_C SNP 15995.63 23 10 13 21 20 22 30 16 12 13 9 22 10 4 23 10 13 21 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4260-Pp3c19_4280Pp3c19_4260-Pp3c19_4280intergenic_regionPp3c19_4260-Pp3c19_4280NA NA n.2345027A>CNA NA NA NA NA
Chr19 2345029 G GCTC Chr19_2345029_G_GCTCG_GCTC INDEL 16570.59 24 10 13 22 20 22 30 16 12 13 9 22 10 4 24 10 13 22 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4250Pp3c19_4250transcript PAC:32938204protein_codingNA c.-2194_-2193insGAGNA NA NA NA 2194
Chr19 2345029 G GCTC Chr19_2345029_G_GCTCG_GCTC INDEL 16570.59 24 10 13 22 20 22 30 16 12 13 9 22 10 4 24 10 13 22 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4252Pp3c19_4252transcript PAC:32938404protein_codingNA c.-2194_-2193insGAGNA NA NA NA 2194
Chr19 2345029 G GCTC Chr19_2345029_G_GCTCG_GCTC INDEL 16570.59 24 10 13 22 20 22 30 16 12 13 9 22 10 4 24 10 13 22 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938290protein_codingNA c.-1652_-1651insGAGNA NA NA NA 1652
Chr19 2345029 G GCTC Chr19_2345029_G_GCTCG_GCTC INDEL 16570.59 24 10 13 22 20 22 30 16 12 13 9 22 10 4 24 10 13 22 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4260Pp3c19_4260transcript PAC:32938291protein_codingNA c.-1652_-1651insGAGNA NA NA NA 438
Chr19 2345029 G GCTC Chr19_2345029_G_GCTCG_GCTC INDEL 16570.59 24 10 13 22 20 22 30 16 12 13 9 22 10 4 24 10 13 22 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939722protein_codingNA c.*855_*856insCTCNA NA NA NA 438
Chr19 2345029 G GCTC Chr19_2345029_G_GCTCG_GCTC INDEL 16570.59 24 10 13 22 20 22 30 16 12 13 9 22 10 4 24 10 13 22 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4280Pp3c19_4280transcript PAC:32938276protein_codingNA c.*510_*511insGAGNA NA NA NA 510
Chr19 2345029 G GCTC Chr19_2345029_G_GCTCG_GCTC INDEL 16570.59 24 10 13 22 20 22 30 16 12 13 9 22 10 4 24 10 13 22 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4270Pp3c19_4270transcript PAC:32939723protein_codingNA c.*855_*856insCTCNA NA NA NA 562
Chr19 2345029 G GCTC Chr19_2345029_G_GCTCG_GCTC INDEL 16570.59 24 10 13 22 20 22 30 16 12 13 9 22 10 4 24 10 13 22 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_4280Pp3c19_4280transcript PAC:32938277protein_codingNA c.*1169_*1170insGAGNA NA NA NA 926
Chr19 2345029 G GCTC Chr19_2345029_G_GCTCG_GCTC INDEL 16570.59 24 10 13 22 20 22 30 16 12 13 9 22 10 4 24 10 13 22 20 22 30 16 12 13 9 22 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4260-Pp3c19_4280Pp3c19_4260-Pp3c19_4280intergenic_regionPp3c19_4260-Pp3c19_4280NA NA n.2345029_2345030insCTCNA NA NA NA NA
Chr19 2378842 C CCT Chr19_2378842_C_CCTC_CCT INDEL 235.37 0 8 0 0 0 0 0 0 0 0 0 0 0 1 20 8 4 21 15 25 17 16 9 15 16 10 6 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c19_4360Pp3c19_4360transcript PAC:32938336protein_codingNA c.-5021_-5020insAGNA NA NA NA 4748
Chr19 2378842 C CCT Chr19_2378842_C_CCTC_CCT INDEL 235.37 0 8 0 0 0 0 0 0 0 0 0 0 0 1 20 8 4 21 15 25 17 16 9 15 16 10 6 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c19_4360Pp3c19_4360transcript PAC:32938337protein_codingNA c.-5021_-5020insAGNA NA NA NA 4675
Chr19 2378842 C CCT Chr19_2378842_C_CCTC_CCT INDEL 235.37 0 8 0 0 0 0 0 0 0 0 0 0 0 1 20 8 4 21 15 25 17 16 9 15 16 10 6 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c19_4360-Pp3c19_4390Pp3c19_4360-Pp3c19_4390intergenic_regionPp3c19_4360-Pp3c19_4390NA NA n.2378842_2378843insCTNA NA NA NA NA
Chr19 2533941 G T Chr19_2533941_G_TG_T SNP 13639.63 22 6 21 15 12 15 25 17 14 14 15 10 4 7 22 6 21 15 12 15 25 17 14 14 15 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939391protein_codingNA c.-1893C>A NA NA NA NA 338
Chr19 2533941 G T Chr19_2533941_G_TG_T SNP 13639.63 22 6 21 15 12 15 25 17 14 14 15 10 4 7 22 6 21 15 12 15 25 17 14 14 15 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939393protein_codingNA c.-1893C>A NA NA NA NA 341
Chr19 2533941 G T Chr19_2533941_G_TG_T SNP 13639.63 22 6 21 15 12 15 25 17 14 14 15 10 4 7 22 6 21 15 12 15 25 17 14 14 15 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939396protein_codingNA c.-2566C>A NA NA NA NA 2305
Chr19 2533941 G T Chr19_2533941_G_TG_T SNP 13639.63 22 6 21 15 12 15 25 17 14 14 15 10 4 7 22 6 21 15 12 15 25 17 14 14 15 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939392protein_codingNA c.-1893C>A NA NA NA NA 338
Chr19 2533941 G T Chr19_2533941_G_TG_T SNP 13639.63 22 6 21 15 12 15 25 17 14 14 15 10 4 7 22 6 21 15 12 15 25 17 14 14 15 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939394protein_codingNA c.-1893C>A NA NA NA NA 338
Chr19 2533941 G T Chr19_2533941_G_TG_T SNP 13639.63 22 6 21 15 12 15 25 17 14 14 15 10 4 7 22 6 21 15 12 15 25 17 14 14 15 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939395protein_codingNA c.-1893C>A NA NA NA NA 338
Chr19 2533941 G T Chr19_2533941_G_TG_T SNP 13639.63 22 6 21 15 12 15 25 17 14 14 15 10 4 7 22 6 21 15 12 15 25 17 14 14 15 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4510-Pp3c19_4520Pp3c19_4510-Pp3c19_4520intergenic_regionPp3c19_4510-Pp3c19_4520NA NA n.2533941G>TNA NA NA NA NA
Chr19 2533947 G T Chr19_2533947_G_TG_T SNP 13770.63 20 6 19 15 12 14 26 15 16 16 15 10 4 6 20 6 19 15 12 14 26 15 16 16 15 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939391protein_codingNA c.-1899C>A NA NA NA NA 344



Chr19 2533947 G T Chr19_2533947_G_TG_T SNP 13770.63 20 6 19 15 12 14 26 15 16 16 15 10 4 6 20 6 19 15 12 14 26 15 16 16 15 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939393protein_codingNA c.-1899C>A NA NA NA NA 347
Chr19 2533947 G T Chr19_2533947_G_TG_T SNP 13770.63 20 6 19 15 12 14 26 15 16 16 15 10 4 6 20 6 19 15 12 14 26 15 16 16 15 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939396protein_codingNA c.-2572C>A NA NA NA NA 2311
Chr19 2533947 G T Chr19_2533947_G_TG_T SNP 13770.63 20 6 19 15 12 14 26 15 16 16 15 10 4 6 20 6 19 15 12 14 26 15 16 16 15 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939392protein_codingNA c.-1899C>A NA NA NA NA 344
Chr19 2533947 G T Chr19_2533947_G_TG_T SNP 13770.63 20 6 19 15 12 14 26 15 16 16 15 10 4 6 20 6 19 15 12 14 26 15 16 16 15 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939394protein_codingNA c.-1899C>A NA NA NA NA 344
Chr19 2533947 G T Chr19_2533947_G_TG_T SNP 13770.63 20 6 19 15 12 14 26 15 16 16 15 10 4 6 20 6 19 15 12 14 26 15 16 16 15 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939395protein_codingNA c.-1899C>A NA NA NA NA 344
Chr19 2533947 G T Chr19_2533947_G_TG_T SNP 13770.63 20 6 19 15 12 14 26 15 16 16 15 10 4 6 20 6 19 15 12 14 26 15 16 16 15 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4510-Pp3c19_4520Pp3c19_4510-Pp3c19_4520intergenic_regionPp3c19_4510-Pp3c19_4520NA NA n.2533947G>TNA NA NA NA NA
Chr19 2533952 G C Chr19_2533952_G_CG_C SNP 13323.63 19 6 17 15 12 14 25 15 16 18 15 11 4 5 19 6 17 15 12 14 25 15 16 18 15 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939391protein_codingNA c.-1904C>G NA NA NA NA 349
Chr19 2533952 G C Chr19_2533952_G_CG_C SNP 13323.63 19 6 17 15 12 14 25 15 16 18 15 11 4 5 19 6 17 15 12 14 25 15 16 18 15 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939393protein_codingNA c.-1904C>G NA NA NA NA 352
Chr19 2533952 G C Chr19_2533952_G_CG_C SNP 13323.63 19 6 17 15 12 14 25 15 16 18 15 11 4 5 19 6 17 15 12 14 25 15 16 18 15 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939396protein_codingNA c.-2577C>G NA NA NA NA 2316
Chr19 2533952 G C Chr19_2533952_G_CG_C SNP 13323.63 19 6 17 15 12 14 25 15 16 18 15 11 4 5 19 6 17 15 12 14 25 15 16 18 15 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939392protein_codingNA c.-1904C>G NA NA NA NA 349
Chr19 2533952 G C Chr19_2533952_G_CG_C SNP 13323.63 19 6 17 15 12 14 25 15 16 18 15 11 4 5 19 6 17 15 12 14 25 15 16 18 15 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939394protein_codingNA c.-1904C>G NA NA NA NA 349
Chr19 2533952 G C Chr19_2533952_G_CG_C SNP 13323.63 19 6 17 15 12 14 25 15 16 18 15 11 4 5 19 6 17 15 12 14 25 15 16 18 15 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939395protein_codingNA c.-1904C>G NA NA NA NA 349
Chr19 2533952 G C Chr19_2533952_G_CG_C SNP 13323.63 19 6 17 15 12 14 25 15 16 18 15 11 4 5 19 6 17 15 12 14 25 15 16 18 15 11 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4510-Pp3c19_4520Pp3c19_4510-Pp3c19_4520intergenic_regionPp3c19_4510-Pp3c19_4520NA NA n.2533952G>CNA NA NA NA NA
Chr19 2533961 AC A Chr19_2533961_AC_AAC_A INDEL 9825.59 18 6 17 16 10 14 26 13 16 22 14 11 4 4 18 6 17 16 10 14 26 13 16 22 14 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939391protein_codingNA c.-1914delG NA NA NA NA 359
Chr19 2533961 AC A Chr19_2533961_AC_AAC_A INDEL 9825.59 18 6 17 16 10 14 26 13 16 22 14 11 4 4 18 6 17 16 10 14 26 13 16 22 14 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939393protein_codingNA c.-1914delG NA NA NA NA 362
Chr19 2533961 AC A Chr19_2533961_AC_AAC_A INDEL 9825.59 18 6 17 16 10 14 26 13 16 22 14 11 4 4 18 6 17 16 10 14 26 13 16 22 14 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939396protein_codingNA c.-2587delG NA NA NA NA 2326
Chr19 2533961 AC A Chr19_2533961_AC_AAC_A INDEL 9825.59 18 6 17 16 10 14 26 13 16 22 14 11 4 4 18 6 17 16 10 14 26 13 16 22 14 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939392protein_codingNA c.-1914delG NA NA NA NA 359
Chr19 2533961 AC A Chr19_2533961_AC_AAC_A INDEL 9825.59 18 6 17 16 10 14 26 13 16 22 14 11 4 4 18 6 17 16 10 14 26 13 16 22 14 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939394protein_codingNA c.-1914delG NA NA NA NA 359
Chr19 2533961 AC A Chr19_2533961_AC_AAC_A INDEL 9825.59 18 6 17 16 10 14 26 13 16 22 14 11 4 4 18 6 17 16 10 14 26 13 16 22 14 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939395protein_codingNA c.-1914delG NA NA NA NA 359
Chr19 2533961 AC A Chr19_2533961_AC_AAC_A INDEL 9825.59 18 6 17 16 10 14 26 13 16 22 14 11 4 4 18 6 17 16 10 14 26 13 16 22 14 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4510-Pp3c19_4520Pp3c19_4510-Pp3c19_4520intergenic_regionPp3c19_4510-Pp3c19_4520NA NA n.2533962delCNA NA NA NA NA
Chr19 2533987 C G Chr19_2533987_C_GC_G SNP 13901.63 22 6 15 19 11 15 29 17 19 22 12 14 4 4 22 6 15 19 11 15 29 17 19 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939391protein_codingNA c.-1939G>C NA NA NA NA 384
Chr19 2533987 C G Chr19_2533987_C_GC_G SNP 13901.63 22 6 15 19 11 15 29 17 19 22 12 14 4 4 22 6 15 19 11 15 29 17 19 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939393protein_codingNA c.-1939G>C NA NA NA NA 387
Chr19 2533987 C G Chr19_2533987_C_GC_G SNP 13901.63 22 6 15 19 11 15 29 17 19 22 12 14 4 4 22 6 15 19 11 15 29 17 19 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939396protein_codingNA c.-2612G>C NA NA NA NA 2351
Chr19 2533987 C G Chr19_2533987_C_GC_G SNP 13901.63 22 6 15 19 11 15 29 17 19 22 12 14 4 4 22 6 15 19 11 15 29 17 19 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939392protein_codingNA c.-1939G>C NA NA NA NA 384
Chr19 2533987 C G Chr19_2533987_C_GC_G SNP 13901.63 22 6 15 19 11 15 29 17 19 22 12 14 4 4 22 6 15 19 11 15 29 17 19 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939394protein_codingNA c.-1939G>C NA NA NA NA 384
Chr19 2533987 C G Chr19_2533987_C_GC_G SNP 13901.63 22 6 15 19 11 15 29 17 19 22 12 14 4 4 22 6 15 19 11 15 29 17 19 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939395protein_codingNA c.-1939G>C NA NA NA NA 384
Chr19 2533987 C G Chr19_2533987_C_GC_G SNP 13901.63 22 6 15 19 11 15 29 17 19 22 12 14 4 4 22 6 15 19 11 15 29 17 19 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4510-Pp3c19_4520Pp3c19_4510-Pp3c19_4520intergenic_regionPp3c19_4510-Pp3c19_4520NA NA n.2533987C>GNA NA NA NA NA
Chr19 2533988 CA C Chr19_2533988_CA_CCA_C INDEL 13892.59 22 6 15 19 11 15 29 17 18 22 12 14 4 4 22 6 15 19 11 15 29 17 18 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939391protein_codingNA c.-1941delT NA NA NA NA 386
Chr19 2533988 CA C Chr19_2533988_CA_CCA_C INDEL 13892.59 22 6 15 19 11 15 29 17 18 22 12 14 4 4 22 6 15 19 11 15 29 17 18 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939393protein_codingNA c.-1941delT NA NA NA NA 389
Chr19 2533988 CA C Chr19_2533988_CA_CCA_C INDEL 13892.59 22 6 15 19 11 15 29 17 18 22 12 14 4 4 22 6 15 19 11 15 29 17 18 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939396protein_codingNA c.-2614delT NA NA NA NA 2353
Chr19 2533988 CA C Chr19_2533988_CA_CCA_C INDEL 13892.59 22 6 15 19 11 15 29 17 18 22 12 14 4 4 22 6 15 19 11 15 29 17 18 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939392protein_codingNA c.-1941delT NA NA NA NA 386
Chr19 2533988 CA C Chr19_2533988_CA_CCA_C INDEL 13892.59 22 6 15 19 11 15 29 17 18 22 12 14 4 4 22 6 15 19 11 15 29 17 18 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939394protein_codingNA c.-1941delT NA NA NA NA 386
Chr19 2533988 CA C Chr19_2533988_CA_CCA_C INDEL 13892.59 22 6 15 19 11 15 29 17 18 22 12 14 4 4 22 6 15 19 11 15 29 17 18 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4510Pp3c19_4510transcript PAC:32939395protein_codingNA c.-1941delT NA NA NA NA 386
Chr19 2533988 CA C Chr19_2533988_CA_CCA_C INDEL 13892.59 22 6 15 19 11 15 29 17 18 22 12 14 4 4 22 6 15 19 11 15 29 17 18 22 12 14 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_4510-Pp3c19_4520Pp3c19_4510-Pp3c19_4520intergenic_regionPp3c19_4510-Pp3c19_4520NA NA n.2533989delANA NA NA NA NA
Chr19 2590141 TA T Chr19_2590141_TA_TTA_T INDEL 4461.24 0 0 0 21 19 19 41 24 0 0 0 0 0 0 23 16 15 21 19 20 41 24 27 13 8 15 9 8 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_4590Pp3c19_4590transcript PAC:32939901protein_codingNA c.-2040delT NA NA NA NA 2040
Chr19 2590141 TA T Chr19_2590141_TA_TTA_T INDEL 4461.24 0 0 0 21 19 19 41 24 0 0 0 0 0 0 23 16 15 21 19 20 41 24 27 13 8 15 9 8 0 0 0 1 1 0.95 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_4590-Pp3c19_4619Pp3c19_4590-Pp3c19_4619intergenic_regionPp3c19_4590-Pp3c19_4619NA NA n.2590142delANA NA NA NA NA
Chr19 2732424 T TC Chr19_2732424_T_TCT_TC INDEL 15343.59 23 7 19 23 22 17 34 24 20 16 13 6 6 8 23 7 19 23 22 17 34 24 20 16 13 6 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c19_4790Pp3c19_4790transcript PAC:32940083protein_coding 06-juil c.2124dupG p.Ile709fs 2561/3395 2124/2142 708/713 NA
Chr19 2732424 T TC Chr19_2732424_T_TCT_TC INDEL 15343.59 23 7 19 23 22 17 34 24 20 16 13 6 6 8 23 7 19 23 22 17 34 24 20 16 13 6 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c19_4790Pp3c19_4790transcript PAC:32940081protein_coding 06-juil c.2116+8dupGNA NA NA NA NA
Chr19 2732424 T TC Chr19_2732424_T_TCT_TC INDEL 15343.59 23 7 19 23 22 17 34 24 20 16 13 6 6 8 23 7 19 23 22 17 34 24 20 16 13 6 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c19_4790Pp3c19_4790transcript PAC:32940082protein_coding juin-15 c.2116+8dupGNA NA NA NA NA
Chr19 2732424 T TC Chr19_2732424_T_TCT_TC INDEL 15343.59 23 7 19 23 22 17 34 24 20 16 13 6 6 8 23 7 19 23 22 17 34 24 20 16 13 6 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4780Pp3c19_4780transcript PAC:32938638protein_codingNA c.-4316dupG NA NA NA NA 4314
Chr19 2732424 T TC Chr19_2732424_T_TCT_TC INDEL 15343.59 23 7 19 23 22 17 34 24 20 16 13 6 6 8 23 7 19 23 22 17 34 24 20 16 13 6 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4780Pp3c19_4780transcript PAC:32938639protein_codingNA c.-5522dupG NA NA NA NA 1136
Chr19 2732508 T C Chr19_2732508_T_CT_C SNP 15418.63 24 7 17 24 18 13 37 15 14 26 14 14 6 8 25 7 17 24 18 13 37 15 14 26 14 14 6 8 0.96 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c19_4790Pp3c19_4790transcript PAC:32940081protein_coding 06-août c.2041A>G p.Lys681Glu 2041/2673 2041/2673 681/890 NA
Chr19 2732508 T C Chr19_2732508_T_CT_C SNP 15418.63 24 7 17 24 18 13 37 15 14 26 14 14 6 8 25 7 17 24 18 13 37 15 14 26 14 14 6 8 0.96 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c19_4790Pp3c19_4790transcript PAC:32940082protein_coding juin-16 c.2041A>G p.Lys681Glu 2462/6111 2041/2673 681/890 NA
Chr19 2732508 T C Chr19_2732508_T_CT_C SNP 15418.63 24 7 17 24 18 13 37 15 14 26 14 14 6 8 25 7 17 24 18 13 37 15 14 26 14 14 6 8 0.96 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c19_4790Pp3c19_4790transcript PAC:32940083protein_coding 06-juil c.2041A>G p.Lys681Glu 2478/3395 2041/2142 681/713 NA
Chr19 2732508 T C Chr19_2732508_T_CT_C SNP 15418.63 24 7 17 24 18 13 37 15 14 26 14 14 6 8 25 7 17 24 18 13 37 15 14 26 14 14 6 8 0.96 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4780Pp3c19_4780transcript PAC:32938638protein_codingNA c.-4399A>G NA NA NA NA 4397
Chr19 2732508 T C Chr19_2732508_T_CT_C SNP 15418.63 24 7 17 24 18 13 37 15 14 26 14 14 6 8 25 7 17 24 18 13 37 15 14 26 14 14 6 8 0.96 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_4780Pp3c19_4780transcript PAC:32938639protein_codingNA c.-5605A>G NA NA NA NA 1219
Chr19 2944419 C CA Chr19_2944419_C_CAC_CA INDEL 13923.59 17 16 16 21 20 19 28 21 26 15 21 15 10 7 17 16 16 21 20 19 28 21 26 15 21 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c19_5190Pp3c19_5190transcript PAC:32939224protein_coding 04-juil c.685dupT p.Cys229fs 1103/2114 685/1596 229/531 NA
Chr19 2944419 C CA Chr19_2944419_C_CAC_CA INDEL 13923.59 17 16 16 21 20 19 28 21 26 15 21 15 10 7 17 16 16 21 20 19 28 21 26 15 21 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&splice_region_variantHIGH Pp3c19_5190Pp3c19_5190transcript PAC:32939225protein_coding 03-juin c.532dupT p.Cys178fs 972/2151 532/1443 178/480 NA
Chr19 2944419 C CA Chr19_2944419_C_CAC_CA INDEL 13923.59 17 16 16 21 20 19 28 21 26 15 21 15 10 7 17 16 16 21 20 19 28 21 26 15 21 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5170Pp3c19_5170transcript PAC:32939904protein_codingNA c.-4218dupT NA NA NA NA 3977
Chr19 2944419 C CA Chr19_2944419_C_CAC_CA INDEL 13923.59 17 16 16 21 20 19 28 21 26 15 21 15 10 7 17 16 16 21 20 19 28 21 26 15 21 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5200Pp3c19_5200transcript PAC:32937961protein_codingNA c.-2346_-2345insANA NA NA NA 1167
Chr19 2944419 C CA Chr19_2944419_C_CAC_CA INDEL 13923.59 17 16 16 21 20 19 28 21 26 15 21 15 10 7 17 16 16 21 20 19 28 21 26 15 21 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5170Pp3c19_5170transcript PAC:32939905protein_codingNA c.-4218dupT NA NA NA NA 3983
Chr19 2944419 C CA Chr19_2944419_C_CAC_CA INDEL 13923.59 17 16 16 21 20 19 28 21 26 15 21 15 10 7 17 16 16 21 20 19 28 21 26 15 21 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5170Pp3c19_5170transcript PAC:32939906protein_codingNA c.-4218dupT NA NA NA NA 3983
Chr19 2944419 C CA Chr19_2944419_C_CAC_CA INDEL 13923.59 17 16 16 21 20 19 28 21 26 15 21 15 10 7 17 16 16 21 20 19 28 21 26 15 21 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5170Pp3c19_5170transcript PAC:32939907protein_codingNA c.-4749dupT NA NA NA NA 3983
Chr19 2944419 C CA Chr19_2944419_C_CAC_CA INDEL 13923.59 17 16 16 21 20 19 28 21 26 15 21 15 10 7 17 16 16 21 20 19 28 21 26 15 21 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5200Pp3c19_5200transcript PAC:32937963protein_codingNA c.-2346_-2345insANA NA NA NA 967
Chr19 2944419 C CA Chr19_2944419_C_CAC_CA INDEL 13923.59 17 16 16 21 20 19 28 21 26 15 21 15 10 7 17 16 16 21 20 19 28 21 26 15 21 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5200Pp3c19_5200transcript PAC:32937962protein_codingNA c.-2346_-2345insANA NA NA NA 1167
Chr19 2944419 C CA Chr19_2944419_C_CAC_CA INDEL 13923.59 17 16 16 21 20 19 28 21 26 15 21 15 10 7 17 16 16 21 20 19 28 21 26 15 21 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5200Pp3c19_5200transcript PAC:32937964protein_codingNA c.-2346_-2345insANA NA NA NA 1870
Chr19 2944419 C CA Chr19_2944419_C_CAC_CA INDEL 13923.59 17 16 16 21 20 19 28 21 26 15 21 15 10 7 17 16 16 21 20 19 28 21 26 15 21 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_5180Pp3c19_5180transcript PAC:32939107protein_codingNA c.*2383_*2384insANA NA NA NA 2384
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5230Pp3c19_5230transcript PAC:32939060protein_codingNA c.-2736delT NA NA NA NA 2402
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5230Pp3c19_5230transcript PAC:32939062protein_codingNA c.-2736delT NA NA NA NA 2402
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5230Pp3c19_5230transcript PAC:32939063protein_codingNA c.-2736delT NA NA NA NA 2402
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5230Pp3c19_5230transcript PAC:32939064protein_codingNA c.-2736delT NA NA NA NA 2402
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5230Pp3c19_5230transcript PAC:32939065protein_codingNA c.-2736delT NA NA NA NA 2402
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5230Pp3c19_5230transcript PAC:32939066protein_codingNA c.-2736delT NA NA NA NA 2402
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5230Pp3c19_5230transcript PAC:32939067protein_codingNA c.-2736delT NA NA NA NA 2402
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5230Pp3c19_5230transcript PAC:32939068protein_codingNA c.-2736delT NA NA NA NA 2402
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5230Pp3c19_5230transcript PAC:32939069protein_codingNA c.-2736delT NA NA NA NA 2402
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5230Pp3c19_5230transcript PAC:32939070protein_codingNA c.-2736delT NA NA NA NA 2402
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5230Pp3c19_5230transcript PAC:32939061protein_codingNA c.-2736delT NA NA NA NA 2448
Chr19 2976793 TA T Chr19_2976793_TA_TTA_T INDEL 14590.59 28 15 16 29 22 24 23 17 19 28 28 17 13 13 28 15 16 29 22 24 23 17 19 28 28 17 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_5230-Pp3c19_5270Pp3c19_5230-Pp3c19_5270intergenic_regionPp3c19_5230-Pp3c19_5270NA NA n.2976794delANA NA NA NA NA
Chr19 3059698 A AC Chr19_3059698_A_ACA_AC INDEL 11278.59 22 8 16 20 14 18 21 15 13 10 8 11 10 11 22 8 16 20 14 18 21 15 13 10 8 11 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_5340-Pp3c19_5460Pp3c19_5340-Pp3c19_5460intergenic_regionPp3c19_5340-Pp3c19_5460NA NA n.3059698_3059699insCNA NA NA NA NA
Chr19 3069464 C A Chr19_3069464_C_AC_A SNP 17345.63 25 11 15 18 18 21 20 17 24 15 11 24 9 6 25 11 15 18 18 21 20 17 24 15 11 24 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_5340-Pp3c19_5460Pp3c19_5340-Pp3c19_5460intergenic_regionPp3c19_5340-Pp3c19_5460NA NA n.3069464C>ANA NA NA NA NA
Chr19 3147610 AT A Chr19_3147610_AT_AAT_A INDEL 21018.59 26 9 20 26 11 21 26 32 21 30 15 14 17 18 26 9 20 26 11 21 26 32 21 30 15 14 17 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5540Pp3c19_5540transcript PAC:32938058protein_codingNA c.-4276delA NA NA NA NA 3177
Chr19 3147610 AT A Chr19_3147610_AT_AAT_A INDEL 21018.59 26 9 20 26 11 21 26 32 21 30 15 14 17 18 26 9 20 26 11 21 26 32 21 30 15 14 17 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5540Pp3c19_5540transcript PAC:32938059protein_codingNA c.-4276delA NA NA NA NA 3887
Chr19 3147610 AT A Chr19_3147610_AT_AAT_A INDEL 21018.59 26 9 20 26 11 21 26 32 21 30 15 14 17 18 26 9 20 26 11 21 26 32 21 30 15 14 17 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_5551Pp3c19_5551transcript PAC:32939727protein_codingNA c.*2245delT NA NA NA NA 1719
Chr19 3147610 AT A Chr19_3147610_AT_AAT_A INDEL 21018.59 26 9 20 26 11 21 26 32 21 30 15 14 17 18 26 9 20 26 11 21 26 32 21 30 15 14 17 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_5551-Pp3c19_5590Pp3c19_5551-Pp3c19_5590intergenic_regionPp3c19_5551-Pp3c19_5590NA NA n.3147611delTNA NA NA NA NA
Chr19 3147613 G A Chr19_3147613_G_AG_A SNP 21548.63 26 9 21 26 11 21 27 32 21 30 15 16 17 17 26 9 21 26 11 21 27 32 21 30 15 16 17 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5540Pp3c19_5540transcript PAC:32938058protein_codingNA c.-4278C>T NA NA NA NA 3179
Chr19 3147613 G A Chr19_3147613_G_AG_A SNP 21548.63 26 9 21 26 11 21 27 32 21 30 15 16 17 17 26 9 21 26 11 21 27 32 21 30 15 16 17 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5540Pp3c19_5540transcript PAC:32938059protein_codingNA c.-4278C>T NA NA NA NA 3889
Chr19 3147613 G A Chr19_3147613_G_AG_A SNP 21548.63 26 9 21 26 11 21 27 32 21 30 15 16 17 17 26 9 21 26 11 21 27 32 21 30 15 16 17 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_5551Pp3c19_5551transcript PAC:32939727protein_codingNA c.*2247G>A NA NA NA NA 1721
Chr19 3147613 G A Chr19_3147613_G_AG_A SNP 21548.63 26 9 21 26 11 21 27 32 21 30 15 16 17 17 26 9 21 26 11 21 27 32 21 30 15 16 17 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_5551-Pp3c19_5590Pp3c19_5551-Pp3c19_5590intergenic_regionPp3c19_5551-Pp3c19_5590NA NA n.3147613G>ANA NA NA NA NA
Chr19 3147614 T A Chr19_3147614_T_AT_A SNP 21728.63 25 10 21 26 11 21 27 32 21 30 15 16 17 17 25 10 21 26 11 21 27 32 21 30 15 16 17 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5540Pp3c19_5540transcript PAC:32938058protein_codingNA c.-4279A>T NA NA NA NA 3180
Chr19 3147614 T A Chr19_3147614_T_AT_A SNP 21728.63 25 10 21 26 11 21 27 32 21 30 15 16 17 17 25 10 21 26 11 21 27 32 21 30 15 16 17 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5540Pp3c19_5540transcript PAC:32938059protein_codingNA c.-4279A>T NA NA NA NA 3890
Chr19 3147614 T A Chr19_3147614_T_AT_A SNP 21728.63 25 10 21 26 11 21 27 32 21 30 15 16 17 17 25 10 21 26 11 21 27 32 21 30 15 16 17 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_5551Pp3c19_5551transcript PAC:32939727protein_codingNA c.*2248T>A NA NA NA NA 1722
Chr19 3147614 T A Chr19_3147614_T_AT_A SNP 21728.63 25 10 21 26 11 21 27 32 21 30 15 16 17 17 25 10 21 26 11 21 27 32 21 30 15 16 17 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_5551-Pp3c19_5590Pp3c19_5551-Pp3c19_5590intergenic_regionPp3c19_5551-Pp3c19_5590NA NA n.3147614T>ANA NA NA NA NA
Chr19 3147622 A T Chr19_3147622_A_TA_T SNP 21201.63 25 10 21 28 11 21 26 32 23 30 15 20 17 16 25 10 21 28 11 21 26 32 23 30 15 20 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5540Pp3c19_5540transcript PAC:32938058protein_codingNA c.-4287T>A NA NA NA NA 3188
Chr19 3147622 A T Chr19_3147622_A_TA_T SNP 21201.63 25 10 21 28 11 21 26 32 23 30 15 20 17 16 25 10 21 28 11 21 26 32 23 30 15 20 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_5540Pp3c19_5540transcript PAC:32938059protein_codingNA c.-4287T>A NA NA NA NA 3898
Chr19 3147622 A T Chr19_3147622_A_TA_T SNP 21201.63 25 10 21 28 11 21 26 32 23 30 15 20 17 16 25 10 21 28 11 21 26 32 23 30 15 20 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_5551Pp3c19_5551transcript PAC:32939727protein_codingNA c.*2256A>T NA NA NA NA 1730
Chr19 3147622 A T Chr19_3147622_A_TA_T SNP 21201.63 25 10 21 28 11 21 26 32 23 30 15 20 17 16 25 10 21 28 11 21 26 32 23 30 15 20 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_5551-Pp3c19_5590Pp3c19_5551-Pp3c19_5590intergenic_regionPp3c19_5551-Pp3c19_5590NA NA n.3147622A>TNA NA NA NA NA
Chr19 3315093 TA T Chr19_3315093_TA_TTA_T INDEL 13116.59 28 10 17 35 17 26 19 24 18 25 17 9 5 9 28 10 17 35 17 26 19 24 18 25 17 10 5 9 1 1 1 1 1 1 1 1 1 1 1 0.9 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_5880-Pp3c19_5890Pp3c19_5880-Pp3c19_5890intergenic_regionPp3c19_5880-Pp3c19_5890NA NA n.3315094delANA NA NA NA NA
Chr19 3507122 C T Chr19_3507122_C_TC_T SNP 15829.63 22 7 17 22 18 19 29 8 21 26 17 7 12 8 22 7 17 22 18 19 29 8 21 26 17 7 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_6240Pp3c19_6240transcript PAC:32939984protein_codingNA c.*1132G>A NA NA NA NA 557
Chr19 3507122 C T Chr19_3507122_C_TC_T SNP 15829.63 22 7 17 22 18 19 29 8 21 26 17 7 12 8 22 7 17 22 18 19 29 8 21 26 17 7 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_6240Pp3c19_6240transcript PAC:32939985protein_codingNA c.*1132G>A NA NA NA NA 1132
Chr19 3507122 C T Chr19_3507122_C_TC_T SNP 15829.63 22 7 17 22 18 19 29 8 21 26 17 7 12 8 22 7 17 22 18 19 29 8 21 26 17 7 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_6229-Pp3c19_6240Pp3c19_6229-Pp3c19_6240intergenic_regionPp3c19_6229-Pp3c19_6240NA NA n.3507122C>TNA NA NA NA NA
Chr19 3507127 A G Chr19_3507127_A_GA_G SNP 15480.63 21 7 14 18 17 18 27 7 18 24 14 6 12 6 21 7 14 18 17 18 27 7 18 24 14 6 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_6240Pp3c19_6240transcript PAC:32939984protein_codingNA c.*1127T>C NA NA NA NA 552
Chr19 3507127 A G Chr19_3507127_A_GA_G SNP 15480.63 21 7 14 18 17 18 27 7 18 24 14 6 12 6 21 7 14 18 17 18 27 7 18 24 14 6 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_6240Pp3c19_6240transcript PAC:32939985protein_codingNA c.*1127T>C NA NA NA NA 1127
Chr19 3507127 A G Chr19_3507127_A_GA_G SNP 15480.63 21 7 14 18 17 18 27 7 18 24 14 6 12 6 21 7 14 18 17 18 27 7 18 24 14 6 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_6229-Pp3c19_6240Pp3c19_6229-Pp3c19_6240intergenic_regionPp3c19_6229-Pp3c19_6240NA NA n.3507127A>GNA NA NA NA NA
Chr19 3507129 C G Chr19_3507129_C_GC_G SNP 14838.63 18 6 11 17 16 15 24 7 16 22 13 5 12 6 18 6 11 17 16 15 24 7 16 22 13 5 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_6240Pp3c19_6240transcript PAC:32939984protein_codingNA c.*1125G>C NA NA NA NA 550
Chr19 3507129 C G Chr19_3507129_C_GC_G SNP 14838.63 18 6 11 17 16 15 24 7 16 22 13 5 12 6 18 6 11 17 16 15 24 7 16 22 13 5 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_6240Pp3c19_6240transcript PAC:32939985protein_codingNA c.*1125G>C NA NA NA NA 1125
Chr19 3507129 C G Chr19_3507129_C_GC_G SNP 14838.63 18 6 11 17 16 15 24 7 16 22 13 5 12 6 18 6 11 17 16 15 24 7 16 22 13 5 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_6229-Pp3c19_6240Pp3c19_6229-Pp3c19_6240intergenic_regionPp3c19_6229-Pp3c19_6240NA NA n.3507129C>GNA NA NA NA NA
Chr19 3507212 C T Chr19_3507212_C_TC_T SNP 13444.63 26 11 14 24 16 13 18 14 12 20 7 16 4 4 26 11 14 24 16 13 18 14 12 20 7 16 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_6240Pp3c19_6240transcript PAC:32939984protein_codingNA c.*1042G>A NA NA NA NA 467
Chr19 3507212 C T Chr19_3507212_C_TC_T SNP 13444.63 26 11 14 24 16 13 18 14 12 20 7 16 4 4 26 11 14 24 16 13 18 14 12 20 7 16 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_6240Pp3c19_6240transcript PAC:32939985protein_codingNA c.*1042G>A NA NA NA NA 1042
Chr19 3507212 C T Chr19_3507212_C_TC_T SNP 13444.63 26 11 14 24 16 13 18 14 12 20 7 16 4 4 26 11 14 24 16 13 18 14 12 20 7 16 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_6229-Pp3c19_6240Pp3c19_6229-Pp3c19_6240intergenic_regionPp3c19_6229-Pp3c19_6240NA NA n.3507212C>TNA NA NA NA NA
Chr19 3672319 C CT Chr19_3672319_C_CTC_CT INDEL 21505.59 23 22 22 23 17 25 26 25 26 26 16 16 5 7 23 22 22 23 17 25 26 25 26 26 16 16 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_6350-Pp3c19_6370Pp3c19_6350-Pp3c19_6370intergenic_regionPp3c19_6350-Pp3c19_6370NA NA n.3672319_3672320insTNA NA NA NA NA
Chr19 3672324 AG A Chr19_3672324_AG_AAG_A INDEL 21287.59 22 22 19 24 16 23 30 24 26 25 16 16 5 7 22 22 19 24 16 23 30 24 26 25 16 16 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_6350-Pp3c19_6370Pp3c19_6350-Pp3c19_6370intergenic_regionPp3c19_6350-Pp3c19_6370NA NA n.3672325delGNA NA NA NA NA
Chr19 3816009 G T Chr19_3816009_G_TG_T SNP 20585.63 30 17 11 26 24 29 23 33 24 24 27 11 13 12 30 17 11 26 24 29 23 33 24 24 27 11 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_6580-Pp3c19_6610Pp3c19_6580-Pp3c19_6610intergenic_regionPp3c19_6580-Pp3c19_6610NA NA n.3816009G>TNA NA NA NA NA
Chr19 3817805 CTA C Chr19_3817805_CTA_CCTA_C INDEL 8673.59 25 7 12 11 13 11 16 20 14 11 11 11 8 7 25 8 12 11 13 11 16 20 15 12 11 11 9 7 1 0.875 1 1 1 1 1 1 0.933 0.917 1 1 0.889 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_6580-Pp3c19_6610Pp3c19_6580-Pp3c19_6610intergenic_regionPp3c19_6580-Pp3c19_6610NA NA n.3817806_3817807delTANA NA NA NA NA
Chr19 3877338 G GAT Chr19_3877338_G_GATG_GAT INDEL 11321.59 23 9 6 21 7 19 25 17 22 14 5 10 6 7 24 9 6 21 7 19 25 17 22 14 5 10 6 7 0.958 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_6660Pp3c19_6660transcript PAC:32939204protein_codingNA c.-2570_-2569insATNA NA NA NA 2406
Chr19 3877338 G GAT Chr19_3877338_G_GATG_GAT INDEL 11321.59 23 9 6 21 7 19 25 17 22 14 5 10 6 7 24 9 6 21 7 19 25 17 22 14 5 10 6 7 0.958 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_6660Pp3c19_6660transcript PAC:32939205protein_codingNA c.-2570_-2569insATNA NA NA NA 2353
Chr19 3877338 G GAT Chr19_3877338_G_GATG_GAT INDEL 11321.59 23 9 6 21 7 19 25 17 22 14 5 10 6 7 24 9 6 21 7 19 25 17 22 14 5 10 6 7 0.958 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_6660Pp3c19_6660transcript PAC:32939206protein_codingNA c.-2570_-2569insATNA NA NA NA 2353
Chr19 3877338 G GAT Chr19_3877338_G_GATG_GAT INDEL 11321.59 23 9 6 21 7 19 25 17 22 14 5 10 6 7 24 9 6 21 7 19 25 17 22 14 5 10 6 7 0.958 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_6650Pp3c19_6650transcript PAC:32937855protein_codingNA c.*355_*356insATNA NA NA NA 355
Chr19 3877338 G GAT Chr19_3877338_G_GATG_GAT INDEL 11321.59 23 9 6 21 7 19 25 17 22 14 5 10 6 7 24 9 6 21 7 19 25 17 22 14 5 10 6 7 0.958 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_6630-Pp3c19_6650Pp3c19_6630-Pp3c19_6650intergenic_regionPp3c19_6630-Pp3c19_6650NA NA n.3877338_3877339insATNA NA NA NA NA
Chr19 3940953 CT C Chr19_3940953_CT_CCT_C INDEL 4749.24 0 0 0 24 20 30 21 35 0 0 0 0 0 0 20 15 15 24 20 30 21 35 17 16 10 22 12 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_6730Pp3c19_6730transcript PAC:32938831protein_codingNA c.-3358delA NA NA NA NA 3081
Chr19 3940953 CT C Chr19_3940953_CT_CCT_C INDEL 4749.24 0 0 0 24 20 30 21 35 0 0 0 0 0 0 20 15 15 24 20 30 21 35 17 16 10 22 12 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_6730Pp3c19_6730transcript PAC:32938832protein_codingNA c.-3358delA NA NA NA NA 3126
Chr19 3940953 CT C Chr19_3940953_CT_CCT_C INDEL 4749.24 0 0 0 24 20 30 21 35 0 0 0 0 0 0 20 15 15 24 20 30 21 35 17 16 10 22 12 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_6730Pp3c19_6730transcript PAC:32938833protein_codingNA c.-3358delA NA NA NA NA 3086
Chr19 3940953 CT C Chr19_3940953_CT_CCT_C INDEL 4749.24 0 0 0 24 20 30 21 35 0 0 0 0 0 0 20 15 15 24 20 30 21 35 17 16 10 22 12 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_6730-Pp3c19_6800Pp3c19_6730-Pp3c19_6800intergenic_regionPp3c19_6730-Pp3c19_6800NA NA n.3940954delTNA NA NA NA NA
Chr19 3952682 T A Chr19_3952682_T_AT_A SNP 10789.63 19 10 20 13 9 15 15 25 9 8 9 13 8 5 19 10 20 13 9 15 15 25 9 8 9 13 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_6730-Pp3c19_6800Pp3c19_6730-Pp3c19_6800intergenic_regionPp3c19_6730-Pp3c19_6800NA NA n.3952682T>ANA NA NA NA NA
Chr19 4083942 AAT A Chr19_4083942_AAT_AAAT_A INDEL 8295.59 20 11 12 19 16 15 26 13 11 15 5 8 4 6 20 11 13 19 16 15 26 13 12 15 6 8 4 7 1 1 0.923 1 1 1 1 1 0.917 1 0.833 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_6880Pp3c19_6880transcript PAC:32938278protein_codingNA c.*4106_*4107delATNA NA NA NA 3791
Chr19 4083942 AAT A Chr19_4083942_AAT_AAAT_A INDEL 8295.59 20 11 12 19 16 15 26 13 11 15 5 8 4 6 20 11 13 19 16 15 26 13 12 15 6 8 4 7 1 1 0.923 1 1 1 1 1 0.917 1 0.833 1 1 0.857 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_6880Pp3c19_6880transcript PAC:32938279protein_codingNA c.*4106_*4107delATNA NA NA NA 3141
Chr19 4083942 AAT A Chr19_4083942_AAT_AAAT_A INDEL 8295.59 20 11 12 19 16 15 26 13 11 15 5 8 4 6 20 11 13 19 16 15 26 13 12 15 6 8 4 7 1 1 0.923 1 1 1 1 1 0.917 1 0.833 1 1 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_6880-Pp3c19_6909Pp3c19_6880-Pp3c19_6909intergenic_regionPp3c19_6880-Pp3c19_6909NA NA n.4083943_4083944delATNA NA NA NA NA
Chr19 4227304 T G Chr19_4227304_T_GT_G SNP 10134.63 17 9 6 14 8 19 8 10 16 12 8 10 9 5 17 9 6 14 9 19 8 10 16 12 8 10 9 5 1 1 1 1 0.889 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_7009Pp3c19_7009transcript PAC:32938024protein_codingNA c.*3435T>G NA NA NA NA 3231
Chr19 4227304 T G Chr19_4227304_T_GT_G SNP 10134.63 17 9 6 14 8 19 8 10 16 12 8 10 9 5 17 9 6 14 9 19 8 10 16 12 8 10 9 5 1 1 1 1 0.889 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_7009-Pp3c19_7020Pp3c19_7009-Pp3c19_7020intergenic_regionPp3c19_7009-Pp3c19_7020NA NA n.4227304T>GNA NA NA NA NA
Chr19 4326979 G GATGC Chr19_4326979_G_GATGCG_GATGC INDEL 22851.59 32 17 15 38 12 24 38 21 17 29 13 18 7 16 32 17 15 38 12 24 38 21 17 29 13 18 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_7040-Pp3c19_7090Pp3c19_7040-Pp3c19_7090intergenic_regionPp3c19_7040-Pp3c19_7090NA NA n.4326979_4326980insATGCNA NA NA NA NA
Chr19 4326983 ATGAGCC A Chr19_4326983_ATGAGCC_AATGAGCC_A INDEL 23175.59 32 17 17 41 14 25 39 21 17 29 13 19 7 16 32 17 17 41 14 25 39 21 17 29 13 19 7 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_7040-Pp3c19_7090Pp3c19_7040-Pp3c19_7090intergenic_regionPp3c19_7040-Pp3c19_7090NA NA n.4326984_4326989delTGAGCCNA NA NA NA NA
Chr19 4326991 T TAG Chr19_4326991_T_TAGT_TAG INDEL 23137.59 31 19 16 41 14 24 39 21 17 29 13 18 9 16 31 19 16 41 14 24 39 21 17 29 13 18 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_7040-Pp3c19_7090Pp3c19_7040-Pp3c19_7090intergenic_regionPp3c19_7040-Pp3c19_7090NA NA n.4326991_4326992insAGNA NA NA NA NA
Chr19 4504018 AATAT A Chr19_4504018_AATAT_AAATAT_A INDEL 9672.59 17 12 12 21 16 16 17 14 6 10 6 4 5 8 17 14 13 21 16 18 18 14 7 11 6 5 6 8 1 0.857 0.923 1 1 0.889 0.944 1 0.857 0.909 1 0.8 0.833 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_7359Pp3c19_7359transcript PAC:32939858protein_codingNA c.-1152_-1149delATATNA NA NA NA 1143
Chr19 4504018 AATAT A Chr19_4504018_AATAT_AAATAT_A INDEL 9672.59 17 12 12 21 16 16 17 14 6 10 6 4 5 8 17 14 13 21 16 18 18 14 7 11 6 5 6 8 1 0.857 0.923 1 1 0.889 0.944 1 0.857 0.909 1 0.8 0.833 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_7386Pp3c19_7386transcript PAC:32939783protein_codingNA c.-4076_-4073delATATNA NA NA NA 4076
Chr19 4504018 AATAT A Chr19_4504018_AATAT_AAATAT_A INDEL 9672.59 17 12 12 21 16 16 17 14 6 10 6 4 5 8 17 14 13 21 16 18 18 14 7 11 6 5 6 8 1 0.857 0.923 1 1 0.889 0.944 1 0.857 0.909 1 0.8 0.833 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_7350Pp3c19_7350transcript PAC:32938235protein_codingNA c.*4874_*4877delATATNA NA NA NA 4277
Chr19 4504018 AATAT A Chr19_4504018_AATAT_AAATAT_A INDEL 9672.59 17 12 12 21 16 16 17 14 6 10 6 4 5 8 17 14 13 21 16 18 18 14 7 11 6 5 6 8 1 0.857 0.923 1 1 0.889 0.944 1 0.857 0.909 1 0.8 0.833 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_7380Pp3c19_7380transcript PAC:32938968protein_codingNA c.*1491_*1494delATATNA NA NA NA 1164
Chr19 4504018 AATAT A Chr19_4504018_AATAT_AAATAT_A INDEL 9672.59 17 12 12 21 16 16 17 14 6 10 6 4 5 8 17 14 13 21 16 18 18 14 7 11 6 5 6 8 1 0.857 0.923 1 1 0.889 0.944 1 0.857 0.909 1 0.8 0.833 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_7350Pp3c19_7350transcript PAC:32938237protein_codingNA c.*4874_*4877delATATNA NA NA NA 4442
Chr19 4504018 AATAT A Chr19_4504018_AATAT_AAATAT_A INDEL 9672.59 17 12 12 21 16 16 17 14 6 10 6 4 5 8 17 14 13 21 16 18 18 14 7 11 6 5 6 8 1 0.857 0.923 1 1 0.889 0.944 1 0.857 0.909 1 0.8 0.833 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_7350Pp3c19_7350transcript PAC:32938236protein_codingNA c.*4874_*4877delATATNA NA NA NA 4299
Chr19 4504018 AATAT A Chr19_4504018_AATAT_AAATAT_A INDEL 9672.59 17 12 12 21 16 16 17 14 6 10 6 4 5 8 17 14 13 21 16 18 18 14 7 11 6 5 6 8 1 0.857 0.923 1 1 0.889 0.944 1 0.857 0.909 1 0.8 0.833 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_7380Pp3c19_7380transcript PAC:32938969protein_codingNA c.*1491_*1494delATATNA NA NA NA 1494
Chr19 4504018 AATAT A Chr19_4504018_AATAT_AAATAT_A INDEL 9672.59 17 12 12 21 16 16 17 14 6 10 6 4 5 8 17 14 13 21 16 18 18 14 7 11 6 5 6 8 1 0.857 0.923 1 1 0.889 0.944 1 0.857 0.909 1 0.8 0.833 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_7350-Pp3c19_7359Pp3c19_7350-Pp3c19_7359intergenic_regionPp3c19_7350-Pp3c19_7359NA NA n.4504019_4504022delATATNA NA NA NA NA
Chr19 4639546 G GAT Chr19_4639546_G_GATG_GAT INDEL 370.37 0 0 0 0 14 1 0 2 0 0 0 0 0 0 19 12 14 18 15 25 28 24 10 15 12 7 5 12 0 0 0 0 0.933 0 0 0.083 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c19_7530-Pp3c19_7560Pp3c19_7530-Pp3c19_7560intergenic_regionPp3c19_7530-Pp3c19_7560NA NA n.4639546_4639547insATNA NA NA NA NA
Chr19 4692344 T C Chr19_4692344_T_CT_C SNP 16708.63 28 11 19 21 19 20 30 19 28 17 11 14 14 12 28 11 19 21 19 20 30 19 28 17 11 14 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_7680Pp3c19_7680transcript PAC:32938642protein_codingNA c.-2414A>G NA NA NA NA 2124
Chr19 4692344 T C Chr19_4692344_T_CT_C SNP 16708.63 28 11 19 21 19 20 30 19 28 17 11 14 14 12 28 11 19 21 19 20 30 19 28 17 11 14 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_7680Pp3c19_7680transcript PAC:32938643protein_codingNA c.-2414A>G NA NA NA NA 2123
Chr19 4692344 T C Chr19_4692344_T_CT_C SNP 16708.63 28 11 19 21 19 20 30 19 28 17 11 14 14 12 28 11 19 21 19 20 30 19 28 17 11 14 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_7680Pp3c19_7680transcript PAC:32938644protein_codingNA c.-2414A>G NA NA NA NA 2123
Chr19 4692344 T C Chr19_4692344_T_CT_C SNP 16708.63 28 11 19 21 19 20 30 19 28 17 11 14 14 12 28 11 19 21 19 20 30 19 28 17 11 14 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_7700Pp3c19_7700transcript PAC:32939342protein_codingNA c.*2181A>G NA NA NA NA 1351
Chr19 4692344 T C Chr19_4692344_T_CT_C SNP 16708.63 28 11 19 21 19 20 30 19 28 17 11 14 14 12 28 11 19 21 19 20 30 19 28 17 11 14 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_7700Pp3c19_7700transcript PAC:32939343protein_codingNA c.*2181A>G NA NA NA NA 1798
Chr19 4692344 T C Chr19_4692344_T_CT_C SNP 16708.63 28 11 19 21 19 20 30 19 28 17 11 14 14 12 28 11 19 21 19 20 30 19 28 17 11 14 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_7680-Pp3c19_7700Pp3c19_7680-Pp3c19_7700intergenic_regionPp3c19_7680-Pp3c19_7700NA NA n.4692344T>CNA NA NA NA NA
Chr19 4732260 G GTA Chr19_4732260_G_GTAG_GTA INDEL 1005.35 23 5 4 0 0 0 0 0 0 0 0 1 0 0 23 5 4 10 9 18 19 11 7 11 6 15 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c19_7770-Pp3c19_7810Pp3c19_7770-Pp3c19_7810intergenic_regionPp3c19_7770-Pp3c19_7810NA NA n.4732260_4732261insTANA NA NA NA NA
Chr19 4832085 G A Chr19_4832085_G_AG_A SNP 5076.98 0 0 0 0 0 0 0 0 34 32 13 15 14 13 27 10 13 36 21 25 40 21 34 32 13 15 14 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c19_7940Pp3c19_7940transcript PAC:32938877protein_codingNA c.-5181C>T NA NA NA NA 4564
Chr19 4832085 G A Chr19_4832085_G_AG_A SNP 5076.98 0 0 0 0 0 0 0 0 34 32 13 15 14 13 27 10 13 36 21 25 40 21 34 32 13 15 14 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c19_7940-Pp3c19_7950Pp3c19_7940-Pp3c19_7950intergenic_regionPp3c19_7940-Pp3c19_7950NA NA n.4832085G>ANA NA NA NA NA
Chr19 5000290 C CA Chr19_5000290_C_CAC_CA INDEL 15534.59 25 14 14 14 23 26 31 13 23 23 12 17 16 13 25 14 14 14 23 26 31 13 23 23 12 17 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_8070-Pp3c19_8150Pp3c19_8070-Pp3c19_8150intergenic_regionPp3c19_8070-Pp3c19_8150NA NA n.5000290_5000291insANA NA NA NA NA
Chr19 5156067 T TTA Chr19_5156067_T_TTAT_TTA INDEL 2182.93 0 0 0 0 0 0 0 0 13 17 9 8 7 9 24 10 10 14 12 18 22 27 13 17 9 8 7 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c19_8420-Pp3c19_8469Pp3c19_8420-Pp3c19_8469intergenic_regionPp3c19_8420-Pp3c19_8469NA NA n.5156067_5156068insTANA NA NA NA NA
Chr19 5176334 A AT Chr19_5176334_A_ATA_AT INDEL 17772.59 17 19 17 27 15 36 40 15 32 32 16 14 13 9 17 19 17 27 15 36 40 15 32 32 16 14 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_8420-Pp3c19_8469Pp3c19_8420-Pp3c19_8469intergenic_regionPp3c19_8420-Pp3c19_8469NA NA n.5176334_5176335insTNA NA NA NA NA
Chr19 5283519 C CAT Chr19_5283519_C_CATC_CAT INDEL 2367.93 1 0 0 0 0 0 0 1 24 15 16 6 4 5 23 8 9 9 13 20 21 15 24 15 16 7 4 6 0 0 0 0 0 0 0 0 1 1 1 0.857 1 0.833 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c19_8590Pp3c19_8590transcript PAC:32937871protein_codingNA c.*1044_*1045insATNA NA NA NA 245
Chr19 5283519 C CAT Chr19_5283519_C_CATC_CAT INDEL 2367.93 1 0 0 0 0 0 0 1 24 15 16 6 4 5 23 8 9 9 13 20 21 15 24 15 16 7 4 6 0 0 0 0 0 0 0 0 1 1 1 0.857 1 0.833 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c19_8590Pp3c19_8590transcript PAC:32937873protein_codingNA c.*566_*567insATNA NA NA NA 208
Chr19 5283519 C CAT Chr19_5283519_C_CATC_CAT INDEL 2367.93 1 0 0 0 0 0 0 1 24 15 16 6 4 5 23 8 9 9 13 20 21 15 24 15 16 7 4 6 0 0 0 0 0 0 0 0 1 1 1 0.857 1 0.833 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c19_8590Pp3c19_8590transcript PAC:32937872protein_codingNA c.*1044_*1045insATNA NA NA NA 925
Chr19 5283519 C CAT Chr19_5283519_C_CATC_CAT INDEL 2367.93 1 0 0 0 0 0 0 1 24 15 16 6 4 5 23 8 9 9 13 20 21 15 24 15 16 7 4 6 0 0 0 0 0 0 0 0 1 1 1 0.857 1 0.833 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c19_8482-Pp3c19_8590Pp3c19_8482-Pp3c19_8590intergenic_regionPp3c19_8482-Pp3c19_8590NA NA n.5283519_5283520insATNA NA NA NA NA
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 synonymous_variantLOW Pp3c19_8730Pp3c19_8730transcript PAC:32938340protein_coding 01-janv c.357C>T p.Leu119Leu 357/561 357/561 119/186 NA
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 synonymous_variantLOW Pp3c19_8730Pp3c19_8730transcript PAC:32938341protein_coding 01-janv c.354C>T p.Leu118Leu 354/558 354/558 118/185 NA
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_8700Pp3c19_8700transcript PAC:32937893protein_codingNA c.-6105C>T NA NA NA NA 4099
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_8700Pp3c19_8700transcript PAC:32937897protein_codingNA c.-6105C>T NA NA NA NA 4099
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_8700Pp3c19_8700transcript PAC:32937894protein_codingNA c.-6105C>T NA NA NA NA 4099
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_8700Pp3c19_8700transcript PAC:32937898protein_codingNA c.-6105C>T NA NA NA NA 4099
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_8700Pp3c19_8700transcript PAC:32937901protein_codingNA c.-6105C>T NA NA NA NA 4044
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_8700Pp3c19_8700transcript PAC:32937895protein_codingNA c.-6105C>T NA NA NA NA 4099
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_8700Pp3c19_8700transcript PAC:32937896protein_codingNA c.-6105C>T NA NA NA NA 4099
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_8700Pp3c19_8700transcript PAC:32937899protein_codingNA c.-6105C>T NA NA NA NA 4099
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_8700Pp3c19_8700transcript PAC:32937900protein_codingNA c.-6105C>T NA NA NA NA 4099
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_8720Pp3c19_8720transcript PAC:32938613protein_codingNA c.*2356G>A NA NA NA NA 2304
Chr19 5377731 G A Chr19_5377731_G_AG_A SNP 4716.29 0 0 0 18 13 17 29 18 0 0 0 0 0 0 21 8 6 18 13 17 29 19 14 19 9 9 11 4 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_8720Pp3c19_8720transcript PAC:32938614protein_codingNA c.*2356G>A NA NA NA NA 2356
Chr19 5427935 G GA Chr19_5427935_G_GAG_GA INDEL 15950.59 28 6 13 31 20 33 27 25 30 25 11 13 10 8 28 6 13 31 20 33 27 25 30 25 11 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_8790-Pp3c19_8830Pp3c19_8790-Pp3c19_8830intergenic_regionPp3c19_8790-Pp3c19_8830NA NA n.5427935_5427936insANA NA NA NA NA
Chr19 5427971 G T Chr19_5427971_G_TG_T SNP 21761.63 25 12 12 36 16 33 27 25 27 24 18 8 10 8 25 12 12 36 16 33 27 25 27 24 18 8 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_8790-Pp3c19_8830Pp3c19_8790-Pp3c19_8830intergenic_regionPp3c19_8790-Pp3c19_8830NA NA n.5427971G>TNA NA NA NA NA
Chr19 5427973 G A Chr19_5427973_G_AG_A SNP 22043.63 25 12 12 37 15 33 27 25 27 24 17 8 10 8 25 12 12 37 15 33 27 25 27 24 17 8 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_8790-Pp3c19_8830Pp3c19_8790-Pp3c19_8830intergenic_regionPp3c19_8790-Pp3c19_8830NA NA n.5427973G>ANA NA NA NA NA
Chr19 5427974 G A Chr19_5427974_G_AG_A SNP 22008.63 25 12 12 36 15 33 29 27 26 25 17 8 10 8 25 12 12 36 15 33 29 27 26 25 17 8 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_8790-Pp3c19_8830Pp3c19_8790-Pp3c19_8830intergenic_regionPp3c19_8790-Pp3c19_8830NA NA n.5427974G>ANA NA NA NA NA
Chr19 5507484 T TTAC Chr19_5507484_T_TTACT_TTAC INDEL 19596.59 21 19 12 19 15 30 37 25 36 22 12 13 15 9 21 19 12 19 15 30 37 25 36 22 12 13 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_8962-Pp3c19_8970Pp3c19_8962-Pp3c19_8970intergenic_regionPp3c19_8962-Pp3c19_8970NA NA n.5507484_5507485insTACNA NA NA NA NA
Chr19 5507486 AAG A Chr19_5507486_AAG_AAAG_A INDEL 19596.59 21 19 11 18 15 31 38 25 34 24 12 13 15 8 21 19 11 18 15 31 38 25 34 24 12 13 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_8962-Pp3c19_8970Pp3c19_8962-Pp3c19_8970intergenic_regionPp3c19_8962-Pp3c19_8970NA NA n.5507487_5507488delAGNA NA NA NA NA
Chr19 5553368 A AAT Chr19_5553368_A_AATA_AAT INDEL 3480.24 0 0 1 17 20 29 24 14 0 0 0 0 0 1 16 6 12 18 21 31 24 15 10 23 5 6 6 4 0 0 0 0.944 0.952 0.935 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_9050Pp3c19_9050transcript PAC:32938761protein_codingNA c.*1119_*1120insATNA NA NA NA 1120
Chr19 5553368 A AAT Chr19_5553368_A_AATA_AAT INDEL 3480.24 0 0 1 17 20 29 24 14 0 0 0 0 0 1 16 6 12 18 21 31 24 15 10 23 5 6 6 4 0 0 0 0.944 0.952 0.935 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_9050-Pp3c19_9110Pp3c19_9050-Pp3c19_9110intergenic_regionPp3c19_9050-Pp3c19_9110NA NA n.5553368_5553369insATNA NA NA NA NA
Chr19 5721737 G GCAAT Chr19_5721737_G_GCAATG_GCAAT INDEL 19996.59 33 13 17 13 14 24 32 21 23 33 21 21 8 5 33 13 17 13 14 24 32 21 23 33 21 21 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_9281-Pp3c19_9339Pp3c19_9281-Pp3c19_9339intergenic_regionPp3c19_9281-Pp3c19_9339NA NA n.5721737_5721738insCAATNA NA NA NA NA
Chr19 5721739 AGT A Chr19_5721739_AGT_AAGT_A INDEL 20132.59 34 13 17 12 14 24 32 22 22 34 21 21 8 6 34 13 17 12 14 24 32 22 22 34 21 21 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_9281-Pp3c19_9339Pp3c19_9281-Pp3c19_9339intergenic_regionPp3c19_9281-Pp3c19_9339NA NA n.5721740_5721741delGTNA NA NA NA NA
Chr19 5721743 G C Chr19_5721743_G_CG_C SNP 19670.63 34 13 17 12 14 22 32 21 22 35 21 21 7 6 34 13 17 12 14 22 32 21 22 35 21 21 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_9281-Pp3c19_9339Pp3c19_9281-Pp3c19_9339intergenic_regionPp3c19_9281-Pp3c19_9339NA NA n.5721743G>CNA NA NA NA NA
Chr19 5721745 A AC Chr19_5721745_A_ACA_AC INDEL 19527.59 35 13 17 11 14 22 32 21 22 35 21 21 7 7 35 13 17 11 14 22 32 21 22 35 21 21 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_9281-Pp3c19_9339Pp3c19_9281-Pp3c19_9339intergenic_regionPp3c19_9281-Pp3c19_9339NA NA n.5721745_5721746insCNA NA NA NA NA
Chr19 5868297 G T Chr19_5868297_G_TG_T SNP 2725.39 32 18 15 0 0 0 0 0 0 0 0 0 0 0 32 18 15 27 27 22 44 30 31 29 13 14 12 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c19_9470-Pp3c19_9550Pp3c19_9470-Pp3c19_9550intergenic_regionPp3c19_9470-Pp3c19_9550NA NA n.5868297G>TNA NA NA NA NA
Chr19 5916764 T A Chr19_5916764_T_AT_A SNP 16847.63 23 16 12 19 24 26 16 27 19 11 12 17 5 9 23 16 12 19 24 26 16 27 19 11 12 17 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_9470-Pp3c19_9550Pp3c19_9470-Pp3c19_9550intergenic_regionPp3c19_9470-Pp3c19_9550NA NA n.5916764T>ANA NA NA NA NA
Chr19 5939236 C T Chr19_5939236_C_TC_T SNP 18096.63 23 19 15 27 23 22 20 22 16 27 27 17 10 4 23 19 15 27 23 22 20 22 16 27 27 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_9470-Pp3c19_9550Pp3c19_9470-Pp3c19_9550intergenic_regionPp3c19_9470-Pp3c19_9550NA NA n.5939236C>TNA NA NA NA NA
Chr19 5983276 A AATTAGGATTTCATTTGGGATTTAGGATTTGChr19_5983276_A_AATTAGGATTTCATTTGGGATTTAGGATTTGA_AATTAGGATTTCATTTGGGATTTAGGATTTGINDEL 42133.59 60 30 32 43 28 40 47 50 41 34 30 22 19 12 60 30 32 43 28 40 47 50 41 34 30 22 19 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_9596-Pp3c19_9620Pp3c19_9596-Pp3c19_9620intergenic_regionPp3c19_9596-Pp3c19_9620NA NA n.5983276_5983277insATTAGGATTTCATTTGGGATTTAGGATTTGNA NA NA NA NA
Chr19 6323263 G A Chr19_6323263_G_AG_A SNP 10976.63 20 12 9 20 14 10 33 17 6 12 8 5 8 5 21 12 9 20 14 10 33 17 6 12 9 5 8 5 0.952 1 1 1 1 1 1 1 1 1 0.889 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10090-Pp3c19_10110Pp3c19_10090-Pp3c19_10110intergenic_regionPp3c19_10090-Pp3c19_10110NA NA n.6323263G>ANA NA NA NA NA
Chr19 6323293 C T Chr19_6323293_C_TC_T SNP 10742.63 20 7 6 16 14 10 28 18 7 12 9 6 8 4 22 7 6 17 14 11 28 18 7 12 10 6 8 4 0.909 1 1 0.941 1 0.909 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10090-Pp3c19_10110Pp3c19_10090-Pp3c19_10110intergenic_regionPp3c19_10090-Pp3c19_10110NA NA n.6323293C>TNA NA NA NA NA
Chr19 6323889 C T Chr19_6323889_C_TC_T SNP 13863.63 18 9 14 29 21 22 20 18 23 18 13 14 12 6 20 9 15 29 22 25 25 20 23 19 14 16 14 7 0.9 1 0.933 1 0.955 0.88 0.8 0.9 1 0.947 0.929 0.875 0.857 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10090-Pp3c19_10110Pp3c19_10090-Pp3c19_10110intergenic_regionPp3c19_10090-Pp3c19_10110NA NA n.6323889C>TNA NA NA NA NA
Chr19 6426424 C A Chr19_6426424_C_AC_A SNP 19352.63 31 24 8 29 23 29 23 25 16 20 7 22 13 7 31 24 8 29 23 29 23 25 16 20 7 22 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10200Pp3c19_10200transcript PAC:32938003protein_codingNA c.*1497G>T NA NA NA NA 620
Chr19 6426424 C A Chr19_6426424_C_AC_A SNP 19352.63 31 24 8 29 23 29 23 25 16 20 7 22 13 7 31 24 8 29 23 29 23 25 16 20 7 22 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10180Pp3c19_10180transcript PAC:32938749protein_codingNA c.*6057C>A NA NA NA NA 4676
Chr19 6426424 C A Chr19_6426424_C_AC_A SNP 19352.63 31 24 8 29 23 29 23 25 16 20 7 22 13 7 31 24 8 29 23 29 23 25 16 20 7 22 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10200Pp3c19_10200transcript PAC:32938004protein_codingNA c.*1497G>T NA NA NA NA 1161
Chr19 6426424 C A Chr19_6426424_C_AC_A SNP 19352.63 31 24 8 29 23 29 23 25 16 20 7 22 13 7 31 24 8 29 23 29 23 25 16 20 7 22 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10180-Pp3c19_10200Pp3c19_10180-Pp3c19_10200intergenic_regionPp3c19_10180-Pp3c19_10200NA NA n.6426424C>ANA NA NA NA NA
Chr19 6426426 G A Chr19_6426426_G_AG_A SNP 19888.63 31 26 8 28 24 30 23 25 16 20 7 22 13 8 31 26 8 28 24 30 23 25 16 20 7 22 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10200Pp3c19_10200transcript PAC:32938003protein_codingNA c.*1495C>T NA NA NA NA 618
Chr19 6426426 G A Chr19_6426426_G_AG_A SNP 19888.63 31 26 8 28 24 30 23 25 16 20 7 22 13 8 31 26 8 28 24 30 23 25 16 20 7 22 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10180Pp3c19_10180transcript PAC:32938749protein_codingNA c.*6059G>A NA NA NA NA 4678
Chr19 6426426 G A Chr19_6426426_G_AG_A SNP 19888.63 31 26 8 28 24 30 23 25 16 20 7 22 13 8 31 26 8 28 24 30 23 25 16 20 7 22 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10200Pp3c19_10200transcript PAC:32938004protein_codingNA c.*1495C>T NA NA NA NA 1159
Chr19 6426426 G A Chr19_6426426_G_AG_A SNP 19888.63 31 26 8 28 24 30 23 25 16 20 7 22 13 8 31 26 8 28 24 30 23 25 16 20 7 22 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10180-Pp3c19_10200Pp3c19_10180-Pp3c19_10200intergenic_regionPp3c19_10180-Pp3c19_10200NA NA n.6426426G>ANA NA NA NA NA
Chr19 6426427 G GAC Chr19_6426427_G_GACG_GAC INDEL 20022.59 32 26 8 28 24 30 24 25 16 19 7 22 13 9 32 26 8 28 24 30 24 25 16 19 7 22 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10200Pp3c19_10200transcript PAC:32938003protein_codingNA c.*1493_*1494insGTNA NA NA NA 616
Chr19 6426427 G GAC Chr19_6426427_G_GACG_GAC INDEL 20022.59 32 26 8 28 24 30 24 25 16 19 7 22 13 9 32 26 8 28 24 30 24 25 16 19 7 22 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10180Pp3c19_10180transcript PAC:32938749protein_codingNA c.*6060_*6061insACNA NA NA NA 4680
Chr19 6426427 G GAC Chr19_6426427_G_GACG_GAC INDEL 20022.59 32 26 8 28 24 30 24 25 16 19 7 22 13 9 32 26 8 28 24 30 24 25 16 19 7 22 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10200Pp3c19_10200transcript PAC:32938004protein_codingNA c.*1493_*1494insGTNA NA NA NA 1157
Chr19 6426427 G GAC Chr19_6426427_G_GACG_GAC INDEL 20022.59 32 26 8 28 24 30 24 25 16 19 7 22 13 9 32 26 8 28 24 30 24 25 16 19 7 22 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10180-Pp3c19_10200Pp3c19_10180-Pp3c19_10200intergenic_regionPp3c19_10180-Pp3c19_10200NA NA n.6426427_6426428insACNA NA NA NA NA
Chr19 6426431 G GT Chr19_6426431_G_GTG_GT INDEL 19235.59 32 24 8 25 20 29 26 26 18 20 6 20 12 9 32 24 8 25 20 29 26 26 18 20 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10200Pp3c19_10200transcript PAC:32938003protein_codingNA c.*1489_*1490insANA NA NA NA 612
Chr19 6426431 G GT Chr19_6426431_G_GTG_GT INDEL 19235.59 32 24 8 25 20 29 26 26 18 20 6 20 12 9 32 24 8 25 20 29 26 26 18 20 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10180Pp3c19_10180transcript PAC:32938749protein_codingNA c.*6064_*6065insTNA NA NA NA 4684
Chr19 6426431 G GT Chr19_6426431_G_GTG_GT INDEL 19235.59 32 24 8 25 20 29 26 26 18 20 6 20 12 9 32 24 8 25 20 29 26 26 18 20 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10200Pp3c19_10200transcript PAC:32938004protein_codingNA c.*1489_*1490insANA NA NA NA 1153
Chr19 6426431 G GT Chr19_6426431_G_GTG_GT INDEL 19235.59 32 24 8 25 20 29 26 26 18 20 6 20 12 9 32 24 8 25 20 29 26 26 18 20 6 20 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10180-Pp3c19_10200Pp3c19_10180-Pp3c19_10200intergenic_regionPp3c19_10180-Pp3c19_10200NA NA n.6426431_6426432insTNA NA NA NA NA
Chr19 6663782 G A Chr19_6663782_G_AG_A SNP 6760.29 0 0 0 24 25 27 32 25 0 0 0 0 0 0 29 9 14 25 25 27 32 25 20 26 22 24 17 13 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_10600-Pp3c19_10710Pp3c19_10600-Pp3c19_10710intergenic_regionPp3c19_10600-Pp3c19_10710NA NA n.6663782G>ANA NA NA NA NA
Chr19 6886431 A T Chr19_6886431_A_TA_T SNP 8883.63 17 9 7 15 10 13 10 5 9 13 7 9 4 5 17 9 7 15 10 13 10 5 9 13 7 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10880-Pp3c19_10910Pp3c19_10880-Pp3c19_10910intergenic_regionPp3c19_10880-Pp3c19_10910NA NA n.6886431A>TNA NA NA NA NA
Chr19 6886440 G A Chr19_6886440_G_AG_A SNP 8437.63 17 9 8 14 10 12 10 4 8 8 4 7 4 5 17 9 8 14 10 12 10 4 8 8 4 7 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10880-Pp3c19_10910Pp3c19_10880-Pp3c19_10910intergenic_regionPp3c19_10880-Pp3c19_10910NA NA n.6886440G>ANA NA NA NA NA
Chr19 6890478 G A Chr19_6890478_G_AG_A SNP 19531.63 27 19 12 25 23 28 38 16 24 22 15 14 9 9 27 19 12 25 23 28 38 16 24 22 15 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10910Pp3c19_10910transcript PAC:32939977protein_codingNA c.*3557C>T NA NA NA NA 3557
Chr19 6890478 G A Chr19_6890478_G_AG_A SNP 19531.63 27 19 12 25 23 28 38 16 24 22 15 14 9 9 27 19 12 25 23 28 38 16 24 22 15 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10880-Pp3c19_10910Pp3c19_10880-Pp3c19_10910intergenic_regionPp3c19_10880-Pp3c19_10910NA NA n.6890478G>ANA NA NA NA NA
Chr19 6890480 A G Chr19_6890480_A_GA_G SNP 19531.63 28 19 12 25 23 27 38 18 24 22 14 14 9 9 28 19 12 25 23 27 38 18 24 22 14 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10910Pp3c19_10910transcript PAC:32939977protein_codingNA c.*3555T>C NA NA NA NA 3555
Chr19 6890480 A G Chr19_6890480_A_GA_G SNP 19531.63 28 19 12 25 23 27 38 18 24 22 14 14 9 9 28 19 12 25 23 27 38 18 24 22 14 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10880-Pp3c19_10910Pp3c19_10880-Pp3c19_10910intergenic_regionPp3c19_10880-Pp3c19_10910NA NA n.6890480A>GNA NA NA NA NA



Chr19 6891270 T G Chr19_6891270_T_GT_G SNP 12996.63 18 10 11 15 13 21 22 22 12 14 8 16 6 5 18 10 11 15 13 21 22 22 12 14 8 16 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10910Pp3c19_10910transcript PAC:32939977protein_codingNA c.*2765A>C NA NA NA NA 2765
Chr19 6891270 T G Chr19_6891270_T_GT_G SNP 12996.63 18 10 11 15 13 21 22 22 12 14 8 16 6 5 18 10 11 15 13 21 22 22 12 14 8 16 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10880-Pp3c19_10910Pp3c19_10880-Pp3c19_10910intergenic_regionPp3c19_10880-Pp3c19_10910NA NA n.6891270T>GNA NA NA NA NA
Chr19 6891317 G A Chr19_6891317_G_AG_A SNP 9324.63 14 8 6 14 9 18 15 15 9 14 6 10 4 4 14 8 6 14 9 18 15 15 9 14 6 10 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10910Pp3c19_10910transcript PAC:32939977protein_codingNA c.*2718C>T NA NA NA NA 2718
Chr19 6891317 G A Chr19_6891317_G_AG_A SNP 9324.63 14 8 6 14 9 18 15 15 9 14 6 10 4 4 14 8 6 14 9 18 15 15 9 14 6 10 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10880-Pp3c19_10910Pp3c19_10880-Pp3c19_10910intergenic_regionPp3c19_10880-Pp3c19_10910NA NA n.6891317G>ANA NA NA NA NA
Chr19 6892142 G GA Chr19_6892142_G_GAG_GA INDEL 6874.59 12 4 9 9 12 12 17 8 10 10 13 5 10 6 12 4 9 9 12 12 17 8 10 10 13 5 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_10910Pp3c19_10910transcript PAC:32939977protein_codingNA c.*1892_*1893insTNA NA NA NA 1892
Chr19 6892142 G GA Chr19_6892142_G_GAG_GA INDEL 6874.59 12 4 9 9 12 12 17 8 10 10 13 5 10 6 12 4 9 9 12 12 17 8 10 10 13 5 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_10880-Pp3c19_10910Pp3c19_10880-Pp3c19_10910intergenic_regionPp3c19_10880-Pp3c19_10910NA NA n.6892142_6892143insANA NA NA NA NA
Chr19 7124418 C T Chr19_7124418_C_TC_T SNP 20586.63 38 22 26 22 31 30 37 31 23 28 18 27 9 10 38 22 26 22 31 30 37 31 23 28 18 27 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11120-Pp3c19_11220Pp3c19_11120-Pp3c19_11220intergenic_regionPp3c19_11120-Pp3c19_11220NA NA n.7124418C>TNA NA NA NA NA
Chr19 7124907 A G Chr19_7124907_A_GA_G SNP 10406.63 10 6 6 9 7 13 12 7 28 13 16 19 6 8 10 6 6 9 7 13 12 7 28 13 16 19 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11120-Pp3c19_11220Pp3c19_11120-Pp3c19_11220intergenic_regionPp3c19_11120-Pp3c19_11220NA NA n.7124907A>GNA NA NA NA NA
Chr19 7354764 C CA Chr19_7354764_C_CAC_CA INDEL 11573.59 27 7 14 14 9 16 18 15 7 23 7 10 10 8 27 7 14 14 9 16 18 15 7 23 7 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11440-Pp3c19_11510Pp3c19_11440-Pp3c19_11510intergenic_regionPp3c19_11440-Pp3c19_11510NA NA n.7354764_7354765insANA NA NA NA NA
Chr19 7389390 G A Chr19_7389390_G_AG_A SNP 9328.63 23 7 7 6 8 19 19 8 9 8 13 7 6 5 23 7 7 6 8 19 19 8 9 8 13 7 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11510-Pp3c19_11540Pp3c19_11510-Pp3c19_11540intergenic_regionPp3c19_11510-Pp3c19_11540NA NA n.7389390G>ANA NA NA NA NA
Chr19 7389410 G A Chr19_7389410_G_AG_A SNP 10881.63 26 7 7 6 7 22 21 11 9 13 14 9 6 6 26 7 7 6 7 22 21 11 9 13 14 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11510-Pp3c19_11540Pp3c19_11510-Pp3c19_11540intergenic_regionPp3c19_11510-Pp3c19_11540NA NA n.7389410G>ANA NA NA NA NA
Chr19 7399037 G T Chr19_7399037_G_TG_T SNP 19416.63 26 17 10 24 21 25 35 33 28 31 15 23 12 4 26 17 10 24 21 25 35 33 28 31 15 23 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_11540Pp3c19_11540transcript PAC:32937965protein_codingNA c.*4566C>A NA NA NA NA 4566
Chr19 7399037 G T Chr19_7399037_G_TG_T SNP 19416.63 26 17 10 24 21 25 35 33 28 31 15 23 12 4 26 17 10 24 21 25 35 33 28 31 15 23 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_11540Pp3c19_11540transcript PAC:32937966protein_codingNA c.*4566C>A NA NA NA NA 3011
Chr19 7399037 G T Chr19_7399037_G_TG_T SNP 19416.63 26 17 10 24 21 25 35 33 28 31 15 23 12 4 26 17 10 24 21 25 35 33 28 31 15 23 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11510-Pp3c19_11540Pp3c19_11510-Pp3c19_11540intergenic_regionPp3c19_11510-Pp3c19_11540NA NA n.7399037G>TNA NA NA NA NA
Chr19 7453175 TA T Chr19_7453175_TA_TTA_T INDEL 13077.59 29 10 18 22 26 27 35 18 21 23 9 15 11 8 29 10 18 22 26 27 35 18 21 23 9 15 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11560-Pp3c19_11580Pp3c19_11560-Pp3c19_11580intergenic_regionPp3c19_11560-Pp3c19_11580NA NA n.7453176delANA NA NA NA NA
Chr19 7493304 A AATATAT Chr19_7493304_A_AATATATA_AATATAT INDEL 13495.59 23 8 11 17 14 16 21 19 16 15 11 9 8 12 23 8 11 17 14 16 21 20 16 15 11 9 8 12 1 1 1 1 1 1 1 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11620Pp3c19_11620transcript PAC:32940037protein_codingNA c.-4498_-4497insATATATNA NA NA NA 3893
Chr19 7493304 A AATATAT Chr19_7493304_A_AATATATA_AATATAT INDEL 13495.59 23 8 11 17 14 16 21 19 16 15 11 9 8 12 23 8 11 17 14 16 21 20 16 15 11 9 8 12 1 1 1 1 1 1 1 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11630Pp3c19_11630transcript PAC:32938480protein_codingNA c.-918_-917insATATATNA NA NA NA 772
Chr19 7493304 A AATATAT Chr19_7493304_A_AATATATA_AATATAT INDEL 13495.59 23 8 11 17 14 16 21 19 16 15 11 9 8 12 23 8 11 17 14 16 21 20 16 15 11 9 8 12 1 1 1 1 1 1 1 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11620Pp3c19_11620transcript PAC:32940038protein_codingNA c.-4498_-4497insATATATNA NA NA NA 3911
Chr19 7493304 A AATATAT Chr19_7493304_A_AATATATA_AATATAT INDEL 13495.59 23 8 11 17 14 16 21 19 16 15 11 9 8 12 23 8 11 17 14 16 21 20 16 15 11 9 8 12 1 1 1 1 1 1 1 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11620Pp3c19_11620transcript PAC:32940041protein_codingNA c.-4498_-4497insATATATNA NA NA NA 3770
Chr19 7493304 A AATATAT Chr19_7493304_A_AATATATA_AATATAT INDEL 13495.59 23 8 11 17 14 16 21 19 16 15 11 9 8 12 23 8 11 17 14 16 21 20 16 15 11 9 8 12 1 1 1 1 1 1 1 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11620Pp3c19_11620transcript PAC:32940042protein_codingNA c.-4498_-4497insATATATNA NA NA NA 3770
Chr19 7493304 A AATATAT Chr19_7493304_A_AATATATA_AATATAT INDEL 13495.59 23 8 11 17 14 16 21 19 16 15 11 9 8 12 23 8 11 17 14 16 21 20 16 15 11 9 8 12 1 1 1 1 1 1 1 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11620Pp3c19_11620transcript PAC:32940040protein_codingNA c.-4498_-4497insATATATNA NA NA NA 3615
Chr19 7493304 A AATATAT Chr19_7493304_A_AATATATA_AATATAT INDEL 13495.59 23 8 11 17 14 16 21 19 16 15 11 9 8 12 23 8 11 17 14 16 21 20 16 15 11 9 8 12 1 1 1 1 1 1 1 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11620Pp3c19_11620transcript PAC:32940039protein_codingNA c.-4498_-4497insATATATNA NA NA NA 3612
Chr19 7493304 A AATATAT Chr19_7493304_A_AATATATA_AATATAT INDEL 13495.59 23 8 11 17 14 16 21 19 16 15 11 9 8 12 23 8 11 17 14 16 21 20 16 15 11 9 8 12 1 1 1 1 1 1 1 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11630Pp3c19_11630transcript PAC:32938481protein_codingNA c.-918_-917insATATATNA NA NA NA 741
Chr19 7493304 A AATATAT Chr19_7493304_A_AATATATA_AATATAT INDEL 13495.59 23 8 11 17 14 16 21 19 16 15 11 9 8 12 23 8 11 17 14 16 21 20 16 15 11 9 8 12 1 1 1 1 1 1 1 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11620-Pp3c19_11630Pp3c19_11620-Pp3c19_11630intergenic_regionPp3c19_11620-Pp3c19_11630NA NA n.7493304_7493305insATATATNA NA NA NA NA
Chr19 7605228 A T Chr19_7605228_A_TA_T SNP 19054.63 25 8 19 21 17 27 24 21 31 23 13 23 10 12 25 8 19 21 17 27 24 21 31 23 13 23 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11710-Pp3c19_11780Pp3c19_11710-Pp3c19_11780intergenic_regionPp3c19_11710-Pp3c19_11780NA NA n.7605228A>TNA NA NA NA NA
Chr19 7605234 TC T Chr19_7605234_TC_TTC_T INDEL 19622.59 26 8 20 21 17 27 23 21 31 22 11 23 10 12 26 8 20 21 17 27 23 21 31 22 11 23 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11710-Pp3c19_11780Pp3c19_11710-Pp3c19_11780intergenic_regionPp3c19_11710-Pp3c19_11780NA NA n.7605235delCNA NA NA NA NA
Chr19 7605250 G T Chr19_7605250_G_TG_T SNP 19868.63 26 9 19 22 18 26 23 21 34 23 12 24 10 13 26 9 19 22 18 26 23 21 34 23 12 24 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11710-Pp3c19_11780Pp3c19_11710-Pp3c19_11780intergenic_regionPp3c19_11710-Pp3c19_11780NA NA n.7605250G>TNA NA NA NA NA
Chr19 7605314 G T Chr19_7605314_G_TG_T SNP 17989.63 20 8 10 23 22 28 21 20 23 31 13 23 4 13 20 8 10 23 22 28 21 20 23 31 13 23 4 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11710-Pp3c19_11780Pp3c19_11710-Pp3c19_11780intergenic_regionPp3c19_11710-Pp3c19_11780NA NA n.7605314G>TNA NA NA NA NA
Chr19 7615302 C T Chr19_7615302_C_TC_T SNP 19750.63 41 12 18 31 17 30 36 18 19 19 8 22 10 10 41 12 18 31 17 30 36 18 19 19 8 22 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11710-Pp3c19_11780Pp3c19_11710-Pp3c19_11780intergenic_regionPp3c19_11710-Pp3c19_11780NA NA n.7615302C>TNA NA NA NA NA
Chr19 7714044 C CT Chr19_7714044_C_CTC_CT INDEL 15907.59 29 24 14 24 33 24 37 15 27 27 9 17 12 15 29 24 14 24 33 24 37 15 27 27 9 17 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11900Pp3c19_11900transcript PAC:32937683protein_codingNA c.-1636_-1635insANA NA NA NA 871
Chr19 7714044 C CT Chr19_7714044_C_CTC_CT INDEL 15907.59 29 24 14 24 33 24 37 15 27 27 9 17 12 15 29 24 14 24 33 24 37 15 27 27 9 17 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11900Pp3c19_11900transcript PAC:32937684protein_codingNA c.-1636_-1635insANA NA NA NA 829
Chr19 7714044 C CT Chr19_7714044_C_CTC_CT INDEL 15907.59 29 24 14 24 33 24 37 15 27 27 9 17 12 15 29 24 14 24 33 24 37 15 27 27 9 17 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11900Pp3c19_11900transcript PAC:32937685protein_codingNA c.-1636_-1635insANA NA NA NA 829
Chr19 7714044 C CT Chr19_7714044_C_CTC_CT INDEL 15907.59 29 24 14 24 33 24 37 15 27 27 9 17 12 15 29 24 14 24 33 24 37 15 27 27 9 17 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11900-Pp3c19_11990Pp3c19_11900-Pp3c19_11990intergenic_regionPp3c19_11900-Pp3c19_11990NA NA n.7714044_7714045insTNA NA NA NA NA
Chr19 7714052 C CT Chr19_7714052_C_CTC_CT INDEL 18471.59 33 21 17 26 36 25 36 15 28 33 13 13 15 16 33 21 17 27 36 25 36 15 28 33 13 13 15 16 1 1 1 0.963 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11900Pp3c19_11900transcript PAC:32937683protein_codingNA c.-1644_-1643insANA NA NA NA 879
Chr19 7714052 C CT Chr19_7714052_C_CTC_CT INDEL 18471.59 33 21 17 26 36 25 36 15 28 33 13 13 15 16 33 21 17 27 36 25 36 15 28 33 13 13 15 16 1 1 1 0.963 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11900Pp3c19_11900transcript PAC:32937684protein_codingNA c.-1644_-1643insANA NA NA NA 837
Chr19 7714052 C CT Chr19_7714052_C_CTC_CT INDEL 18471.59 33 21 17 26 36 25 36 15 28 33 13 13 15 16 33 21 17 27 36 25 36 15 28 33 13 13 15 16 1 1 1 0.963 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_11900Pp3c19_11900transcript PAC:32937685protein_codingNA c.-1644_-1643insANA NA NA NA 837
Chr19 7714052 C CT Chr19_7714052_C_CTC_CT INDEL 18471.59 33 21 17 26 36 25 36 15 28 33 13 13 15 16 33 21 17 27 36 25 36 15 28 33 13 13 15 16 1 1 1 0.963 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11900-Pp3c19_11990Pp3c19_11900-Pp3c19_11990intergenic_regionPp3c19_11900-Pp3c19_11990NA NA n.7714052_7714053insTNA NA NA NA NA
Chr19 7768033 C CT Chr19_7768033_C_CTC_CT INDEL 19652.59 33 15 17 24 19 27 32 18 23 23 12 17 10 12 33 15 17 24 19 27 32 18 23 23 12 17 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11900-Pp3c19_11990Pp3c19_11900-Pp3c19_11990intergenic_regionPp3c19_11900-Pp3c19_11990NA NA n.7768033_7768034insTNA NA NA NA NA
Chr19 7768035 T G Chr19_7768035_T_GT_G SNP 19661.63 32 15 17 24 20 27 31 17 24 23 11 18 10 11 32 15 17 24 20 27 31 17 24 23 11 18 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11900-Pp3c19_11990Pp3c19_11900-Pp3c19_11990intergenic_regionPp3c19_11900-Pp3c19_11990NA NA n.7768035T>GNA NA NA NA NA
Chr19 7810060 A T Chr19_7810060_A_TA_T SNP 10363.63 17 7 7 14 6 6 8 9 13 13 12 13 11 4 17 7 7 14 6 6 8 9 13 13 12 13 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11990-Pp3c19_12060Pp3c19_11990-Pp3c19_12060intergenic_regionPp3c19_11990-Pp3c19_12060NA NA n.7810060A>TNA NA NA NA NA
Chr19 7810061 G A Chr19_7810061_G_AG_A SNP 10363.63 17 7 7 14 6 5 8 9 13 13 12 13 11 4 17 7 7 14 6 5 8 9 13 13 12 13 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11990-Pp3c19_12060Pp3c19_11990-Pp3c19_12060intergenic_regionPp3c19_11990-Pp3c19_12060NA NA n.7810061G>ANA NA NA NA NA
Chr19 7810093 G A Chr19_7810093_G_AG_A SNP 9875.63 12 11 6 10 4 10 6 5 12 10 10 10 8 5 12 11 6 10 4 10 6 5 12 10 10 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11990-Pp3c19_12060Pp3c19_11990-Pp3c19_12060intergenic_regionPp3c19_11990-Pp3c19_12060NA NA n.7810093G>ANA NA NA NA NA
Chr19 7810121 G A Chr19_7810121_G_AG_A SNP 10494.63 7 12 8 11 4 12 8 9 15 12 7 7 9 6 7 12 8 11 4 12 8 9 15 12 7 7 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11990-Pp3c19_12060Pp3c19_11990-Pp3c19_12060intergenic_regionPp3c19_11990-Pp3c19_12060NA NA n.7810121G>ANA NA NA NA NA
Chr19 7810123 T A Chr19_7810123_T_AT_A SNP 10345.63 6 12 8 12 4 12 9 9 14 12 7 7 9 5 6 12 8 12 4 12 9 9 14 12 7 7 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11990-Pp3c19_12060Pp3c19_11990-Pp3c19_12060intergenic_regionPp3c19_11990-Pp3c19_12060NA NA n.7810123T>ANA NA NA NA NA
Chr19 7810125 C T Chr19_7810125_C_TC_T SNP 10074.63 6 12 7 12 4 12 9 9 14 11 7 7 9 6 6 12 7 12 4 12 9 9 14 11 7 7 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11990-Pp3c19_12060Pp3c19_11990-Pp3c19_12060intergenic_regionPp3c19_11990-Pp3c19_12060NA NA n.7810125C>TNA NA NA NA NA
Chr19 7816795 T C Chr19_7816795_T_CT_C SNP 14353.63 21 11 17 20 13 17 25 17 26 9 10 14 11 6 21 11 17 20 13 17 25 17 26 9 10 14 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_11990-Pp3c19_12060Pp3c19_11990-Pp3c19_12060intergenic_regionPp3c19_11990-Pp3c19_12060NA NA n.7816795T>CNA NA NA NA NA
Chr19 8229656 T G Chr19_8229656_T_GT_G SNP 10404.59 22 10 15 14 15 21 22 17 15 12 13 19 10 5 22 10 15 16 16 21 22 17 15 14 13 19 10 5 1 1 1 0.875 0.938 1 1 1 1 0.857 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_12590Pp3c19_12590transcript PAC:32938062protein_codingNA c.-1175T>G NA NA NA NA 771
Chr19 8229656 T G Chr19_8229656_T_GT_G SNP 10404.59 22 10 15 14 15 21 22 17 15 12 13 19 10 5 22 10 15 16 16 21 22 17 15 14 13 19 10 5 1 1 1 0.875 0.938 1 1 1 1 0.857 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_12590Pp3c19_12590transcript PAC:32938065protein_codingNA c.-1175T>G NA NA NA NA 770
Chr19 8229656 T G Chr19_8229656_T_GT_G SNP 10404.59 22 10 15 14 15 21 22 17 15 12 13 19 10 5 22 10 15 16 16 21 22 17 15 14 13 19 10 5 1 1 1 0.875 0.938 1 1 1 1 0.857 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_12590Pp3c19_12590transcript PAC:32938064protein_codingNA c.-1175T>G NA NA NA NA 771
Chr19 8229656 T G Chr19_8229656_T_GT_G SNP 10404.59 22 10 15 14 15 21 22 17 15 12 13 19 10 5 22 10 15 16 16 21 22 17 15 14 13 19 10 5 1 1 1 0.875 0.938 1 1 1 1 0.857 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_12590Pp3c19_12590transcript PAC:32938063protein_codingNA c.-1175T>G NA NA NA NA 771
Chr19 8229656 T G Chr19_8229656_T_GT_G SNP 10404.59 22 10 15 14 15 21 22 17 15 12 13 19 10 5 22 10 15 16 16 21 22 17 15 14 13 19 10 5 1 1 1 0.875 0.938 1 1 1 1 0.857 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_12560-Pp3c19_12590Pp3c19_12560-Pp3c19_12590intergenic_regionPp3c19_12560-Pp3c19_12590NA NA n.8229656T>GNA NA NA NA NA
Chr19 8255664 T A Chr19_8255664_T_AT_A SNP 14086.63 9 11 16 18 13 29 26 17 10 22 13 15 9 10 9 11 16 18 13 29 26 17 10 22 13 15 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_12600-Pp3c19_12629Pp3c19_12600-Pp3c19_12629intergenic_regionPp3c19_12600-Pp3c19_12629NA NA n.8255664T>ANA NA NA NA NA
Chr19 8278847 C A Chr19_8278847_C_AC_A SNP 14085.63 24 14 12 20 13 18 27 20 18 20 12 12 10 13 24 14 12 20 13 18 27 20 18 20 12 12 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_12600-Pp3c19_12629Pp3c19_12600-Pp3c19_12629intergenic_regionPp3c19_12600-Pp3c19_12629NA NA n.8278847C>ANA NA NA NA NA
Chr19 8398021 G GA Chr19_8398021_G_GAG_GA INDEL 19756.59 27 12 16 28 18 26 22 23 26 30 13 17 11 10 27 12 16 28 18 26 22 23 26 30 13 17 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_12720-Pp3c19_12750Pp3c19_12720-Pp3c19_12750intergenic_regionPp3c19_12720-Pp3c19_12750NA NA n.8398021_8398022insANA NA NA NA NA
Chr19 8398032 G GA Chr19_8398032_G_GAG_GA INDEL 20313.59 26 14 15 29 21 27 25 27 26 28 16 17 12 11 26 14 15 29 21 27 25 27 26 28 16 17 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_12720-Pp3c19_12750Pp3c19_12720-Pp3c19_12750intergenic_regionPp3c19_12720-Pp3c19_12750NA NA n.8398032_8398033insANA NA NA NA NA
Chr19 8618075 A G Chr19_8618075_A_GA_G SNP 17530.63 22 11 17 18 20 25 36 22 32 24 16 22 8 9 22 11 17 18 20 25 36 22 32 24 16 22 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_13100-Pp3c19_13120Pp3c19_13100-Pp3c19_13120intergenic_regionPp3c19_13100-Pp3c19_13120NA NA n.8618075A>GNA NA NA NA NA
Chr19 8658991 C CT Chr19_8658991_C_CTC_CT INDEL 16409.59 34 15 23 31 16 18 33 25 30 28 24 18 17 13 34 15 23 31 16 18 33 25 30 28 24 18 17 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13201Pp3c19_13201transcript PAC:32940055protein_codingNA c.-3299_-3298insANA NA NA NA 2346
Chr19 8658991 C CT Chr19_8658991_C_CTC_CT INDEL 16409.59 34 15 23 31 16 18 33 25 30 28 24 18 17 13 34 15 23 31 16 18 33 25 30 28 24 18 17 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_13201-Pp3c19_13250Pp3c19_13201-Pp3c19_13250intergenic_regionPp3c19_13201-Pp3c19_13250NA NA n.8658991_8658992insTNA NA NA NA NA
Chr19 8690476 A AT Chr19_8690476_A_ATA_AT INDEL 13839.59 18 13 14 18 12 22 21 15 7 11 14 15 11 8 18 13 14 18 12 22 21 15 7 11 14 15 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13250Pp3c19_13250transcript PAC:32937957protein_codingNA c.-2336_-2335insTNA NA NA NA 2335
Chr19 8690476 A AT Chr19_8690476_A_ATA_AT INDEL 13839.59 18 13 14 18 12 22 21 15 7 11 14 15 11 8 18 13 14 18 12 22 21 15 7 11 14 15 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13250Pp3c19_13250transcript PAC:32937958protein_codingNA c.-2336_-2335insTNA NA NA NA 460
Chr19 8690476 A AT Chr19_8690476_A_ATA_AT INDEL 13839.59 18 13 14 18 12 22 21 15 7 11 14 15 11 8 18 13 14 18 12 22 21 15 7 11 14 15 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_13201-Pp3c19_13250Pp3c19_13201-Pp3c19_13250intergenic_regionPp3c19_13201-Pp3c19_13250NA NA n.8690476_8690477insTNA NA NA NA NA
Chr19 8690483 G T Chr19_8690483_G_TG_T SNP 13413.63 17 12 12 14 12 21 20 14 7 11 14 15 11 8 17 12 12 14 12 21 20 14 7 11 14 15 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13250Pp3c19_13250transcript PAC:32937957protein_codingNA c.-2329G>T NA NA NA NA 2329
Chr19 8690483 G T Chr19_8690483_G_TG_T SNP 13413.63 17 12 12 14 12 21 20 14 7 11 14 15 11 8 17 12 12 14 12 21 20 14 7 11 14 15 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13250Pp3c19_13250transcript PAC:32937958protein_codingNA c.-2329G>T NA NA NA NA 454
Chr19 8690483 G T Chr19_8690483_G_TG_T SNP 13413.63 17 12 12 14 12 21 20 14 7 11 14 15 11 8 17 12 12 14 12 21 20 14 7 11 14 15 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_13201-Pp3c19_13250Pp3c19_13201-Pp3c19_13250intergenic_regionPp3c19_13201-Pp3c19_13250NA NA n.8690483G>TNA NA NA NA NA
Chr19 8690520 G T Chr19_8690520_G_TG_T SNP 10013.63 10 8 8 14 11 22 22 11 8 8 9 14 9 7 10 8 8 14 11 22 22 11 8 8 10 14 9 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13250Pp3c19_13250transcript PAC:32937957protein_codingNA c.-2292G>T NA NA NA NA 2292
Chr19 8690520 G T Chr19_8690520_G_TG_T SNP 10013.63 10 8 8 14 11 22 22 11 8 8 9 14 9 7 10 8 8 14 11 22 22 11 8 8 10 14 9 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13250Pp3c19_13250transcript PAC:32937958protein_codingNA c.-2292G>T NA NA NA NA 417
Chr19 8690520 G T Chr19_8690520_G_TG_T SNP 10013.63 10 8 8 14 11 22 22 11 8 8 9 14 9 7 10 8 8 14 11 22 22 11 8 8 10 14 9 7 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_13201-Pp3c19_13250Pp3c19_13201-Pp3c19_13250intergenic_regionPp3c19_13201-Pp3c19_13250NA NA n.8690520G>TNA NA NA NA NA
Chr19 8690564 G A Chr19_8690564_G_AG_A SNP 11724.63 10 5 9 12 12 20 18 16 12 4 13 12 4 9 10 5 9 12 12 20 18 16 12 4 13 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13250Pp3c19_13250transcript PAC:32937957protein_codingNA c.-2248G>A NA NA NA NA 2248
Chr19 8690564 G A Chr19_8690564_G_AG_A SNP 11724.63 10 5 9 12 12 20 18 16 12 4 13 12 4 9 10 5 9 12 12 20 18 16 12 4 13 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13250Pp3c19_13250transcript PAC:32937958protein_codingNA c.-2248G>A NA NA NA NA 373
Chr19 8690564 G A Chr19_8690564_G_AG_A SNP 11724.63 10 5 9 12 12 20 18 16 12 4 13 12 4 9 10 5 9 12 12 20 18 16 12 4 13 12 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_13201-Pp3c19_13250Pp3c19_13201-Pp3c19_13250intergenic_regionPp3c19_13201-Pp3c19_13250NA NA n.8690564G>ANA NA NA NA NA
Chr19 8690579 C A Chr19_8690579_C_AC_A SNP 12158.63 11 4 9 11 13 20 19 16 12 4 15 14 4 8 11 4 9 11 13 20 19 16 12 4 15 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13250Pp3c19_13250transcript PAC:32937957protein_codingNA c.-2233C>A NA NA NA NA 2233
Chr19 8690579 C A Chr19_8690579_C_AC_A SNP 12158.63 11 4 9 11 13 20 19 16 12 4 15 14 4 8 11 4 9 11 13 20 19 16 12 4 15 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13250Pp3c19_13250transcript PAC:32937958protein_codingNA c.-2233C>A NA NA NA NA 358
Chr19 8690579 C A Chr19_8690579_C_AC_A SNP 12158.63 11 4 9 11 13 20 19 16 12 4 15 14 4 8 11 4 9 11 13 20 19 16 12 4 15 14 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_13201-Pp3c19_13250Pp3c19_13201-Pp3c19_13250intergenic_regionPp3c19_13201-Pp3c19_13250NA NA n.8690579C>ANA NA NA NA NA
Chr19 8743734 A C Chr19_8743734_A_CA_C SNP 4342.29 0 0 0 18 9 18 26 15 0 0 0 0 0 0 25 11 11 19 9 18 26 15 24 15 8 14 9 7 0 0 0 0.947 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_13350-Pp3c19_13370Pp3c19_13350-Pp3c19_13370intergenic_regionPp3c19_13350-Pp3c19_13370NA NA n.8743734A>CNA NA NA NA NA
Chr19 8771503 A C Chr19_8771503_A_CA_C SNP 16487.63 22 21 16 17 16 21 26 17 20 13 9 8 13 7 22 21 16 17 16 21 26 17 20 13 9 8 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c19_13410Pp3c19_13410transcript PAC:32939243protein_coding 02-avr c.716A>C p.Gln239Pro 716/2373 716/2373 239/790 NA
Chr19 8771503 A C Chr19_8771503_A_CA_C SNP 16487.63 22 21 16 17 16 21 26 17 20 13 9 8 13 7 22 21 16 17 16 21 26 17 20 13 9 8 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c19_13410Pp3c19_13410transcript PAC:32939244protein_coding 03-mai c.716A>C p.Gln239Pro 2072/4915 716/2373 239/790 NA
Chr19 8771503 A C Chr19_8771503_A_CA_C SNP 16487.63 22 21 16 17 16 21 26 17 20 13 9 8 13 7 22 21 16 17 16 21 26 17 20 13 9 8 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13400Pp3c19_13400transcript PAC:32939444protein_codingNA c.-4482T>G NA NA NA NA 4482
Chr19 8771503 A C Chr19_8771503_A_CA_C SNP 16487.63 22 21 16 17 16 21 26 17 20 13 9 8 13 7 22 21 16 17 16 21 26 17 20 13 9 8 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13400Pp3c19_13400transcript PAC:32939445protein_codingNA c.-4482T>G NA NA NA NA 4321
Chr19 8771503 A C Chr19_8771503_A_CA_C SNP 16487.63 22 21 16 17 16 21 26 17 20 13 9 8 13 7 22 21 16 17 16 21 26 17 20 13 9 8 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_13390Pp3c19_13390transcript PAC:32938835protein_codingNA c.*4841A>C NA NA NA NA 4321
Chr19 8771503 A C Chr19_8771503_A_CA_C SNP 16487.63 22 21 16 17 16 21 26 17 20 13 9 8 13 7 22 21 16 17 16 21 26 17 20 13 9 8 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_13410Pp3c19_13410transcript PAC:32939245protein_codingNA c.*1183A>C NA NA NA NA 1183
Chr19 8771504 A T Chr19_8771504_A_TA_T SNP 16487.63 22 21 16 18 16 21 26 17 20 13 9 8 14 7 22 21 16 18 16 21 26 17 20 13 9 8 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c19_13410Pp3c19_13410transcript PAC:32939243protein_coding 02-avr c.717A>T p.Gln239His 717/2373 717/2373 239/790 NA
Chr19 8771504 A T Chr19_8771504_A_TA_T SNP 16487.63 22 21 16 18 16 21 26 17 20 13 9 8 14 7 22 21 16 18 16 21 26 17 20 13 9 8 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c19_13410Pp3c19_13410transcript PAC:32939244protein_coding 03-mai c.717A>T p.Gln239His 2073/4915 717/2373 239/790 NA
Chr19 8771504 A T Chr19_8771504_A_TA_T SNP 16487.63 22 21 16 18 16 21 26 17 20 13 9 8 14 7 22 21 16 18 16 21 26 17 20 13 9 8 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13400Pp3c19_13400transcript PAC:32939444protein_codingNA c.-4483T>A NA NA NA NA 4483
Chr19 8771504 A T Chr19_8771504_A_TA_T SNP 16487.63 22 21 16 18 16 21 26 17 20 13 9 8 14 7 22 21 16 18 16 21 26 17 20 13 9 8 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13400Pp3c19_13400transcript PAC:32939445protein_codingNA c.-4483T>A NA NA NA NA 4322
Chr19 8771504 A T Chr19_8771504_A_TA_T SNP 16487.63 22 21 16 18 16 21 26 17 20 13 9 8 14 7 22 21 16 18 16 21 26 17 20 13 9 8 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_13390Pp3c19_13390transcript PAC:32938835protein_codingNA c.*4842A>T NA NA NA NA 4322
Chr19 8771504 A T Chr19_8771504_A_TA_T SNP 16487.63 22 21 16 18 16 21 26 17 20 13 9 8 14 7 22 21 16 18 16 21 26 17 20 13 9 8 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_13410Pp3c19_13410transcript PAC:32939245protein_codingNA c.*1184A>T NA NA NA NA 1184
Chr19 8771505 G T Chr19_8771505_G_TG_T SNP 16487.63 22 21 16 18 16 22 25 17 21 13 9 9 14 7 22 21 16 18 16 22 25 17 21 13 9 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c19_13410Pp3c19_13410transcript PAC:32939243protein_coding 02-avr c.718G>T p.Asp240Tyr 718/2373 718/2373 240/790 NA
Chr19 8771505 G T Chr19_8771505_G_TG_T SNP 16487.63 22 21 16 18 16 22 25 17 21 13 9 9 14 7 22 21 16 18 16 22 25 17 21 13 9 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c19_13410Pp3c19_13410transcript PAC:32939244protein_coding 03-mai c.718G>T p.Asp240Tyr 2074/4915 718/2373 240/790 NA
Chr19 8771505 G T Chr19_8771505_G_TG_T SNP 16487.63 22 21 16 18 16 22 25 17 21 13 9 9 14 7 22 21 16 18 16 22 25 17 21 13 9 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13400Pp3c19_13400transcript PAC:32939444protein_codingNA c.-4484C>A NA NA NA NA 4484
Chr19 8771505 G T Chr19_8771505_G_TG_T SNP 16487.63 22 21 16 18 16 22 25 17 21 13 9 9 14 7 22 21 16 18 16 22 25 17 21 13 9 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13400Pp3c19_13400transcript PAC:32939445protein_codingNA c.-4484C>A NA NA NA NA 4323
Chr19 8771505 G T Chr19_8771505_G_TG_T SNP 16487.63 22 21 16 18 16 22 25 17 21 13 9 9 14 7 22 21 16 18 16 22 25 17 21 13 9 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_13390Pp3c19_13390transcript PAC:32938835protein_codingNA c.*4843G>T NA NA NA NA 4323
Chr19 8771505 G T Chr19_8771505_G_TG_T SNP 16487.63 22 21 16 18 16 22 25 17 21 13 9 9 14 7 22 21 16 18 16 22 25 17 21 13 9 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_13410Pp3c19_13410transcript PAC:32939245protein_codingNA c.*1185G>T NA NA NA NA 1185
Chr19 8786967 T TA Chr19_8786967_T_TAT_TA INDEL 8983.59 18 11 11 17 10 16 19 15 9 10 4 9 6 5 18 11 11 17 10 16 19 15 9 10 4 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_13410-Pp3c19_13460Pp3c19_13410-Pp3c19_13460intergenic_regionPp3c19_13410-Pp3c19_13460NA NA n.8786967_8786968insANA NA NA NA NA
Chr19 8840698 C T Chr19_8840698_C_TC_T SNP 5733.29 0 0 0 23 18 23 31 19 0 0 0 0 0 0 27 13 15 24 18 23 31 19 20 25 10 16 6 10 0 0 0 0.958 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_13490-Pp3c19_13560Pp3c19_13490-Pp3c19_13560intergenic_regionPp3c19_13490-Pp3c19_13560NA NA n.8840698C>TNA NA NA NA NA
Chr19 8859584 T TTA Chr19_8859584_T_TTAT_TTA INDEL 11004.59 28 20 10 27 18 14 28 15 20 14 5 10 11 8 28 20 11 27 18 14 30 15 20 14 5 10 11 8 1 1 0.909 1 1 1 0.933 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13580Pp3c19_13580transcript PAC:32939640protein_codingNA c.-2297_-2296insTANA NA NA NA 1749
Chr19 8859584 T TTA Chr19_8859584_T_TTAT_TTA INDEL 11004.59 28 20 10 27 18 14 28 15 20 14 5 10 11 8 28 20 11 27 18 14 30 15 20 14 5 10 11 8 1 1 0.909 1 1 1 0.933 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13560Pp3c19_13560transcript PAC:32940146protein_codingNA c.-6167_-6166insTANA NA NA NA 4031
Chr19 8859584 T TTA Chr19_8859584_T_TTAT_TTA INDEL 11004.59 28 20 10 27 18 14 28 15 20 14 5 10 11 8 28 20 11 27 18 14 30 15 20 14 5 10 11 8 1 1 0.909 1 1 1 0.933 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_13580Pp3c19_13580transcript PAC:32939641protein_codingNA c.-2297_-2296insTANA NA NA NA 1761
Chr19 8859584 T TTA Chr19_8859584_T_TTAT_TTA INDEL 11004.59 28 20 10 27 18 14 28 15 20 14 5 10 11 8 28 20 11 27 18 14 30 15 20 14 5 10 11 8 1 1 0.909 1 1 1 0.933 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_13560-Pp3c19_13580Pp3c19_13560-Pp3c19_13580intergenic_regionPp3c19_13560-Pp3c19_13580NA NA n.8859584_8859585insTANA NA NA NA NA
Chr19 8910332 A AAT Chr19_8910332_A_AATA_AAT INDEL 1952.24 0 0 0 11 8 18 18 10 0 0 0 0 1 1 9 9 11 12 9 18 18 11 17 14 8 12 6 5 0 0 0 0.917 0.889 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_13580-Pp3c19_13650Pp3c19_13580-Pp3c19_13650intergenic_regionPp3c19_13580-Pp3c19_13650NA NA n.8910332_8910333insATNA NA NA NA NA
Chr19 8987496 G GT Chr19_8987496_G_GTG_GT INDEL 15651.59 27 10 15 33 13 26 27 26 22 23 15 10 12 14 27 10 15 33 13 26 27 26 22 23 15 10 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_13710-Pp3c19_13790Pp3c19_13710-Pp3c19_13790intergenic_regionPp3c19_13710-Pp3c19_13790NA NA n.8987496_8987497insTNA NA NA NA NA
Chr19 9106440 C G Chr19_9106440_C_GC_G SNP 5130.29 0 0 0 21 24 23 33 12 0 0 0 0 0 0 19 12 17 22 25 23 34 13 15 19 8 14 12 7 0 0 0 0.955 0.96 1 0.971 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_13850-Pp3c19_13990Pp3c19_13850-Pp3c19_13990intergenic_regionPp3c19_13850-Pp3c19_13990NA NA n.9106440C>GNA NA NA NA NA
Chr19 9149486 T TTA Chr19_9149486_T_TTAT_TTA INDEL 2517.93 1 0 1 0 0 0 1 0 19 20 6 10 11 14 32 9 14 20 18 14 27 16 20 20 6 10 11 14 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c19_14000-Pp3c19_14040Pp3c19_14000-Pp3c19_14040intergenic_regionPp3c19_14000-Pp3c19_14040NA NA n.9149486_9149487insTANA NA NA NA NA
Chr19 9309934 G A Chr19_9309934_G_AG_A SNP 17940.63 19 14 12 24 12 20 38 25 20 25 17 20 14 10 19 14 12 24 12 20 38 25 20 25 17 20 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_14220Pp3c19_14220transcript PAC:32937727protein_codingNA c.-4395G>A NA NA NA NA 3950
Chr19 9309934 G A Chr19_9309934_G_AG_A SNP 17940.63 19 14 12 24 12 20 38 25 20 25 17 20 14 10 19 14 12 24 12 20 38 25 20 25 17 20 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_14220Pp3c19_14220transcript PAC:32937729protein_codingNA c.-4395G>A NA NA NA NA 3654
Chr19 9309934 G A Chr19_9309934_G_AG_A SNP 17940.63 19 14 12 24 12 20 38 25 20 25 17 20 14 10 19 14 12 24 12 20 38 25 20 25 17 20 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_14220Pp3c19_14220transcript PAC:32937728protein_codingNA c.-4395G>A NA NA NA NA 3654
Chr19 9309934 G A Chr19_9309934_G_AG_A SNP 17940.63 19 14 12 24 12 20 38 25 20 25 17 20 14 10 19 14 12 24 12 20 38 25 20 25 17 20 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_14210-Pp3c19_14220Pp3c19_14210-Pp3c19_14220intergenic_regionPp3c19_14210-Pp3c19_14220NA NA n.9309934G>ANA NA NA NA NA
Chr19 9384505 A G Chr19_9384505_A_GA_G SNP 5475.29 0 0 0 23 11 21 35 16 0 0 0 0 0 0 34 16 17 24 11 21 35 16 26 24 24 18 14 8 0 0 0 0.958 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_14309-Pp3c19_14410Pp3c19_14309-Pp3c19_14410intergenic_regionPp3c19_14309-Pp3c19_14410NA NA n.9384505A>GNA NA NA NA NA
Chr19 9389455 T G Chr19_9389455_T_GT_G SNP 19668.63 25 14 19 33 25 29 38 18 28 19 16 23 9 9 25 14 19 33 25 29 38 18 28 19 16 23 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_14309-Pp3c19_14410Pp3c19_14309-Pp3c19_14410intergenic_regionPp3c19_14309-Pp3c19_14410NA NA n.9389455T>GNA NA NA NA NA
Chr19 9390374 C T Chr19_9390374_C_TC_T SNP 4097.98 0 0 0 0 0 0 0 0 19 27 18 16 10 13 26 10 18 16 19 23 34 20 19 27 18 16 10 13 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c19_14309-Pp3c19_14410Pp3c19_14309-Pp3c19_14410intergenic_regionPp3c19_14309-Pp3c19_14410NA NA n.9390374C>TNA NA NA NA NA
Chr19 9391221 C T Chr19_9391221_C_TC_T SNP 6230.29 0 0 0 28 22 25 32 29 0 0 0 0 0 0 25 18 19 28 23 25 32 29 28 28 14 23 18 4 0 0 0 1 0.957 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_14309-Pp3c19_14410Pp3c19_14309-Pp3c19_14410intergenic_regionPp3c19_14309-Pp3c19_14410NA NA n.9391221C>TNA NA NA NA NA
Chr19 9530567 T TA Chr19_9530567_T_TAT_TA INDEL 17275.59 24 12 15 21 15 23 33 24 26 25 17 17 10 5 24 12 15 21 15 23 33 24 26 25 17 17 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_14460-Pp3c19_14510Pp3c19_14460-Pp3c19_14510intergenic_regionPp3c19_14460-Pp3c19_14510NA NA n.9530567_9530568insANA NA NA NA NA
Chr19 9530589 C A Chr19_9530589_C_AC_A SNP 19054.63 18 12 16 20 15 24 34 25 29 30 18 19 13 5 18 12 16 20 15 24 34 25 29 30 18 19 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_14460-Pp3c19_14510Pp3c19_14460-Pp3c19_14510intergenic_regionPp3c19_14460-Pp3c19_14510NA NA n.9530589C>ANA NA NA NA NA
Chr19 9616339 G GAT Chr19_9616339_G_GATG_GAT INDEL 3453.24 0 0 0 13 16 21 28 21 0 0 0 0 0 0 26 10 12 14 17 21 28 21 12 16 12 6 4 7 0 0 0 0.929 0.941 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_14520-Pp3c19_14590Pp3c19_14520-Pp3c19_14590intergenic_regionPp3c19_14520-Pp3c19_14590NA NA n.9616339_9616340insATNA NA NA NA NA
Chr19 9635309 C T Chr19_9635309_C_TC_T SNP 22800.63 38 15 19 25 20 24 37 26 29 32 18 15 12 15 38 15 19 25 20 24 37 26 29 32 18 15 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_14520-Pp3c19_14590Pp3c19_14520-Pp3c19_14590intergenic_regionPp3c19_14520-Pp3c19_14590NA NA n.9635309C>TNA NA NA NA NA
Chr19 9635310 T G Chr19_9635310_T_GT_G SNP 22800.63 38 15 19 25 20 25 37 26 29 32 18 15 12 15 38 15 19 25 20 25 37 26 29 32 18 15 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_14520-Pp3c19_14590Pp3c19_14520-Pp3c19_14590intergenic_regionPp3c19_14520-Pp3c19_14590NA NA n.9635310T>GNA NA NA NA NA
Chr19 9788427 A G Chr19_9788427_A_GA_G SNP 10152.63 10 8 9 18 12 12 7 9 15 9 6 9 4 8 10 8 9 18 12 12 7 9 15 9 6 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_14780Pp3c19_14780transcript PAC:32939232protein_codingNA c.-1033T>C NA NA NA NA 1033
Chr19 9788427 A G Chr19_9788427_A_GA_G SNP 10152.63 10 8 9 18 12 12 7 9 15 9 6 9 4 8 10 8 9 18 12 12 7 9 15 9 6 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_14780Pp3c19_14780transcript PAC:32939233protein_codingNA c.-1033T>C NA NA NA NA 905
Chr19 9788427 A G Chr19_9788427_A_GA_G SNP 10152.63 10 8 9 18 12 12 7 9 15 9 6 9 4 8 10 8 9 18 12 12 7 9 15 9 6 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_14790Pp3c19_14790transcript PAC:32938167protein_codingNA c.*149T>C NA NA NA NA 149
Chr19 9788427 A G Chr19_9788427_A_GA_G SNP 10152.63 10 8 9 18 12 12 7 9 15 9 6 9 4 8 10 8 9 18 12 12 7 9 15 9 6 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_14790Pp3c19_14790transcript PAC:32938168protein_codingNA c.*149T>C NA NA NA NA 149
Chr19 9788427 A G Chr19_9788427_A_GA_G SNP 10152.63 10 8 9 18 12 12 7 9 15 9 6 9 4 8 10 8 9 18 12 12 7 9 15 9 6 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_14780-Pp3c19_14790Pp3c19_14780-Pp3c19_14790intergenic_regionPp3c19_14780-Pp3c19_14790NA NA n.9788427A>GNA NA NA NA NA
Chr19 9824452 C CAT Chr19_9824452_C_CATC_CAT INDEL 2506.24 0 0 0 9 7 15 26 18 0 1 0 2 1 0 21 5 13 9 7 16 26 18 12 11 9 12 5 6 0 0 0 1 1 0.938 1 1 0 0 0 0.167 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c19_14830-Pp3c19_14950Pp3c19_14830-Pp3c19_14950intergenic_regionPp3c19_14830-Pp3c19_14950NA NA n.9824452_9824453insATNA NA NA NA NA
Chr19 9912852 T A Chr19_9912852_T_AT_A SNP 19423.63 31 17 11 36 26 24 22 24 16 27 17 18 13 17 31 17 11 36 26 24 22 24 16 27 17 18 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15000-Pp3c19_15010Pp3c19_15000-Pp3c19_15010intergenic_regionPp3c19_15000-Pp3c19_15010NA NA n.9912852T>ANA NA NA NA NA
Chr19 9912911 G T Chr19_9912911_G_TG_T SNP 20689.63 23 11 10 38 26 18 25 24 23 30 17 21 11 19 23 11 10 38 26 18 25 24 23 30 17 21 11 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15000-Pp3c19_15010Pp3c19_15000-Pp3c19_15010intergenic_regionPp3c19_15000-Pp3c19_15010NA NA n.9912911G>TNA NA NA NA NA
Chr19 9912924 G T Chr19_9912924_G_TG_T SNP 20304.63 25 12 11 42 25 16 24 23 20 30 14 20 10 17 25 12 11 42 25 16 24 23 20 30 14 20 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15000-Pp3c19_15010Pp3c19_15000-Pp3c19_15010intergenic_regionPp3c19_15000-Pp3c19_15010NA NA n.9912924G>TNA NA NA NA NA
Chr19 9912969 G T Chr19_9912969_G_TG_T SNP 18667.63 23 11 14 36 22 23 24 21 20 27 9 18 9 15 23 11 14 36 22 23 24 21 20 27 9 18 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15000-Pp3c19_15010Pp3c19_15000-Pp3c19_15010intergenic_regionPp3c19_15000-Pp3c19_15010NA NA n.9912969G>TNA NA NA NA NA
Chr19 9916992 G GAT Chr19_9916992_G_GATG_GAT INDEL 2739.93 0 0 0 0 1 0 0 0 12 18 19 9 12 5 26 10 18 18 26 24 18 22 12 18 19 9 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 0.833 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c19_15000-Pp3c19_15010Pp3c19_15000-Pp3c19_15010intergenic_regionPp3c19_15000-Pp3c19_15010NA NA n.9916992_9916993insATNA NA NA NA NA
Chr19 9937950 T TA Chr19_9937950_T_TAT_TA INDEL 16411.59 21 20 23 25 25 42 31 26 22 27 22 14 5 7 21 20 23 25 25 42 31 26 22 27 22 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15010Pp3c19_15010transcript PAC:32939791protein_codingNA c.-868_-867insANA NA NA NA 363
Chr19 9937950 T TA Chr19_9937950_T_TAT_TA INDEL 16411.59 21 20 23 25 25 42 31 26 22 27 22 14 5 7 21 20 23 25 25 42 31 26 22 27 22 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15010Pp3c19_15010transcript PAC:32939794protein_codingNA c.-868_-867insANA NA NA NA 350
Chr19 9937950 T TA Chr19_9937950_T_TAT_TA INDEL 16411.59 21 20 23 25 25 42 31 26 22 27 22 14 5 7 21 20 23 25 25 42 31 26 22 27 22 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15010Pp3c19_15010transcript PAC:32939795protein_codingNA c.-868_-867insANA NA NA NA 350
Chr19 9937950 T TA Chr19_9937950_T_TAT_TA INDEL 16411.59 21 20 23 25 25 42 31 26 22 27 22 14 5 7 21 20 23 25 25 42 31 26 22 27 22 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15010Pp3c19_15010transcript PAC:32939796protein_codingNA c.-868_-867insANA NA NA NA 350
Chr19 9937950 T TA Chr19_9937950_T_TAT_TA INDEL 16411.59 21 20 23 25 25 42 31 26 22 27 22 14 5 7 21 20 23 25 25 42 31 26 22 27 22 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15010Pp3c19_15010transcript PAC:32939792protein_codingNA c.-868_-867insANA NA NA NA 351
Chr19 9937950 T TA Chr19_9937950_T_TAT_TA INDEL 16411.59 21 20 23 25 25 42 31 26 22 27 22 14 5 7 21 20 23 25 25 42 31 26 22 27 22 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15010Pp3c19_15010transcript PAC:32939793protein_codingNA c.-868_-867insANA NA NA NA 351
Chr19 9937950 T TA Chr19_9937950_T_TAT_TA INDEL 16411.59 21 20 23 25 25 42 31 26 22 27 22 14 5 7 21 20 23 25 25 42 31 26 22 27 22 14 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15000-Pp3c19_15010Pp3c19_15000-Pp3c19_15010intergenic_regionPp3c19_15000-Pp3c19_15010NA NA n.9937950_9937951insANA NA NA NA NA
Chr19 10005993 T A Chr19_10005993_T_AT_A SNP 17778.63 29 12 22 24 15 20 28 19 22 15 13 13 21 15 29 12 22 24 15 20 28 19 22 15 13 13 21 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15110-Pp3c19_15130Pp3c19_15110-Pp3c19_15130intergenic_regionPp3c19_15110-Pp3c19_15130NA NA n.10005993T>ANA NA NA NA NA
Chr19 10006025 T A Chr19_10006025_T_AT_A SNP 19412.63 27 10 21 25 15 27 31 18 19 14 14 23 15 12 27 10 21 25 15 27 31 18 19 14 14 23 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15110-Pp3c19_15130Pp3c19_15110-Pp3c19_15130intergenic_regionPp3c19_15110-Pp3c19_15130NA NA n.10006025T>ANA NA NA NA NA
Chr19 10006026 T A Chr19_10006026_T_AT_A SNP 19412.63 25 9 22 24 15 28 30 18 20 14 14 23 15 12 25 9 22 24 15 28 30 18 20 14 14 23 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15110-Pp3c19_15130Pp3c19_15110-Pp3c19_15130intergenic_regionPp3c19_15110-Pp3c19_15130NA NA n.10006026T>ANA NA NA NA NA
Chr19 10006027 T A Chr19_10006027_T_AT_A SNP 19412.63 23 9 22 25 16 28 30 18 20 15 13 23 15 12 23 9 22 25 16 28 30 18 20 15 13 23 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15110-Pp3c19_15130Pp3c19_15110-Pp3c19_15130intergenic_regionPp3c19_15110-Pp3c19_15130NA NA n.10006027T>ANA NA NA NA NA
Chr19 10139103 C T Chr19_10139103_C_TC_T SNP 5824.29 0 0 0 17 25 22 35 17 0 0 0 0 0 0 33 15 14 17 25 22 35 17 30 36 5 19 14 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_15210-Pp3c19_15330Pp3c19_15210-Pp3c19_15330intergenic_regionPp3c19_15210-Pp3c19_15330NA NA n.10139103C>TNA NA NA NA NA
Chr19 10354008 G T Chr19_10354008_G_TG_T SNP 20614.63 37 19 24 27 22 30 25 19 21 19 14 15 19 5 37 19 24 27 22 30 25 19 21 19 14 15 19 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15710Pp3c19_15710transcript PAC:32940137protein_codingNA c.-5429C>A NA NA NA NA 4824
Chr19 10354008 G T Chr19_10354008_G_TG_T SNP 20614.63 37 19 24 27 22 30 25 19 21 19 14 15 19 5 37 19 24 27 22 30 25 19 21 19 14 15 19 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15710Pp3c19_15710transcript PAC:32940138protein_codingNA c.-5429C>A NA NA NA NA 4802
Chr19 10354008 G T Chr19_10354008_G_TG_T SNP 20614.63 37 19 24 27 22 30 25 19 21 19 14 15 19 5 37 19 24 27 22 30 25 19 21 19 14 15 19 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15710-Pp3c19_15730Pp3c19_15710-Pp3c19_15730intergenic_regionPp3c19_15710-Pp3c19_15730NA NA n.10354008G>TNA NA NA NA NA
Chr19 10354020 G T Chr19_10354020_G_TG_T SNP 20809.63 39 18 26 26 25 31 26 19 24 18 14 12 24 5 39 18 26 26 25 31 26 19 24 18 14 12 24 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15710Pp3c19_15710transcript PAC:32940137protein_codingNA c.-5441C>A NA NA NA NA 4836
Chr19 10354020 G T Chr19_10354020_G_TG_T SNP 20809.63 39 18 26 26 25 31 26 19 24 18 14 12 24 5 39 18 26 26 25 31 26 19 24 18 14 12 24 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15710Pp3c19_15710transcript PAC:32940138protein_codingNA c.-5441C>A NA NA NA NA 4814
Chr19 10354020 G T Chr19_10354020_G_TG_T SNP 20809.63 39 18 26 26 25 31 26 19 24 18 14 12 24 5 39 18 26 26 25 31 26 19 24 18 14 12 24 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15710-Pp3c19_15730Pp3c19_15710-Pp3c19_15730intergenic_regionPp3c19_15710-Pp3c19_15730NA NA n.10354020G>TNA NA NA NA NA
Chr19 10359764 C A Chr19_10359764_C_AC_A SNP 11460.63 13 9 11 17 12 24 8 9 8 10 7 6 4 6 13 9 11 17 12 24 8 9 8 10 7 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15730Pp3c19_15730transcript PAC:32937692protein_codingNA c.-5089C>A NA NA NA NA 4057
Chr19 10359764 C A Chr19_10359764_C_AC_A SNP 11460.63 13 9 11 17 12 24 8 9 8 10 7 6 4 6 13 9 11 17 12 24 8 9 8 10 7 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15730Pp3c19_15730transcript PAC:32937695protein_codingNA c.-5089C>A NA NA NA NA 4064
Chr19 10359764 C A Chr19_10359764_C_AC_A SNP 11460.63 13 9 11 17 12 24 8 9 8 10 7 6 4 6 13 9 11 17 12 24 8 9 8 10 7 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15730Pp3c19_15730transcript PAC:32937696protein_codingNA c.-5089C>A NA NA NA NA 4064
Chr19 10359764 C A Chr19_10359764_C_AC_A SNP 11460.63 13 9 11 17 12 24 8 9 8 10 7 6 4 6 13 9 11 17 12 24 8 9 8 10 7 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15730Pp3c19_15730transcript PAC:32937694protein_codingNA c.-5089C>A NA NA NA NA 4073
Chr19 10359764 C A Chr19_10359764_C_AC_A SNP 11460.63 13 9 11 17 12 24 8 9 8 10 7 6 4 6 13 9 11 17 12 24 8 9 8 10 7 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15730Pp3c19_15730transcript PAC:32937693protein_codingNA c.-5089C>A NA NA NA NA 4531
Chr19 10359764 C A Chr19_10359764_C_AC_A SNP 11460.63 13 9 11 17 12 24 8 9 8 10 7 6 4 6 13 9 11 17 12 24 8 9 8 10 7 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15710-Pp3c19_15730Pp3c19_15710-Pp3c19_15730intergenic_regionPp3c19_15710-Pp3c19_15730NA NA n.10359764C>ANA NA NA NA NA
Chr19 10359769 G A Chr19_10359769_G_AG_A SNP 11018.63 11 7 10 13 8 21 8 9 7 10 7 5 5 5 11 7 10 13 8 21 8 9 7 10 7 5 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15730Pp3c19_15730transcript PAC:32937692protein_codingNA c.-5084G>A NA NA NA NA 4052
Chr19 10359769 G A Chr19_10359769_G_AG_A SNP 11018.63 11 7 10 13 8 21 8 9 7 10 7 5 5 5 11 7 10 13 8 21 8 9 7 10 7 5 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15730Pp3c19_15730transcript PAC:32937695protein_codingNA c.-5084G>A NA NA NA NA 4059
Chr19 10359769 G A Chr19_10359769_G_AG_A SNP 11018.63 11 7 10 13 8 21 8 9 7 10 7 5 5 5 11 7 10 13 8 21 8 9 7 10 7 5 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15730Pp3c19_15730transcript PAC:32937696protein_codingNA c.-5084G>A NA NA NA NA 4059
Chr19 10359769 G A Chr19_10359769_G_AG_A SNP 11018.63 11 7 10 13 8 21 8 9 7 10 7 5 5 5 11 7 10 13 8 21 8 9 7 10 7 5 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15730Pp3c19_15730transcript PAC:32937694protein_codingNA c.-5084G>A NA NA NA NA 4068
Chr19 10359769 G A Chr19_10359769_G_AG_A SNP 11018.63 11 7 10 13 8 21 8 9 7 10 7 5 5 5 11 7 10 13 8 21 8 9 7 10 7 5 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15730Pp3c19_15730transcript PAC:32937693protein_codingNA c.-5084G>A NA NA NA NA 4526
Chr19 10359769 G A Chr19_10359769_G_AG_A SNP 11018.63 11 7 10 13 8 21 8 9 7 10 7 5 5 5 11 7 10 13 8 21 8 9 7 10 7 5 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15710-Pp3c19_15730Pp3c19_15710-Pp3c19_15730intergenic_regionPp3c19_15710-Pp3c19_15730NA NA n.10359769G>ANA NA NA NA NA
Chr19 10400873 G GAT Chr19_10400873_G_GATG_GAT INDEL 1054.35 20 12 10 1 1 2 3 0 2 1 1 0 0 0 20 13 11 19 9 12 29 9 14 11 8 8 5 7 1 0.923 0.909 0 0 0.167 0.103 0 0.143 0 0 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_15780Pp3c19_15780transcript PAC:32937775protein_codingNA c.*1932_*1933insATNA NA NA NA 1702
Chr19 10400873 G GAT Chr19_10400873_G_GATG_GAT INDEL 1054.35 20 12 10 1 1 2 3 0 2 1 1 0 0 0 20 13 11 19 9 12 29 9 14 11 8 8 5 7 1 0.923 0.909 0 0 0.167 0.103 0 0.143 0 0 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_15790Pp3c19_15790transcript PAC:32938689protein_codingNA c.*3768_*3769insATNA NA NA NA 3117
Chr19 10400873 G GAT Chr19_10400873_G_GATG_GAT INDEL 1054.35 20 12 10 1 1 2 3 0 2 1 1 0 0 0 20 13 11 19 9 12 29 9 14 11 8 8 5 7 1 0.923 0.909 0 0 0.167 0.103 0 0.143 0 0 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_15780Pp3c19_15780transcript PAC:32937776protein_codingNA c.*1932_*1933insATNA NA NA NA 1472
Chr19 10400873 G GAT Chr19_10400873_G_GATG_GAT INDEL 1054.35 20 12 10 1 1 2 3 0 2 1 1 0 0 0 20 13 11 19 9 12 29 9 14 11 8 8 5 7 1 0.923 0.909 0 0 0.167 0.103 0 0.143 0 0 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_15780Pp3c19_15780transcript PAC:32937777protein_codingNA c.*1932_*1933insATNA NA NA NA 1472
Chr19 10400873 G GAT Chr19_10400873_G_GATG_GAT INDEL 1054.35 20 12 10 1 1 2 3 0 2 1 1 0 0 0 20 13 11 19 9 12 29 9 14 11 8 8 5 7 1 0.923 0.909 0 0 0.167 0.103 0 0.143 0 0 0 0 0 0 3 3 3 0 0 3 downstream_gene_variantMODIFIER Pp3c19_15790Pp3c19_15790transcript PAC:32938690protein_codingNA c.*3768_*3769insATNA NA NA NA 3124
Chr19 10400873 G GAT Chr19_10400873_G_GATG_GAT INDEL 1054.35 20 12 10 1 1 2 3 0 2 1 1 0 0 0 20 13 11 19 9 12 29 9 14 11 8 8 5 7 1 0.923 0.909 0 0 0.167 0.103 0 0.143 0 0 0 0 0 0 3 3 3 0 0 3 intergenic_regionMODIFIER Pp3c19_15740-Pp3c19_15780Pp3c19_15740-Pp3c19_15780intergenic_regionPp3c19_15740-Pp3c19_15780NA NA n.10400873_10400874insATNA NA NA NA NA
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15780Pp3c19_15780transcript PAC:32937775protein_codingNA c.-329_-328insTNA NA NA NA 172
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15780Pp3c19_15780transcript PAC:32937776protein_codingNA c.-329_-328insTNA NA NA NA 136
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_15780Pp3c19_15780transcript PAC:32937777protein_codingNA c.-402_-401insTNA NA NA NA 136
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_15790Pp3c19_15790transcript PAC:32938689protein_codingNA c.*779_*780insTNA NA NA NA 128
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_15800Pp3c19_15800transcript PAC:32939075protein_codingNA c.*4556_*4557insTNA NA NA NA 3934
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_15790Pp3c19_15790transcript PAC:32938690protein_codingNA c.*779_*780insTNA NA NA NA 135
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_15800Pp3c19_15800transcript PAC:32939077protein_codingNA c.*4556_*4557insTNA NA NA NA 3942
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_15800Pp3c19_15800transcript PAC:32939080protein_codingNA c.*4556_*4557insTNA NA NA NA 3942
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_15800Pp3c19_15800transcript PAC:32939081protein_codingNA c.*4556_*4557insTNA NA NA NA 4039
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_15800Pp3c19_15800transcript PAC:32939076protein_codingNA c.*4556_*4557insTNA NA NA NA 4039
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_15800Pp3c19_15800transcript PAC:32939078protein_codingNA c.*4556_*4557insTNA NA NA NA 4039
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_15800Pp3c19_15800transcript PAC:32939079protein_codingNA c.*4556_*4557insTNA NA NA NA 4039
Chr19 10403862 G GA Chr19_10403862_G_GAG_GA INDEL 16242.59 31 10 14 19 17 34 37 20 26 25 13 18 11 6 31 10 14 19 17 34 37 20 26 25 13 18 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_15780-Pp3c19_15790Pp3c19_15780-Pp3c19_15790intergenic_regionPp3c19_15780-Pp3c19_15790NA NA n.10403862_10403863insANA NA NA NA NA
Chr19 10421425 TTA T Chr19_10421425_TTA_TTTA_T INDEL 1293.35 27 6 10 0 1 1 0 1 0 1 0 0 0 0 28 6 10 22 17 28 26 17 14 22 8 7 14 4 0.964 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c19_15800-Pp3c19_15819Pp3c19_15800-Pp3c19_15819intergenic_regionPp3c19_15800-Pp3c19_15819NA NA n.10421426_10421427delTANA NA NA NA NA
Chr19 10775968 G A Chr19_10775968_G_AG_A SNP 12793.63 13 12 12 13 11 18 21 16 16 14 8 12 6 10 13 12 12 13 11 18 21 16 16 14 8 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939949protein_coding 01-juil c.-572G>A NA NA NA NA 572
Chr19 10775968 G A Chr19_10775968_G_AG_A SNP 12793.63 13 12 12 13 11 18 21 16 16 14 8 12 6 10 13 12 12 13 11 18 21 16 16 14 8 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939950protein_coding 01-juil c.-572G>A NA NA NA NA 572
Chr19 10775968 G A Chr19_10775968_G_AG_A SNP 12793.63 13 12 12 13 11 18 21 16 16 14 8 12 6 10 13 12 12 13 11 18 21 16 16 14 8 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_16442Pp3c19_16442transcript PAC:32939954protein_codingNA c.*514G>A NA NA NA NA 261
Chr19 10775969 C A Chr19_10775969_C_AC_A SNP 13018.63 12 12 12 12 11 18 21 16 16 13 7 12 6 10 12 12 12 12 11 18 21 16 16 13 7 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939949protein_coding 01-juil c.-571C>A NA NA NA NA 571
Chr19 10775969 C A Chr19_10775969_C_AC_A SNP 13018.63 12 12 12 12 11 18 21 16 16 13 7 12 6 10 12 12 12 12 11 18 21 16 16 13 7 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939950protein_coding 01-juil c.-571C>A NA NA NA NA 571
Chr19 10775969 C A Chr19_10775969_C_AC_A SNP 13018.63 12 12 12 12 11 18 21 16 16 13 7 12 6 10 12 12 12 12 11 18 21 16 16 13 7 12 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_16442Pp3c19_16442transcript PAC:32939954protein_codingNA c.*515C>A NA NA NA NA 262
Chr19 10775983 T C Chr19_10775983_T_CT_C SNP 13666.63 13 12 15 12 8 22 21 19 17 14 7 10 7 11 13 12 15 12 8 22 21 19 17 14 7 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939949protein_coding 01-juil c.-557T>C NA NA NA NA 557
Chr19 10775983 T C Chr19_10775983_T_CT_C SNP 13666.63 13 12 15 12 8 22 21 19 17 14 7 10 7 11 13 12 15 12 8 22 21 19 17 14 7 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939950protein_coding 01-juil c.-557T>C NA NA NA NA 557
Chr19 10775983 T C Chr19_10775983_T_CT_C SNP 13666.63 13 12 15 12 8 22 21 19 17 14 7 10 7 11 13 12 15 12 8 22 21 19 17 14 7 10 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_16442Pp3c19_16442transcript PAC:32939954protein_codingNA c.*529T>C NA NA NA NA 276
Chr19 10775996 G GT Chr19_10775996_G_GTG_GT INDEL 13266.59 13 12 16 9 11 22 23 19 19 10 7 9 6 12 13 12 16 9 11 22 23 19 19 10 7 9 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939949protein_coding 01-juil c.-544_-543insTNA NA NA NA 543
Chr19 10775996 G GT Chr19_10775996_G_GTG_GT INDEL 13266.59 13 12 16 9 11 22 23 19 19 10 7 9 6 12 13 12 16 9 11 22 23 19 19 10 7 9 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939950protein_coding 01-juil c.-544_-543insTNA NA NA NA 543
Chr19 10775996 G GT Chr19_10775996_G_GTG_GT INDEL 13266.59 13 12 16 9 11 22 23 19 19 10 7 9 6 12 13 12 16 9 11 22 23 19 19 10 7 9 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_16442Pp3c19_16442transcript PAC:32939954protein_codingNA c.*542_*543insTNA NA NA NA 290
Chr19 10776192 C T Chr19_10776192_C_TC_T SNP 12455.63 17 14 12 8 13 14 24 18 10 14 4 13 4 5 17 14 12 8 13 14 24 18 10 14 4 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939949protein_coding 01-juil c.-348C>T NA NA NA NA 348
Chr19 10776192 C T Chr19_10776192_C_TC_T SNP 12455.63 17 14 12 8 13 14 24 18 10 14 4 13 4 5 17 14 12 8 13 14 24 18 10 14 4 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939950protein_coding 01-juil c.-348C>T NA NA NA NA 348
Chr19 10776192 C T Chr19_10776192_C_TC_T SNP 12455.63 17 14 12 8 13 14 24 18 10 14 4 13 4 5 17 14 12 8 13 14 24 18 10 14 4 13 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_16442Pp3c19_16442transcript PAC:32939954protein_codingNA c.*738C>T NA NA NA NA 485
Chr19 10776427 G GC Chr19_10776427_G_GCG_GC INDEL 13848.59 19 12 9 9 9 19 26 16 13 20 15 11 9 12 19 12 9 9 9 19 26 16 13 20 15 11 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939949protein_coding 01-juil c.-112dupC NA NA NA NA 111
Chr19 10776427 G GC Chr19_10776427_G_GCG_GC INDEL 13848.59 19 12 9 9 9 19 26 16 13 20 15 11 9 12 19 12 9 9 9 19 26 16 13 20 15 11 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939950protein_coding 01-juil c.-112dupC NA NA NA NA 111
Chr19 10776427 G GC Chr19_10776427_G_GCG_GC INDEL 13848.59 19 12 9 9 9 19 26 16 13 20 15 11 9 12 19 12 9 9 9 19 26 16 13 20 15 11 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_16442Pp3c19_16442transcript PAC:32939954protein_codingNA c.*973_*974insCNA NA NA NA 721
Chr19 10776431 G GGAGGAA Chr19_10776431_G_GGAGGAAG_GGAGGAAINDEL 10779.59 19 11 8 9 9 15 24 13 9 16 13 7 7 11 19 11 8 9 9 15 24 13 10 16 13 7 7 11 1 1 1 1 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939949protein_coding 01-juil c.-104_-103insAGAGGANA NA NA NA 103
Chr19 10776431 G GGAGGAA Chr19_10776431_G_GGAGGAAG_GGAGGAAINDEL 10779.59 19 11 8 9 9 15 24 13 9 16 13 7 7 11 19 11 8 9 9 15 24 13 10 16 13 7 7 11 1 1 1 1 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939950protein_coding 01-juil c.-104_-103insAGAGGANA NA NA NA 103
Chr19 10776431 G GGAGGAA Chr19_10776431_G_GGAGGAAG_GGAGGAAINDEL 10779.59 19 11 8 9 9 15 24 13 9 16 13 7 7 11 19 11 8 9 9 15 24 13 10 16 13 7 7 11 1 1 1 1 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_16442Pp3c19_16442transcript PAC:32939954protein_codingNA c.*977_*978insGAGGAANA NA NA NA 725
Chr19 10776440 A G Chr19_10776440_A_GA_G SNP 14032.63 21 13 9 9 12 17 28 16 12 18 14 7 7 14 21 13 9 9 12 17 28 16 12 18 14 7 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939949protein_coding 01-juil c.-100A>G NA NA NA NA 100
Chr19 10776440 A G Chr19_10776440_A_GA_G SNP 14032.63 21 13 9 9 12 17 28 16 12 18 14 7 7 14 21 13 9 9 12 17 28 16 12 18 14 7 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939950protein_coding 01-juil c.-100A>G NA NA NA NA 100
Chr19 10776440 A G Chr19_10776440_A_GA_G SNP 14032.63 21 13 9 9 12 17 28 16 12 18 14 7 7 14 21 13 9 9 12 17 28 16 12 18 14 7 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_16442Pp3c19_16442transcript PAC:32939954protein_codingNA c.*986A>G NA NA NA NA 733
Chr19 10776488 A T Chr19_10776488_A_TA_T SNP 14231.63 23 12 11 13 17 15 21 18 10 17 13 5 5 18 23 12 11 13 17 15 21 18 10 17 13 5 5 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939949protein_coding 01-juil c.-52A>T NA NA NA NA 52
Chr19 10776488 A T Chr19_10776488_A_TA_T SNP 14231.63 23 12 11 13 17 15 21 18 10 17 13 5 5 18 23 12 11 13 17 15 21 18 10 17 13 5 5 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939950protein_coding 01-juil c.-52A>T NA NA NA NA 52



Chr19 10776488 A T Chr19_10776488_A_TA_T SNP 14231.63 23 12 11 13 17 15 21 18 10 17 13 5 5 18 23 12 11 13 17 15 21 18 10 17 13 5 5 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_16442Pp3c19_16442transcript PAC:32939954protein_codingNA c.*1034A>T NA NA NA NA 781
Chr19 10776512 T C Chr19_10776512_T_CT_C SNP 14484.63 24 10 9 15 17 15 21 17 9 21 9 6 7 15 24 10 9 15 17 15 21 17 9 21 9 6 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939949protein_coding 01-juil c.-28T>C NA NA NA NA 28
Chr19 10776512 T C Chr19_10776512_T_CT_C SNP 14484.63 24 10 9 15 17 15 21 17 9 21 9 6 7 15 24 10 9 15 17 15 21 17 9 21 9 6 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_16450Pp3c19_16450transcript PAC:32939950protein_coding 01-juil c.-28T>C NA NA NA NA 28
Chr19 10776512 T C Chr19_10776512_T_CT_C SNP 14484.63 24 10 9 15 17 15 21 17 9 21 9 6 7 15 24 10 9 15 17 15 21 17 9 21 9 6 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_16442Pp3c19_16442transcript PAC:32939954protein_codingNA c.*1058T>C NA NA NA NA 805
Chr19 10968303 TAA T Chr19_10968303_TAA_TTAA_T INDEL 14797.59 19 20 15 22 12 15 25 20 18 19 12 15 4 10 19 20 15 22 12 15 25 20 18 19 12 15 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_16780Pp3c19_16780transcript PAC:32939285protein_codingNA c.-1750_-1749delAANA NA NA NA 953
Chr19 10968303 TAA T Chr19_10968303_TAA_TTAA_T INDEL 14797.59 19 20 15 22 12 15 25 20 18 19 12 15 4 10 19 20 15 22 12 15 25 20 18 19 12 15 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_16780Pp3c19_16780transcript PAC:32939286protein_codingNA c.-1750_-1749delAANA NA NA NA 722
Chr19 10968303 TAA T Chr19_10968303_TAA_TTAA_T INDEL 14797.59 19 20 15 22 12 15 25 20 18 19 12 15 4 10 19 20 15 22 12 15 25 20 18 19 12 15 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_16740-Pp3c19_16780Pp3c19_16740-Pp3c19_16780intergenic_regionPp3c19_16740-Pp3c19_16780NA NA n.10968304_10968305delAANA NA NA NA NA
Chr19 11001006 T TA Chr19_11001006_T_TAT_TA INDEL 15869.59 38 13 17 30 15 30 26 20 21 18 12 21 12 16 38 13 17 30 15 30 26 20 21 18 12 21 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_16830Pp3c19_16830transcript PAC:32938052protein_codingNA c.-3330_-3329insTNA NA NA NA 3330
Chr19 11001006 T TA Chr19_11001006_T_TAT_TA INDEL 15869.59 38 13 17 30 15 30 26 20 21 18 12 21 12 16 38 13 17 30 15 30 26 20 21 18 12 21 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_16830Pp3c19_16830transcript PAC:32938053protein_codingNA c.-3330_-3329insTNA NA NA NA 3197
Chr19 11001006 T TA Chr19_11001006_T_TAT_TA INDEL 15869.59 38 13 17 30 15 30 26 20 21 18 12 21 12 16 38 13 17 30 15 30 26 20 21 18 12 21 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_16830-Pp3c19_16850Pp3c19_16830-Pp3c19_16850intergenic_regionPp3c19_16830-Pp3c19_16850NA NA n.11001006_11001007insANA NA NA NA NA
Chr19 11001080 C CA Chr19_11001080_C_CAC_CA INDEL 15766.59 27 11 22 34 14 32 26 17 20 30 19 16 15 16 27 11 22 34 14 32 26 17 20 30 19 16 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_16830Pp3c19_16830transcript PAC:32938052protein_codingNA c.-3404_-3403insTNA NA NA NA 3404
Chr19 11001080 C CA Chr19_11001080_C_CAC_CA INDEL 15766.59 27 11 22 34 14 32 26 17 20 30 19 16 15 16 27 11 22 34 14 32 26 17 20 30 19 16 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_16830Pp3c19_16830transcript PAC:32938053protein_codingNA c.-3404_-3403insTNA NA NA NA 3271
Chr19 11001080 C CA Chr19_11001080_C_CAC_CA INDEL 15766.59 27 11 22 34 14 32 26 17 20 30 19 16 15 16 27 11 22 34 14 32 26 17 20 30 19 16 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_16830-Pp3c19_16850Pp3c19_16830-Pp3c19_16850intergenic_regionPp3c19_16830-Pp3c19_16850NA NA n.11001080_11001081insANA NA NA NA NA
Chr19 11083477 C A Chr19_11083477_C_AC_A SNP 19079.63 34 13 20 24 17 26 32 31 18 24 18 20 11 9 34 13 20 24 17 26 32 31 18 24 18 20 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_17050-Pp3c19_17080Pp3c19_17050-Pp3c19_17080intergenic_regionPp3c19_17050-Pp3c19_17080NA NA n.11083477C>ANA NA NA NA NA
Chr19 11289201 G A Chr19_11289201_G_AG_A SNP 16339.63 25 23 12 22 19 29 21 23 26 29 13 22 12 13 25 23 12 22 19 29 21 23 26 29 13 22 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_17390-Pp3c19_17420Pp3c19_17390-Pp3c19_17420intergenic_regionPp3c19_17390-Pp3c19_17420NA NA n.11289201G>ANA NA NA NA NA
Chr19 11417901 T TA Chr19_11417901_T_TAT_TA INDEL 19137.59 22 17 15 27 23 22 36 22 14 26 9 18 17 12 22 17 15 27 23 22 36 22 14 26 9 18 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_17609Pp3c19_17609transcript PAC:32939165protein_codingNA c.-1911_-1910insANA NA NA NA 1746
Chr19 11417901 T TA Chr19_11417901_T_TAT_TA INDEL 19137.59 22 17 15 27 23 22 36 22 14 26 9 18 17 12 22 17 15 27 23 22 36 22 14 26 9 18 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_17620Pp3c19_17620transcript PAC:32939931protein_codingNA c.-3426_-3425insANA NA NA NA 3317
Chr19 11417901 T TA Chr19_11417901_T_TAT_TA INDEL 19137.59 22 17 15 27 23 22 36 22 14 26 9 18 17 12 22 17 15 27 23 22 36 22 14 26 9 18 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_17620Pp3c19_17620transcript PAC:32939932protein_codingNA c.-3426_-3425insANA NA NA NA 3316
Chr19 11417901 T TA Chr19_11417901_T_TAT_TA INDEL 19137.59 22 17 15 27 23 22 36 22 14 26 9 18 17 12 22 17 15 27 23 22 36 22 14 26 9 18 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_17580-Pp3c19_17609Pp3c19_17580-Pp3c19_17609intergenic_regionPp3c19_17580-Pp3c19_17609NA NA n.11417901_11417902insANA NA NA NA NA
Chr19 11417906 AG A Chr19_11417906_AG_AAG_A INDEL 19490.59 26 18 15 28 20 22 35 23 14 27 10 19 18 12 26 18 15 28 20 22 35 23 14 27 10 19 18 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_17609Pp3c19_17609transcript PAC:32939165protein_codingNA c.-1905delG NA NA NA NA 1741
Chr19 11417906 AG A Chr19_11417906_AG_AAG_A INDEL 19490.59 26 18 15 28 20 22 35 23 14 27 10 19 18 12 26 18 15 28 20 22 35 23 14 27 10 19 18 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_17620Pp3c19_17620transcript PAC:32939931protein_codingNA c.-3420delG NA NA NA NA 3312
Chr19 11417906 AG A Chr19_11417906_AG_AAG_A INDEL 19490.59 26 18 15 28 20 22 35 23 14 27 10 19 18 12 26 18 15 28 20 22 35 23 14 27 10 19 18 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_17620Pp3c19_17620transcript PAC:32939932protein_codingNA c.-3420delG NA NA NA NA 3311
Chr19 11417906 AG A Chr19_11417906_AG_AAG_A INDEL 19490.59 26 18 15 28 20 22 35 23 14 27 10 19 18 12 26 18 15 28 20 22 35 23 14 27 10 19 18 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_17580-Pp3c19_17609Pp3c19_17580-Pp3c19_17609intergenic_regionPp3c19_17580-Pp3c19_17609NA NA n.11417907delGNA NA NA NA NA
Chr19 11417956 A T Chr19_11417956_A_TA_T SNP 19812.63 36 15 18 27 25 22 34 26 19 27 7 13 14 17 36 15 18 27 25 22 34 26 19 27 7 13 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_17609Pp3c19_17609transcript PAC:32939165protein_codingNA c.-1856A>T NA NA NA NA 1692
Chr19 11417956 A T Chr19_11417956_A_TA_T SNP 19812.63 36 15 18 27 25 22 34 26 19 27 7 13 14 17 36 15 18 27 25 22 34 26 19 27 7 13 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_17620Pp3c19_17620transcript PAC:32939931protein_codingNA c.-3371A>T NA NA NA NA 3263
Chr19 11417956 A T Chr19_11417956_A_TA_T SNP 19812.63 36 15 18 27 25 22 34 26 19 27 7 13 14 17 36 15 18 27 25 22 34 26 19 27 7 13 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_17620Pp3c19_17620transcript PAC:32939932protein_codingNA c.-3371A>T NA NA NA NA 3262
Chr19 11417956 A T Chr19_11417956_A_TA_T SNP 19812.63 36 15 18 27 25 22 34 26 19 27 7 13 14 17 36 15 18 27 25 22 34 26 19 27 7 13 14 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_17580-Pp3c19_17609Pp3c19_17580-Pp3c19_17609intergenic_regionPp3c19_17580-Pp3c19_17609NA NA n.11417956A>TNA NA NA NA NA
Chr19 11436229 AG A Chr19_11436229_AG_AAG_A INDEL 8426.59 7 6 5 15 13 9 13 10 7 6 5 6 4 4 7 6 5 15 13 9 14 10 7 6 5 6 4 4 1 1 1 1 1 1 0.929 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_17620-Pp3c19_17649Pp3c19_17620-Pp3c19_17649intergenic_regionPp3c19_17620-Pp3c19_17649NA NA n.11436230delGNA NA NA NA NA
Chr19 11436242 AG A Chr19_11436242_AG_AAG_A INDEL 8831.59 8 7 7 15 13 11 13 10 8 7 4 7 4 4 8 7 7 15 13 11 13 10 8 7 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_17620-Pp3c19_17649Pp3c19_17620-Pp3c19_17649intergenic_regionPp3c19_17620-Pp3c19_17649NA NA n.11436243delGNA NA NA NA NA
Chr19 11436657 A AT Chr19_11436657_A_ATA_AT INDEL 14215.59 29 20 7 10 13 36 24 21 26 26 7 16 12 8 29 20 7 10 13 36 24 21 26 26 7 16 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_17620-Pp3c19_17649Pp3c19_17620-Pp3c19_17649intergenic_regionPp3c19_17620-Pp3c19_17649NA NA n.11436657_11436658insTNA NA NA NA NA
Chr19 11633989 C CA Chr19_11633989_C_CAC_CA INDEL 16265.59 25 21 12 22 20 17 25 22 18 10 14 21 12 9 25 21 12 22 20 17 25 22 18 10 14 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_17840Pp3c19_17840transcript PAC:32940070protein_coding 08-août c.*740_*741insANA NA NA NA 741
Chr19 11633989 C CA Chr19_11633989_C_CAC_CA INDEL 16265.59 25 21 12 22 20 17 25 22 18 10 14 21 12 9 25 21 12 22 20 17 25 22 18 10 14 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_17840Pp3c19_17840transcript PAC:32940071protein_coding 09-sept c.*531_*532insANA NA NA NA 741
Chr19 11633989 C CA Chr19_11633989_C_CAC_CA INDEL 16265.59 25 21 12 22 20 17 25 22 18 10 14 21 12 9 25 21 12 22 20 17 25 22 18 10 14 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_17840Pp3c19_17840transcript PAC:32940076protein_coding 08-sept c.*740_*741insANA NA NA NA 741
Chr19 11633989 C CA Chr19_11633989_C_CAC_CA INDEL 16265.59 25 21 12 22 20 17 25 22 18 10 14 21 12 9 25 21 12 22 20 17 25 22 18 10 14 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_17840Pp3c19_17840transcript PAC:32940073protein_coding 09-sept c.*531_*532insANA NA NA NA 741
Chr19 11633989 C CA Chr19_11633989_C_CAC_CA INDEL 16265.59 25 21 12 22 20 17 25 22 18 10 14 21 12 9 25 21 12 22 20 17 25 22 18 10 14 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_17840Pp3c19_17840transcript PAC:32940074protein_coding 10-oct c.*531_*532insANA NA NA NA 741
Chr19 11633989 C CA Chr19_11633989_C_CAC_CA INDEL 16265.59 25 21 12 22 20 17 25 22 18 10 14 21 12 9 25 21 12 22 20 17 25 22 18 10 14 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_17840Pp3c19_17840transcript PAC:32940078protein_coding 08-sept c.*740_*741insANA NA NA NA 741
Chr19 11633989 C CA Chr19_11633989_C_CAC_CA INDEL 16265.59 25 21 12 22 20 17 25 22 18 10 14 21 12 9 25 21 12 22 20 17 25 22 18 10 14 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_17840Pp3c19_17840transcript PAC:32940079protein_coding 09-oct c.*740_*741insANA NA NA NA 741
Chr19 11633989 C CA Chr19_11633989_C_CAC_CA INDEL 16265.59 25 21 12 22 20 17 25 22 18 10 14 21 12 9 25 21 12 22 20 17 25 22 18 10 14 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_17840Pp3c19_17840transcript PAC:32940072protein_coding 10-oct c.*531_*532insANA NA NA NA 741
Chr19 11633989 C CA Chr19_11633989_C_CAC_CA INDEL 16265.59 25 21 12 22 20 17 25 22 18 10 14 21 12 9 25 21 12 22 20 17 25 22 18 10 14 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_17840Pp3c19_17840transcript PAC:32940075protein_coding 10-oct c.*531_*532insANA NA NA NA 741
Chr19 11633989 C CA Chr19_11633989_C_CAC_CA INDEL 16265.59 25 21 12 22 20 17 25 22 18 10 14 21 12 9 25 21 12 22 20 17 25 22 18 10 14 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_17840Pp3c19_17840transcript PAC:32940077protein_coding 09-oct c.*740_*741insANA NA NA NA 741
Chr19 11633989 C CA Chr19_11633989_C_CAC_CA INDEL 16265.59 25 21 12 22 20 17 25 22 18 10 14 21 12 9 25 21 12 22 20 17 25 22 18 10 14 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_17840Pp3c19_17840transcript PAC:32940080protein_coding 08-sept c.*740_*741insANA NA NA NA 741
Chr19 11657226 G A Chr19_11657226_G_AG_A SNP 17112.63 26 10 19 21 18 13 22 23 22 19 17 15 15 9 26 10 19 21 18 13 22 23 22 19 17 15 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_17860-Pp3c19_17890Pp3c19_17860-Pp3c19_17890intergenic_regionPp3c19_17860-Pp3c19_17890NA NA n.11657226G>ANA NA NA NA NA
Chr19 11666708 C CTAT Chr19_11666708_C_CTATC_CTAT INDEL 735.37 0 0 0 0 0 0 18 0 0 0 0 0 0 0 28 21 12 29 14 25 18 20 27 28 13 14 11 10 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c19_17890Pp3c19_17890transcript PAC:32937686protein_codingNA c.-2722_-2721insATANA NA NA NA 2722
Chr19 11666708 C CTAT Chr19_11666708_C_CTATC_CTAT INDEL 735.37 0 0 0 0 0 0 18 0 0 0 0 0 0 0 28 21 12 29 14 25 18 20 27 28 13 14 11 10 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c19_17895Pp3c19_17895transcript PAC:32939944protein_codingNA c.*3860_*3861insATANA NA NA NA 3860
Chr19 11666708 C CTAT Chr19_11666708_C_CTATC_CTAT INDEL 735.37 0 0 0 0 0 0 18 0 0 0 0 0 0 0 28 21 12 29 14 25 18 20 27 28 13 14 11 10 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c19_17890-Pp3c19_17895Pp3c19_17890-Pp3c19_17895intergenic_regionPp3c19_17890-Pp3c19_17895NA NA n.11666708_11666709insTATNA NA NA NA NA
Chr19 11752375 G A Chr19_11752375_G_AG_A SNP 4163.98 0 0 0 0 0 0 0 0 18 23 18 16 9 17 23 15 19 27 14 37 36 22 18 23 18 16 9 17 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c19_17895-Pp3c19_18000Pp3c19_17895-Pp3c19_18000intergenic_regionPp3c19_17895-Pp3c19_18000NA NA n.11752375G>ANA NA NA NA NA
Chr19 11810019 T A Chr19_11810019_T_AT_A SNP 5508.29 0 0 0 29 19 24 34 18 0 0 0 0 0 0 23 16 12 29 19 24 34 18 15 22 6 19 8 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_18080Pp3c19_18080transcript PAC:32939758protein_codingNA c.-2370T>A NA NA NA NA 2351
Chr19 11810019 T A Chr19_11810019_T_AT_A SNP 5508.29 0 0 0 29 19 24 34 18 0 0 0 0 0 0 23 16 12 29 19 24 34 18 15 22 6 19 8 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_18080Pp3c19_18080transcript PAC:32939762protein_codingNA c.-2690T>A NA NA NA NA 1701
Chr19 11810019 T A Chr19_11810019_T_AT_A SNP 5508.29 0 0 0 29 19 24 34 18 0 0 0 0 0 0 23 16 12 29 19 24 34 18 15 22 6 19 8 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_18080Pp3c19_18080transcript PAC:32939760protein_codingNA c.-2690T>A NA NA NA NA 2052
Chr19 11810019 T A Chr19_11810019_T_AT_A SNP 5508.29 0 0 0 29 19 24 34 18 0 0 0 0 0 0 23 16 12 29 19 24 34 18 15 22 6 19 8 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_18080Pp3c19_18080transcript PAC:32939761protein_codingNA c.-2690T>A NA NA NA NA 2351
Chr19 11810019 T A Chr19_11810019_T_AT_A SNP 5508.29 0 0 0 29 19 24 34 18 0 0 0 0 0 0 23 16 12 29 19 24 34 18 15 22 6 19 8 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_18080Pp3c19_18080transcript PAC:32939759protein_codingNA c.-2370T>A NA NA NA NA 2352
Chr19 11810019 T A Chr19_11810019_T_AT_A SNP 5508.29 0 0 0 29 19 24 34 18 0 0 0 0 0 0 23 16 12 29 19 24 34 18 15 22 6 19 8 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_18000-Pp3c19_18080Pp3c19_18000-Pp3c19_18080intergenic_regionPp3c19_18000-Pp3c19_18080NA NA n.11810019T>ANA NA NA NA NA
Chr19 12073095 G GAT Chr19_12073095_G_GATG_GAT INDEL 11678.59 23 8 17 18 13 20 26 21 18 14 17 24 8 9 23 8 17 18 13 20 26 21 18 15 17 24 8 9 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_18410Pp3c19_18410transcript PAC:32939120protein_codingNA c.-3973_-3972insATNA NA NA NA 2597
Chr19 12073095 G GAT Chr19_12073095_G_GATG_GAT INDEL 11678.59 23 8 17 18 13 20 26 21 18 14 17 24 8 9 23 8 17 18 13 20 26 21 18 15 17 24 8 9 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_18410Pp3c19_18410transcript PAC:32939121protein_codingNA c.-3973_-3972insATNA NA NA NA 2369
Chr19 12073095 G GAT Chr19_12073095_G_GATG_GAT INDEL 11678.59 23 8 17 18 13 20 26 21 18 14 17 24 8 9 23 8 17 18 13 20 26 21 18 15 17 24 8 9 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_18410Pp3c19_18410transcript PAC:32939122protein_codingNA c.-3973_-3972insATNA NA NA NA 3098
Chr19 12073095 G GAT Chr19_12073095_G_GATG_GAT INDEL 11678.59 23 8 17 18 13 20 26 21 18 14 17 24 8 9 23 8 17 18 13 20 26 21 18 15 17 24 8 9 1 1 1 1 1 1 1 1 1 0.933 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18380-Pp3c19_18410Pp3c19_18380-Pp3c19_18410intergenic_regionPp3c19_18380-Pp3c19_18410NA NA n.12073095_12073096insATNA NA NA NA NA
Chr19 12386102 A G Chr19_12386102_A_GA_G SNP 16955.63 33 13 20 20 26 18 36 27 17 24 13 19 12 9 33 13 20 20 26 18 36 27 17 24 13 19 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_18730Pp3c19_18730transcript PAC:32939572protein_codingNA c.*2747T>C NA NA NA NA 2747
Chr19 12386102 A G Chr19_12386102_A_GA_G SNP 16955.63 33 13 20 20 26 18 36 27 17 24 13 19 12 9 33 13 20 20 26 18 36 27 17 24 13 19 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18700-Pp3c19_18730Pp3c19_18700-Pp3c19_18730intergenic_regionPp3c19_18700-Pp3c19_18730NA NA n.12386102A>GNA NA NA NA NA
Chr19 12414265 C T Chr19_12414265_C_TC_T SNP 12763.29 38 19 19 0 0 0 0 0 16 20 19 25 10 15 39 19 19 24 19 27 29 19 16 20 19 25 10 15 0.974 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c19_18770Pp3c19_18770transcript PAC:32938961protein_codingNA c.-4749G>A NA NA NA NA 4518
Chr19 12414265 C T Chr19_12414265_C_TC_T SNP 12763.29 38 19 19 0 0 0 0 0 16 20 19 25 10 15 39 19 19 24 19 27 29 19 16 20 19 25 10 15 0.974 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c19_18770Pp3c19_18770transcript PAC:32938963protein_codingNA c.-5526G>A NA NA NA NA 4845
Chr19 12414265 C T Chr19_12414265_C_TC_T SNP 12763.29 38 19 19 0 0 0 0 0 16 20 19 25 10 15 39 19 19 24 19 27 29 19 16 20 19 25 10 15 0.974 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c19_18770Pp3c19_18770transcript PAC:32938962protein_codingNA c.-4749G>A NA NA NA NA 4418
Chr19 12414265 C T Chr19_12414265_C_TC_T SNP 12763.29 38 19 19 0 0 0 0 0 16 20 19 25 10 15 39 19 19 24 19 27 29 19 16 20 19 25 10 15 0.974 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c19_18770-Pp3c19_18920Pp3c19_18770-Pp3c19_18920intergenic_regionPp3c19_18770-Pp3c19_18920NA NA n.12414265C>TNA NA NA NA NA
Chr19 12419268 AT A Chr19_12419268_AT_AAT_A INDEL 11791.59 16 8 5 17 12 18 19 11 13 12 10 8 6 9 16 8 5 17 12 18 19 11 13 12 10 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18770-Pp3c19_18920Pp3c19_18770-Pp3c19_18920intergenic_regionPp3c19_18770-Pp3c19_18920NA NA n.12419269delTNA NA NA NA NA
Chr19 12419271 CTT C Chr19_12419271_CTT_CCTT_C INDEL 12016.59 16 8 6 17 14 20 20 11 13 12 10 8 6 9 16 8 6 17 14 20 20 11 13 12 10 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18770-Pp3c19_18920Pp3c19_18770-Pp3c19_18920intergenic_regionPp3c19_18770-Pp3c19_18920NA NA n.12419272_12419273delTTNA NA NA NA NA
Chr19 12419286 TCG T Chr19_12419286_TCG_TTCG_T INDEL 12656.59 17 7 6 10 13 19 17 12 8 10 11 10 4 6 17 7 6 10 13 19 17 12 8 10 11 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18770-Pp3c19_18920Pp3c19_18770-Pp3c19_18920intergenic_regionPp3c19_18770-Pp3c19_18920NA NA n.12419287_12419288delCGNA NA NA NA NA
Chr19 12419292 C T Chr19_12419292_C_TC_T SNP 11990.63 20 7 6 10 14 20 18 12 8 10 10 11 4 6 20 7 6 10 14 20 18 12 8 10 10 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18770-Pp3c19_18920Pp3c19_18770-Pp3c19_18920intergenic_regionPp3c19_18770-Pp3c19_18920NA NA n.12419292C>TNA NA NA NA NA
Chr19 12419293 G A Chr19_12419293_G_AG_A SNP 12375.63 20 7 6 11 14 19 18 11 8 10 10 11 4 6 20 7 6 11 14 19 18 11 8 10 10 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18770-Pp3c19_18920Pp3c19_18770-Pp3c19_18920intergenic_regionPp3c19_18770-Pp3c19_18920NA NA n.12419293G>ANA NA NA NA NA
Chr19 12419294 C CATA Chr19_12419294_C_CATAC_CATA INDEL 12398.59 20 7 5 11 15 19 18 12 9 10 10 11 4 6 20 7 5 11 15 19 18 12 9 10 10 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18770-Pp3c19_18920Pp3c19_18770-Pp3c19_18920intergenic_regionPp3c19_18770-Pp3c19_18920NA NA n.12419294_12419295insATANA NA NA NA NA
Chr19 12419296 GC G Chr19_12419296_GC_GGC_G INDEL 12083.59 18 8 5 10 15 19 19 14 9 9 11 11 4 7 18 8 5 10 15 19 19 14 9 9 11 11 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18770-Pp3c19_18920Pp3c19_18770-Pp3c19_18920intergenic_regionPp3c19_18770-Pp3c19_18920NA NA n.12419297delCNA NA NA NA NA
Chr19 12419340 A T Chr19_12419340_A_TA_T SNP 12958.63 19 10 7 17 19 16 28 14 13 20 12 14 8 5 19 10 7 17 19 16 28 14 13 20 12 14 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18770-Pp3c19_18920Pp3c19_18770-Pp3c19_18920intergenic_regionPp3c19_18770-Pp3c19_18920NA NA n.12419340A>TNA NA NA NA NA
Chr19 12434350 G T Chr19_12434350_G_TG_T SNP 22114.63 26 14 15 31 32 18 22 26 19 32 11 14 12 23 26 14 15 31 32 18 22 26 19 32 11 14 12 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18770-Pp3c19_18920Pp3c19_18770-Pp3c19_18920intergenic_regionPp3c19_18770-Pp3c19_18920NA NA n.12434350G>TNA NA NA NA NA
Chr19 12498090 C A Chr19_12498090_C_AC_A SNP 11901.63 24 9 7 20 8 19 23 11 14 13 6 9 5 11 24 9 7 20 8 19 23 11 14 13 6 9 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18770-Pp3c19_18920Pp3c19_18770-Pp3c19_18920intergenic_regionPp3c19_18770-Pp3c19_18920NA NA n.12498090C>ANA NA NA NA NA
Chr19 12646027 C G Chr19_12646027_C_GC_G SNP 14614.63 20 10 7 18 19 15 18 16 12 14 22 9 10 7 20 10 7 18 19 15 18 16 12 14 22 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19049Pp3c19_19049transcript PAC:32938967protein_codingNA c.-713C>G NA NA NA NA 213
Chr19 12646027 C G Chr19_12646027_C_GC_G SNP 14614.63 20 10 7 18 19 15 18 16 12 14 22 9 10 7 20 10 7 18 19 15 18 16 12 14 22 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939262protein_codingNA c.-2097C>G NA NA NA NA 1321
Chr19 12646027 C G Chr19_12646027_C_GC_G SNP 14614.63 20 10 7 18 19 15 18 16 12 14 22 9 10 7 20 10 7 18 19 15 18 16 12 14 22 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939268protein_codingNA c.-2377C>G NA NA NA NA 1063
Chr19 12646027 C G Chr19_12646027_C_GC_G SNP 14614.63 20 10 7 18 19 15 18 16 12 14 22 9 10 7 20 10 7 18 19 15 18 16 12 14 22 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939267protein_codingNA c.-2377C>G NA NA NA NA 1222
Chr19 12646027 C G Chr19_12646027_C_GC_G SNP 14614.63 20 10 7 18 19 15 18 16 12 14 22 9 10 7 20 10 7 18 19 15 18 16 12 14 22 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939263protein_codingNA c.-2097C>G NA NA NA NA 1321
Chr19 12646027 C G Chr19_12646027_C_GC_G SNP 14614.63 20 10 7 18 19 15 18 16 12 14 22 9 10 7 20 10 7 18 19 15 18 16 12 14 22 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939264protein_codingNA c.-2097C>G NA NA NA NA 1321
Chr19 12646027 C G Chr19_12646027_C_GC_G SNP 14614.63 20 10 7 18 19 15 18 16 12 14 22 9 10 7 20 10 7 18 19 15 18 16 12 14 22 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939265protein_codingNA c.-2097C>G NA NA NA NA 1321
Chr19 12646027 C G Chr19_12646027_C_GC_G SNP 14614.63 20 10 7 18 19 15 18 16 12 14 22 9 10 7 20 10 7 18 19 15 18 16 12 14 22 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939266protein_codingNA c.-2097C>G NA NA NA NA 1321
Chr19 12646027 C G Chr19_12646027_C_GC_G SNP 14614.63 20 10 7 18 19 15 18 16 12 14 22 9 10 7 20 10 7 18 19 15 18 16 12 14 22 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939269protein_codingNA c.-2377C>G NA NA NA NA 1321
Chr19 12646027 C G Chr19_12646027_C_GC_G SNP 14614.63 20 10 7 18 19 15 18 16 12 14 22 9 10 7 20 10 7 18 19 15 18 16 12 14 22 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18920-Pp3c19_19049Pp3c19_18920-Pp3c19_19049intergenic_regionPp3c19_18920-Pp3c19_19049NA NA n.12646027C>GNA NA NA NA NA
Chr19 12646037 CA C Chr19_12646037_CA_CCA_C INDEL 14835.59 19 11 7 16 23 15 21 15 14 12 21 10 11 7 19 11 7 16 23 15 21 15 14 12 21 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19049Pp3c19_19049transcript PAC:32938967protein_codingNA c.-702delA NA NA NA NA 202
Chr19 12646037 CA C Chr19_12646037_CA_CCA_C INDEL 14835.59 19 11 7 16 23 15 21 15 14 12 21 10 11 7 19 11 7 16 23 15 21 15 14 12 21 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939262protein_codingNA c.-2086delA NA NA NA NA 1310
Chr19 12646037 CA C Chr19_12646037_CA_CCA_C INDEL 14835.59 19 11 7 16 23 15 21 15 14 12 21 10 11 7 19 11 7 16 23 15 21 15 14 12 21 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939268protein_codingNA c.-2366delA NA NA NA NA 1052
Chr19 12646037 CA C Chr19_12646037_CA_CCA_C INDEL 14835.59 19 11 7 16 23 15 21 15 14 12 21 10 11 7 19 11 7 16 23 15 21 15 14 12 21 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939267protein_codingNA c.-2366delA NA NA NA NA 1211
Chr19 12646037 CA C Chr19_12646037_CA_CCA_C INDEL 14835.59 19 11 7 16 23 15 21 15 14 12 21 10 11 7 19 11 7 16 23 15 21 15 14 12 21 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939263protein_codingNA c.-2086delA NA NA NA NA 1310
Chr19 12646037 CA C Chr19_12646037_CA_CCA_C INDEL 14835.59 19 11 7 16 23 15 21 15 14 12 21 10 11 7 19 11 7 16 23 15 21 15 14 12 21 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939264protein_codingNA c.-2086delA NA NA NA NA 1310
Chr19 12646037 CA C Chr19_12646037_CA_CCA_C INDEL 14835.59 19 11 7 16 23 15 21 15 14 12 21 10 11 7 19 11 7 16 23 15 21 15 14 12 21 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939265protein_codingNA c.-2086delA NA NA NA NA 1310
Chr19 12646037 CA C Chr19_12646037_CA_CCA_C INDEL 14835.59 19 11 7 16 23 15 21 15 14 12 21 10 11 7 19 11 7 16 23 15 21 15 14 12 21 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939266protein_codingNA c.-2086delA NA NA NA NA 1310
Chr19 12646037 CA C Chr19_12646037_CA_CCA_C INDEL 14835.59 19 11 7 16 23 15 21 15 14 12 21 10 11 7 19 11 7 16 23 15 21 15 14 12 21 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939269protein_codingNA c.-2366delA NA NA NA NA 1310
Chr19 12646037 CA C Chr19_12646037_CA_CCA_C INDEL 14835.59 19 11 7 16 23 15 21 15 14 12 21 10 11 7 19 11 7 16 23 15 21 15 14 12 21 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18920-Pp3c19_19049Pp3c19_18920-Pp3c19_19049intergenic_regionPp3c19_18920-Pp3c19_19049NA NA n.12646038delANA NA NA NA NA
Chr19 12646039 CT C Chr19_12646039_CT_CCT_C INDEL 14696.59 19 11 7 16 23 14 20 15 13 12 20 10 11 7 19 11 7 16 23 14 20 15 13 12 20 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19049Pp3c19_19049transcript PAC:32938967protein_codingNA c.-700delT NA NA NA NA 200
Chr19 12646039 CT C Chr19_12646039_CT_CCT_C INDEL 14696.59 19 11 7 16 23 14 20 15 13 12 20 10 11 7 19 11 7 16 23 14 20 15 13 12 20 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939262protein_codingNA c.-2084delT NA NA NA NA 1308
Chr19 12646039 CT C Chr19_12646039_CT_CCT_C INDEL 14696.59 19 11 7 16 23 14 20 15 13 12 20 10 11 7 19 11 7 16 23 14 20 15 13 12 20 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939268protein_codingNA c.-2364delT NA NA NA NA 1050
Chr19 12646039 CT C Chr19_12646039_CT_CCT_C INDEL 14696.59 19 11 7 16 23 14 20 15 13 12 20 10 11 7 19 11 7 16 23 14 20 15 13 12 20 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939267protein_codingNA c.-2364delT NA NA NA NA 1209
Chr19 12646039 CT C Chr19_12646039_CT_CCT_C INDEL 14696.59 19 11 7 16 23 14 20 15 13 12 20 10 11 7 19 11 7 16 23 14 20 15 13 12 20 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939263protein_codingNA c.-2084delT NA NA NA NA 1308
Chr19 12646039 CT C Chr19_12646039_CT_CCT_C INDEL 14696.59 19 11 7 16 23 14 20 15 13 12 20 10 11 7 19 11 7 16 23 14 20 15 13 12 20 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939264protein_codingNA c.-2084delT NA NA NA NA 1308
Chr19 12646039 CT C Chr19_12646039_CT_CCT_C INDEL 14696.59 19 11 7 16 23 14 20 15 13 12 20 10 11 7 19 11 7 16 23 14 20 15 13 12 20 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939265protein_codingNA c.-2084delT NA NA NA NA 1308
Chr19 12646039 CT C Chr19_12646039_CT_CCT_C INDEL 14696.59 19 11 7 16 23 14 20 15 13 12 20 10 11 7 19 11 7 16 23 14 20 15 13 12 20 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939266protein_codingNA c.-2084delT NA NA NA NA 1308
Chr19 12646039 CT C Chr19_12646039_CT_CCT_C INDEL 14696.59 19 11 7 16 23 14 20 15 13 12 20 10 11 7 19 11 7 16 23 14 20 15 13 12 20 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939269protein_codingNA c.-2364delT NA NA NA NA 1308
Chr19 12646039 CT C Chr19_12646039_CT_CCT_C INDEL 14696.59 19 11 7 16 23 14 20 15 13 12 20 10 11 7 19 11 7 16 23 14 20 15 13 12 20 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18920-Pp3c19_19049Pp3c19_18920-Pp3c19_19049intergenic_regionPp3c19_18920-Pp3c19_19049NA NA n.12646040delTNA NA NA NA NA
Chr19 12646087 T G Chr19_12646087_T_GT_G SNP 13274.63 25 10 4 16 21 17 24 19 10 10 13 10 7 7 25 10 4 16 21 17 24 19 10 10 13 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19049Pp3c19_19049transcript PAC:32938967protein_codingNA c.-653T>G NA NA NA NA 153
Chr19 12646087 T G Chr19_12646087_T_GT_G SNP 13274.63 25 10 4 16 21 17 24 19 10 10 13 10 7 7 25 10 4 16 21 17 24 19 10 10 13 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939262protein_codingNA c.-2037T>G NA NA NA NA 1261
Chr19 12646087 T G Chr19_12646087_T_GT_G SNP 13274.63 25 10 4 16 21 17 24 19 10 10 13 10 7 7 25 10 4 16 21 17 24 19 10 10 13 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939268protein_codingNA c.-2317T>G NA NA NA NA 1003
Chr19 12646087 T G Chr19_12646087_T_GT_G SNP 13274.63 25 10 4 16 21 17 24 19 10 10 13 10 7 7 25 10 4 16 21 17 24 19 10 10 13 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939267protein_codingNA c.-2317T>G NA NA NA NA 1162
Chr19 12646087 T G Chr19_12646087_T_GT_G SNP 13274.63 25 10 4 16 21 17 24 19 10 10 13 10 7 7 25 10 4 16 21 17 24 19 10 10 13 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939263protein_codingNA c.-2037T>G NA NA NA NA 1261
Chr19 12646087 T G Chr19_12646087_T_GT_G SNP 13274.63 25 10 4 16 21 17 24 19 10 10 13 10 7 7 25 10 4 16 21 17 24 19 10 10 13 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939264protein_codingNA c.-2037T>G NA NA NA NA 1261
Chr19 12646087 T G Chr19_12646087_T_GT_G SNP 13274.63 25 10 4 16 21 17 24 19 10 10 13 10 7 7 25 10 4 16 21 17 24 19 10 10 13 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939265protein_codingNA c.-2037T>G NA NA NA NA 1261
Chr19 12646087 T G Chr19_12646087_T_GT_G SNP 13274.63 25 10 4 16 21 17 24 19 10 10 13 10 7 7 25 10 4 16 21 17 24 19 10 10 13 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939266protein_codingNA c.-2037T>G NA NA NA NA 1261
Chr19 12646087 T G Chr19_12646087_T_GT_G SNP 13274.63 25 10 4 16 21 17 24 19 10 10 13 10 7 7 25 10 4 16 21 17 24 19 10 10 13 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19050Pp3c19_19050transcript PAC:32939269protein_codingNA c.-2317T>G NA NA NA NA 1261
Chr19 12646087 T G Chr19_12646087_T_GT_G SNP 13274.63 25 10 4 16 21 17 24 19 10 10 13 10 7 7 25 10 4 16 21 17 24 19 10 10 13 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_18920-Pp3c19_19049Pp3c19_18920-Pp3c19_19049intergenic_regionPp3c19_18920-Pp3c19_19049NA NA n.12646087T>GNA NA NA NA NA
Chr19 12658502 A AAT Chr19_12658502_A_AATA_AAT INDEL 3400.24 0 0 0 19 14 26 17 21 2 0 0 0 0 1 20 12 13 19 14 26 18 21 27 20 17 13 9 7 0 0 0 1 1 1 0.944 1 0.074 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c19_19050-Pp3c19_19080Pp3c19_19050-Pp3c19_19080intergenic_regionPp3c19_19050-Pp3c19_19080NA NA n.12658502_12658503insATNA NA NA NA NA
Chr19 12758663 TTA T Chr19_12758663_TTA_TTTA_T INDEL 2666.24 0 0 0 17 10 12 25 13 0 0 0 0 0 1 16 7 6 18 12 13 25 14 18 14 6 12 5 11 0 0 0 0.944 0.833 0.923 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_19210Pp3c19_19210transcript PAC:32938608protein_codingNA c.-1805_-1804delTANA NA NA NA 1805
Chr19 12758663 TTA T Chr19_12758663_TTA_TTTA_T INDEL 2666.24 0 0 0 17 10 12 25 13 0 0 0 0 0 1 16 7 6 18 12 13 25 14 18 14 6 12 5 11 0 0 0 0.944 0.833 0.923 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_19220Pp3c19_19220transcript PAC:32937666protein_codingNA c.-3594_-3593delTANA NA NA NA 3194
Chr19 12758663 TTA T Chr19_12758663_TTA_TTTA_T INDEL 2666.24 0 0 0 17 10 12 25 13 0 0 0 0 0 1 16 7 6 18 12 13 25 14 18 14 6 12 5 11 0 0 0 0.944 0.833 0.923 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_19220Pp3c19_19220transcript PAC:32937667protein_codingNA c.-3594_-3593delTANA NA NA NA 3080
Chr19 12758663 TTA T Chr19_12758663_TTA_TTTA_T INDEL 2666.24 0 0 0 17 10 12 25 13 0 0 0 0 0 1 16 7 6 18 12 13 25 14 18 14 6 12 5 11 0 0 0 0.944 0.833 0.923 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c19_19220Pp3c19_19220transcript PAC:32937668protein_codingNA c.-4616_-4615delTANA NA NA NA 3080
Chr19 12758663 TTA T Chr19_12758663_TTA_TTTA_T INDEL 2666.24 0 0 0 17 10 12 25 13 0 0 0 0 0 1 16 7 6 18 12 13 25 14 18 14 6 12 5 11 0 0 0 0.944 0.833 0.923 1 0.929 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_19190-Pp3c19_19210Pp3c19_19190-Pp3c19_19210intergenic_regionPp3c19_19190-Pp3c19_19210NA NA n.12758664_12758665delTANA NA NA NA NA
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19220Pp3c19_19220transcript PAC:32937666protein_codingNA c.-780_-779insTNA NA NA NA 379
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19220Pp3c19_19220transcript PAC:32937667protein_codingNA c.-780_-779insTNA NA NA NA 265
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19220Pp3c19_19220transcript PAC:32937668protein_codingNA c.-1802_-1801insTNA NA NA NA 265
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19220Pp3c19_19220transcript PAC:32937669protein_codingNA c.-2765_-2764insTNA NA NA NA 2662
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19210Pp3c19_19210transcript PAC:32938608protein_codingNA c.*881_*882insTNA NA NA NA 882
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939894protein_codingNA c.*4731_*4732insANA NA NA NA 4395
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939897protein_codingNA c.*4731_*4732insANA NA NA NA 4393
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939896protein_codingNA c.*4731_*4732insANA NA NA NA 4393
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939898protein_codingNA c.*4731_*4732insANA NA NA NA 4395
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939895protein_codingNA c.*4731_*4732insANA NA NA NA 4395
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939899protein_codingNA c.*4731_*4732insANA NA NA NA 4466
Chr19 12761478 G GT Chr19_12761478_G_GTG_GT INDEL 10643.59 19 13 9 15 19 17 25 22 17 22 6 20 6 4 19 13 9 15 19 17 25 22 17 22 6 20 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19210-Pp3c19_19220Pp3c19_19210-Pp3c19_19220intergenic_regionPp3c19_19210-Pp3c19_19220NA NA n.12761478_12761479insTNA NA NA NA NA
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19220Pp3c19_19220transcript PAC:32937666protein_codingNA c.-763_-762insTNA NA NA NA 362
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19220Pp3c19_19220transcript PAC:32937667protein_codingNA c.-763_-762insTNA NA NA NA 248
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19220Pp3c19_19220transcript PAC:32937668protein_codingNA c.-1785_-1784insTNA NA NA NA 248
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19220Pp3c19_19220transcript PAC:32937669protein_codingNA c.-2748_-2747insTNA NA NA NA 2645
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19210Pp3c19_19210transcript PAC:32938608protein_codingNA c.*898_*899insTNA NA NA NA 899
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939894protein_codingNA c.*4714_*4715insANA NA NA NA 4378
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939897protein_codingNA c.*4714_*4715insANA NA NA NA 4376
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939896protein_codingNA c.*4714_*4715insANA NA NA NA 4376
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939898protein_codingNA c.*4714_*4715insANA NA NA NA 4378
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939895protein_codingNA c.*4714_*4715insANA NA NA NA 4378
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_19230Pp3c19_19230transcript PAC:32939899protein_codingNA c.*4714_*4715insANA NA NA NA 4449
Chr19 12761495 C CT Chr19_12761495_C_CTC_CT INDEL 11590.59 17 15 7 13 17 14 25 23 17 20 7 23 5 5 17 15 7 13 17 14 25 23 17 20 7 23 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19210-Pp3c19_19220Pp3c19_19210-Pp3c19_19220intergenic_regionPp3c19_19210-Pp3c19_19220NA NA n.12761495_12761496insTNA NA NA NA NA
Chr19 12803355 C CT Chr19_12803355_C_CTC_CT INDEL 13217.59 21 16 12 29 15 14 16 13 16 20 14 17 13 9 21 16 12 29 15 14 16 13 16 20 14 17 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19230-Pp3c19_19270Pp3c19_19230-Pp3c19_19270intergenic_regionPp3c19_19230-Pp3c19_19270NA NA n.12803355_12803356insTNA NA NA NA NA
Chr19 12807305 A AT Chr19_12807305_A_ATA_AT INDEL 15089.59 24 8 16 35 13 22 24 19 25 26 20 6 10 7 24 8 16 35 13 22 24 19 25 26 20 6 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19230-Pp3c19_19270Pp3c19_19230-Pp3c19_19270intergenic_regionPp3c19_19230-Pp3c19_19270NA NA n.12807305_12807306insTNA NA NA NA NA
Chr19 12976809 G T Chr19_12976809_G_TG_T SNP 11662.63 19 9 16 19 16 20 28 15 15 19 12 14 8 7 19 9 16 19 16 20 28 15 15 19 12 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19440-Pp3c19_19570Pp3c19_19440-Pp3c19_19570intergenic_regionPp3c19_19440-Pp3c19_19570NA NA n.12976809G>TNA NA NA NA NA
Chr19 12976820 G T Chr19_12976820_G_TG_T SNP 12537.63 23 12 14 21 16 22 29 17 18 20 13 14 8 10 23 12 14 21 16 22 29 17 18 20 13 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19440-Pp3c19_19570Pp3c19_19440-Pp3c19_19570intergenic_regionPp3c19_19440-Pp3c19_19570NA NA n.12976820G>TNA NA NA NA NA
Chr19 13161881 G T Chr19_13161881_G_TG_T SNP 19734.63 24 17 13 33 26 23 33 23 19 13 20 14 12 9 24 17 13 33 26 23 33 23 19 13 20 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19750Pp3c19_19750transcript PAC:32938757protein_codingNA c.-2524G>T NA NA NA NA 2524
Chr19 13161881 G T Chr19_13161881_G_TG_T SNP 19734.63 24 17 13 33 26 23 33 23 19 13 20 14 12 9 24 17 13 33 26 23 33 23 19 13 20 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_19750Pp3c19_19750transcript PAC:32938758protein_codingNA c.-2524G>T NA NA NA NA 2452
Chr19 13161881 G T Chr19_13161881_G_TG_T SNP 19734.63 24 17 13 33 26 23 33 23 19 13 20 14 12 9 24 17 13 33 26 23 33 23 19 13 20 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19700-Pp3c19_19750Pp3c19_19700-Pp3c19_19750intergenic_regionPp3c19_19700-Pp3c19_19750NA NA n.13161881G>TNA NA NA NA NA
Chr19 13268453 A T Chr19_13268453_A_TA_T SNP 10198.63 18 9 8 19 9 12 9 9 9 11 10 8 8 8 18 9 8 20 9 12 10 10 9 12 10 9 8 8 1 1 1 0.95 1 1 0.9 0.9 1 0.917 1 0.889 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19970-Pp3c19_20009Pp3c19_19970-Pp3c19_20009intergenic_regionPp3c19_19970-Pp3c19_20009NA NA n.13268453A>TNA NA NA NA NA
Chr19 13268456 A AAAGCAAAGGCTATACATCATCAATCATATAAACTTCTTTAACTTCTATCTATTCTAAAGCAATCTTAATCAATTTTTTCAACAAACTTTATAATAAACCTTTTAATTTCAAATChr19_13268456_A_AAAGCAAAGGCTATACATCATCAATCATATAAACTTCTTTAACTTCTATCTATTCTAAAGCAATCTTAATCAATTTTTTCAACAAACTTTATAATAAACCTTTTAATTTCAAATA_AAAGCAAAGGCTATACATCATCAATCATATAAACTTCTTTAACTTCTATCTATTCTAAAGCAATCTTAATCAATTTTTTCAACAAACTTTATAATAAACCTTTTAATTTCAAATINDEL 10231.59 18 9 7 19 9 12 9 9 9 11 10 8 8 8 18 9 7 20 9 12 10 10 9 12 10 9 8 8 1 1 1 0.95 1 1 0.9 0.9 1 0.917 1 0.889 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19970-Pp3c19_20009Pp3c19_19970-Pp3c19_20009intergenic_regionPp3c19_19970-Pp3c19_20009NA NA n.13268456_13268457insAAGCAAAGGCTATACATCATCAATCATATAAACTTCTTTAACTTCTATCTATTCTAAAGCAATCTTAATCAATTTTTTCAACAAACTTTATAATAAACCTTTTAATTTCAAATNA NA NA NA NA
Chr19 13268950 G T Chr19_13268950_G_TG_T SNP 17720.63 26 14 13 21 30 29 30 22 18 19 14 15 9 4 26 14 13 21 30 29 30 22 18 19 14 15 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19970-Pp3c19_20009Pp3c19_19970-Pp3c19_20009intergenic_regionPp3c19_19970-Pp3c19_20009NA NA n.13268950G>TNA NA NA NA NA
Chr19 13280199 G A Chr19_13280199_G_AG_A SNP 18792.63 33 18 15 20 15 27 24 20 29 28 11 18 11 9 33 18 15 20 15 27 24 20 29 28 11 18 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19970-Pp3c19_20009Pp3c19_19970-Pp3c19_20009intergenic_regionPp3c19_19970-Pp3c19_20009NA NA n.13280199G>ANA NA NA NA NA
Chr19 13280224 C G Chr19_13280224_C_GC_G SNP 18859.63 31 21 12 19 15 31 25 22 25 25 15 19 11 8 31 21 12 19 15 31 25 22 25 25 15 19 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19970-Pp3c19_20009Pp3c19_19970-Pp3c19_20009intergenic_regionPp3c19_19970-Pp3c19_20009NA NA n.13280224C>GNA NA NA NA NA
Chr19 13280372 C CA Chr19_13280372_C_CAC_CA INDEL 16570.59 28 19 20 24 27 28 27 26 18 27 15 19 10 7 28 19 20 24 27 28 27 26 18 27 15 19 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_19970-Pp3c19_20009Pp3c19_19970-Pp3c19_20009intergenic_regionPp3c19_19970-Pp3c19_20009NA NA n.13280372_13280373insANA NA NA NA NA
Chr19 13458358 C CAT Chr19_13458358_C_CATC_CAT INDEL 4694.11 0 1 0 12 10 13 15 13 1 1 0 0 1 0 19 8 8 12 10 13 15 13 15 10 6 16 8 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_20170-Pp3c19_20210Pp3c19_20170-Pp3c19_20210intergenic_regionPp3c19_20170-Pp3c19_20210NA NA n.13458358_13458359insATNA NA NA NA NA
Chr19 13598973 C G Chr19_13598973_C_GC_G SNP 16680.63 19 19 8 18 21 25 33 20 16 10 19 15 10 11 19 19 8 18 21 25 33 20 16 10 19 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_20390Pp3c19_20390transcript PAC:32940056protein_codingNA c.*4251G>C NA NA NA NA 4251
Chr19 13598973 C G Chr19_13598973_C_GC_G SNP 16680.63 19 19 8 18 21 25 33 20 16 10 19 15 10 11 19 19 8 18 21 25 33 20 16 10 19 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_20390Pp3c19_20390transcript PAC:32940057protein_codingNA c.*4251G>C NA NA NA NA 3551
Chr19 13598973 C G Chr19_13598973_C_GC_G SNP 16680.63 19 19 8 18 21 25 33 20 16 10 19 15 10 11 19 19 8 18 21 25 33 20 16 10 19 15 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_20321-Pp3c19_20390Pp3c19_20321-Pp3c19_20390intergenic_regionPp3c19_20321-Pp3c19_20390NA NA n.13598973C>GNA NA NA NA NA
Chr19 13605772 C T Chr19_13605772_C_TC_T SNP 9152.63 17 7 4 17 7 10 12 6 12 10 10 13 5 4 17 7 4 17 7 10 12 6 12 10 10 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c19_20410Pp3c19_20410transcript PAC:32938292protein_coding 01-janv c.-874C>T NA NA NA NA NA
Chr19 13605772 C T Chr19_13605772_C_TC_T SNP 9152.63 17 7 4 17 7 10 12 6 12 10 10 13 5 4 17 7 4 17 7 10 12 6 12 10 10 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c19_20410Pp3c19_20410transcript PAC:32938293protein_coding 01-janv c.-874C>T NA NA NA NA NA
Chr19 13605772 C T Chr19_13605772_C_TC_T SNP 9152.63 17 7 4 17 7 10 12 6 12 10 10 13 5 4 17 7 4 17 7 10 12 6 12 10 10 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_20410Pp3c19_20410transcript PAC:32938292protein_coding 01-janv c.-874C>T NA NA NA NA 874
Chr19 13605772 C T Chr19_13605772_C_TC_T SNP 9152.63 17 7 4 17 7 10 12 6 12 10 10 13 5 4 17 7 4 17 7 10 12 6 12 10 10 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_20410Pp3c19_20410transcript PAC:32938293protein_coding 01-janv c.-874C>T NA NA NA NA 874
Chr19 13605772 C T Chr19_13605772_C_TC_T SNP 9152.63 17 7 4 17 7 10 12 6 12 10 10 13 5 4 17 7 4 17 7 10 12 6 12 10 10 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_20390Pp3c19_20390transcript PAC:32940056protein_codingNA c.-2275G>A NA NA NA NA 2275
Chr19 13605772 C T Chr19_13605772_C_TC_T SNP 9152.63 17 7 4 17 7 10 12 6 12 10 10 13 5 4 17 7 4 17 7 10 12 6 12 10 10 13 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_20390Pp3c19_20390transcript PAC:32940057protein_codingNA c.-2275G>A NA NA NA NA 2275
Chr19 13605777 G T Chr19_13605777_G_TG_T SNP 9316.63 17 7 7 18 7 9 14 6 11 9 13 13 7 4 17 7 7 18 7 9 14 6 11 9 13 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_20410Pp3c19_20410transcript PAC:32938292protein_coding 01-janv c.-869G>T NA NA NA NA 869
Chr19 13605777 G T Chr19_13605777_G_TG_T SNP 9316.63 17 7 7 18 7 9 14 6 11 9 13 13 7 4 17 7 7 18 7 9 14 6 11 9 13 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_20410Pp3c19_20410transcript PAC:32938293protein_coding 01-janv c.-869G>T NA NA NA NA 869
Chr19 13605777 G T Chr19_13605777_G_TG_T SNP 9316.63 17 7 7 18 7 9 14 6 11 9 13 13 7 4 17 7 7 18 7 9 14 6 11 9 13 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_20390Pp3c19_20390transcript PAC:32940056protein_codingNA c.-2280C>A NA NA NA NA 2280
Chr19 13605777 G T Chr19_13605777_G_TG_T SNP 9316.63 17 7 7 18 7 9 14 6 11 9 13 13 7 4 17 7 7 18 7 9 14 6 11 9 13 13 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_20390Pp3c19_20390transcript PAC:32940057protein_codingNA c.-2280C>A NA NA NA NA 2280
Chr19 13605782 G T Chr19_13605782_G_TG_T SNP 9253.63 18 7 7 18 7 9 14 7 12 9 13 12 7 4 18 7 7 18 7 9 14 7 12 9 13 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_20410Pp3c19_20410transcript PAC:32938292protein_coding 01-janv c.-864G>T NA NA NA NA 864
Chr19 13605782 G T Chr19_13605782_G_TG_T SNP 9253.63 18 7 7 18 7 9 14 7 12 9 13 12 7 4 18 7 7 18 7 9 14 7 12 9 13 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c19_20410Pp3c19_20410transcript PAC:32938293protein_coding 01-janv c.-864G>T NA NA NA NA 864
Chr19 13605782 G T Chr19_13605782_G_TG_T SNP 9253.63 18 7 7 18 7 9 14 7 12 9 13 12 7 4 18 7 7 18 7 9 14 7 12 9 13 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_20390Pp3c19_20390transcript PAC:32940056protein_codingNA c.-2285C>A NA NA NA NA 2285
Chr19 13605782 G T Chr19_13605782_G_TG_T SNP 9253.63 18 7 7 18 7 9 14 7 12 9 13 12 7 4 18 7 7 18 7 9 14 7 12 9 13 12 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_20390Pp3c19_20390transcript PAC:32940057protein_codingNA c.-2285C>A NA NA NA NA 2285
Chr19 13662417 C T Chr19_13662417_C_TC_T SNP 7209.63 20 9 5 10 9 14 20 5 14 9 4 10 4 5 20 9 5 10 9 14 20 6 14 9 5 11 4 5 1 1 1 1 1 1 1 0.833 1 1 0.8 0.909 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_20540Pp3c19_20540transcript PAC:32939658protein_codingNA c.-5416G>A NA NA NA NA 4900
Chr19 13662417 C T Chr19_13662417_C_TC_T SNP 7209.63 20 9 5 10 9 14 20 5 14 9 4 10 4 5 20 9 5 10 9 14 20 6 14 9 5 11 4 5 1 1 1 1 1 1 1 0.833 1 1 0.8 0.909 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_20540-Pp3c19_20580Pp3c19_20540-Pp3c19_20580intergenic_regionPp3c19_20540-Pp3c19_20580NA NA n.13662417C>TNA NA NA NA NA
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938295protein_codingNA c.*3058_*3059insGANA NA NA NA 3058
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938297protein_codingNA c.*4021_*4022insGANA NA NA NA 2637
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938298protein_codingNA c.*4021_*4022insGANA NA NA NA 2637
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938299protein_codingNA c.*4021_*4022insGANA NA NA NA 2637
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938300protein_codingNA c.*4207_*4208insGANA NA NA NA 2637
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938301protein_codingNA c.*4207_*4208insGANA NA NA NA 2637
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938302protein_codingNA c.*4207_*4208insGANA NA NA NA 2637
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938303protein_codingNA c.*4065_*4066insGANA NA NA NA 2637
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938304protein_codingNA c.*4065_*4066insGANA NA NA NA 2637
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938305protein_codingNA c.*4065_*4066insGANA NA NA NA 2637
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938306protein_codingNA c.*4861_*4862insGANA NA NA NA 2637
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20580Pp3c19_20580transcript PAC:32938296protein_codingNA c.*3058_*3059insGANA NA NA NA 2688
Chr19 13674602 T TTC Chr19_13674602_T_TTCT_TTC INDEL 1649.24 0 0 0 12 7 11 14 7 1 0 0 0 1 0 21 5 7 13 7 12 14 7 7 10 5 8 6 6 0 0 0 0.923 1 0.917 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c19_20540-Pp3c19_20580Pp3c19_20540-Pp3c19_20580intergenic_regionPp3c19_20540-Pp3c19_20580NA NA n.13674602_13674603insTCNA NA NA NA NA
Chr19 13813260 A AAT Chr19_13813260_A_AATA_AAT INDEL 2491.93 1 0 0 1 0 0 0 0 19 15 11 11 12 6 30 16 11 21 15 18 24 20 19 15 11 11 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c19_20830Pp3c19_20830transcript PAC:32939888protein_codingNA c.-1661_-1660insATNA NA NA NA 1141
Chr19 13813260 A AAT Chr19_13813260_A_AATA_AAT INDEL 2491.93 1 0 0 1 0 0 0 0 19 15 11 11 12 6 30 16 11 21 15 18 24 20 19 15 11 11 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c19_20830Pp3c19_20830transcript PAC:32939889protein_codingNA c.-1661_-1660insATNA NA NA NA 1140
Chr19 13813260 A AAT Chr19_13813260_A_AATA_AAT INDEL 2491.93 1 0 0 1 0 0 0 0 19 15 11 11 12 6 30 16 11 21 15 18 24 20 19 15 11 11 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c19_20830Pp3c19_20830transcript PAC:32939890protein_codingNA c.-1661_-1660insATNA NA NA NA 1141
Chr19 13813260 A AAT Chr19_13813260_A_AATA_AAT INDEL 2491.93 1 0 0 1 0 0 0 0 19 15 11 11 12 6 30 16 11 21 15 18 24 20 19 15 11 11 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c19_20830Pp3c19_20830transcript PAC:32939892protein_codingNA c.-2010_-2009insATNA NA NA NA 1141
Chr19 13813260 A AAT Chr19_13813260_A_AATA_AAT INDEL 2491.93 1 0 0 1 0 0 0 0 19 15 11 11 12 6 30 16 11 21 15 18 24 20 19 15 11 11 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c19_20830Pp3c19_20830transcript PAC:32939893protein_codingNA c.-1661_-1660insATNA NA NA NA 1141
Chr19 13813260 A AAT Chr19_13813260_A_AATA_AAT INDEL 2491.93 1 0 0 1 0 0 0 0 19 15 11 11 12 6 30 16 11 21 15 18 24 20 19 15 11 11 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c19_20830Pp3c19_20830transcript PAC:32939891protein_codingNA c.-2010_-2009insATNA NA NA NA 1139
Chr19 13813260 A AAT Chr19_13813260_A_AATA_AAT INDEL 2491.93 1 0 0 1 0 0 0 0 19 15 11 11 12 6 30 16 11 21 15 18 24 20 19 15 11 11 12 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c19_20830-Pp3c19_20840Pp3c19_20830-Pp3c19_20840intergenic_regionPp3c19_20830-Pp3c19_20840NA NA n.13813260_13813261insATNA NA NA NA NA
Chr19 13850157 AAT A Chr19_13850157_AAT_AAAT_A INDEL 8267.59 13 15 10 12 10 16 18 16 10 18 9 7 5 6 14 15 11 12 11 16 18 16 10 18 9 7 6 6 0.929 1 0.909 1 0.909 1 1 1 1 1 1 1 0.833 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_20850-Pp3c19_20870Pp3c19_20850-Pp3c19_20870intergenic_regionPp3c19_20850-Pp3c19_20870NA NA n.13850158_13850159delATNA NA NA NA NA
Chr19 13931743 G A Chr19_13931743_G_AG_A SNP 6623.29 0 0 0 32 21 20 39 21 0 0 0 0 0 0 23 15 17 33 21 20 39 21 34 12 13 15 11 9 0 0 0 0.97 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 3_prime_UTR_variantMODIFIER Pp3c19_20920Pp3c19_20920transcript PAC:32939465protein_coding 01-janv c.*246C>T NA NA NA NA 246
Chr19 13931743 G A Chr19_13931743_G_AG_A SNP 6623.29 0 0 0 32 21 20 39 21 0 0 0 0 0 0 23 15 17 33 21 20 39 21 34 12 13 15 11 9 0 0 0 0.97 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20900Pp3c19_20900transcript PAC:32939326protein_codingNA c.*749G>A NA NA NA NA 53
Chr19 13931743 G A Chr19_13931743_G_AG_A SNP 6623.29 0 0 0 32 21 20 39 21 0 0 0 0 0 0 23 15 17 33 21 20 39 21 34 12 13 15 11 9 0 0 0 0.97 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20930Pp3c19_20930transcript PAC:32938560protein_codingNA c.*560C>T NA NA NA NA 487
Chr19 13931743 G A Chr19_13931743_G_AG_A SNP 6623.29 0 0 0 32 21 20 39 21 0 0 0 0 0 0 23 15 17 33 21 20 39 21 34 12 13 15 11 9 0 0 0 0.97 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20900Pp3c19_20900transcript PAC:32939327protein_codingNA c.*749G>A NA NA NA NA 348
Chr19 13931743 G A Chr19_13931743_G_AG_A SNP 6623.29 0 0 0 32 21 20 39 21 0 0 0 0 0 0 23 15 17 33 21 20 39 21 34 12 13 15 11 9 0 0 0 0.97 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c19_20920Pp3c19_20920transcript PAC:32939466protein_codingNA c.*246C>T NA NA NA NA 246
Chr19 14049101 CTGGA C Chr19_14049101_CTGGA_CCTGGA_C INDEL 21111.59 37 13 17 31 25 26 23 20 19 24 14 17 11 10 37 13 17 31 25 26 23 20 19 24 14 17 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_20980-Pp3c19_21160Pp3c19_20980-Pp3c19_21160intergenic_regionPp3c19_20980-Pp3c19_21160NA NA n.14049102_14049105delTGGANA NA NA NA NA



Chr19 14049107 A ACAACAT Chr19_14049107_A_ACAACATA_ACAACAT INDEL 22154.59 37 13 17 32 26 26 24 20 19 24 15 17 11 10 37 13 17 32 26 26 24 20 19 24 15 17 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_20980-Pp3c19_21160Pp3c19_20980-Pp3c19_21160intergenic_regionPp3c19_20980-Pp3c19_21160NA NA n.14049107_14049108insCAACATNA NA NA NA NA
Chr19 14049108 G C Chr19_14049108_G_CG_C SNP 22163.63 37 13 17 31 26 24 29 21 20 22 18 16 11 10 37 13 17 31 26 24 29 21 20 22 18 16 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_20980-Pp3c19_21160Pp3c19_20980-Pp3c19_21160intergenic_regionPp3c19_20980-Pp3c19_21160NA NA n.14049108G>CNA NA NA NA NA
Chr19 14049728 G T Chr19_14049728_G_TG_T SNP 15691.63 28 14 17 22 20 20 24 20 30 22 14 19 10 6 28 14 17 22 20 20 24 20 30 22 14 19 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_20980-Pp3c19_21160Pp3c19_20980-Pp3c19_21160intergenic_regionPp3c19_20980-Pp3c19_21160NA NA n.14049728G>TNA NA NA NA NA
Chr19 14122461 G T Chr19_14122461_G_TG_T SNP 18883.63 18 14 22 32 18 17 28 30 17 20 11 20 14 8 18 14 22 32 18 17 28 30 17 20 11 21 14 8 1 1 1 1 1 1 1 1 1 1 1 0.952 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_21230Pp3c19_21230transcript PAC:32939404protein_coding 03-mars c.*519G>T NA NA NA NA 519
Chr19 14122461 G T Chr19_14122461_G_TG_T SNP 18883.63 18 14 22 32 18 17 28 30 17 20 11 20 14 8 18 14 22 32 18 17 28 30 17 20 11 21 14 8 1 1 1 1 1 1 1 1 1 1 1 0.952 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_21230Pp3c19_21230transcript PAC:32939405protein_coding 03-mars c.*519G>T NA NA NA NA 519
Chr19 14122461 G T Chr19_14122461_G_TG_T SNP 18883.63 18 14 22 32 18 17 28 30 17 20 11 20 14 8 18 14 22 32 18 17 28 30 17 20 11 21 14 8 1 1 1 1 1 1 1 1 1 1 1 0.952 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c19_21230Pp3c19_21230transcript PAC:32939406protein_coding 03-mars c.*602G>T NA NA NA NA 602
Chr19 14122461 G T Chr19_14122461_G_TG_T SNP 18883.63 18 14 22 32 18 17 28 30 17 20 11 20 14 8 18 14 22 32 18 17 28 30 17 20 11 21 14 8 1 1 1 1 1 1 1 1 1 1 1 0.952 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_21240Pp3c19_21240transcript PAC:32938456protein_codingNA c.*718C>A NA NA NA NA 216
Chr19 14122461 G T Chr19_14122461_G_TG_T SNP 18883.63 18 14 22 32 18 17 28 30 17 20 11 20 14 8 18 14 22 32 18 17 28 30 17 20 11 21 14 8 1 1 1 1 1 1 1 1 1 1 1 0.952 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_21240Pp3c19_21240transcript PAC:32938457protein_codingNA c.*718C>A NA NA NA NA 248
Chr19 14136649 C T Chr19_14136649_C_TC_T SNP 20451.63 26 16 15 33 17 32 36 21 26 28 17 14 7 8 26 16 15 33 17 32 36 21 26 28 17 14 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_21250Pp3c19_21250transcript PAC:32939455protein_codingNA c.-3208C>T NA NA NA NA 3208
Chr19 14136649 C T Chr19_14136649_C_TC_T SNP 20451.63 26 16 15 33 17 32 36 21 26 28 17 14 7 8 26 16 15 33 17 32 36 21 26 28 17 14 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21240-Pp3c19_21250Pp3c19_21240-Pp3c19_21250intergenic_regionPp3c19_21240-Pp3c19_21250NA NA n.14136649C>TNA NA NA NA NA
Chr19 14257001 AAT A Chr19_14257001_AAT_AAAT_A INDEL 299.37 2 1 1 0 0 0 1 1 0 0 0 5 0 0 14 9 7 13 14 13 18 18 12 10 7 5 6 6 0.143 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c19_21510Pp3c19_21510transcript PAC:32938029protein_codingNA c.-4579_-4578delATNA NA NA NA 1890
Chr19 14257001 AAT A Chr19_14257001_AAT_AAAT_A INDEL 299.37 2 1 1 0 0 0 1 1 0 0 0 5 0 0 14 9 7 13 14 13 18 18 12 10 7 5 6 6 0.143 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c19_21510Pp3c19_21510transcript PAC:32938030protein_codingNA c.-4579_-4578delATNA NA NA NA 1873
Chr19 14257001 AAT A Chr19_14257001_AAT_AAAT_A INDEL 299.37 2 1 1 0 0 0 1 1 0 0 0 5 0 0 14 9 7 13 14 13 18 18 12 10 7 5 6 6 0.143 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c19_21460-Pp3c19_21510Pp3c19_21460-Pp3c19_21510intergenic_regionPp3c19_21460-Pp3c19_21510NA NA n.14257002_14257003delATNA NA NA NA NA
Chr19 14257740 CTA C Chr19_14257740_CTA_CCTA_C INDEL 10845.59 13 8 8 16 10 24 31 26 13 17 7 12 6 6 13 8 8 16 11 25 31 27 15 17 7 13 6 7 1 1 1 1 0.909 0.96 1 0.963 0.867 1 1 0.923 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_21510Pp3c19_21510transcript PAC:32938029protein_codingNA c.-3840_-3839delTANA NA NA NA 1151
Chr19 14257740 CTA C Chr19_14257740_CTA_CCTA_C INDEL 10845.59 13 8 8 16 10 24 31 26 13 17 7 12 6 6 13 8 8 16 11 25 31 27 15 17 7 13 6 7 1 1 1 1 0.909 0.96 1 0.963 0.867 1 1 0.923 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_21510Pp3c19_21510transcript PAC:32938030protein_codingNA c.-3840_-3839delTANA NA NA NA 1134
Chr19 14257740 CTA C Chr19_14257740_CTA_CCTA_C INDEL 10845.59 13 8 8 16 10 24 31 26 13 17 7 12 6 6 13 8 8 16 11 25 31 27 15 17 7 13 6 7 1 1 1 1 0.909 0.96 1 0.963 0.867 1 1 0.923 1 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21460-Pp3c19_21510Pp3c19_21460-Pp3c19_21510intergenic_regionPp3c19_21460-Pp3c19_21510NA NA n.14257741_14257742delTANA NA NA NA NA
Chr19 14362650 G GA Chr19_14362650_G_GAG_GA INDEL 14504.59 18 20 23 25 22 19 23 21 21 16 16 17 15 9 18 20 23 25 22 19 23 21 21 16 16 17 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21580-Pp3c19_21680Pp3c19_21580-Pp3c19_21680intergenic_regionPp3c19_21580-Pp3c19_21680NA NA n.14362650_14362651insANA NA NA NA NA
Chr19 14477128 A C Chr19_14477128_A_CA_C SNP 20665.63 35 18 18 27 19 37 27 24 28 22 21 19 8 10 35 18 18 27 19 37 27 24 28 22 21 19 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14477128A>CNA NA NA NA NA
Chr19 14477129 G T Chr19_14477129_G_TG_T SNP 20665.63 35 18 18 27 19 37 27 24 27 22 20 19 8 10 35 18 18 27 19 37 27 24 27 22 20 19 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14477129G>TNA NA NA NA NA
Chr19 14504128 T A Chr19_14504128_T_AT_A SNP 17981.63 37 23 14 27 20 24 26 23 23 26 7 15 15 5 37 23 14 27 20 24 26 23 23 26 7 15 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14504128T>ANA NA NA NA NA
Chr19 14504184 G T Chr19_14504184_G_TG_T SNP 17371.63 31 20 15 20 13 24 26 25 17 22 10 18 9 9 31 20 15 20 13 24 26 25 17 22 10 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14504184G>TNA NA NA NA NA
Chr19 14534858 C A Chr19_14534858_C_AC_A SNP 10996.63 18 11 11 9 6 17 18 10 13 13 7 13 7 10 18 11 11 9 6 17 18 10 13 13 7 13 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14534858C>ANA NA NA NA NA
Chr19 14535016 G A Chr19_14535016_G_AG_A SNP 14149.63 18 8 16 26 12 18 21 19 15 20 17 15 12 8 18 8 16 26 12 18 21 19 15 20 17 15 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14535016G>ANA NA NA NA NA
Chr19 14535066 G A Chr19_14535066_G_AG_A SNP 16967.63 23 11 19 30 18 24 33 16 25 19 21 25 10 10 23 11 19 30 18 24 33 16 25 19 21 25 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14535066G>ANA NA NA NA NA
Chr19 14535216 G C Chr19_14535216_G_CG_C SNP 18846.63 27 17 20 23 14 27 31 13 24 20 31 20 10 11 27 17 20 23 14 27 31 13 24 20 31 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14535216G>CNA NA NA NA NA
Chr19 14551292 G C Chr19_14551292_G_CG_C SNP 18017.63 21 25 18 17 19 31 20 21 20 18 8 13 12 9 21 25 18 17 19 31 20 21 20 18 8 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14551292G>CNA NA NA NA NA
Chr19 14551316 T A Chr19_14551316_T_AT_A SNP 17976.63 20 21 15 19 20 31 22 23 21 13 8 8 8 6 20 21 15 19 20 31 22 23 21 13 8 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14551316T>ANA NA NA NA NA
Chr19 14551337 C A Chr19_14551337_C_AC_A SNP 17773.63 19 20 18 17 23 30 25 19 20 16 7 7 7 9 19 20 18 17 23 30 25 19 20 16 7 7 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14551337C>ANA NA NA NA NA
Chr19 14551423 C G Chr19_14551423_C_GC_G SNP 17477.63 28 10 14 16 21 35 23 18 28 27 12 13 10 9 28 10 14 16 21 35 23 18 28 27 12 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14551423C>GNA NA NA NA NA
Chr19 14555638 C T Chr19_14555638_C_TC_T SNP 12110.29 28 16 28 0 0 0 0 0 30 18 15 23 18 7 28 16 28 21 21 12 32 22 30 18 15 23 18 7 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14555638C>TNA NA NA NA NA
Chr19 14560715 T A Chr19_14560715_T_AT_A SNP 11409.63 13 12 9 6 13 14 19 10 15 13 15 17 7 9 13 12 9 6 13 14 19 10 15 13 15 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14560715T>ANA NA NA NA NA
Chr19 14637523 T A Chr19_14637523_T_AT_A SNP 19353.63 33 17 15 18 18 23 21 28 22 26 19 29 12 7 33 17 15 18 18 23 21 28 22 26 19 29 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14637523T>ANA NA NA NA NA
Chr19 14637531 C A Chr19_14637531_C_AC_A SNP 19120.63 33 17 12 16 16 22 21 27 24 23 20 31 12 6 33 17 12 16 16 22 21 27 24 23 20 31 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14637531C>ANA NA NA NA NA
Chr19 14637610 A AAT Chr19_14637610_A_AATA_AAT INDEL 18400.59 39 16 12 21 19 19 20 20 22 16 19 24 8 7 39 16 12 21 19 19 20 20 22 16 19 24 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14637610_14637611insATNA NA NA NA NA
Chr19 14637612 GT G Chr19_14637612_GT_GGT_G INDEL 18400.59 39 15 13 21 19 20 21 20 19 16 19 24 8 7 39 15 13 21 19 20 21 20 19 16 19 24 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_21680-Pp3c19_21950Pp3c19_21680-Pp3c19_21950intergenic_regionPp3c19_21680-Pp3c19_21950NA NA n.14637613delTNA NA NA NA NA
Chr19 14882489 AG A Chr19_14882489_AG_AAG_A INDEL 12627.59 18 7 10 12 16 17 18 17 17 15 13 5 9 4 18 7 10 12 16 17 18 17 17 15 13 5 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_22150-Pp3c19_22330Pp3c19_22150-Pp3c19_22330intergenic_regionPp3c19_22150-Pp3c19_22330NA NA n.14882490delGNA NA NA NA NA
Chr19 14882492 G A Chr19_14882492_G_AG_A SNP 12636.63 19 7 10 12 18 17 18 17 16 15 14 5 9 4 19 7 10 12 18 17 18 17 16 15 14 5 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_22150-Pp3c19_22330Pp3c19_22150-Pp3c19_22330intergenic_regionPp3c19_22150-Pp3c19_22330NA NA n.14882492G>ANA NA NA NA NA
Chr19 14934202 G GA Chr19_14934202_G_GAG_GA INDEL 19217.59 30 16 16 27 29 26 22 36 37 30 9 16 15 9 30 16 16 27 29 26 22 36 37 30 9 16 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_22150-Pp3c19_22330Pp3c19_22150-Pp3c19_22330intergenic_regionPp3c19_22150-Pp3c19_22330NA NA n.14934202_14934203insANA NA NA NA NA
Chr19 15046108 C T Chr19_15046108_C_TC_T SNP 18883.63 17 11 22 24 23 24 16 21 20 31 13 27 6 8 17 11 22 24 23 24 16 21 20 31 13 27 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_22420-Pp3c19_22480Pp3c19_22420-Pp3c19_22480intergenic_regionPp3c19_22420-Pp3c19_22480NA NA n.15046108C>TNA NA NA NA NA
Chr19 15046126 C G Chr19_15046126_C_GC_G SNP 19015.63 19 11 19 26 22 26 17 20 21 27 9 24 6 12 19 11 19 26 22 26 17 20 21 27 9 24 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_22420-Pp3c19_22480Pp3c19_22420-Pp3c19_22480intergenic_regionPp3c19_22420-Pp3c19_22480NA NA n.15046126C>GNA NA NA NA NA
Chr19 15130600 T TA Chr19_15130600_T_TAT_TA INDEL 12519.59 29 13 11 16 14 25 24 25 20 21 16 13 10 13 29 13 11 16 14 25 25 25 20 21 16 13 10 13 1 1 1 1 1 1 0.96 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_22480-Pp3c19_22550Pp3c19_22480-Pp3c19_22550intergenic_regionPp3c19_22480-Pp3c19_22550NA NA n.15130600_15130601insANA NA NA NA NA
Chr19 15130611 G T Chr19_15130611_G_TG_T SNP 18848.63 34 15 14 17 15 29 28 26 22 26 18 12 10 14 34 15 14 17 15 29 28 26 22 26 18 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_22480-Pp3c19_22550Pp3c19_22480-Pp3c19_22550intergenic_regionPp3c19_22480-Pp3c19_22550NA NA n.15130611G>TNA NA NA NA NA
Chr19 15154651 A T Chr19_15154651_A_TA_T SNP 4098.98 0 0 0 0 0 0 0 0 12 23 21 15 10 7 38 15 21 19 19 26 41 21 12 23 21 15 10 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c19_22480-Pp3c19_22550Pp3c19_22480-Pp3c19_22550intergenic_regionPp3c19_22480-Pp3c19_22550NA NA n.15154651A>TNA NA NA NA NA
Chr19 15184457 T A Chr19_15184457_T_AT_A SNP 1061.39 14 11 5 0 0 0 0 0 0 0 0 0 0 0 14 11 5 20 10 16 25 10 12 22 6 10 8 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 5_prime_UTR_variantMODIFIER Pp3c19_22570Pp3c19_22570transcript PAC:32939108protein_coding 01-févr c.-414T>A NA NA NA NA 414
Chr19 15184457 T A Chr19_15184457_T_AT_A SNP 1061.39 14 11 5 0 0 0 0 0 0 0 0 0 0 0 14 11 5 20 10 16 25 10 12 22 6 10 8 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c19_22570Pp3c19_22570transcript PAC:32939109protein_codingNA c.-414T>A NA NA NA NA 355
Chr19 15184457 T A Chr19_15184457_T_AT_A SNP 1061.39 14 11 5 0 0 0 0 0 0 0 0 0 0 0 14 11 5 20 10 16 25 10 12 22 6 10 8 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c19_22560Pp3c19_22560transcript PAC:32938493protein_codingNA c.*1995T>A NA NA NA NA 842
Chr19 15184457 T A Chr19_15184457_T_AT_A SNP 1061.39 14 11 5 0 0 0 0 0 0 0 0 0 0 0 14 11 5 20 10 16 25 10 12 22 6 10 8 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c19_22560Pp3c19_22560transcript PAC:32938494protein_codingNA c.*1995T>A NA NA NA NA 955
Chr19 15217800 A G Chr19_15217800_A_GA_G SNP 18577.63 17 16 18 27 18 28 30 20 26 19 8 21 19 15 17 16 18 27 18 28 30 20 26 19 8 21 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 0.938 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_22630Pp3c19_22630transcript PAC:32938482protein_codingNA c.-5752A>G NA NA NA NA 4964
Chr19 15217800 A G Chr19_15217800_A_GA_G SNP 18577.63 17 16 18 27 18 28 30 20 26 19 8 21 19 15 17 16 18 27 18 28 30 20 26 19 8 21 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 0.938 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_22630Pp3c19_22630transcript PAC:32938483protein_codingNA c.-5752A>G NA NA NA NA 4950
Chr19 15217800 A G Chr19_15217800_A_GA_G SNP 18577.63 17 16 18 27 18 28 30 20 26 19 8 21 19 15 17 16 18 27 18 28 30 20 26 19 8 21 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 0.938 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_22630Pp3c19_22630transcript PAC:32938484protein_codingNA c.-5752A>G NA NA NA NA 4950
Chr19 15217800 A G Chr19_15217800_A_GA_G SNP 18577.63 17 16 18 27 18 28 30 20 26 19 8 21 19 15 17 16 18 27 18 28 30 20 26 19 8 21 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 0.938 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_22570-Pp3c19_22630Pp3c19_22570-Pp3c19_22630intergenic_regionPp3c19_22570-Pp3c19_22630NA NA n.15217800A>GNA NA NA NA NA
Chr19 15354886 C CT Chr19_15354886_C_CTC_CT INDEL 11888.59 32 14 14 14 17 23 22 11 17 31 10 12 9 13 32 14 14 14 17 23 22 11 17 31 10 12 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_22690-Pp3c19_22930Pp3c19_22690-Pp3c19_22930intergenic_regionPp3c19_22690-Pp3c19_22930NA NA n.15354886_15354887insTNA NA NA NA NA
Chr19 15445240 G A Chr19_15445240_G_AG_A SNP 2377.39 28 17 13 0 0 0 0 0 0 0 0 0 0 0 28 17 13 15 19 12 29 27 19 23 15 16 10 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c19_22690-Pp3c19_22930Pp3c19_22690-Pp3c19_22930intergenic_regionPp3c19_22690-Pp3c19_22930NA NA n.15445240G>ANA NA NA NA NA
Chr19 15565649 G GT Chr19_15565649_G_GTG_GT INDEL 17935.59 29 13 17 22 14 30 32 23 28 22 25 11 10 13 29 13 17 22 14 30 32 23 28 22 25 11 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_23159Pp3c19_23159transcript PAC:32937843protein_codingNA c.-1011_-1010insTNA NA NA NA 1010
Chr19 15565649 G GT Chr19_15565649_G_GTG_GT INDEL 17935.59 29 13 17 22 14 30 32 23 28 22 25 11 10 13 29 13 17 22 14 30 32 23 28 22 25 11 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c19_23159Pp3c19_23159transcript PAC:32937844protein_codingNA c.-1011_-1010insTNA NA NA NA 1010
Chr19 15565649 G GT Chr19_15565649_G_GTG_GT INDEL 17935.59 29 13 17 22 14 30 32 23 28 22 25 11 10 13 29 13 17 22 14 30 32 23 28 22 25 11 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_23170Pp3c19_23170transcript PAC:32938863protein_codingNA c.*2487_*2488insANA NA NA NA 1247
Chr19 15565649 G GT Chr19_15565649_G_GTG_GT INDEL 17935.59 29 13 17 22 14 30 32 23 28 22 25 11 10 13 29 13 17 22 14 30 32 23 28 22 25 11 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_23170Pp3c19_23170transcript PAC:32938864protein_codingNA c.*2487_*2488insANA NA NA NA 2103
Chr19 15565649 G GT Chr19_15565649_G_GTG_GT INDEL 17935.59 29 13 17 22 14 30 32 23 28 22 25 11 10 13 29 13 17 22 14 30 32 23 28 22 25 11 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c19_23170Pp3c19_23170transcript PAC:32938865protein_codingNA c.*2487_*2488insANA NA NA NA 2103
Chr19 15565649 G GT Chr19_15565649_G_GTG_GT INDEL 17935.59 29 13 17 22 14 30 32 23 28 22 25 11 10 13 29 13 17 22 14 30 32 23 28 22 25 11 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c19_23140-Pp3c19_23159Pp3c19_23140-Pp3c19_23159intergenic_regionPp3c19_23140-Pp3c19_23159NA NA n.15565649_15565650insTNA NA NA NA NA
Chr19 15566223 CTATATA C Chr19_15566223_CTATATA_CCTATATA_C INDEL 125.37 0 0 0 0 0 0 0 0 0 0 0 0 0 4 17 11 11 11 16 21 29 15 13 12 14 10 5 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c19_23159Pp3c19_23159transcript PAC:32937843protein_codingNA c.-436_-431delTATATANA NA NA NA 436
Chr19 15566223 CTATATA C Chr19_15566223_CTATATA_CCTATATA_C INDEL 125.37 0 0 0 0 0 0 0 0 0 0 0 0 0 4 17 11 11 11 16 21 29 15 13 12 14 10 5 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c19_23159Pp3c19_23159transcript PAC:32937844protein_codingNA c.-436_-431delTATATANA NA NA NA 436
Chr19 15566223 CTATATA C Chr19_15566223_CTATATA_CCTATATA_C INDEL 125.37 0 0 0 0 0 0 0 0 0 0 0 0 0 4 17 11 11 11 16 21 29 15 13 12 14 10 5 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c19_23170Pp3c19_23170transcript PAC:32938863protein_codingNA c.*1908_*1913delTATATANA NA NA NA 673
Chr19 15566223 CTATATA C Chr19_15566223_CTATATA_CCTATATA_C INDEL 125.37 0 0 0 0 0 0 0 0 0 0 0 0 0 4 17 11 11 11 16 21 29 15 13 12 14 10 5 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c19_23170Pp3c19_23170transcript PAC:32938864protein_codingNA c.*1908_*1913delTATATANA NA NA NA 1529
Chr19 15566223 CTATATA C Chr19_15566223_CTATATA_CCTATATA_C INDEL 125.37 0 0 0 0 0 0 0 0 0 0 0 0 0 4 17 11 11 11 16 21 29 15 13 12 14 10 5 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c19_23170Pp3c19_23170transcript PAC:32938865protein_codingNA c.*1908_*1913delTATATANA NA NA NA 1529
Chr19 15566223 CTATATA C Chr19_15566223_CTATATA_CCTATATA_C INDEL 125.37 0 0 0 0 0 0 0 0 0 0 0 0 0 4 17 11 11 11 16 21 29 15 13 12 14 10 5 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c19_23140-Pp3c19_23159Pp3c19_23140-Pp3c19_23159intergenic_regionPp3c19_23140-Pp3c19_23159NA NA n.15566224_15566229delTATATANA NA NA NA NA
Chr20 220951 C CTTTGTTCT Chr20_220951_C_CTTTGTTCTC_CTTTGTTCTINDEL 298416.59 1026 212 556 506 409 560 725 453 219 247 116 169 109 123 1027 212 556 506 409 561 725 454 219 247 119 170 109 123 0.999 1 1 1 1 0.998 1 0.998 1 1 0.975 0.994 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_449 Pp3c20_449 transcript PAC:32947257protein_codingNA c.-3491_-3490insAGAACAAANA NA NA NA 3491
Chr20 220951 C CTTTGTTCT Chr20_220951_C_CTTTGTTCTC_CTTTGTTCTINDEL 298416.59 1026 212 556 506 409 560 725 453 219 247 116 169 109 123 1027 212 556 506 409 561 725 454 219 247 119 170 109 123 0.999 1 1 1 1 0.998 1 0.998 1 1 0.975 0.994 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_448 Pp3c20_448 transcript PAC:32945523protein_codingNA c.*3920_*3921insTTTGTTCTNA NA NA NA 3921
Chr20 220951 C CTTTGTTCT Chr20_220951_C_CTTTGTTCTC_CTTTGTTCTINDEL 298416.59 1026 212 556 506 409 560 725 453 219 247 116 169 109 123 1027 212 556 506 409 561 725 454 219 247 119 170 109 123 0.999 1 1 1 1 0.998 1 0.998 1 1 0.975 0.994 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_449-Pp3c20_459Pp3c20_449-Pp3c20_459intergenic_regionPp3c20_449-Pp3c20_459NA NA n.220951_220952insTTTGTTCTNA NA NA NA NA
Chr20 232421 T TTCTAAACC Chr20_232421_T_TTCTAAACCT_TTCTAAACCINDEL 320911.59 120 66 124 69 72 135 137 97 41 32 24 41 19 24 120 66 124 69 72 135 137 97 41 32 24 41 19 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_459 Pp3c20_459 transcript PAC:32947271protein_codingNA c.-2454_-2453insGGTTTAGANA NA NA NA 2186
Chr20 232421 T TTCTAAACC Chr20_232421_T_TTCTAAACCT_TTCTAAACCINDEL 320911.59 120 66 124 69 72 135 137 97 41 32 24 41 19 24 120 66 124 69 72 135 137 97 41 32 24 41 19 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_459-Pp3c20_479Pp3c20_459-Pp3c20_479intergenic_regionPp3c20_459-Pp3c20_479NA NA n.232421_232422insTCTAAACCNA NA NA NA NA
Chr20 232503 A C Chr20_232503_A_CA_C SNP 1458478.59 4179 1179 2639 2255 1803 2565 3144 2138 1093 1348 635 926 525 724 4179 1179 2639 2258 1803 2565 3145 2138 1093 1348 635 926 525 725 1 1 1 0.999 1 1 1 1 1 1 1 1 1 0.999 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_459 Pp3c20_459 transcript PAC:32947271protein_codingNA c.-2535T>G NA NA NA NA 2267
Chr20 232503 A C Chr20_232503_A_CA_C SNP 1458478.59 4179 1179 2639 2255 1803 2565 3144 2138 1093 1348 635 926 525 724 4179 1179 2639 2258 1803 2565 3145 2138 1093 1348 635 926 525 725 1 1 1 0.999 1 1 1 1 1 1 1 1 1 0.999 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_459-Pp3c20_479Pp3c20_459-Pp3c20_479intergenic_regionPp3c20_459-Pp3c20_479NA NA n.232503A>CNA NA NA NA NA
Chr20 251226 T C Chr20_251226_T_CT_C SNP 19190.63 31 16 25 18 22 20 23 27 18 21 12 9 5 11 31 16 25 18 22 20 23 27 18 21 12 9 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251226T>CNA NA NA NA NA
Chr20 251227 A AC Chr20_251227_A_ACA_AC INDEL 19271.59 31 16 25 18 21 21 23 25 18 21 14 9 6 11 31 16 25 18 21 21 23 25 18 21 14 9 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251227_251228insCNA NA NA NA NA
Chr20 251231 A C Chr20_251231_A_CA_C SNP 20720.63 31 17 26 16 25 25 22 25 19 25 13 11 6 14 31 17 26 16 25 25 22 25 19 25 13 11 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251231A>CNA NA NA NA NA
Chr20 251232 C CATGA Chr20_251232_C_CATGAC_CATGA INDEL 20891.59 31 17 26 16 25 25 22 25 19 25 12 11 6 14 31 17 26 16 25 25 22 25 19 25 12 11 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251232_251233insATGANA NA NA NA NA
Chr20 251234 TCC T Chr20_251234_TCC_TTCC_T INDEL 21341.59 31 18 25 16 27 27 23 28 20 29 13 11 6 16 31 18 25 16 27 27 23 28 20 29 13 11 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251235_251236delCCNA NA NA NA NA
Chr20 251239 T TTTTGGTGA Chr20_251239_T_TTTTGGTGAT_TTTTGGTGAINDEL 23276.59 31 18 25 16 27 27 25 28 20 30 14 12 6 15 31 18 25 16 27 27 25 28 20 30 14 12 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251239_251240insTTTGGTGANA NA NA NA NA
Chr20 251240 C CT Chr20_251240_C_CTC_CT INDEL 23456.59 29 18 26 16 29 28 26 30 18 28 14 14 7 14 29 18 26 16 29 28 26 30 18 28 14 14 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251240_251241insTNA NA NA NA NA
Chr20 251243 A C Chr20_251243_A_CA_C SNP 24770.63 31 19 28 16 31 28 29 31 19 29 15 15 7 14 31 19 28 16 31 28 29 31 19 29 15 15 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251243A>CNA NA NA NA NA
Chr20 251244 A ACTTTGG Chr20_251244_A_ACTTTGGA_ACTTTGG INDEL 24851.59 31 19 27 17 31 28 30 32 18 29 15 15 7 14 31 19 27 17 31 28 30 32 18 29 15 15 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251244_251245insCTTTGGNA NA NA NA NA
Chr20 251249 TCGGGAG T Chr20_251249_TCGGGAG_TTCGGGAG_T INDEL 25121.59 28 22 28 22 31 28 35 33 28 29 16 16 8 16 28 22 28 22 31 28 35 33 28 29 16 16 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251250_251255delCGGGAGNA NA NA NA NA
Chr20 251258 T A Chr20_251258_T_AT_A SNP 25895.63 28 24 28 24 32 29 37 34 28 30 16 16 11 17 28 24 28 24 32 29 37 34 28 30 16 16 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251258T>ANA NA NA NA NA
Chr20 251260 TGCACG T Chr20_251260_TGCACG_TTGCACG_T INDEL 25976.59 30 24 28 24 32 29 38 34 29 31 17 16 11 17 30 24 28 24 32 29 38 34 29 31 17 16 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251261_251265delGCACGNA NA NA NA NA
Chr20 251270 AGC A Chr20_251270_AGC_AAGC_A INDEL 26831.59 32 24 27 26 34 32 38 35 30 31 16 18 11 16 32 24 27 26 34 32 38 35 30 31 16 18 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251271_251272delGCNA NA NA NA NA
Chr20 251273 TC T Chr20_251273_TC_TTC_T INDEL 27236.59 33 25 26 27 35 32 38 35 30 33 16 18 11 16 33 25 26 27 35 32 38 35 30 33 16 18 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251274delCNA NA NA NA NA
Chr20 251277 G A Chr20_251277_G_AG_A SNP 28097.63 35 26 27 29 36 32 41 34 32 33 16 19 12 15 35 26 27 29 36 32 41 34 32 33 16 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251277G>ANA NA NA NA NA
Chr20 251280 TTAC T Chr20_251280_TTAC_TTTAC_T INDEL 27825.59 35 25 28 30 35 33 42 35 33 34 17 18 13 15 35 25 28 30 35 33 42 35 33 34 17 18 13 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.251281_251283delTACNA NA NA NA NA
Chr20 253414 C CAATTTATAATGTGTTChr20_253414_C_CAATTTATAATGTGTTC_CAATTTATAATGTGTTINDEL 37370.59 50 20 31 45 28 43 48 46 29 38 23 19 20 26 50 20 31 45 28 43 48 46 29 38 23 19 20 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_520 Pp3c20_520 transcript PAC:32946666protein_codingNA c.*4681_*4682insAACACATTATAAATTNA NA NA NA 4681
Chr20 253414 C CAATTTATAATGTGTTChr20_253414_C_CAATTTATAATGTGTTC_CAATTTATAATGTGTTINDEL 37370.59 50 20 31 45 28 43 48 46 29 38 23 19 20 26 50 20 31 45 28 43 48 46 29 38 23 19 20 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_520 Pp3c20_520 transcript PAC:32946667protein_codingNA c.*4681_*4682insAACACATTATAAATTNA NA NA NA 4681
Chr20 253414 C CAATTTATAATGTGTTChr20_253414_C_CAATTTATAATGTGTTC_CAATTTATAATGTGTTINDEL 37370.59 50 20 31 45 28 43 48 46 29 38 23 19 20 26 50 20 31 45 28 43 48 46 29 38 23 19 20 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_481-Pp3c20_520Pp3c20_481-Pp3c20_520intergenic_regionPp3c20_481-Pp3c20_520NA NA n.253414_253415insAATTTATAATGTGTTNA NA NA NA NA
Chr20 282907 A T Chr20_282907_A_TA_T SNP 15850.63 17 9 12 27 20 24 18 16 24 23 10 10 7 5 17 9 12 27 20 24 18 16 24 23 10 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_610 Pp3c20_610 transcript PAC:32945378protein_coding17/17 c.*502T>A NA NA NA NA 502
Chr20 282907 A T Chr20_282907_A_TA_T SNP 15850.63 17 9 12 27 20 24 18 16 24 23 10 10 7 5 17 9 12 27 20 24 18 16 24 23 10 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_610 Pp3c20_610 transcript PAC:32945381protein_coding15/15 c.*502T>A NA NA NA NA 502
Chr20 282907 A T Chr20_282907_A_TA_T SNP 15850.63 17 9 12 27 20 24 18 16 24 23 10 10 7 5 17 9 12 27 20 24 18 16 24 23 10 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_610 Pp3c20_610 transcript PAC:32945379protein_coding17/17 c.*502T>A NA NA NA NA 502
Chr20 282907 A T Chr20_282907_A_TA_T SNP 15850.63 17 9 12 27 20 24 18 16 24 23 10 10 7 5 17 9 12 27 20 24 18 16 24 23 10 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_610 Pp3c20_610 transcript PAC:32945380protein_coding17/17 c.*502T>A NA NA NA NA 502
Chr20 282907 A T Chr20_282907_A_TA_T SNP 15850.63 17 9 12 27 20 24 18 16 24 23 10 10 7 5 17 9 12 27 20 24 18 16 24 23 10 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_610 Pp3c20_610 transcript PAC:32945382protein_coding17/17 c.*502T>A NA NA NA NA 502
Chr20 282908 A T Chr20_282908_A_TA_T SNP 15850.63 18 9 12 26 20 24 18 16 24 23 9 10 7 5 18 9 12 26 20 24 18 16 24 23 9 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_610 Pp3c20_610 transcript PAC:32945378protein_coding17/17 c.*501T>A NA NA NA NA 501
Chr20 282908 A T Chr20_282908_A_TA_T SNP 15850.63 18 9 12 26 20 24 18 16 24 23 9 10 7 5 18 9 12 26 20 24 18 16 24 23 9 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_610 Pp3c20_610 transcript PAC:32945381protein_coding15/15 c.*501T>A NA NA NA NA 501
Chr20 282908 A T Chr20_282908_A_TA_T SNP 15850.63 18 9 12 26 20 24 18 16 24 23 9 10 7 5 18 9 12 26 20 24 18 16 24 23 9 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_610 Pp3c20_610 transcript PAC:32945379protein_coding17/17 c.*501T>A NA NA NA NA 501
Chr20 282908 A T Chr20_282908_A_TA_T SNP 15850.63 18 9 12 26 20 24 18 16 24 23 9 10 7 5 18 9 12 26 20 24 18 16 24 23 9 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_610 Pp3c20_610 transcript PAC:32945380protein_coding17/17 c.*501T>A NA NA NA NA 501
Chr20 282908 A T Chr20_282908_A_TA_T SNP 15850.63 18 9 12 26 20 24 18 16 24 23 9 10 7 5 18 9 12 26 20 24 18 16 24 23 9 10 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_610 Pp3c20_610 transcript PAC:32945382protein_coding17/17 c.*501T>A NA NA NA NA 501
Chr20 384593 G C Chr20_384593_G_CG_C SNP 19987.63 37 13 15 23 12 29 37 30 26 24 19 15 12 15 37 13 15 23 12 29 37 30 26 24 19 15 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_790 Pp3c20_790 transcript PAC:32945777protein_codingNA c.*4986C>G NA NA NA NA 4413
Chr20 384593 G C Chr20_384593_G_CG_C SNP 19987.63 37 13 15 23 12 29 37 30 26 24 19 15 12 15 37 13 15 23 12 29 37 30 26 24 19 15 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_790 Pp3c20_790 transcript PAC:32945776protein_codingNA c.*6716C>G NA NA NA NA 4666
Chr20 384593 G C Chr20_384593_G_CG_C SNP 19987.63 37 13 15 23 12 29 37 30 26 24 19 15 12 15 37 13 15 23 12 29 37 30 26 24 19 15 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_760-Pp3c20_790Pp3c20_760-Pp3c20_790intergenic_regionPp3c20_760-Pp3c20_790NA NA n.384593G>CNA NA NA NA NA
Chr20 395913 C T Chr20_395913_C_TC_T SNP 13245.63 17 15 12 21 9 15 30 13 15 5 13 14 7 5 17 15 12 21 9 15 30 13 15 5 13 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_790 Pp3c20_790 transcript PAC:32945775protein_coding juin-16 c.1823G>A p.Gly608Glu 2439/5039 1823/4056 608/1351 NA
Chr20 395913 C T Chr20_395913_C_TC_T SNP 13245.63 17 15 12 21 9 15 30 13 15 5 13 14 7 5 17 15 12 21 9 15 30 13 15 5 13 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_790 Pp3c20_790 transcript PAC:32945776protein_coding avr-15 c.1364G>A p.Gly455Glu 1404/4879 1364/3597 455/1198 NA
Chr20 395913 C T Chr20_395913_C_TC_T SNP 13245.63 17 15 12 21 9 15 30 13 15 5 13 14 7 5 17 15 12 21 9 15 30 13 15 5 13 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_790 Pp3c20_790 transcript PAC:32945777protein_codingNA c.-5338G>A NA NA NA NA 4972
Chr20 569714 G C Chr20_569714_G_CG_C SNP 4916.98 0 0 0 0 0 0 0 0 27 23 20 22 6 16 33 24 25 22 18 31 38 28 27 23 20 22 6 16 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c20_1075-Pp3c20_1120Pp3c20_1075-Pp3c20_1120intergenic_regionPp3c20_1075-Pp3c20_1120NA NA n.569714G>CNA NA NA NA NA
Chr20 607671 A G Chr20_607671_A_GA_G SNP 9740.59 22 8 7 13 10 18 20 18 13 15 5 16 8 6 22 8 7 13 10 18 20 18 13 15 5 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_1200Pp3c20_1200transcript PAC:32948002protein_codingNA c.*4000A>G NA NA NA NA 3280
Chr20 607671 A G Chr20_607671_A_GA_G SNP 9740.59 22 8 7 13 10 18 20 18 13 15 5 16 8 6 22 8 7 13 10 18 20 18 13 15 5 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_1210Pp3c20_1210transcript PAC:32946087protein_codingNA c.*483T>C NA NA NA NA 483
Chr20 607671 A G Chr20_607671_A_GA_G SNP 9740.59 22 8 7 13 10 18 20 18 13 15 5 16 8 6 22 8 7 13 10 18 20 18 13 15 5 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_1200Pp3c20_1200transcript PAC:32948003protein_codingNA c.*4000A>G NA NA NA NA 3853
Chr20 607671 A G Chr20_607671_A_GA_G SNP 9740.59 22 8 7 13 10 18 20 18 13 15 5 16 8 6 22 8 7 13 10 18 20 18 13 15 5 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_1200Pp3c20_1200transcript PAC:32948005protein_codingNA c.*4000A>G NA NA NA NA 3280
Chr20 607671 A G Chr20_607671_A_GA_G SNP 9740.59 22 8 7 13 10 18 20 18 13 15 5 16 8 6 22 8 7 13 10 18 20 18 13 15 5 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_1200Pp3c20_1200transcript PAC:32948004protein_codingNA c.*4000A>G NA NA NA NA 3266
Chr20 607671 A G Chr20_607671_A_GA_G SNP 9740.59 22 8 7 13 10 18 20 18 13 15 5 16 8 6 22 8 7 13 10 18 20 18 13 15 5 16 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_1200-Pp3c20_1210Pp3c20_1200-Pp3c20_1210intergenic_regionPp3c20_1200-Pp3c20_1210NA NA n.607671A>GNA NA NA NA NA
Chr20 735044 T A Chr20_735044_T_AT_A SNP 16571.63 20 12 10 24 18 23 31 24 19 27 8 17 11 9 20 12 10 24 18 23 31 24 19 27 8 17 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_1403Pp3c20_1403transcript PAC:32946109protein_codingNA c.-4584A>T NA NA NA NA 3531
Chr20 735044 T A Chr20_735044_T_AT_A SNP 16571.63 20 12 10 24 18 23 31 24 19 27 8 17 11 9 20 12 10 24 18 23 31 24 19 27 8 17 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_1400Pp3c20_1400transcript PAC:32945467protein_codingNA c.-4584A>T NA NA NA NA 3761
Chr20 735044 T A Chr20_735044_T_AT_A SNP 16571.63 20 12 10 24 18 23 31 24 19 27 8 17 11 9 20 12 10 24 18 23 31 24 19 27 8 17 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_1403Pp3c20_1403transcript PAC:32946110protein_codingNA c.-4584A>T NA NA NA NA 3531
Chr20 735044 T A Chr20_735044_T_AT_A SNP 16571.63 20 12 10 24 18 23 31 24 19 27 8 17 11 9 20 12 10 24 18 23 31 24 19 27 8 17 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_1430Pp3c20_1430transcript PAC:32947363protein_codingNA c.*2312A>T NA NA NA NA 2049
Chr20 735044 T A Chr20_735044_T_AT_A SNP 16571.63 20 12 10 24 18 23 31 24 19 27 8 17 11 9 20 12 10 24 18 23 31 24 19 27 8 17 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_1430Pp3c20_1430transcript PAC:32947364protein_codingNA c.*2312A>T NA NA NA NA 2099
Chr20 735044 T A Chr20_735044_T_AT_A SNP 16571.63 20 12 10 24 18 23 31 24 19 27 8 17 11 9 20 12 10 24 18 23 31 24 19 27 8 17 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_1430Pp3c20_1430transcript PAC:32947365protein_codingNA c.*2312A>T NA NA NA NA 2099
Chr20 735044 T A Chr20_735044_T_AT_A SNP 16571.63 20 12 10 24 18 23 31 24 19 27 8 17 11 9 20 12 10 24 18 23 31 24 19 27 8 17 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_1403-Pp3c20_1430Pp3c20_1403-Pp3c20_1430intergenic_regionPp3c20_1403-Pp3c20_1430NA NA n.735044T>ANA NA NA NA NA
Chr20 832125 A T Chr20_832125_A_TA_T SNP 7466.29 18 12 8 0 0 0 0 0 18 9 5 14 8 4 18 12 8 12 10 23 24 17 18 9 5 14 8 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 missense_variantMODERATE Pp3c20_1550Pp3c20_1550transcript PAC:32947824protein_coding 10-nov c.1532A>T p.Tyr511Phe 1864/3138 1532/1659 511/552 NA
Chr20 832125 A T Chr20_832125_A_TA_T SNP 7466.29 18 12 8 0 0 0 0 0 18 9 5 14 8 4 18 12 8 12 10 23 24 17 18 9 5 14 8 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 missense_variantMODERATE Pp3c20_1550Pp3c20_1550transcript PAC:32947825protein_coding 10-nov c.1532A>T p.Tyr511Phe 1864/2711 1532/1659 511/552 NA
Chr20 832125 A T Chr20_832125_A_TA_T SNP 7466.29 18 12 8 0 0 0 0 0 18 9 5 14 8 4 18 12 8 12 10 23 24 17 18 9 5 14 8 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c20_1560Pp3c20_1560transcript PAC:32946702protein_codingNA c.-2464A>T NA NA NA NA 1839
Chr20 832125 A T Chr20_832125_A_TA_T SNP 7466.29 18 12 8 0 0 0 0 0 18 9 5 14 8 4 18 12 8 12 10 23 24 17 18 9 5 14 8 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c20_1560Pp3c20_1560transcript PAC:32946703protein_codingNA c.-2464A>T NA NA NA NA 1656
Chr20 832125 A T Chr20_832125_A_TA_T SNP 7466.29 18 12 8 0 0 0 0 0 18 9 5 14 8 4 18 12 8 12 10 23 24 17 18 9 5 14 8 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c20_1560Pp3c20_1560transcript PAC:32946704protein_codingNA c.-2464A>T NA NA NA NA 1862
Chr20 886992 C A Chr20_886992_C_AC_A SNP 21187.63 30 17 14 31 20 24 16 23 30 22 19 29 8 11 30 17 14 31 20 24 16 23 30 22 19 29 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_1610-Pp3c20_1630Pp3c20_1610-Pp3c20_1630intergenic_regionPp3c20_1610-Pp3c20_1630NA NA n.886992C>ANA NA NA NA NA
Chr20 887027 AT A Chr20_887027_AT_AAT_A INDEL 15330.59 26 10 14 22 19 18 16 21 23 21 12 17 9 7 26 10 14 22 19 18 16 21 23 21 12 17 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_1610-Pp3c20_1630Pp3c20_1610-Pp3c20_1630intergenic_regionPp3c20_1610-Pp3c20_1630NA NA n.887028delTNA NA NA NA NA
Chr20 929880 G A Chr20_929880_G_AG_A SNP 13732.63 19 14 12 16 18 21 29 11 13 18 9 11 6 8 19 14 12 16 18 21 29 11 13 18 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_1690Pp3c20_1690transcript PAC:32947660protein_codingNA c.-416G>A NA NA NA NA 416
Chr20 929880 G A Chr20_929880_G_AG_A SNP 13732.63 19 14 12 16 18 21 29 11 13 18 9 11 6 8 19 14 12 16 18 21 29 11 13 18 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_1680Pp3c20_1680transcript PAC:32945207protein_codingNA c.*2876G>A NA NA NA NA 2689
Chr20 929880 G A Chr20_929880_G_AG_A SNP 13732.63 19 14 12 16 18 21 29 11 13 18 9 11 6 8 19 14 12 16 18 21 29 11 13 18 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_1680Pp3c20_1680transcript PAC:32945208protein_codingNA c.*3073G>A NA NA NA NA 3073
Chr20 929880 G A Chr20_929880_G_AG_A SNP 13732.63 19 14 12 16 18 21 29 11 13 18 9 11 6 8 19 14 12 16 18 21 29 11 13 18 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_1700Pp3c20_1700transcript PAC:32947247protein_coding 03-mars c.156-41G>ANA NA NA NA NA
Chr20 929880 G A Chr20_929880_G_AG_A SNP 13732.63 19 14 12 16 18 21 29 11 13 18 9 11 6 8 19 14 12 16 18 21 29 11 13 18 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_1690Pp3c20_1690transcript PAC:32947661protein_coding 02-mars c.-375-41G>ANA NA NA NA NA
Chr20 929880 G A Chr20_929880_G_AG_A SNP 13732.63 19 14 12 16 18 21 29 11 13 18 9 11 6 8 19 14 12 16 18 21 29 11 13 18 9 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_1700Pp3c20_1700transcript PAC:32947248protein_coding 02-févr c.99-41G>A NA NA NA NA NA
Chr20 939466 AAT A Chr20_939466_AAT_AAAT_A INDEL 2824.24 0 0 0 16 10 18 16 12 1 1 0 0 0 0 13 21 15 16 10 18 16 13 21 13 14 10 5 7 0 0 0 1 1 1 1 0.923 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_1690-Pp3c20_1720Pp3c20_1690-Pp3c20_1720intergenic_regionPp3c20_1690-Pp3c20_1720NA NA n.939467_939468delATNA NA NA NA NA
Chr20 1109505 G T Chr20_1109505_G_TG_T SNP 5753.63 10 7 6 12 10 5 13 11 11 9 5 4 4 5 10 7 6 12 10 5 13 11 11 9 5 4 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_2020Pp3c20_2020transcript PAC:32946613protein_coding 04-avr c.*106G>T NA NA NA NA 106
Chr20 1109505 G T Chr20_1109505_G_TG_T SNP 5753.63 10 7 6 12 10 5 13 11 11 9 5 4 4 5 10 7 6 12 10 5 13 11 11 9 5 4 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2050Pp3c20_2050transcript PAC:32946601protein_codingNA c.-4278G>T NA NA NA NA 2762
Chr20 1109505 G T Chr20_1109505_G_TG_T SNP 5753.63 10 7 6 12 10 5 13 11 11 9 5 4 4 5 10 7 6 12 10 5 13 11 11 9 5 4 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2050Pp3c20_2050transcript PAC:32946602protein_codingNA c.-4278G>T NA NA NA NA 2670
Chr20 1109505 G T Chr20_1109505_G_TG_T SNP 5753.63 10 7 6 12 10 5 13 11 11 9 5 4 4 5 10 7 6 12 10 5 13 11 11 9 5 4 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2050Pp3c20_2050transcript PAC:32946603protein_codingNA c.-4278G>T NA NA NA NA 2670
Chr20 1109505 G T Chr20_1109505_G_TG_T SNP 5753.63 10 7 6 12 10 5 13 11 11 9 5 4 4 5 10 7 6 12 10 5 13 11 11 9 5 4 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_2020Pp3c20_2020transcript PAC:32946614protein_codingNA c.*106G>T NA NA NA NA 6
Chr20 1136499 GT G Chr20_1136499_GT_GGT_G INDEL 19188.59 36 24 11 21 24 18 34 28 26 15 16 12 10 5 36 24 11 21 24 18 34 28 26 15 16 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948132protein_coding 01-oct c.9-67delT NA NA NA NA NA
Chr20 1136499 GT G Chr20_1136499_GT_GGT_G INDEL 19188.59 36 24 11 21 24 18 34 28 26 15 16 12 10 5 36 24 11 21 24 18 34 28 26 15 16 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948135protein_coding 01-oct c.-1-67delT NA NA NA NA NA
Chr20 1136499 GT G Chr20_1136499_GT_GGT_G INDEL 19188.59 36 24 11 21 24 18 34 28 26 15 16 12 10 5 36 24 11 21 24 18 34 28 26 15 16 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948140protein_coding 01-sept c.-1-67delT NA NA NA NA NA
Chr20 1136499 GT G Chr20_1136499_GT_GGT_G INDEL 19188.59 36 24 11 21 24 18 34 28 26 15 16 12 10 5 36 24 11 21 24 18 34 28 26 15 16 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948138protein_coding 01-oct c.-1-67delT NA NA NA NA NA
Chr20 1136499 GT G Chr20_1136499_GT_GGT_G INDEL 19188.59 36 24 11 21 24 18 34 28 26 15 16 12 10 5 36 24 11 21 24 18 34 28 26 15 16 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948136protein_coding 01-oct c.-1-67delT NA NA NA NA NA
Chr20 1136499 GT G Chr20_1136499_GT_GGT_G INDEL 19188.59 36 24 11 21 24 18 34 28 26 15 16 12 10 5 36 24 11 21 24 18 34 28 26 15 16 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948134protein_coding 01-oct c.-1-67delT NA NA NA NA NA
Chr20 1136499 GT G Chr20_1136499_GT_GGT_G INDEL 19188.59 36 24 11 21 24 18 34 28 26 15 16 12 10 5 36 24 11 21 24 18 34 28 26 15 16 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948133protein_coding 01-oct c.-1-67delT NA NA NA NA NA
Chr20 1136499 GT G Chr20_1136499_GT_GGT_G INDEL 19188.59 36 24 11 21 24 18 34 28 26 15 16 12 10 5 36 24 11 21 24 18 34 28 26 15 16 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948137protein_coding 01-oct c.-1-67delT NA NA NA NA NA
Chr20 1136499 GT G Chr20_1136499_GT_GGT_G INDEL 19188.59 36 24 11 21 24 18 34 28 26 15 16 12 10 5 36 24 11 21 24 18 34 28 26 15 16 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948139protein_coding 01-oct c.-242-67delTNA NA NA NA NA
Chr20 1136508 A G Chr20_1136508_A_GA_G SNP 19450.63 36 24 12 20 23 18 34 26 26 15 16 12 10 4 36 24 12 20 23 18 34 26 26 15 16 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948132protein_coding 01-oct c.9-59A>G NA NA NA NA NA
Chr20 1136508 A G Chr20_1136508_A_GA_G SNP 19450.63 36 24 12 20 23 18 34 26 26 15 16 12 10 4 36 24 12 20 23 18 34 26 26 15 16 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948135protein_coding 01-oct c.-1-59A>G NA NA NA NA NA
Chr20 1136508 A G Chr20_1136508_A_GA_G SNP 19450.63 36 24 12 20 23 18 34 26 26 15 16 12 10 4 36 24 12 20 23 18 34 26 26 15 16 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948140protein_coding 01-sept c.-1-59A>G NA NA NA NA NA
Chr20 1136508 A G Chr20_1136508_A_GA_G SNP 19450.63 36 24 12 20 23 18 34 26 26 15 16 12 10 4 36 24 12 20 23 18 34 26 26 15 16 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948138protein_coding 01-oct c.-1-59A>G NA NA NA NA NA
Chr20 1136508 A G Chr20_1136508_A_GA_G SNP 19450.63 36 24 12 20 23 18 34 26 26 15 16 12 10 4 36 24 12 20 23 18 34 26 26 15 16 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948136protein_coding 01-oct c.-1-59A>G NA NA NA NA NA
Chr20 1136508 A G Chr20_1136508_A_GA_G SNP 19450.63 36 24 12 20 23 18 34 26 26 15 16 12 10 4 36 24 12 20 23 18 34 26 26 15 16 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948134protein_coding 01-oct c.-1-59A>G NA NA NA NA NA
Chr20 1136508 A G Chr20_1136508_A_GA_G SNP 19450.63 36 24 12 20 23 18 34 26 26 15 16 12 10 4 36 24 12 20 23 18 34 26 26 15 16 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948133protein_coding 01-oct c.-1-59A>G NA NA NA NA NA
Chr20 1136508 A G Chr20_1136508_A_GA_G SNP 19450.63 36 24 12 20 23 18 34 26 26 15 16 12 10 4 36 24 12 20 23 18 34 26 26 15 16 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948137protein_coding 01-oct c.-1-59A>G NA NA NA NA NA
Chr20 1136508 A G Chr20_1136508_A_GA_G SNP 19450.63 36 24 12 20 23 18 34 26 26 15 16 12 10 4 36 24 12 20 23 18 34 26 26 15 16 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948139protein_coding 01-oct c.-242-59A>GNA NA NA NA NA
Chr20 1136545 TC T Chr20_1136545_TC_TTC_T INDEL 17367.59 39 14 14 25 18 23 30 26 28 13 14 13 7 8 39 14 14 25 18 23 30 26 28 13 14 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948132protein_coding 01-oct c.9-21delC NA NA NA NA NA
Chr20 1136545 TC T Chr20_1136545_TC_TTC_T INDEL 17367.59 39 14 14 25 18 23 30 26 28 13 14 13 7 8 39 14 14 25 18 23 30 26 28 13 14 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948135protein_coding 01-oct c.-1-21delC NA NA NA NA NA
Chr20 1136545 TC T Chr20_1136545_TC_TTC_T INDEL 17367.59 39 14 14 25 18 23 30 26 28 13 14 13 7 8 39 14 14 25 18 23 30 26 28 13 14 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948140protein_coding 01-sept c.-1-21delC NA NA NA NA NA
Chr20 1136545 TC T Chr20_1136545_TC_TTC_T INDEL 17367.59 39 14 14 25 18 23 30 26 28 13 14 13 7 8 39 14 14 25 18 23 30 26 28 13 14 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948138protein_coding 01-oct c.-1-21delC NA NA NA NA NA
Chr20 1136545 TC T Chr20_1136545_TC_TTC_T INDEL 17367.59 39 14 14 25 18 23 30 26 28 13 14 13 7 8 39 14 14 25 18 23 30 26 28 13 14 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948136protein_coding 01-oct c.-1-21delC NA NA NA NA NA
Chr20 1136545 TC T Chr20_1136545_TC_TTC_T INDEL 17367.59 39 14 14 25 18 23 30 26 28 13 14 13 7 8 39 14 14 25 18 23 30 26 28 13 14 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948134protein_coding 01-oct c.-1-21delC NA NA NA NA NA
Chr20 1136545 TC T Chr20_1136545_TC_TTC_T INDEL 17367.59 39 14 14 25 18 23 30 26 28 13 14 13 7 8 39 14 14 25 18 23 30 26 28 13 14 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948133protein_coding 01-oct c.-1-21delC NA NA NA NA NA
Chr20 1136545 TC T Chr20_1136545_TC_TTC_T INDEL 17367.59 39 14 14 25 18 23 30 26 28 13 14 13 7 8 39 14 14 25 18 23 30 26 28 13 14 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948137protein_coding 01-oct c.-1-21delC NA NA NA NA NA
Chr20 1136545 TC T Chr20_1136545_TC_TTC_T INDEL 17367.59 39 14 14 25 18 23 30 26 28 13 14 13 7 8 39 14 14 25 18 23 30 26 28 13 14 13 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_2100Pp3c20_2100transcript PAC:32948139protein_coding 01-oct c.-242-21delCNA NA NA NA NA
Chr20 1200368 A AT Chr20_1200368_A_ATA_AT INDEL 16684.59 21 12 10 24 22 36 34 12 19 18 12 10 5 5 21 12 10 24 22 36 34 12 19 18 12 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2190Pp3c20_2190transcript PAC:32945808protein_codingNA c.-3560_-3559insANA NA NA NA 2534
Chr20 1200368 A AT Chr20_1200368_A_ATA_AT INDEL 16684.59 21 12 10 24 22 36 34 12 19 18 12 10 5 5 21 12 10 24 22 36 34 12 19 18 12 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2190Pp3c20_2190transcript PAC:32945809protein_codingNA c.-3560_-3559insANA NA NA NA 2525
Chr20 1200368 A AT Chr20_1200368_A_ATA_AT INDEL 16684.59 21 12 10 24 22 36 34 12 19 18 12 10 5 5 21 12 10 24 22 36 34 12 19 18 12 10 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_2190-Pp3c20_2200Pp3c20_2190-Pp3c20_2200intergenic_regionPp3c20_2190-Pp3c20_2200NA NA n.1200368_1200369insTNA NA NA NA NA
Chr20 1200373 TA T Chr20_1200373_TA_TTA_T INDEL 16486.59 21 13 11 23 21 36 33 13 19 17 11 8 5 6 21 13 11 23 21 36 33 13 19 17 11 8 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2190Pp3c20_2190transcript PAC:32945808protein_codingNA c.-3565delT NA NA NA NA 2539
Chr20 1200373 TA T Chr20_1200373_TA_TTA_T INDEL 16486.59 21 13 11 23 21 36 33 13 19 17 11 8 5 6 21 13 11 23 21 36 33 13 19 17 11 8 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2190Pp3c20_2190transcript PAC:32945809protein_codingNA c.-3565delT NA NA NA NA 2530
Chr20 1200373 TA T Chr20_1200373_TA_TTA_T INDEL 16486.59 21 13 11 23 21 36 33 13 19 17 11 8 5 6 21 13 11 23 21 36 33 13 19 17 11 8 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_2190-Pp3c20_2200Pp3c20_2190-Pp3c20_2200intergenic_regionPp3c20_2190-Pp3c20_2200NA NA n.1200374delANA NA NA NA NA
Chr20 1202153 A AAT Chr20_1202153_A_AATA_AAT INDEL 1434.93 0 2 0 0 1 1 0 0 6 12 7 7 8 5 14 7 8 13 11 14 20 14 6 13 7 7 8 5 0 0.286 0 0 0 0 0 0 1 0.923 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c20_2190Pp3c20_2190transcript PAC:32945808protein_codingNA c.-5345_-5344insATNA NA NA NA 4319
Chr20 1202153 A AAT Chr20_1202153_A_AATA_AAT INDEL 1434.93 0 2 0 0 1 1 0 0 6 12 7 7 8 5 14 7 8 13 11 14 20 14 6 13 7 7 8 5 0 0.286 0 0 0 0 0 0 1 0.923 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c20_2190Pp3c20_2190transcript PAC:32945809protein_codingNA c.-5345_-5344insATNA NA NA NA 4310
Chr20 1202153 A AAT Chr20_1202153_A_AATA_AAT INDEL 1434.93 0 2 0 0 1 1 0 0 6 12 7 7 8 5 14 7 8 13 11 14 20 14 6 13 7 7 8 5 0 0.286 0 0 0 0 0 0 1 0.923 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c20_2190-Pp3c20_2200Pp3c20_2190-Pp3c20_2200intergenic_regionPp3c20_2190-Pp3c20_2200NA NA n.1202153_1202154insATNA NA NA NA NA
Chr20 1289826 A AT Chr20_1289826_A_ATA_AT INDEL 21466.59 20 13 18 19 26 33 22 30 31 29 13 14 10 21 20 13 18 19 26 33 22 30 31 29 13 14 10 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2360Pp3c20_2360transcript PAC:32946054protein_codingNA c.-4110_-4109insANA NA NA NA 4110
Chr20 1289826 A AT Chr20_1289826_A_ATA_AT INDEL 21466.59 20 13 18 19 26 33 22 30 31 29 13 14 10 21 20 13 18 19 26 33 22 30 31 29 13 14 10 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2360Pp3c20_2360transcript PAC:32946055protein_codingNA c.-4110_-4109insANA NA NA NA 3989
Chr20 1289826 A AT Chr20_1289826_A_ATA_AT INDEL 21466.59 20 13 18 19 26 33 22 30 31 29 13 14 10 21 20 13 18 19 26 33 22 30 31 29 13 14 10 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_2360-Pp3c20_2380Pp3c20_2360-Pp3c20_2380intergenic_regionPp3c20_2360-Pp3c20_2380NA NA n.1289826_1289827insTNA NA NA NA NA
Chr20 1289827 A G Chr20_1289827_A_GA_G SNP 21475.63 21 13 17 18 26 33 22 31 32 30 14 14 10 21 21 13 17 18 26 33 22 31 32 30 14 14 10 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2360Pp3c20_2360transcript PAC:32946054protein_codingNA c.-4110T>C NA NA NA NA 4110
Chr20 1289827 A G Chr20_1289827_A_GA_G SNP 21475.63 21 13 17 18 26 33 22 31 32 30 14 14 10 21 21 13 17 18 26 33 22 31 32 30 14 14 10 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2360Pp3c20_2360transcript PAC:32946055protein_codingNA c.-4110T>C NA NA NA NA 3989
Chr20 1289827 A G Chr20_1289827_A_GA_G SNP 21475.63 21 13 17 18 26 33 22 31 32 30 14 14 10 21 21 13 17 18 26 33 22 31 32 30 14 14 10 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_2360-Pp3c20_2380Pp3c20_2360-Pp3c20_2380intergenic_regionPp3c20_2360-Pp3c20_2380NA NA n.1289827A>GNA NA NA NA NA
Chr20 1465157 G GAT Chr20_1465157_G_GATG_GAT INDEL 1547.35 21 17 17 0 0 0 0 0 0 0 0 0 0 0 22 17 17 18 10 15 24 12 12 21 12 9 8 6 0.955 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c20_2720-Pp3c20_2780Pp3c20_2720-Pp3c20_2780intergenic_regionPp3c20_2720-Pp3c20_2780NA NA n.1465157_1465158insATNA NA NA NA NA
Chr20 1471774 G T Chr20_1471774_G_TG_T SNP 18981.63 34 16 9 26 17 29 26 28 18 27 11 17 7 7 34 16 9 26 17 29 26 28 18 27 11 17 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_2780Pp3c20_2780transcript PAC:32947946protein_coding 02-févr c.*441C>A NA NA NA NA 441
Chr20 1471774 G T Chr20_1471774_G_TG_T SNP 18981.63 34 16 9 26 17 29 26 28 18 27 11 17 7 7 34 16 9 26 17 29 26 28 18 27 11 17 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2790Pp3c20_2790transcript PAC:32947886protein_codingNA c.-1184G>T NA NA NA NA 1067
Chr20 1471774 G T Chr20_1471774_G_TG_T SNP 18981.63 34 16 9 26 17 29 26 28 18 27 11 17 7 7 34 16 9 26 17 29 26 28 18 27 11 17 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2790Pp3c20_2790transcript PAC:32947887protein_codingNA c.-1184G>T NA NA NA NA 1106
Chr20 1471826 C A Chr20_1471826_C_AC_A SNP 19318.63 29 16 8 23 22 25 29 29 15 23 10 19 8 8 29 16 8 23 22 25 29 29 15 23 10 19 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_2780Pp3c20_2780transcript PAC:32947946protein_coding 02-févr c.*389G>T NA NA NA NA 389
Chr20 1471826 C A Chr20_1471826_C_AC_A SNP 19318.63 29 16 8 23 22 25 29 29 15 23 10 19 8 8 29 16 8 23 22 25 29 29 15 23 10 19 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2790Pp3c20_2790transcript PAC:32947886protein_codingNA c.-1132C>A NA NA NA NA 1015
Chr20 1471826 C A Chr20_1471826_C_AC_A SNP 19318.63 29 16 8 23 22 25 29 29 15 23 10 19 8 8 29 16 8 23 22 25 29 29 15 23 10 19 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2790Pp3c20_2790transcript PAC:32947887protein_codingNA c.-1132C>A NA NA NA NA 1054
Chr20 1471837 G GA Chr20_1471837_G_GAG_GA INDEL 19569.59 29 16 11 19 24 24 32 26 17 22 12 17 8 11 29 16 11 19 24 24 32 26 17 22 12 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_2780Pp3c20_2780transcript PAC:32947946protein_coding 02-févr c.*377dupT NA NA NA NA 377
Chr20 1471837 G GA Chr20_1471837_G_GAG_GA INDEL 19569.59 29 16 11 19 24 24 32 26 17 22 12 17 8 11 29 16 11 19 24 24 32 26 17 22 12 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2790Pp3c20_2790transcript PAC:32947886protein_codingNA c.-1121_-1120insANA NA NA NA 1003
Chr20 1471837 G GA Chr20_1471837_G_GAG_GA INDEL 19569.59 29 16 11 19 24 24 32 26 17 22 12 17 8 11 29 16 11 19 24 24 32 26 17 22 12 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2790Pp3c20_2790transcript PAC:32947887protein_codingNA c.-1121_-1120insANA NA NA NA 1042
Chr20 1533475 T A Chr20_1533475_T_AT_A SNP 18994.63 26 17 14 33 21 25 22 23 33 30 6 14 12 10 26 17 14 33 21 25 22 23 33 30 6 14 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_2830-Pp3c20_2850Pp3c20_2830-Pp3c20_2850intergenic_regionPp3c20_2830-Pp3c20_2850NA NA n.1533475T>ANA NA NA NA NA
Chr20 1533600 G T Chr20_1533600_G_TG_T SNP 18843.63 24 12 18 19 17 27 18 17 22 26 11 14 18 9 24 12 18 19 17 27 18 17 22 26 11 14 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_2830-Pp3c20_2850Pp3c20_2830-Pp3c20_2850intergenic_regionPp3c20_2830-Pp3c20_2850NA NA n.1533600G>TNA NA NA NA NA
Chr20 1533634 G T Chr20_1533634_G_TG_T SNP 20214.63 33 9 17 14 15 36 18 12 19 19 15 21 18 7 33 9 17 14 15 36 18 12 19 19 15 21 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_2830-Pp3c20_2850Pp3c20_2830-Pp3c20_2850intergenic_regionPp3c20_2830-Pp3c20_2850NA NA n.1533634G>TNA NA NA NA NA
Chr20 1533649 C A Chr20_1533649_C_AC_A SNP 20265.63 33 8 21 15 14 33 19 13 19 21 15 22 18 8 33 8 21 15 14 33 19 13 19 21 15 22 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_2830-Pp3c20_2850Pp3c20_2830-Pp3c20_2850intergenic_regionPp3c20_2830-Pp3c20_2850NA NA n.1533649C>ANA NA NA NA NA
Chr20 1533699 G T Chr20_1533699_G_TG_T SNP 19220.63 32 9 16 17 12 26 26 17 20 26 14 19 20 11 32 9 16 17 12 26 26 17 20 26 14 19 20 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_2830-Pp3c20_2850Pp3c20_2830-Pp3c20_2850intergenic_regionPp3c20_2830-Pp3c20_2850NA NA n.1533699G>TNA NA NA NA NA
Chr20 1535694 T TTA Chr20_1535694_T_TTAT_TTA INDEL 1044.35 11 10 13 2 1 0 0 0 1 0 0 0 0 0 11 10 13 17 19 10 12 9 10 5 11 11 6 4 1 1 1 0.118 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c20_2850Pp3c20_2850transcript PAC:32947513protein_codingNA c.-4185_-4184insTANA NA NA NA 4005
Chr20 1535694 T TTA Chr20_1535694_T_TTAT_TTA INDEL 1044.35 11 10 13 2 1 0 0 0 1 0 0 0 0 0 11 10 13 17 19 10 12 9 10 5 11 11 6 4 1 1 1 0.118 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c20_2850Pp3c20_2850transcript PAC:32947514protein_codingNA c.-4185_-4184insTANA NA NA NA 3999
Chr20 1535694 T TTA Chr20_1535694_T_TTAT_TTA INDEL 1044.35 11 10 13 2 1 0 0 0 1 0 0 0 0 0 11 10 13 17 19 10 12 9 10 5 11 11 6 4 1 1 1 0.118 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c20_2830-Pp3c20_2850Pp3c20_2830-Pp3c20_2850intergenic_regionPp3c20_2830-Pp3c20_2850NA NA n.1535694_1535695insTANA NA NA NA NA
Chr20 1593555 T TA Chr20_1593555_T_TAT_TA INDEL 14261.59 24 17 19 26 26 22 32 32 19 21 18 12 14 5 24 17 19 26 26 22 32 32 19 21 18 12 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_2990Pp3c20_2990transcript PAC:32947296protein_codingNA c.-2279_-2278insTNA NA NA NA 2279
Chr20 1593555 T TA Chr20_1593555_T_TAT_TA INDEL 14261.59 24 17 19 26 26 22 32 32 19 21 18 12 14 5 24 17 19 26 26 22 32 32 19 21 18 12 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3000Pp3c20_3000transcript PAC:32947089protein_codingNA c.-1770_-1769insTNA NA NA NA 1770



Chr20 1593555 T TA Chr20_1593555_T_TAT_TA INDEL 14261.59 24 17 19 26 26 22 32 32 19 21 18 12 14 5 24 17 19 26 26 22 32 32 19 21 18 12 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3010Pp3c20_3010transcript PAC:32947267protein_codingNA c.-1520_-1519insTNA NA NA NA 1520
Chr20 1593555 T TA Chr20_1593555_T_TAT_TA INDEL 14261.59 24 17 19 26 26 22 32 32 19 21 18 12 14 5 24 17 19 26 26 22 32 32 19 21 18 12 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3010-Pp3c20_3020Pp3c20_3010-Pp3c20_3020intergenic_regionPp3c20_3010-Pp3c20_3020NA NA n.1593555_1593556insANA NA NA NA NA
Chr20 1639512 GT G Chr20_1639512_GT_GGT_G INDEL 11889.59 16 14 11 9 13 12 12 12 9 21 13 4 9 5 16 14 11 9 13 12 12 12 9 21 13 4 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3020-Pp3c20_3080Pp3c20_3020-Pp3c20_3080intergenic_regionPp3c20_3020-Pp3c20_3080NA NA n.1639513delTNA NA NA NA NA
Chr20 1639525 G T Chr20_1639525_G_TG_T SNP 10945.63 16 11 11 9 13 11 9 11 6 16 12 4 8 5 16 11 11 9 13 11 9 11 6 16 12 4 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3020-Pp3c20_3080Pp3c20_3020-Pp3c20_3080intergenic_regionPp3c20_3020-Pp3c20_3080NA NA n.1639525G>TNA NA NA NA NA
Chr20 1731769 G GTA Chr20_1731769_G_GTAG_GTA INDEL 2468.93 0 0 0 2 1 2 1 2 13 18 11 10 11 9 24 4 7 33 9 21 25 14 13 18 11 10 11 9 0 0 0 0.061 0 0.095 0 0.143 1 1 1 1 1 1 0 7 7 3 7 0 0 upstream_gene_variantMODIFIER Pp3c20_3280Pp3c20_3280transcript PAC:32948073protein_codingNA c.-2114_-2113insTANA NA NA NA 2114
Chr20 1731769 G GTA Chr20_1731769_G_GTAG_GTA INDEL 2468.93 0 0 0 2 1 2 1 2 13 18 11 10 11 9 24 4 7 33 9 21 25 14 13 18 11 10 11 9 0 0 0 0.061 0 0.095 0 0.143 1 1 1 1 1 1 0 7 7 3 7 0 0 intergenic_regionMODIFIER Pp3c20_3280-Pp3c20_3298Pp3c20_3280-Pp3c20_3298intergenic_regionPp3c20_3280-Pp3c20_3298NA NA n.1731769_1731770insTANA NA NA NA NA
Chr20 1852824 C T Chr20_1852824_C_TC_T SNP 16456.63 28 11 11 25 23 26 22 16 15 24 11 16 6 9 29 11 11 25 23 26 22 16 15 24 11 16 6 9 0.966 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3500-Pp3c20_3540Pp3c20_3500-Pp3c20_3540intergenic_regionPp3c20_3500-Pp3c20_3540NA NA n.1852824C>TNA NA NA NA NA
Chr20 1875319 C A Chr20_1875319_C_AC_A SNP 9405.29 20 10 12 0 0 0 0 0 28 14 12 13 5 12 20 10 12 27 14 23 22 16 28 14 12 13 5 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c20_3540-Pp3c20_3580Pp3c20_3540-Pp3c20_3580intergenic_regionPp3c20_3540-Pp3c20_3580NA NA n.1875319C>ANA NA NA NA NA
Chr20 1900640 A AATATAT Chr20_1900640_A_AATATATA_AATATAT INDEL 12899.59 14 15 14 12 12 24 17 13 9 17 10 16 12 6 14 15 14 12 12 25 18 13 9 17 10 16 12 7 1 1 1 1 1 0.96 0.944 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3610Pp3c20_3610transcript PAC:32946288protein_codingNA c.-3620_-3619insATATATNA NA NA NA 2270
Chr20 1900640 A AATATAT Chr20_1900640_A_AATATATA_AATATAT INDEL 12899.59 14 15 14 12 12 24 17 13 9 17 10 16 12 6 14 15 14 12 12 25 18 13 9 17 10 16 12 7 1 1 1 1 1 0.96 0.944 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3610Pp3c20_3610transcript PAC:32946289protein_codingNA c.-3620_-3619insATATATNA NA NA NA 3517
Chr20 1900640 A AATATAT Chr20_1900640_A_AATATATA_AATATAT INDEL 12899.59 14 15 14 12 12 24 17 13 9 17 10 16 12 6 14 15 14 12 12 25 18 13 9 17 10 16 12 7 1 1 1 1 1 0.96 0.944 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3610Pp3c20_3610transcript PAC:32946290protein_codingNA c.-3142_-3141insATATATNA NA NA NA 3142
Chr20 1900640 A AATATAT Chr20_1900640_A_AATATATA_AATATAT INDEL 12899.59 14 15 14 12 12 24 17 13 9 17 10 16 12 6 14 15 14 12 12 25 18 13 9 17 10 16 12 7 1 1 1 1 1 0.96 0.944 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3610-Pp3c20_3750Pp3c20_3610-Pp3c20_3750intergenic_regionPp3c20_3610-Pp3c20_3750NA NA n.1900640_1900641insATATATNA NA NA NA NA
Chr20 2024176 G GA Chr20_2024176_G_GAG_GA INDEL 15921.59 25 15 15 30 19 37 21 25 18 25 14 14 4 9 25 15 15 30 19 37 21 25 18 25 14 14 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3790-Pp3c20_3890Pp3c20_3790-Pp3c20_3890intergenic_regionPp3c20_3790-Pp3c20_3890NA NA n.2024176_2024177insANA NA NA NA NA
Chr20 2047285 G T Chr20_2047285_G_TG_T SNP 22953.63 31 16 11 34 22 52 20 27 26 25 17 25 14 8 31 16 11 34 22 52 20 27 26 25 17 25 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3790-Pp3c20_3890Pp3c20_3790-Pp3c20_3890intergenic_regionPp3c20_3790-Pp3c20_3890NA NA n.2047285G>TNA NA NA NA NA
Chr20 2047304 G T Chr20_2047304_G_TG_T SNP 22787.63 34 15 12 31 19 49 21 25 29 24 14 23 14 5 34 15 12 31 19 49 21 25 29 24 14 23 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3790-Pp3c20_3890Pp3c20_3790-Pp3c20_3890intergenic_regionPp3c20_3790-Pp3c20_3890NA NA n.2047304G>TNA NA NA NA NA
Chr20 2047378 G T Chr20_2047378_G_TG_T SNP 20370.63 29 16 12 28 19 42 27 23 25 24 23 25 15 8 29 16 12 28 19 42 27 23 25 24 23 25 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3790-Pp3c20_3890Pp3c20_3790-Pp3c20_3890intergenic_regionPp3c20_3790-Pp3c20_3890NA NA n.2047378G>TNA NA NA NA NA
Chr20 2097072 T C Chr20_2097072_T_CT_C SNP 15979.63 26 9 9 12 14 12 23 30 17 26 11 17 8 7 26 9 9 12 14 12 23 30 17 26 11 17 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3930-Pp3c20_3940Pp3c20_3930-Pp3c20_3940intergenic_regionPp3c20_3930-Pp3c20_3940NA NA n.2097072T>CNA NA NA NA NA
Chr20 2098746 G A Chr20_2098746_G_AG_A SNP 16513.63 19 15 16 13 13 22 15 12 24 28 18 12 9 14 19 15 16 13 13 22 15 12 24 28 18 12 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3940Pp3c20_3940transcript PAC:32947158protein_codingNA c.-4653G>A NA NA NA NA 4653
Chr20 2098746 G A Chr20_2098746_G_AG_A SNP 16513.63 19 15 16 13 13 22 15 12 24 28 18 12 9 14 19 15 16 13 13 22 15 12 24 28 18 12 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3930-Pp3c20_3940Pp3c20_3930-Pp3c20_3940intergenic_regionPp3c20_3930-Pp3c20_3940NA NA n.2098746G>ANA NA NA NA NA
Chr20 2098800 A C Chr20_2098800_A_CA_C SNP 12755.63 13 10 10 6 7 20 13 8 21 18 11 13 9 8 13 10 10 6 7 20 13 8 21 18 11 13 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3940Pp3c20_3940transcript PAC:32947158protein_codingNA c.-4599A>C NA NA NA NA 4599
Chr20 2098800 A C Chr20_2098800_A_CA_C SNP 12755.63 13 10 10 6 7 20 13 8 21 18 11 13 9 8 13 10 10 6 7 20 13 8 21 18 11 13 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3930-Pp3c20_3940Pp3c20_3930-Pp3c20_3940intergenic_regionPp3c20_3930-Pp3c20_3940NA NA n.2098800A>CNA NA NA NA NA
Chr20 2098831 C T Chr20_2098831_C_TC_T SNP 11987.63 14 10 10 8 9 19 13 15 23 11 7 13 7 5 14 10 10 8 9 19 13 15 23 11 7 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3940Pp3c20_3940transcript PAC:32947158protein_codingNA c.-4568C>T NA NA NA NA 4568
Chr20 2098831 C T Chr20_2098831_C_TC_T SNP 11987.63 14 10 10 8 9 19 13 15 23 11 7 13 7 5 14 10 10 8 9 19 13 15 23 11 7 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3930-Pp3c20_3940Pp3c20_3930-Pp3c20_3940intergenic_regionPp3c20_3930-Pp3c20_3940NA NA n.2098831C>TNA NA NA NA NA
Chr20 2098839 G A Chr20_2098839_G_AG_A SNP 11990.63 14 12 11 9 8 17 12 14 22 11 9 11 8 5 14 12 11 9 8 17 12 14 22 11 9 11 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3940Pp3c20_3940transcript PAC:32947158protein_codingNA c.-4560G>A NA NA NA NA 4560
Chr20 2098839 G A Chr20_2098839_G_AG_A SNP 11990.63 14 12 11 9 8 17 12 14 22 11 9 11 8 5 14 12 11 9 8 17 12 14 22 11 9 11 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3930-Pp3c20_3940Pp3c20_3930-Pp3c20_3940intergenic_regionPp3c20_3930-Pp3c20_3940NA NA n.2098839G>ANA NA NA NA NA
Chr20 2099682 T A Chr20_2099682_T_AT_A SNP 18572.63 23 13 10 24 14 24 29 27 22 25 13 19 12 11 23 13 10 24 14 24 29 27 22 25 13 19 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3940Pp3c20_3940transcript PAC:32947158protein_codingNA c.-3717T>A NA NA NA NA 3717
Chr20 2099682 T A Chr20_2099682_T_AT_A SNP 18572.63 23 13 10 24 14 24 29 27 22 25 13 19 12 11 23 13 10 24 14 24 29 27 22 25 13 19 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3930-Pp3c20_3940Pp3c20_3930-Pp3c20_3940intergenic_regionPp3c20_3930-Pp3c20_3940NA NA n.2099682T>ANA NA NA NA NA
Chr20 2099684 G A Chr20_2099684_G_AG_A SNP 18617.63 23 12 10 23 13 24 29 27 21 25 14 19 11 10 23 12 10 23 13 24 29 27 21 25 14 19 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3940Pp3c20_3940transcript PAC:32947158protein_codingNA c.-3715G>A NA NA NA NA 3715
Chr20 2099684 G A Chr20_2099684_G_AG_A SNP 18617.63 23 12 10 23 13 24 29 27 21 25 14 19 11 10 23 12 10 23 13 24 29 27 21 25 14 19 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3930-Pp3c20_3940Pp3c20_3930-Pp3c20_3940intergenic_regionPp3c20_3930-Pp3c20_3940NA NA n.2099684G>ANA NA NA NA NA
Chr20 2099687 C A Chr20_2099687_C_AC_A SNP 18226.63 23 12 10 23 13 23 27 26 22 24 14 18 10 9 23 12 10 23 13 23 27 26 22 24 14 18 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_3940Pp3c20_3940transcript PAC:32947158protein_codingNA c.-3712C>A NA NA NA NA 3712
Chr20 2099687 C A Chr20_2099687_C_AC_A SNP 18226.63 23 12 10 23 13 23 27 26 22 24 14 18 10 9 23 12 10 23 13 23 27 26 22 24 14 18 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3930-Pp3c20_3940Pp3c20_3930-Pp3c20_3940intergenic_regionPp3c20_3930-Pp3c20_3940NA NA n.2099687C>ANA NA NA NA NA
Chr20 2132406 A ATAGAAGAGTCTTTGATTTTTAAGATAGACTGGTCTTGTTTCATTGATAATGTCAAATCTChr20_2132406_A_ATAGAAGAGTCTTTGATTTTTAAGATAGACTGGTCTTGTTTCATTGATAATGTCAAATCTA_ATAGAAGAGTCTTTGATTTTTAAGATAGACTGGTCTTGTTTCATTGATAATGTCAAATCTINDEL 27032.59 22 18 24 29 17 27 27 26 16 20 9 13 9 8 22 18 24 29 17 27 27 26 16 20 9 13 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_3940-Pp3c20_3960Pp3c20_3940-Pp3c20_3960intergenic_regionPp3c20_3940-Pp3c20_3960NA NA n.2132406_2132407insTAGAAGAGTCTTTGATTTTTAAGATAGACTGGTCTTGTTTCATTGATAATGTCAAATCTNA NA NA NA NA
Chr20 2283203 C T Chr20_2283203_C_TC_T SNP 14365.63 11 17 9 19 12 16 20 15 21 11 8 17 7 13 11 17 9 19 12 16 20 15 21 11 8 17 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_4150Pp3c20_4150transcript PAC:32945602protein_codingNA c.*1625C>T NA NA NA NA 1055
Chr20 2283203 C T Chr20_2283203_C_TC_T SNP 14365.63 11 17 9 19 12 16 20 15 21 11 8 17 7 13 11 17 9 19 12 16 20 15 21 11 8 17 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_4150Pp3c20_4150transcript PAC:32945603protein_codingNA c.*1625C>T NA NA NA NA 1061
Chr20 2283203 C T Chr20_2283203_C_TC_T SNP 14365.63 11 17 9 19 12 16 20 15 21 11 8 17 7 13 11 17 9 19 12 16 20 15 21 11 8 17 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4150-Pp3c20_4170Pp3c20_4150-Pp3c20_4170intergenic_regionPp3c20_4150-Pp3c20_4170NA NA n.2283203C>TNA NA NA NA NA
Chr20 2371051 G T Chr20_2371051_G_TG_T SNP 16303.63 27 15 7 19 20 23 33 24 32 19 11 7 14 5 27 15 7 19 20 23 33 24 32 19 11 7 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4249-Pp3c20_4300Pp3c20_4249-Pp3c20_4300intergenic_regionPp3c20_4249-Pp3c20_4300NA NA n.2371051G>TNA NA NA NA NA
Chr20 2445371 A AAT Chr20_2445371_A_AATA_AAT INDEL 9407.59 18 8 14 21 12 12 20 18 17 16 13 4 5 6 18 8 14 22 12 12 20 18 17 16 14 4 5 6 1 1 1 0.955 1 1 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_4410Pp3c20_4410transcript PAC:32945726protein_codingNA c.*3001_*3002insATNA NA NA NA 2624
Chr20 2445371 A AAT Chr20_2445371_A_AATA_AAT INDEL 9407.59 18 8 14 21 12 12 20 18 17 16 13 4 5 6 18 8 14 22 12 12 20 18 17 16 14 4 5 6 1 1 1 0.955 1 1 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_4410Pp3c20_4410transcript PAC:32945727protein_codingNA c.*3001_*3002insATNA NA NA NA 2910
Chr20 2445371 A AAT Chr20_2445371_A_AATA_AAT INDEL 9407.59 18 8 14 21 12 12 20 18 17 16 13 4 5 6 18 8 14 22 12 12 20 18 17 16 14 4 5 6 1 1 1 0.955 1 1 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4410-Pp3c20_4530Pp3c20_4410-Pp3c20_4530intergenic_regionPp3c20_4410-Pp3c20_4530NA NA n.2445371_2445372insATNA NA NA NA NA
Chr20 2468245 T TA Chr20_2468245_T_TAT_TA INDEL 11270.59 27 10 16 17 14 18 19 22 12 15 14 18 5 12 27 10 16 17 14 18 19 22 12 15 14 18 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4410-Pp3c20_4530Pp3c20_4410-Pp3c20_4530intergenic_regionPp3c20_4410-Pp3c20_4530NA NA n.2468245_2468246insANA NA NA NA NA
Chr20 2511530 CT C Chr20_2511530_CT_CCT_C INDEL 19913.59 39 14 11 29 22 25 38 22 23 19 12 20 5 15 39 14 11 29 22 25 38 22 23 19 12 20 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4410-Pp3c20_4530Pp3c20_4410-Pp3c20_4530intergenic_regionPp3c20_4410-Pp3c20_4530NA NA n.2511531delTNA NA NA NA NA
Chr20 2511539 C T Chr20_2511539_C_TC_T SNP 20598.63 42 15 11 31 22 24 40 22 23 23 14 20 6 15 42 15 11 31 22 24 40 22 23 23 14 20 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4410-Pp3c20_4530Pp3c20_4410-Pp3c20_4530intergenic_regionPp3c20_4410-Pp3c20_4530NA NA n.2511539C>TNA NA NA NA NA
Chr20 2511594 C CT Chr20_2511594_C_CTC_CT INDEL 18875.59 36 12 8 22 17 20 40 15 27 19 17 18 9 13 36 12 8 22 17 20 40 15 27 19 17 18 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4410-Pp3c20_4530Pp3c20_4410-Pp3c20_4530intergenic_regionPp3c20_4410-Pp3c20_4530NA NA n.2511594_2511595insTNA NA NA NA NA
Chr20 2511598 G T Chr20_2511598_G_TG_T SNP 18923.63 35 12 8 23 17 20 39 15 27 18 17 18 10 13 35 12 8 23 17 20 39 15 27 18 17 18 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4410-Pp3c20_4530Pp3c20_4410-Pp3c20_4530intergenic_regionPp3c20_4410-Pp3c20_4530NA NA n.2511598G>TNA NA NA NA NA
Chr20 2511641 T A Chr20_2511641_T_AT_A SNP 17254.63 33 12 8 22 15 22 39 21 26 15 15 12 11 13 33 12 8 22 15 22 39 21 26 15 15 12 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4410-Pp3c20_4530Pp3c20_4410-Pp3c20_4530intergenic_regionPp3c20_4410-Pp3c20_4530NA NA n.2511641T>ANA NA NA NA NA
Chr20 2511683 C CT Chr20_2511683_C_CTC_CT INDEL 14880.59 29 9 8 20 12 23 34 25 25 16 15 9 10 13 29 9 8 20 12 23 34 25 25 16 15 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4410-Pp3c20_4530Pp3c20_4410-Pp3c20_4530intergenic_regionPp3c20_4410-Pp3c20_4530NA NA n.2511683_2511684insTNA NA NA NA NA
Chr20 2582561 G C Chr20_2582561_G_CG_C SNP 5933.29 0 0 0 17 23 29 30 20 0 0 0 0 0 0 27 5 9 17 23 29 30 20 26 29 11 13 11 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_4410-Pp3c20_4530Pp3c20_4410-Pp3c20_4530intergenic_regionPp3c20_4410-Pp3c20_4530NA NA n.2582561G>CNA NA NA NA NA
Chr20 2606452 A AT Chr20_2606452_A_ATA_AT INDEL 13538.59 13 7 8 32 12 29 28 17 18 18 14 14 6 11 13 7 8 32 12 29 28 17 18 18 14 14 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4410-Pp3c20_4530Pp3c20_4410-Pp3c20_4530intergenic_regionPp3c20_4410-Pp3c20_4530NA NA n.2606452_2606453insTNA NA NA NA NA
Chr20 2871849 C T Chr20_2871849_C_TC_T SNP 16757.63 22 12 12 25 24 29 28 13 24 23 10 11 5 13 22 12 12 25 24 29 28 13 24 23 10 11 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_4780-Pp3c20_4820Pp3c20_4780-Pp3c20_4820intergenic_regionPp3c20_4780-Pp3c20_4820NA NA n.2871849C>TNA NA NA NA NA
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c20_4880Pp3c20_4880transcript PAC:32948083protein_codingNA c.-4575_-4574insATNA NA NA NA 3969
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c20_4880Pp3c20_4880transcript PAC:32948084protein_codingNA c.-4575_-4574insATNA NA NA NA 4293
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_4860Pp3c20_4860transcript PAC:32946356protein_codingNA c.*1108_*1109insATNA NA NA NA 514
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_4860Pp3c20_4860transcript PAC:32946361protein_codingNA c.*1108_*1109insATNA NA NA NA 591
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_4860Pp3c20_4860transcript PAC:32946357protein_codingNA c.*1108_*1109insATNA NA NA NA 591
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_4860Pp3c20_4860transcript PAC:32946358protein_codingNA c.*1659_*1660insATNA NA NA NA 591
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_4860Pp3c20_4860transcript PAC:32946359protein_codingNA c.*1108_*1109insATNA NA NA NA 591
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_4860Pp3c20_4860transcript PAC:32946360protein_codingNA c.*1108_*1109insATNA NA NA NA 591
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_4860Pp3c20_4860transcript PAC:32946362protein_codingNA c.*1108_*1109insATNA NA NA NA 591
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_4860Pp3c20_4860transcript PAC:32946363protein_codingNA c.*1659_*1660insATNA NA NA NA 591
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_4860Pp3c20_4860transcript PAC:32946364protein_codingNA c.*1659_*1660insATNA NA NA NA 591
Chr20 2913000 A AAT Chr20_2913000_A_AATA_AAT INDEL 1098.35 15 16 9 0 0 0 0 1 1 1 2 0 0 0 15 16 10 14 7 19 22 7 16 14 15 5 7 4 1 1 0.9 0 0 0 0 0 0 0 0.133 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c20_4860-Pp3c20_4880Pp3c20_4860-Pp3c20_4880intergenic_regionPp3c20_4860-Pp3c20_4880NA NA n.2913000_2913001insATNA NA NA NA NA
Chr20 3242694 TTA T Chr20_3242694_TTA_TTTA_T INDEL 3747.24 1 0 0 21 15 21 26 17 1 0 0 0 0 0 35 7 10 21 16 21 26 19 22 9 9 14 8 9 0 0 0 1 0.938 1 1 0.895 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c20_5240Pp3c20_5240transcript PAC:32946916protein_codingNA c.-997_-996delTANA NA NA NA 725
Chr20 3242694 TTA T Chr20_3242694_TTA_TTTA_T INDEL 3747.24 1 0 0 21 15 21 26 17 1 0 0 0 0 0 35 7 10 21 16 21 26 19 22 9 9 14 8 9 0 0 0 1 0.938 1 1 0.895 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c20_5240Pp3c20_5240transcript PAC:32946917protein_codingNA c.-1090_-1089delTANA NA NA NA 1090
Chr20 3242694 TTA T Chr20_3242694_TTA_TTTA_T INDEL 3747.24 1 0 0 21 15 21 26 17 1 0 0 0 0 0 35 7 10 21 16 21 26 19 22 9 9 14 8 9 0 0 0 1 0.938 1 1 0.895 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_5230-Pp3c20_5240Pp3c20_5230-Pp3c20_5240intergenic_regionPp3c20_5230-Pp3c20_5240NA NA n.3242695_3242696delTANA NA NA NA NA
Chr20 3266300 CCT C Chr20_3266300_CCT_CCCT_C INDEL 19071.59 29 9 22 36 10 25 28 16 21 21 16 14 6 8 29 9 22 36 10 25 28 16 21 21 16 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_5240-Pp3c20_5330Pp3c20_5240-Pp3c20_5330intergenic_regionPp3c20_5240-Pp3c20_5330NA NA n.3266301_3266302delCTNA NA NA NA NA
Chr20 3266305 T TCAG Chr20_3266305_T_TCAGT_TCAG INDEL 19558.59 30 10 22 36 10 25 28 16 22 21 16 14 6 8 30 10 22 36 10 25 28 16 22 21 16 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_5240-Pp3c20_5330Pp3c20_5240-Pp3c20_5330intergenic_regionPp3c20_5240-Pp3c20_5330NA NA n.3266305_3266306insCAGNA NA NA NA NA
Chr20 3267011 G A Chr20_3267011_G_AG_A SNP 1968.39 22 13 13 0 0 0 0 0 0 0 0 0 0 0 22 13 13 13 16 35 25 15 13 15 10 30 14 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c20_5240-Pp3c20_5330Pp3c20_5240-Pp3c20_5330intergenic_regionPp3c20_5240-Pp3c20_5330NA NA n.3267011G>ANA NA NA NA NA
Chr20 3394354 C CTA Chr20_3394354_C_CTAC_CTA INDEL 1081.35 20 11 8 0 0 0 0 0 0 0 0 0 0 0 20 11 8 18 7 20 16 11 9 9 12 4 7 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c20_5470-Pp3c20_5490Pp3c20_5470-Pp3c20_5490intergenic_regionPp3c20_5470-Pp3c20_5490NA NA n.3394354_3394355insTANA NA NA NA NA
Chr20 3429446 A T Chr20_3429446_A_TA_T SNP 21363.63 32 14 19 33 23 27 28 27 29 30 23 20 9 10 32 14 19 33 23 27 28 27 29 30 23 20 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_5500-Pp3c20_5530Pp3c20_5500-Pp3c20_5530intergenic_regionPp3c20_5500-Pp3c20_5530NA NA n.3429446A>TNA NA NA NA NA
Chr20 3566675 AAT A Chr20_3566675_AAT_AAAT_A INDEL 6800.59 17 8 8 8 15 14 17 13 6 6 11 5 5 5 17 8 8 8 16 15 17 14 6 6 12 5 5 5 1 1 1 1 0.938 0.933 1 0.929 1 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_5790-Pp3c20_5860Pp3c20_5790-Pp3c20_5860intergenic_regionPp3c20_5790-Pp3c20_5860NA NA n.3566676_3566677delATNA NA NA NA NA
Chr20 3667447 A AT Chr20_3667447_A_ATA_AT INDEL 13507.59 25 10 21 19 20 24 28 18 27 18 16 12 8 11 25 10 21 19 20 24 28 18 27 18 16 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_6050Pp3c20_6050transcript PAC:32946201protein_codingNA c.-3443_-3442insANA NA NA NA 3413
Chr20 3667447 A AT Chr20_3667447_A_ATA_AT INDEL 13507.59 25 10 21 19 20 24 28 18 27 18 16 12 8 11 25 10 21 19 20 24 28 18 27 18 16 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_6050Pp3c20_6050transcript PAC:32946202protein_codingNA c.-3443_-3442insANA NA NA NA 3442
Chr20 3667447 A AT Chr20_3667447_A_ATA_AT INDEL 13507.59 25 10 21 19 20 24 28 18 27 18 16 12 8 11 25 10 21 19 20 24 28 18 27 18 16 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_6050Pp3c20_6050transcript PAC:32946203protein_codingNA c.-3443_-3442insANA NA NA NA 3433
Chr20 3667447 A AT Chr20_3667447_A_ATA_AT INDEL 13507.59 25 10 21 19 20 24 28 18 27 18 16 12 8 11 25 10 21 19 20 24 28 18 27 18 16 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_6050Pp3c20_6050transcript PAC:32946204protein_codingNA c.-3443_-3442insANA NA NA NA 3442
Chr20 3667447 A AT Chr20_3667447_A_ATA_AT INDEL 13507.59 25 10 21 19 20 24 28 18 27 18 16 12 8 11 25 10 21 19 20 24 28 18 27 18 16 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_6050-Pp3c20_6090Pp3c20_6050-Pp3c20_6090intergenic_regionPp3c20_6050-Pp3c20_6090NA NA n.3667447_3667448insTNA NA NA NA NA
Chr20 3678565 G T Chr20_3678565_G_TG_T SNP 20615.63 32 21 13 20 19 30 22 21 33 26 13 15 13 14 32 21 13 20 19 30 22 21 33 26 13 15 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_6050-Pp3c20_6090Pp3c20_6050-Pp3c20_6090intergenic_regionPp3c20_6050-Pp3c20_6090NA NA n.3678565G>TNA NA NA NA NA
Chr20 3678574 G T Chr20_3678574_G_TG_T SNP 21005.63 32 20 14 19 19 30 23 22 34 27 13 15 14 15 32 20 14 19 19 30 23 22 34 27 13 15 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_6050-Pp3c20_6090Pp3c20_6050-Pp3c20_6090intergenic_regionPp3c20_6050-Pp3c20_6090NA NA n.3678574G>TNA NA NA NA NA
Chr20 3678575 G T Chr20_3678575_G_TG_T SNP 20960.63 31 21 15 19 19 30 23 22 34 27 13 15 14 15 31 21 15 19 19 30 23 22 34 27 13 15 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_6050-Pp3c20_6090Pp3c20_6050-Pp3c20_6090intergenic_regionPp3c20_6050-Pp3c20_6090NA NA n.3678575G>TNA NA NA NA NA
Chr20 3678620 G T Chr20_3678620_G_TG_T SNP 18868.63 34 21 18 18 21 26 26 20 32 33 12 14 8 17 34 21 18 19 21 26 26 20 32 33 12 14 8 17 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_6050-Pp3c20_6090Pp3c20_6050-Pp3c20_6090intergenic_regionPp3c20_6050-Pp3c20_6090NA NA n.3678620G>TNA NA NA NA NA
Chr20 3681611 A AAT Chr20_3681611_A_AATA_AAT INDEL 10097.59 19 14 10 22 10 15 18 22 18 15 15 13 9 5 19 14 10 22 10 16 18 22 18 16 16 13 9 5 1 1 1 1 1 0.938 1 1 1 0.938 0.938 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_6050-Pp3c20_6090Pp3c20_6050-Pp3c20_6090intergenic_regionPp3c20_6050-Pp3c20_6090NA NA n.3681611_3681612insATNA NA NA NA NA
Chr20 3887669 G T Chr20_3887669_G_TG_T SNP 20139.63 29 18 14 23 23 24 27 26 22 25 18 16 17 11 29 18 14 23 23 24 27 26 22 25 18 16 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_6440-Pp3c20_6500Pp3c20_6440-Pp3c20_6500intergenic_regionPp3c20_6440-Pp3c20_6500NA NA n.3887669G>TNA NA NA NA NA
Chr20 3942365 T TTA Chr20_3942365_T_TTAT_TTA INDEL 3939.24 0 1 0 14 22 20 29 20 0 0 0 0 0 0 13 12 14 14 22 20 29 20 20 9 10 9 5 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c20_6570Pp3c20_6570transcript PAC:32945331protein_codingNA c.*2431_*2432insTANA NA NA NA 1260
Chr20 3942365 T TTA Chr20_3942365_T_TTAT_TTA INDEL 3939.24 0 1 0 14 22 20 29 20 0 0 0 0 0 0 13 12 14 14 22 20 29 20 20 9 10 9 5 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c20_6570Pp3c20_6570transcript PAC:32945332protein_codingNA c.*2431_*2432insTANA NA NA NA 312
Chr20 3942365 T TTA Chr20_3942365_T_TTAT_TTA INDEL 3939.24 0 1 0 14 22 20 29 20 0 0 0 0 0 0 13 12 14 14 22 20 29 20 20 9 10 9 5 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_6570-Pp3c20_6660Pp3c20_6570-Pp3c20_6660intergenic_regionPp3c20_6570-Pp3c20_6660NA NA n.3942365_3942366insTANA NA NA NA NA
Chr20 3955242 TA T Chr20_3955242_TA_TTA_T INDEL 14761.59 24 19 14 25 15 24 19 16 27 26 12 16 7 9 24 19 14 25 15 24 19 16 27 26 12 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_6570-Pp3c20_6660Pp3c20_6570-Pp3c20_6660intergenic_regionPp3c20_6570-Pp3c20_6660NA NA n.3955243delANA NA NA NA NA
Chr20 4121539 C A Chr20_4121539_C_AC_A SNP 13922.63 25 14 24 27 10 18 27 26 7 10 15 11 8 8 25 14 24 27 10 18 27 26 7 10 15 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946427protein_coding 01-août c.-496G>T NA NA NA NA 496
Chr20 4121539 C A Chr20_4121539_C_AC_A SNP 13922.63 25 14 24 27 10 18 27 26 7 10 15 11 8 8 25 14 24 27 10 18 27 26 7 10 15 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946429protein_coding 01-août c.-496G>T NA NA NA NA 496
Chr20 4121539 C A Chr20_4121539_C_AC_A SNP 13922.63 25 14 24 27 10 18 27 26 7 10 15 11 8 8 25 14 24 27 10 18 27 26 7 10 15 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946430protein_coding 01-août c.-496G>T NA NA NA NA 496
Chr20 4121539 C A Chr20_4121539_C_AC_A SNP 13922.63 25 14 24 27 10 18 27 26 7 10 15 11 8 8 25 14 24 27 10 18 27 26 7 10 15 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946431protein_coding 01-juil c.-496G>T NA NA NA NA 496
Chr20 4121539 C A Chr20_4121539_C_AC_A SNP 13922.63 25 14 24 27 10 18 27 26 7 10 15 11 8 8 25 14 24 27 10 18 27 26 7 10 15 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946428protein_coding 01-juil c.-496G>T NA NA NA NA 496
Chr20 4121569 G T Chr20_4121569_G_TG_T SNP 15822.63 29 12 19 25 11 19 26 24 6 12 14 15 6 8 29 12 19 25 11 19 26 24 6 12 14 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946427protein_coding 01-août c.-526C>A NA NA NA NA 526
Chr20 4121569 G T Chr20_4121569_G_TG_T SNP 15822.63 29 12 19 25 11 19 26 24 6 12 14 15 6 8 29 12 19 25 11 19 26 24 6 12 14 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946429protein_coding 01-août c.-526C>A NA NA NA NA 526
Chr20 4121569 G T Chr20_4121569_G_TG_T SNP 15822.63 29 12 19 25 11 19 26 24 6 12 14 15 6 8 29 12 19 25 11 19 26 24 6 12 14 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946430protein_coding 01-août c.-526C>A NA NA NA NA 526
Chr20 4121569 G T Chr20_4121569_G_TG_T SNP 15822.63 29 12 19 25 11 19 26 24 6 12 14 15 6 8 29 12 19 25 11 19 26 24 6 12 14 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946431protein_coding 01-juil c.-526C>A NA NA NA NA 526
Chr20 4121569 G T Chr20_4121569_G_TG_T SNP 15822.63 29 12 19 25 11 19 26 24 6 12 14 15 6 8 29 12 19 25 11 19 26 24 6 12 14 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946428protein_coding 01-juil c.-526C>A NA NA NA NA 526
Chr20 4121579 C CA Chr20_4121579_C_CAC_CA INDEL 15249.59 29 10 19 22 12 18 24 22 6 13 12 15 4 9 29 10 19 22 12 18 24 22 6 13 12 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946427protein_coding 01-août c.-537dupT NA NA NA NA 537
Chr20 4121579 C CA Chr20_4121579_C_CAC_CA INDEL 15249.59 29 10 19 22 12 18 24 22 6 13 12 15 4 9 29 10 19 22 12 18 24 22 6 13 12 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946429protein_coding 01-août c.-537dupT NA NA NA NA 537
Chr20 4121579 C CA Chr20_4121579_C_CAC_CA INDEL 15249.59 29 10 19 22 12 18 24 22 6 13 12 15 4 9 29 10 19 22 12 18 24 22 6 13 12 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946430protein_coding 01-août c.-537dupT NA NA NA NA 537
Chr20 4121579 C CA Chr20_4121579_C_CAC_CA INDEL 15249.59 29 10 19 22 12 18 24 22 6 13 12 15 4 9 29 10 19 22 12 18 24 22 6 13 12 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946431protein_coding 01-juil c.-537dupT NA NA NA NA 537
Chr20 4121579 C CA Chr20_4121579_C_CAC_CA INDEL 15249.59 29 10 19 22 12 18 24 22 6 13 12 15 4 9 29 10 19 22 12 18 24 22 6 13 12 15 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_6790Pp3c20_6790transcript PAC:32946428protein_coding 01-juil c.-537dupT NA NA NA NA 537
Chr20 4263592 T TA Chr20_4263592_T_TAT_TA INDEL 16315.59 37 20 20 33 28 37 30 19 25 22 11 14 9 20 37 20 20 33 28 37 30 19 25 22 11 14 9 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_6990-Pp3c20_7040Pp3c20_6990-Pp3c20_7040intergenic_regionPp3c20_6990-Pp3c20_7040NA NA n.4263592_4263593insANA NA NA NA NA
Chr20 4263689 G A Chr20_4263689_G_AG_A SNP 19989.63 22 20 17 25 25 33 23 22 19 23 14 16 16 20 22 20 17 25 25 33 23 22 19 24 14 16 16 20 1 1 1 1 1 1 1 1 1 0.958 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_6990-Pp3c20_7040Pp3c20_6990-Pp3c20_7040intergenic_regionPp3c20_6990-Pp3c20_7040NA NA n.4263689G>ANA NA NA NA NA
Chr20 4318921 G GAT Chr20_4318921_G_GATG_GAT INDEL 2972.24 2 1 1 20 12 14 19 17 0 0 1 0 0 1 23 15 9 20 13 14 19 17 16 14 13 11 7 7 0.087 0 0 1 0.923 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c20_7050Pp3c20_7050transcript PAC:32945885protein_codingNA c.-6295_-6294insATNA NA NA NA 4919
Chr20 4318921 G GAT Chr20_4318921_G_GATG_GAT INDEL 2972.24 2 1 1 20 12 14 19 17 0 0 1 0 0 1 23 15 9 20 13 14 19 17 16 14 13 11 7 7 0.087 0 0 1 0.923 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c20_7050Pp3c20_7050transcript PAC:32945886protein_codingNA c.-6295_-6294insATNA NA NA NA 4884
Chr20 4318921 G GAT Chr20_4318921_G_GATG_GAT INDEL 2972.24 2 1 1 20 12 14 19 17 0 0 1 0 0 1 23 15 9 20 13 14 19 17 16 14 13 11 7 7 0.087 0 0 1 0.923 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c20_7050-Pp3c20_7060Pp3c20_7050-Pp3c20_7060intergenic_regionPp3c20_7050-Pp3c20_7060NA NA n.4318921_4318922insATNA NA NA NA NA
Chr20 4323759 G GTA Chr20_4323759_G_GTAG_GTA INDEL 3310.24 0 0 0 11 16 16 21 14 0 1 0 0 0 1 11 13 8 11 17 16 21 14 19 15 8 13 10 14 0 0 0 1 0.941 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c20_7060Pp3c20_7060transcript PAC:32946526protein_codingNA c.*4275_*4276insTANA NA NA NA 1400
Chr20 4323759 G GTA Chr20_4323759_G_GTAG_GTA INDEL 3310.24 0 0 0 11 16 16 21 14 0 1 0 0 0 1 11 13 8 11 17 16 21 14 19 15 8 13 10 14 0 0 0 1 0.941 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c20_7060Pp3c20_7060transcript PAC:32946527protein_codingNA c.*4275_*4276insTANA NA NA NA 1397
Chr20 4323759 G GTA Chr20_4323759_G_GTAG_GTA INDEL 3310.24 0 0 0 11 16 16 21 14 0 1 0 0 0 1 11 13 8 11 17 16 21 14 19 15 8 13 10 14 0 0 0 1 0.941 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c20_7060Pp3c20_7060transcript PAC:32946529protein_codingNA c.*2886_*2887insTANA NA NA NA 2453
Chr20 4323759 G GTA Chr20_4323759_G_GTAG_GTA INDEL 3310.24 0 0 0 11 16 16 21 14 0 1 0 0 0 1 11 13 8 11 17 16 21 14 19 15 8 13 10 14 0 0 0 1 0.941 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c20_7060Pp3c20_7060transcript PAC:32946530protein_codingNA c.*3612_*3613insTANA NA NA NA 2453
Chr20 4323759 G GTA Chr20_4323759_G_GTAG_GTA INDEL 3310.24 0 0 0 11 16 16 21 14 0 1 0 0 0 1 11 13 8 11 17 16 21 14 19 15 8 13 10 14 0 0 0 1 0.941 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c20_7060Pp3c20_7060transcript PAC:32946528protein_codingNA c.*4275_*4276insTANA NA NA NA 2828
Chr20 4323759 G GTA Chr20_4323759_G_GTAG_GTA INDEL 3310.24 0 0 0 11 16 16 21 14 0 1 0 0 0 1 11 13 8 11 17 16 21 14 19 15 8 13 10 14 0 0 0 1 0.941 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_7050-Pp3c20_7060Pp3c20_7050-Pp3c20_7060intergenic_regionPp3c20_7050-Pp3c20_7060NA NA n.4323759_4323760insTANA NA NA NA NA
Chr20 4392037 T A Chr20_4392037_T_AT_A SNP 12912.29 26 13 19 0 0 0 0 0 26 23 10 20 9 13 26 13 19 34 19 34 35 19 26 23 10 20 9 13 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c20_7160-Pp3c20_7180Pp3c20_7160-Pp3c20_7180intergenic_regionPp3c20_7160-Pp3c20_7180NA NA n.4392037T>ANA NA NA NA NA
Chr20 4421000 G C Chr20_4421000_G_CG_C SNP 9366.63 11 5 9 16 14 21 14 15 12 13 5 9 5 4 11 5 9 16 14 21 14 15 12 13 5 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_7230Pp3c20_7230transcript PAC:32947698protein_coding 03-mars c.955C>G p.Pro319Ala 1872/2222 955/1146 319/381 NA
Chr20 4421000 G C Chr20_4421000_G_CG_C SNP 9366.63 11 5 9 16 14 21 14 15 12 13 5 9 5 4 11 5 9 16 14 21 14 15 12 13 5 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_7230Pp3c20_7230transcript PAC:32947700protein_coding 03-mars c.955C>G p.Pro319Ala 2428/2610 955/1137 319/378 NA
Chr20 4421000 G C Chr20_4421000_G_CG_C SNP 9366.63 11 5 9 16 14 21 14 15 12 13 5 9 5 4 11 5 9 16 14 21 14 15 12 13 5 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_7230Pp3c20_7230transcript PAC:32947699protein_coding 03-mars c.955C>G p.Pro319Ala 1901/2083 955/1137 319/378 NA
Chr20 4421000 G C Chr20_4421000_G_CG_C SNP 9366.63 11 5 9 16 14 21 14 15 12 13 5 9 5 4 11 5 9 16 14 21 14 15 12 13 5 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_7210Pp3c20_7210transcript PAC:32945532protein_codingNA c.-1038C>G NA NA NA NA 1038
Chr20 4421000 G C Chr20_4421000_G_CG_C SNP 9366.63 11 5 9 16 14 21 14 15 12 13 5 9 5 4 11 5 9 16 14 21 14 15 12 13 5 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_7210Pp3c20_7210transcript PAC:32945533protein_codingNA c.-1038C>G NA NA NA NA 399
Chr20 4421000 G C Chr20_4421000_G_CG_C SNP 9366.63 11 5 9 16 14 21 14 15 12 13 5 9 5 4 11 5 9 16 14 21 14 15 12 13 5 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_7210Pp3c20_7210transcript PAC:32945534protein_codingNA c.-476C>G NA NA NA NA 387
Chr20 4421110 C T Chr20_4421110_C_TC_T SNP 17710.63 24 6 22 22 27 22 31 28 16 26 22 22 5 17 24 6 22 22 27 22 31 28 16 26 22 22 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_7230Pp3c20_7230transcript PAC:32947698protein_coding 03-mars c.845G>A p.Arg282Gln 1762/2222 845/1146 282/381 NA
Chr20 4421110 C T Chr20_4421110_C_TC_T SNP 17710.63 24 6 22 22 27 22 31 28 16 26 22 22 5 17 24 6 22 22 27 22 31 28 16 26 22 22 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_7230Pp3c20_7230transcript PAC:32947700protein_coding 03-mars c.845G>A p.Arg282Gln 2318/2610 845/1137 282/378 NA
Chr20 4421110 C T Chr20_4421110_C_TC_T SNP 17710.63 24 6 22 22 27 22 31 28 16 26 22 22 5 17 24 6 22 22 27 22 31 28 16 26 22 22 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_7230Pp3c20_7230transcript PAC:32947699protein_coding 03-mars c.845G>A p.Arg282Gln 1791/2083 845/1137 282/378 NA
Chr20 4421110 C T Chr20_4421110_C_TC_T SNP 17710.63 24 6 22 22 27 22 31 28 16 26 22 22 5 17 24 6 22 22 27 22 31 28 16 26 22 22 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_7210Pp3c20_7210transcript PAC:32945532protein_codingNA c.-1148G>A NA NA NA NA 1148
Chr20 4421110 C T Chr20_4421110_C_TC_T SNP 17710.63 24 6 22 22 27 22 31 28 16 26 22 22 5 17 24 6 22 22 27 22 31 28 16 26 22 22 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_7210Pp3c20_7210transcript PAC:32945533protein_codingNA c.-1148G>A NA NA NA NA 509
Chr20 4421110 C T Chr20_4421110_C_TC_T SNP 17710.63 24 6 22 22 27 22 31 28 16 26 22 22 5 17 24 6 22 22 27 22 31 28 16 26 22 22 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_7210Pp3c20_7210transcript PAC:32945534protein_codingNA c.-586G>A NA NA NA NA 497
Chr20 4485287 C CA Chr20_4485287_C_CAC_CA INDEL 13851.59 21 13 14 26 15 26 22 24 34 22 7 22 11 9 21 13 14 26 15 26 22 24 34 22 7 22 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_7320Pp3c20_7320transcript PAC:32947256protein_codingNA c.*4484_*4485insANA NA NA NA 4485
Chr20 4485287 C CA Chr20_4485287_C_CAC_CA INDEL 13851.59 21 13 14 26 15 26 22 24 34 22 7 22 11 9 21 13 14 26 15 26 22 24 34 22 7 22 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_7320-Pp3c20_7330Pp3c20_7320-Pp3c20_7330intergenic_regionPp3c20_7320-Pp3c20_7330NA NA n.4485287_4485288insANA NA NA NA NA
Chr20 4485316 T C Chr20_4485316_T_CT_C SNP 20474.63 23 15 14 22 19 29 18 24 31 26 7 19 12 7 23 16 14 22 19 29 18 24 31 26 7 19 12 7 1 0.938 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_7320Pp3c20_7320transcript PAC:32947256protein_codingNA c.*4513T>C NA NA NA NA 4513
Chr20 4485316 T C Chr20_4485316_T_CT_C SNP 20474.63 23 15 14 22 19 29 18 24 31 26 7 19 12 7 23 16 14 22 19 29 18 24 31 26 7 19 12 7 1 0.938 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_7320-Pp3c20_7330Pp3c20_7320-Pp3c20_7330intergenic_regionPp3c20_7320-Pp3c20_7330NA NA n.4485316T>CNA NA NA NA NA
Chr20 4485318 G T Chr20_4485318_G_TG_T SNP 20474.63 24 16 13 24 20 30 18 24 31 25 7 18 12 7 24 16 13 24 20 30 18 24 31 25 7 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_7320Pp3c20_7320transcript PAC:32947256protein_codingNA c.*4515G>T NA NA NA NA 4515
Chr20 4485318 G T Chr20_4485318_G_TG_T SNP 20474.63 24 16 13 24 20 30 18 24 31 25 7 18 12 7 24 16 13 24 20 30 18 24 31 25 7 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_7320-Pp3c20_7330Pp3c20_7320-Pp3c20_7330intergenic_regionPp3c20_7320-Pp3c20_7330NA NA n.4485318G>TNA NA NA NA NA
Chr20 4507908 GAT G Chr20_4507908_GAT_GGAT_G INDEL 1163.35 27 9 10 0 0 1 1 0 1 0 0 1 0 1 28 9 11 4 12 19 23 13 13 13 8 14 7 5 0.964 1 0.909 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c20_7340-Pp3c20_7369Pp3c20_7340-Pp3c20_7369intergenic_regionPp3c20_7340-Pp3c20_7369NA NA n.4507909_4507910delATNA NA NA NA NA
Chr20 4509912 AAT A Chr20_4509912_AAT_AAAT_A INDEL 5430.59 18 4 7 5 16 18 14 12 6 11 6 9 4 5 18 4 7 6 17 19 16 13 7 11 6 9 4 5 1 1 1 0.833 0.941 0.947 0.875 0.923 0.857 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_7340-Pp3c20_7369Pp3c20_7340-Pp3c20_7369intergenic_regionPp3c20_7340-Pp3c20_7369NA NA n.4509913_4509914delATNA NA NA NA NA
Chr20 4598525 G T Chr20_4598525_G_TG_T SNP 20367.63 25 18 19 25 21 29 36 24 25 28 19 21 17 15 25 18 19 25 21 29 36 24 25 28 19 21 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_7480Pp3c20_7480transcript PAC:32947749protein_codingNA c.-4884C>A NA NA NA NA 4884
Chr20 4598525 G T Chr20_4598525_G_TG_T SNP 20367.63 25 18 19 25 21 29 36 24 25 28 19 21 17 15 25 18 19 25 21 29 36 24 25 28 19 21 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_7480-Pp3c20_7500Pp3c20_7480-Pp3c20_7500intergenic_regionPp3c20_7480-Pp3c20_7500NA NA n.4598525G>TNA NA NA NA NA
Chr20 4599637 C A Chr20_4599637_C_AC_A SNP 14355.63 17 9 13 19 14 21 15 21 21 19 9 20 4 5 17 9 13 19 14 21 15 21 21 19 9 20 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_7480-Pp3c20_7500Pp3c20_7480-Pp3c20_7500intergenic_regionPp3c20_7480-Pp3c20_7500NA NA n.4599637C>ANA NA NA NA NA
Chr20 4740096 C A Chr20_4740096_C_AC_A SNP 17728.63 23 11 20 20 15 29 21 27 17 19 10 20 11 9 23 11 20 20 15 29 21 27 17 19 10 20 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_7600-Pp3c20_7670Pp3c20_7600-Pp3c20_7670intergenic_regionPp3c20_7600-Pp3c20_7670NA NA n.4740096C>ANA NA NA NA NA
Chr20 4740097 C A Chr20_4740097_C_AC_A SNP 17728.63 23 11 20 20 15 30 21 27 17 20 10 20 11 9 23 11 20 20 15 30 21 27 17 20 10 20 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_7600-Pp3c20_7670Pp3c20_7600-Pp3c20_7670intergenic_regionPp3c20_7600-Pp3c20_7670NA NA n.4740097C>ANA NA NA NA NA
Chr20 4740129 C A Chr20_4740129_C_AC_A SNP 16385.63 26 14 17 20 14 31 29 23 26 21 11 17 9 9 26 14 17 20 14 31 29 23 26 21 11 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_7600-Pp3c20_7670Pp3c20_7600-Pp3c20_7670intergenic_regionPp3c20_7600-Pp3c20_7670NA NA n.4740129C>ANA NA NA NA NA
Chr20 4861278 TC T Chr20_4861278_TC_TTC_T INDEL 15835.59 33 15 17 26 18 18 26 20 19 21 12 12 8 9 33 15 17 26 18 18 26 20 19 21 12 12 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_7870-Pp3c20_7950Pp3c20_7870-Pp3c20_7950intergenic_regionPp3c20_7870-Pp3c20_7950NA NA n.4861279delCNA NA NA NA NA
Chr20 4899965 A AC Chr20_4899965_A_ACA_AC INDEL 11060.59 34 12 10 18 19 13 23 21 18 19 7 22 9 12 34 12 10 19 19 13 23 21 18 20 7 22 9 12 1 1 1 0.947 1 1 1 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_7870-Pp3c20_7950Pp3c20_7870-Pp3c20_7950intergenic_regionPp3c20_7870-Pp3c20_7950NA NA n.4899965_4899966insCNA NA NA NA NA
Chr20 5150830 C A Chr20_5150830_C_AC_A SNP 18411.63 30 14 12 25 21 21 23 19 16 26 16 20 15 11 30 14 12 25 21 21 23 19 16 26 16 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_8480Pp3c20_8480transcript PAC:32947694protein_codingNA c.-3699C>A NA NA NA NA 3699
Chr20 5150830 C A Chr20_5150830_C_AC_A SNP 18411.63 30 14 12 25 21 21 23 19 16 26 16 20 15 11 30 14 12 25 21 21 23 19 16 26 16 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_8420-Pp3c20_8480Pp3c20_8420-Pp3c20_8480intergenic_regionPp3c20_8420-Pp3c20_8480NA NA n.5150830C>ANA NA NA NA NA
Chr20 5161176 G T Chr20_5161176_G_TG_T SNP 6159.29 0 0 0 32 20 21 24 22 0 0 0 0 0 0 26 10 9 32 20 21 24 22 18 22 15 29 7 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_8480-Pp3c20_8500Pp3c20_8480-Pp3c20_8500intergenic_regionPp3c20_8480-Pp3c20_8500NA NA n.5161176G>TNA NA NA NA NA
Chr20 5167915 T A Chr20_5167915_T_AT_A SNP 19670.63 25 14 13 18 19 22 38 18 35 31 17 22 9 15 25 14 13 18 19 22 38 18 35 31 17 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_8500Pp3c20_8500transcript PAC:32945540protein_coding 03-mars c.*174A>T NA NA NA NA 174
Chr20 5167915 T A Chr20_5167915_T_AT_A SNP 19670.63 25 14 13 18 19 22 38 18 35 31 17 22 9 15 25 14 13 18 19 22 38 18 35 31 17 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_8500Pp3c20_8500transcript PAC:32945541protein_coding 03-mars c.*174A>T NA NA NA NA 174
Chr20 5167915 T A Chr20_5167915_T_AT_A SNP 19670.63 25 14 13 18 19 22 38 18 35 31 17 22 9 15 25 14 13 18 19 22 38 18 35 31 17 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_8510Pp3c20_8510transcript PAC:32947144protein_codingNA c.-1943T>A NA NA NA NA 1754
Chr20 5167915 T A Chr20_5167915_T_AT_A SNP 19670.63 25 14 13 18 19 22 38 18 35 31 17 22 9 15 25 14 13 18 19 22 38 18 35 31 17 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_8520Pp3c20_8520transcript PAC:32946787protein_codingNA c.-4594T>A NA NA NA NA 4394
Chr20 5167915 T A Chr20_5167915_T_AT_A SNP 19670.63 25 14 13 18 19 22 38 18 35 31 17 22 9 15 25 14 13 18 19 22 38 18 35 31 17 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_8510Pp3c20_8510transcript PAC:32947145protein_codingNA c.-1943T>A NA NA NA NA 1448
Chr20 5167915 T A Chr20_5167915_T_AT_A SNP 19670.63 25 14 13 18 19 22 38 18 35 31 17 22 9 15 25 14 13 18 19 22 38 18 35 31 17 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_8520Pp3c20_8520transcript PAC:32946788protein_codingNA c.-4594T>A NA NA NA NA 4434
Chr20 5167915 T A Chr20_5167915_T_AT_A SNP 19670.63 25 14 13 18 19 22 38 18 35 31 17 22 9 15 25 14 13 18 19 22 38 18 35 31 17 22 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_8520Pp3c20_8520transcript PAC:32946789protein_codingNA c.-4594T>A NA NA NA NA 4434
Chr20 5175568 A AAT Chr20_5175568_A_AATA_AAT INDEL 3209.24 1 1 1 21 12 9 27 19 0 2 0 0 0 1 17 11 11 21 13 11 28 20 14 19 8 15 10 11 0 0 0 1 0.923 0.818 0.964 0.95 0 0.105 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c20_8510Pp3c20_8510transcript PAC:32947144protein_codingNA c.*4939_*4940insATNA NA NA NA 4716
Chr20 5175568 A AAT Chr20_5175568_A_AATA_AAT INDEL 3209.24 1 1 1 21 12 9 27 19 0 2 0 0 0 1 17 11 11 21 13 11 28 20 14 19 8 15 10 11 0 0 0 1 0.923 0.818 0.964 0.95 0 0.105 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c20_8520Pp3c20_8520transcript PAC:32946787protein_codingNA c.*2243_*2244insATNA NA NA NA 1395
Chr20 5175568 A AAT Chr20_5175568_A_AATA_AAT INDEL 3209.24 1 1 1 21 12 9 27 19 0 2 0 0 0 1 17 11 11 21 13 11 28 20 14 19 8 15 10 11 0 0 0 1 0.923 0.818 0.964 0.95 0 0.105 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c20_8530Pp3c20_8530transcript PAC:32946696protein_codingNA c.*2275_*2276insATNA NA NA NA 1679
Chr20 5175568 A AAT Chr20_5175568_A_AATA_AAT INDEL 3209.24 1 1 1 21 12 9 27 19 0 2 0 0 0 1 17 11 11 21 13 11 28 20 14 19 8 15 10 11 0 0 0 1 0.923 0.818 0.964 0.95 0 0.105 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c20_8510Pp3c20_8510transcript PAC:32947145protein_codingNA c.*4939_*4940insATNA NA NA NA 4305
Chr20 5175568 A AAT Chr20_5175568_A_AATA_AAT INDEL 3209.24 1 1 1 21 12 9 27 19 0 2 0 0 0 1 17 11 11 21 13 11 28 20 14 19 8 15 10 11 0 0 0 1 0.923 0.818 0.964 0.95 0 0.105 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c20_8520Pp3c20_8520transcript PAC:32946788protein_codingNA c.*2243_*2244insATNA NA NA NA 1524
Chr20 5175568 A AAT Chr20_5175568_A_AATA_AAT INDEL 3209.24 1 1 1 21 12 9 27 19 0 2 0 0 0 1 17 11 11 21 13 11 28 20 14 19 8 15 10 11 0 0 0 1 0.923 0.818 0.964 0.95 0 0.105 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c20_8520Pp3c20_8520transcript PAC:32946789protein_codingNA c.*2424_*2425insATNA NA NA NA 1524
Chr20 5175568 A AAT Chr20_5175568_A_AATA_AAT INDEL 3209.24 1 1 1 21 12 9 27 19 0 2 0 0 0 1 17 11 11 21 13 11 28 20 14 19 8 15 10 11 0 0 0 1 0.923 0.818 0.964 0.95 0 0.105 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c20_8530Pp3c20_8530transcript PAC:32946698protein_codingNA c.*2275_*2276insATNA NA NA NA 1767
Chr20 5175568 A AAT Chr20_5175568_A_AATA_AAT INDEL 3209.24 1 1 1 21 12 9 27 19 0 2 0 0 0 1 17 11 11 21 13 11 28 20 14 19 8 15 10 11 0 0 0 1 0.923 0.818 0.964 0.95 0 0.105 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c20_8530Pp3c20_8530transcript PAC:32946700protein_codingNA c.*2367_*2368insATNA NA NA NA 1767
Chr20 5175568 A AAT Chr20_5175568_A_AATA_AAT INDEL 3209.24 1 1 1 21 12 9 27 19 0 2 0 0 0 1 17 11 11 21 13 11 28 20 14 19 8 15 10 11 0 0 0 1 0.923 0.818 0.964 0.95 0 0.105 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c20_8530Pp3c20_8530transcript PAC:32946697protein_codingNA c.*2275_*2276insATNA NA NA NA 1820
Chr20 5175568 A AAT Chr20_5175568_A_AATA_AAT INDEL 3209.24 1 1 1 21 12 9 27 19 0 2 0 0 0 1 17 11 11 21 13 11 28 20 14 19 8 15 10 11 0 0 0 1 0.923 0.818 0.964 0.95 0 0.105 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c20_8530Pp3c20_8530transcript PAC:32946699protein_codingNA c.*2367_*2368insATNA NA NA NA 1820
Chr20 5175568 A AAT Chr20_5175568_A_AATA_AAT INDEL 3209.24 1 1 1 21 12 9 27 19 0 2 0 0 0 1 17 11 11 21 13 11 28 20 14 19 8 15 10 11 0 0 0 1 0.923 0.818 0.964 0.95 0 0.105 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c20_8520-Pp3c20_8530Pp3c20_8520-Pp3c20_8530intergenic_regionPp3c20_8520-Pp3c20_8530NA NA n.5175568_5175569insATNA NA NA NA NA
Chr20 5404852 C CA Chr20_5404852_C_CAC_CA INDEL 20387.59 47 15 21 21 23 28 38 25 27 32 9 18 15 9 47 15 21 21 23 28 38 25 27 32 9 18 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9000-Pp3c20_9009Pp3c20_9000-Pp3c20_9009intergenic_regionPp3c20_9000-Pp3c20_9009NA NA n.5404852_5404853insANA NA NA NA NA
Chr20 5587180 ATT A Chr20_5587180_ATT_AATT_A INDEL 12150.59 15 10 16 15 10 21 21 8 12 8 12 8 8 6 15 10 16 15 10 21 21 8 12 8 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3189_*3190delTTNA NA NA NA 1929
Chr20 5587180 ATT A Chr20_5587180_ATT_AATT_A INDEL 12150.59 15 10 16 15 10 21 21 8 12 8 12 8 8 6 15 10 16 15 10 21 21 8 12 8 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3189_*3190delTTNA NA NA NA 1896
Chr20 5587180 ATT A Chr20_5587180_ATT_AATT_A INDEL 12150.59 15 10 16 15 10 21 21 8 12 8 12 8 8 6 15 10 16 15 10 21 21 8 12 8 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3034_*3035delTTNA NA NA NA 1896
Chr20 5587180 ATT A Chr20_5587180_ATT_AATT_A INDEL 12150.59 15 10 16 15 10 21 21 8 12 8 12 8 8 6 15 10 16 15 10 21 21 8 12 8 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4299_*4300delTTNA NA NA NA 1896
Chr20 5587180 ATT A Chr20_5587180_ATT_AATT_A INDEL 12150.59 15 10 16 15 10 21 21 8 12 8 12 8 8 6 15 10 16 15 10 21 21 8 12 8 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4366_*4367delTTNA NA NA NA 1896
Chr20 5587180 ATT A Chr20_5587180_ATT_AATT_A INDEL 12150.59 15 10 16 15 10 21 21 8 12 8 12 8 8 6 15 10 16 15 10 21 21 8 12 8 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4475_*4476delTTNA NA NA NA 1896
Chr20 5587180 ATT A Chr20_5587180_ATT_AATT_A INDEL 12150.59 15 10 16 15 10 21 21 8 12 8 12 8 8 6 15 10 16 15 10 21 21 8 12 8 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4312_*4313delTTNA NA NA NA 1896
Chr20 5587180 ATT A Chr20_5587180_ATT_AATT_A INDEL 12150.59 15 10 16 15 10 21 21 8 12 8 12 8 8 6 15 10 16 15 10 21 21 8 12 8 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587181_5587182delTTNA NA NA NA NA
Chr20 5587186 ACAG A Chr20_5587186_ACAG_AACAG_A INDEL 12438.59 14 10 16 17 10 20 22 8 12 9 12 8 8 6 14 10 16 17 10 20 22 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3195_*3197delCAGNA NA NA NA 1935
Chr20 5587186 ACAG A Chr20_5587186_ACAG_AACAG_A INDEL 12438.59 14 10 16 17 10 20 22 8 12 9 12 8 8 6 14 10 16 17 10 20 22 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3195_*3197delCAGNA NA NA NA 1902
Chr20 5587186 ACAG A Chr20_5587186_ACAG_AACAG_A INDEL 12438.59 14 10 16 17 10 20 22 8 12 9 12 8 8 6 14 10 16 17 10 20 22 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3040_*3042delCAGNA NA NA NA 1902
Chr20 5587186 ACAG A Chr20_5587186_ACAG_AACAG_A INDEL 12438.59 14 10 16 17 10 20 22 8 12 9 12 8 8 6 14 10 16 17 10 20 22 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4305_*4307delCAGNA NA NA NA 1902
Chr20 5587186 ACAG A Chr20_5587186_ACAG_AACAG_A INDEL 12438.59 14 10 16 17 10 20 22 8 12 9 12 8 8 6 14 10 16 17 10 20 22 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4372_*4374delCAGNA NA NA NA 1902
Chr20 5587186 ACAG A Chr20_5587186_ACAG_AACAG_A INDEL 12438.59 14 10 16 17 10 20 22 8 12 9 12 8 8 6 14 10 16 17 10 20 22 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4481_*4483delCAGNA NA NA NA 1902
Chr20 5587186 ACAG A Chr20_5587186_ACAG_AACAG_A INDEL 12438.59 14 10 16 17 10 20 22 8 12 9 12 8 8 6 14 10 16 17 10 20 22 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4318_*4320delCAGNA NA NA NA 1902
Chr20 5587186 ACAG A Chr20_5587186_ACAG_AACAG_A INDEL 12438.59 14 10 16 17 10 20 22 8 12 9 12 8 8 6 14 10 16 17 10 20 22 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587187_5587189delCAGNA NA NA NA NA
Chr20 5587191 AG A Chr20_5587191_AG_AAG_A INDEL 12386.59 14 10 15 16 10 20 21 8 12 9 12 8 8 6 14 10 15 16 10 20 21 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3200delG NA NA NA NA 1940
Chr20 5587191 AG A Chr20_5587191_AG_AAG_A INDEL 12386.59 14 10 15 16 10 20 21 8 12 9 12 8 8 6 14 10 15 16 10 20 21 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3200delG NA NA NA NA 1907
Chr20 5587191 AG A Chr20_5587191_AG_AAG_A INDEL 12386.59 14 10 15 16 10 20 21 8 12 9 12 8 8 6 14 10 15 16 10 20 21 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3045delG NA NA NA NA 1907
Chr20 5587191 AG A Chr20_5587191_AG_AAG_A INDEL 12386.59 14 10 15 16 10 20 21 8 12 9 12 8 8 6 14 10 15 16 10 20 21 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4310delG NA NA NA NA 1907
Chr20 5587191 AG A Chr20_5587191_AG_AAG_A INDEL 12386.59 14 10 15 16 10 20 21 8 12 9 12 8 8 6 14 10 15 16 10 20 21 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4377delG NA NA NA NA 1907
Chr20 5587191 AG A Chr20_5587191_AG_AAG_A INDEL 12386.59 14 10 15 16 10 20 21 8 12 9 12 8 8 6 14 10 15 16 10 20 21 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4486delG NA NA NA NA 1907
Chr20 5587191 AG A Chr20_5587191_AG_AAG_A INDEL 12386.59 14 10 15 16 10 20 21 8 12 9 12 8 8 6 14 10 15 16 10 20 21 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4323delG NA NA NA NA 1907
Chr20 5587191 AG A Chr20_5587191_AG_AAG_A INDEL 12386.59 14 10 15 16 10 20 21 8 12 9 12 8 8 6 14 10 15 16 10 20 21 8 12 9 12 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587192delGNA NA NA NA NA
Chr20 5587195 G A Chr20_5587195_G_AG_A SNP 12575.63 16 10 16 16 10 20 22 8 12 9 12 9 8 6 16 10 16 16 10 20 22 8 12 9 12 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3203G>A NA NA NA NA 1943
Chr20 5587195 G A Chr20_5587195_G_AG_A SNP 12575.63 16 10 16 16 10 20 22 8 12 9 12 9 8 6 16 10 16 16 10 20 22 8 12 9 12 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3203G>A NA NA NA NA 1910
Chr20 5587195 G A Chr20_5587195_G_AG_A SNP 12575.63 16 10 16 16 10 20 22 8 12 9 12 9 8 6 16 10 16 16 10 20 22 8 12 9 12 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3048G>A NA NA NA NA 1910
Chr20 5587195 G A Chr20_5587195_G_AG_A SNP 12575.63 16 10 16 16 10 20 22 8 12 9 12 9 8 6 16 10 16 16 10 20 22 8 12 9 12 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4313G>A NA NA NA NA 1910
Chr20 5587195 G A Chr20_5587195_G_AG_A SNP 12575.63 16 10 16 16 10 20 22 8 12 9 12 9 8 6 16 10 16 16 10 20 22 8 12 9 12 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4380G>A NA NA NA NA 1910
Chr20 5587195 G A Chr20_5587195_G_AG_A SNP 12575.63 16 10 16 16 10 20 22 8 12 9 12 9 8 6 16 10 16 16 10 20 22 8 12 9 12 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4489G>A NA NA NA NA 1910
Chr20 5587195 G A Chr20_5587195_G_AG_A SNP 12575.63 16 10 16 16 10 20 22 8 12 9 12 9 8 6 16 10 16 16 10 20 22 8 12 9 12 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4326G>A NA NA NA NA 1910
Chr20 5587195 G A Chr20_5587195_G_AG_A SNP 12575.63 16 10 16 16 10 20 22 8 12 9 12 9 8 6 16 10 16 16 10 20 22 8 12 9 12 9 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587195G>ANA NA NA NA NA
Chr20 5587199 C A Chr20_5587199_C_AC_A SNP 12890.63 16 10 15 16 10 20 22 8 13 11 12 10 8 5 16 10 15 16 10 20 22 8 13 11 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3207C>A NA NA NA NA 1947
Chr20 5587199 C A Chr20_5587199_C_AC_A SNP 12890.63 16 10 15 16 10 20 22 8 13 11 12 10 8 5 16 10 15 16 10 20 22 8 13 11 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3207C>A NA NA NA NA 1914
Chr20 5587199 C A Chr20_5587199_C_AC_A SNP 12890.63 16 10 15 16 10 20 22 8 13 11 12 10 8 5 16 10 15 16 10 20 22 8 13 11 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3052C>A NA NA NA NA 1914
Chr20 5587199 C A Chr20_5587199_C_AC_A SNP 12890.63 16 10 15 16 10 20 22 8 13 11 12 10 8 5 16 10 15 16 10 20 22 8 13 11 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4317C>A NA NA NA NA 1914
Chr20 5587199 C A Chr20_5587199_C_AC_A SNP 12890.63 16 10 15 16 10 20 22 8 13 11 12 10 8 5 16 10 15 16 10 20 22 8 13 11 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4384C>A NA NA NA NA 1914
Chr20 5587199 C A Chr20_5587199_C_AC_A SNP 12890.63 16 10 15 16 10 20 22 8 13 11 12 10 8 5 16 10 15 16 10 20 22 8 13 11 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4493C>A NA NA NA NA 1914
Chr20 5587199 C A Chr20_5587199_C_AC_A SNP 12890.63 16 10 15 16 10 20 22 8 13 11 12 10 8 5 16 10 15 16 10 20 22 8 13 11 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4330C>A NA NA NA NA 1914
Chr20 5587199 C A Chr20_5587199_C_AC_A SNP 12890.63 16 10 15 16 10 20 22 8 13 11 12 10 8 5 16 10 15 16 10 20 22 8 13 11 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587199C>ANA NA NA NA NA



Chr20 5587200 A T Chr20_5587200_A_TA_T SNP 12845.63 17 10 15 17 10 19 22 8 13 12 12 10 8 5 17 10 15 17 10 19 22 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3208A>T NA NA NA NA 1948
Chr20 5587200 A T Chr20_5587200_A_TA_T SNP 12845.63 17 10 15 17 10 19 22 8 13 12 12 10 8 5 17 10 15 17 10 19 22 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3208A>T NA NA NA NA 1915
Chr20 5587200 A T Chr20_5587200_A_TA_T SNP 12845.63 17 10 15 17 10 19 22 8 13 12 12 10 8 5 17 10 15 17 10 19 22 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3053A>T NA NA NA NA 1915
Chr20 5587200 A T Chr20_5587200_A_TA_T SNP 12845.63 17 10 15 17 10 19 22 8 13 12 12 10 8 5 17 10 15 17 10 19 22 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4318A>T NA NA NA NA 1915
Chr20 5587200 A T Chr20_5587200_A_TA_T SNP 12845.63 17 10 15 17 10 19 22 8 13 12 12 10 8 5 17 10 15 17 10 19 22 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4385A>T NA NA NA NA 1915
Chr20 5587200 A T Chr20_5587200_A_TA_T SNP 12845.63 17 10 15 17 10 19 22 8 13 12 12 10 8 5 17 10 15 17 10 19 22 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4494A>T NA NA NA NA 1915
Chr20 5587200 A T Chr20_5587200_A_TA_T SNP 12845.63 17 10 15 17 10 19 22 8 13 12 12 10 8 5 17 10 15 17 10 19 22 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4331A>T NA NA NA NA 1915
Chr20 5587200 A T Chr20_5587200_A_TA_T SNP 12845.63 17 10 15 17 10 19 22 8 13 12 12 10 8 5 17 10 15 17 10 19 22 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587200A>TNA NA NA NA NA
Chr20 5587201 G T Chr20_5587201_G_TG_T SNP 12755.63 17 9 15 17 10 19 21 8 13 12 12 10 8 5 17 9 15 17 10 19 21 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3209G>T NA NA NA NA 1949
Chr20 5587201 G T Chr20_5587201_G_TG_T SNP 12755.63 17 9 15 17 10 19 21 8 13 12 12 10 8 5 17 9 15 17 10 19 21 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3209G>T NA NA NA NA 1916
Chr20 5587201 G T Chr20_5587201_G_TG_T SNP 12755.63 17 9 15 17 10 19 21 8 13 12 12 10 8 5 17 9 15 17 10 19 21 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3054G>T NA NA NA NA 1916
Chr20 5587201 G T Chr20_5587201_G_TG_T SNP 12755.63 17 9 15 17 10 19 21 8 13 12 12 10 8 5 17 9 15 17 10 19 21 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4319G>T NA NA NA NA 1916
Chr20 5587201 G T Chr20_5587201_G_TG_T SNP 12755.63 17 9 15 17 10 19 21 8 13 12 12 10 8 5 17 9 15 17 10 19 21 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4386G>T NA NA NA NA 1916
Chr20 5587201 G T Chr20_5587201_G_TG_T SNP 12755.63 17 9 15 17 10 19 21 8 13 12 12 10 8 5 17 9 15 17 10 19 21 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4495G>T NA NA NA NA 1916
Chr20 5587201 G T Chr20_5587201_G_TG_T SNP 12755.63 17 9 15 17 10 19 21 8 13 12 12 10 8 5 17 9 15 17 10 19 21 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4332G>T NA NA NA NA 1916
Chr20 5587201 G T Chr20_5587201_G_TG_T SNP 12755.63 17 9 15 17 10 19 21 8 13 12 12 10 8 5 17 9 15 17 10 19 21 8 13 12 12 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587201G>TNA NA NA NA NA
Chr20 5587205 ACAGGAGGGTA Chr20_5587205_ACAGGAGGGT_AACAGGAGGGT_AINDEL 12521.59 18 9 13 17 10 19 20 8 14 13 12 10 7 4 18 9 13 17 10 19 20 8 14 13 12 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3214_*3222delCAGGAGGGTNA NA NA NA 1954
Chr20 5587205 ACAGGAGGGTA Chr20_5587205_ACAGGAGGGT_AACAGGAGGGT_AINDEL 12521.59 18 9 13 17 10 19 20 8 14 13 12 10 7 4 18 9 13 17 10 19 20 8 14 13 12 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3214_*3222delCAGGAGGGTNA NA NA NA 1921
Chr20 5587205 ACAGGAGGGTA Chr20_5587205_ACAGGAGGGT_AACAGGAGGGT_AINDEL 12521.59 18 9 13 17 10 19 20 8 14 13 12 10 7 4 18 9 13 17 10 19 20 8 14 13 12 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3059_*3067delCAGGAGGGTNA NA NA NA 1921
Chr20 5587205 ACAGGAGGGTA Chr20_5587205_ACAGGAGGGT_AACAGGAGGGT_AINDEL 12521.59 18 9 13 17 10 19 20 8 14 13 12 10 7 4 18 9 13 17 10 19 20 8 14 13 12 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4324_*4332delCAGGAGGGTNA NA NA NA 1921
Chr20 5587205 ACAGGAGGGTA Chr20_5587205_ACAGGAGGGT_AACAGGAGGGT_AINDEL 12521.59 18 9 13 17 10 19 20 8 14 13 12 10 7 4 18 9 13 17 10 19 20 8 14 13 12 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4391_*4399delCAGGAGGGTNA NA NA NA 1921
Chr20 5587205 ACAGGAGGGTA Chr20_5587205_ACAGGAGGGT_AACAGGAGGGT_AINDEL 12521.59 18 9 13 17 10 19 20 8 14 13 12 10 7 4 18 9 13 17 10 19 20 8 14 13 12 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4500_*4508delCAGGAGGGTNA NA NA NA 1921
Chr20 5587205 ACAGGAGGGTA Chr20_5587205_ACAGGAGGGT_AACAGGAGGGT_AINDEL 12521.59 18 9 13 17 10 19 20 8 14 13 12 10 7 4 18 9 13 17 10 19 20 8 14 13 12 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4337_*4345delCAGGAGGGTNA NA NA NA 1921
Chr20 5587205 ACAGGAGGGTA Chr20_5587205_ACAGGAGGGT_AACAGGAGGGT_AINDEL 12521.59 18 9 13 17 10 19 20 8 14 13 12 10 7 4 18 9 13 17 10 19 20 8 14 13 12 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587206_5587214delCAGGAGGGTNA NA NA NA NA
Chr20 5587217 TCCGCAACCTCT Chr20_5587217_TCCGCAACCTC_TTCCGCAACCTC_TINDEL 12656.59 17 9 13 17 10 20 21 8 13 12 12 11 8 4 17 9 13 17 10 20 21 8 13 12 12 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3226_*3235delCCGCAACCTCNA NA NA NA 1966
Chr20 5587217 TCCGCAACCTCT Chr20_5587217_TCCGCAACCTC_TTCCGCAACCTC_TINDEL 12656.59 17 9 13 17 10 20 21 8 13 12 12 11 8 4 17 9 13 17 10 20 21 8 13 12 12 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3226_*3235delCCGCAACCTCNA NA NA NA 1933
Chr20 5587217 TCCGCAACCTCT Chr20_5587217_TCCGCAACCTC_TTCCGCAACCTC_TINDEL 12656.59 17 9 13 17 10 20 21 8 13 12 12 11 8 4 17 9 13 17 10 20 21 8 13 12 12 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3071_*3080delCCGCAACCTCNA NA NA NA 1933
Chr20 5587217 TCCGCAACCTCT Chr20_5587217_TCCGCAACCTC_TTCCGCAACCTC_TINDEL 12656.59 17 9 13 17 10 20 21 8 13 12 12 11 8 4 17 9 13 17 10 20 21 8 13 12 12 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4336_*4345delCCGCAACCTCNA NA NA NA 1933
Chr20 5587217 TCCGCAACCTCT Chr20_5587217_TCCGCAACCTC_TTCCGCAACCTC_TINDEL 12656.59 17 9 13 17 10 20 21 8 13 12 12 11 8 4 17 9 13 17 10 20 21 8 13 12 12 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4403_*4412delCCGCAACCTCNA NA NA NA 1933
Chr20 5587217 TCCGCAACCTCT Chr20_5587217_TCCGCAACCTC_TTCCGCAACCTC_TINDEL 12656.59 17 9 13 17 10 20 21 8 13 12 12 11 8 4 17 9 13 17 10 20 21 8 13 12 12 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4512_*4521delCCGCAACCTCNA NA NA NA 1933
Chr20 5587217 TCCGCAACCTCT Chr20_5587217_TCCGCAACCTC_TTCCGCAACCTC_TINDEL 12656.59 17 9 13 17 10 20 21 8 13 12 12 11 8 4 17 9 13 17 10 20 21 8 13 12 12 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4349_*4358delCCGCAACCTCNA NA NA NA 1933
Chr20 5587217 TCCGCAACCTCT Chr20_5587217_TCCGCAACCTC_TTCCGCAACCTC_TINDEL 12656.59 17 9 13 17 10 20 21 8 13 12 12 11 8 4 17 9 13 17 10 20 21 8 13 12 12 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587218_5587227delCCGCAACCTCNA NA NA NA NA
Chr20 5587231 A T Chr20_5587231_A_TA_T SNP 13205.63 17 8 14 17 9 19 21 8 12 12 11 10 9 4 17 8 14 17 9 19 21 8 12 12 11 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3239A>T NA NA NA NA 1979
Chr20 5587231 A T Chr20_5587231_A_TA_T SNP 13205.63 17 8 14 17 9 19 21 8 12 12 11 10 9 4 17 8 14 17 9 19 21 8 12 12 11 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3239A>T NA NA NA NA 1946
Chr20 5587231 A T Chr20_5587231_A_TA_T SNP 13205.63 17 8 14 17 9 19 21 8 12 12 11 10 9 4 17 8 14 17 9 19 21 8 12 12 11 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3084A>T NA NA NA NA 1946
Chr20 5587231 A T Chr20_5587231_A_TA_T SNP 13205.63 17 8 14 17 9 19 21 8 12 12 11 10 9 4 17 8 14 17 9 19 21 8 12 12 11 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4349A>T NA NA NA NA 1946
Chr20 5587231 A T Chr20_5587231_A_TA_T SNP 13205.63 17 8 14 17 9 19 21 8 12 12 11 10 9 4 17 8 14 17 9 19 21 8 12 12 11 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4416A>T NA NA NA NA 1946
Chr20 5587231 A T Chr20_5587231_A_TA_T SNP 13205.63 17 8 14 17 9 19 21 8 12 12 11 10 9 4 17 8 14 17 9 19 21 8 12 12 11 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4525A>T NA NA NA NA 1946
Chr20 5587231 A T Chr20_5587231_A_TA_T SNP 13205.63 17 8 14 17 9 19 21 8 12 12 11 10 9 4 17 8 14 17 9 19 21 8 12 12 11 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4362A>T NA NA NA NA 1946
Chr20 5587231 A T Chr20_5587231_A_TA_T SNP 13205.63 17 8 14 17 9 19 21 8 12 12 11 10 9 4 17 8 14 17 9 19 21 8 12 12 11 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587231A>TNA NA NA NA NA
Chr20 5587235 T TAA Chr20_5587235_T_TAAT_TAA INDEL 13826.59 17 7 14 17 10 18 22 11 13 12 12 10 9 4 17 7 14 17 10 18 22 11 13 12 12 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3243_*3244insAANA NA NA NA 1984
Chr20 5587235 T TAA Chr20_5587235_T_TAAT_TAA INDEL 13826.59 17 7 14 17 10 18 22 11 13 12 12 10 9 4 17 7 14 17 10 18 22 11 13 12 12 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3243_*3244insAANA NA NA NA 1951
Chr20 5587235 T TAA Chr20_5587235_T_TAAT_TAA INDEL 13826.59 17 7 14 17 10 18 22 11 13 12 12 10 9 4 17 7 14 17 10 18 22 11 13 12 12 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3088_*3089insAANA NA NA NA 1951
Chr20 5587235 T TAA Chr20_5587235_T_TAAT_TAA INDEL 13826.59 17 7 14 17 10 18 22 11 13 12 12 10 9 4 17 7 14 17 10 18 22 11 13 12 12 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4353_*4354insAANA NA NA NA 1951
Chr20 5587235 T TAA Chr20_5587235_T_TAAT_TAA INDEL 13826.59 17 7 14 17 10 18 22 11 13 12 12 10 9 4 17 7 14 17 10 18 22 11 13 12 12 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4420_*4421insAANA NA NA NA 1951
Chr20 5587235 T TAA Chr20_5587235_T_TAAT_TAA INDEL 13826.59 17 7 14 17 10 18 22 11 13 12 12 10 9 4 17 7 14 17 10 18 22 11 13 12 12 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4529_*4530insAANA NA NA NA 1951
Chr20 5587235 T TAA Chr20_5587235_T_TAAT_TAA INDEL 13826.59 17 7 14 17 10 18 22 11 13 12 12 10 9 4 17 7 14 17 10 18 22 11 13 12 12 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4366_*4367insAANA NA NA NA 1951
Chr20 5587235 T TAA Chr20_5587235_T_TAAT_TAA INDEL 13826.59 17 7 14 17 10 18 22 11 13 12 12 10 9 4 17 7 14 17 10 18 22 11 13 12 12 10 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587235_5587236insAANA NA NA NA NA
Chr20 5587238 T TTGTTATTTACATTTGChr20_5587238_T_TTGTTATTTACATTTGT_TTGTTATTTACATTTGINDEL 15716.59 15 7 12 17 11 15 29 11 13 14 12 11 10 5 15 7 12 17 11 15 29 11 13 14 12 11 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3246_*3247insTGTTATTTACATTTGNA NA NA NA 1987
Chr20 5587238 T TTGTTATTTACATTTGChr20_5587238_T_TTGTTATTTACATTTGT_TTGTTATTTACATTTGINDEL 15716.59 15 7 12 17 11 15 29 11 13 14 12 11 10 5 15 7 12 17 11 15 29 11 13 14 12 11 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3246_*3247insTGTTATTTACATTTGNA NA NA NA 1954
Chr20 5587238 T TTGTTATTTACATTTGChr20_5587238_T_TTGTTATTTACATTTGT_TTGTTATTTACATTTGINDEL 15716.59 15 7 12 17 11 15 29 11 13 14 12 11 10 5 15 7 12 17 11 15 29 11 13 14 12 11 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3091_*3092insTGTTATTTACATTTGNA NA NA NA 1954
Chr20 5587238 T TTGTTATTTACATTTGChr20_5587238_T_TTGTTATTTACATTTGT_TTGTTATTTACATTTGINDEL 15716.59 15 7 12 17 11 15 29 11 13 14 12 11 10 5 15 7 12 17 11 15 29 11 13 14 12 11 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4356_*4357insTGTTATTTACATTTGNA NA NA NA 1954
Chr20 5587238 T TTGTTATTTACATTTGChr20_5587238_T_TTGTTATTTACATTTGT_TTGTTATTTACATTTGINDEL 15716.59 15 7 12 17 11 15 29 11 13 14 12 11 10 5 15 7 12 17 11 15 29 11 13 14 12 11 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4423_*4424insTGTTATTTACATTTGNA NA NA NA 1954
Chr20 5587238 T TTGTTATTTACATTTGChr20_5587238_T_TTGTTATTTACATTTGT_TTGTTATTTACATTTGINDEL 15716.59 15 7 12 17 11 15 29 11 13 14 12 11 10 5 15 7 12 17 11 15 29 11 13 14 12 11 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4532_*4533insTGTTATTTACATTTGNA NA NA NA 1954
Chr20 5587238 T TTGTTATTTACATTTGChr20_5587238_T_TTGTTATTTACATTTGT_TTGTTATTTACATTTGINDEL 15716.59 15 7 12 17 11 15 29 11 13 14 12 11 10 5 15 7 12 17 11 15 29 11 13 14 12 11 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4369_*4370insTGTTATTTACATTTGNA NA NA NA 1954
Chr20 5587238 T TTGTTATTTACATTTGChr20_5587238_T_TTGTTATTTACATTTGT_TTGTTATTTACATTTGINDEL 15716.59 15 7 12 17 11 15 29 11 13 14 12 11 10 5 15 7 12 17 11 15 29 11 13 14 12 11 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587238_5587239insTGTTATTTACATTTGNA NA NA NA NA
Chr20 5587244 ACC A Chr20_5587244_ACC_AACC_A INDEL 14771.59 16 10 14 18 10 15 28 13 15 19 12 13 10 5 16 10 14 18 10 15 28 13 15 19 12 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3253_*3254delCCNA NA NA NA 1993
Chr20 5587244 ACC A Chr20_5587244_ACC_AACC_A INDEL 14771.59 16 10 14 18 10 15 28 13 15 19 12 13 10 5 16 10 14 18 10 15 28 13 15 19 12 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3253_*3254delCCNA NA NA NA 1960
Chr20 5587244 ACC A Chr20_5587244_ACC_AACC_A INDEL 14771.59 16 10 14 18 10 15 28 13 15 19 12 13 10 5 16 10 14 18 10 15 28 13 15 19 12 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3098_*3099delCCNA NA NA NA 1960
Chr20 5587244 ACC A Chr20_5587244_ACC_AACC_A INDEL 14771.59 16 10 14 18 10 15 28 13 15 19 12 13 10 5 16 10 14 18 10 15 28 13 15 19 12 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4363_*4364delCCNA NA NA NA 1960
Chr20 5587244 ACC A Chr20_5587244_ACC_AACC_A INDEL 14771.59 16 10 14 18 10 15 28 13 15 19 12 13 10 5 16 10 14 18 10 15 28 13 15 19 12 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4430_*4431delCCNA NA NA NA 1960
Chr20 5587244 ACC A Chr20_5587244_ACC_AACC_A INDEL 14771.59 16 10 14 18 10 15 28 13 15 19 12 13 10 5 16 10 14 18 10 15 28 13 15 19 12 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4539_*4540delCCNA NA NA NA 1960
Chr20 5587244 ACC A Chr20_5587244_ACC_AACC_A INDEL 14771.59 16 10 14 18 10 15 28 13 15 19 12 13 10 5 16 10 14 18 10 15 28 13 15 19 12 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4376_*4377delCCNA NA NA NA 1960
Chr20 5587244 ACC A Chr20_5587244_ACC_AACC_A INDEL 14771.59 16 10 14 18 10 15 28 13 15 19 12 13 10 5 16 10 14 18 10 15 28 13 15 19 12 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587245_5587246delCCNA NA NA NA NA
Chr20 5587246 C CTGT Chr20_5587246_C_CTGTC_CTGT INDEL 14681.59 16 10 14 18 10 15 28 13 15 19 11 13 10 5 16 10 14 18 10 15 28 13 15 19 11 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3254_*3255insTGTNA NA NA NA 1995
Chr20 5587246 C CTGT Chr20_5587246_C_CTGTC_CTGT INDEL 14681.59 16 10 14 18 10 15 28 13 15 19 11 13 10 5 16 10 14 18 10 15 28 13 15 19 11 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3254_*3255insTGTNA NA NA NA 1962
Chr20 5587246 C CTGT Chr20_5587246_C_CTGTC_CTGT INDEL 14681.59 16 10 14 18 10 15 28 13 15 19 11 13 10 5 16 10 14 18 10 15 28 13 15 19 11 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3099_*3100insTGTNA NA NA NA 1962
Chr20 5587246 C CTGT Chr20_5587246_C_CTGTC_CTGT INDEL 14681.59 16 10 14 18 10 15 28 13 15 19 11 13 10 5 16 10 14 18 10 15 28 13 15 19 11 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4364_*4365insTGTNA NA NA NA 1962
Chr20 5587246 C CTGT Chr20_5587246_C_CTGTC_CTGT INDEL 14681.59 16 10 14 18 10 15 28 13 15 19 11 13 10 5 16 10 14 18 10 15 28 13 15 19 11 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4431_*4432insTGTNA NA NA NA 1962
Chr20 5587246 C CTGT Chr20_5587246_C_CTGTC_CTGT INDEL 14681.59 16 10 14 18 10 15 28 13 15 19 11 13 10 5 16 10 14 18 10 15 28 13 15 19 11 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4540_*4541insTGTNA NA NA NA 1962
Chr20 5587246 C CTGT Chr20_5587246_C_CTGTC_CTGT INDEL 14681.59 16 10 14 18 10 15 28 13 15 19 11 13 10 5 16 10 14 18 10 15 28 13 15 19 11 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4377_*4378insTGTNA NA NA NA 1962
Chr20 5587246 C CTGT Chr20_5587246_C_CTGTC_CTGT INDEL 14681.59 16 10 14 18 10 15 28 13 15 19 11 13 10 5 16 10 14 18 10 15 28 13 15 19 11 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587246_5587247insTGTNA NA NA NA NA
Chr20 5587251 A ATTCATT Chr20_5587251_A_ATTCATTA_ATTCATT INDEL 14996.59 17 11 14 18 10 15 30 17 14 18 10 13 8 6 17 11 14 18 10 15 30 17 14 18 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3259_*3260insTTCATTNA NA NA NA 2000
Chr20 5587251 A ATTCATT Chr20_5587251_A_ATTCATTA_ATTCATT INDEL 14996.59 17 11 14 18 10 15 30 17 14 18 10 13 8 6 17 11 14 18 10 15 30 17 14 18 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3259_*3260insTTCATTNA NA NA NA 1967
Chr20 5587251 A ATTCATT Chr20_5587251_A_ATTCATTA_ATTCATT INDEL 14996.59 17 11 14 18 10 15 30 17 14 18 10 13 8 6 17 11 14 18 10 15 30 17 14 18 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3104_*3105insTTCATTNA NA NA NA 1967
Chr20 5587251 A ATTCATT Chr20_5587251_A_ATTCATTA_ATTCATT INDEL 14996.59 17 11 14 18 10 15 30 17 14 18 10 13 8 6 17 11 14 18 10 15 30 17 14 18 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4369_*4370insTTCATTNA NA NA NA 1967
Chr20 5587251 A ATTCATT Chr20_5587251_A_ATTCATTA_ATTCATT INDEL 14996.59 17 11 14 18 10 15 30 17 14 18 10 13 8 6 17 11 14 18 10 15 30 17 14 18 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4436_*4437insTTCATTNA NA NA NA 1967
Chr20 5587251 A ATTCATT Chr20_5587251_A_ATTCATTA_ATTCATT INDEL 14996.59 17 11 14 18 10 15 30 17 14 18 10 13 8 6 17 11 14 18 10 15 30 17 14 18 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4545_*4546insTTCATTNA NA NA NA 1967
Chr20 5587251 A ATTCATT Chr20_5587251_A_ATTCATTA_ATTCATT INDEL 14996.59 17 11 14 18 10 15 30 17 14 18 10 13 8 6 17 11 14 18 10 15 30 17 14 18 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4382_*4383insTTCATTNA NA NA NA 1967
Chr20 5587251 A ATTCATT Chr20_5587251_A_ATTCATTA_ATTCATT INDEL 14996.59 17 11 14 18 10 15 30 17 14 18 10 13 8 6 17 11 14 18 10 15 30 17 14 18 10 13 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587251_5587252insTTCATTNA NA NA NA NA
Chr20 5587254 AGAGG A Chr20_5587254_AGAGG_AAGAGG_A INDEL 14591.59 18 11 13 19 9 14 30 18 14 17 8 14 8 6 18 11 13 19 9 14 30 18 14 17 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3263_*3266delGAGGNA NA NA NA 2003
Chr20 5587254 AGAGG A Chr20_5587254_AGAGG_AAGAGG_A INDEL 14591.59 18 11 13 19 9 14 30 18 14 17 8 14 8 6 18 11 13 19 9 14 30 18 14 17 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3263_*3266delGAGGNA NA NA NA 1970
Chr20 5587254 AGAGG A Chr20_5587254_AGAGG_AAGAGG_A INDEL 14591.59 18 11 13 19 9 14 30 18 14 17 8 14 8 6 18 11 13 19 9 14 30 18 14 17 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3108_*3111delGAGGNA NA NA NA 1970
Chr20 5587254 AGAGG A Chr20_5587254_AGAGG_AAGAGG_A INDEL 14591.59 18 11 13 19 9 14 30 18 14 17 8 14 8 6 18 11 13 19 9 14 30 18 14 17 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4373_*4376delGAGGNA NA NA NA 1970
Chr20 5587254 AGAGG A Chr20_5587254_AGAGG_AAGAGG_A INDEL 14591.59 18 11 13 19 9 14 30 18 14 17 8 14 8 6 18 11 13 19 9 14 30 18 14 17 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4440_*4443delGAGGNA NA NA NA 1970
Chr20 5587254 AGAGG A Chr20_5587254_AGAGG_AAGAGG_A INDEL 14591.59 18 11 13 19 9 14 30 18 14 17 8 14 8 6 18 11 13 19 9 14 30 18 14 17 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4549_*4552delGAGGNA NA NA NA 1970
Chr20 5587254 AGAGG A Chr20_5587254_AGAGG_AAGAGG_A INDEL 14591.59 18 11 13 19 9 14 30 18 14 17 8 14 8 6 18 11 13 19 9 14 30 18 14 17 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4386_*4389delGAGGNA NA NA NA 1970
Chr20 5587254 AGAGG A Chr20_5587254_AGAGG_AAGAGG_A INDEL 14591.59 18 11 13 19 9 14 30 18 14 17 8 14 8 6 18 11 13 19 9 14 30 18 14 17 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587255_5587258delGAGGNA NA NA NA NA
Chr20 5587260 G T Chr20_5587260_G_TG_T SNP 14690.63 18 11 13 19 10 15 29 18 14 17 8 14 7 6 18 11 13 19 10 15 29 18 14 17 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3268G>T NA NA NA NA 2008
Chr20 5587260 G T Chr20_5587260_G_TG_T SNP 14690.63 18 11 13 19 10 15 29 18 14 17 8 14 7 6 18 11 13 19 10 15 29 18 14 17 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3268G>T NA NA NA NA 1975
Chr20 5587260 G T Chr20_5587260_G_TG_T SNP 14690.63 18 11 13 19 10 15 29 18 14 17 8 14 7 6 18 11 13 19 10 15 29 18 14 17 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3113G>T NA NA NA NA 1975
Chr20 5587260 G T Chr20_5587260_G_TG_T SNP 14690.63 18 11 13 19 10 15 29 18 14 17 8 14 7 6 18 11 13 19 10 15 29 18 14 17 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4378G>T NA NA NA NA 1975
Chr20 5587260 G T Chr20_5587260_G_TG_T SNP 14690.63 18 11 13 19 10 15 29 18 14 17 8 14 7 6 18 11 13 19 10 15 29 18 14 17 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4445G>T NA NA NA NA 1975
Chr20 5587260 G T Chr20_5587260_G_TG_T SNP 14690.63 18 11 13 19 10 15 29 18 14 17 8 14 7 6 18 11 13 19 10 15 29 18 14 17 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4554G>T NA NA NA NA 1975
Chr20 5587260 G T Chr20_5587260_G_TG_T SNP 14690.63 18 11 13 19 10 15 29 18 14 17 8 14 7 6 18 11 13 19 10 15 29 18 14 17 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4391G>T NA NA NA NA 1975
Chr20 5587260 G T Chr20_5587260_G_TG_T SNP 14690.63 18 11 13 19 10 15 29 18 14 17 8 14 7 6 18 11 13 19 10 15 29 18 14 17 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587260G>TNA NA NA NA NA
Chr20 5587263 A AAT Chr20_5587263_A_AATA_AAT INDEL 14771.59 17 10 13 19 10 16 30 18 15 17 8 15 7 6 17 10 13 19 10 16 30 18 15 17 8 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3271_*3272insATNA NA NA NA 2012
Chr20 5587263 A AAT Chr20_5587263_A_AATA_AAT INDEL 14771.59 17 10 13 19 10 16 30 18 15 17 8 15 7 6 17 10 13 19 10 16 30 18 15 17 8 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3271_*3272insATNA NA NA NA 1979
Chr20 5587263 A AAT Chr20_5587263_A_AATA_AAT INDEL 14771.59 17 10 13 19 10 16 30 18 15 17 8 15 7 6 17 10 13 19 10 16 30 18 15 17 8 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3116_*3117insATNA NA NA NA 1979
Chr20 5587263 A AAT Chr20_5587263_A_AATA_AAT INDEL 14771.59 17 10 13 19 10 16 30 18 15 17 8 15 7 6 17 10 13 19 10 16 30 18 15 17 8 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4381_*4382insATNA NA NA NA 1979
Chr20 5587263 A AAT Chr20_5587263_A_AATA_AAT INDEL 14771.59 17 10 13 19 10 16 30 18 15 17 8 15 7 6 17 10 13 19 10 16 30 18 15 17 8 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4448_*4449insATNA NA NA NA 1979
Chr20 5587263 A AAT Chr20_5587263_A_AATA_AAT INDEL 14771.59 17 10 13 19 10 16 30 18 15 17 8 15 7 6 17 10 13 19 10 16 30 18 15 17 8 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4557_*4558insATNA NA NA NA 1979
Chr20 5587263 A AAT Chr20_5587263_A_AATA_AAT INDEL 14771.59 17 10 13 19 10 16 30 18 15 17 8 15 7 6 17 10 13 19 10 16 30 18 15 17 8 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4394_*4395insATNA NA NA NA 1979
Chr20 5587263 A AAT Chr20_5587263_A_AATA_AAT INDEL 14771.59 17 10 13 19 10 16 30 18 15 17 8 15 7 6 17 10 13 19 10 16 30 18 15 17 8 15 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587263_5587264insATNA NA NA NA NA
Chr20 5587265 C A Chr20_5587265_C_AC_A SNP 15500.63 16 11 13 19 10 17 30 19 16 16 8 14 7 6 16 11 13 19 10 17 30 19 16 16 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3273C>A NA NA NA NA 2013
Chr20 5587265 C A Chr20_5587265_C_AC_A SNP 15500.63 16 11 13 19 10 17 30 19 16 16 8 14 7 6 16 11 13 19 10 17 30 19 16 16 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3273C>A NA NA NA NA 1980
Chr20 5587265 C A Chr20_5587265_C_AC_A SNP 15500.63 16 11 13 19 10 17 30 19 16 16 8 14 7 6 16 11 13 19 10 17 30 19 16 16 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3118C>A NA NA NA NA 1980
Chr20 5587265 C A Chr20_5587265_C_AC_A SNP 15500.63 16 11 13 19 10 17 30 19 16 16 8 14 7 6 16 11 13 19 10 17 30 19 16 16 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4383C>A NA NA NA NA 1980
Chr20 5587265 C A Chr20_5587265_C_AC_A SNP 15500.63 16 11 13 19 10 17 30 19 16 16 8 14 7 6 16 11 13 19 10 17 30 19 16 16 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4450C>A NA NA NA NA 1980
Chr20 5587265 C A Chr20_5587265_C_AC_A SNP 15500.63 16 11 13 19 10 17 30 19 16 16 8 14 7 6 16 11 13 19 10 17 30 19 16 16 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4559C>A NA NA NA NA 1980
Chr20 5587265 C A Chr20_5587265_C_AC_A SNP 15500.63 16 11 13 19 10 17 30 19 16 16 8 14 7 6 16 11 13 19 10 17 30 19 16 16 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4396C>A NA NA NA NA 1980
Chr20 5587265 C A Chr20_5587265_C_AC_A SNP 15500.63 16 11 13 19 10 17 30 19 16 16 8 14 7 6 16 11 13 19 10 17 30 19 16 16 8 14 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587265C>ANA NA NA NA NA
Chr20 5587266 C CACTTTT Chr20_5587266_C_CACTTTTC_CACTTTT INDEL 15221.59 16 11 13 17 10 17 29 21 16 15 8 14 8 6 16 11 13 17 10 17 29 21 16 15 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946947protein_codingNA c.*3274_*3275insACTTTTNA NA NA NA 2015
Chr20 5587266 C CACTTTT Chr20_5587266_C_CACTTTTC_CACTTTT INDEL 15221.59 16 11 13 17 10 17 29 21 16 15 8 14 8 6 16 11 13 17 10 17 29 21 16 15 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946948protein_codingNA c.*3274_*3275insACTTTTNA NA NA NA 1982
Chr20 5587266 C CACTTTT Chr20_5587266_C_CACTTTTC_CACTTTT INDEL 15221.59 16 11 13 17 10 17 29 21 16 15 8 14 8 6 16 11 13 17 10 17 29 21 16 15 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946949protein_codingNA c.*3119_*3120insACTTTTNA NA NA NA 1982
Chr20 5587266 C CACTTTT Chr20_5587266_C_CACTTTTC_CACTTTT INDEL 15221.59 16 11 13 17 10 17 29 21 16 15 8 14 8 6 16 11 13 17 10 17 29 21 16 15 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946950protein_codingNA c.*4384_*4385insACTTTTNA NA NA NA 1982
Chr20 5587266 C CACTTTT Chr20_5587266_C_CACTTTTC_CACTTTT INDEL 15221.59 16 11 13 17 10 17 29 21 16 15 8 14 8 6 16 11 13 17 10 17 29 21 16 15 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946951protein_codingNA c.*4451_*4452insACTTTTNA NA NA NA 1982
Chr20 5587266 C CACTTTT Chr20_5587266_C_CACTTTTC_CACTTTT INDEL 15221.59 16 11 13 17 10 17 29 21 16 15 8 14 8 6 16 11 13 17 10 17 29 21 16 15 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946952protein_codingNA c.*4560_*4561insACTTTTNA NA NA NA 1982
Chr20 5587266 C CACTTTT Chr20_5587266_C_CACTTTTC_CACTTTT INDEL 15221.59 16 11 13 17 10 17 29 21 16 15 8 14 8 6 16 11 13 17 10 17 29 21 16 15 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9290Pp3c20_9290transcript PAC:32946953protein_codingNA c.*4397_*4398insACTTTTNA NA NA NA 1982
Chr20 5587266 C CACTTTT Chr20_5587266_C_CACTTTTC_CACTTTT INDEL 15221.59 16 11 13 17 10 17 29 21 16 15 8 14 8 6 16 11 13 17 10 17 29 21 16 15 8 14 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9290-Pp3c20_9320Pp3c20_9290-Pp3c20_9320intergenic_regionPp3c20_9290-Pp3c20_9320NA NA n.5587266_5587267insACTTTTNA NA NA NA NA
Chr20 5613785 CTATA CTA Chr20_5613785_CTATA_CTACTATA_CTA INDEL 11418.37 16 16 9 15 14 32 34 15 18 18 10 11 8 7 16 16 9 15 14 32 34 15 19 18 11 11 8 7 1 1 1 1 1 1 1 1 0.947 1 0.909 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_9340Pp3c20_9340transcript PAC:32946011protein_codingNA c.-2038_-2037delTANA NA NA NA 1544
Chr20 5613785 CTATA CTA Chr20_5613785_CTATA_CTACTATA_CTA INDEL 11418.37 16 16 9 15 14 32 34 15 18 18 10 11 8 7 16 16 9 15 14 32 34 15 19 18 11 11 8 7 1 1 1 1 1 1 1 1 0.947 1 0.909 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_9340Pp3c20_9340transcript PAC:32946012protein_codingNA c.-2038_-2037delTANA NA NA NA 1511
Chr20 5613785 CTATA CTA Chr20_5613785_CTATA_CTACTATA_CTA INDEL 11418.37 16 16 9 15 14 32 34 15 18 18 10 11 8 7 16 16 9 15 14 32 34 15 19 18 11 11 8 7 1 1 1 1 1 1 1 1 0.947 1 0.909 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_9341Pp3c20_9341transcript PAC:32945494protein_codingNA c.*4588_*4589delTANA NA NA NA 4450
Chr20 5613785 CTATA CTA Chr20_5613785_CTATA_CTACTATA_CTA INDEL 11418.37 16 16 9 15 14 32 34 15 18 18 10 11 8 7 16 16 9 15 14 32 34 15 19 18 11 11 8 7 1 1 1 1 1 1 1 1 0.947 1 0.909 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9340-Pp3c20_9370Pp3c20_9340-Pp3c20_9370intergenic_regionPp3c20_9340-Pp3c20_9370NA NA n.5613788_5613789delTANA NA NA NA NA
Chr20 5619129 G GTA Chr20_5619129_G_GTAG_GTA INDEL 1642.35 29 10 13 0 0 1 1 1 3 1 1 0 0 1 29 11 13 24 20 27 28 13 15 17 6 10 11 6 1 0.909 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_9370Pp3c20_9370transcript PAC:32948141protein_codingNA c.*1268_*1269insTANA NA NA NA 1032
Chr20 5619129 G GTA Chr20_5619129_G_GTAG_GTA INDEL 1642.35 29 10 13 0 0 1 1 1 3 1 1 0 0 1 29 11 13 24 20 27 28 13 15 17 6 10 11 6 1 0.909 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_9370Pp3c20_9370transcript PAC:32948143protein_codingNA c.*1268_*1269insTANA NA NA NA 1032
Chr20 5619129 G GTA Chr20_5619129_G_GTAG_GTA INDEL 1642.35 29 10 13 0 0 1 1 1 3 1 1 0 0 1 29 11 13 24 20 27 28 13 15 17 6 10 11 6 1 0.909 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_9370Pp3c20_9370transcript PAC:32948145protein_codingNA c.*1268_*1269insTANA NA NA NA 1032
Chr20 5619129 G GTA Chr20_5619129_G_GTAG_GTA INDEL 1642.35 29 10 13 0 0 1 1 1 3 1 1 0 0 1 29 11 13 24 20 27 28 13 15 17 6 10 11 6 1 0.909 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_9370Pp3c20_9370transcript PAC:32948142protein_codingNA c.*1268_*1269insTANA NA NA NA 1032
Chr20 5619129 G GTA Chr20_5619129_G_GTAG_GTA INDEL 1642.35 29 10 13 0 0 1 1 1 3 1 1 0 0 1 29 11 13 24 20 27 28 13 15 17 6 10 11 6 1 0.909 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c20_9370Pp3c20_9370transcript PAC:32948144protein_codingNA c.*2888_*2889insTANA NA NA NA 1223
Chr20 5619129 G GTA Chr20_5619129_G_GTAG_GTA INDEL 1642.35 29 10 13 0 0 1 1 1 3 1 1 0 0 1 29 11 13 24 20 27 28 13 15 17 6 10 11 6 1 0.909 1 0 0 0 0 0 0.2 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c20_9340-Pp3c20_9370Pp3c20_9340-Pp3c20_9370intergenic_regionPp3c20_9340-Pp3c20_9370NA NA n.5619129_5619130insTANA NA NA NA NA
Chr20 5680414 C CA Chr20_5680414_C_CAC_CA INDEL 11210.59 20 12 10 14 12 31 26 11 11 20 12 12 12 9 20 12 10 14 12 33 27 11 11 20 12 13 12 9 1 1 1 1 1 0.939 0.963 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_9430-Pp3c20_9470Pp3c20_9430-Pp3c20_9470intergenic_regionPp3c20_9430-Pp3c20_9470NA NA n.5680414_5680415insANA NA NA NA NA
Chr20 6076107 A C Chr20_6076107_A_CA_C SNP 1328.39 17 7 11 0 1 0 0 0 0 0 0 0 0 0 17 7 11 19 17 17 23 16 10 12 9 5 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c20_9970-Pp3c20_10030Pp3c20_9970-Pp3c20_10030intergenic_regionPp3c20_9970-Pp3c20_10030NA NA n.6076107A>CNA NA NA NA NA
Chr20 6147728 G T Chr20_6147728_G_TG_T SNP 12785.63 22 4 11 15 8 18 16 20 18 20 10 12 8 8 22 4 11 15 8 18 16 20 18 20 10 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10080-Pp3c20_10110Pp3c20_10080-Pp3c20_10110intergenic_regionPp3c20_10080-Pp3c20_10110NA NA n.6147728G>TNA NA NA NA NA
Chr20 6248955 G T Chr20_6248955_G_TG_T SNP 18376.63 18 21 21 30 16 23 19 32 20 15 21 18 9 9 18 21 21 30 16 23 19 32 20 15 21 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10290Pp3c20_10290transcript PAC:32945754protein_codingNA c.-326G>T NA NA NA NA 326
Chr20 6248955 G T Chr20_6248955_G_TG_T SNP 18376.63 18 21 21 30 16 23 19 32 20 15 21 18 9 9 18 21 21 30 16 23 19 32 20 15 21 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10280-Pp3c20_10290Pp3c20_10280-Pp3c20_10290intergenic_regionPp3c20_10280-Pp3c20_10290NA NA n.6248955G>TNA NA NA NA NA
Chr20 6253166 G T Chr20_6253166_G_TG_T SNP 19067.63 27 13 21 21 22 24 13 17 21 21 10 13 12 20 27 13 21 21 22 24 13 17 21 21 10 13 12 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_10290Pp3c20_10290transcript PAC:32945754protein_codingNA c.*3736G>T NA NA NA NA 3736
Chr20 6253166 G T Chr20_6253166_G_TG_T SNP 19067.63 27 13 21 21 22 24 13 17 21 21 10 13 12 20 27 13 21 21 22 24 13 17 21 21 10 13 12 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10290-Pp3c20_10300Pp3c20_10290-Pp3c20_10300intergenic_regionPp3c20_10290-Pp3c20_10300NA NA n.6253166G>TNA NA NA NA NA
Chr20 6267087 C A Chr20_6267087_C_AC_A SNP 15505.63 34 8 11 22 17 20 24 22 16 15 14 15 17 7 34 8 11 22 17 20 24 22 16 15 14 15 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_10300Pp3c20_10300transcript PAC:32945771protein_codingNA c.*3575C>A NA NA NA NA 3575
Chr20 6267087 C A Chr20_6267087_C_AC_A SNP 15505.63 34 8 11 22 17 20 24 22 16 15 14 15 17 7 34 8 11 22 17 20 24 22 16 15 14 15 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_10309Pp3c20_10309transcript PAC:32946767protein_codingNA c.*1281G>T NA NA NA NA 1042
Chr20 6267087 C A Chr20_6267087_C_AC_A SNP 15505.63 34 8 11 22 17 20 24 22 16 15 14 15 17 7 34 8 11 22 17 20 24 22 16 15 14 15 17 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10300-Pp3c20_10309Pp3c20_10300-Pp3c20_10309intergenic_regionPp3c20_10300-Pp3c20_10309NA NA n.6267087C>ANA NA NA NA NA
Chr20 6267136 G A Chr20_6267136_G_AG_A SNP 16040.63 28 9 11 17 20 25 30 20 13 17 17 18 17 9 28 9 11 17 20 25 30 21 13 17 17 18 17 9 1 1 1 1 1 1 1 0.952 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_10300Pp3c20_10300transcript PAC:32945771protein_codingNA c.*3624G>A NA NA NA NA 3624
Chr20 6267136 G A Chr20_6267136_G_AG_A SNP 16040.63 28 9 11 17 20 25 30 20 13 17 17 18 17 9 28 9 11 17 20 25 30 21 13 17 17 18 17 9 1 1 1 1 1 1 1 0.952 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_10309Pp3c20_10309transcript PAC:32946767protein_codingNA c.*1232C>T NA NA NA NA 993
Chr20 6267136 G A Chr20_6267136_G_AG_A SNP 16040.63 28 9 11 17 20 25 30 20 13 17 17 18 17 9 28 9 11 17 20 25 30 21 13 17 17 18 17 9 1 1 1 1 1 1 1 0.952 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10300-Pp3c20_10309Pp3c20_10300-Pp3c20_10309intergenic_regionPp3c20_10300-Pp3c20_10309NA NA n.6267136G>ANA NA NA NA NA
Chr20 6275193 TA T Chr20_6275193_TA_TTA_T INDEL 18906.59 30 18 15 24 16 25 28 29 21 13 17 23 12 9 30 18 15 24 16 25 28 29 21 13 17 23 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10309-Pp3c20_10320Pp3c20_10309-Pp3c20_10320intergenic_regionPp3c20_10309-Pp3c20_10320NA NA n.6275194delANA NA NA NA NA
Chr20 6337531 A AAT Chr20_6337531_A_AATA_AAT INDEL 2089.24 0 1 2 19 8 15 21 6 0 1 0 1 1 1 11 7 8 20 8 16 22 6 8 6 7 9 5 4 0 0 0.25 0.95 1 0.938 0.955 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c20_10410-Pp3c20_10450Pp3c20_10410-Pp3c20_10450intergenic_regionPp3c20_10410-Pp3c20_10450NA NA n.6337531_6337532insATNA NA NA NA NA
Chr20 6409391 T TA Chr20_6409391_T_TAT_TA INDEL 20563.59 32 15 14 30 24 23 25 22 28 26 13 16 5 11 32 15 14 30 24 23 25 22 28 26 13 16 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10460-Pp3c20_10580Pp3c20_10460-Pp3c20_10580intergenic_regionPp3c20_10460-Pp3c20_10580NA NA n.6409391_6409392insANA NA NA NA NA
Chr20 6409397 T A Chr20_6409397_T_AT_A SNP 21341.63 33 15 17 33 25 24 27 22 31 29 14 18 7 11 33 15 17 33 25 24 27 22 31 29 14 18 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10460-Pp3c20_10580Pp3c20_10460-Pp3c20_10580intergenic_regionPp3c20_10460-Pp3c20_10580NA NA n.6409397T>ANA NA NA NA NA
Chr20 6668894 CA C Chr20_6668894_CA_CCA_C INDEL 11977.59 24 12 11 22 21 32 26 17 27 22 14 10 8 6 24 12 11 22 21 32 26 17 27 22 14 11 8 6 1 1 1 1 1 1 1 1 1 1 1 0.909 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10690-Pp3c20_10729Pp3c20_10690-Pp3c20_10729intergenic_regionPp3c20_10690-Pp3c20_10729NA NA n.6668895delANA NA NA NA NA
Chr20 6786088 AG A Chr20_6786088_AG_AAG_A INDEL 10027.59 14 12 9 8 14 20 10 10 10 7 9 4 7 7 14 12 9 8 14 20 10 10 10 7 9 4 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10830-Pp3c20_10920Pp3c20_10830-Pp3c20_10920intergenic_regionPp3c20_10830-Pp3c20_10920NA NA n.6786089delGNA NA NA NA NA
Chr20 6786091 GT G Chr20_6786091_GT_GGT_G INDEL 10027.59 14 11 9 8 14 20 10 10 10 7 9 4 7 7 14 11 9 8 14 20 10 10 10 7 9 4 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10830-Pp3c20_10920Pp3c20_10830-Pp3c20_10920intergenic_regionPp3c20_10830-Pp3c20_10920NA NA n.6786092delTNA NA NA NA NA
Chr20 6803140 G A Chr20_6803140_G_AG_A SNP 1998.39 26 14 9 0 0 0 0 0 0 0 0 0 0 0 26 14 9 24 24 27 27 16 21 27 13 21 13 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c20_10830-Pp3c20_10920Pp3c20_10830-Pp3c20_10920intergenic_regionPp3c20_10830-Pp3c20_10920NA NA n.6803140G>ANA NA NA NA NA
Chr20 6839185 T G Chr20_6839185_T_GT_G SNP 17722.63 25 17 8 15 20 38 35 23 31 33 14 14 11 13 25 17 8 15 20 38 35 23 31 33 14 14 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10830-Pp3c20_10920Pp3c20_10830-Pp3c20_10920intergenic_regionPp3c20_10830-Pp3c20_10920NA NA n.6839185T>GNA NA NA NA NA
Chr20 6853276 G C Chr20_6853276_G_CG_C SNP 16083.63 21 16 11 21 14 23 22 17 24 13 10 15 5 9 21 16 11 21 14 23 22 17 24 13 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946513protein_codingNA c.-1396G>C NA NA NA NA 190
Chr20 6853276 G C Chr20_6853276_G_CG_C SNP 16083.63 21 16 11 21 14 23 22 17 24 13 10 15 5 9 21 16 11 21 14 23 22 17 24 13 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946514protein_codingNA c.-1396G>C NA NA NA NA 229
Chr20 6853276 G C Chr20_6853276_G_CG_C SNP 16083.63 21 16 11 21 14 23 22 17 24 13 10 15 5 9 21 16 11 21 14 23 22 17 24 13 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946515protein_codingNA c.-1396G>C NA NA NA NA 229
Chr20 6853276 G C Chr20_6853276_G_CG_C SNP 16083.63 21 16 11 21 14 23 22 17 24 13 10 15 5 9 21 16 11 21 14 23 22 17 24 13 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946516protein_codingNA c.-1502G>C NA NA NA NA 229
Chr20 6853276 G C Chr20_6853276_G_CG_C SNP 16083.63 21 16 11 21 14 23 22 17 24 13 10 15 5 9 21 16 11 21 14 23 22 17 24 13 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946517protein_codingNA c.-1502G>C NA NA NA NA 229
Chr20 6853276 G C Chr20_6853276_G_CG_C SNP 16083.63 21 16 11 21 14 23 22 17 24 13 10 15 5 9 21 16 11 21 14 23 22 17 24 13 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946518protein_codingNA c.-1396G>C NA NA NA NA 229
Chr20 6853276 G C Chr20_6853276_G_CG_C SNP 16083.63 21 16 11 21 14 23 22 17 24 13 10 15 5 9 21 16 11 21 14 23 22 17 24 13 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946519protein_codingNA c.-1396G>C NA NA NA NA 1118
Chr20 6853276 G C Chr20_6853276_G_CG_C SNP 16083.63 21 16 11 21 14 23 22 17 24 13 10 15 5 9 21 16 11 21 14 23 22 17 24 13 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_10930Pp3c20_10930transcript PAC:32947849protein_codingNA c.*3311C>G NA NA NA NA 3311
Chr20 6853276 G C Chr20_6853276_G_CG_C SNP 16083.63 21 16 11 21 14 23 22 17 24 13 10 15 5 9 21 16 11 21 14 23 22 17 24 13 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_10930Pp3c20_10930transcript PAC:32947850protein_codingNA c.*3311C>G NA NA NA NA 3039
Chr20 6853276 G C Chr20_6853276_G_CG_C SNP 16083.63 21 16 11 21 14 23 22 17 24 13 10 15 5 9 21 16 11 21 14 23 22 17 24 13 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10830-Pp3c20_10920Pp3c20_10830-Pp3c20_10920intergenic_regionPp3c20_10830-Pp3c20_10920NA NA n.6853276G>CNA NA NA NA NA
Chr20 6853277 A ATC Chr20_6853277_A_ATCA_ATC INDEL 16210.59 21 16 11 21 14 23 22 17 24 13 10 15 5 10 21 16 11 21 14 23 22 17 24 13 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946513protein_codingNA c.-1395_-1394insTCNA NA NA NA 188
Chr20 6853277 A ATC Chr20_6853277_A_ATCA_ATC INDEL 16210.59 21 16 11 21 14 23 22 17 24 13 10 15 5 10 21 16 11 21 14 23 22 17 24 13 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946514protein_codingNA c.-1395_-1394insTCNA NA NA NA 227
Chr20 6853277 A ATC Chr20_6853277_A_ATCA_ATC INDEL 16210.59 21 16 11 21 14 23 22 17 24 13 10 15 5 10 21 16 11 21 14 23 22 17 24 13 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946515protein_codingNA c.-1395_-1394insTCNA NA NA NA 227
Chr20 6853277 A ATC Chr20_6853277_A_ATCA_ATC INDEL 16210.59 21 16 11 21 14 23 22 17 24 13 10 15 5 10 21 16 11 21 14 23 22 17 24 13 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946516protein_codingNA c.-1501_-1500insTCNA NA NA NA 227
Chr20 6853277 A ATC Chr20_6853277_A_ATCA_ATC INDEL 16210.59 21 16 11 21 14 23 22 17 24 13 10 15 5 10 21 16 11 21 14 23 22 17 24 13 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946517protein_codingNA c.-1501_-1500insTCNA NA NA NA 227
Chr20 6853277 A ATC Chr20_6853277_A_ATCA_ATC INDEL 16210.59 21 16 11 21 14 23 22 17 24 13 10 15 5 10 21 16 11 21 14 23 22 17 24 13 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946518protein_codingNA c.-1395_-1394insTCNA NA NA NA 227
Chr20 6853277 A ATC Chr20_6853277_A_ATCA_ATC INDEL 16210.59 21 16 11 21 14 23 22 17 24 13 10 15 5 10 21 16 11 21 14 23 22 17 24 13 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946519protein_codingNA c.-1395_-1394insTCNA NA NA NA 1116
Chr20 6853277 A ATC Chr20_6853277_A_ATCA_ATC INDEL 16210.59 21 16 11 21 14 23 22 17 24 13 10 15 5 10 21 16 11 21 14 23 22 17 24 13 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_10930Pp3c20_10930transcript PAC:32947849protein_codingNA c.*3309_*3310insGANA NA NA NA 3309
Chr20 6853277 A ATC Chr20_6853277_A_ATCA_ATC INDEL 16210.59 21 16 11 21 14 23 22 17 24 13 10 15 5 10 21 16 11 21 14 23 22 17 24 13 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_10930Pp3c20_10930transcript PAC:32947850protein_codingNA c.*3309_*3310insGANA NA NA NA 3037
Chr20 6853277 A ATC Chr20_6853277_A_ATCA_ATC INDEL 16210.59 21 16 11 21 14 23 22 17 24 13 10 15 5 10 21 16 11 21 14 23 22 17 24 13 10 15 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10830-Pp3c20_10920Pp3c20_10830-Pp3c20_10920intergenic_regionPp3c20_10830-Pp3c20_10920NA NA n.6853277_6853278insTCNA NA NA NA NA
Chr20 6853279 AG A Chr20_6853279_AG_AAG_A INDEL 16167.59 21 15 11 23 15 22 23 19 24 12 12 16 6 10 21 15 11 23 15 22 23 19 24 12 12 16 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946513protein_codingNA c.-1392delG NA NA NA NA 186
Chr20 6853279 AG A Chr20_6853279_AG_AAG_A INDEL 16167.59 21 15 11 23 15 22 23 19 24 12 12 16 6 10 21 15 11 23 15 22 23 19 24 12 12 16 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946514protein_codingNA c.-1392delG NA NA NA NA 225
Chr20 6853279 AG A Chr20_6853279_AG_AAG_A INDEL 16167.59 21 15 11 23 15 22 23 19 24 12 12 16 6 10 21 15 11 23 15 22 23 19 24 12 12 16 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946515protein_codingNA c.-1392delG NA NA NA NA 225
Chr20 6853279 AG A Chr20_6853279_AG_AAG_A INDEL 16167.59 21 15 11 23 15 22 23 19 24 12 12 16 6 10 21 15 11 23 15 22 23 19 24 12 12 16 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946516protein_codingNA c.-1498delG NA NA NA NA 225
Chr20 6853279 AG A Chr20_6853279_AG_AAG_A INDEL 16167.59 21 15 11 23 15 22 23 19 24 12 12 16 6 10 21 15 11 23 15 22 23 19 24 12 12 16 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946517protein_codingNA c.-1498delG NA NA NA NA 225
Chr20 6853279 AG A Chr20_6853279_AG_AAG_A INDEL 16167.59 21 15 11 23 15 22 23 19 24 12 12 16 6 10 21 15 11 23 15 22 23 19 24 12 12 16 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946518protein_codingNA c.-1392delG NA NA NA NA 225
Chr20 6853279 AG A Chr20_6853279_AG_AAG_A INDEL 16167.59 21 15 11 23 15 22 23 19 24 12 12 16 6 10 21 15 11 23 15 22 23 19 24 12 12 16 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_10920Pp3c20_10920transcript PAC:32946519protein_codingNA c.-1392delG NA NA NA NA 1114
Chr20 6853279 AG A Chr20_6853279_AG_AAG_A INDEL 16167.59 21 15 11 23 15 22 23 19 24 12 12 16 6 10 21 15 11 23 15 22 23 19 24 12 12 16 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_10930Pp3c20_10930transcript PAC:32947849protein_codingNA c.*3307delC NA NA NA NA 3307
Chr20 6853279 AG A Chr20_6853279_AG_AAG_A INDEL 16167.59 21 15 11 23 15 22 23 19 24 12 12 16 6 10 21 15 11 23 15 22 23 19 24 12 12 16 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_10930Pp3c20_10930transcript PAC:32947850protein_codingNA c.*3307delC NA NA NA NA 3035
Chr20 6853279 AG A Chr20_6853279_AG_AAG_A INDEL 16167.59 21 15 11 23 15 22 23 19 24 12 12 16 6 10 21 15 11 23 15 22 23 19 24 12 12 16 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_10830-Pp3c20_10920Pp3c20_10830-Pp3c20_10920intergenic_regionPp3c20_10830-Pp3c20_10920NA NA n.6853280delGNA NA NA NA NA
Chr20 7120976 G T Chr20_7120976_G_TG_T SNP 9691.63 15 17 11 17 13 14 20 11 14 6 4 7 7 7 15 17 11 17 13 14 20 11 15 6 4 7 7 7 1 1 1 1 1 1 1 1 0.933 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_11050-Pp3c20_11340Pp3c20_11050-Pp3c20_11340intergenic_regionPp3c20_11050-Pp3c20_11340NA NA n.7120976G>TNA NA NA NA NA
Chr20 7224165 T C Chr20_7224165_T_CT_C SNP 18888.63 35 13 18 23 20 23 19 18 28 28 14 16 14 6 35 13 18 23 20 23 19 18 28 28 14 16 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_11050-Pp3c20_11340Pp3c20_11050-Pp3c20_11340intergenic_regionPp3c20_11050-Pp3c20_11340NA NA n.7224165T>CNA NA NA NA NA
Chr20 7291461 A G Chr20_7291461_A_GA_G SNP 14593.29 38 16 16 0 0 0 0 0 30 30 11 25 20 8 38 16 16 30 26 32 45 25 30 30 11 25 20 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c20_11430Pp3c20_11430transcript PAC:32946790protein_codingNA c.-5908T>C NA NA NA NA 4450
Chr20 7291461 A G Chr20_7291461_A_GA_G SNP 14593.29 38 16 16 0 0 0 0 0 30 30 11 25 20 8 38 16 16 30 26 32 45 25 30 30 11 25 20 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c20_11430Pp3c20_11430transcript PAC:32946791protein_codingNA c.-5908T>C NA NA NA NA 4411
Chr20 7291461 A G Chr20_7291461_A_GA_G SNP 14593.29 38 16 16 0 0 0 0 0 30 30 11 25 20 8 38 16 16 30 26 32 45 25 30 30 11 25 20 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c20_11430Pp3c20_11430transcript PAC:32946792protein_codingNA c.-5908T>C NA NA NA NA 4411
Chr20 7291461 A G Chr20_7291461_A_GA_G SNP 14593.29 38 16 16 0 0 0 0 0 30 30 11 25 20 8 38 16 16 30 26 32 45 25 30 30 11 25 20 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c20_11430-Pp3c20_11490Pp3c20_11430-Pp3c20_11490intergenic_regionPp3c20_11430-Pp3c20_11490NA NA n.7291461A>GNA NA NA NA NA
Chr20 7304082 C CCTAGTAATTTCTACAATAGATTCAAACTATAAAAAChr20_7304082_C_CCTAGTAATTTCTACAATAGATTCAAACTATAAAAAC_CCTAGTAATTTCTACAATAGATTCAAACTATAAAAAINDEL 17258.59 16 8 6 13 9 16 20 13 16 19 7 12 11 6 16 8 6 13 9 16 20 13 16 19 7 12 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_11430-Pp3c20_11490Pp3c20_11430-Pp3c20_11490intergenic_regionPp3c20_11430-Pp3c20_11490NA NA n.7304082_7304083insCTAGTAATTTCTACAATAGATTCAAACTATAAAAANA NA NA NA NA
Chr20 7342959 T TA Chr20_7342959_T_TAT_TA INDEL 11606.59 32 9 14 29 13 14 19 19 10 18 10 6 4 6 32 9 14 29 13 14 19 19 10 18 10 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_11490Pp3c20_11490transcript PAC:32948123protein_codingNA c.-2836_-2835insTNA NA NA NA 2331
Chr20 7342959 T TA Chr20_7342959_T_TAT_TA INDEL 11606.59 32 9 14 29 13 14 19 19 10 18 10 6 4 6 32 9 14 29 13 14 19 19 10 18 10 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_11500Pp3c20_11500transcript PAC:32946340protein_codingNA c.-2079_-2078insANA NA NA NA 1717
Chr20 7342959 T TA Chr20_7342959_T_TAT_TA INDEL 11606.59 32 9 14 29 13 14 19 19 10 18 10 6 4 6 32 9 14 29 13 14 19 19 10 18 10 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_11490Pp3c20_11490transcript PAC:32948124protein_codingNA c.-2836_-2835insTNA NA NA NA 2693
Chr20 7342959 T TA Chr20_7342959_T_TAT_TA INDEL 11606.59 32 9 14 29 13 14 19 19 10 18 10 6 4 6 32 9 14 29 13 14 19 19 10 18 10 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_11500Pp3c20_11500transcript PAC:32946341protein_codingNA c.-2079_-2078insANA NA NA NA 1705
Chr20 7342959 T TA Chr20_7342959_T_TAT_TA INDEL 11606.59 32 9 14 29 13 14 19 19 10 18 10 6 4 6 32 9 14 29 13 14 19 19 10 18 10 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_11500Pp3c20_11500transcript PAC:32946342protein_codingNA c.-2079_-2078insANA NA NA NA 1717
Chr20 7342959 T TA Chr20_7342959_T_TAT_TA INDEL 11606.59 32 9 14 29 13 14 19 19 10 18 10 6 4 6 32 9 14 29 13 14 19 19 10 18 10 6 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_11490-Pp3c20_11500Pp3c20_11490-Pp3c20_11500intergenic_regionPp3c20_11490-Pp3c20_11500NA NA n.7342959_7342960insANA NA NA NA NA
Chr20 7408971 G GAC Chr20_7408971_G_GACG_GAC INDEL 19330.59 33 12 16 21 19 36 37 22 18 19 15 14 16 6 33 12 16 21 19 36 37 22 18 19 15 14 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_11550Pp3c20_11550transcript PAC:32947592protein_codingNA c.-3769_-3768insACNA NA NA NA 2997
Chr20 7408971 G GAC Chr20_7408971_G_GACG_GAC INDEL 19330.59 33 12 16 21 19 36 37 22 18 19 15 14 16 6 33 12 16 21 19 36 37 22 18 19 15 14 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_11550Pp3c20_11550transcript PAC:32947593protein_codingNA c.-3769_-3768insACNA NA NA NA 3580
Chr20 7408971 G GAC Chr20_7408971_G_GACG_GAC INDEL 19330.59 33 12 16 21 19 36 37 22 18 19 15 14 16 6 33 12 16 21 19 36 37 22 18 19 15 14 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_11540-Pp3c20_11550Pp3c20_11540-Pp3c20_11550intergenic_regionPp3c20_11540-Pp3c20_11550NA NA n.7408971_7408972insACNA NA NA NA NA
Chr20 7424958 T A Chr20_7424958_T_AT_A SNP 1653.39 19 10 14 0 0 0 0 0 0 0 0 0 0 0 19 10 14 18 21 20 27 8 17 20 14 12 8 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 5_prime_UTR_variantMODIFIER Pp3c20_11600Pp3c20_11600transcript PAC:32946537protein_coding 01-janv c.-553T>A NA NA NA NA 553
Chr20 7424958 T A Chr20_7424958_T_AT_A SNP 1653.39 19 10 14 0 0 0 0 0 0 0 0 0 0 0 19 10 14 18 21 20 27 8 17 20 14 12 8 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c20_11600Pp3c20_11600transcript PAC:32946538protein_codingNA c.-553T>A NA NA NA NA 553
Chr20 7424958 T A Chr20_7424958_T_AT_A SNP 1653.39 19 10 14 0 0 0 0 0 0 0 0 0 0 0 19 10 14 18 21 20 27 8 17 20 14 12 8 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c20_11610Pp3c20_11610transcript PAC:32945364protein_codingNA c.*3269A>T NA NA NA NA 3091
Chr20 7424958 T A Chr20_7424958_T_AT_A SNP 1653.39 19 10 14 0 0 0 0 0 0 0 0 0 0 0 19 10 14 18 21 20 27 8 17 20 14 12 8 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c20_11570Pp3c20_11570transcript PAC:32946558protein_codingNA c.*5096T>A NA NA NA NA 4992



Chr20 7424958 T A Chr20_7424958_T_AT_A SNP 1653.39 19 10 14 0 0 0 0 0 0 0 0 0 0 0 19 10 14 18 21 20 27 8 17 20 14 12 8 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c20_11610Pp3c20_11610transcript PAC:32945365protein_codingNA c.*3403A>T NA NA NA NA 2807
Chr20 7503003 G A Chr20_7503003_G_AG_A SNP 5916.29 0 0 0 24 19 32 29 23 0 0 0 0 0 0 30 17 14 24 19 32 29 23 26 21 13 16 16 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c20_11760Pp3c20_11760transcript PAC:32947310protein_codingNA c.*3183C>T NA NA NA NA 3183
Chr20 7503003 G A Chr20_7503003_G_AG_A SNP 5916.29 0 0 0 24 19 32 29 23 0 0 0 0 0 0 30 17 14 24 19 32 29 23 26 21 13 16 16 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_11610-Pp3c20_11760Pp3c20_11610-Pp3c20_11760intergenic_regionPp3c20_11610-Pp3c20_11760NA NA n.7503003G>ANA NA NA NA NA
Chr20 7585428 G GA Chr20_7585428_G_GAG_GA INDEL 14747.59 34 9 10 20 20 19 29 23 19 20 17 19 12 13 34 9 10 20 20 19 29 23 19 20 17 19 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_11760-Pp3c20_11890Pp3c20_11760-Pp3c20_11890intergenic_regionPp3c20_11760-Pp3c20_11890NA NA n.7585428_7585429insANA NA NA NA NA
Chr20 7632926 G T Chr20_7632926_G_TG_T SNP 16217.63 18 8 11 17 16 21 15 23 22 17 13 16 8 13 18 8 11 17 16 21 15 23 22 17 13 16 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_11919-Pp3c20_11960Pp3c20_11919-Pp3c20_11960intergenic_regionPp3c20_11919-Pp3c20_11960NA NA n.7632926G>TNA NA NA NA NA
Chr20 7781843 G GTA Chr20_7781843_G_GTAG_GTA INDEL 3214.24 0 0 0 23 7 22 19 18 0 0 0 1 1 0 17 11 10 24 7 23 19 19 19 9 7 10 9 11 0 0 0 0.958 1 0.957 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c20_12150Pp3c20_12150transcript PAC:32946972protein_codingNA c.*2189_*2190insTANA NA NA NA 2189
Chr20 7781843 G GTA Chr20_7781843_G_GTAG_GTA INDEL 3214.24 0 0 0 23 7 22 19 18 0 0 0 1 1 0 17 11 10 24 7 23 19 19 19 9 7 10 9 11 0 0 0 0.958 1 0.957 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_12140-Pp3c20_12150Pp3c20_12140-Pp3c20_12150intergenic_regionPp3c20_12140-Pp3c20_12150NA NA n.7781843_7781844insTANA NA NA NA NA
Chr20 7944952 C T Chr20_7944952_C_TC_T SNP 2963.29 0 0 0 13 10 15 21 10 0 0 0 0 0 0 21 10 4 13 10 17 21 11 8 9 10 4 4 5 0 0 0 1 1 0.882 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_12350-Pp3c20_12460Pp3c20_12350-Pp3c20_12460intergenic_regionPp3c20_12350-Pp3c20_12460NA NA n.7944952C>TNA NA NA NA NA
Chr20 8088848 T C Chr20_8088848_T_CT_C SNP 11169.63 24 7 9 17 11 12 14 15 8 17 11 8 6 5 24 7 9 17 11 12 14 15 8 17 11 8 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_12530-Pp3c20_12590Pp3c20_12530-Pp3c20_12590intergenic_regionPp3c20_12530-Pp3c20_12590NA NA n.8088848T>CNA NA NA NA NA
Chr20 8088856 G A Chr20_8088856_G_AG_A SNP 11826.63 25 7 9 18 12 13 13 15 7 18 14 8 7 5 25 7 9 18 12 13 13 15 7 18 14 8 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_12530-Pp3c20_12590Pp3c20_12530-Pp3c20_12590intergenic_regionPp3c20_12530-Pp3c20_12590NA NA n.8088856G>ANA NA NA NA NA
Chr20 8088862 A T Chr20_8088862_A_TA_T SNP 11627.63 24 6 9 18 12 13 14 14 7 17 14 10 9 5 24 6 9 18 12 13 14 14 7 17 14 10 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_12530-Pp3c20_12590Pp3c20_12530-Pp3c20_12590intergenic_regionPp3c20_12530-Pp3c20_12590NA NA n.8088862A>TNA NA NA NA NA
Chr20 8088871 C A Chr20_8088871_C_AC_A SNP 11903.63 21 7 8 17 13 12 14 14 7 18 15 11 10 5 21 7 8 17 13 12 14 14 7 18 15 11 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_12530-Pp3c20_12590Pp3c20_12530-Pp3c20_12590intergenic_regionPp3c20_12530-Pp3c20_12590NA NA n.8088871C>ANA NA NA NA NA
Chr20 8088873 T TC Chr20_8088873_T_TCT_TC INDEL 12042.59 21 7 8 18 13 12 14 14 7 18 15 12 10 5 21 7 8 18 13 12 14 14 7 18 15 12 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_12530-Pp3c20_12590Pp3c20_12530-Pp3c20_12590intergenic_regionPp3c20_12530-Pp3c20_12590NA NA n.8088873_8088874insCNA NA NA NA NA
Chr20 8143946 C T Chr20_8143946_C_TC_T SNP 18971.63 23 13 21 26 16 30 36 25 25 21 17 24 15 10 23 13 21 26 16 30 36 25 25 21 17 24 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_12620-Pp3c20_12651Pp3c20_12620-Pp3c20_12651intergenic_regionPp3c20_12620-Pp3c20_12651NA NA n.8143946C>TNA NA NA NA NA
Chr20 8219562 T C Chr20_8219562_T_CT_C SNP 16302.63 20 8 13 23 18 22 39 20 12 23 10 14 9 12 20 8 13 23 18 23 39 20 12 23 10 14 9 12 1 1 1 1 1 0.957 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_12680-Pp3c20_12760Pp3c20_12680-Pp3c20_12760intergenic_regionPp3c20_12680-Pp3c20_12760NA NA n.8219562T>CNA NA NA NA NA
Chr20 8250475 C CAT Chr20_8250475_C_CATC_CAT INDEL 6150.24 15 12 15 0 0 2 1 1 12 16 8 15 8 7 16 12 16 16 9 14 17 17 14 16 8 15 8 7 0.938 1 0.938 0 0 0.143 0 0 0.857 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c20_12760Pp3c20_12760transcript PAC:32947903protein_codingNA c.*1569_*1570insATNA NA NA NA 1260
Chr20 8250475 C CAT Chr20_8250475_C_CATC_CAT INDEL 6150.24 15 12 15 0 0 2 1 1 12 16 8 15 8 7 16 12 16 16 9 14 17 17 14 16 8 15 8 7 0.938 1 0.938 0 0 0.143 0 0 0.857 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c20_12770Pp3c20_12770transcript PAC:32946645protein_codingNA c.*1454_*1455insATNA NA NA NA 1194
Chr20 8250475 C CAT Chr20_8250475_C_CATC_CAT INDEL 6150.24 15 12 15 0 0 2 1 1 12 16 8 15 8 7 16 12 16 16 9 14 17 17 14 16 8 15 8 7 0.938 1 0.938 0 0 0.143 0 0 0.857 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c20_12760Pp3c20_12760transcript PAC:32947904protein_codingNA c.*1569_*1570insATNA NA NA NA 1230
Chr20 8250475 C CAT Chr20_8250475_C_CATC_CAT INDEL 6150.24 15 12 15 0 0 2 1 1 12 16 8 15 8 7 16 12 16 16 9 14 17 17 14 16 8 15 8 7 0.938 1 0.938 0 0 0.143 0 0 0.857 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c20_12760Pp3c20_12760transcript PAC:32947906protein_codingNA c.*2098_*2099insATNA NA NA NA 1230
Chr20 8250475 C CAT Chr20_8250475_C_CATC_CAT INDEL 6150.24 15 12 15 0 0 2 1 1 12 16 8 15 8 7 16 12 16 16 9 14 17 17 14 16 8 15 8 7 0.938 1 0.938 0 0 0.143 0 0 0.857 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c20_12760Pp3c20_12760transcript PAC:32947907protein_codingNA c.*1569_*1570insATNA NA NA NA 1230
Chr20 8250475 C CAT Chr20_8250475_C_CATC_CAT INDEL 6150.24 15 12 15 0 0 2 1 1 12 16 8 15 8 7 16 12 16 16 9 14 17 17 14 16 8 15 8 7 0.938 1 0.938 0 0 0.143 0 0 0.857 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c20_12760Pp3c20_12760transcript PAC:32947908protein_codingNA c.*1569_*1570insATNA NA NA NA 1230
Chr20 8250475 C CAT Chr20_8250475_C_CATC_CAT INDEL 6150.24 15 12 15 0 0 2 1 1 12 16 8 15 8 7 16 12 16 16 9 14 17 17 14 16 8 15 8 7 0.938 1 0.938 0 0 0.143 0 0 0.857 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c20_12760Pp3c20_12760transcript PAC:32947909protein_codingNA c.*2098_*2099insATNA NA NA NA 1230
Chr20 8250475 C CAT Chr20_8250475_C_CATC_CAT INDEL 6150.24 15 12 15 0 0 2 1 1 12 16 8 15 8 7 16 12 16 16 9 14 17 17 14 16 8 15 8 7 0.938 1 0.938 0 0 0.143 0 0 0.857 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c20_12760Pp3c20_12760transcript PAC:32947905protein_codingNA c.*1569_*1570insATNA NA NA NA 1230
Chr20 8250475 C CAT Chr20_8250475_C_CATC_CAT INDEL 6150.24 15 12 15 0 0 2 1 1 12 16 8 15 8 7 16 12 16 16 9 14 17 17 14 16 8 15 8 7 0.938 1 0.938 0 0 0.143 0 0 0.857 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c20_12770Pp3c20_12770transcript PAC:32946646protein_codingNA c.*1454_*1455insATNA NA NA NA 1194
Chr20 8250475 C CAT Chr20_8250475_C_CATC_CAT INDEL 6150.24 15 12 15 0 0 2 1 1 12 16 8 15 8 7 16 12 16 16 9 14 17 17 14 16 8 15 8 7 0.938 1 0.938 0 0 0.143 0 0 0.857 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c20_12760-Pp3c20_12770Pp3c20_12760-Pp3c20_12770intergenic_regionPp3c20_12760-Pp3c20_12770NA NA n.8250475_8250476insATNA NA NA NA NA
Chr20 8404663 C CAT Chr20_8404663_C_CATC_CAT INDEL 2615.24 1 0 0 11 16 18 22 7 1 1 1 0 0 0 23 12 6 11 16 18 22 7 12 11 11 6 4 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_12980-Pp3c20_13080Pp3c20_12980-Pp3c20_13080intergenic_regionPp3c20_12980-Pp3c20_13080NA NA n.8404663_8404664insATNA NA NA NA NA
Chr20 8548917 G GAT Chr20_8548917_G_GATG_GAT INDEL 1027.35 20 5 9 1 0 0 0 0 0 2 2 0 0 0 20 5 9 13 7 22 14 15 15 11 17 7 4 4 1 1 1 0 0 0 0 0 0 0.182 0.118 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c20_13080Pp3c20_13080transcript PAC:32946169protein_codingNA c.-3645_-3644insATNA NA NA NA 3645
Chr20 8548917 G GAT Chr20_8548917_G_GATG_GAT INDEL 1027.35 20 5 9 1 0 0 0 0 0 2 2 0 0 0 20 5 9 13 7 22 14 15 15 11 17 7 4 4 1 1 1 0 0 0 0 0 0 0.182 0.118 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c20_13080Pp3c20_13080transcript PAC:32946170protein_codingNA c.-3645_-3644insATNA NA NA NA 3645
Chr20 8548917 G GAT Chr20_8548917_G_GATG_GAT INDEL 1027.35 20 5 9 1 0 0 0 0 0 2 2 0 0 0 20 5 9 13 7 22 14 15 15 11 17 7 4 4 1 1 1 0 0 0 0 0 0 0.182 0.118 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c20_13080-Pp3c20_13100Pp3c20_13080-Pp3c20_13100intergenic_regionPp3c20_13080-Pp3c20_13100NA NA n.8548917_8548918insATNA NA NA NA NA
Chr20 8552976 A C Chr20_8552976_A_CA_C SNP 19834.63 26 12 8 25 25 22 27 28 23 23 20 14 15 15 26 12 8 25 25 22 27 28 23 23 20 14 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_13080-Pp3c20_13100Pp3c20_13080-Pp3c20_13100intergenic_regionPp3c20_13080-Pp3c20_13100NA NA n.8552976A>CNA NA NA NA NA
Chr20 8552989 C T Chr20_8552989_C_TC_T SNP 20001.63 25 11 9 25 25 25 26 26 24 23 18 14 15 17 25 11 9 25 25 25 26 26 24 23 18 14 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_13080-Pp3c20_13100Pp3c20_13080-Pp3c20_13100intergenic_regionPp3c20_13080-Pp3c20_13100NA NA n.8552989C>TNA NA NA NA NA
Chr20 8552992 C T Chr20_8552992_C_TC_T SNP 19682.63 26 10 9 26 25 26 27 26 23 22 19 15 15 16 26 10 9 26 25 26 27 26 23 22 19 15 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_13080-Pp3c20_13100Pp3c20_13080-Pp3c20_13100intergenic_regionPp3c20_13080-Pp3c20_13100NA NA n.8552992C>TNA NA NA NA NA
Chr20 8553043 T TA Chr20_8553043_T_TAT_TA INDEL 16866.59 29 10 13 32 21 22 25 27 25 28 14 18 13 18 29 10 13 32 21 22 25 27 25 28 14 18 13 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_13080-Pp3c20_13100Pp3c20_13080-Pp3c20_13100intergenic_regionPp3c20_13080-Pp3c20_13100NA NA n.8553043_8553044insANA NA NA NA NA
Chr20 8561051 C CA Chr20_8561051_C_CAC_CA INDEL 17303.59 21 20 12 23 22 26 27 23 20 38 16 22 9 10 21 20 12 23 22 26 27 23 20 38 16 22 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_13080-Pp3c20_13100Pp3c20_13080-Pp3c20_13100intergenic_regionPp3c20_13080-Pp3c20_13100NA NA n.8561051_8561052insANA NA NA NA NA
Chr20 8616565 G T Chr20_8616565_G_TG_T SNP 18511.63 23 18 16 22 19 20 21 19 28 20 10 22 15 8 23 18 16 22 19 20 21 19 28 20 10 22 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_13120-Pp3c20_13180Pp3c20_13120-Pp3c20_13180intergenic_regionPp3c20_13120-Pp3c20_13180NA NA n.8616565G>TNA NA NA NA NA
Chr20 8616590 G T Chr20_8616590_G_TG_T SNP 18606.63 24 15 15 18 23 23 20 15 29 19 9 17 13 9 24 15 15 18 23 23 20 15 29 19 9 17 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_13120-Pp3c20_13180Pp3c20_13120-Pp3c20_13180intergenic_regionPp3c20_13120-Pp3c20_13180NA NA n.8616590G>TNA NA NA NA NA
Chr20 8616595 G T Chr20_8616595_G_TG_T SNP 18351.63 24 15 15 17 24 23 21 15 29 19 9 16 13 9 24 15 15 17 24 23 21 15 29 19 9 16 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_13120-Pp3c20_13180Pp3c20_13120-Pp3c20_13180intergenic_regionPp3c20_13120-Pp3c20_13180NA NA n.8616595G>TNA NA NA NA NA
Chr20 8616606 G A Chr20_8616606_G_AG_A SNP 18250.63 24 13 15 18 26 22 19 15 30 18 10 16 14 7 24 13 15 18 26 22 19 15 30 18 10 16 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_13120-Pp3c20_13180Pp3c20_13120-Pp3c20_13180intergenic_regionPp3c20_13120-Pp3c20_13180NA NA n.8616606G>ANA NA NA NA NA
Chr20 8658607 G A Chr20_8658607_G_AG_A SNP 16878.63 26 14 10 20 17 28 20 18 25 20 17 14 18 13 26 14 10 20 17 28 20 18 25 20 17 14 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_13220Pp3c20_13220transcript PAC:32948062protein_codingNA c.-2556G>A NA NA NA NA 1298
Chr20 8658607 G A Chr20_8658607_G_AG_A SNP 16878.63 26 14 10 20 17 28 20 18 25 20 17 14 18 13 26 14 10 20 17 28 20 18 25 20 17 14 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_13220Pp3c20_13220transcript PAC:32948063protein_codingNA c.-2556G>A NA NA NA NA 1298
Chr20 8658607 G A Chr20_8658607_G_AG_A SNP 16878.63 26 14 10 20 17 28 20 18 25 20 17 14 18 13 26 14 10 20 17 28 20 18 25 20 17 14 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_13220Pp3c20_13220transcript PAC:32948064protein_codingNA c.-2556G>A NA NA NA NA 1298
Chr20 8658607 G A Chr20_8658607_G_AG_A SNP 16878.63 26 14 10 20 17 28 20 18 25 20 17 14 18 13 26 14 10 20 17 28 20 18 25 20 17 14 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_13200-Pp3c20_13220Pp3c20_13200-Pp3c20_13220intergenic_regionPp3c20_13200-Pp3c20_13220NA NA n.8658607G>ANA NA NA NA NA
Chr20 8726260 A AAT Chr20_8726260_A_AATA_AAT INDEL 7930.59 15 10 9 15 13 18 19 11 12 10 6 8 6 7 16 10 10 15 13 18 19 11 12 10 6 8 6 7 0.938 1 0.9 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_13320Pp3c20_13320transcript PAC:32945778protein_codingNA c.-2097_-2096insATNA NA NA NA 9
Chr20 8726260 A AAT Chr20_8726260_A_AATA_AAT INDEL 7930.59 15 10 9 15 13 18 19 11 12 10 6 8 6 7 16 10 10 15 13 18 19 11 12 10 6 8 6 7 0.938 1 0.9 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_13320Pp3c20_13320transcript PAC:32945782protein_codingNA c.-2097_-2096insATNA NA NA NA 43
Chr20 8726260 A AAT Chr20_8726260_A_AATA_AAT INDEL 7930.59 15 10 9 15 13 18 19 11 12 10 6 8 6 7 16 10 10 15 13 18 19 11 12 10 6 8 6 7 0.938 1 0.9 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_13320Pp3c20_13320transcript PAC:32945781protein_codingNA c.-2097_-2096insATNA NA NA NA 1121
Chr20 8726260 A AAT Chr20_8726260_A_AATA_AAT INDEL 7930.59 15 10 9 15 13 18 19 11 12 10 6 8 6 7 16 10 10 15 13 18 19 11 12 10 6 8 6 7 0.938 1 0.9 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_13320Pp3c20_13320transcript PAC:32945779protein_codingNA c.-2097_-2096insATNA NA NA NA 259
Chr20 8726260 A AAT Chr20_8726260_A_AATA_AAT INDEL 7930.59 15 10 9 15 13 18 19 11 12 10 6 8 6 7 16 10 10 15 13 18 19 11 12 10 6 8 6 7 0.938 1 0.9 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_13320Pp3c20_13320transcript PAC:32945780protein_codingNA c.-2097_-2096insATNA NA NA NA 259
Chr20 8726260 A AAT Chr20_8726260_A_AATA_AAT INDEL 7930.59 15 10 9 15 13 18 19 11 12 10 6 8 6 7 16 10 10 15 13 18 19 11 12 10 6 8 6 7 0.938 1 0.9 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_13310Pp3c20_13310transcript PAC:32948152protein_codingNA c.*5526_*5527insATNA NA NA NA 3539
Chr20 8726260 A AAT Chr20_8726260_A_AATA_AAT INDEL 7930.59 15 10 9 15 13 18 19 11 12 10 6 8 6 7 16 10 10 15 13 18 19 11 12 10 6 8 6 7 0.938 1 0.9 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_13320-Pp3c20_13380Pp3c20_13320-Pp3c20_13380intergenic_regionPp3c20_13320-Pp3c20_13380NA NA n.8726260_8726261insATNA NA NA NA NA
Chr20 9191049 G GT Chr20_9191049_G_GTG_GT INDEL 14754.59 28 14 11 19 17 17 31 16 19 20 19 13 9 10 28 14 11 19 17 17 31 16 19 20 19 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_14060-Pp3c20_14153Pp3c20_14060-Pp3c20_14153intergenic_regionPp3c20_14060-Pp3c20_14153NA NA n.9191049_9191050insTNA NA NA NA NA
Chr20 9312396 A AT Chr20_9312396_A_ATA_AT INDEL 14624.59 28 9 15 28 14 26 26 23 13 15 12 21 16 14 28 9 15 29 14 26 26 23 13 15 12 21 16 14 1 1 1 0.966 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_14190-Pp3c20_14230Pp3c20_14190-Pp3c20_14230intergenic_regionPp3c20_14190-Pp3c20_14230NA NA n.9312396_9312397insTNA NA NA NA NA
Chr20 9380726 C CA Chr20_9380726_C_CAC_CA INDEL 16790.59 25 12 13 29 20 21 32 20 33 21 17 16 14 10 25 12 13 29 20 21 32 20 33 21 17 16 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_14280Pp3c20_14280transcript PAC:32945556protein_codingNA c.*2007_*2008insTNA NA NA NA 1456
Chr20 9380726 C CA Chr20_9380726_C_CAC_CA INDEL 16790.59 25 12 13 29 20 21 32 20 33 21 17 16 14 10 25 12 13 29 20 21 32 20 33 21 17 16 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_14280Pp3c20_14280transcript PAC:32945557protein_codingNA c.*2007_*2008insTNA NA NA NA 1321
Chr20 9380726 C CA Chr20_9380726_C_CAC_CA INDEL 16790.59 25 12 13 29 20 21 32 20 33 21 17 16 14 10 25 12 13 29 20 21 32 20 33 21 17 16 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_14280Pp3c20_14280transcript PAC:32945558protein_codingNA c.*2007_*2008insTNA NA NA NA 1321
Chr20 9380726 C CA Chr20_9380726_C_CAC_CA INDEL 16790.59 25 12 13 29 20 21 32 20 33 21 17 16 14 10 25 12 13 29 20 21 32 20 33 21 17 16 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_14280Pp3c20_14280transcript PAC:32945560protein_codingNA c.*2007_*2008insTNA NA NA NA 1321
Chr20 9380726 C CA Chr20_9380726_C_CAC_CA INDEL 16790.59 25 12 13 29 20 21 32 20 33 21 17 16 14 10 25 12 13 29 20 21 32 20 33 21 17 16 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_14280Pp3c20_14280transcript PAC:32945559protein_codingNA c.*2007_*2008insTNA NA NA NA 1321
Chr20 9380726 C CA Chr20_9380726_C_CAC_CA INDEL 16790.59 25 12 13 29 20 21 32 20 33 21 17 16 14 10 25 12 13 29 20 21 32 20 33 21 17 16 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_14250-Pp3c20_14280Pp3c20_14250-Pp3c20_14280intergenic_regionPp3c20_14250-Pp3c20_14280NA NA n.9380726_9380727insANA NA NA NA NA
Chr20 9510143 G A Chr20_9510143_G_AG_A SNP 20181.63 30 20 13 34 18 27 29 21 22 37 22 16 10 8 30 20 13 34 18 27 29 21 22 37 22 16 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_14420-Pp3c20_14450Pp3c20_14420-Pp3c20_14450intergenic_regionPp3c20_14420-Pp3c20_14450NA NA n.9510143G>ANA NA NA NA NA
Chr20 9549218 G A Chr20_9549218_G_AG_A SNP 10168.63 19 5 10 7 15 9 14 23 20 14 7 12 5 4 19 5 10 7 15 9 14 23 20 14 7 12 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_14450-Pp3c20_14530Pp3c20_14450-Pp3c20_14530intergenic_regionPp3c20_14450-Pp3c20_14530NA NA n.9549218G>ANA NA NA NA NA
Chr20 9549233 C T Chr20_9549233_C_TC_T SNP 10112.63 19 5 11 9 15 12 14 18 18 16 7 11 5 4 19 5 11 9 15 12 14 18 18 16 7 11 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_14450-Pp3c20_14530Pp3c20_14450-Pp3c20_14530intergenic_regionPp3c20_14450-Pp3c20_14530NA NA n.9549233C>TNA NA NA NA NA
Chr20 9583675 A T Chr20_9583675_A_TA_T SNP 18406.63 30 19 18 25 14 25 23 23 21 20 12 8 10 10 30 19 18 25 14 25 23 23 21 20 12 8 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_14530-Pp3c20_14580Pp3c20_14530-Pp3c20_14580intergenic_regionPp3c20_14530-Pp3c20_14580NA NA n.9583675A>TNA NA NA NA NA
Chr20 9584143 C T Chr20_9584143_C_TC_T SNP 20585.63 28 17 22 35 20 20 29 26 21 13 14 18 6 16 28 17 22 35 20 20 29 26 21 13 14 18 6 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_14530-Pp3c20_14580Pp3c20_14530-Pp3c20_14580intergenic_regionPp3c20_14530-Pp3c20_14580NA NA n.9584143C>TNA NA NA NA NA
Chr20 9584179 A T Chr20_9584179_A_TA_T SNP 20686.63 34 18 23 28 25 25 32 29 19 15 13 16 6 11 34 18 23 28 25 25 32 29 19 15 14 16 6 11 1 1 1 1 1 1 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_14530-Pp3c20_14580Pp3c20_14530-Pp3c20_14580intergenic_regionPp3c20_14530-Pp3c20_14580NA NA n.9584179A>TNA NA NA NA NA
Chr20 9703554 A T Chr20_9703554_A_TA_T SNP 5288.29 0 0 0 25 25 17 24 11 0 0 0 0 0 0 34 17 21 25 25 17 24 11 22 32 29 21 9 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_14680-Pp3c20_14730Pp3c20_14680-Pp3c20_14730intergenic_regionPp3c20_14680-Pp3c20_14730NA NA n.9703554A>TNA NA NA NA NA
Chr20 9852456 G C Chr20_9852456_G_CG_C SNP 7291.29 0 0 0 36 16 34 44 29 0 0 0 0 0 0 27 8 17 36 16 34 44 29 21 22 11 9 5 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c20_14770-Pp3c20_14980Pp3c20_14770-Pp3c20_14980intergenic_regionPp3c20_14770-Pp3c20_14980NA NA n.9852456G>CNA NA NA NA NA
Chr20 9897274 A AT Chr20_9897274_A_ATA_AT INDEL 15499.59 23 10 15 29 17 23 34 21 31 25 17 7 7 6 23 10 15 29 17 23 34 21 31 25 17 7 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_14770-Pp3c20_14980Pp3c20_14770-Pp3c20_14980intergenic_regionPp3c20_14770-Pp3c20_14980NA NA n.9897274_9897275insTNA NA NA NA NA
Chr20 9963913 AC A Chr20_9963913_AC_AAC_A INDEL 14597.59 29 10 15 10 15 26 28 31 18 11 10 16 8 9 29 10 15 10 15 26 28 31 18 11 10 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_15000-Pp3c20_15040Pp3c20_15000-Pp3c20_15040intergenic_regionPp3c20_15000-Pp3c20_15040NA NA n.9963914delCNA NA NA NA NA
Chr20 9964404 C A Chr20_9964404_C_AC_A SNP 20674.63 33 24 15 18 19 29 45 19 16 17 13 17 4 9 33 24 15 18 19 29 45 19 16 17 13 17 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_15000-Pp3c20_15040Pp3c20_15000-Pp3c20_15040intergenic_regionPp3c20_15000-Pp3c20_15040NA NA n.9964404C>ANA NA NA NA NA
Chr20 9964405 C A Chr20_9964405_C_AC_A SNP 20674.63 33 24 15 17 19 29 46 19 15 18 13 19 4 9 33 24 15 17 19 29 46 19 15 18 13 19 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_15000-Pp3c20_15040Pp3c20_15000-Pp3c20_15040intergenic_regionPp3c20_15000-Pp3c20_15040NA NA n.9964405C>ANA NA NA NA NA
Chr20 9965413 AAT A Chr20_9965413_AAT_AAAT_A INDEL 843.35 17 8 9 1 0 2 0 0 2 0 0 0 1 0 17 8 10 12 11 17 20 10 20 11 5 7 8 6 1 1 0.9 0 0 0.118 0 0 0.1 0 0 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c20_15000-Pp3c20_15040Pp3c20_15000-Pp3c20_15040intergenic_regionPp3c20_15000-Pp3c20_15040NA NA n.9965414_9965415delATNA NA NA NA NA
Chr20 9966082 C T Chr20_9966082_C_TC_T SNP 16700.63 26 16 14 25 21 19 16 24 20 20 10 7 4 7 26 16 14 25 21 19 16 24 20 20 10 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_15000-Pp3c20_15040Pp3c20_15000-Pp3c20_15040intergenic_regionPp3c20_15000-Pp3c20_15040NA NA n.9966082C>TNA NA NA NA NA
Chr20 9966085 C T Chr20_9966085_C_TC_T SNP 16484.63 25 16 14 25 19 18 15 25 19 19 9 7 4 6 25 16 14 25 19 18 15 25 19 19 9 7 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_15000-Pp3c20_15040Pp3c20_15000-Pp3c20_15040intergenic_regionPp3c20_15000-Pp3c20_15040NA NA n.9966085C>TNA NA NA NA NA
Chr20 10142193 A G Chr20_10142193_A_GA_G SNP 17816.63 23 16 10 22 14 25 34 18 22 18 17 19 8 13 23 16 10 22 14 25 34 18 22 18 17 19 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_15200Pp3c20_15200transcript PAC:32945625protein_coding août-14 c.1126+177A>GNA NA NA NA NA
Chr20 10142193 A G Chr20_10142193_A_GA_G SNP 17816.63 23 16 10 22 14 25 34 18 22 18 17 19 8 13 23 16 10 22 14 25 34 18 22 18 17 19 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_15200Pp3c20_15200transcript PAC:32945626protein_coding août-14 c.1126+177A>GNA NA NA NA NA
Chr20 10142195 A T Chr20_10142195_A_TA_T SNP 17816.63 23 16 11 21 14 24 33 18 22 18 17 18 8 11 23 16 11 21 14 24 33 18 22 18 17 18 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_15200Pp3c20_15200transcript PAC:32945625protein_coding août-14 c.1126+179A>TNA NA NA NA NA
Chr20 10142195 A T Chr20_10142195_A_TA_T SNP 17816.63 23 16 11 21 14 24 33 18 22 18 17 18 8 11 23 16 11 21 14 24 33 18 22 18 17 18 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_15200Pp3c20_15200transcript PAC:32945626protein_coding août-14 c.1126+179A>TNA NA NA NA NA
Chr20 10142247 C A Chr20_10142247_C_AC_A SNP 16008.63 23 13 15 29 14 23 30 26 24 16 11 15 11 18 23 13 15 29 14 23 30 26 24 16 11 15 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_15200Pp3c20_15200transcript PAC:32945625protein_coding août-14 c.1126+231C>ANA NA NA NA NA
Chr20 10142247 C A Chr20_10142247_C_AC_A SNP 16008.63 23 13 15 29 14 23 30 26 24 16 11 15 11 18 23 13 15 29 14 23 30 26 24 16 11 15 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_15200Pp3c20_15200transcript PAC:32945626protein_coding août-14 c.1126+231C>ANA NA NA NA NA
Chr20 10180722 G T Chr20_10180722_G_TG_T SNP 19423.63 23 17 18 21 20 17 37 23 22 30 15 20 17 15 23 17 18 21 20 17 37 23 22 30 15 20 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_15220-Pp3c20_15320Pp3c20_15220-Pp3c20_15320intergenic_regionPp3c20_15220-Pp3c20_15320NA NA n.10180722G>TNA NA NA NA NA
Chr20 10180759 A AT Chr20_10180759_A_ATA_AT INDEL 20515.59 24 14 17 16 23 21 30 23 26 29 16 18 14 8 24 14 17 16 23 21 30 23 26 29 16 18 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_15220-Pp3c20_15320Pp3c20_15220-Pp3c20_15320intergenic_regionPp3c20_15220-Pp3c20_15320NA NA n.10180759_10180760insTNA NA NA NA NA
Chr20 10180765 CA C Chr20_10180765_CA_CCA_C INDEL 20732.59 25 16 17 17 24 22 29 22 25 25 16 19 13 6 25 16 17 17 24 22 29 22 25 25 16 19 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_15220-Pp3c20_15320Pp3c20_15220-Pp3c20_15320intergenic_regionPp3c20_15220-Pp3c20_15320NA NA n.10180766delANA NA NA NA NA
Chr20 10216262 T A Chr20_10216262_T_AT_A SNP 12494.63 12 5 9 16 15 16 21 21 19 15 13 14 7 7 12 5 9 16 15 16 21 21 19 15 13 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_15220-Pp3c20_15320Pp3c20_15220-Pp3c20_15320intergenic_regionPp3c20_15220-Pp3c20_15320NA NA n.10216262T>ANA NA NA NA NA
Chr20 10216370 T C Chr20_10216370_T_CT_C SNP 10419.63 13 6 12 10 9 18 17 21 12 11 4 6 5 5 13 6 12 10 9 18 17 21 12 11 4 6 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_15220-Pp3c20_15320Pp3c20_15220-Pp3c20_15320intergenic_regionPp3c20_15220-Pp3c20_15320NA NA n.10216370T>CNA NA NA NA NA
Chr20 10216409 A AT Chr20_10216409_A_ATA_AT INDEL 11880.59 24 8 17 20 14 26 25 27 20 16 9 13 5 10 24 8 17 20 14 26 25 27 20 16 9 13 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_15220-Pp3c20_15320Pp3c20_15220-Pp3c20_15320intergenic_regionPp3c20_15220-Pp3c20_15320NA NA n.10216409_10216410insTNA NA NA NA NA
Chr20 10250388 TA T Chr20_10250388_TA_TTA_T INDEL 4905.93 0 0 0 0 0 0 0 0 30 23 22 19 11 13 34 14 16 26 20 34 38 28 30 24 22 19 11 13 0 0 0 0 0 0 0 0 1 0.958 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c20_15350Pp3c20_15350transcript PAC:32947025protein_codingNA c.*1589delT NA NA NA NA 1366
Chr20 10250388 TA T Chr20_10250388_TA_TTA_T INDEL 4905.93 0 0 0 0 0 0 0 0 30 23 22 19 11 13 34 14 16 26 20 34 38 28 30 24 22 19 11 13 0 0 0 0 0 0 0 0 1 0.958 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c20_15350Pp3c20_15350transcript PAC:32947026protein_codingNA c.*1589delT NA NA NA NA 1349
Chr20 10250388 TA T Chr20_10250388_TA_TTA_T INDEL 4905.93 0 0 0 0 0 0 0 0 30 23 22 19 11 13 34 14 16 26 20 34 38 28 30 24 22 19 11 13 0 0 0 0 0 0 0 0 1 0.958 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c20_15320-Pp3c20_15350Pp3c20_15320-Pp3c20_15350intergenic_regionPp3c20_15320-Pp3c20_15350NA NA n.10250389delANA NA NA NA NA
Chr20 10672837 T TA Chr20_10672837_T_TAT_TA INDEL 9506.59 24 8 7 16 5 9 13 11 10 8 12 16 6 6 24 8 7 16 5 9 13 11 10 8 12 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c20_16110Pp3c20_16110transcript PAC:32946957protein_coding 01-janv c.135dupA p.Leu46fs 352/1688 136/342 46/113 NA
Chr20 10672837 T TA Chr20_10672837_T_TAT_TA INDEL 9506.59 24 8 7 16 5 9 13 11 10 8 12 16 6 6 24 8 7 16 5 9 13 11 10 8 12 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16130Pp3c20_16130transcript PAC:32947604protein_codingNA c.*5223dupT NA NA NA NA 4662
Chr20 10672837 T TA Chr20_10672837_T_TAT_TA INDEL 9506.59 24 8 7 16 5 9 13 11 10 8 12 16 6 6 24 8 7 16 5 9 13 11 10 8 12 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16130Pp3c20_16130transcript PAC:32947605protein_codingNA c.*5223dupT NA NA NA NA 4650
Chr20 10672837 T TA Chr20_10672837_T_TAT_TA INDEL 9506.59 24 8 7 16 5 9 13 11 10 8 12 16 6 6 24 8 7 16 5 9 13 11 10 8 12 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_16110Pp3c20_16110transcript PAC:32946955protein_coding 01-janv c.90+281dupANA NA NA NA NA
Chr20 10672837 T TA Chr20_10672837_T_TAT_TA INDEL 9506.59 24 8 7 16 5 9 13 11 10 8 12 16 6 6 24 8 7 16 5 9 13 11 10 8 12 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_16110Pp3c20_16110transcript PAC:32946956protein_coding 01-janv c.90+281dupANA NA NA NA NA
Chr20 10675588 C T Chr20_10675588_C_TC_T SNP 23300.63 31 17 16 26 24 30 39 27 14 32 16 26 11 21 31 17 16 26 24 30 39 27 14 32 16 26 11 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16110Pp3c20_16110transcript PAC:32946955protein_codingNA c.*1409C>T NA NA NA NA 1409
Chr20 10675588 C T Chr20_10675588_C_TC_T SNP 23300.63 31 17 16 26 24 30 39 27 14 32 16 26 11 21 31 17 16 26 24 30 39 27 14 32 16 26 11 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16130Pp3c20_16130transcript PAC:32947604protein_codingNA c.*2473G>A NA NA NA NA 1912
Chr20 10675588 C T Chr20_10675588_C_TC_T SNP 23300.63 31 17 16 26 24 30 39 27 14 32 16 26 11 21 31 17 16 26 24 30 39 27 14 32 16 26 11 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16110Pp3c20_16110transcript PAC:32946956protein_codingNA c.*1409C>T NA NA NA NA 1019
Chr20 10675588 C T Chr20_10675588_C_TC_T SNP 23300.63 31 17 16 26 24 30 39 27 14 32 16 26 11 21 31 17 16 26 24 30 39 27 14 32 16 26 11 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16110Pp3c20_16110transcript PAC:32946957protein_codingNA c.*2541C>T NA NA NA NA 1411
Chr20 10675588 C T Chr20_10675588_C_TC_T SNP 23300.63 31 17 16 26 24 30 39 27 14 32 16 26 11 21 31 17 16 26 24 30 39 27 14 32 16 26 11 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16130Pp3c20_16130transcript PAC:32947605protein_codingNA c.*2473G>A NA NA NA NA 1900
Chr20 10675588 C T Chr20_10675588_C_TC_T SNP 23300.63 31 17 16 26 24 30 39 27 14 32 16 26 11 21 31 17 16 26 24 30 39 27 14 32 16 26 11 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_16110-Pp3c20_16130Pp3c20_16110-Pp3c20_16130intergenic_regionPp3c20_16110-Pp3c20_16130NA NA n.10675588C>TNA NA NA NA NA
Chr20 10675591 C T Chr20_10675591_C_TC_T SNP 23562.63 33 15 17 27 24 28 39 29 14 33 13 25 11 22 33 15 17 27 24 28 39 29 14 33 13 25 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16110Pp3c20_16110transcript PAC:32946955protein_codingNA c.*1412C>T NA NA NA NA 1412
Chr20 10675591 C T Chr20_10675591_C_TC_T SNP 23562.63 33 15 17 27 24 28 39 29 14 33 13 25 11 22 33 15 17 27 24 28 39 29 14 33 13 25 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16130Pp3c20_16130transcript PAC:32947604protein_codingNA c.*2470G>A NA NA NA NA 1909
Chr20 10675591 C T Chr20_10675591_C_TC_T SNP 23562.63 33 15 17 27 24 28 39 29 14 33 13 25 11 22 33 15 17 27 24 28 39 29 14 33 13 25 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16110Pp3c20_16110transcript PAC:32946956protein_codingNA c.*1412C>T NA NA NA NA 1022
Chr20 10675591 C T Chr20_10675591_C_TC_T SNP 23562.63 33 15 17 27 24 28 39 29 14 33 13 25 11 22 33 15 17 27 24 28 39 29 14 33 13 25 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16110Pp3c20_16110transcript PAC:32946957protein_codingNA c.*2544C>T NA NA NA NA 1414
Chr20 10675591 C T Chr20_10675591_C_TC_T SNP 23562.63 33 15 17 27 24 28 39 29 14 33 13 25 11 22 33 15 17 27 24 28 39 29 14 33 13 25 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16130Pp3c20_16130transcript PAC:32947605protein_codingNA c.*2470G>A NA NA NA NA 1897
Chr20 10675591 C T Chr20_10675591_C_TC_T SNP 23562.63 33 15 17 27 24 28 39 29 14 33 13 25 11 22 33 15 17 27 24 28 39 29 14 33 13 25 11 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_16110-Pp3c20_16130Pp3c20_16110-Pp3c20_16130intergenic_regionPp3c20_16110-Pp3c20_16130NA NA n.10675591C>TNA NA NA NA NA
Chr20 10675614 C A Chr20_10675614_C_AC_A SNP 23373.63 30 15 22 29 22 30 43 31 12 28 15 25 10 24 30 15 22 29 22 30 43 31 12 28 15 25 10 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16110Pp3c20_16110transcript PAC:32946955protein_codingNA c.*1435C>A NA NA NA NA 1435
Chr20 10675614 C A Chr20_10675614_C_AC_A SNP 23373.63 30 15 22 29 22 30 43 31 12 28 15 25 10 24 30 15 22 29 22 30 43 31 12 28 15 25 10 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16130Pp3c20_16130transcript PAC:32947604protein_codingNA c.*2447G>T NA NA NA NA 1886
Chr20 10675614 C A Chr20_10675614_C_AC_A SNP 23373.63 30 15 22 29 22 30 43 31 12 28 15 25 10 24 30 15 22 29 22 30 43 31 12 28 15 25 10 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16110Pp3c20_16110transcript PAC:32946956protein_codingNA c.*1435C>A NA NA NA NA 1045
Chr20 10675614 C A Chr20_10675614_C_AC_A SNP 23373.63 30 15 22 29 22 30 43 31 12 28 15 25 10 24 30 15 22 29 22 30 43 31 12 28 15 25 10 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16110Pp3c20_16110transcript PAC:32946957protein_codingNA c.*2567C>A NA NA NA NA 1437
Chr20 10675614 C A Chr20_10675614_C_AC_A SNP 23373.63 30 15 22 29 22 30 43 31 12 28 15 25 10 24 30 15 22 29 22 30 43 31 12 28 15 25 10 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16130Pp3c20_16130transcript PAC:32947605protein_codingNA c.*2447G>T NA NA NA NA 1874
Chr20 10675614 C A Chr20_10675614_C_AC_A SNP 23373.63 30 15 22 29 22 30 43 31 12 28 15 25 10 24 30 15 22 29 22 30 43 31 12 28 15 25 10 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_16110-Pp3c20_16130Pp3c20_16110-Pp3c20_16130intergenic_regionPp3c20_16110-Pp3c20_16130NA NA n.10675614C>ANA NA NA NA NA
Chr20 10913705 A AAT Chr20_10913705_A_AATA_AAT INDEL 173.37 0 0 0 0 0 0 0 0 1 1 0 8 0 0 26 7 13 13 11 27 15 17 19 10 7 9 8 5 0 0 0 0 0 0 0 0 0 0 0 0.889 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c20_16550-Pp3c20_16560Pp3c20_16550-Pp3c20_16560intergenic_regionPp3c20_16550-Pp3c20_16560NA NA n.10913705_10913706insATNA NA NA NA NA
Chr20 10962178 T TTA Chr20_10962178_T_TTAT_TTA INDEL 1521.35 15 11 18 0 0 0 0 0 0 0 0 0 0 0 15 11 18 18 10 20 21 9 27 19 8 13 6 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c20_16650Pp3c20_16650transcript PAC:32945565protein_codingNA c.-3454_-3453insTANA NA NA NA 2236
Chr20 10962178 T TTA Chr20_10962178_T_TTAT_TTA INDEL 1521.35 15 11 18 0 0 0 0 0 0 0 0 0 0 0 15 11 18 18 10 20 21 9 27 19 8 13 6 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c20_16650Pp3c20_16650transcript PAC:32945566protein_codingNA c.-3633_-3632insTANA NA NA NA 2236
Chr20 10962178 T TTA Chr20_10962178_T_TTAT_TTA INDEL 1521.35 15 11 18 0 0 0 0 0 0 0 0 0 0 0 15 11 18 18 10 20 21 9 27 19 8 13 6 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c20_16650Pp3c20_16650transcript PAC:32945567protein_codingNA c.-3633_-3632insTANA NA NA NA 2236
Chr20 10962178 T TTA Chr20_10962178_T_TTAT_TTA INDEL 1521.35 15 11 18 0 0 0 0 0 0 0 0 0 0 0 15 11 18 18 10 20 21 9 27 19 8 13 6 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c20_16650Pp3c20_16650transcript PAC:32945569protein_codingNA c.-3633_-3632insTANA NA NA NA 2236
Chr20 10962178 T TTA Chr20_10962178_T_TTAT_TTA INDEL 1521.35 15 11 18 0 0 0 0 0 0 0 0 0 0 0 15 11 18 18 10 20 21 9 27 19 8 13 6 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c20_16650Pp3c20_16650transcript PAC:32945568protein_codingNA c.-3633_-3632insTANA NA NA NA 2245
Chr20 10962178 T TTA Chr20_10962178_T_TTAT_TTA INDEL 1521.35 15 11 18 0 0 0 0 0 0 0 0 0 0 0 15 11 18 18 10 20 21 9 27 19 8 13 6 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c20_16641Pp3c20_16641transcript PAC:32946191protein_codingNA c.*564_*565insTANA NA NA NA 503
Chr20 10962178 T TTA Chr20_10962178_T_TTAT_TTA INDEL 1521.35 15 11 18 0 0 0 0 0 0 0 0 0 0 0 15 11 18 18 10 20 21 9 27 19 8 13 6 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c20_16641-Pp3c20_16650Pp3c20_16641-Pp3c20_16650intergenic_regionPp3c20_16641-Pp3c20_16650NA NA n.10962178_10962179insTANA NA NA NA NA
Chr20 11158811 CT C Chr20_11158811_CT_CCT_C INDEL 12647.59 26 16 9 16 12 23 15 19 15 23 4 22 10 14 26 16 9 16 12 23 15 19 15 23 4 22 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_16960Pp3c20_16960transcript PAC:32945995protein_coding 01-avr c.-408delA NA NA NA NA 408
Chr20 11158811 CT C Chr20_11158811_CT_CCT_C INDEL 12647.59 26 16 9 16 12 23 15 19 15 23 4 22 10 14 26 16 9 16 12 23 15 19 15 23 4 22 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_16960Pp3c20_16960transcript PAC:32945996protein_coding 01-avr c.-408delA NA NA NA NA 408
Chr20 11158811 CT C Chr20_11158811_CT_CCT_C INDEL 12647.59 26 16 9 16 12 23 15 19 15 23 4 22 10 14 26 16 9 16 12 23 15 19 15 23 4 22 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16950Pp3c20_16950transcript PAC:32945529protein_codingNA c.*4795delT NA NA NA NA 4362
Chr20 11158811 CT C Chr20_11158811_CT_CCT_C INDEL 12647.59 26 16 9 16 12 23 15 19 15 23 4 22 10 14 26 16 9 16 12 23 15 19 15 23 4 22 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16970Pp3c20_16970transcript PAC:32946988protein_codingNA c.*1984delA NA NA NA NA 1373
Chr20 11158811 CT C Chr20_11158811_CT_CCT_C INDEL 12647.59 26 16 9 16 12 23 15 19 15 23 4 22 10 14 26 16 9 16 12 23 15 19 15 23 4 22 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16950Pp3c20_16950transcript PAC:32945530protein_codingNA c.*4795delT NA NA NA NA 4327
Chr20 11158811 CT C Chr20_11158811_CT_CCT_C INDEL 12647.59 26 16 9 16 12 23 15 19 15 23 4 22 10 14 26 16 9 16 12 23 15 19 15 23 4 22 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16950Pp3c20_16950transcript PAC:32945531protein_codingNA c.*4795delT NA NA NA NA 4327
Chr20 11158811 CT C Chr20_11158811_CT_CCT_C INDEL 12647.59 26 16 9 16 12 23 15 19 15 23 4 22 10 14 26 16 9 16 12 23 15 19 15 23 4 22 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_16970Pp3c20_16970transcript PAC:32946989protein_codingNA c.*1984delA NA NA NA NA 1984
Chr20 11200674 C A Chr20_11200674_C_AC_A SNP 12764.63 24 7 10 23 20 20 22 18 20 18 9 11 5 7 24 7 10 23 20 20 22 18 20 18 9 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_17070Pp3c20_17070transcript PAC:32945698protein_coding 01-janv c.136C>A p.Gln46Lys 181/509 136/237 46/78 NA
Chr20 11200674 C A Chr20_11200674_C_AC_A SNP 12764.63 24 7 10 23 20 20 22 18 20 18 9 11 5 7 24 7 10 23 20 20 22 18 20 18 9 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17040Pp3c20_17040transcript PAC:32946650protein_codingNA c.-5154G>T NA NA NA NA 3885
Chr20 11200674 C A Chr20_11200674_C_AC_A SNP 12764.63 24 7 10 23 20 20 22 18 20 18 9 11 5 7 24 7 10 23 20 20 22 18 20 18 9 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17060Pp3c20_17060transcript PAC:32945389protein_codingNA c.-2695G>T NA NA NA NA 2695
Chr20 11200674 C A Chr20_11200674_C_AC_A SNP 12764.63 24 7 10 23 20 20 22 18 20 18 9 11 5 7 24 7 10 23 20 20 22 18 20 18 9 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_17090Pp3c20_17090transcript PAC:32945440protein_codingNA c.*2543G>T NA NA NA NA 2043
Chr20 11200674 C A Chr20_11200674_C_AC_A SNP 12764.63 24 7 10 23 20 20 22 18 20 18 9 11 5 7 24 7 10 23 20 20 22 18 20 18 9 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_17090Pp3c20_17090transcript PAC:32945442protein_codingNA c.*2543G>T NA NA NA NA 2003
Chr20 11200674 C A Chr20_11200674_C_AC_A SNP 12764.63 24 7 10 23 20 20 22 18 20 18 9 11 5 7 24 7 10 23 20 20 22 18 20 18 9 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_17090Pp3c20_17090transcript PAC:32945443protein_codingNA c.*2543G>T NA NA NA NA 2003
Chr20 11200674 C A Chr20_11200674_C_AC_A SNP 12764.63 24 7 10 23 20 20 22 18 20 18 9 11 5 7 24 7 10 23 20 20 22 18 20 18 9 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_17090Pp3c20_17090transcript PAC:32945444protein_codingNA c.*2543G>T NA NA NA NA 2038
Chr20 11200674 C A Chr20_11200674_C_AC_A SNP 12764.63 24 7 10 23 20 20 22 18 20 18 9 11 5 7 24 7 10 23 20 20 22 18 20 18 9 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_17090Pp3c20_17090transcript PAC:32945441protein_codingNA c.*2543G>T NA NA NA NA 2043
Chr20 11200674 C A Chr20_11200674_C_AC_A SNP 12764.63 24 7 10 23 20 20 22 18 20 18 9 11 5 7 24 7 10 23 20 20 22 18 20 18 9 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_17090Pp3c20_17090transcript PAC:32945445protein_codingNA c.*2543G>T NA NA NA NA 2043
Chr20 11235994 C CAT Chr20_11235994_C_CATC_CAT INDEL 13603.59 18 12 6 31 10 16 33 26 11 23 12 11 11 9 18 12 6 31 10 16 33 26 11 23 12 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_17160-Pp3c20_17190Pp3c20_17160-Pp3c20_17190intergenic_regionPp3c20_17160-Pp3c20_17190NA NA n.11235994_11235995insATNA NA NA NA NA
Chr20 11405209 C A Chr20_11405209_C_AC_A SNP 14150.63 26 10 14 18 15 22 29 10 9 9 10 16 8 9 26 10 14 18 15 22 29 10 9 9 10 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945180protein_codingNA c.-2708C>A NA NA NA NA 2502
Chr20 11405209 C A Chr20_11405209_C_AC_A SNP 14150.63 26 10 14 18 15 22 29 10 9 9 10 16 8 9 26 10 14 18 15 22 29 10 9 9 10 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945181protein_codingNA c.-2708C>A NA NA NA NA 2504
Chr20 11405209 C A Chr20_11405209_C_AC_A SNP 14150.63 26 10 14 18 15 22 29 10 9 9 10 16 8 9 26 10 14 18 15 22 29 10 9 9 10 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_17410-Pp3c20_17430Pp3c20_17410-Pp3c20_17430intergenic_regionPp3c20_17410-Pp3c20_17430NA NA n.11405209C>ANA NA NA NA NA
Chr20 11405215 G A Chr20_11405215_G_AG_A SNP 14784.63 26 11 15 19 15 26 30 11 9 11 10 16 8 10 26 11 15 19 15 26 30 11 9 11 10 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945180protein_codingNA c.-2702G>A NA NA NA NA 2496
Chr20 11405215 G A Chr20_11405215_G_AG_A SNP 14784.63 26 11 15 19 15 26 30 11 9 11 10 16 8 10 26 11 15 19 15 26 30 11 9 11 10 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945181protein_codingNA c.-2702G>A NA NA NA NA 2498
Chr20 11405215 G A Chr20_11405215_G_AG_A SNP 14784.63 26 11 15 19 15 26 30 11 9 11 10 16 8 10 26 11 15 19 15 26 30 11 9 11 10 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_17410-Pp3c20_17430Pp3c20_17410-Pp3c20_17430intergenic_regionPp3c20_17410-Pp3c20_17430NA NA n.11405215G>ANA NA NA NA NA
Chr20 11405216 G A Chr20_11405216_G_AG_A SNP 14784.63 26 11 15 19 16 26 31 11 9 12 10 16 8 10 26 11 15 19 16 26 31 11 9 12 10 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945180protein_codingNA c.-2701G>A NA NA NA NA 2495
Chr20 11405216 G A Chr20_11405216_G_AG_A SNP 14784.63 26 11 15 19 16 26 31 11 9 12 10 16 8 10 26 11 15 19 16 26 31 11 9 12 10 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945181protein_codingNA c.-2701G>A NA NA NA NA 2497
Chr20 11405216 G A Chr20_11405216_G_AG_A SNP 14784.63 26 11 15 19 16 26 31 11 9 12 10 16 8 10 26 11 15 19 16 26 31 11 9 12 10 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_17410-Pp3c20_17430Pp3c20_17410-Pp3c20_17430intergenic_regionPp3c20_17410-Pp3c20_17430NA NA n.11405216G>ANA NA NA NA NA
Chr20 11405227 C A Chr20_11405227_C_AC_A SNP 15178.63 26 10 17 20 15 28 31 11 9 11 10 18 8 11 26 10 17 20 15 28 31 11 9 11 10 18 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945180protein_codingNA c.-2690C>A NA NA NA NA 2484
Chr20 11405227 C A Chr20_11405227_C_AC_A SNP 15178.63 26 10 17 20 15 28 31 11 9 11 10 18 8 11 26 10 17 20 15 28 31 11 9 11 10 18 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945181protein_codingNA c.-2690C>A NA NA NA NA 2486
Chr20 11405227 C A Chr20_11405227_C_AC_A SNP 15178.63 26 10 17 20 15 28 31 11 9 11 10 18 8 11 26 10 17 20 15 28 31 11 9 11 10 18 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_17410-Pp3c20_17430Pp3c20_17410-Pp3c20_17430intergenic_regionPp3c20_17410-Pp3c20_17430NA NA n.11405227C>ANA NA NA NA NA
Chr20 11405483 A T Chr20_11405483_A_TA_T SNP 21304.63 45 16 17 24 22 36 37 39 23 22 19 19 9 7 45 16 17 24 22 36 37 39 23 22 19 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945180protein_codingNA c.-2434A>T NA NA NA NA 2228
Chr20 11405483 A T Chr20_11405483_A_TA_T SNP 21304.63 45 16 17 24 22 36 37 39 23 22 19 19 9 7 45 16 17 24 22 36 37 39 23 22 19 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947599protein_codingNA c.-5230A>T NA NA NA NA 4959
Chr20 11405483 A T Chr20_11405483_A_TA_T SNP 21304.63 45 16 17 24 22 36 37 39 23 22 19 19 9 7 45 16 17 24 22 36 37 39 23 22 19 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945181protein_codingNA c.-2434A>T NA NA NA NA 2230
Chr20 11405483 A T Chr20_11405483_A_TA_T SNP 21304.63 45 16 17 24 22 36 37 39 23 22 19 19 9 7 45 16 17 24 22 36 37 39 23 22 19 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947601protein_codingNA c.-6183A>T NA NA NA NA 4959
Chr20 11405483 A T Chr20_11405483_A_TA_T SNP 21304.63 45 16 17 24 22 36 37 39 23 22 19 19 9 7 45 16 17 24 22 36 37 39 23 22 19 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947600protein_codingNA c.-5230A>T NA NA NA NA 4965
Chr20 11405483 A T Chr20_11405483_A_TA_T SNP 21304.63 45 16 17 24 22 36 37 39 23 22 19 19 9 7 45 16 17 24 22 36 37 39 23 22 19 19 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_17410-Pp3c20_17430Pp3c20_17410-Pp3c20_17430intergenic_regionPp3c20_17410-Pp3c20_17430NA NA n.11405483A>TNA NA NA NA NA
Chr20 11405524 G A Chr20_11405524_G_AG_A SNP 21865.63 38 15 18 20 17 32 33 40 26 22 14 16 7 9 38 15 18 20 17 32 33 40 26 22 14 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945180protein_codingNA c.-2393G>A NA NA NA NA 2187
Chr20 11405524 G A Chr20_11405524_G_AG_A SNP 21865.63 38 15 18 20 17 32 33 40 26 22 14 16 7 9 38 15 18 20 17 32 33 40 26 22 14 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947599protein_codingNA c.-5189G>A NA NA NA NA 4918
Chr20 11405524 G A Chr20_11405524_G_AG_A SNP 21865.63 38 15 18 20 17 32 33 40 26 22 14 16 7 9 38 15 18 20 17 32 33 40 26 22 14 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945181protein_codingNA c.-2393G>A NA NA NA NA 2189
Chr20 11405524 G A Chr20_11405524_G_AG_A SNP 21865.63 38 15 18 20 17 32 33 40 26 22 14 16 7 9 38 15 18 20 17 32 33 40 26 22 14 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947601protein_codingNA c.-6142G>A NA NA NA NA 4918
Chr20 11405524 G A Chr20_11405524_G_AG_A SNP 21865.63 38 15 18 20 17 32 33 40 26 22 14 16 7 9 38 15 18 20 17 32 33 40 26 22 14 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947600protein_codingNA c.-5189G>A NA NA NA NA 4924
Chr20 11405524 G A Chr20_11405524_G_AG_A SNP 21865.63 38 15 18 20 17 32 33 40 26 22 14 16 7 9 38 15 18 20 17 32 33 40 26 22 14 16 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_17410-Pp3c20_17430Pp3c20_17410-Pp3c20_17430intergenic_regionPp3c20_17410-Pp3c20_17430NA NA n.11405524G>ANA NA NA NA NA
Chr20 11405532 A AT Chr20_11405532_A_ATA_AT INDEL 21926.59 34 15 20 20 16 33 32 38 29 25 14 13 8 9 34 15 20 20 16 33 32 38 29 25 14 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945180protein_codingNA c.-2385_-2384insTNA NA NA NA 2178
Chr20 11405532 A AT Chr20_11405532_A_ATA_AT INDEL 21926.59 34 15 20 20 16 33 32 38 29 25 14 13 8 9 34 15 20 20 16 33 32 38 29 25 14 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947599protein_codingNA c.-5181_-5180insTNA NA NA NA 4909
Chr20 11405532 A AT Chr20_11405532_A_ATA_AT INDEL 21926.59 34 15 20 20 16 33 32 38 29 25 14 13 8 9 34 15 20 20 16 33 32 38 29 25 14 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945181protein_codingNA c.-2385_-2384insTNA NA NA NA 2180
Chr20 11405532 A AT Chr20_11405532_A_ATA_AT INDEL 21926.59 34 15 20 20 16 33 32 38 29 25 14 13 8 9 34 15 20 20 16 33 32 38 29 25 14 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947601protein_codingNA c.-6134_-6133insTNA NA NA NA 4909
Chr20 11405532 A AT Chr20_11405532_A_ATA_AT INDEL 21926.59 34 15 20 20 16 33 32 38 29 25 14 13 8 9 34 15 20 20 16 33 32 38 29 25 14 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947600protein_codingNA c.-5181_-5180insTNA NA NA NA 4915
Chr20 11405532 A AT Chr20_11405532_A_ATA_AT INDEL 21926.59 34 15 20 20 16 33 32 38 29 25 14 13 8 9 34 15 20 20 16 33 32 38 29 25 14 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_17410-Pp3c20_17430Pp3c20_17410-Pp3c20_17430intergenic_regionPp3c20_17410-Pp3c20_17430NA NA n.11405532_11405533insTNA NA NA NA NA
Chr20 11405563 TA T Chr20_11405563_TA_TTA_T INDEL 19626.59 34 16 20 25 19 27 38 36 30 33 15 12 9 13 34 16 20 25 19 27 38 36 30 33 15 12 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945180protein_codingNA c.-2353delA NA NA NA NA 2147
Chr20 11405563 TA T Chr20_11405563_TA_TTA_T INDEL 19626.59 34 16 20 25 19 27 38 36 30 33 15 12 9 13 34 16 20 25 19 27 38 36 30 33 15 12 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947599protein_codingNA c.-5149delA NA NA NA NA 4878
Chr20 11405563 TA T Chr20_11405563_TA_TTA_T INDEL 19626.59 34 16 20 25 19 27 38 36 30 33 15 12 9 13 34 16 20 25 19 27 38 36 30 33 15 12 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17430Pp3c20_17430transcript PAC:32945181protein_codingNA c.-2353delA NA NA NA NA 2149
Chr20 11405563 TA T Chr20_11405563_TA_TTA_T INDEL 19626.59 34 16 20 25 19 27 38 36 30 33 15 12 9 13 34 16 20 25 19 27 38 36 30 33 15 12 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947601protein_codingNA c.-6102delA NA NA NA NA 4878
Chr20 11405563 TA T Chr20_11405563_TA_TTA_T INDEL 19626.59 34 16 20 25 19 27 38 36 30 33 15 12 9 13 34 16 20 25 19 27 38 36 30 33 15 12 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_17440Pp3c20_17440transcript PAC:32947600protein_codingNA c.-5149delA NA NA NA NA 4884
Chr20 11405563 TA T Chr20_11405563_TA_TTA_T INDEL 19626.59 34 16 20 25 19 27 38 36 30 33 15 12 9 13 34 16 20 25 19 27 38 36 30 33 15 12 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_17410-Pp3c20_17430Pp3c20_17410-Pp3c20_17430intergenic_regionPp3c20_17410-Pp3c20_17430NA NA n.11405564delANA NA NA NA NA
Chr20 11673983 GA G Chr20_11673983_GA_GGA_G INDEL 17026.59 18 8 17 22 14 27 25 16 22 13 15 8 9 8 19 8 18 22 15 27 25 17 24 13 15 8 9 8 0.947 1 0.944 1 0.933 1 1 0.941 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_17850-Pp3c20_17910Pp3c20_17850-Pp3c20_17910intergenic_regionPp3c20_17850-Pp3c20_17910NA NA n.11673984delANA NA NA NA NA
Chr20 11673994 T TA Chr20_11673994_T_TAT_TA INDEL 17424.59 18 9 17 23 17 25 26 17 19 16 15 9 9 8 19 9 17 23 17 25 26 17 20 16 15 9 10 8 0.947 1 1 1 1 1 1 1 0.95 1 1 1 0.9 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_17850-Pp3c20_17910Pp3c20_17850-Pp3c20_17910intergenic_regionPp3c20_17850-Pp3c20_17910NA NA n.11673994_11673995insANA NA NA NA NA
Chr20 11708439 C T Chr20_11708439_C_TC_T SNP 2932.39 33 23 15 0 0 0 0 0 0 0 0 0 0 0 33 23 15 16 26 26 37 24 23 19 11 14 11 17 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c20_17920-Pp3c20_17940Pp3c20_17920-Pp3c20_17940intergenic_regionPp3c20_17920-Pp3c20_17940NA NA n.11708439C>TNA NA NA NA NA
Chr20 11809940 C CAT Chr20_11809940_C_CATC_CAT INDEL 3911.93 0 0 0 21 7 19 22 18 3 0 0 0 0 13 18 13 9 21 7 19 24 18 26 16 6 12 5 13 0 0 0 1 1 1 0.917 1 0.115 0 0 0 0 1 0 6 6 1 1 5 0 upstream_gene_variantMODIFIER Pp3c20_18130Pp3c20_18130transcript PAC:32947041protein_codingNA c.-1077_-1076insATNA NA NA NA 664
Chr20 11809940 C CAT Chr20_11809940_C_CATC_CAT INDEL 3911.93 0 0 0 21 7 19 22 18 3 0 0 0 0 13 18 13 9 21 7 19 24 18 26 16 6 12 5 13 0 0 0 1 1 1 0.917 1 0.115 0 0 0 0 1 0 6 6 1 1 5 0 upstream_gene_variantMODIFIER Pp3c20_18170Pp3c20_18170transcript PAC:32946742protein_codingNA c.-4080_-4079insATNA NA NA NA 3782
Chr20 11809940 C CAT Chr20_11809940_C_CATC_CAT INDEL 3911.93 0 0 0 21 7 19 22 18 3 0 0 0 0 13 18 13 9 21 7 19 24 18 26 16 6 12 5 13 0 0 0 1 1 1 0.917 1 0.115 0 0 0 0 1 0 6 6 1 1 5 0 upstream_gene_variantMODIFIER Pp3c20_18130Pp3c20_18130transcript PAC:32947042protein_codingNA c.-1077_-1076insATNA NA NA NA 664
Chr20 11809940 C CAT Chr20_11809940_C_CATC_CAT INDEL 3911.93 0 0 0 21 7 19 22 18 3 0 0 0 0 13 18 13 9 21 7 19 24 18 26 16 6 12 5 13 0 0 0 1 1 1 0.917 1 0.115 0 0 0 0 1 0 6 6 1 1 5 0 upstream_gene_variantMODIFIER Pp3c20_18170Pp3c20_18170transcript PAC:32946743protein_codingNA c.-4080_-4079insATNA NA NA NA 3715
Chr20 11809940 C CAT Chr20_11809940_C_CATC_CAT INDEL 3911.93 0 0 0 21 7 19 22 18 3 0 0 0 0 13 18 13 9 21 7 19 24 18 26 16 6 12 5 13 0 0 0 1 1 1 0.917 1 0.115 0 0 0 0 1 0 6 6 1 1 5 0 downstream_gene_variantMODIFIER Pp3c20_18120Pp3c20_18120transcript PAC:32947021protein_codingNA c.*1119_*1120insATNA NA NA NA 696
Chr20 11809940 C CAT Chr20_11809940_C_CATC_CAT INDEL 3911.93 0 0 0 21 7 19 22 18 3 0 0 0 0 13 18 13 9 21 7 19 24 18 26 16 6 12 5 13 0 0 0 1 1 1 0.917 1 0.115 0 0 0 0 1 0 6 6 1 1 5 0 downstream_gene_variantMODIFIER Pp3c20_18120Pp3c20_18120transcript PAC:32947022protein_codingNA c.*980_*981insATNA NA NA NA 981
Chr20 11809940 C CAT Chr20_11809940_C_CATC_CAT INDEL 3911.93 0 0 0 21 7 19 22 18 3 0 0 0 0 13 18 13 9 21 7 19 24 18 26 16 6 12 5 13 0 0 0 1 1 1 0.917 1 0.115 0 0 0 0 1 0 6 6 1 1 5 0 intergenic_regionMODIFIER Pp3c20_18120-Pp3c20_18130Pp3c20_18120-Pp3c20_18130intergenic_regionPp3c20_18120-Pp3c20_18130NA NA n.11809940_11809941insATNA NA NA NA NA
Chr20 12017300 A T Chr20_12017300_A_TA_T SNP 4053.98 0 0 0 0 0 0 0 0 22 19 18 18 10 12 20 16 6 23 13 27 34 16 22 19 18 18 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c20_18430-Pp3c20_18489Pp3c20_18430-Pp3c20_18489intergenic_regionPp3c20_18430-Pp3c20_18489NA NA n.12017300A>TNA NA NA NA NA
Chr20 12110054 A G Chr20_12110054_A_GA_G SNP 16930.63 27 7 10 21 13 27 26 21 23 20 10 15 8 11 28 7 10 21 13 27 26 21 24 20 10 15 9 11 0.964 1 1 1 1 1 1 1 0.958 1 1 1 0.889 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_18650Pp3c20_18650transcript PAC:32947706protein_codingNA c.-595A>G NA NA NA NA 227
Chr20 12110054 A G Chr20_12110054_A_GA_G SNP 16930.63 27 7 10 21 13 27 26 21 23 20 10 15 8 11 28 7 10 21 13 27 26 21 24 20 10 15 9 11 0.964 1 1 1 1 1 1 1 0.958 1 1 1 0.889 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_18650Pp3c20_18650transcript PAC:32947707protein_codingNA c.-595A>G NA NA NA NA 317
Chr20 12110054 A G Chr20_12110054_A_GA_G SNP 16930.63 27 7 10 21 13 27 26 21 23 20 10 15 8 11 28 7 10 21 13 27 26 21 24 20 10 15 9 11 0.964 1 1 1 1 1 1 1 0.958 1 1 1 0.889 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_18640Pp3c20_18640transcript PAC:32945335protein_codingNA c.*4643A>G NA NA NA NA 4296
Chr20 12110054 A G Chr20_12110054_A_GA_G SNP 16930.63 27 7 10 21 13 27 26 21 23 20 10 15 8 11 28 7 10 21 13 27 26 21 24 20 10 15 9 11 0.964 1 1 1 1 1 1 1 0.958 1 1 1 0.889 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_18660Pp3c20_18660transcript PAC:32946566protein_codingNA c.*3017T>C NA NA NA NA 3017
Chr20 12110054 A G Chr20_12110054_A_GA_G SNP 16930.63 27 7 10 21 13 27 26 21 23 20 10 15 8 11 28 7 10 21 13 27 26 21 24 20 10 15 9 11 0.964 1 1 1 1 1 1 1 0.958 1 1 1 0.889 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_18640Pp3c20_18640transcript PAC:32945337protein_codingNA c.*4643A>G NA NA NA NA 4216
Chr20 12110054 A G Chr20_12110054_A_GA_G SNP 16930.63 27 7 10 21 13 27 26 21 23 20 10 15 8 11 28 7 10 21 13 27 26 21 24 20 10 15 9 11 0.964 1 1 1 1 1 1 1 0.958 1 1 1 0.889 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_18640Pp3c20_18640transcript PAC:32945336protein_codingNA c.*4643A>G NA NA NA NA 4216
Chr20 12110054 A G Chr20_12110054_A_GA_G SNP 16930.63 27 7 10 21 13 27 26 21 23 20 10 15 8 11 28 7 10 21 13 27 26 21 24 20 10 15 9 11 0.964 1 1 1 1 1 1 1 0.958 1 1 1 0.889 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_18640-Pp3c20_18650Pp3c20_18640-Pp3c20_18650intergenic_regionPp3c20_18640-Pp3c20_18650NA NA n.12110054A>GNA NA NA NA NA
Chr20 12110069 A G Chr20_12110069_A_GA_G SNP 16799.63 26 7 10 22 12 25 29 22 23 22 10 10 9 13 28 7 10 22 12 25 29 22 25 22 11 10 10 13 0.929 1 1 1 1 1 1 1 0.92 1 0.909 1 0.9 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_18650Pp3c20_18650transcript PAC:32947706protein_codingNA c.-580A>G NA NA NA NA 212
Chr20 12110069 A G Chr20_12110069_A_GA_G SNP 16799.63 26 7 10 22 12 25 29 22 23 22 10 10 9 13 28 7 10 22 12 25 29 22 25 22 11 10 10 13 0.929 1 1 1 1 1 1 1 0.92 1 0.909 1 0.9 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_18650Pp3c20_18650transcript PAC:32947707protein_codingNA c.-580A>G NA NA NA NA 302
Chr20 12110069 A G Chr20_12110069_A_GA_G SNP 16799.63 26 7 10 22 12 25 29 22 23 22 10 10 9 13 28 7 10 22 12 25 29 22 25 22 11 10 10 13 0.929 1 1 1 1 1 1 1 0.92 1 0.909 1 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_18640Pp3c20_18640transcript PAC:32945335protein_codingNA c.*4658A>G NA NA NA NA 4311
Chr20 12110069 A G Chr20_12110069_A_GA_G SNP 16799.63 26 7 10 22 12 25 29 22 23 22 10 10 9 13 28 7 10 22 12 25 29 22 25 22 11 10 10 13 0.929 1 1 1 1 1 1 1 0.92 1 0.909 1 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_18660Pp3c20_18660transcript PAC:32946566protein_codingNA c.*3002T>C NA NA NA NA 3002
Chr20 12110069 A G Chr20_12110069_A_GA_G SNP 16799.63 26 7 10 22 12 25 29 22 23 22 10 10 9 13 28 7 10 22 12 25 29 22 25 22 11 10 10 13 0.929 1 1 1 1 1 1 1 0.92 1 0.909 1 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_18640Pp3c20_18640transcript PAC:32945337protein_codingNA c.*4658A>G NA NA NA NA 4231
Chr20 12110069 A G Chr20_12110069_A_GA_G SNP 16799.63 26 7 10 22 12 25 29 22 23 22 10 10 9 13 28 7 10 22 12 25 29 22 25 22 11 10 10 13 0.929 1 1 1 1 1 1 1 0.92 1 0.909 1 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_18640Pp3c20_18640transcript PAC:32945336protein_codingNA c.*4658A>G NA NA NA NA 4231
Chr20 12110069 A G Chr20_12110069_A_GA_G SNP 16799.63 26 7 10 22 12 25 29 22 23 22 10 10 9 13 28 7 10 22 12 25 29 22 25 22 11 10 10 13 0.929 1 1 1 1 1 1 1 0.92 1 0.909 1 0.9 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_18640-Pp3c20_18650Pp3c20_18640-Pp3c20_18650intergenic_regionPp3c20_18640-Pp3c20_18650NA NA n.12110069A>GNA NA NA NA NA
Chr20 12361015 A AAT Chr20_12361015_A_AATA_AAT INDEL 2416.24 0 0 1 15 12 14 19 10 2 1 1 0 0 0 12 17 12 15 12 14 20 10 15 5 16 6 4 4 0 0 0 1 1 1 0.95 1 0.133 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c20_19010Pp3c20_19010transcript PAC:32945873protein_codingNA c.-1008_-1007insATNA NA NA NA 813
Chr20 12361015 A AAT Chr20_12361015_A_AATA_AAT INDEL 2416.24 0 0 1 15 12 14 19 10 2 1 1 0 0 0 12 17 12 15 12 14 20 10 15 5 16 6 4 4 0 0 0 1 1 1 0.95 1 0.133 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c20_19010Pp3c20_19010transcript PAC:32945874protein_codingNA c.-1008_-1007insATNA NA NA NA 799
Chr20 12361015 A AAT Chr20_12361015_A_AATA_AAT INDEL 2416.24 0 0 1 15 12 14 19 10 2 1 1 0 0 0 12 17 12 15 12 14 20 10 15 5 16 6 4 4 0 0 0 1 1 1 0.95 1 0.133 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c20_18970-Pp3c20_19010Pp3c20_18970-Pp3c20_19010intergenic_regionPp3c20_18970-Pp3c20_19010NA NA n.12361015_12361016insATNA NA NA NA NA
Chr20 12411648 C T Chr20_12411648_C_TC_T SNP 1975.39 26 11 12 0 0 0 0 0 0 0 0 0 0 0 26 11 12 23 18 10 26 14 20 18 14 18 11 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c20_19107-Pp3c20_19140Pp3c20_19107-Pp3c20_19140intergenic_regionPp3c20_19107-Pp3c20_19140NA NA n.12411648C>TNA NA NA NA NA
Chr20 12506394 A C Chr20_12506394_A_CA_C SNP 8273.63 6 5 6 16 12 7 9 6 10 6 5 13 8 4 6 5 6 16 12 7 9 6 10 6 5 13 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_19230-Pp3c20_19290Pp3c20_19230-Pp3c20_19290intergenic_regionPp3c20_19230-Pp3c20_19290NA NA n.12506394A>CNA NA NA NA NA
Chr20 12553846 C CTA Chr20_12553846_C_CTAC_CTA INDEL 8718.59 17 8 12 16 16 12 22 18 11 14 8 9 6 8 17 8 13 16 16 13 22 18 12 14 9 9 7 8 1 1 0.923 1 1 0.923 1 1 0.917 1 0.889 1 0.857 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_19350Pp3c20_19350transcript PAC:32946192protein_codingNA c.-3299_-3298insTANA NA NA NA 3298



Chr20 12553846 C CTA Chr20_12553846_C_CTAC_CTA INDEL 8718.59 17 8 12 16 16 12 22 18 11 14 8 9 6 8 17 8 13 16 16 13 22 18 12 14 9 9 7 8 1 1 0.923 1 1 0.923 1 1 0.917 1 0.889 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_19360Pp3c20_19360transcript PAC:32947027protein_codingNA c.*4035_*4036insTANA NA NA NA 3359
Chr20 12553846 C CTA Chr20_12553846_C_CTAC_CTA INDEL 8718.59 17 8 12 16 16 12 22 18 11 14 8 9 6 8 17 8 13 16 16 13 22 18 12 14 9 9 7 8 1 1 0.923 1 1 0.923 1 1 0.917 1 0.889 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_19360Pp3c20_19360transcript PAC:32947028protein_codingNA c.*4035_*4036insTANA NA NA NA 3820
Chr20 12553846 C CTA Chr20_12553846_C_CTAC_CTA INDEL 8718.59 17 8 12 16 16 12 22 18 11 14 8 9 6 8 17 8 13 16 16 13 22 18 12 14 9 9 7 8 1 1 0.923 1 1 0.923 1 1 0.917 1 0.889 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_19360Pp3c20_19360transcript PAC:32947029protein_codingNA c.*4035_*4036insTANA NA NA NA 3820
Chr20 12553846 C CTA Chr20_12553846_C_CTAC_CTA INDEL 8718.59 17 8 12 16 16 12 22 18 11 14 8 9 6 8 17 8 13 16 16 13 22 18 12 14 9 9 7 8 1 1 0.923 1 1 0.923 1 1 0.917 1 0.889 1 0.857 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_19360Pp3c20_19360transcript PAC:32947030protein_codingNA c.*4035_*4036insTANA NA NA NA 3820
Chr20 12553846 C CTA Chr20_12553846_C_CTAC_CTA INDEL 8718.59 17 8 12 16 16 12 22 18 11 14 8 9 6 8 17 8 13 16 16 13 22 18 12 14 9 9 7 8 1 1 0.923 1 1 0.923 1 1 0.917 1 0.889 1 0.857 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_19320-Pp3c20_19350Pp3c20_19320-Pp3c20_19350intergenic_regionPp3c20_19320-Pp3c20_19350NA NA n.12553846_12553847insTANA NA NA NA NA
Chr20 12610096 GAT G Chr20_12610096_GAT_GGAT_G INDEL 817.93 0 0 0 1 0 0 1 0 7 7 7 9 4 6 13 7 8 13 7 9 23 9 7 7 8 11 4 6 0 0 0 0 0 0 0 0 1 1 0.875 0.818 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c20_19370-Pp3c20_19460Pp3c20_19370-Pp3c20_19460intergenic_regionPp3c20_19370-Pp3c20_19460NA NA n.12610097_12610098delATNA NA NA NA NA
Chr20 12610838 AAT A Chr20_12610838_AAT_AAAT_A INDEL 55.37 0 0 0 0 0 0 0 1 1 0 1 0 4 0 16 7 12 16 7 11 17 11 9 4 11 4 4 5 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c20_19370-Pp3c20_19460Pp3c20_19370-Pp3c20_19460intergenic_regionPp3c20_19370-Pp3c20_19460NA NA n.12610839_12610840delATNA NA NA NA NA
Chr20 12795798 G T Chr20_12795798_G_TG_T SNP 4910.98 0 0 0 0 0 0 0 0 24 26 20 21 8 11 22 21 18 21 19 21 35 21 24 26 20 21 8 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c20_19680-Pp3c20_19731Pp3c20_19680-Pp3c20_19731intergenic_regionPp3c20_19680-Pp3c20_19731NA NA n.12795798G>TNA NA NA NA NA
Chr20 12864051 G A Chr20_12864051_G_AG_A SNP 19338.63 35 18 21 30 12 19 27 23 17 31 18 14 11 13 35 18 21 30 12 19 27 23 17 31 18 14 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_19840Pp3c20_19840transcript PAC:32945296protein_codingNA c.-3637G>A NA NA NA NA 3637
Chr20 12864051 G A Chr20_12864051_G_AG_A SNP 19338.63 35 18 21 30 12 19 27 23 17 31 18 14 11 13 35 18 21 30 12 19 27 23 17 31 18 14 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_19840Pp3c20_19840transcript PAC:32945297protein_codingNA c.-3637G>A NA NA NA NA 3637
Chr20 12864051 G A Chr20_12864051_G_AG_A SNP 19338.63 35 18 21 30 12 19 27 23 17 31 18 14 11 13 35 18 21 30 12 19 27 23 17 31 18 14 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_19810-Pp3c20_19840Pp3c20_19810-Pp3c20_19840intergenic_regionPp3c20_19810-Pp3c20_19840NA NA n.12864051G>ANA NA NA NA NA
Chr20 12983730 G GATTTATTTAAGATTTATTTAGATTTTGATTAAGATTTGTTAAGAChr20_12983730_G_GATTTATTTAAGATTTATTTAGATTTTGATTAAGATTTGTTAAGAG_GATTTATTTAAGATTTATTTAGATTTTGATTAAGATTTGTTAAGAINDEL 24190.59 23 15 11 23 15 26 29 15 15 17 16 14 6 15 23 15 11 23 15 26 29 15 15 17 16 14 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_19960-Pp3c20_19970Pp3c20_19960-Pp3c20_19970intergenic_regionPp3c20_19960-Pp3c20_19970NA NA n.12983730_12983731insATTTATTTAAGATTTATTTAGATTTTGATTAAGATTTGTTAAGANA NA NA NA NA
Chr20 13000034 G GA Chr20_13000034_G_GAG_GA INDEL 16214.59 17 19 22 29 20 26 27 22 25 21 25 13 6 7 17 19 22 29 20 26 27 22 25 21 25 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_19960-Pp3c20_19970Pp3c20_19960-Pp3c20_19970intergenic_regionPp3c20_19960-Pp3c20_19970NA NA n.13000034_13000035insANA NA NA NA NA
Chr20 13000075 G T Chr20_13000075_G_TG_T SNP 19468.63 23 19 22 20 20 27 28 25 23 23 23 16 7 8 23 19 22 20 20 27 28 25 23 23 23 16 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_19960-Pp3c20_19970Pp3c20_19960-Pp3c20_19970intergenic_regionPp3c20_19960-Pp3c20_19970NA NA n.13000075G>TNA NA NA NA NA
Chr20 13000166 G T Chr20_13000166_G_TG_T SNP 17498.63 28 15 17 25 19 30 22 25 19 19 18 17 5 8 28 15 17 25 19 30 22 25 19 19 18 17 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_19960-Pp3c20_19970Pp3c20_19960-Pp3c20_19970intergenic_regionPp3c20_19960-Pp3c20_19970NA NA n.13000166G>TNA NA NA NA NA
Chr20 13086249 C T Chr20_13086249_C_TC_T SNP 18392.63 30 13 11 21 17 18 31 21 26 17 13 14 8 16 30 13 11 21 17 18 31 21 26 17 13 14 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_20040-Pp3c20_20120Pp3c20_20040-Pp3c20_20120intergenic_regionPp3c20_20040-Pp3c20_20120NA NA n.13086249C>TNA NA NA NA NA
Chr20 13086266 C G Chr20_13086266_C_GC_G SNP 19322.63 31 10 13 22 17 16 31 23 24 18 14 14 7 17 31 10 13 22 17 16 31 23 24 18 14 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_20040-Pp3c20_20120Pp3c20_20040-Pp3c20_20120intergenic_regionPp3c20_20040-Pp3c20_20120NA NA n.13086266C>GNA NA NA NA NA
Chr20 13086268 C T Chr20_13086268_C_TC_T SNP 19170.63 31 10 13 21 17 15 31 26 23 18 14 14 7 17 31 10 13 21 17 15 31 26 23 18 14 14 7 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_20040-Pp3c20_20120Pp3c20_20040-Pp3c20_20120intergenic_regionPp3c20_20040-Pp3c20_20120NA NA n.13086268C>TNA NA NA NA NA
Chr20 13086283 T G Chr20_13086283_T_GT_G SNP 18932.63 30 10 14 23 18 15 26 23 25 21 17 16 8 13 30 10 14 23 18 15 26 23 25 21 17 16 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_20040-Pp3c20_20120Pp3c20_20040-Pp3c20_20120intergenic_regionPp3c20_20040-Pp3c20_20120NA NA n.13086283T>GNA NA NA NA NA
Chr20 13134603 A G Chr20_13134603_A_GA_G SNP 1427.39 22 12 11 0 0 0 0 0 0 0 0 0 0 0 22 12 11 20 22 30 42 23 16 16 9 19 7 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c20_20120Pp3c20_20120transcript PAC:32945490protein_codingNA c.-2559T>C NA NA NA NA 1118
Chr20 13134603 A G Chr20_13134603_A_GA_G SNP 1427.39 22 12 11 0 0 0 0 0 0 0 0 0 0 0 22 12 11 20 22 30 42 23 16 16 9 19 7 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c20_20120Pp3c20_20120transcript PAC:32945491protein_codingNA c.-2559T>C NA NA NA NA 1122
Chr20 13134603 A G Chr20_13134603_A_GA_G SNP 1427.39 22 12 11 0 0 0 0 0 0 0 0 0 0 0 22 12 11 20 22 30 42 23 16 16 9 19 7 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c20_20120-Pp3c20_20219Pp3c20_20120-Pp3c20_20219intergenic_regionPp3c20_20120-Pp3c20_20219NA NA n.13134603A>GNA NA NA NA NA
Chr20 13210946 G C Chr20_13210946_G_CG_C SNP 20403.63 19 12 9 26 18 25 39 26 23 27 20 25 8 10 19 12 9 26 18 25 39 26 23 27 20 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20280Pp3c20_20280transcript PAC:32947543protein_codingNA c.*4841C>G NA NA NA NA 4283
Chr20 13210946 G C Chr20_13210946_G_CG_C SNP 20403.63 19 12 9 26 18 25 39 26 23 27 20 25 8 10 19 12 9 26 18 25 39 26 23 27 20 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945307protein_codingNA c.*4841C>G NA NA NA NA 4300
Chr20 13210946 G C Chr20_13210946_G_CG_C SNP 20403.63 19 12 9 26 18 25 39 26 23 27 20 25 8 10 19 12 9 26 18 25 39 26 23 27 20 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945308protein_codingNA c.*4841C>G NA NA NA NA 4300
Chr20 13210946 G C Chr20_13210946_G_CG_C SNP 20403.63 19 12 9 26 18 25 39 26 23 27 20 25 8 10 19 12 9 26 18 25 39 26 23 27 20 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945309protein_codingNA c.*5399C>G NA NA NA NA 4300
Chr20 13210946 G C Chr20_13210946_G_CG_C SNP 20403.63 19 12 9 26 18 25 39 26 23 27 20 25 8 10 19 12 9 26 18 25 39 26 23 27 20 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946906protein_coding sept-18 c.855-46G>C NA NA NA NA NA
Chr20 13210946 G C Chr20_13210946_G_CG_C SNP 20403.63 19 12 9 26 18 25 39 26 23 27 20 25 8 10 19 12 9 26 18 25 39 26 23 27 20 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946909protein_coding oct-19 c.855-46G>C NA NA NA NA NA
Chr20 13210946 G C Chr20_13210946_G_CG_C SNP 20403.63 19 12 9 26 18 25 39 26 23 27 20 25 8 10 19 12 9 26 18 25 39 26 23 27 20 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946908protein_coding sept-18 c.855-46G>C NA NA NA NA NA
Chr20 13210946 G C Chr20_13210946_G_CG_C SNP 20403.63 19 12 9 26 18 25 39 26 23 27 20 25 8 10 19 12 9 26 18 25 39 26 23 27 20 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946907protein_coding oct-19 c.855-46G>C NA NA NA NA NA
Chr20 13210946 G C Chr20_13210946_G_CG_C SNP 20403.63 19 12 9 26 18 25 39 26 23 27 20 25 8 10 19 12 9 26 18 25 39 26 23 27 20 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946911protein_coding oct-18 c.855-46G>C NA NA NA NA NA
Chr20 13210946 G C Chr20_13210946_G_CG_C SNP 20403.63 19 12 9 26 18 25 39 26 23 27 20 25 8 10 19 12 9 26 18 25 39 26 23 27 20 25 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946910protein_coding sept-18 c.744-46G>C NA NA NA NA NA
Chr20 13210956 G C Chr20_13210956_G_CG_C SNP 21304.63 20 12 10 21 23 25 40 22 26 28 21 26 8 14 20 12 10 21 23 25 40 22 26 28 21 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20280Pp3c20_20280transcript PAC:32947543protein_codingNA c.*4831C>G NA NA NA NA 4273
Chr20 13210956 G C Chr20_13210956_G_CG_C SNP 21304.63 20 12 10 21 23 25 40 22 26 28 21 26 8 14 20 12 10 21 23 25 40 22 26 28 21 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945307protein_codingNA c.*4831C>G NA NA NA NA 4290
Chr20 13210956 G C Chr20_13210956_G_CG_C SNP 21304.63 20 12 10 21 23 25 40 22 26 28 21 26 8 14 20 12 10 21 23 25 40 22 26 28 21 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945308protein_codingNA c.*4831C>G NA NA NA NA 4290
Chr20 13210956 G C Chr20_13210956_G_CG_C SNP 21304.63 20 12 10 21 23 25 40 22 26 28 21 26 8 14 20 12 10 21 23 25 40 22 26 28 21 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945309protein_codingNA c.*5389C>G NA NA NA NA 4290
Chr20 13210956 G C Chr20_13210956_G_CG_C SNP 21304.63 20 12 10 21 23 25 40 22 26 28 21 26 8 14 20 12 10 21 23 25 40 22 26 28 21 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946906protein_coding sept-18 c.855-36G>C NA NA NA NA NA
Chr20 13210956 G C Chr20_13210956_G_CG_C SNP 21304.63 20 12 10 21 23 25 40 22 26 28 21 26 8 14 20 12 10 21 23 25 40 22 26 28 21 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946909protein_coding oct-19 c.855-36G>C NA NA NA NA NA
Chr20 13210956 G C Chr20_13210956_G_CG_C SNP 21304.63 20 12 10 21 23 25 40 22 26 28 21 26 8 14 20 12 10 21 23 25 40 22 26 28 21 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946908protein_coding sept-18 c.855-36G>C NA NA NA NA NA
Chr20 13210956 G C Chr20_13210956_G_CG_C SNP 21304.63 20 12 10 21 23 25 40 22 26 28 21 26 8 14 20 12 10 21 23 25 40 22 26 28 21 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946907protein_coding oct-19 c.855-36G>C NA NA NA NA NA
Chr20 13210956 G C Chr20_13210956_G_CG_C SNP 21304.63 20 12 10 21 23 25 40 22 26 28 21 26 8 14 20 12 10 21 23 25 40 22 26 28 21 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946911protein_coding oct-18 c.855-36G>C NA NA NA NA NA
Chr20 13210956 G C Chr20_13210956_G_CG_C SNP 21304.63 20 12 10 21 23 25 40 22 26 28 21 26 8 14 20 12 10 21 23 25 40 22 26 28 21 26 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946910protein_coding sept-18 c.744-36G>C NA NA NA NA NA
Chr20 13210958 G T Chr20_13210958_G_TG_T SNP 20971.63 20 12 10 21 23 25 40 22 26 28 23 28 8 14 20 12 10 21 23 25 40 22 26 28 23 28 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20280Pp3c20_20280transcript PAC:32947543protein_codingNA c.*4829C>A NA NA NA NA 4271
Chr20 13210958 G T Chr20_13210958_G_TG_T SNP 20971.63 20 12 10 21 23 25 40 22 26 28 23 28 8 14 20 12 10 21 23 25 40 22 26 28 23 28 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945307protein_codingNA c.*4829C>A NA NA NA NA 4288
Chr20 13210958 G T Chr20_13210958_G_TG_T SNP 20971.63 20 12 10 21 23 25 40 22 26 28 23 28 8 14 20 12 10 21 23 25 40 22 26 28 23 28 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945308protein_codingNA c.*4829C>A NA NA NA NA 4288
Chr20 13210958 G T Chr20_13210958_G_TG_T SNP 20971.63 20 12 10 21 23 25 40 22 26 28 23 28 8 14 20 12 10 21 23 25 40 22 26 28 23 28 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945309protein_codingNA c.*5387C>A NA NA NA NA 4288
Chr20 13210958 G T Chr20_13210958_G_TG_T SNP 20971.63 20 12 10 21 23 25 40 22 26 28 23 28 8 14 20 12 10 21 23 25 40 22 26 28 23 28 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946906protein_coding sept-18 c.855-34G>T NA NA NA NA NA
Chr20 13210958 G T Chr20_13210958_G_TG_T SNP 20971.63 20 12 10 21 23 25 40 22 26 28 23 28 8 14 20 12 10 21 23 25 40 22 26 28 23 28 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946909protein_coding oct-19 c.855-34G>T NA NA NA NA NA
Chr20 13210958 G T Chr20_13210958_G_TG_T SNP 20971.63 20 12 10 21 23 25 40 22 26 28 23 28 8 14 20 12 10 21 23 25 40 22 26 28 23 28 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946908protein_coding sept-18 c.855-34G>T NA NA NA NA NA
Chr20 13210958 G T Chr20_13210958_G_TG_T SNP 20971.63 20 12 10 21 23 25 40 22 26 28 23 28 8 14 20 12 10 21 23 25 40 22 26 28 23 28 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946907protein_coding oct-19 c.855-34G>T NA NA NA NA NA
Chr20 13210958 G T Chr20_13210958_G_TG_T SNP 20971.63 20 12 10 21 23 25 40 22 26 28 23 28 8 14 20 12 10 21 23 25 40 22 26 28 23 28 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946911protein_coding oct-18 c.855-34G>T NA NA NA NA NA
Chr20 13210958 G T Chr20_13210958_G_TG_T SNP 20971.63 20 12 10 21 23 25 40 22 26 28 23 28 8 14 20 12 10 21 23 25 40 22 26 28 23 28 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946910protein_coding sept-18 c.744-34G>T NA NA NA NA NA
Chr20 13210976 A T Chr20_13210976_A_TA_T SNP 18580.63 19 15 10 24 26 27 39 23 26 24 16 24 6 13 19 15 10 24 26 27 39 23 26 24 16 24 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20280Pp3c20_20280transcript PAC:32947543protein_codingNA c.*4811T>A NA NA NA NA 4253
Chr20 13210976 A T Chr20_13210976_A_TA_T SNP 18580.63 19 15 10 24 26 27 39 23 26 24 16 24 6 13 19 15 10 24 26 27 39 23 26 24 16 24 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945307protein_codingNA c.*4811T>A NA NA NA NA 4270
Chr20 13210976 A T Chr20_13210976_A_TA_T SNP 18580.63 19 15 10 24 26 27 39 23 26 24 16 24 6 13 19 15 10 24 26 27 39 23 26 24 16 24 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945308protein_codingNA c.*4811T>A NA NA NA NA 4270
Chr20 13210976 A T Chr20_13210976_A_TA_T SNP 18580.63 19 15 10 24 26 27 39 23 26 24 16 24 6 13 19 15 10 24 26 27 39 23 26 24 16 24 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20284Pp3c20_20284transcript PAC:32945309protein_codingNA c.*5369T>A NA NA NA NA 4270
Chr20 13210976 A T Chr20_13210976_A_TA_T SNP 18580.63 19 15 10 24 26 27 39 23 26 24 16 24 6 13 19 15 10 24 26 27 39 23 26 24 16 24 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946906protein_coding sept-18 c.855-16A>T NA NA NA NA NA
Chr20 13210976 A T Chr20_13210976_A_TA_T SNP 18580.63 19 15 10 24 26 27 39 23 26 24 16 24 6 13 19 15 10 24 26 27 39 23 26 24 16 24 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946909protein_coding oct-19 c.855-16A>T NA NA NA NA NA
Chr20 13210976 A T Chr20_13210976_A_TA_T SNP 18580.63 19 15 10 24 26 27 39 23 26 24 16 24 6 13 19 15 10 24 26 27 39 23 26 24 16 24 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946908protein_coding sept-18 c.855-16A>T NA NA NA NA NA
Chr20 13210976 A T Chr20_13210976_A_TA_T SNP 18580.63 19 15 10 24 26 27 39 23 26 24 16 24 6 13 19 15 10 24 26 27 39 23 26 24 16 24 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946907protein_coding oct-19 c.855-16A>T NA NA NA NA NA
Chr20 13210976 A T Chr20_13210976_A_TA_T SNP 18580.63 19 15 10 24 26 27 39 23 26 24 16 24 6 13 19 15 10 24 26 27 39 23 26 24 16 24 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946911protein_coding oct-18 c.855-16A>T NA NA NA NA NA
Chr20 13210976 A T Chr20_13210976_A_TA_T SNP 18580.63 19 15 10 24 26 27 39 23 26 24 16 24 6 13 19 15 10 24 26 27 39 23 26 24 16 24 6 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_20260Pp3c20_20260transcript PAC:32946910protein_coding sept-18 c.744-16A>T NA NA NA NA NA
Chr20 13305146 A T Chr20_13305146_A_TA_T SNP 21291.63 29 15 13 32 19 34 29 29 18 21 23 12 10 4 29 15 13 32 19 34 29 29 18 21 23 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_20350-Pp3c20_20410Pp3c20_20350-Pp3c20_20410intergenic_regionPp3c20_20350-Pp3c20_20410NA NA n.13305146A>TNA NA NA NA NA
Chr20 13305147 G GC Chr20_13305147_G_GCG_GC INDEL 21197.59 29 15 13 33 19 33 29 29 18 21 22 12 10 4 29 15 13 33 19 33 29 29 18 21 22 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_20350-Pp3c20_20410Pp3c20_20350-Pp3c20_20410intergenic_regionPp3c20_20350-Pp3c20_20410NA NA n.13305147_13305148insCNA NA NA NA NA
Chr20 13571736 T C Chr20_13571736_T_CT_C SNP 19273.63 38 21 27 22 17 19 37 23 30 19 9 15 13 12 38 21 27 22 17 19 37 23 30 19 9 15 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_20665Pp3c20_20665transcript PAC:32947371protein_codingNA c.-3581T>C NA NA NA NA 2974
Chr20 13571736 T C Chr20_13571736_T_CT_C SNP 19273.63 38 21 27 22 17 19 37 23 30 19 9 15 13 12 38 21 27 22 17 19 37 23 30 19 9 15 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_20650-Pp3c20_20665Pp3c20_20650-Pp3c20_20665intergenic_regionPp3c20_20650-Pp3c20_20665NA NA n.13571736T>CNA NA NA NA NA
Chr20 13635148 C A Chr20_13635148_C_AC_A SNP 21493.63 37 19 18 36 19 21 33 22 23 32 22 22 15 6 37 19 18 36 19 21 33 22 23 32 22 22 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_20710Pp3c20_20710transcript PAC:32947263protein_codingNA c.-2014C>A NA NA NA NA 1637
Chr20 13635148 C A Chr20_13635148_C_AC_A SNP 21493.63 37 19 18 36 19 21 33 22 23 32 22 22 15 6 37 19 18 36 19 21 33 22 23 32 22 22 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_20710Pp3c20_20710transcript PAC:32947264protein_codingNA c.-2014C>A NA NA NA NA 1622
Chr20 13635148 C A Chr20_13635148_C_AC_A SNP 21493.63 37 19 18 36 19 21 33 22 23 32 22 22 15 6 37 19 18 36 19 21 33 22 23 32 22 22 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_20665-Pp3c20_20710Pp3c20_20665-Pp3c20_20710intergenic_regionPp3c20_20665-Pp3c20_20710NA NA n.13635148C>ANA NA NA NA NA
Chr20 13635276 G C Chr20_13635276_G_CG_C SNP 21359.63 28 17 29 31 20 25 41 24 28 27 18 25 11 6 28 17 29 31 20 25 41 24 28 27 18 25 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_20710Pp3c20_20710transcript PAC:32947263protein_codingNA c.-1886G>C NA NA NA NA 1509
Chr20 13635276 G C Chr20_13635276_G_CG_C SNP 21359.63 28 17 29 31 20 25 41 24 28 27 18 25 11 6 28 17 29 31 20 25 41 24 28 27 18 25 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_20710Pp3c20_20710transcript PAC:32947264protein_codingNA c.-1886G>C NA NA NA NA 1494
Chr20 13635276 G C Chr20_13635276_G_CG_C SNP 21359.63 28 17 29 31 20 25 41 24 28 27 18 25 11 6 28 17 29 31 20 25 41 24 28 27 18 25 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_20665-Pp3c20_20710Pp3c20_20665-Pp3c20_20710intergenic_regionPp3c20_20665-Pp3c20_20710NA NA n.13635276G>CNA NA NA NA NA
Chr20 13637537 C G Chr20_13637537_C_GC_G SNP 19346.63 24 14 11 24 20 20 30 33 26 30 17 15 10 12 24 14 11 24 20 20 30 33 26 30 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_20710Pp3c20_20710transcript PAC:32947263protein_coding 01-juil c.376C>G p.Leu126Val 753/3088 376/2079 126/692 NA
Chr20 13637537 C G Chr20_13637537_C_GC_G SNP 19346.63 24 14 11 24 20 20 30 33 26 30 17 15 10 12 24 14 11 24 20 20 30 33 26 30 17 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_20710Pp3c20_20710transcript PAC:32947264protein_coding 01-juil c.376C>G p.Leu126Val 768/2992 376/2079 126/692 NA
Chr20 13637538 T C Chr20_13637538_T_CT_C SNP 19346.63 24 13 11 24 20 20 30 32 25 30 18 16 10 12 24 13 11 24 20 20 30 32 25 30 18 16 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_20710Pp3c20_20710transcript PAC:32947263protein_coding 01-juil c.377T>C p.Leu126Pro 754/3088 377/2079 126/692 NA
Chr20 13637538 T C Chr20_13637538_T_CT_C SNP 19346.63 24 13 11 24 20 20 30 32 25 30 18 16 10 12 24 13 11 24 20 20 30 32 25 30 18 16 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_20710Pp3c20_20710transcript PAC:32947264protein_coding 01-juil c.377T>C p.Leu126Pro 769/2992 377/2079 126/692 NA
Chr20 13637606 C G Chr20_13637606_C_GC_G SNP 17503.63 31 10 18 22 18 17 28 19 23 20 18 21 9 10 31 10 18 22 18 17 28 19 23 20 18 21 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_20710Pp3c20_20710transcript PAC:32947263protein_coding 01-juil c.445C>G p.Pro149Ala 822/3088 445/2079 149/692 NA
Chr20 13637606 C G Chr20_13637606_C_GC_G SNP 17503.63 31 10 18 22 18 17 28 19 23 20 18 21 9 10 31 10 18 22 18 17 28 19 23 20 18 21 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_20710Pp3c20_20710transcript PAC:32947264protein_coding 01-juil c.445C>G p.Pro149Ala 837/2992 445/2079 149/692 NA
Chr20 13643453 T A Chr20_13643453_T_AT_A SNP 16076.63 30 11 9 19 17 20 26 24 22 22 18 11 9 6 30 11 9 19 17 20 26 24 22 22 18 11 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20710Pp3c20_20710transcript PAC:32947263protein_codingNA c.*3216T>A NA NA NA NA 2584
Chr20 13643453 T A Chr20_13643453_T_AT_A SNP 16076.63 30 11 9 19 17 20 26 24 22 22 18 11 9 6 30 11 9 19 17 20 26 24 22 22 18 11 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_20710Pp3c20_20710transcript PAC:32947264protein_codingNA c.*3216T>A NA NA NA NA 2695
Chr20 13643453 T A Chr20_13643453_T_AT_A SNP 16076.63 30 11 9 19 17 20 26 24 22 22 18 11 9 6 30 11 9 19 17 20 26 24 22 22 18 11 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_20710-Pp3c20_20730Pp3c20_20710-Pp3c20_20730intergenic_regionPp3c20_20710-Pp3c20_20730NA NA n.13643453T>ANA NA NA NA NA
Chr20 13693988 C T Chr20_13693988_C_TC_T SNP 2180.39 21 14 17 0 0 0 0 0 0 0 0 0 0 0 21 14 17 25 20 22 26 11 15 23 8 10 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c20_20810Pp3c20_20810transcript PAC:32946157protein_codingNA c.*447G>A NA NA NA NA 447
Chr20 13693988 C T Chr20_13693988_C_TC_T SNP 2180.39 21 14 17 0 0 0 0 0 0 0 0 0 0 0 21 14 17 25 20 22 26 11 15 23 8 10 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c20_20820Pp3c20_20820transcript PAC:32946099protein_codingNA c.*822G>A NA NA NA NA 822
Chr20 13693988 C T Chr20_13693988_C_TC_T SNP 2180.39 21 14 17 0 0 0 0 0 0 0 0 0 0 0 21 14 17 25 20 22 26 11 15 23 8 10 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c20_20770-Pp3c20_20810Pp3c20_20770-Pp3c20_20810intergenic_regionPp3c20_20770-Pp3c20_20810NA NA n.13693988C>TNA NA NA NA NA
Chr20 13916058 AAT A Chr20_13916058_AAT_AAAT_A INDEL 648.37 1 1 0 0 0 22 0 0 0 0 0 0 1 0 18 9 4 15 17 22 27 19 13 12 9 9 11 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c20_21110Pp3c20_21110transcript PAC:32946854protein_codingNA c.-3570_-3569delATNA NA NA NA 2527
Chr20 13916058 AAT A Chr20_13916058_AAT_AAAT_A INDEL 648.37 1 1 0 0 0 22 0 0 0 0 0 0 1 0 18 9 4 15 17 22 27 19 13 12 9 9 11 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c20_21110Pp3c20_21110transcript PAC:32946855protein_codingNA c.-3570_-3569delATNA NA NA NA 2371
Chr20 13916058 AAT A Chr20_13916058_AAT_AAAT_A INDEL 648.37 1 1 0 0 0 22 0 0 0 0 0 0 1 0 18 9 4 15 17 22 27 19 13 12 9 9 11 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c20_21110Pp3c20_21110transcript PAC:32946856protein_codingNA c.-3570_-3569delATNA NA NA NA 2371
Chr20 13916058 AAT A Chr20_13916058_AAT_AAAT_A INDEL 648.37 1 1 0 0 0 22 0 0 0 0 0 0 1 0 18 9 4 15 17 22 27 19 13 12 9 9 11 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c20_21110-Pp3c20_21140Pp3c20_21110-Pp3c20_21140intergenic_regionPp3c20_21110-Pp3c20_21140NA NA n.13916059_13916060delATNA NA NA NA NA
Chr20 14059152 G T Chr20_14059152_G_TG_T SNP 5246.98 0 0 0 0 0 0 0 0 31 27 25 22 13 11 40 23 19 25 25 30 39 22 31 27 25 22 13 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c20_21220-Pp3c20_21380Pp3c20_21220-Pp3c20_21380intergenic_regionPp3c20_21220-Pp3c20_21380NA NA n.14059152G>TNA NA NA NA NA
Chr20 14150110 C A Chr20_14150110_C_AC_A SNP 20070.63 33 20 14 32 23 30 36 11 29 22 13 15 13 7 33 20 14 32 23 30 36 11 29 22 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_21550Pp3c20_21550transcript PAC:32946018protein_coding 01-janv c.*154C>A NA NA NA NA 154
Chr20 14150110 C A Chr20_14150110_C_AC_A SNP 20070.63 33 20 14 32 23 30 36 11 29 22 13 15 13 7 33 20 14 32 23 30 36 11 29 22 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21510Pp3c20_21510transcript PAC:32947349protein_codingNA c.-5437G>T NA NA NA NA 4925
Chr20 14150110 C A Chr20_14150110_C_AC_A SNP 20070.63 33 20 14 32 23 30 36 11 29 22 13 15 13 7 33 20 14 32 23 30 36 11 29 22 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21580Pp3c20_21580transcript PAC:32947772protein_codingNA c.-4571C>A NA NA NA NA 3326
Chr20 14150110 C A Chr20_14150110_C_AC_A SNP 20070.63 33 20 14 32 23 30 36 11 29 22 13 15 13 7 33 20 14 32 23 30 36 11 29 22 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946158protein_codingNA c.-7038C>A NA NA NA NA 3326
Chr20 14150110 C A Chr20_14150110_C_AC_A SNP 20070.63 33 20 14 32 23 30 36 11 29 22 13 15 13 7 33 20 14 32 23 30 36 11 29 22 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21580Pp3c20_21580transcript PAC:32947773protein_codingNA c.-4571C>A NA NA NA NA 3375
Chr20 14150110 C A Chr20_14150110_C_AC_A SNP 20070.63 33 20 14 32 23 30 36 11 29 22 13 15 13 7 33 20 14 32 23 30 36 11 29 22 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21540Pp3c20_21540transcript PAC:32947184protein_codingNA c.*154C>A NA NA NA NA 112
Chr20 14150110 C A Chr20_14150110_C_AC_A SNP 20070.63 33 20 14 32 23 30 36 11 29 22 13 15 13 7 33 20 14 32 23 30 36 11 29 22 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21550Pp3c20_21550transcript PAC:32946017protein_codingNA c.*154C>A NA NA NA NA 154
Chr20 14150111 T G Chr20_14150111_T_GT_G SNP 20070.63 33 20 14 31 23 30 37 12 29 21 13 15 13 7 33 20 14 31 23 30 37 12 29 21 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_21550Pp3c20_21550transcript PAC:32946018protein_coding 01-janv c.*155T>G NA NA NA NA 155
Chr20 14150111 T G Chr20_14150111_T_GT_G SNP 20070.63 33 20 14 31 23 30 37 12 29 21 13 15 13 7 33 20 14 31 23 30 37 12 29 21 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21510Pp3c20_21510transcript PAC:32947349protein_codingNA c.-5438A>C NA NA NA NA 4926
Chr20 14150111 T G Chr20_14150111_T_GT_G SNP 20070.63 33 20 14 31 23 30 37 12 29 21 13 15 13 7 33 20 14 31 23 30 37 12 29 21 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21580Pp3c20_21580transcript PAC:32947772protein_codingNA c.-4570T>G NA NA NA NA 3325
Chr20 14150111 T G Chr20_14150111_T_GT_G SNP 20070.63 33 20 14 31 23 30 37 12 29 21 13 15 13 7 33 20 14 31 23 30 37 12 29 21 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946158protein_codingNA c.-7037T>G NA NA NA NA 3325
Chr20 14150111 T G Chr20_14150111_T_GT_G SNP 20070.63 33 20 14 31 23 30 37 12 29 21 13 15 13 7 33 20 14 31 23 30 37 12 29 21 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21580Pp3c20_21580transcript PAC:32947773protein_codingNA c.-4570T>G NA NA NA NA 3374
Chr20 14150111 T G Chr20_14150111_T_GT_G SNP 20070.63 33 20 14 31 23 30 37 12 29 21 13 15 13 7 33 20 14 31 23 30 37 12 29 21 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21540Pp3c20_21540transcript PAC:32947184protein_codingNA c.*155T>G NA NA NA NA 113
Chr20 14150111 T G Chr20_14150111_T_GT_G SNP 20070.63 33 20 14 31 23 30 37 12 29 21 13 15 13 7 33 20 14 31 23 30 37 12 29 21 13 15 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21550Pp3c20_21550transcript PAC:32946017protein_codingNA c.*155T>G NA NA NA NA 155
Chr20 14159436 C G Chr20_14159436_C_GC_G SNP 15741.63 22 9 15 12 19 29 25 14 21 19 12 12 10 14 22 9 15 12 19 29 25 14 21 19 12 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21620Pp3c20_21620transcript PAC:32946777protein_codingNA c.-3055C>G NA NA NA NA 3055
Chr20 14159436 C G Chr20_14159436_C_GC_G SNP 15741.63 22 9 15 12 19 29 25 14 21 19 12 12 10 14 22 9 15 12 19 29 25 14 21 19 12 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21620Pp3c20_21620transcript PAC:32946778protein_codingNA c.-3370C>G NA NA NA NA 3338
Chr20 14159436 C G Chr20_14159436_C_GC_G SNP 15741.63 22 9 15 12 19 29 25 14 21 19 12 12 10 14 22 9 15 12 19 29 25 14 21 19 12 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21580Pp3c20_21580transcript PAC:32947772protein_codingNA c.*2543C>G NA NA NA NA 2448
Chr20 14159436 C G Chr20_14159436_C_GC_G SNP 15741.63 22 9 15 12 19 29 25 14 21 19 12 12 10 14 22 9 15 12 19 29 25 14 21 19 12 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21580Pp3c20_21580transcript PAC:32947773protein_codingNA c.*2546C>G NA NA NA NA 2546
Chr20 14159436 C G Chr20_14159436_C_GC_G SNP 15741.63 22 9 15 12 19 29 25 14 21 19 12 12 10 14 22 9 15 12 19 29 25 14 21 19 12 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946158protein_coding juil-13 c.1224+49C>GNA NA NA NA NA
Chr20 14159436 C G Chr20_14159436_C_GC_G SNP 15741.63 22 9 15 12 19 29 25 14 21 19 12 12 10 14 22 9 15 12 19 29 25 14 21 19 12 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946159protein_coding 06-déc c.1224+49C>GNA NA NA NA NA
Chr20 14159444 C G Chr20_14159444_C_GC_G SNP 16010.63 24 8 16 16 19 29 25 12 20 18 11 12 10 14 24 8 16 16 19 29 25 12 20 18 11 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21620Pp3c20_21620transcript PAC:32946777protein_codingNA c.-3047C>G NA NA NA NA 3047
Chr20 14159444 C G Chr20_14159444_C_GC_G SNP 16010.63 24 8 16 16 19 29 25 12 20 18 11 12 10 14 24 8 16 16 19 29 25 12 20 18 11 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21620Pp3c20_21620transcript PAC:32946778protein_codingNA c.-3362C>G NA NA NA NA 3330
Chr20 14159444 C G Chr20_14159444_C_GC_G SNP 16010.63 24 8 16 16 19 29 25 12 20 18 11 12 10 14 24 8 16 16 19 29 25 12 20 18 11 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21580Pp3c20_21580transcript PAC:32947772protein_codingNA c.*2551C>G NA NA NA NA 2456
Chr20 14159444 C G Chr20_14159444_C_GC_G SNP 16010.63 24 8 16 16 19 29 25 12 20 18 11 12 10 14 24 8 16 16 19 29 25 12 20 18 11 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21580Pp3c20_21580transcript PAC:32947773protein_codingNA c.*2554C>G NA NA NA NA 2554
Chr20 14159444 C G Chr20_14159444_C_GC_G SNP 16010.63 24 8 16 16 19 29 25 12 20 18 11 12 10 14 24 8 16 16 19 29 25 12 20 18 11 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946158protein_coding juil-13 c.1225-51C>GNA NA NA NA NA
Chr20 14159444 C G Chr20_14159444_C_GC_G SNP 16010.63 24 8 16 16 19 29 25 12 20 18 11 12 10 14 24 8 16 16 19 29 25 12 20 18 11 12 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946159protein_coding 06-déc c.1225-51C>GNA NA NA NA NA
Chr20 14159453 T G Chr20_14159453_T_GT_G SNP 15809.63 24 8 15 15 20 29 26 13 21 16 10 13 9 16 24 8 15 15 20 29 26 13 21 16 10 13 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21620Pp3c20_21620transcript PAC:32946777protein_codingNA c.-3038T>G NA NA NA NA 3038
Chr20 14159453 T G Chr20_14159453_T_GT_G SNP 15809.63 24 8 15 15 20 29 26 13 21 16 10 13 9 16 24 8 15 15 20 29 26 13 21 16 10 13 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21620Pp3c20_21620transcript PAC:32946778protein_codingNA c.-3353T>G NA NA NA NA 3321
Chr20 14159453 T G Chr20_14159453_T_GT_G SNP 15809.63 24 8 15 15 20 29 26 13 21 16 10 13 9 16 24 8 15 15 20 29 26 13 21 16 10 13 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21580Pp3c20_21580transcript PAC:32947772protein_codingNA c.*2560T>G NA NA NA NA 2465
Chr20 14159453 T G Chr20_14159453_T_GT_G SNP 15809.63 24 8 15 15 20 29 26 13 21 16 10 13 9 16 24 8 15 15 20 29 26 13 21 16 10 13 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21580Pp3c20_21580transcript PAC:32947773protein_codingNA c.*2563T>G NA NA NA NA 2563
Chr20 14159453 T G Chr20_14159453_T_GT_G SNP 15809.63 24 8 15 15 20 29 26 13 21 16 10 13 9 16 24 8 15 15 20 29 26 13 21 16 10 13 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946158protein_coding juil-13 c.1225-42T>GNA NA NA NA NA
Chr20 14159453 T G Chr20_14159453_T_GT_G SNP 15809.63 24 8 15 15 20 29 26 13 21 16 10 13 9 16 24 8 15 15 20 29 26 13 21 16 10 13 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946159protein_coding 06-déc c.1225-42T>GNA NA NA NA NA
Chr20 14162347 G GT Chr20_14162347_G_GTG_GT INDEL 9749.59 9 8 9 11 10 15 25 18 12 13 14 12 8 9 9 8 9 11 10 15 26 18 12 13 14 12 8 9 1 1 1 1 1 1 0.962 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21620Pp3c20_21620transcript PAC:32946777protein_codingNA c.-144_-143insTNA NA NA NA 143
Chr20 14162347 G GT Chr20_14162347_G_GTG_GT INDEL 9749.59 9 8 9 11 10 15 25 18 12 13 14 12 8 9 9 8 9 11 10 15 26 18 12 13 14 12 8 9 1 1 1 1 1 1 0.962 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21620Pp3c20_21620transcript PAC:32946778protein_codingNA c.-459_-458insTNA NA NA NA 426
Chr20 14162347 G GT Chr20_14162347_G_GTG_GT INDEL 9749.59 9 8 9 11 10 15 25 18 12 13 14 12 8 9 9 8 9 11 10 15 26 18 12 13 14 12 8 9 1 1 1 1 1 1 0.962 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946158protein_codingNA c.*261_*262insTNA NA NA NA 166
Chr20 14162347 G GT Chr20_14162347_G_GTG_GT INDEL 9749.59 9 8 9 11 10 15 25 18 12 13 14 12 8 9 9 8 9 11 10 15 26 18 12 13 14 12 8 9 1 1 1 1 1 1 0.962 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946159protein_codingNA c.*267_*268insTNA NA NA NA 268
Chr20 14162347 G GT Chr20_14162347_G_GTG_GT INDEL 9749.59 9 8 9 11 10 15 25 18 12 13 14 12 8 9 9 8 9 11 10 15 26 18 12 13 14 12 8 9 1 1 1 1 1 1 0.962 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_21570-Pp3c20_21620Pp3c20_21570-Pp3c20_21620intergenic_regionPp3c20_21570-Pp3c20_21620NA NA n.14162347_14162348insTNA NA NA NA NA
Chr20 14162354 T G Chr20_14162354_T_GT_G SNP 13981.63 12 9 10 13 12 18 31 22 15 14 15 13 11 9 12 9 10 13 12 18 31 22 15 14 15 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21620Pp3c20_21620transcript PAC:32946777protein_codingNA c.-137T>G NA NA NA NA 137
Chr20 14162354 T G Chr20_14162354_T_GT_G SNP 13981.63 12 9 10 13 12 18 31 22 15 14 15 13 11 9 12 9 10 13 12 18 31 22 15 14 15 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21620Pp3c20_21620transcript PAC:32946778protein_codingNA c.-452T>G NA NA NA NA 420
Chr20 14162354 T G Chr20_14162354_T_GT_G SNP 13981.63 12 9 10 13 12 18 31 22 15 14 15 13 11 9 12 9 10 13 12 18 31 22 15 14 15 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946158protein_codingNA c.*268T>G NA NA NA NA 172
Chr20 14162354 T G Chr20_14162354_T_GT_G SNP 13981.63 12 9 10 13 12 18 31 22 15 14 15 13 11 9 12 9 10 13 12 18 31 22 15 14 15 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21570Pp3c20_21570transcript PAC:32946159protein_codingNA c.*274T>G NA NA NA NA 274
Chr20 14162354 T G Chr20_14162354_T_GT_G SNP 13981.63 12 9 10 13 12 18 31 22 15 14 15 13 11 9 12 9 10 13 12 18 31 22 15 14 15 13 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_21570-Pp3c20_21620Pp3c20_21570-Pp3c20_21620intergenic_regionPp3c20_21570-Pp3c20_21620NA NA n.14162354T>GNA NA NA NA NA
Chr20 14242354 A AAT Chr20_14242354_A_AATA_AAT INDEL 11921.24 28 20 14 0 0 0 0 1 14 23 11 10 11 6 28 20 14 26 20 29 32 38 14 23 11 10 11 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c20_21760Pp3c20_21760transcript PAC:32947553protein_codingNA c.*5616_*5617insATNA NA NA NA 4702
Chr20 14242354 A AAT Chr20_14242354_A_AATA_AAT INDEL 11921.24 28 20 14 0 0 0 0 1 14 23 11 10 11 6 28 20 14 26 20 29 32 38 14 23 11 10 11 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c20_21760Pp3c20_21760transcript PAC:32947555protein_codingNA c.*5616_*5617insATNA NA NA NA 4649
Chr20 14242354 A AAT Chr20_14242354_A_AATA_AAT INDEL 11921.24 28 20 14 0 0 0 0 1 14 23 11 10 11 6 28 20 14 26 20 29 32 38 14 23 11 10 11 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c20_21760Pp3c20_21760transcript PAC:32947556protein_codingNA c.*5616_*5617insATNA NA NA NA 4427
Chr20 14242354 A AAT Chr20_14242354_A_AATA_AAT INDEL 11921.24 28 20 14 0 0 0 0 1 14 23 11 10 11 6 28 20 14 26 20 29 32 38 14 23 11 10 11 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c20_21760Pp3c20_21760transcript PAC:32947554protein_codingNA c.*5616_*5617insATNA NA NA NA 4702
Chr20 14242354 A AAT Chr20_14242354_A_AATA_AAT INDEL 11921.24 28 20 14 0 0 0 0 1 14 23 11 10 11 6 28 20 14 26 20 29 32 38 14 23 11 10 11 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c20_21760Pp3c20_21760transcript PAC:32947558protein_codingNA c.*5616_*5617insATNA NA NA NA 4551
Chr20 14242354 A AAT Chr20_14242354_A_AATA_AAT INDEL 11921.24 28 20 14 0 0 0 0 1 14 23 11 10 11 6 28 20 14 26 20 29 32 38 14 23 11 10 11 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c20_21760Pp3c20_21760transcript PAC:32947557protein_codingNA c.*5616_*5617insATNA NA NA NA 4427
Chr20 14242354 A AAT Chr20_14242354_A_AATA_AAT INDEL 11921.24 28 20 14 0 0 0 0 1 14 23 11 10 11 6 28 20 14 26 20 29 32 38 14 23 11 10 11 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c20_21760-Pp3c20_21780Pp3c20_21760-Pp3c20_21780intergenic_regionPp3c20_21760-Pp3c20_21780NA NA n.14242354_14242355insATNA NA NA NA NA
Chr20 14255095 A G Chr20_14255095_A_GA_G SNP 15657.63 17 15 8 23 23 28 28 13 18 20 10 14 8 12 17 15 8 23 23 28 28 13 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_21780Pp3c20_21780transcript PAC:32947869protein_coding févr-14 c.1054T>C p.Phe352Leu 1601/5545 1054/4332 352/1443 NA
Chr20 14255095 A G Chr20_14255095_A_GA_G SNP 15657.63 17 15 8 23 23 28 28 13 18 20 10 14 8 12 17 15 8 23 23 28 28 13 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_21780Pp3c20_21780transcript PAC:32947870protein_coding mars-15 c.1054T>C p.Phe352Leu 1323/5236 1054/4332 352/1443 NA
Chr20 14255095 A G Chr20_14255095_A_GA_G SNP 15657.63 17 15 8 23 23 28 28 13 18 20 10 14 8 12 17 15 8 23 23 28 28 13 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_21780Pp3c20_21780transcript PAC:32947871protein_coding mars-15 c.1054T>C p.Phe352Leu 1396/5309 1054/4332 352/1443 NA
Chr20 14255095 A G Chr20_14255095_A_GA_G SNP 15657.63 17 15 8 23 23 28 28 13 18 20 10 14 8 12 17 15 8 23 23 28 28 13 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_21780Pp3c20_21780transcript PAC:32947872protein_coding févr-14 c.1054T>C p.Phe352Leu 1601/5514 1054/4332 352/1443 NA
Chr20 14255095 A G Chr20_14255095_A_GA_G SNP 15657.63 17 15 8 23 23 28 28 13 18 20 10 14 8 12 17 15 8 23 23 28 28 13 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21790Pp3c20_21790transcript PAC:32946763protein_codingNA c.-1820A>G NA NA NA NA 1770
Chr20 14255095 A G Chr20_14255095_A_GA_G SNP 15657.63 17 15 8 23 23 28 28 13 18 20 10 14 8 12 17 15 8 23 23 28 28 13 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21790Pp3c20_21790transcript PAC:32946764protein_codingNA c.-1820A>G NA NA NA NA 1455
Chr20 14255096 G C Chr20_14255096_G_CG_C SNP 15657.63 18 15 8 23 23 29 27 14 18 20 10 14 8 12 18 15 8 23 23 29 27 14 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_21780Pp3c20_21780transcript PAC:32947869protein_coding févr-14 c.1053C>G p.Asp351Glu 1600/5545 1053/4332 351/1443 NA
Chr20 14255096 G C Chr20_14255096_G_CG_C SNP 15657.63 18 15 8 23 23 29 27 14 18 20 10 14 8 12 18 15 8 23 23 29 27 14 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_21780Pp3c20_21780transcript PAC:32947870protein_coding mars-15 c.1053C>G p.Asp351Glu 1322/5236 1053/4332 351/1443 NA
Chr20 14255096 G C Chr20_14255096_G_CG_C SNP 15657.63 18 15 8 23 23 29 27 14 18 20 10 14 8 12 18 15 8 23 23 29 27 14 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_21780Pp3c20_21780transcript PAC:32947871protein_coding mars-15 c.1053C>G p.Asp351Glu 1395/5309 1053/4332 351/1443 NA
Chr20 14255096 G C Chr20_14255096_G_CG_C SNP 15657.63 18 15 8 23 23 29 27 14 18 20 10 14 8 12 18 15 8 23 23 29 27 14 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_21780Pp3c20_21780transcript PAC:32947872protein_coding févr-14 c.1053C>G p.Asp351Glu 1600/5514 1053/4332 351/1443 NA
Chr20 14255096 G C Chr20_14255096_G_CG_C SNP 15657.63 18 15 8 23 23 29 27 14 18 20 10 14 8 12 18 15 8 23 23 29 27 14 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21790Pp3c20_21790transcript PAC:32946763protein_codingNA c.-1819G>C NA NA NA NA 1769
Chr20 14255096 G C Chr20_14255096_G_CG_C SNP 15657.63 18 15 8 23 23 29 27 14 18 20 10 14 8 12 18 15 8 23 23 29 27 14 18 20 10 14 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_21790Pp3c20_21790transcript PAC:32946764protein_codingNA c.-1819G>C NA NA NA NA 1454
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21960Pp3c20_21960transcript PAC:32948155protein_codingNA c.*1525C>A NA NA NA NA 1033
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21980Pp3c20_21980transcript PAC:32947536protein_codingNA c.*4076G>T NA NA NA NA 3815
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21960Pp3c20_21960transcript PAC:32948156protein_codingNA c.*1525C>A NA NA NA NA 1041
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21960Pp3c20_21960transcript PAC:32948159protein_codingNA c.*1525C>A NA NA NA NA 1041
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21960Pp3c20_21960transcript PAC:32948158protein_codingNA c.*1525C>A NA NA NA NA 1041
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21960Pp3c20_21960transcript PAC:32948162protein_codingNA c.*1525C>A NA NA NA NA 1525
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21960Pp3c20_21960transcript PAC:32948161protein_codingNA c.*1525C>A NA NA NA NA 1525
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21960Pp3c20_21960transcript PAC:32948163protein_codingNA c.*1525C>A NA NA NA NA 1525
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21960Pp3c20_21960transcript PAC:32948157protein_codingNA c.*1525C>A NA NA NA NA 1041
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21960Pp3c20_21960transcript PAC:32948160protein_codingNA c.*1525C>A NA NA NA NA 1041
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_21980Pp3c20_21980transcript PAC:32947537protein_codingNA c.*4076G>T NA NA NA NA 3815
Chr20 14337799 C A Chr20_14337799_C_AC_A SNP 14858.63 28 7 11 18 14 22 18 26 15 31 13 19 12 6 28 7 11 18 14 22 18 26 15 31 13 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_21960-Pp3c20_21980Pp3c20_21960-Pp3c20_21980intergenic_regionPp3c20_21960-Pp3c20_21980NA NA n.14337799C>ANA NA NA NA NA
Chr20 14414250 T C Chr20_14414250_T_CT_C SNP 16534.63 22 14 12 21 23 19 35 23 29 15 13 17 14 9 22 14 12 21 23 19 35 23 29 15 13 17 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22090-Pp3c20_22120Pp3c20_22090-Pp3c20_22120intergenic_regionPp3c20_22090-Pp3c20_22120NA NA n.14414250T>CNA NA NA NA NA
Chr20 14488521 G T Chr20_14488521_G_TG_T SNP 13390.63 22 15 11 13 17 18 29 22 23 13 6 13 6 6 22 15 11 13 17 18 29 22 23 13 6 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_22230Pp3c20_22230transcript PAC:32945209protein_codingNA c.-1600G>T NA NA NA NA 1600
Chr20 14488521 G T Chr20_14488521_G_TG_T SNP 13390.63 22 15 11 13 17 18 29 22 23 13 6 13 6 6 22 15 11 13 17 18 29 22 23 13 6 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_22240Pp3c20_22240transcript PAC:32945333protein_codingNA c.-2890G>T NA NA NA NA 2890
Chr20 14488521 G T Chr20_14488521_G_TG_T SNP 13390.63 22 15 11 13 17 18 29 22 23 13 6 13 6 6 22 15 11 13 17 18 29 22 23 13 6 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_22240Pp3c20_22240transcript PAC:32945334protein_codingNA c.-2890G>T NA NA NA NA 2890
Chr20 14488521 G T Chr20_14488521_G_TG_T SNP 13390.63 22 15 11 13 17 18 29 22 23 13 6 13 6 6 22 15 11 13 17 18 29 22 23 13 6 13 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22210-Pp3c20_22230Pp3c20_22210-Pp3c20_22230intergenic_regionPp3c20_22210-Pp3c20_22230NA NA n.14488521G>TNA NA NA NA NA
Chr20 14647707 G A Chr20_14647707_G_AG_A SNP 9351.63 12 4 7 15 10 15 13 11 13 12 7 15 8 8 12 4 7 15 10 15 13 11 13 12 7 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c20_22440Pp3c20_22440transcript PAC:32947800protein_coding 01-janv c.736-6C>T NA NA NA NA NA
Chr20 14647707 G A Chr20_14647707_G_AG_A SNP 9351.63 12 4 7 15 10 15 13 11 13 12 7 15 8 8 12 4 7 15 10 15 13 11 13 12 7 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c20_22440Pp3c20_22440transcript PAC:32947801protein_coding 03-avr c.736-6C>T NA NA NA NA NA
Chr20 14647707 G A Chr20_14647707_G_AG_A SNP 9351.63 12 4 7 15 10 15 13 11 13 12 7 15 8 8 12 4 7 15 10 15 13 11 13 12 7 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_22429Pp3c20_22429transcript PAC:32947697protein_codingNA c.-5198C>T NA NA NA NA 4991
Chr20 14647707 G A Chr20_14647707_G_AG_A SNP 9351.63 12 4 7 15 10 15 13 11 13 12 7 15 8 8 12 4 7 15 10 15 13 11 13 12 7 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947900protein_codingNA c.*2221C>T NA NA NA NA 1496
Chr20 14647707 G A Chr20_14647707_G_AG_A SNP 9351.63 12 4 7 15 10 15 13 11 13 12 7 15 8 8 12 4 7 15 10 15 13 11 13 12 7 15 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947901protein_codingNA c.*2221C>T NA NA NA NA 1533
Chr20 14647749 C T Chr20_14647749_C_TC_T SNP 10105.63 10 9 11 18 10 12 12 15 7 11 6 9 8 5 10 9 11 18 10 12 12 15 7 11 6 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c20_22440Pp3c20_22440transcript PAC:32947800protein_coding 01-févr c.729G>A p.Pro243Pro 729/2127 729/2127 243/708 NA
Chr20 14647749 C T Chr20_14647749_C_TC_T SNP 10105.63 10 9 11 18 10 12 12 15 7 11 6 9 8 5 10 9 11 18 10 12 12 15 7 11 6 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c20_22440Pp3c20_22440transcript PAC:32947801protein_coding 03-mai c.729G>A p.Pro243Pro 1041/3048 729/2127 243/708 NA
Chr20 14647749 C T Chr20_14647749_C_TC_T SNP 10105.63 10 9 11 18 10 12 12 15 7 11 6 9 8 5 10 9 11 18 10 12 12 15 7 11 6 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947900protein_codingNA c.*2179G>A NA NA NA NA 1454
Chr20 14647749 C T Chr20_14647749_C_TC_T SNP 10105.63 10 9 11 18 10 12 12 15 7 11 6 9 8 5 10 9 11 18 10 12 12 15 7 11 6 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947901protein_codingNA c.*2179G>A NA NA NA NA 1491
Chr20 14647750 G A Chr20_14647750_G_AG_A SNP 10240.63 10 9 11 18 10 12 13 14 7 12 6 8 7 6 10 9 11 18 10 12 13 14 7 12 6 8 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_22440Pp3c20_22440transcript PAC:32947800protein_coding 01-févr c.728C>T p.Pro243Leu 728/2127 728/2127 243/708 NA
Chr20 14647750 G A Chr20_14647750_G_AG_A SNP 10240.63 10 9 11 18 10 12 13 14 7 12 6 8 7 6 10 9 11 18 10 12 13 14 7 12 6 8 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_22440Pp3c20_22440transcript PAC:32947801protein_coding 03-mai c.728C>T p.Pro243Leu 1040/3048 728/2127 243/708 NA
Chr20 14647750 G A Chr20_14647750_G_AG_A SNP 10240.63 10 9 11 18 10 12 13 14 7 12 6 8 7 6 10 9 11 18 10 12 13 14 7 12 6 8 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947900protein_codingNA c.*2178C>T NA NA NA NA 1453
Chr20 14647750 G A Chr20_14647750_G_AG_A SNP 10240.63 10 9 11 18 10 12 13 14 7 12 6 8 7 6 10 9 11 18 10 12 13 14 7 12 6 8 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947901protein_codingNA c.*2178C>T NA NA NA NA 1490
Chr20 14647753 A AAC Chr20_14647753_A_AACA_AAC INDEL 10357.59 10 9 11 18 10 11 12 15 7 12 6 8 8 6 10 9 11 18 10 11 12 15 7 12 6 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c20_22440Pp3c20_22440transcript PAC:32947800protein_coding 01-févr c.724_725insGTp.Leu242fs 724/2127 724/2127 242/708 NA
Chr20 14647753 A AAC Chr20_14647753_A_AACA_AAC INDEL 10357.59 10 9 11 18 10 11 12 15 7 12 6 8 8 6 10 9 11 18 10 11 12 15 7 12 6 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c20_22440Pp3c20_22440transcript PAC:32947801protein_coding 03-mai c.724_725insGTp.Leu242fs 1036/3048 724/2127 242/708 NA
Chr20 14647753 A AAC Chr20_14647753_A_AACA_AAC INDEL 10357.59 10 9 11 18 10 11 12 15 7 12 6 8 8 6 10 9 11 18 10 11 12 15 7 12 6 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947900protein_codingNA c.*2174_*2175insGTNA NA NA NA 1449
Chr20 14647753 A AAC Chr20_14647753_A_AACA_AAC INDEL 10357.59 10 9 11 18 10 11 12 15 7 12 6 8 8 6 10 9 11 18 10 11 12 15 7 12 6 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947901protein_codingNA c.*2174_*2175insGTNA NA NA NA 1486
Chr20 14647755 T A Chr20_14647755_T_AT_A SNP 10325.63 10 9 12 17 10 12 12 15 7 12 6 8 8 6 10 9 12 17 10 12 12 15 7 12 6 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c20_22440Pp3c20_22440transcript PAC:32947800protein_coding 01-févr c.723A>T p.Ala241Ala 723/2127 723/2127 241/708 NA
Chr20 14647755 T A Chr20_14647755_T_AT_A SNP 10325.63 10 9 12 17 10 12 12 15 7 12 6 8 8 6 10 9 12 17 10 12 12 15 7 12 6 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c20_22440Pp3c20_22440transcript PAC:32947801protein_coding 03-mai c.723A>T p.Ala241Ala 1035/3048 723/2127 241/708 NA
Chr20 14647755 T A Chr20_14647755_T_AT_A SNP 10325.63 10 9 12 17 10 12 12 15 7 12 6 8 8 6 10 9 12 17 10 12 12 15 7 12 6 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947900protein_codingNA c.*2173A>T NA NA NA NA 1448
Chr20 14647755 T A Chr20_14647755_T_AT_A SNP 10325.63 10 9 12 17 10 12 12 15 7 12 6 8 8 6 10 9 12 17 10 12 12 15 7 12 6 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947901protein_codingNA c.*2173A>T NA NA NA NA 1485
Chr20 14647756 GC G Chr20_14647756_GC_GGC_G INDEL 10451.59 10 10 12 17 10 12 12 15 7 11 7 8 8 6 10 10 12 17 10 12 12 15 7 11 7 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c20_22440Pp3c20_22440transcript PAC:32947800protein_coding 01-févr c.721delG p.Ala241fs 721/2127 721/2127 241/708 NA
Chr20 14647756 GC G Chr20_14647756_GC_GGC_G INDEL 10451.59 10 10 12 17 10 12 12 15 7 11 7 8 8 6 10 10 12 17 10 12 12 15 7 11 7 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c20_22440Pp3c20_22440transcript PAC:32947801protein_coding 03-mai c.721delG p.Ala241fs 1033/3048 721/2127 241/708 NA
Chr20 14647756 GC G Chr20_14647756_GC_GGC_G INDEL 10451.59 10 10 12 17 10 12 12 15 7 11 7 8 8 6 10 10 12 17 10 12 12 15 7 11 7 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947900protein_codingNA c.*2171delG NA NA NA NA 1446
Chr20 14647756 GC G Chr20_14647756_GC_GGC_G INDEL 10451.59 10 10 12 17 10 12 12 15 7 11 7 8 8 6 10 10 12 17 10 12 12 15 7 11 7 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947901protein_codingNA c.*2171delG NA NA NA NA 1483
Chr20 14647759 GCGT G Chr20_14647759_GCGT_GGCGT_G INDEL 10316.59 10 10 12 17 10 13 12 15 7 11 8 8 8 6 10 10 12 17 10 13 12 15 7 11 8 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_deletionMODERATE Pp3c20_22440Pp3c20_22440transcript PAC:32947800protein_coding 01-févr c.716_718delACGp.His239_Ala240delinsPro718/2127 716/2127 239/708 NA
Chr20 14647759 GCGT G Chr20_14647759_GCGT_GGCGT_G INDEL 10316.59 10 10 12 17 10 13 12 15 7 11 8 8 8 6 10 10 12 17 10 13 12 15 7 11 8 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_deletionMODERATE Pp3c20_22440Pp3c20_22440transcript PAC:32947801protein_coding 03-mai c.716_718delACGp.His239_Ala240delinsPro1030/3048 716/2127 239/708 NA
Chr20 14647759 GCGT G Chr20_14647759_GCGT_GGCGT_G INDEL 10316.59 10 10 12 17 10 13 12 15 7 11 8 8 8 6 10 10 12 17 10 13 12 15 7 11 8 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947900protein_codingNA c.*2166_*2168delACGNA NA NA NA 1443
Chr20 14647759 GCGT G Chr20_14647759_GCGT_GGCGT_G INDEL 10316.59 10 10 12 17 10 13 12 15 7 11 8 8 8 6 10 10 12 17 10 13 12 15 7 11 8 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947901protein_codingNA c.*2166_*2168delACGNA NA NA NA 1480
Chr20 14647765 G A Chr20_14647765_G_AG_A SNP 10275.63 11 10 12 14 10 12 11 14 7 10 6 9 7 6 11 10 12 14 10 12 11 14 7 10 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_22440Pp3c20_22440transcript PAC:32947800protein_coding 01-févr c.713C>T p.Ala238Val 713/2127 713/2127 238/708 NA
Chr20 14647765 G A Chr20_14647765_G_AG_A SNP 10275.63 11 10 12 14 10 12 11 14 7 10 6 9 7 6 11 10 12 14 10 12 11 14 7 10 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_22440Pp3c20_22440transcript PAC:32947801protein_coding 03-mai c.713C>T p.Ala238Val 1025/3048 713/2127 238/708 NA
Chr20 14647765 G A Chr20_14647765_G_AG_A SNP 10275.63 11 10 12 14 10 12 11 14 7 10 6 9 7 6 11 10 12 14 10 12 11 14 7 10 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947900protein_codingNA c.*2163C>T NA NA NA NA 1438
Chr20 14647765 G A Chr20_14647765_G_AG_A SNP 10275.63 11 10 12 14 10 12 11 14 7 10 6 9 7 6 11 10 12 14 10 12 11 14 7 10 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947901protein_codingNA c.*2163C>T NA NA NA NA 1475
Chr20 14647767 G A Chr20_14647767_G_AG_A SNP 9930.63 11 10 12 12 10 12 11 13 7 10 6 9 7 6 11 10 12 12 10 12 11 13 7 10 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c20_22440Pp3c20_22440transcript PAC:32947800protein_coding 01-févr c.711C>T p.Ile237Ile 711/2127 711/2127 237/708 NA
Chr20 14647767 G A Chr20_14647767_G_AG_A SNP 9930.63 11 10 12 12 10 12 11 13 7 10 6 9 7 6 11 10 12 12 10 12 11 13 7 10 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c20_22440Pp3c20_22440transcript PAC:32947801protein_coding 03-mai c.711C>T p.Ile237Ile 1023/3048 711/2127 237/708 NA



Chr20 14647767 G A Chr20_14647767_G_AG_A SNP 9930.63 11 10 12 12 10 12 11 13 7 10 6 9 7 6 11 10 12 12 10 12 11 13 7 10 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947900protein_codingNA c.*2161C>T NA NA NA NA 1436
Chr20 14647767 G A Chr20_14647767_G_AG_A SNP 9930.63 11 10 12 12 10 12 11 13 7 10 6 9 7 6 11 10 12 12 10 12 11 13 7 10 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947901protein_codingNA c.*2161C>T NA NA NA NA 1473
Chr20 14647768 A C Chr20_14647768_A_CA_C SNP 9840.63 12 10 12 12 10 12 12 13 7 11 6 9 7 6 12 10 12 12 10 12 12 13 7 11 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_22440Pp3c20_22440transcript PAC:32947800protein_coding 01-févr c.710T>G p.Ile237Ser 710/2127 710/2127 237/708 NA
Chr20 14647768 A C Chr20_14647768_A_CA_C SNP 9840.63 12 10 12 12 10 12 12 13 7 11 6 9 7 6 12 10 12 12 10 12 12 13 7 11 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c20_22440Pp3c20_22440transcript PAC:32947801protein_coding 03-mai c.710T>G p.Ile237Ser 1022/3048 710/2127 237/708 NA
Chr20 14647768 A C Chr20_14647768_A_CA_C SNP 9840.63 12 10 12 12 10 12 12 13 7 11 6 9 7 6 12 10 12 12 10 12 12 13 7 11 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947900protein_codingNA c.*2160T>G NA NA NA NA 1435
Chr20 14647768 A C Chr20_14647768_A_CA_C SNP 9840.63 12 10 12 12 10 12 12 13 7 11 6 9 7 6 12 10 12 12 10 12 12 13 7 11 6 9 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947901protein_codingNA c.*2160T>G NA NA NA NA 1472
Chr20 14648709 C T Chr20_14648709_C_TC_T SNP 11489.29 25 14 17 1 0 0 0 0 20 18 21 18 13 11 25 14 17 33 18 22 26 32 20 18 21 18 13 11 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c20_22440Pp3c20_22440transcript PAC:32947800protein_codingNA c.-232G>A NA NA NA NA 232
Chr20 14648709 C T Chr20_14648709_C_TC_T SNP 11489.29 25 14 17 1 0 0 0 0 20 18 21 18 13 11 25 14 17 33 18 22 26 32 20 18 21 18 13 11 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947900protein_codingNA c.*1219G>A NA NA NA NA 494
Chr20 14648709 C T Chr20_14648709_C_TC_T SNP 11489.29 25 14 17 1 0 0 0 0 20 18 21 18 13 11 25 14 17 33 18 22 26 32 20 18 21 18 13 11 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c20_22450Pp3c20_22450transcript PAC:32947901protein_codingNA c.*1219G>A NA NA NA NA 531
Chr20 14648709 C T Chr20_14648709_C_TC_T SNP 11489.29 25 14 17 1 0 0 0 0 20 18 21 18 13 11 25 14 17 33 18 22 26 32 20 18 21 18 13 11 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c20_22440Pp3c20_22440transcript PAC:32947801protein_coding 02-avr c.-93+117G>ANA NA NA NA NA
Chr20 14666916 G GAT Chr20_14666916_G_GATG_GAT INDEL 10007.59 32 8 16 22 10 16 16 16 8 12 6 10 13 12 32 9 16 22 10 16 16 16 10 12 6 10 13 13 1 0.889 1 1 1 1 1 1 0.8 1 1 1 1 0.923 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22450-Pp3c20_22470Pp3c20_22450-Pp3c20_22470intergenic_regionPp3c20_22450-Pp3c20_22470NA NA n.14666916_14666917insATNA NA NA NA NA
Chr20 14671694 A G Chr20_14671694_A_GA_G SNP 21193.63 25 17 20 29 19 21 26 31 28 27 6 10 15 8 25 17 20 29 19 21 26 31 28 27 6 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_22470Pp3c20_22470transcript PAC:32947315protein_codingNA c.-3906A>G NA NA NA NA 3906
Chr20 14671694 A G Chr20_14671694_A_GA_G SNP 21193.63 25 17 20 29 19 21 26 31 28 27 6 10 15 8 25 17 20 29 19 21 26 31 28 27 6 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22450-Pp3c20_22470Pp3c20_22450-Pp3c20_22470intergenic_regionPp3c20_22450-Pp3c20_22470NA NA n.14671694A>GNA NA NA NA NA
Chr20 14671696 C A Chr20_14671696_C_AC_A SNP 21232.63 25 18 18 30 19 20 25 31 29 27 6 10 15 8 25 18 18 30 19 20 25 31 29 27 6 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_22470Pp3c20_22470transcript PAC:32947315protein_codingNA c.-3904C>A NA NA NA NA 3904
Chr20 14671696 C A Chr20_14671696_C_AC_A SNP 21232.63 25 18 18 30 19 20 25 31 29 27 6 10 15 8 25 18 18 30 19 20 25 31 29 27 6 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22450-Pp3c20_22470Pp3c20_22450-Pp3c20_22470intergenic_regionPp3c20_22450-Pp3c20_22470NA NA n.14671696C>ANA NA NA NA NA
Chr20 14671697 C G Chr20_14671697_C_GC_G SNP 21196.63 25 18 18 30 19 19 24 31 29 27 6 10 15 8 25 18 18 30 19 19 24 31 29 27 6 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_22470Pp3c20_22470transcript PAC:32947315protein_codingNA c.-3903C>G NA NA NA NA 3903
Chr20 14671697 C G Chr20_14671697_C_GC_G SNP 21196.63 25 18 18 30 19 19 24 31 29 27 6 10 15 8 25 18 18 30 19 19 24 31 29 27 6 10 15 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22450-Pp3c20_22470Pp3c20_22450-Pp3c20_22470intergenic_regionPp3c20_22450-Pp3c20_22470NA NA n.14671697C>GNA NA NA NA NA
Chr20 14747882 A AAT Chr20_14747882_A_AATA_AAT INDEL 2189.24 0 2 0 14 8 15 18 13 1 0 0 0 0 0 16 8 10 15 8 16 19 13 9 11 6 4 5 7 0 0.25 0 0.933 1 0.938 0.947 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c20_22570Pp3c20_22570transcript PAC:32947314protein_codingNA c.*4543_*4544insATNA NA NA NA 1810
Chr20 14747882 A AAT Chr20_14747882_A_AATA_AAT INDEL 2189.24 0 2 0 14 8 15 18 13 1 0 0 0 0 0 16 8 10 15 8 16 19 13 9 11 6 4 5 7 0 0.25 0 0.933 1 0.938 0.947 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c20_22570-Pp3c20_22630Pp3c20_22570-Pp3c20_22630intergenic_regionPp3c20_22570-Pp3c20_22630NA NA n.14747882_14747883insATNA NA NA NA NA
Chr20 14752303 G T Chr20_14752303_G_TG_T SNP 11619.63 11 5 13 13 14 19 21 14 13 17 5 11 6 4 11 5 13 13 14 19 21 14 13 17 5 11 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22570-Pp3c20_22630Pp3c20_22570-Pp3c20_22630intergenic_regionPp3c20_22570-Pp3c20_22630NA NA n.14752303G>TNA NA NA NA NA
Chr20 14752345 A AT Chr20_14752345_A_ATA_AT INDEL 7183.59 9 5 12 15 10 17 15 6 9 16 6 9 6 8 9 5 12 15 10 17 15 6 11 18 6 9 6 8 1 1 1 1 1 1 1 1 0.818 0.889 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22570-Pp3c20_22630Pp3c20_22570-Pp3c20_22630intergenic_regionPp3c20_22570-Pp3c20_22630NA NA n.14752345_14752346insTNA NA NA NA NA
Chr20 14752428 G T Chr20_14752428_G_TG_T SNP 14956.63 26 14 10 20 17 25 14 17 9 20 10 14 6 6 26 14 10 20 17 25 14 17 9 20 10 14 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22570-Pp3c20_22630Pp3c20_22570-Pp3c20_22630intergenic_regionPp3c20_22570-Pp3c20_22630NA NA n.14752428G>TNA NA NA NA NA
Chr20 14752578 G T Chr20_14752578_G_TG_T SNP 18856.63 23 18 10 26 19 27 16 28 21 30 15 11 5 10 23 18 10 26 19 27 16 28 21 30 15 11 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22570-Pp3c20_22630Pp3c20_22570-Pp3c20_22630intergenic_regionPp3c20_22570-Pp3c20_22630NA NA n.14752578G>TNA NA NA NA NA
Chr20 14752583 G T Chr20_14752583_G_TG_T SNP 19070.63 23 17 9 28 20 30 16 30 21 30 15 11 4 11 23 17 9 28 20 30 16 30 21 30 15 11 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22570-Pp3c20_22630Pp3c20_22570-Pp3c20_22630intergenic_regionPp3c20_22570-Pp3c20_22630NA NA n.14752583G>TNA NA NA NA NA
Chr20 14752735 TA T Chr20_14752735_TA_TTA_T INDEL 14751.59 17 16 12 25 13 25 22 17 22 21 19 14 6 14 18 16 12 25 13 25 22 17 22 21 19 14 6 14 0.944 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22570-Pp3c20_22630Pp3c20_22570-Pp3c20_22630intergenic_regionPp3c20_22570-Pp3c20_22630NA NA n.14752736delANA NA NA NA NA
Chr20 14754393 C A Chr20_14754393_C_AC_A SNP 17981.63 20 18 10 31 16 25 24 15 23 17 15 19 14 14 20 18 10 31 16 25 24 15 23 17 15 19 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_22570-Pp3c20_22630Pp3c20_22570-Pp3c20_22630intergenic_regionPp3c20_22570-Pp3c20_22630NA NA n.14754393C>ANA NA NA NA NA
Chr20 14993402 A AT Chr20_14993402_A_ATA_AT INDEL 12371.59 22 19 17 19 9 26 22 20 17 11 10 13 7 9 22 19 17 19 9 26 22 20 17 11 10 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c20_23060Pp3c20_23060transcript PAC:32945407protein_coding 03-mars c.*2673dupT NA NA NA NA 2891
Chr20 14993402 A AT Chr20_14993402_A_ATA_AT INDEL 12371.59 22 19 17 19 9 26 22 20 17 11 10 13 7 9 22 19 17 19 9 26 22 20 17 11 10 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_23080Pp3c20_23080transcript PAC:32948032protein_codingNA c.*2132dupANA NA NA NA 1283
Chr20 14993402 A AT Chr20_14993402_A_ATA_AT INDEL 12371.59 22 19 17 19 9 26 22 20 17 11 10 13 7 9 22 19 17 19 9 26 22 20 17 11 10 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_23080Pp3c20_23080transcript PAC:32948033protein_codingNA c.*2132dupANA NA NA NA 1267
Chr20 15107058 C CA Chr20_15107058_C_CAC_CA INDEL 18208.59 37 22 19 30 26 25 38 28 22 26 9 8 18 19 37 22 19 30 26 25 38 28 22 26 9 8 18 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_23280Pp3c20_23280transcript PAC:32946000protein_codingNA c.*2745_*2746insANA NA NA NA 2003
Chr20 15107058 C CA Chr20_15107058_C_CAC_CA INDEL 18208.59 37 22 19 30 26 25 38 28 22 26 9 8 18 19 37 22 19 30 26 25 38 28 22 26 9 8 18 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_23280Pp3c20_23280transcript PAC:32946002protein_codingNA c.*3383_*3384insANA NA NA NA 3384
Chr20 15107058 C CA Chr20_15107058_C_CAC_CA INDEL 18208.59 37 22 19 30 26 25 38 28 22 26 9 8 18 19 37 22 19 30 26 25 38 28 22 26 9 8 18 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_23280Pp3c20_23280transcript PAC:32946001protein_codingNA c.*2745_*2746insANA NA NA NA 2003
Chr20 15107058 C CA Chr20_15107058_C_CAC_CA INDEL 18208.59 37 22 19 30 26 25 38 28 22 26 9 8 18 19 37 22 19 30 26 25 38 28 22 26 9 8 18 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_23280-Pp3c20_23299Pp3c20_23280-Pp3c20_23299intergenic_regionPp3c20_23280-Pp3c20_23299NA NA n.15107058_15107059insANA NA NA NA NA
Chr20 15121094 T A Chr20_15121094_T_AT_A SNP 15023.63 23 16 16 23 24 30 30 23 10 18 12 21 4 6 23 16 16 23 24 30 30 23 10 18 12 21 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_23299Pp3c20_23299transcript PAC:32948080protein_codingNA c.-1159T>A NA NA NA NA 1159
Chr20 15121094 T A Chr20_15121094_T_AT_A SNP 15023.63 23 16 16 23 24 30 30 23 10 18 12 21 4 6 23 16 16 23 24 30 30 23 10 18 12 21 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_23300Pp3c20_23300transcript PAC:32945933protein_codingNA c.-2828T>A NA NA NA NA 2828
Chr20 15121094 T A Chr20_15121094_T_AT_A SNP 15023.63 23 16 16 23 24 30 30 23 10 18 12 21 4 6 23 16 16 23 24 30 30 23 10 18 12 21 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c20_23280-Pp3c20_23299Pp3c20_23280-Pp3c20_23299intergenic_regionPp3c20_23280-Pp3c20_23299NA NA n.15121094T>ANA NA NA NA NA
Chr20 15292745 A G Chr20_15292745_A_GA_G SNP 18320.63 23 16 12 29 28 31 32 20 23 21 8 16 9 4 23 16 12 29 28 31 32 20 23 21 8 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variantLOW Pp3c20_23610Pp3c20_23610transcript PAC:32945206protein_coding 01-févr c.-510A>G NA NA NA NA NA
Chr20 15292745 A G Chr20_15292745_A_GA_G SNP 18320.63 23 16 12 29 28 31 32 20 23 21 8 16 9 4 23 16 12 29 28 31 32 20 23 21 8 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c20_23610Pp3c20_23610transcript PAC:32945206protein_coding 01-févr c.-510A>G NA NA NA NA 715
Chr20 15292745 A G Chr20_15292745_A_GA_G SNP 18320.63 23 16 12 29 28 31 32 20 23 21 8 16 9 4 23 16 12 29 28 31 32 20 23 21 8 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c20_23610Pp3c20_23610transcript PAC:32945205protein_codingNA c.-715A>G NA NA NA NA 470
Chr20 15292745 A G Chr20_15292745_A_GA_G SNP 18320.63 23 16 12 29 28 31 32 20 23 21 8 16 9 4 23 16 12 29 28 31 32 20 23 21 8 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_23580Pp3c20_23580transcript PAC:32946482protein_codingNA c.*2087A>G NA NA NA NA 1639
Chr20 15292745 A G Chr20_15292745_A_GA_G SNP 18320.63 23 16 12 29 28 31 32 20 23 21 8 16 9 4 23 16 12 29 28 31 32 20 23 21 8 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_23600Pp3c20_23600transcript PAC:32946890protein_codingNA c.*1889T>C NA NA NA NA 470
Chr20 15292745 A G Chr20_15292745_A_GA_G SNP 18320.63 23 16 12 29 28 31 32 20 23 21 8 16 9 4 23 16 12 29 28 31 32 20 23 21 8 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_23580Pp3c20_23580transcript PAC:32946485protein_codingNA c.*2087A>G NA NA NA NA 1614
Chr20 15292745 A G Chr20_15292745_A_GA_G SNP 18320.63 23 16 12 29 28 31 32 20 23 21 8 16 9 4 23 16 12 29 28 31 32 20 23 21 8 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_23580Pp3c20_23580transcript PAC:32946484protein_codingNA c.*2087A>G NA NA NA NA 1614
Chr20 15292745 A G Chr20_15292745_A_GA_G SNP 18320.63 23 16 12 29 28 31 32 20 23 21 8 16 9 4 23 16 12 29 28 31 32 20 23 21 8 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_23580Pp3c20_23580transcript PAC:32946483protein_codingNA c.*2087A>G NA NA NA NA 1614
Chr20 15292745 A G Chr20_15292745_A_GA_G SNP 18320.63 23 16 12 29 28 31 32 20 23 21 8 16 9 4 23 16 12 29 28 31 32 20 23 21 8 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c20_23600Pp3c20_23600transcript PAC:32946891protein_codingNA c.*1889T>C NA NA NA NA 1889
Chr20 15336395 G C Chr20_15336395_G_CG_C SNP 11169.29 18 10 14 0 0 0 0 0 24 23 20 9 10 11 18 10 14 23 12 28 37 20 24 23 20 9 10 11 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c20_23700-Pp3c20_23720Pp3c20_23700-Pp3c20_23720intergenic_regionPp3c20_23700-Pp3c20_23720NA NA n.15336395G>CNA NA NA NA NA
Chr21 249656 G GAT Chr21_249656_G_GATG_GAT INDEL 10214.59 24 8 10 23 11 17 27 16 16 8 9 0 6 7 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0.923 0.8 0.909 1 1 0.81 0.964 1 0.941 1 1 0 1 1 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c21_290 Pp3c21_290 transcript PAC:32914343protein_codingNA c.-1043_-1042insATNA NA NA NA 685
Chr21 249656 G GAT Chr21_249656_G_GATG_GAT INDEL 10214.59 24 8 10 23 11 17 27 16 16 8 9 0 6 7 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0.923 0.8 0.909 1 1 0.81 0.964 1 0.941 1 1 0 1 1 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c21_290 Pp3c21_290 transcript PAC:32914344protein_codingNA c.-1043_-1042insATNA NA NA NA 694
Chr21 249656 G GAT Chr21_249656_G_GATG_GAT INDEL 10214.59 24 8 10 23 11 17 27 16 16 8 9 0 6 7 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0.923 0.8 0.909 1 1 0.81 0.964 1 0.941 1 1 0 1 1 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c21_290 Pp3c21_290 transcript PAC:32914345protein_codingNA c.-1401_-1400insATNA NA NA NA 1362
Chr21 249656 G GAT Chr21_249656_G_GATG_GAT INDEL 10214.59 24 8 10 23 11 17 27 16 16 8 9 0 6 7 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0.923 0.8 0.909 1 1 0.81 0.964 1 0.941 1 1 0 1 1 0 14 14 0 6 5 3 upstream_gene_variantMODIFIER Pp3c21_290 Pp3c21_290 transcript PAC:32914346protein_codingNA c.-4193_-4192insATNA NA NA NA 4151
Chr21 249656 G GAT Chr21_249656_G_GATG_GAT INDEL 10214.59 24 8 10 23 11 17 27 16 16 8 9 0 6 7 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0.923 0.8 0.909 1 1 0.81 0.964 1 0.941 1 1 0 1 1 0 14 14 0 6 5 3 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914925protein_codingNA c.*2968_*2969insATNA NA NA NA 2280
Chr21 249656 G GAT Chr21_249656_G_GATG_GAT INDEL 10214.59 24 8 10 23 11 17 27 16 16 8 9 0 6 7 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0.923 0.8 0.909 1 1 0.81 0.964 1 0.941 1 1 0 1 1 0 14 14 0 6 5 3 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914930protein_codingNA c.*2968_*2969insATNA NA NA NA 2383
Chr21 249656 G GAT Chr21_249656_G_GATG_GAT INDEL 10214.59 24 8 10 23 11 17 27 16 16 8 9 0 6 7 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0.923 0.8 0.909 1 1 0.81 0.964 1 0.941 1 1 0 1 1 0 14 14 0 6 5 3 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914927protein_codingNA c.*2968_*2969insATNA NA NA NA 2496
Chr21 249656 G GAT Chr21_249656_G_GATG_GAT INDEL 10214.59 24 8 10 23 11 17 27 16 16 8 9 0 6 7 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0.923 0.8 0.909 1 1 0.81 0.964 1 0.941 1 1 0 1 1 0 14 14 0 6 5 3 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914929protein_codingNA c.*2968_*2969insATNA NA NA NA 2496
Chr21 249656 G GAT Chr21_249656_G_GATG_GAT INDEL 10214.59 24 8 10 23 11 17 27 16 16 8 9 0 6 7 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0.923 0.8 0.909 1 1 0.81 0.964 1 0.941 1 1 0 1 1 0 14 14 0 6 5 3 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914926protein_codingNA c.*2968_*2969insATNA NA NA NA 2484
Chr21 249656 G GAT Chr21_249656_G_GATG_GAT INDEL 10214.59 24 8 10 23 11 17 27 16 16 8 9 0 6 7 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0.923 0.8 0.909 1 1 0.81 0.964 1 0.941 1 1 0 1 1 0 14 14 0 6 5 3 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914928protein_codingNA c.*2968_*2969insATNA NA NA NA 2383
Chr21 249656 G GAT Chr21_249656_G_GATG_GAT INDEL 10214.59 24 8 10 23 11 17 27 16 16 8 9 0 6 7 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0.923 0.8 0.909 1 1 0.81 0.964 1 0.941 1 1 0 1 1 0 14 14 0 6 5 3 intergenic_regionMODIFIER Pp3c21_280-Pp3c21_290Pp3c21_280-Pp3c21_290intergenic_regionPp3c21_280-Pp3c21_290NA NA n.249656_249657insATNA NA NA NA NA
Chr21 249656 G GATAT Chr21_249656_G_GATATG_GATAT INDEL 10214.59 1 1 1 0 0 4 0 0 0 0 0 6 0 0 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0 0 0 0 0 0.19 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c21_290 Pp3c21_290 transcript PAC:32914343protein_codingNA c.-1043_-1042insATATNA NA NA NA 685
Chr21 249656 G GATAT Chr21_249656_G_GATATG_GATAT INDEL 10214.59 1 1 1 0 0 4 0 0 0 0 0 6 0 0 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0 0 0 0 0 0.19 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c21_290 Pp3c21_290 transcript PAC:32914344protein_codingNA c.-1043_-1042insATATNA NA NA NA 694
Chr21 249656 G GATAT Chr21_249656_G_GATATG_GATAT INDEL 10214.59 1 1 1 0 0 4 0 0 0 0 0 6 0 0 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0 0 0 0 0 0.19 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c21_290 Pp3c21_290 transcript PAC:32914345protein_codingNA c.-1401_-1400insATATNA NA NA NA 1362
Chr21 249656 G GATAT Chr21_249656_G_GATATG_GATAT INDEL 10214.59 1 1 1 0 0 4 0 0 0 0 0 6 0 0 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0 0 0 0 0 0.19 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c21_290 Pp3c21_290 transcript PAC:32914346protein_codingNA c.-4193_-4192insATATNA NA NA NA 4151
Chr21 249656 G GATAT Chr21_249656_G_GATATG_GATAT INDEL 10214.59 1 1 1 0 0 4 0 0 0 0 0 6 0 0 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0 0 0 0 0 0.19 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914925protein_codingNA c.*2968_*2969insATATNA NA NA NA 2280
Chr21 249656 G GATAT Chr21_249656_G_GATATG_GATAT INDEL 10214.59 1 1 1 0 0 4 0 0 0 0 0 6 0 0 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0 0 0 0 0 0.19 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914930protein_codingNA c.*2968_*2969insATATNA NA NA NA 2383
Chr21 249656 G GATAT Chr21_249656_G_GATATG_GATAT INDEL 10214.59 1 1 1 0 0 4 0 0 0 0 0 6 0 0 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0 0 0 0 0 0.19 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914927protein_codingNA c.*2968_*2969insATATNA NA NA NA 2496
Chr21 249656 G GATAT Chr21_249656_G_GATATG_GATAT INDEL 10214.59 1 1 1 0 0 4 0 0 0 0 0 6 0 0 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0 0 0 0 0 0.19 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914929protein_codingNA c.*2968_*2969insATATNA NA NA NA 2496
Chr21 249656 G GATAT Chr21_249656_G_GATATG_GATAT INDEL 10214.59 1 1 1 0 0 4 0 0 0 0 0 6 0 0 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0 0 0 0 0 0.19 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914926protein_codingNA c.*2968_*2969insATATNA NA NA NA 2484
Chr21 249656 G GATAT Chr21_249656_G_GATATG_GATAT INDEL 10214.59 1 1 1 0 0 4 0 0 0 0 0 6 0 0 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0 0 0 0 0 0.19 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c21_280 Pp3c21_280 transcript PAC:32914928protein_codingNA c.*2968_*2969insATATNA NA NA NA 2383
Chr21 249656 G GATAT Chr21_249656_G_GATATG_GATAT INDEL 10214.59 1 1 1 0 0 4 0 0 0 0 0 6 0 0 26 10 11 23 11 21 28 16 17 8 9 6 6 7 0 0 0 0 0 0.19 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c21_280-Pp3c21_290Pp3c21_280-Pp3c21_290intergenic_regionPp3c21_280-Pp3c21_290NA NA n.249656_249657insATATNA NA NA NA NA
Chr21 316319 T TA Chr21_316319_T_TAT_TA INDEL 18216.59 17 13 10 19 30 28 24 21 11 15 20 12 8 10 17 13 10 19 30 28 24 21 11 15 20 12 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_410 Pp3c21_410 transcript PAC:32915578protein_codingNA c.-2197_-2196insANA NA NA NA 2196
Chr21 316319 T TA Chr21_316319_T_TAT_TA INDEL 18216.59 17 13 10 19 30 28 24 21 11 15 20 12 8 10 17 13 10 19 30 28 24 21 11 15 20 12 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_370 Pp3c21_370 transcript PAC:32915305protein_coding juil-13 c.386-47_386-46insANA NA NA NA NA
Chr21 316319 T TA Chr21_316319_T_TAT_TA INDEL 18216.59 17 13 10 19 30 28 24 21 11 15 20 12 8 10 17 13 10 19 30 28 24 21 11 15 20 12 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_370 Pp3c21_370 transcript PAC:32915306protein_coding juil-13 c.386-47_386-46insANA NA NA NA NA
Chr21 316324 GA G Chr21_316324_GA_GGA_G INDEL 18347.59 15 12 9 20 32 29 25 21 12 15 20 11 8 13 15 12 9 20 32 29 25 21 12 15 20 11 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_410 Pp3c21_410 transcript PAC:32915578protein_codingNA c.-2191delA NA NA NA NA 2191
Chr21 316324 GA G Chr21_316324_GA_GGA_G INDEL 18347.59 15 12 9 20 32 29 25 21 12 15 20 11 8 13 15 12 9 20 32 29 25 21 12 15 20 11 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_370 Pp3c21_370 transcript PAC:32915305protein_coding juil-13 c.386-41delANA NA NA NA NA
Chr21 316324 GA G Chr21_316324_GA_GGA_G INDEL 18347.59 15 12 9 20 32 29 25 21 12 15 20 11 8 13 15 12 9 20 32 29 25 21 12 15 20 11 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_370 Pp3c21_370 transcript PAC:32915306protein_coding juil-13 c.386-41delANA NA NA NA NA
Chr21 371515 A AAT Chr21_371515_A_AATA_AAT INDEL 3119.24 1 2 0 15 18 25 16 16 2 0 2 0 0 1 23 9 11 15 19 25 17 16 17 21 7 19 4 13 0 0.222 0 1 0.947 1 0.941 1 0.118 0 0.286 0 0 0 0 5 5 3 0 5 0 downstream_gene_variantMODIFIER Pp3c21_550 Pp3c21_550 transcript PAC:32915153protein_codingNA c.*1420_*1421insATNA NA NA NA 717
Chr21 371515 A AAT Chr21_371515_A_AATA_AAT INDEL 3119.24 1 2 0 15 18 25 16 16 2 0 2 0 0 1 23 9 11 15 19 25 17 16 17 21 7 19 4 13 0 0.222 0 1 0.947 1 0.941 1 0.118 0 0.286 0 0 0 0 5 5 3 0 5 0 downstream_gene_variantMODIFIER Pp3c21_550 Pp3c21_550 transcript PAC:32915154protein_codingNA c.*1420_*1421insATNA NA NA NA 760
Chr21 371515 A AAT Chr21_371515_A_AATA_AAT INDEL 3119.24 1 2 0 15 18 25 16 16 2 0 2 0 0 1 23 9 11 15 19 25 17 16 17 21 7 19 4 13 0 0.222 0 1 0.947 1 0.941 1 0.118 0 0.286 0 0 0 0 5 5 3 0 5 0 intergenic_regionMODIFIER Pp3c21_530-Pp3c21_550Pp3c21_530-Pp3c21_550intergenic_regionPp3c21_530-Pp3c21_550NA NA n.371515_371516insATNA NA NA NA NA
Chr21 382269 G GAT Chr21_382269_G_GATG_GAT INDEL 3817.24 1 2 0 16 12 18 28 26 0 0 0 0 0 0 23 12 8 16 12 18 28 26 14 15 14 10 9 8 0 0.167 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c21_560 Pp3c21_560 transcript PAC:32915597protein_codingNA c.*1251_*1252insATNA NA NA NA 546
Chr21 382269 G GAT Chr21_382269_G_GATG_GAT INDEL 3817.24 1 2 0 16 12 18 28 26 0 0 0 0 0 0 23 12 8 16 12 18 28 26 14 15 14 10 9 8 0 0.167 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c21_561 Pp3c21_561 transcript PAC:32915266protein_codingNA c.*1251_*1252insATNA NA NA NA 485
Chr21 382269 G GAT Chr21_382269_G_GATG_GAT INDEL 3817.24 1 2 0 16 12 18 28 26 0 0 0 0 0 0 23 12 8 16 12 18 28 26 14 15 14 10 9 8 0 0.167 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c21_561 Pp3c21_561 transcript PAC:32915267protein_codingNA c.*1251_*1252insATNA NA NA NA 485
Chr21 382269 G GAT Chr21_382269_G_GATG_GAT INDEL 3817.24 1 2 0 16 12 18 28 26 0 0 0 0 0 0 23 12 8 16 12 18 28 26 14 15 14 10 9 8 0 0.167 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c21_561-Pp3c21_580Pp3c21_561-Pp3c21_580intergenic_regionPp3c21_561-Pp3c21_580NA NA n.382269_382270insATNA NA NA NA NA
Chr21 393434 A AAT Chr21_393434_A_AATA_AAT INDEL 9259.59 20 6 10 19 14 19 26 17 8 26 4 12 7 6 21 6 11 20 14 19 26 17 8 26 4 13 7 6 0.952 1 0.909 0.95 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_580 Pp3c21_580 transcript PAC:32914415protein_codingNA c.*1573_*1574insATNA NA NA NA 1112
Chr21 393434 A AAT Chr21_393434_A_AATA_AAT INDEL 9259.59 20 6 10 19 14 19 26 17 8 26 4 12 7 6 21 6 11 20 14 19 26 17 8 26 4 13 7 6 0.952 1 0.909 0.95 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_580 Pp3c21_580 transcript PAC:32914416protein_codingNA c.*1573_*1574insATNA NA NA NA 1171
Chr21 393434 A AAT Chr21_393434_A_AATA_AAT INDEL 9259.59 20 6 10 19 14 19 26 17 8 26 4 12 7 6 21 6 11 20 14 19 26 17 8 26 4 13 7 6 0.952 1 0.909 0.95 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_561-Pp3c21_580Pp3c21_561-Pp3c21_580intergenic_regionPp3c21_561-Pp3c21_580NA NA n.393434_393435insATNA NA NA NA NA
Chr21 485884 G T Chr21_485884_G_TG_T SNP 19436.63 28 11 16 28 19 24 40 20 24 35 9 20 12 15 28 11 16 28 19 24 40 20 24 35 9 20 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_670-Pp3c21_810Pp3c21_670-Pp3c21_810intergenic_regionPp3c21_670-Pp3c21_810NA NA n.485884G>TNA NA NA NA NA
Chr21 755400 G A Chr21_755400_G_AG_A SNP 19893.63 35 11 25 31 13 26 33 23 33 27 15 16 10 16 35 11 25 31 13 26 33 23 33 27 15 16 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_1020Pp3c21_1020transcript PAC:32916411protein_codingNA c.-1267C>T NA NA NA NA 1245
Chr21 755400 G A Chr21_755400_G_AG_A SNP 19893.63 35 11 25 31 13 26 33 23 33 27 15 16 10 16 35 11 25 31 13 26 33 23 33 27 15 16 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_1020Pp3c21_1020transcript PAC:32916412protein_codingNA c.-1267C>T NA NA NA NA 1242
Chr21 755400 G A Chr21_755400_G_AG_A SNP 19893.63 35 11 25 31 13 26 33 23 33 27 15 16 10 16 35 11 25 31 13 26 33 23 33 27 15 16 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_1019Pp3c21_1019transcript PAC:32916121protein_codingNA c.*2245G>A NA NA NA NA 1871
Chr21 755400 G A Chr21_755400_G_AG_A SNP 19893.63 35 11 25 31 13 26 33 23 33 27 15 16 10 16 35 11 25 31 13 26 33 23 33 27 15 16 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_1020-Pp3c21_1120Pp3c21_1020-Pp3c21_1120intergenic_regionPp3c21_1020-Pp3c21_1120NA NA n.755400G>ANA NA NA NA NA
Chr21 1179864 TG T Chr21_1179864_TG_TTG_T INDEL 5179.93 0 0 0 0 0 0 0 0 22 29 28 21 13 8 24 9 15 25 17 28 30 21 22 29 28 21 13 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c21_1770Pp3c21_1770transcript PAC:32915776protein_codingNA c.*4333delG NA NA NA NA 4333
Chr21 1179864 TG T Chr21_1179864_TG_TTG_T INDEL 5179.93 0 0 0 0 0 0 0 0 22 29 28 21 13 8 24 9 15 25 17 28 30 21 22 29 28 21 13 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c21_1771Pp3c21_1771transcript PAC:32916594protein_codingNA c.*4333delG NA NA NA NA 4333
Chr21 1179864 TG T Chr21_1179864_TG_TTG_T INDEL 5179.93 0 0 0 0 0 0 0 0 22 29 28 21 13 8 24 9 15 25 17 28 30 21 22 29 28 21 13 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c21_1770-Pp3c21_1789Pp3c21_1770-Pp3c21_1789intergenic_regionPp3c21_1770-Pp3c21_1789NA NA n.1179865delGNA NA NA NA NA
Chr21 1306970 A T Chr21_1306970_A_TA_T SNP 3391.29 0 0 0 14 16 28 24 18 0 0 0 0 0 0 23 14 13 14 16 28 24 18 21 19 9 17 16 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_2080Pp3c21_2080transcript PAC:32914904protein_codingNA c.*3826T>A NA NA NA NA 3826
Chr21 1306970 A T Chr21_1306970_A_TA_T SNP 3391.29 0 0 0 14 16 28 24 18 0 0 0 0 0 0 23 14 13 14 16 28 24 18 21 19 9 17 16 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_2070-Pp3c21_2080Pp3c21_2070-Pp3c21_2080intergenic_regionPp3c21_2070-Pp3c21_2080NA NA n.1306970A>TNA NA NA NA NA
Chr21 1453439 T TATAA Chr21_1453439_T_TATAAT_TATAA INDEL 17573.59 24 6 8 20 20 23 18 16 26 22 6 20 5 14 24 6 8 20 20 23 18 16 26 22 6 20 5 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2290-Pp3c21_2300Pp3c21_2290-Pp3c21_2300intergenic_regionPp3c21_2290-Pp3c21_2300NA NA n.1453439_1453440insATAANA NA NA NA NA
Chr21 1453442 C T Chr21_1453442_C_TC_T SNP 17705.63 23 7 11 25 17 24 18 16 26 21 7 20 5 15 23 7 11 25 17 24 18 16 26 21 7 20 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2290-Pp3c21_2300Pp3c21_2290-Pp3c21_2300intergenic_regionPp3c21_2290-Pp3c21_2300NA NA n.1453442C>TNA NA NA NA NA
Chr21 1453445 TCC T Chr21_1453445_TCC_TTCC_T INDEL 17785.59 23 7 11 25 17 25 18 18 27 21 7 21 5 16 23 7 11 25 17 25 18 18 27 21 7 21 5 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2290-Pp3c21_2300Pp3c21_2290-Pp3c21_2300intergenic_regionPp3c21_2290-Pp3c21_2300NA NA n.1453446_1453447delCCNA NA NA NA NA
Chr21 1453449 G GC Chr21_1453449_G_GCG_GC INDEL 17877.59 23 7 11 25 17 24 17 18 27 21 7 20 5 16 23 7 11 25 17 24 17 18 27 21 7 20 5 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2290-Pp3c21_2300Pp3c21_2290-Pp3c21_2300intergenic_regionPp3c21_2290-Pp3c21_2300NA NA n.1453449_1453450insCNA NA NA NA NA
Chr21 1453452 C A Chr21_1453452_C_AC_A SNP 17596.63 22 7 12 27 17 25 17 18 27 20 6 20 5 15 22 7 12 27 17 25 17 18 27 20 6 20 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2290-Pp3c21_2300Pp3c21_2290-Pp3c21_2300intergenic_regionPp3c21_2290-Pp3c21_2300NA NA n.1453452C>ANA NA NA NA NA
Chr21 1575764 A AG Chr21_1575764_A_AGA_AG INDEL 41839.59 51 27 40 48 49 46 73 44 52 50 25 33 28 20 51 27 40 48 49 46 73 44 52 50 25 33 28 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2550_-2549insCNA NA NA NA 1980
Chr21 1575764 A AG Chr21_1575764_A_AGA_AG INDEL 41839.59 51 27 40 48 49 46 73 44 52 50 25 33 28 20 51 27 40 48 49 46 73 44 52 50 25 33 28 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1003_*1004insGNA NA NA NA 1004
Chr21 1575764 A AG Chr21_1575764_A_AGA_AG INDEL 41839.59 51 27 40 48 49 46 73 44 52 50 25 33 28 20 51 27 40 48 49 46 73 44 52 50 25 33 28 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*3012_*3013insCNA NA NA NA 2460
Chr21 1575764 A AG Chr21_1575764_A_AGA_AG INDEL 41839.59 51 27 40 48 49 46 73 44 52 50 25 33 28 20 51 27 40 48 49 46 73 44 52 50 25 33 28 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4845_*4846insCNA NA NA NA 4595
Chr21 1575764 A AG Chr21_1575764_A_AGA_AG INDEL 41839.59 51 27 40 48 49 46 73 44 52 50 25 33 28 20 51 27 40 48 49 46 73 44 52 50 25 33 28 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*3012_*3013insCNA NA NA NA 3012
Chr21 1575764 A AG Chr21_1575764_A_AGA_AG INDEL 41839.59 51 27 40 48 49 46 73 44 52 50 25 33 28 20 51 27 40 48 49 46 73 44 52 50 25 33 28 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4845_*4846insCNA NA NA NA 4589
Chr21 1575764 A AG Chr21_1575764_A_AGA_AG INDEL 41839.59 51 27 40 48 49 46 73 44 52 50 25 33 28 20 51 27 40 48 49 46 73 44 52 50 25 33 28 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4845_*4846insCNA NA NA NA 4589
Chr21 1575764 A AG Chr21_1575764_A_AGA_AG INDEL 41839.59 51 27 40 48 49 46 73 44 52 50 25 33 28 20 51 27 40 48 49 46 73 44 52 50 25 33 28 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4845_*4846insCNA NA NA NA 4589
Chr21 1575764 A AG Chr21_1575764_A_AGA_AG INDEL 41839.59 51 27 40 48 49 46 73 44 52 50 25 33 28 20 51 27 40 48 49 46 73 44 52 50 25 33 28 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4845_*4846insCNA NA NA NA 4589
Chr21 1575764 A AG Chr21_1575764_A_AGA_AG INDEL 41839.59 51 27 40 48 49 46 73 44 52 50 25 33 28 20 51 27 40 48 49 46 73 44 52 50 25 33 28 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575764_1575765insGNA NA NA NA NA
Chr21 1575765 T G Chr21_1575765_T_GT_G SNP 42208.63 51 28 40 50 48 46 73 44 53 49 24 34 27 20 51 28 40 50 48 46 73 44 53 49 24 34 27 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2550A>C NA NA NA NA 1980
Chr21 1575765 T G Chr21_1575765_T_GT_G SNP 42208.63 51 28 40 50 48 46 73 44 53 49 24 34 27 20 51 28 40 50 48 46 73 44 53 49 24 34 27 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1004T>G NA NA NA NA 1004
Chr21 1575765 T G Chr21_1575765_T_GT_G SNP 42208.63 51 28 40 50 48 46 73 44 53 49 24 34 27 20 51 28 40 50 48 46 73 44 53 49 24 34 27 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*3012A>C NA NA NA NA 2460
Chr21 1575765 T G Chr21_1575765_T_GT_G SNP 42208.63 51 28 40 50 48 46 73 44 53 49 24 34 27 20 51 28 40 50 48 46 73 44 53 49 24 34 27 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4845A>C NA NA NA NA 4595
Chr21 1575765 T G Chr21_1575765_T_GT_G SNP 42208.63 51 28 40 50 48 46 73 44 53 49 24 34 27 20 51 28 40 50 48 46 73 44 53 49 24 34 27 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*3012A>C NA NA NA NA 3012
Chr21 1575765 T G Chr21_1575765_T_GT_G SNP 42208.63 51 28 40 50 48 46 73 44 53 49 24 34 27 20 51 28 40 50 48 46 73 44 53 49 24 34 27 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4845A>C NA NA NA NA 4589
Chr21 1575765 T G Chr21_1575765_T_GT_G SNP 42208.63 51 28 40 50 48 46 73 44 53 49 24 34 27 20 51 28 40 50 48 46 73 44 53 49 24 34 27 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4845A>C NA NA NA NA 4589
Chr21 1575765 T G Chr21_1575765_T_GT_G SNP 42208.63 51 28 40 50 48 46 73 44 53 49 24 34 27 20 51 28 40 50 48 46 73 44 53 49 24 34 27 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4845A>C NA NA NA NA 4589
Chr21 1575765 T G Chr21_1575765_T_GT_G SNP 42208.63 51 28 40 50 48 46 73 44 53 49 24 34 27 20 51 28 40 50 48 46 73 44 53 49 24 34 27 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4845A>C NA NA NA NA 4589
Chr21 1575765 T G Chr21_1575765_T_GT_G SNP 42208.63 51 28 40 50 48 46 73 44 53 49 24 34 27 20 51 28 40 50 48 46 73 44 53 49 24 34 27 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575765T>GNA NA NA NA NA
Chr21 1575768 CAAGAATCATAC Chr21_1575768_CAAGAATCATA_CCAAGAATCATA_CINDEL 42626.59 54 29 39 50 46 46 73 44 53 48 22 34 25 20 54 29 39 50 46 46 73 44 53 48 22 34 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2563_-2554delTATGATTCTTNA NA NA NA 1984
Chr21 1575768 CAAGAATCATAC Chr21_1575768_CAAGAATCATA_CCAAGAATCATA_CINDEL 42626.59 54 29 39 50 46 46 73 44 53 48 22 34 25 20 54 29 39 50 46 46 73 44 53 48 22 34 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1008_*1017delAAGAATCATANA NA NA NA 1008
Chr21 1575768 CAAGAATCATAC Chr21_1575768_CAAGAATCATA_CCAAGAATCATA_CINDEL 42626.59 54 29 39 50 46 46 73 44 53 48 22 34 25 20 54 29 39 50 46 46 73 44 53 48 22 34 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2999_*3008delTATGATTCTTNA NA NA NA 2456
Chr21 1575768 CAAGAATCATAC Chr21_1575768_CAAGAATCATA_CCAAGAATCATA_CINDEL 42626.59 54 29 39 50 46 46 73 44 53 48 22 34 25 20 54 29 39 50 46 46 73 44 53 48 22 34 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4832_*4841delTATGATTCTTNA NA NA NA 4591
Chr21 1575768 CAAGAATCATAC Chr21_1575768_CAAGAATCATA_CCAAGAATCATA_CINDEL 42626.59 54 29 39 50 46 46 73 44 53 48 22 34 25 20 54 29 39 50 46 46 73 44 53 48 22 34 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2999_*3008delTATGATTCTTNA NA NA NA 3008
Chr21 1575768 CAAGAATCATAC Chr21_1575768_CAAGAATCATA_CCAAGAATCATA_CINDEL 42626.59 54 29 39 50 46 46 73 44 53 48 22 34 25 20 54 29 39 50 46 46 73 44 53 48 22 34 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4832_*4841delTATGATTCTTNA NA NA NA 4585
Chr21 1575768 CAAGAATCATAC Chr21_1575768_CAAGAATCATA_CCAAGAATCATA_CINDEL 42626.59 54 29 39 50 46 46 73 44 53 48 22 34 25 20 54 29 39 50 46 46 73 44 53 48 22 34 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4832_*4841delTATGATTCTTNA NA NA NA 4585
Chr21 1575768 CAAGAATCATAC Chr21_1575768_CAAGAATCATA_CCAAGAATCATA_CINDEL 42626.59 54 29 39 50 46 46 73 44 53 48 22 34 25 20 54 29 39 50 46 46 73 44 53 48 22 34 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4832_*4841delTATGATTCTTNA NA NA NA 4585
Chr21 1575768 CAAGAATCATAC Chr21_1575768_CAAGAATCATA_CCAAGAATCATA_CINDEL 42626.59 54 29 39 50 46 46 73 44 53 48 22 34 25 20 54 29 39 50 46 46 73 44 53 48 22 34 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4832_*4841delTATGATTCTTNA NA NA NA 4585
Chr21 1575768 CAAGAATCATAC Chr21_1575768_CAAGAATCATA_CCAAGAATCATA_CINDEL 42626.59 54 29 39 50 46 46 73 44 53 48 22 34 25 20 54 29 39 50 46 46 73 44 53 48 22 34 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575769_1575778delAAGAATCATANA NA NA NA NA
Chr21 1575780 GGACAATAC G Chr21_1575780_GGACAATAC_GGGACAATAC_GINDEL 42266.59 54 29 39 49 45 46 74 44 54 50 23 35 25 20 54 29 39 49 45 46 74 44 54 50 23 35 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2573_-2566delGTATTGTCNA NA NA NA 1996
Chr21 1575780 GGACAATAC G Chr21_1575780_GGACAATAC_GGGACAATAC_GINDEL 42266.59 54 29 39 49 45 46 74 44 54 50 23 35 25 20 54 29 39 49 45 46 74 44 54 50 23 35 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1020_*1027delGACAATACNA NA NA NA 1020
Chr21 1575780 GGACAATAC G Chr21_1575780_GGACAATAC_GGGACAATAC_GINDEL 42266.59 54 29 39 49 45 46 74 44 54 50 23 35 25 20 54 29 39 49 45 46 74 44 54 50 23 35 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2989_*2996delGTATTGTCNA NA NA NA 2444
Chr21 1575780 GGACAATAC G Chr21_1575780_GGACAATAC_GGGACAATAC_GINDEL 42266.59 54 29 39 49 45 46 74 44 54 50 23 35 25 20 54 29 39 49 45 46 74 44 54 50 23 35 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4822_*4829delGTATTGTCNA NA NA NA 4579
Chr21 1575780 GGACAATAC G Chr21_1575780_GGACAATAC_GGGACAATAC_GINDEL 42266.59 54 29 39 49 45 46 74 44 54 50 23 35 25 20 54 29 39 49 45 46 74 44 54 50 23 35 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2989_*2996delGTATTGTCNA NA NA NA 2996
Chr21 1575780 GGACAATAC G Chr21_1575780_GGACAATAC_GGGACAATAC_GINDEL 42266.59 54 29 39 49 45 46 74 44 54 50 23 35 25 20 54 29 39 49 45 46 74 44 54 50 23 35 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4822_*4829delGTATTGTCNA NA NA NA 4573
Chr21 1575780 GGACAATAC G Chr21_1575780_GGACAATAC_GGGACAATAC_GINDEL 42266.59 54 29 39 49 45 46 74 44 54 50 23 35 25 20 54 29 39 49 45 46 74 44 54 50 23 35 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4822_*4829delGTATTGTCNA NA NA NA 4573
Chr21 1575780 GGACAATAC G Chr21_1575780_GGACAATAC_GGGACAATAC_GINDEL 42266.59 54 29 39 49 45 46 74 44 54 50 23 35 25 20 54 29 39 49 45 46 74 44 54 50 23 35 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4822_*4829delGTATTGTCNA NA NA NA 4573
Chr21 1575780 GGACAATAC G Chr21_1575780_GGACAATAC_GGGACAATAC_GINDEL 42266.59 54 29 39 49 45 46 74 44 54 50 23 35 25 20 54 29 39 49 45 46 74 44 54 50 23 35 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4822_*4829delGTATTGTCNA NA NA NA 4573
Chr21 1575780 GGACAATAC G Chr21_1575780_GGACAATAC_GGGACAATAC_GINDEL 42266.59 54 29 39 49 45 46 74 44 54 50 23 35 25 20 54 29 39 49 45 46 74 44 54 50 23 35 25 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575781_1575788delGACAATACNA NA NA NA NA
Chr21 1575791 TATAAGAC T Chr21_1575791_TATAAGAC_TTATAAGAC_TINDEL 42356.59 54 29 39 47 46 47 74 45 52 51 24 35 26 22 54 29 39 47 46 47 74 45 52 51 24 35 26 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2583_-2577delGTCTTATNA NA NA NA 2007
Chr21 1575791 TATAAGAC T Chr21_1575791_TATAAGAC_TTATAAGAC_TINDEL 42356.59 54 29 39 47 46 47 74 45 52 51 24 35 26 22 54 29 39 47 46 47 74 45 52 51 24 35 26 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1031_*1037delATAAGACNA NA NA NA 1031
Chr21 1575791 TATAAGAC T Chr21_1575791_TATAAGAC_TTATAAGAC_TINDEL 42356.59 54 29 39 47 46 47 74 45 52 51 24 35 26 22 54 29 39 47 46 47 74 45 52 51 24 35 26 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2979_*2985delGTCTTATNA NA NA NA 2433
Chr21 1575791 TATAAGAC T Chr21_1575791_TATAAGAC_TTATAAGAC_TINDEL 42356.59 54 29 39 47 46 47 74 45 52 51 24 35 26 22 54 29 39 47 46 47 74 45 52 51 24 35 26 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4812_*4818delGTCTTATNA NA NA NA 4568
Chr21 1575791 TATAAGAC T Chr21_1575791_TATAAGAC_TTATAAGAC_TINDEL 42356.59 54 29 39 47 46 47 74 45 52 51 24 35 26 22 54 29 39 47 46 47 74 45 52 51 24 35 26 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2979_*2985delGTCTTATNA NA NA NA 2985
Chr21 1575791 TATAAGAC T Chr21_1575791_TATAAGAC_TTATAAGAC_TINDEL 42356.59 54 29 39 47 46 47 74 45 52 51 24 35 26 22 54 29 39 47 46 47 74 45 52 51 24 35 26 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4812_*4818delGTCTTATNA NA NA NA 4562
Chr21 1575791 TATAAGAC T Chr21_1575791_TATAAGAC_TTATAAGAC_TINDEL 42356.59 54 29 39 47 46 47 74 45 52 51 24 35 26 22 54 29 39 47 46 47 74 45 52 51 24 35 26 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4812_*4818delGTCTTATNA NA NA NA 4562
Chr21 1575791 TATAAGAC T Chr21_1575791_TATAAGAC_TTATAAGAC_TINDEL 42356.59 54 29 39 47 46 47 74 45 52 51 24 35 26 22 54 29 39 47 46 47 74 45 52 51 24 35 26 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4812_*4818delGTCTTATNA NA NA NA 4562
Chr21 1575791 TATAAGAC T Chr21_1575791_TATAAGAC_TTATAAGAC_TINDEL 42356.59 54 29 39 47 46 47 74 45 52 51 24 35 26 22 54 29 39 47 46 47 74 45 52 51 24 35 26 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4812_*4818delGTCTTATNA NA NA NA 4562
Chr21 1575791 TATAAGAC T Chr21_1575791_TATAAGAC_TTATAAGAC_TINDEL 42356.59 54 29 39 47 46 47 74 45 52 51 24 35 26 22 54 29 39 47 46 47 74 45 52 51 24 35 26 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575792_1575798delATAAGACNA NA NA NA NA
Chr21 1575801 T C Chr21_1575801_T_CT_C SNP 42410.63 54 29 37 45 48 49 74 47 50 51 23 35 26 20 54 29 37 45 48 49 74 47 50 51 23 35 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2586A>G NA NA NA NA 2016
Chr21 1575801 T C Chr21_1575801_T_CT_C SNP 42410.63 54 29 37 45 48 49 74 47 50 51 23 35 26 20 54 29 37 45 48 49 74 47 50 51 23 35 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1040T>C NA NA NA NA 1040
Chr21 1575801 T C Chr21_1575801_T_CT_C SNP 42410.63 54 29 37 45 48 49 74 47 50 51 23 35 26 20 54 29 37 45 48 49 74 47 50 51 23 35 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2976A>G NA NA NA NA 2424
Chr21 1575801 T C Chr21_1575801_T_CT_C SNP 42410.63 54 29 37 45 48 49 74 47 50 51 23 35 26 20 54 29 37 45 48 49 74 47 50 51 23 35 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4809A>G NA NA NA NA 4559
Chr21 1575801 T C Chr21_1575801_T_CT_C SNP 42410.63 54 29 37 45 48 49 74 47 50 51 23 35 26 20 54 29 37 45 48 49 74 47 50 51 23 35 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2976A>G NA NA NA NA 2976
Chr21 1575801 T C Chr21_1575801_T_CT_C SNP 42410.63 54 29 37 45 48 49 74 47 50 51 23 35 26 20 54 29 37 45 48 49 74 47 50 51 23 35 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4809A>G NA NA NA NA 4553
Chr21 1575801 T C Chr21_1575801_T_CT_C SNP 42410.63 54 29 37 45 48 49 74 47 50 51 23 35 26 20 54 29 37 45 48 49 74 47 50 51 23 35 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4809A>G NA NA NA NA 4553
Chr21 1575801 T C Chr21_1575801_T_CT_C SNP 42410.63 54 29 37 45 48 49 74 47 50 51 23 35 26 20 54 29 37 45 48 49 74 47 50 51 23 35 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4809A>G NA NA NA NA 4553
Chr21 1575801 T C Chr21_1575801_T_CT_C SNP 42410.63 54 29 37 45 48 49 74 47 50 51 23 35 26 20 54 29 37 45 48 49 74 47 50 51 23 35 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4809A>G NA NA NA NA 4553
Chr21 1575801 T C Chr21_1575801_T_CT_C SNP 42410.63 54 29 37 45 48 49 74 47 50 51 23 35 26 20 54 29 37 45 48 49 74 47 50 51 23 35 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575801T>CNA NA NA NA NA
Chr21 1575804 ACATTCT A Chr21_1575804_ACATTCT_AACATTCT_A INDEL 42356.59 54 29 38 43 49 50 76 48 48 50 24 36 25 21 54 29 38 43 49 50 76 48 48 50 24 36 25 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2595_-2590delAGAATGNA NA NA NA 2020
Chr21 1575804 ACATTCT A Chr21_1575804_ACATTCT_AACATTCT_A INDEL 42356.59 54 29 38 43 49 50 76 48 48 50 24 36 25 21 54 29 38 43 49 50 76 48 48 50 24 36 25 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1044_*1049delCATTCTNA NA NA NA 1044
Chr21 1575804 ACATTCT A Chr21_1575804_ACATTCT_AACATTCT_A INDEL 42356.59 54 29 38 43 49 50 76 48 48 50 24 36 25 21 54 29 38 43 49 50 76 48 48 50 24 36 25 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2967_*2972delAGAATGNA NA NA NA 2420
Chr21 1575804 ACATTCT A Chr21_1575804_ACATTCT_AACATTCT_A INDEL 42356.59 54 29 38 43 49 50 76 48 48 50 24 36 25 21 54 29 38 43 49 50 76 48 48 50 24 36 25 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4800_*4805delAGAATGNA NA NA NA 4555
Chr21 1575804 ACATTCT A Chr21_1575804_ACATTCT_AACATTCT_A INDEL 42356.59 54 29 38 43 49 50 76 48 48 50 24 36 25 21 54 29 38 43 49 50 76 48 48 50 24 36 25 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2967_*2972delAGAATGNA NA NA NA 2972
Chr21 1575804 ACATTCT A Chr21_1575804_ACATTCT_AACATTCT_A INDEL 42356.59 54 29 38 43 49 50 76 48 48 50 24 36 25 21 54 29 38 43 49 50 76 48 48 50 24 36 25 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4800_*4805delAGAATGNA NA NA NA 4549
Chr21 1575804 ACATTCT A Chr21_1575804_ACATTCT_AACATTCT_A INDEL 42356.59 54 29 38 43 49 50 76 48 48 50 24 36 25 21 54 29 38 43 49 50 76 48 48 50 24 36 25 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4800_*4805delAGAATGNA NA NA NA 4549
Chr21 1575804 ACATTCT A Chr21_1575804_ACATTCT_AACATTCT_A INDEL 42356.59 54 29 38 43 49 50 76 48 48 50 24 36 25 21 54 29 38 43 49 50 76 48 48 50 24 36 25 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4800_*4805delAGAATGNA NA NA NA 4549
Chr21 1575804 ACATTCT A Chr21_1575804_ACATTCT_AACATTCT_A INDEL 42356.59 54 29 38 43 49 50 76 48 48 50 24 36 25 21 54 29 38 43 49 50 76 48 48 50 24 36 25 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4800_*4805delAGAATGNA NA NA NA 4549
Chr21 1575804 ACATTCT A Chr21_1575804_ACATTCT_AACATTCT_A INDEL 42356.59 54 29 38 43 49 50 76 48 48 50 24 36 25 21 54 29 38 43 49 50 76 48 48 50 24 36 25 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575805_1575810delCATTCTNA NA NA NA NA
Chr21 1575813 T TAAAA Chr21_1575813_T_TAAAAT_TAAAA INDEL 42896.59 55 28 37 42 48 47 74 47 48 49 24 35 24 21 55 28 37 42 48 47 74 47 48 49 24 35 24 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2599_-2598insTTTTNA NA NA NA 2029
Chr21 1575813 T TAAAA Chr21_1575813_T_TAAAAT_TAAAA INDEL 42896.59 55 28 37 42 48 47 74 47 48 49 24 35 24 21 55 28 37 42 48 47 74 47 48 49 24 35 24 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1052_*1053insAAAANA NA NA NA 1053
Chr21 1575813 T TAAAA Chr21_1575813_T_TAAAAT_TAAAA INDEL 42896.59 55 28 37 42 48 47 74 47 48 49 24 35 24 21 55 28 37 42 48 47 74 47 48 49 24 35 24 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2963_*2964insTTTTNA NA NA NA 2411
Chr21 1575813 T TAAAA Chr21_1575813_T_TAAAAT_TAAAA INDEL 42896.59 55 28 37 42 48 47 74 47 48 49 24 35 24 21 55 28 37 42 48 47 74 47 48 49 24 35 24 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4796_*4797insTTTTNA NA NA NA 4546
Chr21 1575813 T TAAAA Chr21_1575813_T_TAAAAT_TAAAA INDEL 42896.59 55 28 37 42 48 47 74 47 48 49 24 35 24 21 55 28 37 42 48 47 74 47 48 49 24 35 24 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2963_*2964insTTTTNA NA NA NA 2963
Chr21 1575813 T TAAAA Chr21_1575813_T_TAAAAT_TAAAA INDEL 42896.59 55 28 37 42 48 47 74 47 48 49 24 35 24 21 55 28 37 42 48 47 74 47 48 49 24 35 24 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4796_*4797insTTTTNA NA NA NA 4540
Chr21 1575813 T TAAAA Chr21_1575813_T_TAAAAT_TAAAA INDEL 42896.59 55 28 37 42 48 47 74 47 48 49 24 35 24 21 55 28 37 42 48 47 74 47 48 49 24 35 24 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4796_*4797insTTTTNA NA NA NA 4540
Chr21 1575813 T TAAAA Chr21_1575813_T_TAAAAT_TAAAA INDEL 42896.59 55 28 37 42 48 47 74 47 48 49 24 35 24 21 55 28 37 42 48 47 74 47 48 49 24 35 24 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4796_*4797insTTTTNA NA NA NA 4540
Chr21 1575813 T TAAAA Chr21_1575813_T_TAAAAT_TAAAA INDEL 42896.59 55 28 37 42 48 47 74 47 48 49 24 35 24 21 55 28 37 42 48 47 74 47 48 49 24 35 24 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4796_*4797insTTTTNA NA NA NA 4540
Chr21 1575813 T TAAAA Chr21_1575813_T_TAAAAT_TAAAA INDEL 42896.59 55 28 37 42 48 47 74 47 48 49 24 35 24 21 55 28 37 42 48 47 74 47 48 49 24 35 24 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575813_1575814insAAAANA NA NA NA NA
Chr21 1575814 T TA Chr21_1575814_T_TAT_TA INDEL 42581.59 54 28 38 44 45 46 77 49 49 44 23 35 23 21 54 28 38 44 45 46 77 49 49 44 23 35 23 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2600_-2599insTNA NA NA NA 2030
Chr21 1575814 T TA Chr21_1575814_T_TAT_TA INDEL 42581.59 54 28 38 44 45 46 77 49 49 44 23 35 23 21 54 28 38 44 45 46 77 49 49 44 23 35 23 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1053_*1054insANA NA NA NA 1054
Chr21 1575814 T TA Chr21_1575814_T_TAT_TA INDEL 42581.59 54 28 38 44 45 46 77 49 49 44 23 35 23 21 54 28 38 44 45 46 77 49 49 44 23 35 23 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2962_*2963insTNA NA NA NA 2410
Chr21 1575814 T TA Chr21_1575814_T_TAT_TA INDEL 42581.59 54 28 38 44 45 46 77 49 49 44 23 35 23 21 54 28 38 44 45 46 77 49 49 44 23 35 23 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4795_*4796insTNA NA NA NA 4545
Chr21 1575814 T TA Chr21_1575814_T_TAT_TA INDEL 42581.59 54 28 38 44 45 46 77 49 49 44 23 35 23 21 54 28 38 44 45 46 77 49 49 44 23 35 23 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2962_*2963insTNA NA NA NA 2962
Chr21 1575814 T TA Chr21_1575814_T_TAT_TA INDEL 42581.59 54 28 38 44 45 46 77 49 49 44 23 35 23 21 54 28 38 44 45 46 77 49 49 44 23 35 23 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4795_*4796insTNA NA NA NA 4539
Chr21 1575814 T TA Chr21_1575814_T_TAT_TA INDEL 42581.59 54 28 38 44 45 46 77 49 49 44 23 35 23 21 54 28 38 44 45 46 77 49 49 44 23 35 23 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4795_*4796insTNA NA NA NA 4539
Chr21 1575814 T TA Chr21_1575814_T_TAT_TA INDEL 42581.59 54 28 38 44 45 46 77 49 49 44 23 35 23 21 54 28 38 44 45 46 77 49 49 44 23 35 23 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4795_*4796insTNA NA NA NA 4539
Chr21 1575814 T TA Chr21_1575814_T_TAT_TA INDEL 42581.59 54 28 38 44 45 46 77 49 49 44 23 35 23 21 54 28 38 44 45 46 77 49 49 44 23 35 23 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4795_*4796insTNA NA NA NA 4539
Chr21 1575814 T TA Chr21_1575814_T_TAT_TA INDEL 42581.59 54 28 38 44 45 46 77 49 49 44 23 35 23 21 54 28 38 44 45 46 77 49 49 44 23 35 23 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575814_1575815insANA NA NA NA NA
Chr21 1575818 A ATC Chr21_1575818_A_ATCA_ATC INDEL 41186.59 50 28 38 40 46 44 79 48 45 40 26 35 24 19 50 28 38 40 46 44 79 48 45 40 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2604_-2603insGANA NA NA NA 2034
Chr21 1575818 A ATC Chr21_1575818_A_ATCA_ATC INDEL 41186.59 50 28 38 40 46 44 79 48 45 40 26 35 24 19 50 28 38 40 46 44 79 48 45 40 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1057_*1058insTCNA NA NA NA 1058
Chr21 1575818 A ATC Chr21_1575818_A_ATCA_ATC INDEL 41186.59 50 28 38 40 46 44 79 48 45 40 26 35 24 19 50 28 38 40 46 44 79 48 45 40 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2958_*2959insGANA NA NA NA 2406
Chr21 1575818 A ATC Chr21_1575818_A_ATCA_ATC INDEL 41186.59 50 28 38 40 46 44 79 48 45 40 26 35 24 19 50 28 38 40 46 44 79 48 45 40 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4791_*4792insGANA NA NA NA 4541
Chr21 1575818 A ATC Chr21_1575818_A_ATCA_ATC INDEL 41186.59 50 28 38 40 46 44 79 48 45 40 26 35 24 19 50 28 38 40 46 44 79 48 45 40 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2958_*2959insGANA NA NA NA 2958
Chr21 1575818 A ATC Chr21_1575818_A_ATCA_ATC INDEL 41186.59 50 28 38 40 46 44 79 48 45 40 26 35 24 19 50 28 38 40 46 44 79 48 45 40 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4791_*4792insGANA NA NA NA 4535
Chr21 1575818 A ATC Chr21_1575818_A_ATCA_ATC INDEL 41186.59 50 28 38 40 46 44 79 48 45 40 26 35 24 19 50 28 38 40 46 44 79 48 45 40 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4791_*4792insGANA NA NA NA 4535
Chr21 1575818 A ATC Chr21_1575818_A_ATCA_ATC INDEL 41186.59 50 28 38 40 46 44 79 48 45 40 26 35 24 19 50 28 38 40 46 44 79 48 45 40 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4791_*4792insGANA NA NA NA 4535
Chr21 1575818 A ATC Chr21_1575818_A_ATCA_ATC INDEL 41186.59 50 28 38 40 46 44 79 48 45 40 26 35 24 19 50 28 38 40 46 44 79 48 45 40 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4791_*4792insGANA NA NA NA 4535
Chr21 1575818 A ATC Chr21_1575818_A_ATCA_ATC INDEL 41186.59 50 28 38 40 46 44 79 48 45 40 26 35 24 19 50 28 38 40 46 44 79 48 45 40 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575818_1575819insTCNA NA NA NA NA
Chr21 1575819 A C Chr21_1575819_A_CA_C SNP 41150.63 51 28 37 40 44 46 78 47 46 41 26 35 24 19 51 28 37 40 44 46 78 47 46 41 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2604T>G NA NA NA NA 2034
Chr21 1575819 A C Chr21_1575819_A_CA_C SNP 41150.63 51 28 37 40 44 46 78 47 46 41 26 35 24 19 51 28 37 40 44 46 78 47 46 41 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1058A>C NA NA NA NA 1058
Chr21 1575819 A C Chr21_1575819_A_CA_C SNP 41150.63 51 28 37 40 44 46 78 47 46 41 26 35 24 19 51 28 37 40 44 46 78 47 46 41 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2958T>G NA NA NA NA 2406



Chr21 1575819 A C Chr21_1575819_A_CA_C SNP 41150.63 51 28 37 40 44 46 78 47 46 41 26 35 24 19 51 28 37 40 44 46 78 47 46 41 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4791T>G NA NA NA NA 4541
Chr21 1575819 A C Chr21_1575819_A_CA_C SNP 41150.63 51 28 37 40 44 46 78 47 46 41 26 35 24 19 51 28 37 40 44 46 78 47 46 41 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2958T>G NA NA NA NA 2958
Chr21 1575819 A C Chr21_1575819_A_CA_C SNP 41150.63 51 28 37 40 44 46 78 47 46 41 26 35 24 19 51 28 37 40 44 46 78 47 46 41 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4791T>G NA NA NA NA 4535
Chr21 1575819 A C Chr21_1575819_A_CA_C SNP 41150.63 51 28 37 40 44 46 78 47 46 41 26 35 24 19 51 28 37 40 44 46 78 47 46 41 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4791T>G NA NA NA NA 4535
Chr21 1575819 A C Chr21_1575819_A_CA_C SNP 41150.63 51 28 37 40 44 46 78 47 46 41 26 35 24 19 51 28 37 40 44 46 78 47 46 41 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4791T>G NA NA NA NA 4535
Chr21 1575819 A C Chr21_1575819_A_CA_C SNP 41150.63 51 28 37 40 44 46 78 47 46 41 26 35 24 19 51 28 37 40 44 46 78 47 46 41 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4791T>G NA NA NA NA 4535
Chr21 1575819 A C Chr21_1575819_A_CA_C SNP 41150.63 51 28 37 40 44 46 78 47 46 41 26 35 24 19 51 28 37 40 44 46 78 47 46 41 26 35 24 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575819A>CNA NA NA NA NA
Chr21 1575823 T TTGG Chr21_1575823_T_TTGGT_TTGG INDEL 43166.59 48 29 35 38 45 47 78 48 44 43 26 36 21 18 48 29 35 38 45 47 78 48 44 43 26 36 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2609_-2608insCCANA NA NA NA 2039
Chr21 1575823 T TTGG Chr21_1575823_T_TTGGT_TTGG INDEL 43166.59 48 29 35 38 45 47 78 48 44 43 26 36 21 18 48 29 35 38 45 47 78 48 44 43 26 36 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1062_*1063insTGGNA NA NA NA 1063
Chr21 1575823 T TTGG Chr21_1575823_T_TTGGT_TTGG INDEL 43166.59 48 29 35 38 45 47 78 48 44 43 26 36 21 18 48 29 35 38 45 47 78 48 44 43 26 36 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2953_*2954insCCANA NA NA NA 2401
Chr21 1575823 T TTGG Chr21_1575823_T_TTGGT_TTGG INDEL 43166.59 48 29 35 38 45 47 78 48 44 43 26 36 21 18 48 29 35 38 45 47 78 48 44 43 26 36 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4786_*4787insCCANA NA NA NA 4536
Chr21 1575823 T TTGG Chr21_1575823_T_TTGGT_TTGG INDEL 43166.59 48 29 35 38 45 47 78 48 44 43 26 36 21 18 48 29 35 38 45 47 78 48 44 43 26 36 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2953_*2954insCCANA NA NA NA 2953
Chr21 1575823 T TTGG Chr21_1575823_T_TTGGT_TTGG INDEL 43166.59 48 29 35 38 45 47 78 48 44 43 26 36 21 18 48 29 35 38 45 47 78 48 44 43 26 36 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4786_*4787insCCANA NA NA NA 4530
Chr21 1575823 T TTGG Chr21_1575823_T_TTGGT_TTGG INDEL 43166.59 48 29 35 38 45 47 78 48 44 43 26 36 21 18 48 29 35 38 45 47 78 48 44 43 26 36 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4786_*4787insCCANA NA NA NA 4530
Chr21 1575823 T TTGG Chr21_1575823_T_TTGGT_TTGG INDEL 43166.59 48 29 35 38 45 47 78 48 44 43 26 36 21 18 48 29 35 38 45 47 78 48 44 43 26 36 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4786_*4787insCCANA NA NA NA 4530
Chr21 1575823 T TTGG Chr21_1575823_T_TTGGT_TTGG INDEL 43166.59 48 29 35 38 45 47 78 48 44 43 26 36 21 18 48 29 35 38 45 47 78 48 44 43 26 36 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4786_*4787insCCANA NA NA NA 4530
Chr21 1575823 T TTGG Chr21_1575823_T_TTGGT_TTGG INDEL 43166.59 48 29 35 38 45 47 78 48 44 43 26 36 21 18 48 29 35 38 45 47 78 48 44 43 26 36 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575823_1575824insTGGNA NA NA NA NA
Chr21 1575824 A AGCACCGG Chr21_1575824_A_AGCACCGGA_AGCACCGGINDEL 42941.59 48 29 36 40 47 46 75 51 44 40 26 37 21 18 48 29 36 40 47 46 75 51 44 40 26 37 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2610_-2609insCCGGTGCNA NA NA NA 2040
Chr21 1575824 A AGCACCGG Chr21_1575824_A_AGCACCGGA_AGCACCGGINDEL 42941.59 48 29 36 40 47 46 75 51 44 40 26 37 21 18 48 29 36 40 47 46 75 51 44 40 26 37 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1063_*1064insGCACCGGNA NA NA NA 1064
Chr21 1575824 A AGCACCGG Chr21_1575824_A_AGCACCGGA_AGCACCGGINDEL 42941.59 48 29 36 40 47 46 75 51 44 40 26 37 21 18 48 29 36 40 47 46 75 51 44 40 26 37 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2952_*2953insCCGGTGCNA NA NA NA 2400
Chr21 1575824 A AGCACCGG Chr21_1575824_A_AGCACCGGA_AGCACCGGINDEL 42941.59 48 29 36 40 47 46 75 51 44 40 26 37 21 18 48 29 36 40 47 46 75 51 44 40 26 37 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4785_*4786insCCGGTGCNA NA NA NA 4535
Chr21 1575824 A AGCACCGG Chr21_1575824_A_AGCACCGGA_AGCACCGGINDEL 42941.59 48 29 36 40 47 46 75 51 44 40 26 37 21 18 48 29 36 40 47 46 75 51 44 40 26 37 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2952_*2953insCCGGTGCNA NA NA NA 2952
Chr21 1575824 A AGCACCGG Chr21_1575824_A_AGCACCGGA_AGCACCGGINDEL 42941.59 48 29 36 40 47 46 75 51 44 40 26 37 21 18 48 29 36 40 47 46 75 51 44 40 26 37 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4785_*4786insCCGGTGCNA NA NA NA 4529
Chr21 1575824 A AGCACCGG Chr21_1575824_A_AGCACCGGA_AGCACCGGINDEL 42941.59 48 29 36 40 47 46 75 51 44 40 26 37 21 18 48 29 36 40 47 46 75 51 44 40 26 37 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4785_*4786insCCGGTGCNA NA NA NA 4529
Chr21 1575824 A AGCACCGG Chr21_1575824_A_AGCACCGGA_AGCACCGGINDEL 42941.59 48 29 36 40 47 46 75 51 44 40 26 37 21 18 48 29 36 40 47 46 75 51 44 40 26 37 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4785_*4786insCCGGTGCNA NA NA NA 4529
Chr21 1575824 A AGCACCGG Chr21_1575824_A_AGCACCGGA_AGCACCGGINDEL 42941.59 48 29 36 40 47 46 75 51 44 40 26 37 21 18 48 29 36 40 47 46 75 51 44 40 26 37 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4785_*4786insCCGGTGCNA NA NA NA 4529
Chr21 1575824 A AGCACCGG Chr21_1575824_A_AGCACCGGA_AGCACCGGINDEL 42941.59 48 29 36 40 47 46 75 51 44 40 26 37 21 18 48 29 36 40 47 46 75 51 44 40 26 37 21 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575824_1575825insGCACCGGNA NA NA NA NA
Chr21 1575826 C G Chr21_1575826_C_GC_G SNP 41960.63 49 31 35 43 43 49 76 50 47 43 27 33 20 19 49 31 35 43 43 49 76 50 47 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2611G>C NA NA NA NA 2041
Chr21 1575826 C G Chr21_1575826_C_GC_G SNP 41960.63 49 31 35 43 43 49 76 50 47 43 27 33 20 19 49 31 35 43 43 49 76 50 47 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1065C>G NA NA NA NA 1065
Chr21 1575826 C G Chr21_1575826_C_GC_G SNP 41960.63 49 31 35 43 43 49 76 50 47 43 27 33 20 19 49 31 35 43 43 49 76 50 47 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2951G>C NA NA NA NA 2399
Chr21 1575826 C G Chr21_1575826_C_GC_G SNP 41960.63 49 31 35 43 43 49 76 50 47 43 27 33 20 19 49 31 35 43 43 49 76 50 47 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4784G>C NA NA NA NA 4534
Chr21 1575826 C G Chr21_1575826_C_GC_G SNP 41960.63 49 31 35 43 43 49 76 50 47 43 27 33 20 19 49 31 35 43 43 49 76 50 47 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2951G>C NA NA NA NA 2951
Chr21 1575826 C G Chr21_1575826_C_GC_G SNP 41960.63 49 31 35 43 43 49 76 50 47 43 27 33 20 19 49 31 35 43 43 49 76 50 47 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4784G>C NA NA NA NA 4528
Chr21 1575826 C G Chr21_1575826_C_GC_G SNP 41960.63 49 31 35 43 43 49 76 50 47 43 27 33 20 19 49 31 35 43 43 49 76 50 47 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4784G>C NA NA NA NA 4528
Chr21 1575826 C G Chr21_1575826_C_GC_G SNP 41960.63 49 31 35 43 43 49 76 50 47 43 27 33 20 19 49 31 35 43 43 49 76 50 47 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4784G>C NA NA NA NA 4528
Chr21 1575826 C G Chr21_1575826_C_GC_G SNP 41960.63 49 31 35 43 43 49 76 50 47 43 27 33 20 19 49 31 35 43 43 49 76 50 47 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4784G>C NA NA NA NA 4528
Chr21 1575826 C G Chr21_1575826_C_GC_G SNP 41960.63 49 31 35 43 43 49 76 50 47 43 27 33 20 19 49 31 35 43 43 49 76 50 47 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575826C>GNA NA NA NA NA
Chr21 1575828 T G Chr21_1575828_T_GT_G SNP 40160.63 48 31 34 44 43 50 77 50 49 43 27 33 20 19 48 31 34 44 43 50 77 50 49 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2613A>C NA NA NA NA 2043
Chr21 1575828 T G Chr21_1575828_T_GT_G SNP 40160.63 48 31 34 44 43 50 77 50 49 43 27 33 20 19 48 31 34 44 43 50 77 50 49 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1067T>G NA NA NA NA 1067
Chr21 1575828 T G Chr21_1575828_T_GT_G SNP 40160.63 48 31 34 44 43 50 77 50 49 43 27 33 20 19 48 31 34 44 43 50 77 50 49 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2949A>C NA NA NA NA 2397
Chr21 1575828 T G Chr21_1575828_T_GT_G SNP 40160.63 48 31 34 44 43 50 77 50 49 43 27 33 20 19 48 31 34 44 43 50 77 50 49 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4782A>C NA NA NA NA 4532
Chr21 1575828 T G Chr21_1575828_T_GT_G SNP 40160.63 48 31 34 44 43 50 77 50 49 43 27 33 20 19 48 31 34 44 43 50 77 50 49 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2949A>C NA NA NA NA 2949
Chr21 1575828 T G Chr21_1575828_T_GT_G SNP 40160.63 48 31 34 44 43 50 77 50 49 43 27 33 20 19 48 31 34 44 43 50 77 50 49 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4782A>C NA NA NA NA 4526
Chr21 1575828 T G Chr21_1575828_T_GT_G SNP 40160.63 48 31 34 44 43 50 77 50 49 43 27 33 20 19 48 31 34 44 43 50 77 50 49 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4782A>C NA NA NA NA 4526
Chr21 1575828 T G Chr21_1575828_T_GT_G SNP 40160.63 48 31 34 44 43 50 77 50 49 43 27 33 20 19 48 31 34 44 43 50 77 50 49 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4782A>C NA NA NA NA 4526
Chr21 1575828 T G Chr21_1575828_T_GT_G SNP 40160.63 48 31 34 44 43 50 77 50 49 43 27 33 20 19 48 31 34 44 43 50 77 50 49 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4782A>C NA NA NA NA 4526
Chr21 1575828 T G Chr21_1575828_T_GT_G SNP 40160.63 48 31 34 44 43 50 77 50 49 43 27 33 20 19 48 31 34 44 43 50 77 50 49 43 27 33 20 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575828T>GNA NA NA NA NA
Chr21 1575833 A AG Chr21_1575833_A_AGA_AG INDEL 41321.59 48 31 34 42 41 51 78 44 48 41 28 35 20 20 48 31 34 42 41 51 78 44 48 41 28 35 20 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2619_-2618insCNA NA NA NA 2049
Chr21 1575833 A AG Chr21_1575833_A_AGA_AG INDEL 41321.59 48 31 34 42 41 51 78 44 48 41 28 35 20 20 48 31 34 42 41 51 78 44 48 41 28 35 20 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1072_*1073insGNA NA NA NA 1073
Chr21 1575833 A AG Chr21_1575833_A_AGA_AG INDEL 41321.59 48 31 34 42 41 51 78 44 48 41 28 35 20 20 48 31 34 42 41 51 78 44 48 41 28 35 20 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2943_*2944insCNA NA NA NA 2391
Chr21 1575833 A AG Chr21_1575833_A_AGA_AG INDEL 41321.59 48 31 34 42 41 51 78 44 48 41 28 35 20 20 48 31 34 42 41 51 78 44 48 41 28 35 20 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4776_*4777insCNA NA NA NA 4526
Chr21 1575833 A AG Chr21_1575833_A_AGA_AG INDEL 41321.59 48 31 34 42 41 51 78 44 48 41 28 35 20 20 48 31 34 42 41 51 78 44 48 41 28 35 20 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2943_*2944insCNA NA NA NA 2943
Chr21 1575833 A AG Chr21_1575833_A_AGA_AG INDEL 41321.59 48 31 34 42 41 51 78 44 48 41 28 35 20 20 48 31 34 42 41 51 78 44 48 41 28 35 20 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4776_*4777insCNA NA NA NA 4520
Chr21 1575833 A AG Chr21_1575833_A_AGA_AG INDEL 41321.59 48 31 34 42 41 51 78 44 48 41 28 35 20 20 48 31 34 42 41 51 78 44 48 41 28 35 20 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4776_*4777insCNA NA NA NA 4520
Chr21 1575833 A AG Chr21_1575833_A_AGA_AG INDEL 41321.59 48 31 34 42 41 51 78 44 48 41 28 35 20 20 48 31 34 42 41 51 78 44 48 41 28 35 20 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4776_*4777insCNA NA NA NA 4520
Chr21 1575833 A AG Chr21_1575833_A_AGA_AG INDEL 41321.59 48 31 34 42 41 51 78 44 48 41 28 35 20 20 48 31 34 42 41 51 78 44 48 41 28 35 20 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4776_*4777insCNA NA NA NA 4520
Chr21 1575833 A AG Chr21_1575833_A_AGA_AG INDEL 41321.59 48 31 34 42 41 51 78 44 48 41 28 35 20 20 48 31 34 42 41 51 78 44 48 41 28 35 20 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575833_1575834insGNA NA NA NA NA
Chr21 1575834 T TACA Chr21_1575834_T_TACAT_TACA INDEL 41366.59 47 30 35 42 41 51 78 44 48 41 27 35 20 21 47 30 35 42 41 51 78 44 48 41 27 35 20 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2620_-2619insTGTNA NA NA NA 2050
Chr21 1575834 T TACA Chr21_1575834_T_TACAT_TACA INDEL 41366.59 47 30 35 42 41 51 78 44 48 41 27 35 20 21 47 30 35 42 41 51 78 44 48 41 27 35 20 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1073_*1074insACANA NA NA NA 1074
Chr21 1575834 T TACA Chr21_1575834_T_TACAT_TACA INDEL 41366.59 47 30 35 42 41 51 78 44 48 41 27 35 20 21 47 30 35 42 41 51 78 44 48 41 27 35 20 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2942_*2943insTGTNA NA NA NA 2390
Chr21 1575834 T TACA Chr21_1575834_T_TACAT_TACA INDEL 41366.59 47 30 35 42 41 51 78 44 48 41 27 35 20 21 47 30 35 42 41 51 78 44 48 41 27 35 20 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4775_*4776insTGTNA NA NA NA 4525
Chr21 1575834 T TACA Chr21_1575834_T_TACAT_TACA INDEL 41366.59 47 30 35 42 41 51 78 44 48 41 27 35 20 21 47 30 35 42 41 51 78 44 48 41 27 35 20 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2942_*2943insTGTNA NA NA NA 2942
Chr21 1575834 T TACA Chr21_1575834_T_TACAT_TACA INDEL 41366.59 47 30 35 42 41 51 78 44 48 41 27 35 20 21 47 30 35 42 41 51 78 44 48 41 27 35 20 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4775_*4776insTGTNA NA NA NA 4519
Chr21 1575834 T TACA Chr21_1575834_T_TACAT_TACA INDEL 41366.59 47 30 35 42 41 51 78 44 48 41 27 35 20 21 47 30 35 42 41 51 78 44 48 41 27 35 20 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4775_*4776insTGTNA NA NA NA 4519
Chr21 1575834 T TACA Chr21_1575834_T_TACAT_TACA INDEL 41366.59 47 30 35 42 41 51 78 44 48 41 27 35 20 21 47 30 35 42 41 51 78 44 48 41 27 35 20 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4775_*4776insTGTNA NA NA NA 4519
Chr21 1575834 T TACA Chr21_1575834_T_TACAT_TACA INDEL 41366.59 47 30 35 42 41 51 78 44 48 41 27 35 20 21 47 30 35 42 41 51 78 44 48 41 27 35 20 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4775_*4776insTGTNA NA NA NA 4519
Chr21 1575834 T TACA Chr21_1575834_T_TACAT_TACA INDEL 41366.59 47 30 35 42 41 51 78 44 48 41 27 35 20 21 47 30 35 42 41 51 78 44 48 41 27 35 20 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575834_1575835insACANA NA NA NA NA
Chr21 1575838 G C Chr21_1575838_G_CG_C SNP 42590.63 47 26 33 41 41 51 75 46 46 42 25 36 17 19 47 26 33 41 41 51 75 46 46 42 25 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2623C>G NA NA NA NA 2053
Chr21 1575838 G C Chr21_1575838_G_CG_C SNP 42590.63 47 26 33 41 41 51 75 46 46 42 25 36 17 19 47 26 33 41 41 51 75 46 46 42 25 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1077G>C NA NA NA NA 1077
Chr21 1575838 G C Chr21_1575838_G_CG_C SNP 42590.63 47 26 33 41 41 51 75 46 46 42 25 36 17 19 47 26 33 41 41 51 75 46 46 42 25 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2939C>G NA NA NA NA 2387
Chr21 1575838 G C Chr21_1575838_G_CG_C SNP 42590.63 47 26 33 41 41 51 75 46 46 42 25 36 17 19 47 26 33 41 41 51 75 46 46 42 25 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4772C>G NA NA NA NA 4522
Chr21 1575838 G C Chr21_1575838_G_CG_C SNP 42590.63 47 26 33 41 41 51 75 46 46 42 25 36 17 19 47 26 33 41 41 51 75 46 46 42 25 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2939C>G NA NA NA NA 2939
Chr21 1575838 G C Chr21_1575838_G_CG_C SNP 42590.63 47 26 33 41 41 51 75 46 46 42 25 36 17 19 47 26 33 41 41 51 75 46 46 42 25 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4772C>G NA NA NA NA 4516
Chr21 1575838 G C Chr21_1575838_G_CG_C SNP 42590.63 47 26 33 41 41 51 75 46 46 42 25 36 17 19 47 26 33 41 41 51 75 46 46 42 25 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4772C>G NA NA NA NA 4516
Chr21 1575838 G C Chr21_1575838_G_CG_C SNP 42590.63 47 26 33 41 41 51 75 46 46 42 25 36 17 19 47 26 33 41 41 51 75 46 46 42 25 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4772C>G NA NA NA NA 4516
Chr21 1575838 G C Chr21_1575838_G_CG_C SNP 42590.63 47 26 33 41 41 51 75 46 46 42 25 36 17 19 47 26 33 41 41 51 75 46 46 42 25 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4772C>G NA NA NA NA 4516
Chr21 1575838 G C Chr21_1575838_G_CG_C SNP 42590.63 47 26 33 41 41 51 75 46 46 42 25 36 17 19 47 26 33 41 41 51 75 46 46 42 25 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575838G>CNA NA NA NA NA
Chr21 1575839 G GCTACAATC Chr21_1575839_G_GCTACAATCG_GCTACAATCINDEL 42626.59 47 26 33 42 40 49 76 46 46 41 27 36 17 19 47 26 33 42 40 49 76 46 46 41 27 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2625_-2624insGATTGTAGNA NA NA NA 2055
Chr21 1575839 G GCTACAATC Chr21_1575839_G_GCTACAATCG_GCTACAATCINDEL 42626.59 47 26 33 42 40 49 76 46 46 41 27 36 17 19 47 26 33 42 40 49 76 46 46 41 27 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1078_*1079insCTACAATCNA NA NA NA 1079
Chr21 1575839 G GCTACAATC Chr21_1575839_G_GCTACAATCG_GCTACAATCINDEL 42626.59 47 26 33 42 40 49 76 46 46 41 27 36 17 19 47 26 33 42 40 49 76 46 46 41 27 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2937_*2938insGATTGTAGNA NA NA NA 2385
Chr21 1575839 G GCTACAATC Chr21_1575839_G_GCTACAATCG_GCTACAATCINDEL 42626.59 47 26 33 42 40 49 76 46 46 41 27 36 17 19 47 26 33 42 40 49 76 46 46 41 27 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4770_*4771insGATTGTAGNA NA NA NA 4520
Chr21 1575839 G GCTACAATC Chr21_1575839_G_GCTACAATCG_GCTACAATCINDEL 42626.59 47 26 33 42 40 49 76 46 46 41 27 36 17 19 47 26 33 42 40 49 76 46 46 41 27 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2937_*2938insGATTGTAGNA NA NA NA 2937
Chr21 1575839 G GCTACAATC Chr21_1575839_G_GCTACAATCG_GCTACAATCINDEL 42626.59 47 26 33 42 40 49 76 46 46 41 27 36 17 19 47 26 33 42 40 49 76 46 46 41 27 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4770_*4771insGATTGTAGNA NA NA NA 4514
Chr21 1575839 G GCTACAATC Chr21_1575839_G_GCTACAATCG_GCTACAATCINDEL 42626.59 47 26 33 42 40 49 76 46 46 41 27 36 17 19 47 26 33 42 40 49 76 46 46 41 27 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4770_*4771insGATTGTAGNA NA NA NA 4514
Chr21 1575839 G GCTACAATC Chr21_1575839_G_GCTACAATCG_GCTACAATCINDEL 42626.59 47 26 33 42 40 49 76 46 46 41 27 36 17 19 47 26 33 42 40 49 76 46 46 41 27 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4770_*4771insGATTGTAGNA NA NA NA 4514
Chr21 1575839 G GCTACAATC Chr21_1575839_G_GCTACAATCG_GCTACAATCINDEL 42626.59 47 26 33 42 40 49 76 46 46 41 27 36 17 19 47 26 33 42 40 49 76 46 46 41 27 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4770_*4771insGATTGTAGNA NA NA NA 4514
Chr21 1575839 G GCTACAATC Chr21_1575839_G_GCTACAATCG_GCTACAATCINDEL 42626.59 47 26 33 42 40 49 76 46 46 41 27 36 17 19 47 26 33 42 40 49 76 46 46 41 27 36 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575839_1575840insCTACAATCNA NA NA NA NA
Chr21 1575842 T TC Chr21_1575842_T_TCT_TC INDEL 41077.59 47 27 31 43 38 47 76 48 48 39 28 36 17 16 47 27 31 43 38 47 76 48 48 39 28 36 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2628_-2627insGNA NA NA NA 2058
Chr21 1575842 T TC Chr21_1575842_T_TCT_TC INDEL 41077.59 47 27 31 43 38 47 76 48 48 39 28 36 17 16 47 27 31 43 38 47 76 48 48 39 28 36 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1081_*1082insCNA NA NA NA 1082
Chr21 1575842 T TC Chr21_1575842_T_TCT_TC INDEL 41077.59 47 27 31 43 38 47 76 48 48 39 28 36 17 16 47 27 31 43 38 47 76 48 48 39 28 36 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2934_*2935insGNA NA NA NA 2382
Chr21 1575842 T TC Chr21_1575842_T_TCT_TC INDEL 41077.59 47 27 31 43 38 47 76 48 48 39 28 36 17 16 47 27 31 43 38 47 76 48 48 39 28 36 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4767_*4768insGNA NA NA NA 4517
Chr21 1575842 T TC Chr21_1575842_T_TCT_TC INDEL 41077.59 47 27 31 43 38 47 76 48 48 39 28 36 17 16 47 27 31 43 38 47 76 48 48 39 28 36 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2934_*2935insGNA NA NA NA 2934
Chr21 1575842 T TC Chr21_1575842_T_TCT_TC INDEL 41077.59 47 27 31 43 38 47 76 48 48 39 28 36 17 16 47 27 31 43 38 47 76 48 48 39 28 36 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4767_*4768insGNA NA NA NA 4511
Chr21 1575842 T TC Chr21_1575842_T_TCT_TC INDEL 41077.59 47 27 31 43 38 47 76 48 48 39 28 36 17 16 47 27 31 43 38 47 76 48 48 39 28 36 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4767_*4768insGNA NA NA NA 4511
Chr21 1575842 T TC Chr21_1575842_T_TCT_TC INDEL 41077.59 47 27 31 43 38 47 76 48 48 39 28 36 17 16 47 27 31 43 38 47 76 48 48 39 28 36 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4767_*4768insGNA NA NA NA 4511
Chr21 1575842 T TC Chr21_1575842_T_TCT_TC INDEL 41077.59 47 27 31 43 38 47 76 48 48 39 28 36 17 16 47 27 31 43 38 47 76 48 48 39 28 36 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4767_*4768insGNA NA NA NA 4511
Chr21 1575842 T TC Chr21_1575842_T_TCT_TC INDEL 41077.59 47 27 31 43 38 47 76 48 48 39 28 36 17 16 47 27 31 43 38 47 76 48 48 39 28 36 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575842_1575843insCNA NA NA NA NA
Chr21 1575843 T TCC Chr21_1575843_T_TCCT_TCC INDEL 40807.59 49 27 31 47 36 47 77 49 46 39 29 36 16 17 49 27 31 47 36 47 77 49 46 39 29 36 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2499Pp3c21_2499transcript PAC:32915975protein_codingNA c.-2629_-2628insGGNA NA NA NA 2059
Chr21 1575843 T TCC Chr21_1575843_T_TCCT_TCC INDEL 40807.59 49 27 31 47 36 47 77 49 46 39 29 36 16 17 49 27 31 47 36 47 77 49 46 39 29 36 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2521Pp3c21_2521transcript PAC:32916892protein_codingNA c.*1082_*1083insCCNA NA NA NA 1083
Chr21 1575843 T TCC Chr21_1575843_T_TCCT_TCC INDEL 40807.59 49 27 31 47 36 47 77 49 46 39 29 36 16 17 49 27 31 47 36 47 77 49 46 39 29 36 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.*2933_*2934insGGNA NA NA NA 2381
Chr21 1575843 T TCC Chr21_1575843_T_TCCT_TCC INDEL 40807.59 49 27 31 47 36 47 77 49 46 39 29 36 16 17 49 27 31 47 36 47 77 49 46 39 29 36 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*4766_*4767insGGNA NA NA NA 4516
Chr21 1575843 T TCC Chr21_1575843_T_TCCT_TCC INDEL 40807.59 49 27 31 47 36 47 77 49 46 39 29 36 16 17 49 27 31 47 36 47 77 49 46 39 29 36 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.*2933_*2934insGGNA NA NA NA 2933
Chr21 1575843 T TCC Chr21_1575843_T_TCCT_TCC INDEL 40807.59 49 27 31 47 36 47 77 49 46 39 29 36 16 17 49 27 31 47 36 47 77 49 46 39 29 36 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*4766_*4767insGGNA NA NA NA 4510
Chr21 1575843 T TCC Chr21_1575843_T_TCCT_TCC INDEL 40807.59 49 27 31 47 36 47 77 49 46 39 29 36 16 17 49 27 31 47 36 47 77 49 46 39 29 36 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*4766_*4767insGGNA NA NA NA 4510
Chr21 1575843 T TCC Chr21_1575843_T_TCCT_TCC INDEL 40807.59 49 27 31 47 36 47 77 49 46 39 29 36 16 17 49 27 31 47 36 47 77 49 46 39 29 36 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*4766_*4767insGGNA NA NA NA 4510
Chr21 1575843 T TCC Chr21_1575843_T_TCCT_TCC INDEL 40807.59 49 27 31 47 36 47 77 49 46 39 29 36 16 17 49 27 31 47 36 47 77 49 46 39 29 36 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*4766_*4767insGGNA NA NA NA 4510
Chr21 1575843 T TCC Chr21_1575843_T_TCCT_TCC INDEL 40807.59 49 27 31 47 36 47 77 49 46 39 29 36 16 17 49 27 31 47 36 47 77 49 46 39 29 36 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2521-Pp3c21_2590Pp3c21_2521-Pp3c21_2590intergenic_regionPp3c21_2521-Pp3c21_2590NA NA n.1575843_1575844insCCNA NA NA NA NA
Chr21 1580314 AATTTGCG A Chr21_1580314_AATTTGCG_AAATTTGCG_AINDEL 10316.59 14 6 15 14 4 24 12 9 9 8 4 7 8 6 14 6 15 14 4 24 12 9 9 8 4 7 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_coding 01-janv c.-1140_-1134delCGCAAATNA NA NA NA 1134
Chr21 1580314 AATTTGCG A Chr21_1580314_AATTTGCG_AAATTTGCG_AINDEL 10316.59 14 6 15 14 4 24 12 9 9 8 4 7 8 6 14 6 15 14 4 24 12 9 9 8 4 7 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1140_-1134delCGCAAATNA NA NA NA 47
Chr21 1580314 AATTTGCG A Chr21_1580314_AATTTGCG_AAATTTGCG_AINDEL 10316.59 14 6 15 14 4 24 12 9 9 8 4 7 8 6 14 6 15 14 4 24 12 9 9 8 4 7 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*289_*295delCGCAAATNA NA NA NA 45
Chr21 1580314 AATTTGCG A Chr21_1580314_AATTTGCG_AAATTTGCG_AINDEL 10316.59 14 6 15 14 4 24 12 9 9 8 4 7 8 6 14 6 15 14 4 24 12 9 9 8 4 7 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*289_*295delCGCAAATNA NA NA NA 39
Chr21 1580314 AATTTGCG A Chr21_1580314_AATTTGCG_AAATTTGCG_AINDEL 10316.59 14 6 15 14 4 24 12 9 9 8 4 7 8 6 14 6 15 14 4 24 12 9 9 8 4 7 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*289_*295delCGCAAATNA NA NA NA 39
Chr21 1580314 AATTTGCG A Chr21_1580314_AATTTGCG_AAATTTGCG_AINDEL 10316.59 14 6 15 14 4 24 12 9 9 8 4 7 8 6 14 6 15 14 4 24 12 9 9 8 4 7 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*289_*295delCGCAAATNA NA NA NA 39
Chr21 1580314 AATTTGCG A Chr21_1580314_AATTTGCG_AAATTTGCG_AINDEL 10316.59 14 6 15 14 4 24 12 9 9 8 4 7 8 6 14 6 15 14 4 24 12 9 9 8 4 7 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*289_*295delCGCAAATNA NA NA NA 39
Chr21 1580314 AATTTGCG A Chr21_1580314_AATTTGCG_AAATTTGCG_AINDEL 10316.59 14 6 15 14 4 24 12 9 9 8 4 7 8 6 14 6 15 14 4 24 12 9 9 8 4 7 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1330_*1336delCGCAAATNA NA NA NA 1150
Chr21 1580324 T TAA Chr21_1580324_T_TAAT_TAA INDEL 10856.59 15 6 15 14 5 25 14 9 9 8 4 7 9 6 15 6 15 14 5 25 14 9 9 8 4 7 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_coding 01-janv c.-1144_-1143insTTNA NA NA NA 1144
Chr21 1580324 T TAA Chr21_1580324_T_TAAT_TAA INDEL 10856.59 15 6 15 14 5 25 14 9 9 8 4 7 9 6 15 6 15 14 5 25 14 9 9 8 4 7 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1144_-1143insTTNA NA NA NA 57
Chr21 1580324 T TAA Chr21_1580324_T_TAAT_TAA INDEL 10856.59 15 6 15 14 5 25 14 9 9 8 4 7 9 6 15 6 15 14 5 25 14 9 9 8 4 7 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*285_*286insTTNA NA NA NA 35
Chr21 1580324 T TAA Chr21_1580324_T_TAAT_TAA INDEL 10856.59 15 6 15 14 5 25 14 9 9 8 4 7 9 6 15 6 15 14 5 25 14 9 9 8 4 7 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*285_*286insTTNA NA NA NA 29
Chr21 1580324 T TAA Chr21_1580324_T_TAAT_TAA INDEL 10856.59 15 6 15 14 5 25 14 9 9 8 4 7 9 6 15 6 15 14 5 25 14 9 9 8 4 7 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*285_*286insTTNA NA NA NA 29
Chr21 1580324 T TAA Chr21_1580324_T_TAAT_TAA INDEL 10856.59 15 6 15 14 5 25 14 9 9 8 4 7 9 6 15 6 15 14 5 25 14 9 9 8 4 7 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*285_*286insTTNA NA NA NA 29
Chr21 1580324 T TAA Chr21_1580324_T_TAAT_TAA INDEL 10856.59 15 6 15 14 5 25 14 9 9 8 4 7 9 6 15 6 15 14 5 25 14 9 9 8 4 7 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*285_*286insTTNA NA NA NA 29
Chr21 1580324 T TAA Chr21_1580324_T_TAAT_TAA INDEL 10856.59 15 6 15 14 5 25 14 9 9 8 4 7 9 6 15 6 15 14 5 25 14 9 9 8 4 7 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1326_*1327insTTNA NA NA NA 1140
Chr21 1580326 C A Chr21_1580326_C_AC_A SNP 11315.63 15 7 15 16 5 25 14 9 10 8 4 8 10 6 15 7 15 16 5 25 14 9 10 8 4 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_coding 01-janv c.-1145G>T NA NA NA NA 1145
Chr21 1580326 C A Chr21_1580326_C_AC_A SNP 11315.63 15 7 15 16 5 25 14 9 10 8 4 8 10 6 15 7 15 16 5 25 14 9 10 8 4 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1145G>T NA NA NA NA 58
Chr21 1580326 C A Chr21_1580326_C_AC_A SNP 11315.63 15 7 15 16 5 25 14 9 10 8 4 8 10 6 15 7 15 16 5 25 14 9 10 8 4 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*284G>T NA NA NA NA 34
Chr21 1580326 C A Chr21_1580326_C_AC_A SNP 11315.63 15 7 15 16 5 25 14 9 10 8 4 8 10 6 15 7 15 16 5 25 14 9 10 8 4 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*284G>T NA NA NA NA 28
Chr21 1580326 C A Chr21_1580326_C_AC_A SNP 11315.63 15 7 15 16 5 25 14 9 10 8 4 8 10 6 15 7 15 16 5 25 14 9 10 8 4 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*284G>T NA NA NA NA 28
Chr21 1580326 C A Chr21_1580326_C_AC_A SNP 11315.63 15 7 15 16 5 25 14 9 10 8 4 8 10 6 15 7 15 16 5 25 14 9 10 8 4 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*284G>T NA NA NA NA 28
Chr21 1580326 C A Chr21_1580326_C_AC_A SNP 11315.63 15 7 15 16 5 25 14 9 10 8 4 8 10 6 15 7 15 16 5 25 14 9 10 8 4 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*284G>T NA NA NA NA 28
Chr21 1580326 C A Chr21_1580326_C_AC_A SNP 11315.63 15 7 15 16 5 25 14 9 10 8 4 8 10 6 15 7 15 16 5 25 14 9 10 8 4 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1325G>T NA NA NA NA 1139
Chr21 1580329 TCGAGG T Chr21_1580329_TCGAGG_TTCGAGG_T INDEL 11711.59 17 7 15 16 5 27 15 9 12 8 4 9 10 6 17 7 15 16 5 27 15 9 12 8 4 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_coding 01-janv c.-1153_-1149delCCTCGNA NA NA NA 1149
Chr21 1580329 TCGAGG T Chr21_1580329_TCGAGG_TTCGAGG_T INDEL 11711.59 17 7 15 16 5 27 15 9 12 8 4 9 10 6 17 7 15 16 5 27 15 9 12 8 4 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1153_-1149delCCTCGNA NA NA NA 62
Chr21 1580329 TCGAGG T Chr21_1580329_TCGAGG_TTCGAGG_T INDEL 11711.59 17 7 15 16 5 27 15 9 12 8 4 9 10 6 17 7 15 16 5 27 15 9 12 8 4 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*276_*280delCCTCGNA NA NA NA 30
Chr21 1580329 TCGAGG T Chr21_1580329_TCGAGG_TTCGAGG_T INDEL 11711.59 17 7 15 16 5 27 15 9 12 8 4 9 10 6 17 7 15 16 5 27 15 9 12 8 4 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*276_*280delCCTCGNA NA NA NA 24
Chr21 1580329 TCGAGG T Chr21_1580329_TCGAGG_TTCGAGG_T INDEL 11711.59 17 7 15 16 5 27 15 9 12 8 4 9 10 6 17 7 15 16 5 27 15 9 12 8 4 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*276_*280delCCTCGNA NA NA NA 24
Chr21 1580329 TCGAGG T Chr21_1580329_TCGAGG_TTCGAGG_T INDEL 11711.59 17 7 15 16 5 27 15 9 12 8 4 9 10 6 17 7 15 16 5 27 15 9 12 8 4 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*276_*280delCCTCGNA NA NA NA 24
Chr21 1580329 TCGAGG T Chr21_1580329_TCGAGG_TTCGAGG_T INDEL 11711.59 17 7 15 16 5 27 15 9 12 8 4 9 10 6 17 7 15 16 5 27 15 9 12 8 4 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*276_*280delCCTCGNA NA NA NA 24
Chr21 1580329 TCGAGG T Chr21_1580329_TCGAGG_TTCGAGG_T INDEL 11711.59 17 7 15 16 5 27 15 9 12 8 4 9 10 6 17 7 15 16 5 27 15 9 12 8 4 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1317_*1321delCCTCGNA NA NA NA 1135
Chr21 1580335 A T Chr21_1580335_A_TA_T SNP 11900.63 17 7 16 16 5 27 16 9 12 9 4 10 10 6 17 7 16 16 5 27 16 9 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_coding 01-janv c.-1154T>A NA NA NA NA 1154
Chr21 1580335 A T Chr21_1580335_A_TA_T SNP 11900.63 17 7 16 16 5 27 16 9 12 9 4 10 10 6 17 7 16 16 5 27 16 9 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1154T>A NA NA NA NA 67
Chr21 1580335 A T Chr21_1580335_A_TA_T SNP 11900.63 17 7 16 16 5 27 16 9 12 9 4 10 10 6 17 7 16 16 5 27 16 9 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*275T>A NA NA NA NA 25
Chr21 1580335 A T Chr21_1580335_A_TA_T SNP 11900.63 17 7 16 16 5 27 16 9 12 9 4 10 10 6 17 7 16 16 5 27 16 9 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*275T>A NA NA NA NA 19
Chr21 1580335 A T Chr21_1580335_A_TA_T SNP 11900.63 17 7 16 16 5 27 16 9 12 9 4 10 10 6 17 7 16 16 5 27 16 9 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*275T>A NA NA NA NA 19
Chr21 1580335 A T Chr21_1580335_A_TA_T SNP 11900.63 17 7 16 16 5 27 16 9 12 9 4 10 10 6 17 7 16 16 5 27 16 9 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*275T>A NA NA NA NA 19
Chr21 1580335 A T Chr21_1580335_A_TA_T SNP 11900.63 17 7 16 16 5 27 16 9 12 9 4 10 10 6 17 7 16 16 5 27 16 9 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*275T>A NA NA NA NA 19
Chr21 1580335 A T Chr21_1580335_A_TA_T SNP 11900.63 17 7 16 16 5 27 16 9 12 9 4 10 10 6 17 7 16 16 5 27 16 9 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1316T>A NA NA NA NA 1130
Chr21 1580337 C CTTA Chr21_1580337_C_CTTAC_CTTA INDEL 12566.59 18 7 16 16 6 27 19 10 12 9 4 10 10 6 18 7 16 16 6 27 19 10 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_coding 01-janv c.-1157_-1156insTAANA NA NA NA 1157
Chr21 1580337 C CTTA Chr21_1580337_C_CTTAC_CTTA INDEL 12566.59 18 7 16 16 6 27 19 10 12 9 4 10 10 6 18 7 16 16 6 27 19 10 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1157_-1156insTAANA NA NA NA 70
Chr21 1580337 C CTTA Chr21_1580337_C_CTTAC_CTTA INDEL 12566.59 18 7 16 16 6 27 19 10 12 9 4 10 10 6 18 7 16 16 6 27 19 10 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*272_*273insTAANA NA NA NA 22
Chr21 1580337 C CTTA Chr21_1580337_C_CTTAC_CTTA INDEL 12566.59 18 7 16 16 6 27 19 10 12 9 4 10 10 6 18 7 16 16 6 27 19 10 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*272_*273insTAANA NA NA NA 16
Chr21 1580337 C CTTA Chr21_1580337_C_CTTAC_CTTA INDEL 12566.59 18 7 16 16 6 27 19 10 12 9 4 10 10 6 18 7 16 16 6 27 19 10 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*272_*273insTAANA NA NA NA 16
Chr21 1580337 C CTTA Chr21_1580337_C_CTTAC_CTTA INDEL 12566.59 18 7 16 16 6 27 19 10 12 9 4 10 10 6 18 7 16 16 6 27 19 10 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*272_*273insTAANA NA NA NA 16
Chr21 1580337 C CTTA Chr21_1580337_C_CTTAC_CTTA INDEL 12566.59 18 7 16 16 6 27 19 10 12 9 4 10 10 6 18 7 16 16 6 27 19 10 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*272_*273insTAANA NA NA NA 16
Chr21 1580337 C CTTA Chr21_1580337_C_CTTAC_CTTA INDEL 12566.59 18 7 16 16 6 27 19 10 12 9 4 10 10 6 18 7 16 16 6 27 19 10 12 9 4 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1313_*1314insTAANA NA NA NA 1127
Chr21 1580340 ATGGG A Chr21_1580340_ATGGG_AATGGG_A INDEL 13106.59 19 7 16 18 7 27 22 11 13 12 4 10 11 8 19 7 16 18 7 27 22 11 13 12 4 10 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_coding 01-janv c.-1163_-1160delCCCANA NA NA NA 1160
Chr21 1580340 ATGGG A Chr21_1580340_ATGGG_AATGGG_A INDEL 13106.59 19 7 16 18 7 27 22 11 13 12 4 10 11 8 19 7 16 18 7 27 22 11 13 12 4 10 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1163_-1160delCCCANA NA NA NA 73
Chr21 1580340 ATGGG A Chr21_1580340_ATGGG_AATGGG_A INDEL 13106.59 19 7 16 18 7 27 22 11 13 12 4 10 11 8 19 7 16 18 7 27 22 11 13 12 4 10 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*266_*269delCCCANA NA NA NA 19
Chr21 1580340 ATGGG A Chr21_1580340_ATGGG_AATGGG_A INDEL 13106.59 19 7 16 18 7 27 22 11 13 12 4 10 11 8 19 7 16 18 7 27 22 11 13 12 4 10 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*266_*269delCCCANA NA NA NA 13
Chr21 1580340 ATGGG A Chr21_1580340_ATGGG_AATGGG_A INDEL 13106.59 19 7 16 18 7 27 22 11 13 12 4 10 11 8 19 7 16 18 7 27 22 11 13 12 4 10 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*266_*269delCCCANA NA NA NA 13
Chr21 1580340 ATGGG A Chr21_1580340_ATGGG_AATGGG_A INDEL 13106.59 19 7 16 18 7 27 22 11 13 12 4 10 11 8 19 7 16 18 7 27 22 11 13 12 4 10 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*266_*269delCCCANA NA NA NA 13
Chr21 1580340 ATGGG A Chr21_1580340_ATGGG_AATGGG_A INDEL 13106.59 19 7 16 18 7 27 22 11 13 12 4 10 11 8 19 7 16 18 7 27 22 11 13 12 4 10 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*266_*269delCCCANA NA NA NA 13
Chr21 1580340 ATGGG A Chr21_1580340_ATGGG_AATGGG_A INDEL 13106.59 19 7 16 18 7 27 22 11 13 12 4 10 11 8 19 7 16 18 7 27 22 11 13 12 4 10 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1307_*1310delCCCANA NA NA NA 1124
Chr21 1580347 CG C Chr21_1580347_CG_CCG_C INDEL 13511.59 19 7 17 20 8 28 22 11 16 13 4 11 10 8 19 7 17 20 8 28 22 11 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_coding 01-janv c.-1167delC NA NA NA NA 1167
Chr21 1580347 CG C Chr21_1580347_CG_CCG_C INDEL 13511.59 19 7 17 20 8 28 22 11 16 13 4 11 10 8 19 7 17 20 8 28 22 11 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1167delC NA NA NA NA 80
Chr21 1580347 CG C Chr21_1580347_CG_CCG_C INDEL 13511.59 19 7 17 20 8 28 22 11 16 13 4 11 10 8 19 7 17 20 8 28 22 11 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*262delC NA NA NA NA 12
Chr21 1580347 CG C Chr21_1580347_CG_CCG_C INDEL 13511.59 19 7 17 20 8 28 22 11 16 13 4 11 10 8 19 7 17 20 8 28 22 11 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*262delC NA NA NA NA 6
Chr21 1580347 CG C Chr21_1580347_CG_CCG_C INDEL 13511.59 19 7 17 20 8 28 22 11 16 13 4 11 10 8 19 7 17 20 8 28 22 11 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*262delC NA NA NA NA 6
Chr21 1580347 CG C Chr21_1580347_CG_CCG_C INDEL 13511.59 19 7 17 20 8 28 22 11 16 13 4 11 10 8 19 7 17 20 8 28 22 11 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*262delC NA NA NA NA 6
Chr21 1580347 CG C Chr21_1580347_CG_CCG_C INDEL 13511.59 19 7 17 20 8 28 22 11 16 13 4 11 10 8 19 7 17 20 8 28 22 11 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*262delC NA NA NA NA 6
Chr21 1580347 CG C Chr21_1580347_CG_CCG_C INDEL 13511.59 19 7 17 20 8 28 22 11 16 13 4 11 10 8 19 7 17 20 8 28 22 11 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1303delC NA NA NA NA 1117
Chr21 1580350 T A Chr21_1580350_T_AT_A SNP 13700.63 19 7 17 20 8 28 22 12 16 13 4 11 10 8 19 7 17 20 8 28 22 12 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.-1169A>T NA NA NA NA 1
Chr21 1580350 T A Chr21_1580350_T_AT_A SNP 13700.63 19 7 17 20 8 28 22 12 16 13 4 11 10 8 19 7 17 20 8 28 22 12 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1169A>T NA NA NA NA 82
Chr21 1580350 T A Chr21_1580350_T_AT_A SNP 13700.63 19 7 17 20 8 28 22 12 16 13 4 11 10 8 19 7 17 20 8 28 22 12 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*260A>T NA NA NA NA 10
Chr21 1580350 T A Chr21_1580350_T_AT_A SNP 13700.63 19 7 17 20 8 28 22 12 16 13 4 11 10 8 19 7 17 20 8 28 22 12 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*260A>T NA NA NA NA 4
Chr21 1580350 T A Chr21_1580350_T_AT_A SNP 13700.63 19 7 17 20 8 28 22 12 16 13 4 11 10 8 19 7 17 20 8 28 22 12 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*260A>T NA NA NA NA 4
Chr21 1580350 T A Chr21_1580350_T_AT_A SNP 13700.63 19 7 17 20 8 28 22 12 16 13 4 11 10 8 19 7 17 20 8 28 22 12 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*260A>T NA NA NA NA 4
Chr21 1580350 T A Chr21_1580350_T_AT_A SNP 13700.63 19 7 17 20 8 28 22 12 16 13 4 11 10 8 19 7 17 20 8 28 22 12 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*260A>T NA NA NA NA 4
Chr21 1580350 T A Chr21_1580350_T_AT_A SNP 13700.63 19 7 17 20 8 28 22 12 16 13 4 11 10 8 19 7 17 20 8 28 22 12 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1301A>T NA NA NA NA 1115
Chr21 1580350 T A Chr21_1580350_T_AT_A SNP 13700.63 19 7 17 20 8 28 22 12 16 13 4 11 10 8 19 7 17 20 8 28 22 12 16 13 4 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2590-Pp3c21_2600Pp3c21_2590-Pp3c21_2600intergenic_regionPp3c21_2590-Pp3c21_2600NA NA n.1580350T>ANA NA NA NA NA
Chr21 1580352 G A Chr21_1580352_G_AG_A SNP 13925.63 19 9 17 20 9 28 22 12 16 13 5 11 10 8 19 9 17 20 9 28 22 12 16 13 5 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.-1171C>T NA NA NA NA 3
Chr21 1580352 G A Chr21_1580352_G_AG_A SNP 13925.63 19 9 17 20 9 28 22 12 16 13 5 11 10 8 19 9 17 20 9 28 22 12 16 13 5 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1171C>T NA NA NA NA 84
Chr21 1580352 G A Chr21_1580352_G_AG_A SNP 13925.63 19 9 17 20 9 28 22 12 16 13 5 11 10 8 19 9 17 20 9 28 22 12 16 13 5 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*258C>T NA NA NA NA 8
Chr21 1580352 G A Chr21_1580352_G_AG_A SNP 13925.63 19 9 17 20 9 28 22 12 16 13 5 11 10 8 19 9 17 20 9 28 22 12 16 13 5 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_codingNA c.*258C>T NA NA NA NA 2
Chr21 1580352 G A Chr21_1580352_G_AG_A SNP 13925.63 19 9 17 20 9 28 22 12 16 13 5 11 10 8 19 9 17 20 9 28 22 12 16 13 5 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_codingNA c.*258C>T NA NA NA NA 2
Chr21 1580352 G A Chr21_1580352_G_AG_A SNP 13925.63 19 9 17 20 9 28 22 12 16 13 5 11 10 8 19 9 17 20 9 28 22 12 16 13 5 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_codingNA c.*258C>T NA NA NA NA 2
Chr21 1580352 G A Chr21_1580352_G_AG_A SNP 13925.63 19 9 17 20 9 28 22 12 16 13 5 11 10 8 19 9 17 20 9 28 22 12 16 13 5 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_codingNA c.*258C>T NA NA NA NA 2
Chr21 1580352 G A Chr21_1580352_G_AG_A SNP 13925.63 19 9 17 20 9 28 22 12 16 13 5 11 10 8 19 9 17 20 9 28 22 12 16 13 5 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1299C>T NA NA NA NA 1113
Chr21 1580352 G A Chr21_1580352_G_AG_A SNP 13925.63 19 9 17 20 9 28 22 12 16 13 5 11 10 8 19 9 17 20 9 28 22 12 16 13 5 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2590-Pp3c21_2600Pp3c21_2590-Pp3c21_2600intergenic_regionPp3c21_2590-Pp3c21_2600NA NA n.1580352G>ANA NA NA NA NA
Chr21 1580356 G GCACACCC Chr21_1580356_G_GCACACCCG_GCACACCCINDEL 14996.59 19 9 17 21 10 28 23 13 17 14 6 10 10 8 19 9 17 21 10 28 23 13 17 14 6 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_coding 08-août c.*253_*254insGGGTGTGNA NA NA NA 253
Chr21 1580356 G GCACACCC Chr21_1580356_G_GCACACCCG_GCACACCCINDEL 14996.59 19 9 17 21 10 28 23 13 17 14 6 10 10 8 19 9 17 21 10 28 23 13 17 14 6 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_coding 07-juil c.*253_*254insGGGTGTGNA NA NA NA 253
Chr21 1580356 G GCACACCC Chr21_1580356_G_GCACACCCG_GCACACCCINDEL 14996.59 19 9 17 21 10 28 23 13 17 14 6 10 10 8 19 9 17 21 10 28 23 13 17 14 6 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_coding 06-juin c.*253_*254insGGGTGTGNA NA NA NA 253
Chr21 1580356 G GCACACCC Chr21_1580356_G_GCACACCCG_GCACACCCINDEL 14996.59 19 9 17 21 10 28 23 13 17 14 6 10 10 8 19 9 17 21 10 28 23 13 17 14 6 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_coding 07-juil c.*253_*254insGGGTGTGNA NA NA NA 253
Chr21 1580356 G GCACACCC Chr21_1580356_G_GCACACCCG_GCACACCCINDEL 14996.59 19 9 17 21 10 28 23 13 17 14 6 10 10 8 19 9 17 21 10 28 23 13 17 14 6 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.-1176_-1175insGGGTGTGNA NA NA NA 8
Chr21 1580356 G GCACACCC Chr21_1580356_G_GCACACCCG_GCACACCCINDEL 14996.59 19 9 17 21 10 28 23 13 17 14 6 10 10 8 19 9 17 21 10 28 23 13 17 14 6 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1176_-1175insGGGTGTGNA NA NA NA 89
Chr21 1580356 G GCACACCC Chr21_1580356_G_GCACACCCG_GCACACCCINDEL 14996.59 19 9 17 21 10 28 23 13 17 14 6 10 10 8 19 9 17 21 10 28 23 13 17 14 6 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*253_*254insGGGTGTGNA NA NA NA 3
Chr21 1580356 G GCACACCC Chr21_1580356_G_GCACACCCG_GCACACCCINDEL 14996.59 19 9 17 21 10 28 23 13 17 14 6 10 10 8 19 9 17 21 10 28 23 13 17 14 6 10 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1294_*1295insGGGTGTGNA NA NA NA 1108
Chr21 1580358 G T Chr21_1580358_G_TG_T SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 11 12 8 19 10 19 22 11 29 25 13 18 14 6 11 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_coding 08-août c.*252C>A NA NA NA NA 252
Chr21 1580358 G T Chr21_1580358_G_TG_T SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 11 12 8 19 10 19 22 11 29 25 13 18 14 6 11 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_coding 07-juil c.*252C>A NA NA NA NA 252
Chr21 1580358 G T Chr21_1580358_G_TG_T SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 11 12 8 19 10 19 22 11 29 25 13 18 14 6 11 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_coding 06-juin c.*252C>A NA NA NA NA 252
Chr21 1580358 G T Chr21_1580358_G_TG_T SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 11 12 8 19 10 19 22 11 29 25 13 18 14 6 11 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_coding 07-juil c.*252C>A NA NA NA NA 252
Chr21 1580358 G T Chr21_1580358_G_TG_T SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 11 12 8 19 10 19 22 11 29 25 13 18 14 6 11 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.-1177C>A NA NA NA NA 9



Chr21 1580358 G T Chr21_1580358_G_TG_T SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 11 12 8 19 10 19 22 11 29 25 13 18 14 6 11 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1177C>A NA NA NA NA 90
Chr21 1580358 G T Chr21_1580358_G_TG_T SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 11 12 8 19 10 19 22 11 29 25 13 18 14 6 11 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*252C>A NA NA NA NA 2
Chr21 1580358 G T Chr21_1580358_G_TG_T SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 11 12 8 19 10 19 22 11 29 25 13 18 14 6 11 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1293C>A NA NA NA NA 1107
Chr21 1580359 G A Chr21_1580359_G_AG_A SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 13 12 8 19 10 19 22 11 29 25 13 18 14 6 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915970protein_coding 08-août c.*251C>T NA NA NA NA 251
Chr21 1580359 G A Chr21_1580359_G_AG_A SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 13 12 8 19 10 19 22 11 29 25 13 18 14 6 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915971protein_coding 07-juil c.*251C>T NA NA NA NA 251
Chr21 1580359 G A Chr21_1580359_G_AG_A SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 13 12 8 19 10 19 22 11 29 25 13 18 14 6 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915972protein_coding 06-juin c.*251C>T NA NA NA NA 251
Chr21 1580359 G A Chr21_1580359_G_AG_A SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 13 12 8 19 10 19 22 11 29 25 13 18 14 6 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915973protein_coding 07-juil c.*251C>T NA NA NA NA 251
Chr21 1580359 G A Chr21_1580359_G_AG_A SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 13 12 8 19 10 19 22 11 29 25 13 18 14 6 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915648protein_codingNA c.-1178C>T NA NA NA NA 10
Chr21 1580359 G A Chr21_1580359_G_AG_A SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 13 12 8 19 10 19 22 11 29 25 13 18 14 6 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2590Pp3c21_2590transcript PAC:32915649protein_codingNA c.-1178C>T NA NA NA NA 91
Chr21 1580359 G A Chr21_1580359_G_AG_A SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 13 12 8 19 10 19 22 11 29 25 13 18 14 6 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915969protein_codingNA c.*251C>T NA NA NA NA 1
Chr21 1580359 G A Chr21_1580359_G_AG_A SNP 15089.63 19 10 19 22 11 29 25 13 18 14 6 13 12 8 19 10 19 22 11 29 25 13 18 14 6 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_2600Pp3c21_2600transcript PAC:32915974protein_codingNA c.*1292C>T NA NA NA NA 1106
Chr21 1621127 C A Chr21_1621127_C_AC_A SNP 12045.63 12 11 12 17 16 17 19 15 20 14 7 15 6 14 12 11 12 17 16 17 19 15 20 14 7 15 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2620-Pp3c21_2710Pp3c21_2620-Pp3c21_2710intergenic_regionPp3c21_2620-Pp3c21_2710NA NA n.1621127C>ANA NA NA NA NA
Chr21 1855062 T A Chr21_1855062_T_AT_A SNP 12366.63 20 8 10 15 8 28 24 21 12 13 18 17 9 5 20 8 10 15 8 28 24 21 12 13 18 17 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2960Pp3c21_2960transcript PAC:32915259protein_codingNA c.-4903T>A NA NA NA NA 3641
Chr21 1855062 T A Chr21_1855062_T_AT_A SNP 12366.63 20 8 10 15 8 28 24 21 12 13 18 17 9 5 20 8 10 15 8 28 24 21 12 13 18 17 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_2960Pp3c21_2960transcript PAC:32915260protein_codingNA c.-4903T>A NA NA NA NA 4318
Chr21 1855062 T A Chr21_1855062_T_AT_A SNP 12366.63 20 8 10 15 8 28 24 21 12 13 18 17 9 5 20 8 10 15 8 28 24 21 12 13 18 17 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_2910-Pp3c21_2960Pp3c21_2910-Pp3c21_2960intergenic_regionPp3c21_2910-Pp3c21_2960NA NA n.1855062T>ANA NA NA NA NA
Chr21 1947169 G A Chr21_1947169_G_AG_A SNP 4375.29 0 0 0 26 14 14 26 17 0 0 0 0 0 0 20 9 12 26 14 14 26 17 17 17 13 5 7 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_3010-Pp3c21_3130Pp3c21_3010-Pp3c21_3130intergenic_regionPp3c21_3010-Pp3c21_3130NA NA n.1947169G>ANA NA NA NA NA
Chr21 1958531 A AT Chr21_1958531_A_ATA_AT INDEL 10556.59 19 11 10 16 14 26 22 12 11 14 8 5 4 9 19 11 10 16 14 26 22 12 11 14 8 5 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_3010-Pp3c21_3130Pp3c21_3010-Pp3c21_3130intergenic_regionPp3c21_3010-Pp3c21_3130NA NA n.1958531_1958532insTNA NA NA NA NA
Chr21 1988076 C A Chr21_1988076_C_AC_A SNP 17310.63 37 17 13 19 14 24 43 21 15 21 16 14 13 11 37 17 13 19 14 24 43 21 15 21 16 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3130Pp3c21_3130transcript PAC:32914399protein_codingNA c.*3143C>A NA NA NA NA 795
Chr21 1988076 C A Chr21_1988076_C_AC_A SNP 17310.63 37 17 13 19 14 24 43 21 15 21 16 14 13 11 37 17 13 19 14 24 43 21 15 21 16 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3140Pp3c21_3140transcript PAC:32916494protein_codingNA c.*3143C>A NA NA NA NA 828
Chr21 1988076 C A Chr21_1988076_C_AC_A SNP 17310.63 37 17 13 19 14 24 43 21 15 21 16 14 13 11 37 17 13 19 14 24 43 21 15 21 16 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3130Pp3c21_3130transcript PAC:32914402protein_codingNA c.*3143C>A NA NA NA NA 795
Chr21 1988076 C A Chr21_1988076_C_AC_A SNP 17310.63 37 17 13 19 14 24 43 21 15 21 16 14 13 11 37 17 13 19 14 24 43 21 15 21 16 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3130Pp3c21_3130transcript PAC:32914403protein_codingNA c.*3143C>A NA NA NA NA 795
Chr21 1988076 C A Chr21_1988076_C_AC_A SNP 17310.63 37 17 13 19 14 24 43 21 15 21 16 14 13 11 37 17 13 19 14 24 43 21 15 21 16 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3130Pp3c21_3130transcript PAC:32914400protein_codingNA c.*3143C>A NA NA NA NA 795
Chr21 1988076 C A Chr21_1988076_C_AC_A SNP 17310.63 37 17 13 19 14 24 43 21 15 21 16 14 13 11 37 17 13 19 14 24 43 21 15 21 16 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3130Pp3c21_3130transcript PAC:32914401protein_codingNA c.*3143C>A NA NA NA NA 795
Chr21 1988076 C A Chr21_1988076_C_AC_A SNP 17310.63 37 17 13 19 14 24 43 21 15 21 16 14 13 11 37 17 13 19 14 24 43 21 15 21 16 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_3130-Pp3c21_3199Pp3c21_3130-Pp3c21_3199intergenic_regionPp3c21_3130-Pp3c21_3199NA NA n.1988076C>ANA NA NA NA NA
Chr21 1988534 C CT Chr21_1988534_C_CTC_CT INDEL 16610.59 35 22 12 16 18 30 21 29 43 16 12 13 6 14 35 22 12 16 18 30 21 29 43 16 12 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3130Pp3c21_3130transcript PAC:32914399protein_codingNA c.*3601_*3602insTNA NA NA NA 1254
Chr21 1988534 C CT Chr21_1988534_C_CTC_CT INDEL 16610.59 35 22 12 16 18 30 21 29 43 16 12 13 6 14 35 22 12 16 18 30 21 29 43 16 12 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3140Pp3c21_3140transcript PAC:32916494protein_codingNA c.*3601_*3602insTNA NA NA NA 1287
Chr21 1988534 C CT Chr21_1988534_C_CTC_CT INDEL 16610.59 35 22 12 16 18 30 21 29 43 16 12 13 6 14 35 22 12 16 18 30 21 29 43 16 12 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3130Pp3c21_3130transcript PAC:32914402protein_codingNA c.*3601_*3602insTNA NA NA NA 1254
Chr21 1988534 C CT Chr21_1988534_C_CTC_CT INDEL 16610.59 35 22 12 16 18 30 21 29 43 16 12 13 6 14 35 22 12 16 18 30 21 29 43 16 12 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3130Pp3c21_3130transcript PAC:32914403protein_codingNA c.*3601_*3602insTNA NA NA NA 1254
Chr21 1988534 C CT Chr21_1988534_C_CTC_CT INDEL 16610.59 35 22 12 16 18 30 21 29 43 16 12 13 6 14 35 22 12 16 18 30 21 29 43 16 12 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3130Pp3c21_3130transcript PAC:32914400protein_codingNA c.*3601_*3602insTNA NA NA NA 1254
Chr21 1988534 C CT Chr21_1988534_C_CTC_CT INDEL 16610.59 35 22 12 16 18 30 21 29 43 16 12 13 6 14 35 22 12 16 18 30 21 29 43 16 12 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_3130Pp3c21_3130transcript PAC:32914401protein_codingNA c.*3601_*3602insTNA NA NA NA 1254
Chr21 1988534 C CT Chr21_1988534_C_CTC_CT INDEL 16610.59 35 22 12 16 18 30 21 29 43 16 12 13 6 14 35 22 12 16 18 30 21 29 43 16 12 13 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_3130-Pp3c21_3199Pp3c21_3130-Pp3c21_3199intergenic_regionPp3c21_3130-Pp3c21_3199NA NA n.1988534_1988535insTNA NA NA NA NA
Chr21 2065760 TG T Chr21_2065760_TG_TTG_T INDEL 18054.59 34 9 14 20 15 32 45 21 22 26 16 19 8 10 34 9 14 20 15 32 45 21 22 26 16 19 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_3240-Pp3c21_3370Pp3c21_3240-Pp3c21_3370intergenic_regionPp3c21_3240-Pp3c21_3370NA NA n.2065761delGNA NA NA NA NA
Chr21 2113610 T A Chr21_2113610_T_AT_A SNP 5267.29 0 0 0 13 26 24 22 29 0 0 0 0 0 0 26 12 14 13 26 24 22 29 28 20 12 7 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_3370-Pp3c21_3429Pp3c21_3370-Pp3c21_3429intergenic_regionPp3c21_3370-Pp3c21_3429NA NA n.2113610T>ANA NA NA NA NA
Chr21 2126342 A AAT Chr21_2126342_A_AATA_AAT INDEL 3364.24 1 0 0 17 14 19 22 23 0 1 0 0 0 0 24 9 13 18 14 19 22 23 17 16 8 11 8 7 0 0 0 0.944 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_3430Pp3c21_3430transcript PAC:32916383protein_codingNA c.-5127_-5126insATNA NA NA NA 4957
Chr21 2126342 A AAT Chr21_2126342_A_AATA_AAT INDEL 3364.24 1 0 0 17 14 19 22 23 0 1 0 0 0 0 24 9 13 18 14 19 22 23 17 16 8 11 8 7 0 0 0 0.944 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_3440Pp3c21_3440transcript PAC:32915602protein_codingNA c.-1131_-1130insATNA NA NA NA 1131
Chr21 2126342 A AAT Chr21_2126342_A_AATA_AAT INDEL 3364.24 1 0 0 17 14 19 22 23 0 1 0 0 0 0 24 9 13 18 14 19 22 23 17 16 8 11 8 7 0 0 0 0.944 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_3429Pp3c21_3429transcript PAC:32914847protein_codingNA c.*5154_*5155insATNA NA NA NA 4947
Chr21 2126342 A AAT Chr21_2126342_A_AATA_AAT INDEL 3364.24 1 0 0 17 14 19 22 23 0 1 0 0 0 0 24 9 13 18 14 19 22 23 17 16 8 11 8 7 0 0 0 0.944 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_3440-Pp3c21_3460Pp3c21_3440-Pp3c21_3460intergenic_regionPp3c21_3440-Pp3c21_3460NA NA n.2126342_2126343insATNA NA NA NA NA
Chr21 2271947 G GA Chr21_2271947_G_GAG_GA INDEL 10936.59 13 12 12 17 13 21 13 26 9 13 7 17 4 9 13 12 12 17 13 21 13 26 9 13 7 17 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_3750Pp3c21_3750transcript PAC:32916522protein_codingNA c.-440_-439insANA NA NA NA 173
Chr21 2271947 G GA Chr21_2271947_G_GAG_GA INDEL 10936.59 13 12 12 17 13 21 13 26 9 13 7 17 4 9 13 12 12 17 13 21 13 26 9 13 7 17 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_3750Pp3c21_3750transcript PAC:32916523protein_codingNA c.-440_-439insANA NA NA NA 142
Chr21 2271947 G GA Chr21_2271947_G_GAG_GA INDEL 10936.59 13 12 12 17 13 21 13 26 9 13 7 17 4 9 13 12 12 17 13 21 13 26 9 13 7 17 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_3740-Pp3c21_3750Pp3c21_3740-Pp3c21_3750intergenic_regionPp3c21_3740-Pp3c21_3750NA NA n.2271947_2271948insANA NA NA NA NA
Chr21 2356488 A AT Chr21_2356488_A_ATA_AT INDEL 14867.59 26 15 15 30 22 27 23 17 18 23 26 14 6 7 26 15 15 30 22 27 23 17 18 23 26 14 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_3850-Pp3c21_3920Pp3c21_3850-Pp3c21_3920intergenic_regionPp3c21_3850-Pp3c21_3920NA NA n.2356488_2356489insTNA NA NA NA NA
Chr21 2525813 C T Chr21_2525813_C_TC_T SNP 14146.63 23 12 24 20 17 13 24 15 28 21 6 10 7 12 23 12 24 20 17 13 24 15 28 21 6 10 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4030-Pp3c21_4170Pp3c21_4030-Pp3c21_4170intergenic_regionPp3c21_4030-Pp3c21_4170NA NA n.2525813C>TNA NA NA NA NA
Chr21 2525864 T C Chr21_2525864_T_CT_C SNP 16159.63 22 10 24 23 22 19 21 17 24 16 5 13 8 11 22 10 24 23 22 19 21 17 24 16 5 13 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4030-Pp3c21_4170Pp3c21_4030-Pp3c21_4170intergenic_regionPp3c21_4030-Pp3c21_4170NA NA n.2525864T>CNA NA NA NA NA
Chr21 2525883 C CA Chr21_2525883_C_CAC_CA INDEL 17015.59 16 12 22 26 20 22 25 18 24 18 8 11 8 13 16 12 22 26 20 22 25 18 24 18 8 11 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4030-Pp3c21_4170Pp3c21_4030-Pp3c21_4170intergenic_regionPp3c21_4030-Pp3c21_4170NA NA n.2525883_2525884insANA NA NA NA NA
Chr21 2525886 T C Chr21_2525886_T_CT_C SNP 16756.63 16 13 22 26 20 21 22 18 24 17 8 12 8 13 16 13 22 26 20 21 22 18 24 17 8 12 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4030-Pp3c21_4170Pp3c21_4030-Pp3c21_4170intergenic_regionPp3c21_4030-Pp3c21_4170NA NA n.2525886T>CNA NA NA NA NA
Chr21 2590997 G A Chr21_2590997_G_AG_A SNP 12358.63 20 12 7 19 8 20 18 18 21 21 15 15 10 7 20 12 7 19 8 20 18 18 21 21 15 15 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4030-Pp3c21_4170Pp3c21_4030-Pp3c21_4170intergenic_regionPp3c21_4030-Pp3c21_4170NA NA n.2590997G>ANA NA NA NA NA
Chr21 2595178 A AT Chr21_2595178_A_ATA_AT INDEL 16694.59 29 19 18 33 20 21 35 16 18 34 30 18 11 11 29 19 18 33 20 21 35 16 18 34 30 18 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4030-Pp3c21_4170Pp3c21_4030-Pp3c21_4170intergenic_regionPp3c21_4030-Pp3c21_4170NA NA n.2595178_2595179insTNA NA NA NA NA
Chr21 2792330 T C Chr21_2792330_T_CT_C SNP 17969.63 29 8 13 26 20 31 32 23 24 25 16 23 14 7 29 8 13 26 20 32 32 23 24 26 16 23 14 7 1 1 1 1 1 0.969 1 1 1 0.962 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4280-Pp3c21_4300Pp3c21_4280-Pp3c21_4300intergenic_regionPp3c21_4280-Pp3c21_4300NA NA n.2792330T>CNA NA NA NA NA
Chr21 2792483 G C Chr21_2792483_G_CG_C SNP 10980.63 23 5 12 12 4 17 14 11 11 16 7 7 6 6 23 5 12 12 4 17 14 11 11 16 7 7 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4280-Pp3c21_4300Pp3c21_4280-Pp3c21_4300intergenic_regionPp3c21_4280-Pp3c21_4300NA NA n.2792483G>CNA NA NA NA NA
Chr21 2819102 A C Chr21_2819102_A_CA_C SNP 18238.63 25 13 15 17 21 30 26 34 14 25 16 20 13 9 25 13 15 17 21 30 26 34 14 25 16 20 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_4320Pp3c21_4320transcript PAC:32915165protein_codingNA c.-1383T>G NA NA NA NA 1383
Chr21 2819102 A C Chr21_2819102_A_CA_C SNP 18238.63 25 13 15 17 21 30 26 34 14 25 16 20 13 9 25 13 15 17 21 30 26 34 14 25 16 20 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4330Pp3c21_4330transcript PAC:32914900protein_codingNA c.*4216T>G NA NA NA NA 4216
Chr21 2819102 A C Chr21_2819102_A_CA_C SNP 18238.63 25 13 15 17 21 30 26 34 14 25 16 20 13 9 25 13 15 17 21 30 26 34 14 25 16 20 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4330Pp3c21_4330transcript PAC:32914901protein_codingNA c.*4216T>G NA NA NA NA 3738
Chr21 2819102 A C Chr21_2819102_A_CA_C SNP 18238.63 25 13 15 17 21 30 26 34 14 25 16 20 13 9 25 13 15 17 21 30 26 34 14 25 16 20 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4320-Pp3c21_4330Pp3c21_4320-Pp3c21_4330intergenic_regionPp3c21_4320-Pp3c21_4330NA NA n.2819102A>CNA NA NA NA NA
Chr21 2844307 A C Chr21_2844307_A_CA_C SNP 49246.63 84 86 64 34 66 91 128 56 57 33 44 45 23 35 84 86 64 34 66 91 128 56 57 33 44 45 23 35 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c21_4389Pp3c21_4389transcript PAC:32916342protein_coding 02-mars c.1426T>G p.Trp476Gly 1426/3036 1426/3036 476/1011 NA
Chr21 2844307 A C Chr21_2844307_A_CA_C SNP 49246.63 84 86 64 34 66 91 128 56 57 33 44 45 23 35 84 86 64 34 66 91 128 56 57 33 44 45 23 35 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c21_4390Pp3c21_4390transcript PAC:32915886protein_coding 03-mai c.1247A>C p.His416Pro 1247/3206 1247/3081 416/1026 NA
Chr21 2844307 A C Chr21_2844307_A_CA_C SNP 49246.63 84 86 64 34 66 91 128 56 57 33 44 45 23 35 84 86 64 34 66 91 128 56 57 33 44 45 23 35 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4350Pp3c21_4350transcript PAC:32916703protein_codingNA c.*4308A>C NA NA NA NA 4308
Chr21 2844307 A C Chr21_2844307_A_CA_C SNP 49246.63 84 86 64 34 66 91 128 56 57 33 44 45 23 35 84 86 64 34 66 91 128 56 57 33 44 45 23 35 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4350Pp3c21_4350transcript PAC:32916705protein_codingNA c.*4308A>C NA NA NA NA 4308
Chr21 2844307 A C Chr21_2844307_A_CA_C SNP 49246.63 84 86 64 34 66 91 128 56 57 33 44 45 23 35 84 86 64 34 66 91 128 56 57 33 44 45 23 35 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4350Pp3c21_4350transcript PAC:32916706protein_codingNA c.*4308A>C NA NA NA NA 4308
Chr21 2844307 A C Chr21_2844307_A_CA_C SNP 49246.63 84 86 64 34 66 91 128 56 57 33 44 45 23 35 84 86 64 34 66 91 128 56 57 33 44 45 23 35 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4350Pp3c21_4350transcript PAC:32916707protein_codingNA c.*4308A>C NA NA NA NA 4308
Chr21 2844307 A C Chr21_2844307_A_CA_C SNP 49246.63 84 86 64 34 66 91 128 56 57 33 44 45 23 35 84 86 64 34 66 91 128 56 57 33 44 45 23 35 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4350Pp3c21_4350transcript PAC:32916704protein_codingNA c.*4308A>C NA NA NA NA 4308
Chr21 3015607 G T Chr21_3015607_G_TG_T SNP 16849.63 23 10 14 15 16 23 27 21 13 19 13 14 11 8 23 10 14 15 16 23 27 21 13 19 13 14 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4670Pp3c21_4670transcript PAC:32915900protein_codingNA c.*5833G>T NA NA NA NA 4118
Chr21 3015607 G T Chr21_3015607_G_TG_T SNP 16849.63 23 10 14 15 16 23 27 21 13 19 13 14 11 8 23 10 14 15 16 23 27 21 13 19 13 14 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4670Pp3c21_4670transcript PAC:32915901protein_codingNA c.*5833G>T NA NA NA NA 4871
Chr21 3015607 G T Chr21_3015607_G_TG_T SNP 16849.63 23 10 14 15 16 23 27 21 13 19 13 14 11 8 23 10 14 15 16 23 27 21 13 19 13 14 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4670-Pp3c21_4700Pp3c21_4670-Pp3c21_4700intergenic_regionPp3c21_4670-Pp3c21_4700NA NA n.3015607G>TNA NA NA NA NA
Chr21 3015608 G T Chr21_3015608_G_TG_T SNP 16849.63 23 10 14 15 16 23 27 21 13 19 13 14 11 8 23 10 14 15 16 23 27 21 13 19 13 14 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4670Pp3c21_4670transcript PAC:32915900protein_codingNA c.*5834G>T NA NA NA NA 4119
Chr21 3015608 G T Chr21_3015608_G_TG_T SNP 16849.63 23 10 14 15 16 23 27 21 13 19 13 14 11 8 23 10 14 15 16 23 27 21 13 19 13 14 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4670Pp3c21_4670transcript PAC:32915901protein_codingNA c.*5834G>T NA NA NA NA 4872
Chr21 3015608 G T Chr21_3015608_G_TG_T SNP 16849.63 23 10 14 15 16 23 27 21 13 19 13 14 11 8 23 10 14 15 16 23 27 21 13 19 13 14 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4670-Pp3c21_4700Pp3c21_4670-Pp3c21_4700intergenic_regionPp3c21_4670-Pp3c21_4700NA NA n.3015608G>TNA NA NA NA NA
Chr21 3049636 C CATAT Chr21_3049636_C_CATATC_CATAT INDEL 10469.59 22 8 10 11 10 10 15 14 10 9 6 10 6 4 23 8 10 11 10 10 15 15 10 9 6 11 6 4 0.957 1 1 1 1 1 1 0.933 1 1 1 0.909 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_4764Pp3c21_4764transcript PAC:32916592protein_codingNA c.-2762_-2761insATATNA NA NA NA 2129
Chr21 3049636 C CATAT Chr21_3049636_C_CATATC_CATAT INDEL 10469.59 22 8 10 11 10 10 15 14 10 9 6 10 6 4 23 8 10 11 10 10 15 15 10 9 6 11 6 4 0.957 1 1 1 1 1 1 0.933 1 1 1 0.909 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_4760Pp3c21_4760transcript PAC:32915395protein_codingNA c.-2762_-2761insATATNA NA NA NA 2106
Chr21 3049636 C CATAT Chr21_3049636_C_CATATC_CATAT INDEL 10469.59 22 8 10 11 10 10 15 14 10 9 6 10 6 4 23 8 10 11 10 10 15 15 10 9 6 11 6 4 0.957 1 1 1 1 1 1 0.933 1 1 1 0.909 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_4764Pp3c21_4764transcript PAC:32916593protein_codingNA c.-2762_-2761insATATNA NA NA NA 2129
Chr21 3049636 C CATAT Chr21_3049636_C_CATATC_CATAT INDEL 10469.59 22 8 10 11 10 10 15 14 10 9 6 10 6 4 23 8 10 11 10 10 15 15 10 9 6 11 6 4 0.957 1 1 1 1 1 1 0.933 1 1 1 0.909 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4780Pp3c21_4780transcript PAC:32916259protein_codingNA c.*4664_*4665insATATNA NA NA NA 4356
Chr21 3049636 C CATAT Chr21_3049636_C_CATATC_CATAT INDEL 10469.59 22 8 10 11 10 10 15 14 10 9 6 10 6 4 23 8 10 11 10 10 15 15 10 9 6 11 6 4 0.957 1 1 1 1 1 1 0.933 1 1 1 0.909 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4780Pp3c21_4780transcript PAC:32916261protein_codingNA c.*4664_*4665insATATNA NA NA NA 3436
Chr21 3049636 C CATAT Chr21_3049636_C_CATATC_CATAT INDEL 10469.59 22 8 10 11 10 10 15 14 10 9 6 10 6 4 23 8 10 11 10 10 15 15 10 9 6 11 6 4 0.957 1 1 1 1 1 1 0.933 1 1 1 0.909 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4780Pp3c21_4780transcript PAC:32916260protein_codingNA c.*4664_*4665insATATNA NA NA NA 4079
Chr21 3049636 C CATAT Chr21_3049636_C_CATATC_CATAT INDEL 10469.59 22 8 10 11 10 10 15 14 10 9 6 10 6 4 23 8 10 11 10 10 15 15 10 9 6 11 6 4 0.957 1 1 1 1 1 1 0.933 1 1 1 0.909 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_4780Pp3c21_4780transcript PAC:32916262protein_codingNA c.*4854_*4855insATATNA NA NA NA 4208
Chr21 3049636 C CATAT Chr21_3049636_C_CATATC_CATAT INDEL 10469.59 22 8 10 11 10 10 15 14 10 9 6 10 6 4 23 8 10 11 10 10 15 15 10 9 6 11 6 4 0.957 1 1 1 1 1 1 0.933 1 1 1 0.909 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4760-Pp3c21_4780Pp3c21_4760-Pp3c21_4780intergenic_regionPp3c21_4760-Pp3c21_4780NA NA n.3049636_3049637insATATNA NA NA NA NA
Chr21 3231113 C CA Chr21_3231113_C_CAC_CA INDEL 13990.59 23 12 11 23 16 19 19 9 21 12 10 4 6 8 23 12 11 23 16 19 19 9 21 12 10 4 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4950-Pp3c21_5060Pp3c21_4950-Pp3c21_5060intergenic_regionPp3c21_4950-Pp3c21_5060NA NA n.3231113_3231114insANA NA NA NA NA
Chr21 3231115 TCCC T Chr21_3231115_TCCC_TTCCC_T INDEL 14170.59 23 12 13 23 16 20 19 10 21 13 11 5 6 8 23 12 13 23 16 20 19 10 21 13 11 5 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4950-Pp3c21_5060Pp3c21_4950-Pp3c21_5060intergenic_regionPp3c21_4950-Pp3c21_5060NA NA n.3231116_3231118delCCCNA NA NA NA NA
Chr21 3231121 TGTGCTGG T Chr21_3231121_TGTGCTGG_TTGTGCTGG_TINDEL 14501.59 22 12 13 22 17 19 19 10 21 14 12 5 6 8 22 12 13 22 17 19 19 10 21 14 12 5 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4950-Pp3c21_5060Pp3c21_4950-Pp3c21_5060intergenic_regionPp3c21_4950-Pp3c21_5060NA NA n.3231122_3231128delGTGCTGGNA NA NA NA NA
Chr21 3231131 A ATAAAAATACTChr21_3231131_A_ATAAAAATACTA_ATAAAAATACTINDEL 15804.59 22 12 13 23 16 19 17 10 22 12 12 5 7 7 22 12 13 23 16 19 17 10 22 12 12 5 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4950-Pp3c21_5060Pp3c21_4950-Pp3c21_5060intergenic_regionPp3c21_4950-Pp3c21_5060NA NA n.3231131_3231132insTAAAAATACTNA NA NA NA NA
Chr21 3231132 G A Chr21_3231132_G_AG_A SNP 15633.63 22 10 11 21 15 20 16 11 20 11 11 6 7 7 22 10 11 21 15 20 16 11 20 11 11 6 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4950-Pp3c21_5060Pp3c21_4950-Pp3c21_5060intergenic_regionPp3c21_4950-Pp3c21_5060NA NA n.3231132G>ANA NA NA NA NA
Chr21 3243499 CTGTGGTACACTAGTC Chr21_3243499_CTGTGGTACACTAGT_CCTGTGGTACACTAGT_CINDEL 19367.59 26 14 22 22 21 26 13 30 17 26 15 9 14 8 26 14 22 22 21 26 13 30 17 26 15 9 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4950-Pp3c21_5060Pp3c21_4950-Pp3c21_5060intergenic_regionPp3c21_4950-Pp3c21_5060NA NA n.3243500_3243513delTGTGGTACACTAGTNA NA NA NA NA
Chr21 3243519 A AATCTCTTTAAAATChr21_3243519_A_AATCTCTTTAAAATA_AATCTCTTTAAAATINDEL 21609.59 25 15 21 23 21 28 14 28 18 29 14 9 15 9 25 15 21 23 21 28 14 28 18 29 14 9 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4950-Pp3c21_5060Pp3c21_4950-Pp3c21_5060intergenic_regionPp3c21_4950-Pp3c21_5060NA NA n.3243519_3243520insATCTCTTTAAAATNA NA NA NA NA
Chr21 3248012 A C Chr21_3248012_A_CA_C SNP 17732.63 32 10 14 17 26 26 29 27 26 16 12 15 11 7 32 10 14 17 26 26 30 27 26 16 12 15 11 7 1 1 1 1 1 1 0.967 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_4950-Pp3c21_5060Pp3c21_4950-Pp3c21_5060intergenic_regionPp3c21_4950-Pp3c21_5060NA NA n.3248012A>CNA NA NA NA NA
Chr21 3328856 C A Chr21_3328856_C_AC_A SNP 11943.63 23 14 10 10 22 17 23 17 7 13 5 4 11 5 23 14 10 10 22 17 23 17 7 13 5 4 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_5210-Pp3c21_5260Pp3c21_5210-Pp3c21_5260intergenic_regionPp3c21_5210-Pp3c21_5260NA NA n.3328856C>ANA NA NA NA NA
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c21_5680Pp3c21_5680transcript PAC:32915766protein_codingNA c.-1977_-1976insATNA NA NA NA 1438
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c21_5700Pp3c21_5700transcript PAC:32915464protein_codingNA c.-1331_-1330insATNA NA NA NA 1331
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c21_5710Pp3c21_5710transcript PAC:32916658protein_codingNA c.-3229_-3228insATNA NA NA NA 1934
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c21_5710Pp3c21_5710transcript PAC:32916660protein_codingNA c.-3229_-3228insATNA NA NA NA 1934
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c21_5710Pp3c21_5710transcript PAC:32916661protein_codingNA c.-3229_-3228insATNA NA NA NA 2208
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c21_5710Pp3c21_5710transcript PAC:32916659protein_codingNA c.-3229_-3228insATNA NA NA NA 2507
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c21_5650Pp3c21_5650transcript PAC:32916111protein_codingNA c.*4410_*4411insATNA NA NA NA 4411
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c21_5670Pp3c21_5670transcript PAC:32916247protein_codingNA c.*3150_*3151insATNA NA NA NA 3031
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c21_5690Pp3c21_5690transcript PAC:32914462protein_codingNA c.*2371_*2372insATNA NA NA NA 1438
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c21_5650Pp3c21_5650transcript PAC:32916112protein_codingNA c.*6227_*6228insATNA NA NA NA 4284
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c21_5670Pp3c21_5670transcript PAC:32916248protein_codingNA c.*3150_*3151insATNA NA NA NA 3025
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c21_5690Pp3c21_5690transcript PAC:32914463protein_codingNA c.*2371_*2372insATNA NA NA NA 2372
Chr21 3479805 G GAT Chr21_3479805_G_GATG_GAT INDEL 3143.93 0 0 0 0 0 0 0 0 19 9 7 25 9 11 27 13 14 17 18 26 30 23 20 9 7 25 9 11 0 0 0 0 0 0 0 0 0.95 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c21_5700-Pp3c21_5710Pp3c21_5700-Pp3c21_5710intergenic_regionPp3c21_5700-Pp3c21_5710NA NA n.3479805_3479806insATNA NA NA NA NA
Chr21 3504826 T A Chr21_3504826_T_AT_A SNP 11942.63 8 12 12 13 16 12 17 13 14 14 7 13 11 12 8 12 12 13 16 12 17 13 14 14 7 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_5770Pp3c21_5770transcript PAC:32916715protein_codingNA c.-6366A>T NA NA NA NA 4999
Chr21 3504826 T A Chr21_3504826_T_AT_A SNP 11942.63 8 12 12 13 16 12 17 13 14 14 7 13 11 12 8 12 12 13 16 12 17 13 14 14 7 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_5770Pp3c21_5770transcript PAC:32916718protein_codingNA c.-6366A>T NA NA NA NA 4976
Chr21 3504826 T A Chr21_3504826_T_AT_A SNP 11942.63 8 12 12 13 16 12 17 13 14 14 7 13 11 12 8 12 12 13 16 12 17 13 14 14 7 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_5770Pp3c21_5770transcript PAC:32916716protein_codingNA c.-6366A>T NA NA NA NA 4999
Chr21 3504826 T A Chr21_3504826_T_AT_A SNP 11942.63 8 12 12 13 16 12 17 13 14 14 7 13 11 12 8 12 12 13 16 12 17 13 14 14 7 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_5770Pp3c21_5770transcript PAC:32916717protein_codingNA c.-6366A>T NA NA NA NA 4943
Chr21 3504826 T A Chr21_3504826_T_AT_A SNP 11942.63 8 12 12 13 16 12 17 13 14 14 7 13 11 12 8 12 12 13 16 12 17 13 14 14 7 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_5770-Pp3c21_5860Pp3c21_5770-Pp3c21_5860intergenic_regionPp3c21_5770-Pp3c21_5860NA NA n.3504826T>ANA NA NA NA NA
Chr21 3505048 C G Chr21_3505048_C_GC_G SNP 15664.63 29 9 23 25 9 8 11 14 17 26 14 5 9 10 29 9 23 25 9 8 11 14 17 26 14 5 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_5770-Pp3c21_5860Pp3c21_5770-Pp3c21_5860intergenic_regionPp3c21_5770-Pp3c21_5860NA NA n.3505048C>GNA NA NA NA NA
Chr21 3505064 T A Chr21_3505064_T_AT_A SNP 15701.63 28 8 22 23 9 8 11 14 17 26 12 5 9 10 28 8 22 23 9 8 11 14 17 26 12 5 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_5770-Pp3c21_5860Pp3c21_5770-Pp3c21_5860intergenic_regionPp3c21_5770-Pp3c21_5860NA NA n.3505064T>ANA NA NA NA NA
Chr21 3505493 G GT Chr21_3505493_G_GTG_GT INDEL 9674.59 24 8 10 17 9 18 6 11 15 19 15 8 12 5 24 8 10 17 9 18 6 11 15 19 15 8 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_5770-Pp3c21_5860Pp3c21_5770-Pp3c21_5860intergenic_regionPp3c21_5770-Pp3c21_5860NA NA n.3505493_3505494insTNA NA NA NA NA
Chr21 3628321 C CA Chr21_3628321_C_CAC_CA INDEL 15271.59 24 14 14 13 24 21 31 21 21 20 16 19 13 7 24 14 14 13 24 21 31 21 21 20 16 19 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_5880-Pp3c21_6070Pp3c21_5880-Pp3c21_6070intergenic_regionPp3c21_5880-Pp3c21_6070NA NA n.3628321_3628322insANA NA NA NA NA
Chr21 3628498 G T Chr21_3628498_G_TG_T SNP 19288.63 32 16 10 26 26 22 41 26 22 20 17 23 9 8 32 16 10 26 26 22 41 26 22 20 17 23 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_5880-Pp3c21_6070Pp3c21_5880-Pp3c21_6070intergenic_regionPp3c21_5880-Pp3c21_6070NA NA n.3628498G>TNA NA NA NA NA
Chr21 3655167 G GT Chr21_3655167_G_GTG_GT INDEL 16114.59 30 15 16 30 22 27 26 20 35 24 10 14 17 15 30 15 16 30 22 27 26 20 35 24 10 14 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_5880-Pp3c21_6070Pp3c21_5880-Pp3c21_6070intergenic_regionPp3c21_5880-Pp3c21_6070NA NA n.3655167_3655168insTNA NA NA NA NA
Chr21 3760371 G A Chr21_3760371_G_AG_A SNP 21140.63 16 24 12 17 24 28 24 27 14 23 14 22 15 10 16 24 12 17 24 28 24 27 14 23 14 22 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_6071-Pp3c21_6100Pp3c21_6071-Pp3c21_6100intergenic_regionPp3c21_6071-Pp3c21_6100NA NA n.3760371G>ANA NA NA NA NA
Chr21 3760372 G A Chr21_3760372_G_AG_A SNP 21140.63 16 24 12 17 24 29 25 27 14 23 14 22 15 11 16 24 12 17 24 29 25 27 14 23 14 22 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_6071-Pp3c21_6100Pp3c21_6071-Pp3c21_6100intergenic_regionPp3c21_6071-Pp3c21_6100NA NA n.3760372G>ANA NA NA NA NA
Chr21 3809504 A AC Chr21_3809504_A_ACA_AC INDEL 17889.59 26 12 16 14 22 17 29 21 16 21 10 6 15 15 26 12 16 14 22 17 29 21 16 21 10 6 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_6200Pp3c21_6200transcript PAC:32916439protein_coding 03-juil c.431+61_431+62insGNA NA NA NA NA
Chr21 3809504 A AC Chr21_3809504_A_ACA_AC INDEL 17889.59 26 12 16 14 22 17 29 21 16 21 10 6 15 15 26 12 16 14 22 17 29 21 16 21 10 6 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_6200Pp3c21_6200transcript PAC:32916440protein_coding 03-juil c.431+61_431+62insGNA NA NA NA NA
Chr21 3809504 A AC Chr21_3809504_A_ACA_AC INDEL 17889.59 26 12 16 14 22 17 29 21 16 21 10 6 15 15 26 12 16 14 22 17 29 21 16 21 10 6 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_6200Pp3c21_6200transcript PAC:32916441protein_coding 03-juil c.431+61_431+62insGNA NA NA NA NA
Chr21 3809504 A AC Chr21_3809504_A_ACA_AC INDEL 17889.59 26 12 16 14 22 17 29 21 16 21 10 6 15 15 26 12 16 14 22 17 29 21 16 21 10 6 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_6200Pp3c21_6200transcript PAC:32916442protein_coding 03-juin c.431+61_431+62insGNA NA NA NA NA
Chr21 3809505 A G Chr21_3809505_A_GA_G SNP 17898.63 26 15 16 15 23 15 27 21 16 21 9 6 16 15 26 15 16 15 23 15 27 21 16 21 9 6 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_6200Pp3c21_6200transcript PAC:32916439protein_coding 03-juil c.431+61T>C NA NA NA NA NA
Chr21 3809505 A G Chr21_3809505_A_GA_G SNP 17898.63 26 15 16 15 23 15 27 21 16 21 9 6 16 15 26 15 16 15 23 15 27 21 16 21 9 6 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_6200Pp3c21_6200transcript PAC:32916440protein_coding 03-juil c.431+61T>C NA NA NA NA NA
Chr21 3809505 A G Chr21_3809505_A_GA_G SNP 17898.63 26 15 16 15 23 15 27 21 16 21 9 6 16 15 26 15 16 15 23 15 27 21 16 21 9 6 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_6200Pp3c21_6200transcript PAC:32916441protein_coding 03-juil c.431+61T>C NA NA NA NA NA
Chr21 3809505 A G Chr21_3809505_A_GA_G SNP 17898.63 26 15 16 15 23 15 27 21 16 21 9 6 16 15 26 15 16 15 23 15 27 21 16 21 9 6 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_6200Pp3c21_6200transcript PAC:32916442protein_coding 03-juin c.431+61T>C NA NA NA NA NA
Chr21 3987574 GACTCGAGCTGATTCGTGCGATCTCCCTGACCTGCCATCAGCTCAG Chr21_3987574_GACTCGAGCTGATTCGTGCGATCTCCCTGACCTGCCATCAGCTCA_GGACTCGAGCTGATTCGTGCGATCTCCCTGACCTGCCATCAGCTCA_GINDEL 10395.59 15 9 11 12 7 16 12 10 16 12 11 6 8 5 15 9 11 12 7 16 12 10 16 12 11 6 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_6560-Pp3c21_6600Pp3c21_6560-Pp3c21_6600intergenic_regionPp3c21_6560-Pp3c21_6600NA NA n.3987575_3987618delACTCGAGCTGATTCGTGCGATCTCCCTGACCTGCCATCAGCTCANA NA NA NA NA
Chr21 4057888 G A Chr21_4057888_G_AG_A SNP 10614.63 15 5 8 8 8 17 19 13 12 17 7 10 17 12 15 5 8 8 8 17 19 13 12 17 7 10 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_6620-Pp3c21_6740Pp3c21_6620-Pp3c21_6740intergenic_regionPp3c21_6620-Pp3c21_6740NA NA n.4057888G>ANA NA NA NA NA
Chr21 4068748 T C Chr21_4068748_T_CT_C SNP 5783.63 18 7 4 16 11 4 11 15 9 10 9 7 4 8 18 7 4 16 11 4 11 15 10 11 9 8 4 8 1 1 1 1 1 1 1 1 0.9 0.909 1 0.875 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_6620-Pp3c21_6740Pp3c21_6620-Pp3c21_6740intergenic_regionPp3c21_6620-Pp3c21_6740NA NA n.4068748T>CNA NA NA NA NA
Chr21 4257984 G GT Chr21_4257984_G_GTG_GT INDEL 9869.59 17 10 10 12 6 27 18 13 11 10 16 10 7 7 17 10 10 12 6 27 18 13 11 10 16 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7000Pp3c21_7000transcript PAC:32914665protein_codingNA c.-2924_-2923insTNA NA NA NA 2923
Chr21 4257984 G GT Chr21_4257984_G_GTG_GT INDEL 9869.59 17 10 10 12 6 27 18 13 11 10 16 10 7 7 17 10 10 12 6 27 18 13 11 10 16 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_6960-Pp3c21_7000Pp3c21_6960-Pp3c21_7000intergenic_regionPp3c21_6960-Pp3c21_7000NA NA n.4257984_4257985insTNA NA NA NA NA
Chr21 4258019 G GA Chr21_4258019_G_GAG_GA INDEL 13624.59 17 12 11 15 8 28 19 9 15 14 13 11 6 7 17 12 11 15 8 28 19 9 15 14 13 11 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7000Pp3c21_7000transcript PAC:32914665protein_codingNA c.-2889_-2888insANA NA NA NA 2888
Chr21 4258019 G GA Chr21_4258019_G_GAG_GA INDEL 13624.59 17 12 11 15 8 28 19 9 15 14 13 11 6 7 17 12 11 15 8 28 19 9 15 14 13 11 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_6960-Pp3c21_7000Pp3c21_6960-Pp3c21_7000intergenic_regionPp3c21_6960-Pp3c21_7000NA NA n.4258019_4258020insANA NA NA NA NA
Chr21 4258028 G A Chr21_4258028_G_AG_A SNP 13916.63 16 12 13 15 10 28 19 11 17 15 13 12 8 8 16 12 13 15 10 28 19 11 17 15 13 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7000Pp3c21_7000transcript PAC:32914665protein_codingNA c.-2880G>A NA NA NA NA 2880
Chr21 4258028 G A Chr21_4258028_G_AG_A SNP 13916.63 16 12 13 15 10 28 19 11 17 15 13 12 8 8 16 12 13 15 10 28 19 11 17 15 13 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_6960-Pp3c21_7000Pp3c21_6960-Pp3c21_7000intergenic_regionPp3c21_6960-Pp3c21_7000NA NA n.4258028G>ANA NA NA NA NA
Chr21 4282440 CT C Chr21_4282440_CT_CCT_C INDEL 16902.59 33 24 22 34 21 25 37 22 16 23 15 15 9 11 33 24 22 34 21 25 37 22 16 23 15 15 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7000-Pp3c21_7060Pp3c21_7000-Pp3c21_7060intergenic_regionPp3c21_7000-Pp3c21_7060NA NA n.4282441delTNA NA NA NA NA
Chr21 4353381 G A Chr21_4353381_G_AG_A SNP 15481.63 37 16 14 15 15 23 33 21 29 15 18 17 5 9 37 16 14 15 15 23 33 21 29 15 18 17 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7100-Pp3c21_7130Pp3c21_7100-Pp3c21_7130intergenic_regionPp3c21_7100-Pp3c21_7130NA NA n.4353381G>ANA NA NA NA NA
Chr21 4576390 A AAT Chr21_4576390_A_AATA_AAT INDEL 1214.93 1 2 0 0 0 0 2 0 10 14 5 7 4 6 18 8 14 12 8 10 16 10 10 14 6 8 5 6 0 0.25 0 0 0 0 0.125 0 1 1 0.833 0.875 0.8 1 0 7 7 2 7 0 0 downstream_gene_variantMODIFIER Pp3c21_7310Pp3c21_7310transcript PAC:32914564protein_codingNA c.*5173_*5174insATNA NA NA NA 4432
Chr21 4576390 A AAT Chr21_4576390_A_AATA_AAT INDEL 1214.93 1 2 0 0 0 0 2 0 10 14 5 7 4 6 18 8 14 12 8 10 16 10 10 14 6 8 5 6 0 0.25 0 0 0 0 0.125 0 1 1 0.833 0.875 0.8 1 0 7 7 2 7 0 0 downstream_gene_variantMODIFIER Pp3c21_7310Pp3c21_7310transcript PAC:32914566protein_codingNA c.*5173_*5174insATNA NA NA NA 4432
Chr21 4576390 A AAT Chr21_4576390_A_AATA_AAT INDEL 1214.93 1 2 0 0 0 0 2 0 10 14 5 7 4 6 18 8 14 12 8 10 16 10 10 14 6 8 5 6 0 0.25 0 0 0 0 0.125 0 1 1 0.833 0.875 0.8 1 0 7 7 2 7 0 0 downstream_gene_variantMODIFIER Pp3c21_7310Pp3c21_7310transcript PAC:32914567protein_codingNA c.*5173_*5174insATNA NA NA NA 4432
Chr21 4576390 A AAT Chr21_4576390_A_AATA_AAT INDEL 1214.93 1 2 0 0 0 0 2 0 10 14 5 7 4 6 18 8 14 12 8 10 16 10 10 14 6 8 5 6 0 0.25 0 0 0 0 0.125 0 1 1 0.833 0.875 0.8 1 0 7 7 2 7 0 0 downstream_gene_variantMODIFIER Pp3c21_7310Pp3c21_7310transcript PAC:32914565protein_codingNA c.*5173_*5174insATNA NA NA NA 4432
Chr21 4576390 A AAT Chr21_4576390_A_AATA_AAT INDEL 1214.93 1 2 0 0 0 0 2 0 10 14 5 7 4 6 18 8 14 12 8 10 16 10 10 14 6 8 5 6 0 0.25 0 0 0 0 0.125 0 1 1 0.833 0.875 0.8 1 0 7 7 2 7 0 0 downstream_gene_variantMODIFIER Pp3c21_7310Pp3c21_7310transcript PAC:32914568protein_codingNA c.*5173_*5174insATNA NA NA NA 4330
Chr21 4576390 A AAT Chr21_4576390_A_AATA_AAT INDEL 1214.93 1 2 0 0 0 0 2 0 10 14 5 7 4 6 18 8 14 12 8 10 16 10 10 14 6 8 5 6 0 0.25 0 0 0 0 0.125 0 1 1 0.833 0.875 0.8 1 0 7 7 2 7 0 0 intergenic_regionMODIFIER Pp3c21_7310-Pp3c21_7340Pp3c21_7310-Pp3c21_7340intergenic_regionPp3c21_7310-Pp3c21_7340NA NA n.4576390_4576391insATNA NA NA NA NA
Chr21 4933185 C T Chr21_4933185_C_TC_T SNP 4343.98 0 0 0 0 0 0 0 0 22 25 15 15 7 8 36 8 24 21 17 31 30 17 22 25 15 15 7 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-1210C>T NA NA NA NA 1210
Chr21 4933185 C T Chr21_4933185_C_TC_T SNP 4343.98 0 0 0 0 0 0 0 0 22 25 15 15 7 8 36 8 24 21 17 31 30 17 22 25 15 15 7 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-1300C>T NA NA NA NA 1300
Chr21 4933185 C T Chr21_4933185_C_TC_T SNP 4343.98 0 0 0 0 0 0 0 0 22 25 15 15 7 8 36 8 24 21 17 31 30 17 22 25 15 15 7 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*4280G>A NA NA NA NA 4176
Chr21 4933185 C T Chr21_4933185_C_TC_T SNP 4343.98 0 0 0 0 0 0 0 0 22 25 15 15 7 8 36 8 24 21 17 31 30 17 22 25 15 15 7 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*4280G>A NA NA NA NA 4124
Chr21 4933185 C T Chr21_4933185_C_TC_T SNP 4343.98 0 0 0 0 0 0 0 0 22 25 15 15 7 8 36 8 24 21 17 31 30 17 22 25 15 15 7 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4933185C>TNA NA NA NA NA
Chr21 4934261 CCGGCG C Chr21_4934261_CCGGCG_CCCGGCG_C INDEL 9988.59 16 5 6 15 8 9 20 8 8 13 4 7 11 9 16 5 6 15 8 9 20 8 8 13 4 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-133_-129delCGGCGNA NA NA NA 133
Chr21 4934261 CCGGCG C Chr21_4934261_CCGGCG_CCCGGCG_C INDEL 9988.59 16 5 6 15 8 9 20 8 8 13 4 7 11 9 16 5 6 15 8 9 20 8 8 13 4 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-223_-219delCGGCGNA NA NA NA 223
Chr21 4934261 CCGGCG C Chr21_4934261_CCGGCG_CCCGGCG_C INDEL 9988.59 16 5 6 15 8 9 20 8 8 13 4 7 11 9 16 5 6 15 8 9 20 8 8 13 4 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3199_*3203delCGCCGNA NA NA NA 3099
Chr21 4934261 CCGGCG C Chr21_4934261_CCGGCG_CCCGGCG_C INDEL 9988.59 16 5 6 15 8 9 20 8 8 13 4 7 11 9 16 5 6 15 8 9 20 8 8 13 4 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3199_*3203delCGCCGNA NA NA NA 3047
Chr21 4934261 CCGGCG C Chr21_4934261_CCGGCG_CCCGGCG_C INDEL 9988.59 16 5 6 15 8 9 20 8 8 13 4 7 11 9 16 5 6 15 8 9 20 8 8 13 4 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934262_4934266delCGGCGNA NA NA NA NA
Chr21 4934267 ACCT A Chr21_4934267_ACCT_AACCT_A INDEL 10168.59 16 5 6 15 9 9 20 8 8 13 5 7 11 9 16 5 6 15 9 9 20 8 8 13 5 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-127_-125delCCTNA NA NA NA 127
Chr21 4934267 ACCT A Chr21_4934267_ACCT_AACCT_A INDEL 10168.59 16 5 6 15 9 9 20 8 8 13 5 7 11 9 16 5 6 15 9 9 20 8 8 13 5 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-217_-215delCCTNA NA NA NA 217
Chr21 4934267 ACCT A Chr21_4934267_ACCT_AACCT_A INDEL 10168.59 16 5 6 15 9 9 20 8 8 13 5 7 11 9 16 5 6 15 9 9 20 8 8 13 5 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3195_*3197delAGGNA NA NA NA 3093
Chr21 4934267 ACCT A Chr21_4934267_ACCT_AACCT_A INDEL 10168.59 16 5 6 15 9 9 20 8 8 13 5 7 11 9 16 5 6 15 9 9 20 8 8 13 5 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3195_*3197delAGGNA NA NA NA 3041
Chr21 4934267 ACCT A Chr21_4934267_ACCT_AACCT_A INDEL 10168.59 16 5 6 15 9 9 20 8 8 13 5 7 11 9 16 5 6 15 9 9 20 8 8 13 5 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934268_4934270delCCTNA NA NA NA NA
Chr21 4934271 C A Chr21_4934271_C_AC_A SNP 10100.63 16 5 6 15 9 9 20 8 8 13 5 7 10 9 16 5 6 15 9 9 20 8 8 13 5 7 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-124C>A NA NA NA NA 124
Chr21 4934271 C A Chr21_4934271_C_AC_A SNP 10100.63 16 5 6 15 9 9 20 8 8 13 5 7 10 9 16 5 6 15 9 9 20 8 8 13 5 7 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-214C>A NA NA NA NA 214
Chr21 4934271 C A Chr21_4934271_C_AC_A SNP 10100.63 16 5 6 15 9 9 20 8 8 13 5 7 10 9 16 5 6 15 9 9 20 8 8 13 5 7 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3194G>T NA NA NA NA 3090
Chr21 4934271 C A Chr21_4934271_C_AC_A SNP 10100.63 16 5 6 15 9 9 20 8 8 13 5 7 10 9 16 5 6 15 9 9 20 8 8 13 5 7 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3194G>T NA NA NA NA 3038
Chr21 4934271 C A Chr21_4934271_C_AC_A SNP 10100.63 16 5 6 15 9 9 20 8 8 13 5 7 10 9 16 5 6 15 9 9 20 8 8 13 5 7 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934271C>ANA NA NA NA NA
Chr21 4934273 TCCCC T Chr21_4934273_TCCCC_TTCCCC_T INDEL 10361.59 15 5 6 15 9 9 21 8 9 13 6 7 10 8 15 5 6 15 9 9 21 8 9 13 6 7 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-121_-118delCCCCNA NA NA NA 121
Chr21 4934273 TCCCC T Chr21_4934273_TCCCC_TTCCCC_T INDEL 10361.59 15 5 6 15 9 9 21 8 9 13 6 7 10 8 15 5 6 15 9 9 21 8 9 13 6 7 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-211_-208delCCCCNA NA NA NA 211
Chr21 4934273 TCCCC T Chr21_4934273_TCCCC_TTCCCC_T INDEL 10361.59 15 5 6 15 9 9 21 8 9 13 6 7 10 8 15 5 6 15 9 9 21 8 9 13 6 7 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3188_*3191delGGGGNA NA NA NA 3087
Chr21 4934273 TCCCC T Chr21_4934273_TCCCC_TTCCCC_T INDEL 10361.59 15 5 6 15 9 9 21 8 9 13 6 7 10 8 15 5 6 15 9 9 21 8 9 13 6 7 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3188_*3191delGGGGNA NA NA NA 3035
Chr21 4934273 TCCCC T Chr21_4934273_TCCCC_TTCCCC_T INDEL 10361.59 15 5 6 15 9 9 21 8 9 13 6 7 10 8 15 5 6 15 9 9 21 8 9 13 6 7 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934274_4934277delCCCCNA NA NA NA NA
Chr21 4934280 G T Chr21_4934280_G_TG_T SNP 10460.63 15 5 6 14 8 11 22 8 9 13 6 7 10 7 15 5 6 14 8 11 22 8 9 13 6 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-115G>T NA NA NA NA 115
Chr21 4934280 G T Chr21_4934280_G_TG_T SNP 10460.63 15 5 6 14 8 11 22 8 9 13 6 7 10 7 15 5 6 14 8 11 22 8 9 13 6 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-205G>T NA NA NA NA 205
Chr21 4934280 G T Chr21_4934280_G_TG_T SNP 10460.63 15 5 6 14 8 11 22 8 9 13 6 7 10 7 15 5 6 14 8 11 22 8 9 13 6 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3185C>A NA NA NA NA 3081
Chr21 4934280 G T Chr21_4934280_G_TG_T SNP 10460.63 15 5 6 14 8 11 22 8 9 13 6 7 10 7 15 5 6 14 8 11 22 8 9 13 6 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3185C>A NA NA NA NA 3029
Chr21 4934280 G T Chr21_4934280_G_TG_T SNP 10460.63 15 5 6 14 8 11 22 8 9 13 6 7 10 7 15 5 6 14 8 11 22 8 9 13 6 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934280G>TNA NA NA NA NA
Chr21 4934282 CG C Chr21_4934282_CG_CCG_C INDEL 10541.59 16 5 6 14 8 11 22 9 8 13 6 7 10 7 16 5 6 14 8 11 22 9 8 13 6 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-112delG NA NA NA NA 112
Chr21 4934282 CG C Chr21_4934282_CG_CCG_C INDEL 10541.59 16 5 6 14 8 11 22 9 8 13 6 7 10 7 16 5 6 14 8 11 22 9 8 13 6 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-202delG NA NA NA NA 202
Chr21 4934282 CG C Chr21_4934282_CG_CCG_C INDEL 10541.59 16 5 6 14 8 11 22 9 8 13 6 7 10 7 16 5 6 14 8 11 22 9 8 13 6 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3182delC NA NA NA NA 3078
Chr21 4934282 CG C Chr21_4934282_CG_CCG_C INDEL 10541.59 16 5 6 14 8 11 22 9 8 13 6 7 10 7 16 5 6 14 8 11 22 9 8 13 6 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3182delC NA NA NA NA 3026
Chr21 4934282 CG C Chr21_4934282_CG_CCG_C INDEL 10541.59 16 5 6 14 8 11 22 9 8 13 6 7 10 7 16 5 6 14 8 11 22 9 8 13 6 7 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934283delGNA NA NA NA NA
Chr21 4934286 TA T Chr21_4934286_TA_TTA_T INDEL 10541.59 15 6 6 13 8 11 21 9 7 12 6 9 9 7 15 6 6 13 8 11 21 9 7 12 6 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-108delA NA NA NA NA 108
Chr21 4934286 TA T Chr21_4934286_TA_TTA_T INDEL 10541.59 15 6 6 13 8 11 21 9 7 12 6 9 9 7 15 6 6 13 8 11 21 9 7 12 6 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-198delA NA NA NA NA 198
Chr21 4934286 TA T Chr21_4934286_TA_TTA_T INDEL 10541.59 15 6 6 13 8 11 21 9 7 12 6 9 9 7 15 6 6 13 8 11 21 9 7 12 6 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3178delT NA NA NA NA 3074
Chr21 4934286 TA T Chr21_4934286_TA_TTA_T INDEL 10541.59 15 6 6 13 8 11 21 9 7 12 6 9 9 7 15 6 6 13 8 11 21 9 7 12 6 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3178delT NA NA NA NA 3022
Chr21 4934286 TA T Chr21_4934286_TA_TTA_T INDEL 10541.59 15 6 6 13 8 11 21 9 7 12 6 9 9 7 15 6 6 13 8 11 21 9 7 12 6 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934287delANA NA NA NA NA
Chr21 4934289 C T Chr21_4934289_C_TC_T SNP 10190.63 15 6 5 14 9 10 21 9 8 12 6 9 9 7 15 6 5 14 9 10 21 9 8 12 6 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-106C>T NA NA NA NA 106
Chr21 4934289 C T Chr21_4934289_C_TC_T SNP 10190.63 15 6 5 14 9 10 21 9 8 12 6 9 9 7 15 6 5 14 9 10 21 9 8 12 6 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-196C>T NA NA NA NA 196
Chr21 4934289 C T Chr21_4934289_C_TC_T SNP 10190.63 15 6 5 14 9 10 21 9 8 12 6 9 9 7 15 6 5 14 9 10 21 9 8 12 6 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3176G>A NA NA NA NA 3072
Chr21 4934289 C T Chr21_4934289_C_TC_T SNP 10190.63 15 6 5 14 9 10 21 9 8 12 6 9 9 7 15 6 5 14 9 10 21 9 8 12 6 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3176G>A NA NA NA NA 3020
Chr21 4934289 C T Chr21_4934289_C_TC_T SNP 10190.63 15 6 5 14 9 10 21 9 8 12 6 9 9 7 15 6 5 14 9 10 21 9 8 12 6 9 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934289C>TNA NA NA NA NA
Chr21 4934291 C T Chr21_4934291_C_TC_T SNP 10595.63 15 7 5 15 8 10 21 9 9 12 6 9 9 6 15 7 5 15 8 10 21 9 9 12 6 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-104C>T NA NA NA NA 104
Chr21 4934291 C T Chr21_4934291_C_TC_T SNP 10595.63 15 7 5 15 8 10 21 9 9 12 6 9 9 6 15 7 5 15 8 10 21 9 9 12 6 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-194C>T NA NA NA NA 194
Chr21 4934291 C T Chr21_4934291_C_TC_T SNP 10595.63 15 7 5 15 8 10 21 9 9 12 6 9 9 6 15 7 5 15 8 10 21 9 9 12 6 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3174G>A NA NA NA NA 3070
Chr21 4934291 C T Chr21_4934291_C_TC_T SNP 10595.63 15 7 5 15 8 10 21 9 9 12 6 9 9 6 15 7 5 15 8 10 21 9 9 12 6 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3174G>A NA NA NA NA 3018
Chr21 4934291 C T Chr21_4934291_C_TC_T SNP 10595.63 15 7 5 15 8 10 21 9 9 12 6 9 9 6 15 7 5 15 8 10 21 9 9 12 6 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934291C>TNA NA NA NA NA
Chr21 4934297 T TCATAGATA Chr21_4934297_T_TCATAGATAT_TCATAGATAINDEL 11486.59 14 8 5 14 8 13 19 9 10 11 6 9 9 6 14 8 5 14 8 13 19 9 10 11 6 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-98_-97insCATAGATANA NA NA NA 97
Chr21 4934297 T TCATAGATA Chr21_4934297_T_TCATAGATAT_TCATAGATAINDEL 11486.59 14 8 5 14 8 13 19 9 10 11 6 9 9 6 14 8 5 14 8 13 19 9 10 11 6 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-188_-187insCATAGATANA NA NA NA 187
Chr21 4934297 T TCATAGATA Chr21_4934297_T_TCATAGATAT_TCATAGATAINDEL 11486.59 14 8 5 14 8 13 19 9 10 11 6 9 9 6 14 8 5 14 8 13 19 9 10 11 6 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3167_*3168insTATCTATGNA NA NA NA 3063
Chr21 4934297 T TCATAGATA Chr21_4934297_T_TCATAGATAT_TCATAGATAINDEL 11486.59 14 8 5 14 8 13 19 9 10 11 6 9 9 6 14 8 5 14 8 13 19 9 10 11 6 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3167_*3168insTATCTATGNA NA NA NA 3011
Chr21 4934297 T TCATAGATA Chr21_4934297_T_TCATAGATAT_TCATAGATAINDEL 11486.59 14 8 5 14 8 13 19 9 10 11 6 9 9 6 14 8 5 14 8 13 19 9 10 11 6 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934297_4934298insCATAGATANA NA NA NA NA
Chr21 4934302 ACCG A Chr21_4934302_ACCG_AACCG_A INDEL 10361.59 23 6 6 13 7 14 17 11 8 9 5 9 8 7 23 6 6 13 7 14 17 11 8 9 5 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-92_-90delCCGNA NA NA NA 92
Chr21 4934302 ACCG A Chr21_4934302_ACCG_AACCG_A INDEL 10361.59 23 6 6 13 7 14 17 11 8 9 5 9 8 7 23 6 6 13 7 14 17 11 8 9 5 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-182_-180delCCGNA NA NA NA 182
Chr21 4934302 ACCG A Chr21_4934302_ACCG_AACCG_A INDEL 10361.59 23 6 6 13 7 14 17 11 8 9 5 9 8 7 23 6 6 13 7 14 17 11 8 9 5 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3160_*3162delCGGNA NA NA NA 3058
Chr21 4934302 ACCG A Chr21_4934302_ACCG_AACCG_A INDEL 10361.59 23 6 6 13 7 14 17 11 8 9 5 9 8 7 23 6 6 13 7 14 17 11 8 9 5 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3160_*3162delCGGNA NA NA NA 3006
Chr21 4934302 ACCG A Chr21_4934302_ACCG_AACCG_A INDEL 10361.59 23 6 6 13 7 14 17 11 8 9 5 9 8 7 23 6 6 13 7 14 17 11 8 9 5 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934303_4934305delCCGNA NA NA NA NA
Chr21 4934306 G A Chr21_4934306_G_AG_A SNP 10325.63 24 6 6 12 7 14 17 11 8 9 5 10 8 7 24 6 6 12 7 14 17 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-89G>A NA NA NA NA 89
Chr21 4934306 G A Chr21_4934306_G_AG_A SNP 10325.63 24 6 6 12 7 14 17 11 8 9 5 10 8 7 24 6 6 12 7 14 17 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-179G>A NA NA NA NA 179
Chr21 4934306 G A Chr21_4934306_G_AG_A SNP 10325.63 24 6 6 12 7 14 17 11 8 9 5 10 8 7 24 6 6 12 7 14 17 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3159C>T NA NA NA NA 3055
Chr21 4934306 G A Chr21_4934306_G_AG_A SNP 10325.63 24 6 6 12 7 14 17 11 8 9 5 10 8 7 24 6 6 12 7 14 17 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3159C>T NA NA NA NA 3003
Chr21 4934306 G A Chr21_4934306_G_AG_A SNP 10325.63 24 6 6 12 7 14 17 11 8 9 5 10 8 7 24 6 6 12 7 14 17 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934306G>ANA NA NA NA NA
Chr21 4934309 G T Chr21_4934309_G_TG_T SNP 10550.63 25 6 5 12 7 14 16 11 8 9 5 10 8 7 25 6 5 12 7 14 16 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-86G>T NA NA NA NA 86
Chr21 4934309 G T Chr21_4934309_G_TG_T SNP 10550.63 25 6 5 12 7 14 16 11 8 9 5 10 8 7 25 6 5 12 7 14 16 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-176G>T NA NA NA NA 176
Chr21 4934309 G T Chr21_4934309_G_TG_T SNP 10550.63 25 6 5 12 7 14 16 11 8 9 5 10 8 7 25 6 5 12 7 14 16 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3156C>A NA NA NA NA 3052



Chr21 4934309 G T Chr21_4934309_G_TG_T SNP 10550.63 25 6 5 12 7 14 16 11 8 9 5 10 8 7 25 6 5 12 7 14 16 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3156C>A NA NA NA NA 3000
Chr21 4934309 G T Chr21_4934309_G_TG_T SNP 10550.63 25 6 5 12 7 14 16 11 8 9 5 10 8 7 25 6 5 12 7 14 16 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934309G>TNA NA NA NA NA
Chr21 4934310 C T Chr21_4934310_C_TC_T SNP 10955.63 25 6 5 12 7 14 16 11 8 9 5 10 8 7 25 6 5 12 7 14 16 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-85C>T NA NA NA NA 85
Chr21 4934310 C T Chr21_4934310_C_TC_T SNP 10955.63 25 6 5 12 7 14 16 11 8 9 5 10 8 7 25 6 5 12 7 14 16 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-175C>T NA NA NA NA 175
Chr21 4934310 C T Chr21_4934310_C_TC_T SNP 10955.63 25 6 5 12 7 14 16 11 8 9 5 10 8 7 25 6 5 12 7 14 16 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3155G>A NA NA NA NA 3051
Chr21 4934310 C T Chr21_4934310_C_TC_T SNP 10955.63 25 6 5 12 7 14 16 11 8 9 5 10 8 7 25 6 5 12 7 14 16 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3155G>A NA NA NA NA 2999
Chr21 4934310 C T Chr21_4934310_C_TC_T SNP 10955.63 25 6 5 12 7 14 16 11 8 9 5 10 8 7 25 6 5 12 7 14 16 11 8 9 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934310C>TNA NA NA NA NA
Chr21 4934311 C CAAA Chr21_4934311_C_CAAAC_CAAA INDEL 11351.59 24 6 6 12 7 14 16 11 8 10 5 10 8 7 24 6 6 12 7 14 16 11 8 10 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-84_-83insAAANA NA NA NA 83
Chr21 4934311 C CAAA Chr21_4934311_C_CAAAC_CAAA INDEL 11351.59 24 6 6 12 7 14 16 11 8 10 5 10 8 7 24 6 6 12 7 14 16 11 8 10 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-174_-173insAAANA NA NA NA 173
Chr21 4934311 C CAAA Chr21_4934311_C_CAAAC_CAAA INDEL 11351.59 24 6 6 12 7 14 16 11 8 10 5 10 8 7 24 6 6 12 7 14 16 11 8 10 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3153_*3154insTTTNA NA NA NA 3049
Chr21 4934311 C CAAA Chr21_4934311_C_CAAAC_CAAA INDEL 11351.59 24 6 6 12 7 14 16 11 8 10 5 10 8 7 24 6 6 12 7 14 16 11 8 10 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3153_*3154insTTTNA NA NA NA 2997
Chr21 4934311 C CAAA Chr21_4934311_C_CAAAC_CAAA INDEL 11351.59 24 6 6 12 7 14 16 11 8 10 5 10 8 7 24 6 6 12 7 14 16 11 8 10 5 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934311_4934312insAAANA NA NA NA NA
Chr21 4934312 C CTAA Chr21_4934312_C_CTAAC_CTAA INDEL 11531.59 24 5 7 13 6 15 15 11 8 9 5 9 8 7 24 5 7 13 6 15 15 11 8 9 5 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-83_-82insTAANA NA NA NA 82
Chr21 4934312 C CTAA Chr21_4934312_C_CTAAC_CTAA INDEL 11531.59 24 5 7 13 6 15 15 11 8 9 5 9 8 7 24 5 7 13 6 15 15 11 8 9 5 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-173_-172insTAANA NA NA NA 172
Chr21 4934312 C CTAA Chr21_4934312_C_CTAAC_CTAA INDEL 11531.59 24 5 7 13 6 15 15 11 8 9 5 9 8 7 24 5 7 13 6 15 15 11 8 9 5 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3152_*3153insTTANA NA NA NA 3048
Chr21 4934312 C CTAA Chr21_4934312_C_CTAAC_CTAA INDEL 11531.59 24 5 7 13 6 15 15 11 8 9 5 9 8 7 24 5 7 13 6 15 15 11 8 9 5 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3152_*3153insTTANA NA NA NA 2996
Chr21 4934312 C CTAA Chr21_4934312_C_CTAAC_CTAA INDEL 11531.59 24 5 7 13 6 15 15 11 8 9 5 9 8 7 24 5 7 13 6 15 15 11 8 9 5 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934312_4934313insTAANA NA NA NA NA
Chr21 4934316 T TATGTGTAG Chr21_4934316_T_TATGTGTAGT_TATGTGTAGINDEL 12341.59 26 6 7 14 6 16 17 12 9 11 7 10 8 7 26 6 7 14 6 16 17 12 9 11 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-79_-78insATGTGTAGNA NA NA NA 78
Chr21 4934316 T TATGTGTAG Chr21_4934316_T_TATGTGTAGT_TATGTGTAGINDEL 12341.59 26 6 7 14 6 16 17 12 9 11 7 10 8 7 26 6 7 14 6 16 17 12 9 11 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-169_-168insATGTGTAGNA NA NA NA 168
Chr21 4934316 T TATGTGTAG Chr21_4934316_T_TATGTGTAGT_TATGTGTAGINDEL 12341.59 26 6 7 14 6 16 17 12 9 11 7 10 8 7 26 6 7 14 6 16 17 12 9 11 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3148_*3149insCTACACATNA NA NA NA 3044
Chr21 4934316 T TATGTGTAG Chr21_4934316_T_TATGTGTAGT_TATGTGTAGINDEL 12341.59 26 6 7 14 6 16 17 12 9 11 7 10 8 7 26 6 7 14 6 16 17 12 9 11 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3148_*3149insCTACACATNA NA NA NA 2992
Chr21 4934316 T TATGTGTAG Chr21_4934316_T_TATGTGTAGT_TATGTGTAGINDEL 12341.59 26 6 7 14 6 16 17 12 9 11 7 10 8 7 26 6 7 14 6 16 17 12 9 11 7 10 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934316_4934317insATGTGTAGNA NA NA NA NA
Chr21 4934318 C A Chr21_4934318_C_AC_A SNP 12755.63 26 8 10 12 7 13 19 12 6 13 7 11 9 7 26 8 10 12 7 13 19 12 6 13 7 11 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-77C>A NA NA NA NA 77
Chr21 4934318 C A Chr21_4934318_C_AC_A SNP 12755.63 26 8 10 12 7 13 19 12 6 13 7 11 9 7 26 8 10 12 7 13 19 12 6 13 7 11 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-167C>A NA NA NA NA 167
Chr21 4934318 C A Chr21_4934318_C_AC_A SNP 12755.63 26 8 10 12 7 13 19 12 6 13 7 11 9 7 26 8 10 12 7 13 19 12 6 13 7 11 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3147G>T NA NA NA NA 3043
Chr21 4934318 C A Chr21_4934318_C_AC_A SNP 12755.63 26 8 10 12 7 13 19 12 6 13 7 11 9 7 26 8 10 12 7 13 19 12 6 13 7 11 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3147G>T NA NA NA NA 2991
Chr21 4934318 C A Chr21_4934318_C_AC_A SNP 12755.63 26 8 10 12 7 13 19 12 6 13 7 11 9 7 26 8 10 12 7 13 19 12 6 13 7 11 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934318C>ANA NA NA NA NA
Chr21 4934321 A T Chr21_4934321_A_TA_T SNP 11540.63 25 8 9 11 7 13 21 13 6 14 9 12 7 7 25 8 9 11 7 13 21 13 6 14 9 12 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-74A>T NA NA NA NA 74
Chr21 4934321 A T Chr21_4934321_A_TA_T SNP 11540.63 25 8 9 11 7 13 21 13 6 14 9 12 7 7 25 8 9 11 7 13 21 13 6 14 9 12 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-164A>T NA NA NA NA 164
Chr21 4934321 A T Chr21_4934321_A_TA_T SNP 11540.63 25 8 9 11 7 13 21 13 6 14 9 12 7 7 25 8 9 11 7 13 21 13 6 14 9 12 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3144T>A NA NA NA NA 3040
Chr21 4934321 A T Chr21_4934321_A_TA_T SNP 11540.63 25 8 9 11 7 13 21 13 6 14 9 12 7 7 25 8 9 11 7 13 21 13 6 14 9 12 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3144T>A NA NA NA NA 2988
Chr21 4934321 A T Chr21_4934321_A_TA_T SNP 11540.63 25 8 9 11 7 13 21 13 6 14 9 12 7 7 25 8 9 11 7 13 21 13 6 14 9 12 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934321A>TNA NA NA NA NA
Chr21 4934324 C A Chr21_4934324_C_AC_A SNP 11585.63 26 8 10 10 7 14 19 11 5 13 8 12 6 7 26 8 10 10 7 14 19 11 5 13 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-71C>A NA NA NA NA 71
Chr21 4934324 C A Chr21_4934324_C_AC_A SNP 11585.63 26 8 10 10 7 14 19 11 5 13 8 12 6 7 26 8 10 10 7 14 19 11 5 13 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-161C>A NA NA NA NA 161
Chr21 4934324 C A Chr21_4934324_C_AC_A SNP 11585.63 26 8 10 10 7 14 19 11 5 13 8 12 6 7 26 8 10 10 7 14 19 11 5 13 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3141G>T NA NA NA NA 3037
Chr21 4934324 C A Chr21_4934324_C_AC_A SNP 11585.63 26 8 10 10 7 14 19 11 5 13 8 12 6 7 26 8 10 10 7 14 19 11 5 13 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3141G>T NA NA NA NA 2985
Chr21 4934324 C A Chr21_4934324_C_AC_A SNP 11585.63 26 8 10 10 7 14 19 11 5 13 8 12 6 7 26 8 10 10 7 14 19 11 5 13 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934324C>ANA NA NA NA NA
Chr21 4934325 C CAACTT Chr21_4934325_C_CAACTTC_CAACTT INDEL 11666.59 26 8 9 10 7 14 19 11 6 14 8 12 6 7 26 8 9 10 7 14 19 11 6 14 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-70_-69insAACTTNA NA NA NA 69
Chr21 4934325 C CAACTT Chr21_4934325_C_CAACTTC_CAACTT INDEL 11666.59 26 8 9 10 7 14 19 11 6 14 8 12 6 7 26 8 9 10 7 14 19 11 6 14 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-160_-159insAACTTNA NA NA NA 159
Chr21 4934325 C CAACTT Chr21_4934325_C_CAACTTC_CAACTT INDEL 11666.59 26 8 9 10 7 14 19 11 6 14 8 12 6 7 26 8 9 10 7 14 19 11 6 14 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3139_*3140insAAGTTNA NA NA NA 3035
Chr21 4934325 C CAACTT Chr21_4934325_C_CAACTTC_CAACTT INDEL 11666.59 26 8 9 10 7 14 19 11 6 14 8 12 6 7 26 8 9 10 7 14 19 11 6 14 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3139_*3140insAAGTTNA NA NA NA 2983
Chr21 4934325 C CAACTT Chr21_4934325_C_CAACTTC_CAACTT INDEL 11666.59 26 8 9 10 7 14 19 11 6 14 8 12 6 7 26 8 9 10 7 14 19 11 6 14 8 12 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934325_4934326insAACTTNA NA NA NA NA
Chr21 4934326 G GT Chr21_4934326_G_GTG_GT INDEL 11621.59 25 9 9 10 6 15 19 10 6 15 8 11 6 5 25 9 9 10 6 15 19 10 6 15 8 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-69_-68insTNA NA NA NA 68
Chr21 4934326 G GT Chr21_4934326_G_GTG_GT INDEL 11621.59 25 9 9 10 6 15 19 10 6 15 8 11 6 5 25 9 9 10 6 15 19 10 6 15 8 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-159_-158insTNA NA NA NA 158
Chr21 4934326 G GT Chr21_4934326_G_GTG_GT INDEL 11621.59 25 9 9 10 6 15 19 10 6 15 8 11 6 5 25 9 9 10 6 15 19 10 6 15 8 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3138_*3139insANA NA NA NA 3034
Chr21 4934326 G GT Chr21_4934326_G_GTG_GT INDEL 11621.59 25 9 9 10 6 15 19 10 6 15 8 11 6 5 25 9 9 10 6 15 19 10 6 15 8 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3138_*3139insANA NA NA NA 2982
Chr21 4934326 G GT Chr21_4934326_G_GTG_GT INDEL 11621.59 25 9 9 10 6 15 19 10 6 15 8 11 6 5 25 9 9 10 6 15 19 10 6 15 8 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934326_4934327insTNA NA NA NA NA
Chr21 4934328 C G Chr21_4934328_C_GC_G SNP 11180.63 25 9 10 11 6 16 19 10 7 15 8 12 6 5 25 9 10 11 6 16 19 10 7 15 8 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-67C>G NA NA NA NA 67
Chr21 4934328 C G Chr21_4934328_C_GC_G SNP 11180.63 25 9 10 11 6 16 19 10 7 15 8 12 6 5 25 9 10 11 6 16 19 10 7 15 8 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-157C>G NA NA NA NA 157
Chr21 4934328 C G Chr21_4934328_C_GC_G SNP 11180.63 25 9 10 11 6 16 19 10 7 15 8 12 6 5 25 9 10 11 6 16 19 10 7 15 8 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3137G>C NA NA NA NA 3033
Chr21 4934328 C G Chr21_4934328_C_GC_G SNP 11180.63 25 9 10 11 6 16 19 10 7 15 8 12 6 5 25 9 10 11 6 16 19 10 7 15 8 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3137G>C NA NA NA NA 2981
Chr21 4934328 C G Chr21_4934328_C_GC_G SNP 11180.63 25 9 10 11 6 16 19 10 7 15 8 12 6 5 25 9 10 11 6 16 19 10 7 15 8 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934328C>GNA NA NA NA NA
Chr21 4934331 CGAGGACGGC Chr21_4934331_CGAGGACGG_CCGAGGACGG_CINDEL 11148.59 25 9 10 11 7 16 20 11 8 14 8 12 6 6 25 9 10 11 7 16 20 11 8 14 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.-63_-56delGAGGACGGNA NA NA NA 63
Chr21 4934331 CGAGGACGGC Chr21_4934331_CGAGGACGG_CCGAGGACGG_CINDEL 11148.59 25 9 10 11 7 16 20 11 8 14 8 12 6 6 25 9 10 11 7 16 20 11 8 14 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.-153_-146delGAGGACGGNA NA NA NA 153
Chr21 4934331 CGAGGACGGC Chr21_4934331_CGAGGACGG_CCGAGGACGG_CINDEL 11148.59 25 9 10 11 7 16 20 11 8 14 8 12 6 6 25 9 10 11 7 16 20 11 8 14 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_codingNA c.*3126_*3133delCCGTCCTCNA NA NA NA 3029
Chr21 4934331 CGAGGACGGC Chr21_4934331_CGAGGACGG_CCGAGGACGG_CINDEL 11148.59 25 9 10 11 7 16 20 11 8 14 8 12 6 6 25 9 10 11 7 16 20 11 8 14 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.*3126_*3133delCCGTCCTCNA NA NA NA 2977
Chr21 4934331 CGAGGACGGC Chr21_4934331_CGAGGACGG_CCGAGGACGG_CINDEL 11148.59 25 9 10 11 7 16 20 11 8 14 8 12 6 6 25 9 10 11 7 16 20 11 8 14 8 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7570-Pp3c21_7640Pp3c21_7570-Pp3c21_7640intergenic_regionPp3c21_7570-Pp3c21_7640NA NA n.4934332_4934339delGAGGACGGNA NA NA NA NA
Chr21 4939445 C CA Chr21_4939445_C_CAC_CA INDEL 35514.59 58 28 50 59 49 87 82 54 35 42 17 19 19 15 58 28 50 59 49 87 82 54 35 42 17 19 19 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7670Pp3c21_7670transcript PAC:32916812protein_codingNA c.-472_-471insANA NA NA NA 471
Chr21 4939445 C CA Chr21_4939445_C_CAC_CA INDEL 35514.59 58 28 50 59 49 87 82 54 35 42 17 19 19 15 58 28 50 59 49 87 82 54 35 42 17 19 19 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.-788_-787insTNA NA NA NA 492
Chr21 4939445 C CA Chr21_4939445_C_CAC_CA INDEL 35514.59 58 28 50 59 49 87 82 54 35 42 17 19 19 15 58 28 50 59 49 87 82 54 35 42 17 19 19 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7670Pp3c21_7670transcript PAC:32916813protein_codingNA c.-538_-537insANA NA NA NA 490
Chr21 4939445 C CA Chr21_4939445_C_CAC_CA INDEL 35514.59 58 28 50 59 49 87 82 54 35 42 17 19 19 15 58 28 50 59 49 87 82 54 35 42 17 19 19 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.*3632_*3633insANA NA NA NA 3259
Chr21 4939445 C CA Chr21_4939445_C_CAC_CA INDEL 35514.59 58 28 50 59 49 87 82 54 35 42 17 19 19 15 58 28 50 59 49 87 82 54 35 42 17 19 19 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.*3632_*3633insANA NA NA NA 3268
Chr21 4939445 C CA Chr21_4939445_C_CAC_CA INDEL 35514.59 58 28 50 59 49 87 82 54 35 42 17 19 19 15 58 28 50 59 49 87 82 54 35 42 17 19 19 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_coding 01-janv c.-708-80_-708-79insTNA NA NA NA NA
Chr21 4939622 G GA Chr21_4939622_G_GAG_GA INDEL 55007.59 84 76 68 80 57 95 110 80 92 80 64 98 40 62 84 76 69 82 57 95 110 80 92 80 64 98 40 62 1 1 0.986 0.976 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914623protein_coding 01-févr c.-752dupT NA NA NA NA 965
Chr21 4939622 G GA Chr21_4939622_G_GAG_GA INDEL 55007.59 84 76 68 80 57 95 110 80 92 80 64 98 40 62 84 76 69 82 57 95 110 80 92 80 64 98 40 62 1 1 0.986 0.976 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7670Pp3c21_7670transcript PAC:32916812protein_codingNA c.-295_-294insANA NA NA NA 294
Chr21 4939622 G GA Chr21_4939622_G_GAG_GA INDEL 55007.59 84 76 68 80 57 95 110 80 92 80 64 98 40 62 84 76 69 82 57 95 110 80 92 80 64 98 40 62 1 1 0.986 0.976 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7660Pp3c21_7660transcript PAC:32914624protein_codingNA c.-965dupT NA NA NA NA 669
Chr21 4939622 G GA Chr21_4939622_G_GAG_GA INDEL 55007.59 84 76 68 80 57 95 110 80 92 80 64 98 40 62 84 76 69 82 57 95 110 80 92 80 64 98 40 62 1 1 0.986 0.976 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7670Pp3c21_7670transcript PAC:32916813protein_codingNA c.-361_-360insANA NA NA NA 313
Chr21 4939622 G GA Chr21_4939622_G_GAG_GA INDEL 55007.59 84 76 68 80 57 95 110 80 92 80 64 98 40 62 84 76 69 82 57 95 110 80 92 80 64 98 40 62 1 1 0.986 0.976 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916507protein_codingNA c.*3809_*3810insANA NA NA NA 3436
Chr21 4939622 G GA Chr21_4939622_G_GAG_GA INDEL 55007.59 84 76 68 80 57 95 110 80 92 80 64 98 40 62 84 76 69 82 57 95 110 80 92 80 64 98 40 62 1 1 0.986 0.976 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7640Pp3c21_7640transcript PAC:32916508protein_codingNA c.*3809_*3810insANA NA NA NA 3445
Chr21 4965286 T TC Chr21_4965286_T_TCT_TC INDEL 18540.59 22 11 21 20 25 19 29 20 23 27 28 8 9 13 22 11 21 20 25 19 29 20 23 27 28 8 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7720Pp3c21_7720transcript PAC:32916158protein_codingNA c.*2108_*2109insGNA NA NA NA 1388
Chr21 4965286 T TC Chr21_4965286_T_TCT_TC INDEL 18540.59 22 11 21 20 25 19 29 20 23 27 28 8 9 13 22 11 21 20 25 19 29 20 23 27 28 8 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7720Pp3c21_7720transcript PAC:32916159protein_codingNA c.*2108_*2109insGNA NA NA NA 1388
Chr21 4965286 T TC Chr21_4965286_T_TCT_TC INDEL 18540.59 22 11 21 20 25 19 29 20 23 27 28 8 9 13 22 11 21 20 25 19 29 20 23 27 28 8 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7720Pp3c21_7720transcript PAC:32916160protein_codingNA c.*2108_*2109insGNA NA NA NA 1388
Chr21 4965286 T TC Chr21_4965286_T_TCT_TC INDEL 18540.59 22 11 21 20 25 19 29 20 23 27 28 8 9 13 22 11 21 20 25 19 29 20 23 27 28 8 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_7720Pp3c21_7720transcript PAC:32916161protein_codingNA c.*2108_*2109insGNA NA NA NA 1412
Chr21 4965286 T TC Chr21_4965286_T_TCT_TC INDEL 18540.59 22 11 21 20 25 19 29 20 23 27 28 8 9 13 22 11 21 20 25 19 29 20 23 27 28 8 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7690-Pp3c21_7720Pp3c21_7690-Pp3c21_7720intergenic_regionPp3c21_7690-Pp3c21_7720NA NA n.4965286_4965287insCNA NA NA NA NA
Chr21 5031075 G GA Chr21_5031075_G_GAG_GA INDEL 16097.59 30 22 18 20 20 22 32 24 27 38 20 13 9 8 31 22 18 20 20 22 32 24 27 38 20 13 9 8 0.968 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_7815Pp3c21_7815transcript PAC:32915034protein_codingNA c.-3151_-3150insTNA NA NA NA 3151
Chr21 5031075 G GA Chr21_5031075_G_GAG_GA INDEL 16097.59 30 22 18 20 20 22 32 24 27 38 20 13 9 8 31 22 18 20 20 22 32 24 27 38 20 13 9 8 0.968 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_7815-Pp3c21_7820Pp3c21_7815-Pp3c21_7820intergenic_regionPp3c21_7815-Pp3c21_7820NA NA n.5031075_5031076insANA NA NA NA NA
Chr21 5439131 T TTA Chr21_5439131_T_TTAT_TTA INDEL 1799.24 2 0 1 8 12 13 10 8 0 0 0 0 0 0 13 8 7 9 13 13 10 8 7 14 9 10 4 7 0.154 0 0 0.889 0.923 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intron_variantMODIFIER Pp3c21_8450Pp3c21_8450transcript PAC:32915326protein_coding janv-46 c.84-52_84-51insTANA NA NA NA NA
Chr21 5439131 T TTA Chr21_5439131_T_TTAT_TTA INDEL 1799.24 2 0 1 8 12 13 10 8 0 0 0 0 0 0 13 8 7 9 13 13 10 8 7 14 9 10 4 7 0.154 0 0 0.889 0.923 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intron_variantMODIFIER Pp3c21_8450Pp3c21_8450transcript PAC:32915327protein_coding janv-46 c.84-52_84-51insTANA NA NA NA NA
Chr21 5532097 A G Chr21_5532097_A_GA_G SNP 17704.63 28 14 20 28 15 19 27 20 22 22 11 7 10 10 28 14 20 28 15 19 27 20 22 22 11 7 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8550-Pp3c21_8640Pp3c21_8550-Pp3c21_8640intergenic_regionPp3c21_8550-Pp3c21_8640NA NA n.5532097A>GNA NA NA NA NA
Chr21 5532103 C G Chr21_5532103_C_GC_G SNP 18007.63 26 13 22 29 14 18 28 19 25 23 11 8 10 10 26 13 22 29 14 18 28 19 25 23 11 8 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8550-Pp3c21_8640Pp3c21_8550-Pp3c21_8640intergenic_regionPp3c21_8550-Pp3c21_8640NA NA n.5532103C>GNA NA NA NA NA
Chr21 5550534 G C Chr21_5550534_G_CG_C SNP 11872.29 25 10 26 0 0 1 0 0 22 15 29 17 11 5 25 10 26 26 23 26 26 20 22 15 29 17 11 5 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c21_8550-Pp3c21_8640Pp3c21_8550-Pp3c21_8640intergenic_regionPp3c21_8550-Pp3c21_8640NA NA n.5550534G>CNA NA NA NA NA
Chr21 5651268 A AT Chr21_5651268_A_ATA_AT INDEL 16813.59 31 8 8 29 13 18 27 28 22 15 20 11 6 11 31 8 8 29 13 18 27 28 22 15 20 11 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8780-Pp3c21_8800Pp3c21_8780-Pp3c21_8800intergenic_regionPp3c21_8780-Pp3c21_8800NA NA n.5651268_5651269insTNA NA NA NA NA
Chr21 5667768 GC G Chr21_5667768_GC_GGC_G INDEL 15661.59 26 17 17 26 16 24 26 21 20 24 19 13 7 5 26 17 17 26 16 24 26 21 20 24 19 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_8800Pp3c21_8800transcript PAC:32916620protein_codingNA c.*1984delC NA NA NA NA 1658
Chr21 5667768 GC G Chr21_5667768_GC_GGC_G INDEL 15661.59 26 17 17 26 16 24 26 21 20 24 19 13 7 5 26 17 17 26 16 24 26 21 20 24 19 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_8800Pp3c21_8800transcript PAC:32916621protein_codingNA c.*1984delC NA NA NA NA 1513
Chr21 5667768 GC G Chr21_5667768_GC_GGC_G INDEL 15661.59 26 17 17 26 16 24 26 21 20 24 19 13 7 5 26 17 17 26 16 24 26 21 20 24 19 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8800-Pp3c21_8810Pp3c21_8800-Pp3c21_8810intergenic_regionPp3c21_8800-Pp3c21_8810NA NA n.5667769delCNA NA NA NA NA
Chr21 5667857 A AT Chr21_5667857_A_ATA_AT INDEL 16555.59 23 17 13 29 20 25 37 13 32 24 19 16 12 6 23 17 13 29 20 25 37 13 32 24 19 16 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_8800Pp3c21_8800transcript PAC:32916620protein_codingNA c.*2072_*2073insTNA NA NA NA 1747
Chr21 5667857 A AT Chr21_5667857_A_ATA_AT INDEL 16555.59 23 17 13 29 20 25 37 13 32 24 19 16 12 6 23 17 13 29 20 25 37 13 32 24 19 16 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_8800Pp3c21_8800transcript PAC:32916621protein_codingNA c.*2072_*2073insTNA NA NA NA 1602
Chr21 5667857 A AT Chr21_5667857_A_ATA_AT INDEL 16555.59 23 17 13 29 20 25 37 13 32 24 19 16 12 6 23 17 13 29 20 25 37 13 32 24 19 16 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8800-Pp3c21_8810Pp3c21_8800-Pp3c21_8810intergenic_regionPp3c21_8800-Pp3c21_8810NA NA n.5667857_5667858insTNA NA NA NA NA
Chr21 5668017 G C Chr21_5668017_G_CG_C SNP 17649.63 26 20 14 29 9 32 21 25 23 31 17 14 19 5 26 20 14 29 9 32 21 25 23 31 17 14 19 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_8800Pp3c21_8800transcript PAC:32916620protein_codingNA c.*2232G>C NA NA NA NA 1906
Chr21 5668017 G C Chr21_5668017_G_CG_C SNP 17649.63 26 20 14 29 9 32 21 25 23 31 17 14 19 5 26 20 14 29 9 32 21 25 23 31 17 14 19 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_8800Pp3c21_8800transcript PAC:32916621protein_codingNA c.*2232G>C NA NA NA NA 1761
Chr21 5668017 G C Chr21_5668017_G_CG_C SNP 17649.63 26 20 14 29 9 32 21 25 23 31 17 14 19 5 26 20 14 29 9 32 21 25 23 31 17 14 19 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8800-Pp3c21_8810Pp3c21_8800-Pp3c21_8810intergenic_regionPp3c21_8800-Pp3c21_8810NA NA n.5668017G>CNA NA NA NA NA
Chr21 5702344 A AT Chr21_5702344_A_ATA_AT INDEL 16664.59 34 12 19 32 17 25 24 26 26 29 12 15 14 10 34 12 19 32 17 25 24 26 26 29 12 15 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8810-Pp3c21_8909Pp3c21_8810-Pp3c21_8909intergenic_regionPp3c21_8810-Pp3c21_8909NA NA n.5702344_5702345insTNA NA NA NA NA
Chr21 5748892 C T Chr21_5748892_C_TC_T SNP 5251.29 0 0 0 30 14 19 29 16 0 0 0 0 0 0 29 8 8 30 14 19 29 16 16 29 25 22 10 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_8810-Pp3c21_8909Pp3c21_8810-Pp3c21_8909intergenic_regionPp3c21_8810-Pp3c21_8909NA NA n.5748892C>TNA NA NA NA NA
Chr21 5886117 C CT Chr21_5886117_C_CTC_CT INDEL 17059.59 27 21 10 33 21 28 29 24 18 20 13 17 13 12 27 21 10 33 21 28 29 24 18 20 13 17 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_8960Pp3c21_8960transcript PAC:32914716protein_codingNA c.*3383_*3384insTNA NA NA NA 2482
Chr21 5886117 C CT Chr21_5886117_C_CTC_CT INDEL 17059.59 27 21 10 33 21 28 29 24 18 20 13 17 13 12 27 21 10 33 21 28 29 24 18 20 13 17 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_8970Pp3c21_8970transcript PAC:32916059protein_codingNA c.*1343_*1344insTNA NA NA NA 1344
Chr21 5886117 C CT Chr21_5886117_C_CTC_CT INDEL 17059.59 27 21 10 33 21 28 29 24 18 20 13 17 13 12 27 21 10 33 21 28 29 24 18 20 13 17 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_8960Pp3c21_8960transcript PAC:32914717protein_codingNA c.*3383_*3384insTNA NA NA NA 2801
Chr21 5886117 C CT Chr21_5886117_C_CTC_CT INDEL 17059.59 27 21 10 33 21 28 29 24 18 20 13 17 13 12 27 21 10 33 21 28 29 24 18 20 13 17 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8970-Pp3c21_8990Pp3c21_8970-Pp3c21_8990intergenic_regionPp3c21_8970-Pp3c21_8990NA NA n.5886117_5886118insTNA NA NA NA NA
Chr21 5922753 TA T Chr21_5922753_TA_TTA_T INDEL 13991.59 31 13 12 24 19 29 25 23 21 22 20 20 14 12 31 13 12 24 19 29 25 23 21 22 20 20 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 0.923 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8989-Pp3c21_9000Pp3c21_8989-Pp3c21_9000intergenic_regionPp3c21_8989-Pp3c21_9000NA NA n.5922754delANA NA NA NA NA
Chr21 5925542 G A Chr21_5925542_G_AG_A SNP 18594.63 31 20 16 23 22 28 20 25 26 18 10 20 9 14 31 20 16 23 22 28 20 25 26 18 10 20 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8989-Pp3c21_9000Pp3c21_8989-Pp3c21_9000intergenic_regionPp3c21_8989-Pp3c21_9000NA NA n.5925542G>ANA NA NA NA NA
Chr21 5925571 G A Chr21_5925571_G_AG_A SNP 18717.63 34 19 16 24 24 27 17 30 22 20 12 21 12 14 34 19 16 24 24 27 17 30 22 20 12 21 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8989-Pp3c21_9000Pp3c21_8989-Pp3c21_9000intergenic_regionPp3c21_8989-Pp3c21_9000NA NA n.5925571G>ANA NA NA NA NA
Chr21 5925617 A G Chr21_5925617_A_GA_G SNP 19673.63 36 18 15 26 26 28 25 25 18 23 15 23 11 13 36 18 15 26 26 28 25 25 18 23 15 23 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8989-Pp3c21_9000Pp3c21_8989-Pp3c21_9000intergenic_regionPp3c21_8989-Pp3c21_9000NA NA n.5925617A>GNA NA NA NA NA
Chr21 5928690 T TA Chr21_5928690_T_TAT_TA INDEL 13789.59 34 9 16 22 19 23 20 24 18 19 21 20 8 7 34 9 16 22 19 23 20 24 18 19 21 20 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_8989-Pp3c21_9000Pp3c21_8989-Pp3c21_9000intergenic_regionPp3c21_8989-Pp3c21_9000NA NA n.5928690_5928691insANA NA NA NA NA
Chr21 5991041 G T Chr21_5991041_G_TG_T SNP 15708.63 15 9 11 28 17 32 13 13 20 16 21 17 7 9 15 9 11 28 17 32 13 13 20 16 21 17 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_9088-Pp3c21_9120Pp3c21_9088-Pp3c21_9120intergenic_regionPp3c21_9088-Pp3c21_9120NA NA n.5991041G>TNA NA NA NA NA
Chr21 5991047 G T Chr21_5991047_G_TG_T SNP 16029.63 15 9 12 29 18 33 13 13 22 16 21 18 9 9 15 9 12 29 18 33 13 13 22 16 21 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_9088-Pp3c21_9120Pp3c21_9088-Pp3c21_9120intergenic_regionPp3c21_9088-Pp3c21_9120NA NA n.5991047G>TNA NA NA NA NA
Chr21 6045354 C CAT Chr21_6045354_C_CATC_CAT INDEL 74.37 0 0 0 0 1 0 1 0 0 0 6 0 0 0 18 16 14 12 8 20 25 15 19 13 7 4 6 11 0 0 0 0 0 0 0 0 0 0 0.857 0 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c21_9151-Pp3c21_9220Pp3c21_9151-Pp3c21_9220intergenic_regionPp3c21_9151-Pp3c21_9220NA NA n.6045354_6045355insATNA NA NA NA NA
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_9750Pp3c21_9750transcript PAC:32916792protein_codingNA c.-3137_-3136insATNA NA NA NA 2945
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_9770Pp3c21_9770transcript PAC:32915478protein_codingNA c.-2752_-2751insATNA NA NA NA 1953
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_9750Pp3c21_9750transcript PAC:32916793protein_codingNA c.-3137_-3136insATNA NA NA NA 2716
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_9770Pp3c21_9770transcript PAC:32915480protein_codingNA c.-2752_-2751insATNA NA NA NA 1964
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_9770Pp3c21_9770transcript PAC:32915481protein_codingNA c.-2752_-2751insATNA NA NA NA 1964
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_9770Pp3c21_9770transcript PAC:32915483protein_codingNA c.-2752_-2751insATNA NA NA NA 1964
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_9770Pp3c21_9770transcript PAC:32915479protein_codingNA c.-2752_-2751insATNA NA NA NA 1964
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_9770Pp3c21_9770transcript PAC:32915482protein_codingNA c.-2752_-2751insATNA NA NA NA 2391
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_9760Pp3c21_9760transcript PAC:32914705protein_codingNA c.*1044_*1045insATNA NA NA NA 485
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_9760Pp3c21_9760transcript PAC:32914707protein_codingNA c.*1172_*1173insATNA NA NA NA 485
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_9760Pp3c21_9760transcript PAC:32914708protein_codingNA c.*1172_*1173insATNA NA NA NA 457
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_9760Pp3c21_9760transcript PAC:32914706protein_codingNA c.*1044_*1045insATNA NA NA NA 442
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_9760Pp3c21_9760transcript PAC:32914709protein_codingNA c.*1172_*1173insATNA NA NA NA 442
Chr21 6403252 AAT AATAT Chr21_6403252_AAT_AATATAAT_AATAT INDEL 4048.5 1 0 0 14 18 18 30 16 0 0 0 0 0 0 14 8 14 14 18 19 32 17 15 11 14 7 8 6 0 0 0 1 1 0.947 0.938 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_9760-Pp3c21_9770Pp3c21_9760-Pp3c21_9770intergenic_regionPp3c21_9760-Pp3c21_9770NA NA n.6403254_6403255insATNA NA NA NA NA
Chr21 6488915 C T Chr21_6488915_C_TC_T SNP 9263.63 11 13 14 15 8 19 14 16 23 19 12 16 9 4 11 13 14 15 8 19 14 16 23 19 12 16 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_10000-Pp3c21_10020Pp3c21_10000-Pp3c21_10020intergenic_regionPp3c21_10000-Pp3c21_10020NA NA n.6488915C>TNA NA NA NA NA
Chr21 6555078 T TTA Chr21_6555078_T_TTAT_TTA INDEL 11558.59 19 18 12 18 21 16 23 20 9 22 17 15 6 7 19 19 13 18 21 17 23 20 9 22 17 15 6 7 1 0.947 0.923 1 1 0.941 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_10100Pp3c21_10100transcript PAC:32914805protein_codingNA c.-3936_-3935insTANA NA NA NA 3936
Chr21 6555078 T TTA Chr21_6555078_T_TTAT_TTA INDEL 11558.59 19 18 12 18 21 16 23 20 9 22 17 15 6 7 19 19 13 18 21 17 23 20 9 22 17 15 6 7 1 0.947 0.923 1 1 0.941 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_10100Pp3c21_10100transcript PAC:32914806protein_codingNA c.-3936_-3935insTANA NA NA NA 3182
Chr21 6555078 T TTA Chr21_6555078_T_TTAT_TTA INDEL 11558.59 19 18 12 18 21 16 23 20 9 22 17 15 6 7 19 19 13 18 21 17 23 20 9 22 17 15 6 7 1 0.947 0.923 1 1 0.941 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_10100Pp3c21_10100transcript PAC:32914807protein_codingNA c.-2394_-2393insTANA NA NA NA 1439
Chr21 6555078 T TTA Chr21_6555078_T_TTAT_TTA INDEL 11558.59 19 18 12 18 21 16 23 20 9 22 17 15 6 7 19 19 13 18 21 17 23 20 9 22 17 15 6 7 1 0.947 0.923 1 1 0.941 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_10110Pp3c21_10110transcript PAC:32915823protein_codingNA c.*1261_*1262insTANA NA NA NA 1262
Chr21 6555078 T TTA Chr21_6555078_T_TTAT_TTA INDEL 11558.59 19 18 12 18 21 16 23 20 9 22 17 15 6 7 19 19 13 18 21 17 23 20 9 22 17 15 6 7 1 0.947 0.923 1 1 0.941 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_10110-Pp3c21_10130Pp3c21_10110-Pp3c21_10130intergenic_regionPp3c21_10110-Pp3c21_10130NA NA n.6555078_6555079insTANA NA NA NA NA
Chr21 6566592 A T Chr21_6566592_A_TA_T SNP 15693.63 20 10 12 19 26 26 28 20 14 19 24 19 6 10 20 10 12 19 26 26 28 20 14 19 25 19 6 10 1 1 1 1 1 1 1 1 1 1 0.96 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_10130Pp3c21_10130transcript PAC:32914523protein_codingNA c.*1755A>T NA NA NA NA 1755
Chr21 6566592 A T Chr21_6566592_A_TA_T SNP 15693.63 20 10 12 19 26 26 28 20 14 19 24 19 6 10 20 10 12 19 26 26 28 20 14 19 25 19 6 10 1 1 1 1 1 1 1 1 1 1 0.96 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_10130-Pp3c21_10190Pp3c21_10130-Pp3c21_10190intergenic_regionPp3c21_10130-Pp3c21_10190NA NA n.6566592A>TNA NA NA NA NA
Chr21 6578076 TCG T Chr21_6578076_TCG_TTCG_T INDEL 10901.59 15 5 8 12 9 11 11 10 13 14 11 8 8 4 15 5 8 12 9 11 11 10 13 14 11 8 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_10130-Pp3c21_10190Pp3c21_10130-Pp3c21_10190intergenic_regionPp3c21_10130-Pp3c21_10190NA NA n.6578077_6578078delCGNA NA NA NA NA
Chr21 6662887 TG T Chr21_6662887_TG_TTG_T INDEL 15780.59 19 8 10 22 16 23 25 20 23 23 18 14 5 5 19 8 10 22 16 23 25 20 23 23 18 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_10320Pp3c21_10320transcript PAC:32916672protein_codingNA c.-1845delC NA NA NA NA 1845
Chr21 6662887 TG T Chr21_6662887_TG_TTG_T INDEL 15780.59 19 8 10 22 16 23 25 20 23 23 18 14 5 5 19 8 10 22 16 23 25 20 23 23 18 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_10320Pp3c21_10320transcript PAC:32916673protein_codingNA c.-1845delC NA NA NA NA 1845
Chr21 6662887 TG T Chr21_6662887_TG_TTG_T INDEL 15780.59 19 8 10 22 16 23 25 20 23 23 18 14 5 5 19 8 10 22 16 23 25 20 23 23 18 14 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_10320-Pp3c21_10350Pp3c21_10320-Pp3c21_10350intergenic_regionPp3c21_10320-Pp3c21_10350NA NA n.6662888delGNA NA NA NA NA
Chr21 6662893 C A Chr21_6662893_C_AC_A SNP 15936.63 20 8 10 22 16 23 26 20 23 20 17 15 5 5 20 8 10 22 16 23 26 20 23 20 17 15 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_10320Pp3c21_10320transcript PAC:32916672protein_codingNA c.-1850G>T NA NA NA NA 1850
Chr21 6662893 C A Chr21_6662893_C_AC_A SNP 15936.63 20 8 10 22 16 23 26 20 23 20 17 15 5 5 20 8 10 22 16 23 26 20 23 20 17 15 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_10320Pp3c21_10320transcript PAC:32916673protein_codingNA c.-1850G>T NA NA NA NA 1850
Chr21 6662893 C A Chr21_6662893_C_AC_A SNP 15936.63 20 8 10 22 16 23 26 20 23 20 17 15 5 5 20 8 10 22 16 23 26 20 23 20 17 15 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_10320-Pp3c21_10350Pp3c21_10320-Pp3c21_10350intergenic_regionPp3c21_10320-Pp3c21_10350NA NA n.6662893C>ANA NA NA NA NA
Chr21 6762677 A AT Chr21_6762677_A_ATA_AT INDEL 9925.59 14 11 6 20 18 12 20 14 12 13 18 13 7 5 14 11 6 20 18 12 20 14 13 16 18 13 7 5 1 1 1 1 1 1 1 1 0.923 0.812 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_10500Pp3c21_10500transcript PAC:32916148protein_codingNA c.-2444_-2443insTNA NA NA NA 508
Chr21 6762677 A AT Chr21_6762677_A_ATA_AT INDEL 9925.59 14 11 6 20 18 12 20 14 12 13 18 13 7 5 14 11 6 20 18 12 20 14 13 16 18 13 7 5 1 1 1 1 1 1 1 1 0.923 0.812 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_10500Pp3c21_10500transcript PAC:32916150protein_codingNA c.-2444_-2443insTNA NA NA NA 508
Chr21 6762677 A AT Chr21_6762677_A_ATA_AT INDEL 9925.59 14 11 6 20 18 12 20 14 12 13 18 13 7 5 14 11 6 20 18 12 20 14 13 16 18 13 7 5 1 1 1 1 1 1 1 1 0.923 0.812 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_10500Pp3c21_10500transcript PAC:32916149protein_codingNA c.-2444_-2443insTNA NA NA NA 1415
Chr21 6762677 A AT Chr21_6762677_A_ATA_AT INDEL 9925.59 14 11 6 20 18 12 20 14 12 13 18 13 7 5 14 11 6 20 18 12 20 14 13 16 18 13 7 5 1 1 1 1 1 1 1 1 0.923 0.812 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_10470-Pp3c21_10500Pp3c21_10470-Pp3c21_10500intergenic_regionPp3c21_10470-Pp3c21_10500NA NA n.6762677_6762678insTNA NA NA NA NA
Chr21 6806491 C CT Chr21_6806491_C_CTC_CT INDEL 16471.59 24 16 19 24 17 26 32 25 21 16 21 12 19 6 24 16 19 24 17 26 32 25 21 16 21 12 19 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_10580-Pp3c21_10620Pp3c21_10580-Pp3c21_10620intergenic_regionPp3c21_10580-Pp3c21_10620NA NA n.6806491_6806492insTNA NA NA NA NA
Chr21 6806528 C CT Chr21_6806528_C_CTC_CT INDEL 16074.59 24 19 17 20 16 31 30 18 21 10 12 16 14 12 24 19 17 20 16 31 30 18 21 10 12 16 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_10580-Pp3c21_10620Pp3c21_10580-Pp3c21_10620intergenic_regionPp3c21_10580-Pp3c21_10620NA NA n.6806528_6806529insTNA NA NA NA NA
Chr21 7050743 G T Chr21_7050743_G_TG_T SNP 18625.63 33 17 19 17 19 37 25 20 23 28 20 20 10 10 33 17 19 17 19 37 25 20 23 28 20 20 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11130-Pp3c21_11170Pp3c21_11130-Pp3c21_11170intergenic_regionPp3c21_11130-Pp3c21_11170NA NA n.7050743G>TNA NA NA NA NA
Chr21 7078420 G A Chr21_7078420_G_AG_A SNP 20843.63 39 22 18 30 22 33 23 30 19 23 16 21 22 16 39 22 18 30 22 33 23 30 19 23 16 21 22 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11180-Pp3c21_11200Pp3c21_11180-Pp3c21_11200intergenic_regionPp3c21_11180-Pp3c21_11200NA NA n.7078420G>ANA NA NA NA NA
Chr21 7239654 G T Chr21_7239654_G_TG_T SNP 8306.29 0 0 0 29 29 31 38 35 0 0 0 0 0 0 28 15 23 30 29 31 38 35 36 31 10 19 16 8 0 0 0 0.967 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_11410Pp3c21_11410transcript PAC:32915291protein_codingNA c.-7663G>T NA NA NA NA 4365
Chr21 7239654 G T Chr21_7239654_G_TG_T SNP 8306.29 0 0 0 29 29 31 38 35 0 0 0 0 0 0 28 15 23 30 29 31 38 35 36 31 10 19 16 8 0 0 0 0.967 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_11390-Pp3c21_11410Pp3c21_11390-Pp3c21_11410intergenic_regionPp3c21_11390-Pp3c21_11410NA NA n.7239654G>TNA NA NA NA NA
Chr21 7263054 A AT Chr21_7263054_A_ATA_AT INDEL 13283.59 23 9 18 24 18 23 34 24 26 23 13 6 5 17 23 9 18 24 18 23 34 24 26 23 13 6 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_11420Pp3c21_11420transcript PAC:32915610protein_codingNA c.-4197_-4196insANA NA NA NA 3534
Chr21 7263054 A AT Chr21_7263054_A_ATA_AT INDEL 13283.59 23 9 18 24 18 23 34 24 26 23 13 6 5 17 23 9 18 24 18 23 34 24 26 23 13 6 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_11420Pp3c21_11420transcript PAC:32915617protein_codingNA c.-3723_-3722insANA NA NA NA 3540
Chr21 7263054 A AT Chr21_7263054_A_ATA_AT INDEL 13283.59 23 9 18 24 18 23 34 24 26 23 13 6 5 17 23 9 18 24 18 23 34 24 26 23 13 6 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_11420Pp3c21_11420transcript PAC:32915612protein_codingNA c.-4197_-4196insANA NA NA NA 4157
Chr21 7263054 A AT Chr21_7263054_A_ATA_AT INDEL 13283.59 23 9 18 24 18 23 34 24 26 23 13 6 5 17 23 9 18 24 18 23 34 24 26 23 13 6 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_11420Pp3c21_11420transcript PAC:32915613protein_codingNA c.-3723_-3722insANA NA NA NA 3543
Chr21 7263054 A AT Chr21_7263054_A_ATA_AT INDEL 13283.59 23 9 18 24 18 23 34 24 26 23 13 6 5 17 23 9 18 24 18 23 34 24 26 23 13 6 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_11420Pp3c21_11420transcript PAC:32915614protein_codingNA c.-3723_-3722insANA NA NA NA 3543
Chr21 7263054 A AT Chr21_7263054_A_ATA_AT INDEL 13283.59 23 9 18 24 18 23 34 24 26 23 13 6 5 17 23 9 18 24 18 23 34 24 26 23 13 6 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_11420Pp3c21_11420transcript PAC:32915615protein_codingNA c.-3723_-3722insANA NA NA NA 3543
Chr21 7263054 A AT Chr21_7263054_A_ATA_AT INDEL 13283.59 23 9 18 24 18 23 34 24 26 23 13 6 5 17 23 9 18 24 18 23 34 24 26 23 13 6 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_11420Pp3c21_11420transcript PAC:32915616protein_codingNA c.-3723_-3722insANA NA NA NA 3543
Chr21 7263054 A AT Chr21_7263054_A_ATA_AT INDEL 13283.59 23 9 18 24 18 23 34 24 26 23 13 6 5 17 23 9 18 24 18 23 34 24 26 23 13 6 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_11420Pp3c21_11420transcript PAC:32915618protein_codingNA c.-3723_-3722insANA NA NA NA 3543
Chr21 7263054 A AT Chr21_7263054_A_ATA_AT INDEL 13283.59 23 9 18 24 18 23 34 24 26 23 13 6 5 17 23 9 18 24 18 23 34 24 26 23 13 6 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_11420Pp3c21_11420transcript PAC:32915611protein_codingNA c.-4197_-4196insANA NA NA NA 3534
Chr21 7263054 A AT Chr21_7263054_A_ATA_AT INDEL 13283.59 23 9 18 24 18 23 34 24 26 23 13 6 5 17 23 9 18 24 18 23 34 24 26 23 13 6 5 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11420-Pp3c21_11470Pp3c21_11420-Pp3c21_11470intergenic_regionPp3c21_11420-Pp3c21_11470NA NA n.7263054_7263055insTNA NA NA NA NA
Chr21 7329000 C T Chr21_7329000_C_TC_T SNP 9743.63 10 10 10 14 7 15 16 19 18 12 7 8 6 9 10 10 10 14 7 15 16 19 18 12 7 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_11540Pp3c21_11540transcript PAC:32915072protein_codingNA c.*3360C>T NA NA NA NA 3360
Chr21 7329000 C T Chr21_7329000_C_TC_T SNP 9743.63 10 10 10 14 7 15 16 19 18 12 7 8 6 9 10 10 10 14 7 15 16 19 18 12 7 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11540-Pp3c21_11570Pp3c21_11540-Pp3c21_11570intergenic_regionPp3c21_11540-Pp3c21_11570NA NA n.7329000C>TNA NA NA NA NA
Chr21 7330146 C CT Chr21_7330146_C_CTC_CT INDEL 1769.24 0 0 0 16 6 7 10 8 0 0 0 0 0 0 9 4 5 16 6 7 10 8 7 9 7 6 4 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_11540Pp3c21_11540transcript PAC:32915072protein_codingNA c.*4506_*4507insTNA NA NA NA 4507
Chr21 7330146 C CT Chr21_7330146_C_CTC_CT INDEL 1769.24 0 0 0 16 6 7 10 8 0 0 0 0 0 0 9 4 5 16 6 7 10 8 7 9 7 6 4 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_11540-Pp3c21_11570Pp3c21_11540-Pp3c21_11570intergenic_regionPp3c21_11540-Pp3c21_11570NA NA n.7330146_7330147insTNA NA NA NA NA
Chr21 7330767 GA G Chr21_7330767_GA_GGA_G INDEL 20020.59 28 9 17 19 24 32 18 26 20 31 16 15 8 16 28 9 17 19 24 32 18 26 20 31 16 15 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11540-Pp3c21_11570Pp3c21_11540-Pp3c21_11570intergenic_regionPp3c21_11540-Pp3c21_11570NA NA n.7330768delANA NA NA NA NA
Chr21 7330772 A AT Chr21_7330772_A_ATA_AT INDEL 20020.59 28 9 17 19 24 31 18 26 20 31 16 13 8 16 28 9 17 19 24 31 18 26 20 31 16 13 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11540-Pp3c21_11570Pp3c21_11540-Pp3c21_11570intergenic_regionPp3c21_11540-Pp3c21_11570NA NA n.7330772_7330773insTNA NA NA NA NA
Chr21 7330819 AT A Chr21_7330819_AT_AAT_A INDEL 11429.59 11 6 11 6 15 19 14 16 14 23 7 4 6 7 11 6 11 6 15 19 14 16 14 23 7 4 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11540-Pp3c21_11570Pp3c21_11540-Pp3c21_11570intergenic_regionPp3c21_11540-Pp3c21_11570NA NA n.7330820delTNA NA NA NA NA
Chr21 7337876 C A Chr21_7337876_C_AC_A SNP 20215.63 33 18 11 26 26 25 25 33 24 25 23 14 10 10 33 18 11 26 26 25 25 33 24 25 23 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11540-Pp3c21_11570Pp3c21_11540-Pp3c21_11570intergenic_regionPp3c21_11540-Pp3c21_11570NA NA n.7337876C>ANA NA NA NA NA
Chr21 7340213 A T Chr21_7340213_A_TA_T SNP 18631.63 32 12 21 20 20 28 19 15 23 9 24 11 7 18 32 12 21 20 20 28 19 15 23 9 24 11 7 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11540-Pp3c21_11570Pp3c21_11540-Pp3c21_11570intergenic_regionPp3c21_11540-Pp3c21_11570NA NA n.7340213A>TNA NA NA NA NA
Chr21 7340214 A T Chr21_7340214_A_TA_T SNP 18631.63 32 11 21 20 20 29 19 15 23 9 24 11 7 18 32 11 21 20 20 29 19 15 23 9 24 11 7 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11540-Pp3c21_11570Pp3c21_11540-Pp3c21_11570intergenic_regionPp3c21_11540-Pp3c21_11570NA NA n.7340214A>TNA NA NA NA NA
Chr21 7514479 A T Chr21_7514479_A_TA_T SNP 5705.29 0 0 0 25 18 22 21 18 0 0 0 0 0 0 26 16 13 25 18 22 21 18 16 14 13 10 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_11720Pp3c21_11720transcript PAC:32915031protein_codingNA c.*3347A>T NA NA NA NA 2933
Chr21 7514479 A T Chr21_7514479_A_TA_T SNP 5705.29 0 0 0 25 18 22 21 18 0 0 0 0 0 0 26 16 13 25 18 22 21 18 16 14 13 10 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_11720Pp3c21_11720transcript PAC:32915032protein_codingNA c.*3347A>T NA NA NA NA 2954
Chr21 7514479 A T Chr21_7514479_A_TA_T SNP 5705.29 0 0 0 25 18 22 21 18 0 0 0 0 0 0 26 16 13 25 18 22 21 18 16 14 13 10 13 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_11720-Pp3c21_11730Pp3c21_11720-Pp3c21_11730intergenic_regionPp3c21_11720-Pp3c21_11730NA NA n.7514479A>TNA NA NA NA NA
Chr21 7516021 GA G Chr21_7516021_GA_GGA_G INDEL 17320.59 29 15 18 28 21 21 32 13 22 20 14 14 10 14 29 15 18 28 21 21 32 13 22 20 14 14 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_11720Pp3c21_11720transcript PAC:32915031protein_codingNA c.*4890delA NA NA NA NA 4476
Chr21 7516021 GA G Chr21_7516021_GA_GGA_G INDEL 17320.59 29 15 18 28 21 21 32 13 22 20 14 14 10 14 29 15 18 28 21 21 32 13 22 20 14 14 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_11720Pp3c21_11720transcript PAC:32915032protein_codingNA c.*4890delA NA NA NA NA 4497
Chr21 7516021 GA G Chr21_7516021_GA_GGA_G INDEL 17320.59 29 15 18 28 21 21 32 13 22 20 14 14 10 14 29 15 18 28 21 21 32 13 22 20 14 14 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11720-Pp3c21_11730Pp3c21_11720-Pp3c21_11730intergenic_regionPp3c21_11720-Pp3c21_11730NA NA n.7516022delANA NA NA NA NA
Chr21 7600431 A AAT Chr21_7600431_A_AATA_AAT INDEL 1769.35 27 12 15 0 0 0 0 0 0 0 1 0 1 0 27 13 15 13 15 24 25 15 17 18 9 11 9 9 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_11880Pp3c21_11880transcript PAC:32916218protein_codingNA c.-2426_-2425insATNA NA NA NA 2218
Chr21 7600431 A AAT Chr21_7600431_A_AATA_AAT INDEL 1769.35 27 12 15 0 0 0 0 0 0 0 1 0 1 0 27 13 15 13 15 24 25 15 17 18 9 11 9 9 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_11888Pp3c21_11888transcript PAC:32914860protein_codingNA c.-4079_-4078insATNA NA NA NA 3824
Chr21 7600431 A AAT Chr21_7600431_A_AATA_AAT INDEL 1769.35 27 12 15 0 0 0 0 0 0 0 1 0 1 0 27 13 15 13 15 24 25 15 17 18 9 11 9 9 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_11880Pp3c21_11880transcript PAC:32916219protein_codingNA c.-2668_-2667insATNA NA NA NA 2278
Chr21 7600431 A AAT Chr21_7600431_A_AATA_AAT INDEL 1769.35 27 12 15 0 0 0 0 0 0 0 1 0 1 0 27 13 15 13 15 24 25 15 17 18 9 11 9 9 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_11880Pp3c21_11880transcript PAC:32916220protein_codingNA c.-2668_-2667insATNA NA NA NA 2218
Chr21 7600431 A AAT Chr21_7600431_A_AATA_AAT INDEL 1769.35 27 12 15 0 0 0 0 0 0 0 1 0 1 0 27 13 15 13 15 24 25 15 17 18 9 11 9 9 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_11880Pp3c21_11880transcript PAC:32916221protein_codingNA c.-3381_-3380insATNA NA NA NA 2218
Chr21 7600431 A AAT Chr21_7600431_A_AATA_AAT INDEL 1769.35 27 12 15 0 0 0 0 0 0 0 1 0 1 0 27 13 15 13 15 24 25 15 17 18 9 11 9 9 1 0.923 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c21_11880-Pp3c21_11888Pp3c21_11880-Pp3c21_11888intergenic_regionPp3c21_11880-Pp3c21_11888NA NA n.7600431_7600432insATNA NA NA NA NA
Chr21 7653322 T A Chr21_7653322_T_AT_A SNP 18389.63 21 15 12 23 20 27 31 31 31 27 17 18 5 11 21 15 12 23 20 27 31 31 31 27 17 18 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11920-Pp3c21_11930Pp3c21_11920-Pp3c21_11930intergenic_regionPp3c21_11920-Pp3c21_11930NA NA n.7653322T>ANA NA NA NA NA
Chr21 7693744 A T Chr21_7693744_A_TA_T SNP 15497.63 33 11 18 15 11 31 20 16 9 13 13 9 10 4 33 11 18 15 11 31 20 16 9 13 13 9 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11960-Pp3c21_11990Pp3c21_11960-Pp3c21_11990intergenic_regionPp3c21_11960-Pp3c21_11990NA NA n.7693744A>TNA NA NA NA NA
Chr21 7693745 A T Chr21_7693745_A_TA_T SNP 15497.63 34 11 18 16 11 31 20 16 10 13 13 9 10 4 34 11 18 16 11 31 20 16 10 13 13 9 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_11960-Pp3c21_11990Pp3c21_11960-Pp3c21_11990intergenic_regionPp3c21_11960-Pp3c21_11990NA NA n.7693745A>TNA NA NA NA NA
Chr21 7820271 A T Chr21_7820271_A_TA_T SNP 18364.63 30 18 10 14 16 32 29 27 26 13 16 24 9 6 30 18 10 14 16 32 29 27 26 13 16 24 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12310-Pp3c21_12340Pp3c21_12310-Pp3c21_12340intergenic_regionPp3c21_12310-Pp3c21_12340NA NA n.7820271A>TNA NA NA NA NA
Chr21 7975792 T C Chr21_7975792_T_CT_C SNP 15782.63 24 10 12 13 16 22 25 17 30 15 9 12 5 8 24 10 12 13 16 22 25 17 30 15 9 12 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12400-Pp3c21_12490Pp3c21_12400-Pp3c21_12490intergenic_regionPp3c21_12400-Pp3c21_12490NA NA n.7975792T>CNA NA NA NA NA
Chr21 7978907 T C Chr21_7978907_T_CT_C SNP 9456.29 19 20 14 0 0 0 0 0 18 15 11 16 7 14 19 20 14 21 12 16 34 18 18 15 11 16 7 14 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c21_12400-Pp3c21_12490Pp3c21_12400-Pp3c21_12490intergenic_regionPp3c21_12400-Pp3c21_12490NA NA n.7978907T>CNA NA NA NA NA
Chr21 8028991 A AAT Chr21_8028991_A_AATA_AAT INDEL 2326.35 29 17 18 0 0 0 0 0 0 0 0 0 0 0 29 17 18 13 26 34 35 23 24 24 11 12 9 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c21_12497-Pp3c21_12630Pp3c21_12497-Pp3c21_12630intergenic_regionPp3c21_12497-Pp3c21_12630NA NA n.8028991_8028992insATNA NA NA NA NA
Chr21 8060041 C A Chr21_8060041_C_AC_A SNP 15894.63 22 9 10 24 16 19 25 22 6 10 16 18 6 5 22 9 10 24 16 19 25 22 6 10 16 18 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8060041C>ANA NA NA NA NA
Chr21 8060042 C A Chr21_8060042_C_AC_A SNP 15939.63 22 9 10 24 16 19 23 22 6 10 16 18 6 5 22 9 10 24 16 19 23 22 6 10 16 18 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8060042C>ANA NA NA NA NA
Chr21 8060049 C A Chr21_8060049_C_AC_A SNP 15905.63 20 10 11 24 16 19 22 20 6 14 14 18 6 5 20 10 11 24 16 19 22 20 6 14 14 18 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8060049C>ANA NA NA NA NA
Chr21 8060056 C T Chr21_8060056_C_TC_T SNP 15636.63 20 10 11 25 19 20 20 20 7 14 16 16 6 4 20 10 11 25 19 20 20 20 7 14 16 16 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8060056C>TNA NA NA NA NA
Chr21 8062606 G GA Chr21_8062606_G_GAG_GA INDEL 9945.59 14 11 6 15 15 12 18 13 15 18 11 5 8 7 14 11 6 15 15 12 18 13 15 18 11 5 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8062606_8062607insANA NA NA NA NA
Chr21 8062665 CT C Chr21_8062665_CT_CCT_C INDEL 11610.59 14 9 7 12 15 12 17 12 14 17 9 10 8 8 14 9 7 12 15 12 17 12 14 17 9 10 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8062666delTNA NA NA NA NA
Chr21 8062667 T A Chr21_8062667_T_AT_A SNP 11619.63 14 9 7 12 15 12 17 12 14 17 9 10 8 8 14 9 7 12 15 12 17 12 14 17 9 10 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8062667T>ANA NA NA NA NA
Chr21 8062687 T A Chr21_8062687_T_AT_A SNP 9290.63 12 6 6 10 12 11 14 8 12 8 8 7 8 5 12 6 6 10 12 11 14 8 12 8 8 7 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8062687T>ANA NA NA NA NA
Chr21 8073103 C T Chr21_8073103_C_TC_T SNP 12402.63 19 12 11 16 13 13 17 12 12 17 8 13 6 7 19 12 11 16 13 13 17 12 12 17 8 13 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8073103C>TNA NA NA NA NA
Chr21 8074642 C A Chr21_8074642_C_AC_A SNP 16135.63 22 9 12 30 17 32 9 20 11 18 8 18 10 7 22 9 12 30 17 32 9 20 11 18 8 18 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8074642C>ANA NA NA NA NA
Chr21 8101586 C T Chr21_8101586_C_TC_T SNP 15566.63 34 13 15 26 5 16 28 19 26 16 17 20 8 10 34 13 15 26 5 16 28 19 26 16 17 20 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8101586C>TNA NA NA NA NA
Chr21 8109512 G C Chr21_8109512_G_CG_C SNP 20428.63 26 13 14 31 23 29 43 23 31 20 18 18 8 18 26 13 14 31 23 29 43 23 31 20 18 18 8 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8109512G>CNA NA NA NA NA
Chr21 8171846 T A Chr21_8171846_T_AT_A SNP 15084.63 37 11 9 22 12 24 28 21 13 15 19 15 4 8 37 11 9 22 12 24 28 21 13 15 19 15 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8171846T>ANA NA NA NA NA
Chr21 8171902 G A Chr21_8171902_G_AG_A SNP 10768.63 23 7 5 17 10 22 25 9 9 9 10 12 8 4 23 7 5 17 10 22 25 9 9 9 10 12 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12646-Pp3c21_12760Pp3c21_12646-Pp3c21_12760intergenic_regionPp3c21_12646-Pp3c21_12760NA NA n.8171902G>ANA NA NA NA NA
Chr21 8299202 G A Chr21_8299202_G_AG_A SNP 16938.63 27 14 13 21 19 25 16 22 22 17 16 19 9 16 27 14 13 21 19 25 16 22 22 17 16 19 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_12760-Pp3c21_12890Pp3c21_12760-Pp3c21_12890intergenic_regionPp3c21_12760-Pp3c21_12890NA NA n.8299202G>ANA NA NA NA NA
Chr21 8511292 C T Chr21_8511292_C_TC_T SNP 5762.29 0 0 0 25 15 19 27 25 0 0 0 0 0 0 35 11 14 25 15 19 27 25 16 20 12 17 19 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_13230-Pp3c21_13310Pp3c21_13230-Pp3c21_13310intergenic_regionPp3c21_13230-Pp3c21_13310NA NA n.8511292C>TNA NA NA NA NA
Chr21 8736305 A AT Chr21_8736305_A_ATA_AT INDEL 14782.59 28 11 12 28 19 15 24 19 19 26 11 27 6 8 28 11 12 28 19 15 24 19 19 26 11 27 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_13550-Pp3c21_13610Pp3c21_13550-Pp3c21_13610intergenic_regionPp3c21_13550-Pp3c21_13610NA NA n.8736305_8736306insTNA NA NA NA NA
Chr21 8775075 C A Chr21_8775075_C_AC_A SNP 13199.29 31 18 17 0 0 2 0 0 17 20 16 21 9 9 31 18 17 27 24 28 27 27 17 20 16 21 9 9 1 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c21_13650-Pp3c21_13700Pp3c21_13650-Pp3c21_13700intergenic_regionPp3c21_13650-Pp3c21_13700NA NA n.8775075C>ANA NA NA NA NA
Chr21 8781993 GC G Chr21_8781993_GC_GGC_G INDEL 8557.59 9 5 8 13 8 15 12 9 13 13 8 8 4 4 9 5 8 13 8 15 12 9 13 13 8 8 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_13650-Pp3c21_13700Pp3c21_13650-Pp3c21_13700intergenic_regionPp3c21_13650-Pp3c21_13700NA NA n.8781994delCNA NA NA NA NA



Chr21 8847414 C G Chr21_8847414_C_GC_G SNP 32378.63 53 31 25 52 43 39 61 47 41 30 23 24 16 18 53 31 25 52 43 39 61 47 41 30 23 24 16 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_13740Pp3c21_13740transcript PAC:32915307protein_coding 06-juin c.*1138G>C NA NA NA NA 1138
Chr21 8847414 C G Chr21_8847414_C_GC_G SNP 32378.63 53 31 25 52 43 39 61 47 41 30 23 24 16 18 53 31 25 52 43 39 61 47 41 30 23 24 16 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c21_13740Pp3c21_13740transcript PAC:32915308protein_coding 05-mai c.*1621G>C NA NA NA NA 1743
Chr21 8847414 C G Chr21_8847414_C_GC_G SNP 32378.63 53 31 25 52 43 39 61 47 41 30 23 24 16 18 53 31 25 52 43 39 61 47 41 30 23 24 16 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_13740Pp3c21_13740transcript PAC:32915309protein_codingNA c.*3351G>C NA NA NA NA 3351
Chr21 8938776 T G Chr21_8938776_T_GT_G SNP 20992.63 40 21 14 23 22 25 41 25 20 18 7 22 17 19 40 21 14 23 22 25 41 25 20 18 7 22 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_13970Pp3c21_13970transcript PAC:32914963protein_codingNA c.*2723T>G NA NA NA NA 2054
Chr21 8938776 T G Chr21_8938776_T_GT_G SNP 20992.63 40 21 14 23 22 25 41 25 20 18 7 22 17 19 40 21 14 23 22 25 41 25 20 18 7 22 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_13970Pp3c21_13970transcript PAC:32914964protein_codingNA c.*2626T>G NA NA NA NA 1754
Chr21 8938776 T G Chr21_8938776_T_GT_G SNP 20992.63 40 21 14 23 22 25 41 25 20 18 7 22 17 19 40 21 14 23 22 25 41 25 20 18 7 22 17 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_13990Pp3c21_13990transcript PAC:32915683protein_coding 01-mars c.65-81T>G NA NA NA NA NA
Chr21 9024978 G GA Chr21_9024978_G_GAG_GA INDEL 24759.59 63 32 18 28 34 34 48 28 32 23 11 17 21 15 63 32 18 28 34 34 48 28 32 23 11 17 21 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c21_14233Pp3c21_14233transcript PAC:32914905protein_coding 01-mai c.188dupA p.Asp63fs 189/5235 189/5235 63/1744 NA
Chr21 9024978 G GA Chr21_9024978_G_GAG_GA INDEL 24759.59 63 32 18 28 34 34 48 28 32 23 11 17 21 15 63 32 18 28 34 34 48 28 32 23 11 17 21 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_14231Pp3c21_14231transcript PAC:32916529protein_codingNA c.*699_*700insANA NA NA NA 700
Chr21 9100281 G GA Chr21_9100281_G_GAG_GA INDEL 14193.59 16 9 16 16 13 23 33 18 17 23 21 16 13 15 17 9 16 16 13 23 33 18 17 23 21 16 13 15 0.941 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_14400Pp3c21_14400transcript PAC:32916055protein_codingNA c.-4567_-4566insANA NA NA NA 4045
Chr21 9100281 G GA Chr21_9100281_G_GAG_GA INDEL 14193.59 16 9 16 16 13 23 33 18 17 23 21 16 13 15 17 9 16 16 13 23 33 18 17 23 21 16 13 15 0.941 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_14400Pp3c21_14400transcript PAC:32916056protein_codingNA c.-4567_-4566insANA NA NA NA 4004
Chr21 9100281 G GA Chr21_9100281_G_GAG_GA INDEL 14193.59 16 9 16 16 13 23 33 18 17 23 21 16 13 15 17 9 16 16 13 23 33 18 17 23 21 16 13 15 0.941 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_14390Pp3c21_14390transcript PAC:32916470protein_codingNA c.*801_*802insTNA NA NA NA 801
Chr21 9100281 G GA Chr21_9100281_G_GAG_GA INDEL 14193.59 16 9 16 16 13 23 33 18 17 23 21 16 13 15 17 9 16 16 13 23 33 18 17 23 21 16 13 15 0.941 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_14380-Pp3c21_14390Pp3c21_14380-Pp3c21_14390intergenic_regionPp3c21_14380-Pp3c21_14390NA NA n.9100281_9100282insANA NA NA NA NA
Chr21 9130421 G GTA Chr21_9130421_G_GTAG_GTA INDEL 3242.24 0 0 0 21 13 14 22 21 0 0 1 0 0 0 34 9 16 22 13 15 22 21 19 16 13 9 8 5 0 0 0 0.955 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_14430Pp3c21_14430transcript PAC:32915328protein_codingNA c.-2193_-2192insTANA NA NA NA 1799
Chr21 9130421 G GTA Chr21_9130421_G_GTAG_GTA INDEL 3242.24 0 0 0 21 13 14 22 21 0 0 1 0 0 0 34 9 16 22 13 15 22 21 19 16 13 9 8 5 0 0 0 0.955 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_14450Pp3c21_14450transcript PAC:32916711protein_codingNA c.-1032_-1031insTANA NA NA NA 845
Chr21 9130421 G GTA Chr21_9130421_G_GTAG_GTA INDEL 3242.24 0 0 0 21 13 14 22 21 0 0 1 0 0 0 34 9 16 22 13 15 22 21 19 16 13 9 8 5 0 0 0 0.955 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_14430Pp3c21_14430transcript PAC:32915329protein_codingNA c.-2193_-2192insTANA NA NA NA 1772
Chr21 9130421 G GTA Chr21_9130421_G_GTAG_GTA INDEL 3242.24 0 0 0 21 13 14 22 21 0 0 1 0 0 0 34 9 16 22 13 15 22 21 19 16 13 9 8 5 0 0 0 0.955 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_14430Pp3c21_14430transcript PAC:32915330protein_codingNA c.-2193_-2192insTANA NA NA NA 1772
Chr21 9130421 G GTA Chr21_9130421_G_GTAG_GTA INDEL 3242.24 0 0 0 21 13 14 22 21 0 0 1 0 0 0 34 9 16 22 13 15 22 21 19 16 13 9 8 5 0 0 0 0.955 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_14450Pp3c21_14450transcript PAC:32916712protein_codingNA c.-1032_-1031insTANA NA NA NA 806
Chr21 9130421 G GTA Chr21_9130421_G_GTAG_GTA INDEL 3242.24 0 0 0 21 13 14 22 21 0 0 1 0 0 0 34 9 16 22 13 15 22 21 19 16 13 9 8 5 0 0 0 0.955 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_14460Pp3c21_14460transcript PAC:32914988protein_codingNA c.*5636_*5637insTANA NA NA NA 4459
Chr21 9130421 G GTA Chr21_9130421_G_GTAG_GTA INDEL 3242.24 0 0 0 21 13 14 22 21 0 0 1 0 0 0 34 9 16 22 13 15 22 21 19 16 13 9 8 5 0 0 0 0.955 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_14460Pp3c21_14460transcript PAC:32914989protein_codingNA c.*5636_*5637insTANA NA NA NA 4407
Chr21 9130421 G GTA Chr21_9130421_G_GTAG_GTA INDEL 3242.24 0 0 0 21 13 14 22 21 0 0 1 0 0 0 34 9 16 22 13 15 22 21 19 16 13 9 8 5 0 0 0 0.955 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_14430-Pp3c21_14450Pp3c21_14430-Pp3c21_14450intergenic_regionPp3c21_14430-Pp3c21_14450NA NA n.9130421_9130422insTANA NA NA NA NA
Chr21 9140995 TTA T Chr21_9140995_TTA_TTTA_T INDEL 9011.59 25 8 12 14 10 14 28 19 8 6 12 10 7 7 25 9 12 15 10 14 28 21 9 6 12 11 7 7 1 0.889 1 0.933 1 1 1 0.905 0.889 1 1 0.909 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_14460Pp3c21_14460transcript PAC:32914988protein_codingNA c.-2933_-2932delTANA NA NA NA 1997
Chr21 9140995 TTA T Chr21_9140995_TTA_TTTA_T INDEL 9011.59 25 8 12 14 10 14 28 19 8 6 12 10 7 7 25 9 12 15 10 14 28 21 9 6 12 11 7 7 1 0.889 1 0.933 1 1 1 0.905 0.889 1 1 0.909 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_14460Pp3c21_14460transcript PAC:32914989protein_codingNA c.-2933_-2932delTANA NA NA NA 2029
Chr21 9140995 TTA T Chr21_9140995_TTA_TTTA_T INDEL 9011.59 25 8 12 14 10 14 28 19 8 6 12 10 7 7 25 9 12 15 10 14 28 21 9 6 12 11 7 7 1 0.889 1 0.933 1 1 1 0.905 0.889 1 1 0.909 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_14480Pp3c21_14480transcript PAC:32915111protein_codingNA c.*871_*872delTANA NA NA NA 503
Chr21 9140995 TTA T Chr21_9140995_TTA_TTTA_T INDEL 9011.59 25 8 12 14 10 14 28 19 8 6 12 10 7 7 25 9 12 15 10 14 28 21 9 6 12 11 7 7 1 0.889 1 0.933 1 1 1 0.905 0.889 1 1 0.909 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_14480Pp3c21_14480transcript PAC:32915112protein_codingNA c.*871_*872delTANA NA NA NA 542
Chr21 9140995 TTA T Chr21_9140995_TTA_TTTA_T INDEL 9011.59 25 8 12 14 10 14 28 19 8 6 12 10 7 7 25 9 12 15 10 14 28 21 9 6 12 11 7 7 1 0.889 1 0.933 1 1 1 0.905 0.889 1 1 0.909 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_14460-Pp3c21_14480Pp3c21_14460-Pp3c21_14480intergenic_regionPp3c21_14460-Pp3c21_14480NA NA n.9140996_9140997delTANA NA NA NA NA
Chr21 9163548 G A Chr21_9163548_G_AG_A SNP 17482.63 23 10 19 18 14 15 24 22 18 24 15 18 12 16 23 10 19 18 14 15 24 22 18 24 15 18 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_14510-Pp3c21_14540Pp3c21_14510-Pp3c21_14540intergenic_regionPp3c21_14510-Pp3c21_14540NA NA n.9163548G>ANA NA NA NA NA
Chr21 9321314 T A Chr21_9321314_T_AT_A SNP 12302.63 22 6 9 18 24 16 10 15 17 16 11 14 7 8 22 6 9 18 24 16 10 15 17 16 11 14 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_14727-Pp3c21_14740Pp3c21_14727-Pp3c21_14740intergenic_regionPp3c21_14727-Pp3c21_14740NA NA n.9321314T>ANA NA NA NA NA
Chr21 9321356 C T Chr21_9321356_C_TC_T SNP 17521.63 24 9 11 22 26 20 14 19 23 21 15 21 11 7 24 9 11 22 26 20 14 19 23 21 15 21 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_14727-Pp3c21_14740Pp3c21_14727-Pp3c21_14740intergenic_regionPp3c21_14727-Pp3c21_14740NA NA n.9321356C>TNA NA NA NA NA
Chr21 9321362 TG T Chr21_9321362_TG_TTG_T INDEL 17560.59 25 9 11 21 28 19 16 18 25 22 15 22 12 9 25 9 11 21 28 19 16 18 25 22 15 22 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_14727-Pp3c21_14740Pp3c21_14727-Pp3c21_14740intergenic_regionPp3c21_14727-Pp3c21_14740NA NA n.9321363delGNA NA NA NA NA
Chr21 9321445 G A Chr21_9321445_G_AG_A SNP 16120.63 18 4 11 18 22 23 19 21 25 28 6 26 12 11 18 4 11 18 22 23 19 21 25 28 6 26 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_14727-Pp3c21_14740Pp3c21_14727-Pp3c21_14740intergenic_regionPp3c21_14727-Pp3c21_14740NA NA n.9321445G>ANA NA NA NA NA
Chr21 9322821 C A Chr21_9322821_C_AC_A SNP 22552.63 28 14 16 26 22 26 25 30 27 29 21 19 11 15 28 14 16 26 22 26 25 30 27 29 21 19 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_14727-Pp3c21_14740Pp3c21_14727-Pp3c21_14740intergenic_regionPp3c21_14727-Pp3c21_14740NA NA n.9322821C>ANA NA NA NA NA
Chr21 9322845 T A Chr21_9322845_T_AT_A SNP 22439.63 24 15 13 24 21 23 27 26 24 27 25 19 12 15 24 15 13 24 21 23 27 26 24 27 25 19 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_14727-Pp3c21_14740Pp3c21_14727-Pp3c21_14740intergenic_regionPp3c21_14727-Pp3c21_14740NA NA n.9322845T>ANA NA NA NA NA
Chr21 9567687 AC A Chr21_9567687_AC_AAC_A INDEL 12719.59 19 15 18 22 15 18 23 12 16 11 10 11 15 5 19 15 18 22 15 18 23 12 16 11 10 11 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c21_15040Pp3c21_15040transcript PAC:32916794protein_coding 01-janv c.41delG p.Ser14fs 41/357 41/357 14/118 NA
Chr21 9567687 AC A Chr21_9567687_AC_AAC_A INDEL 12719.59 19 15 18 22 15 18 23 12 16 11 10 11 15 5 19 15 18 22 15 18 23 12 16 11 10 11 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c21_15050Pp3c21_15050transcript PAC:32916054protein_coding 01-janv c.26delC p.Thr9fs 26/153 26/153 sept-50 NA
Chr21 9567687 AC A Chr21_9567687_AC_AAC_A INDEL 12719.59 19 15 18 22 15 18 23 12 16 11 10 11 15 5 19 15 18 22 15 18 23 12 16 11 10 11 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15030Pp3c21_15030transcript PAC:32916249protein_codingNA c.*876delC NA NA NA NA 315
Chr21 9567687 AC A Chr21_9567687_AC_AAC_A INDEL 12719.59 19 15 18 22 15 18 23 12 16 11 10 11 15 5 19 15 18 22 15 18 23 12 16 11 10 11 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15030Pp3c21_15030transcript PAC:32916251protein_codingNA c.*876delC NA NA NA NA 227
Chr21 9567687 AC A Chr21_9567687_AC_AAC_A INDEL 12719.59 19 15 18 22 15 18 23 12 16 11 10 11 15 5 19 15 18 22 15 18 23 12 16 11 10 11 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15030Pp3c21_15030transcript PAC:32916250protein_codingNA c.*876delC NA NA NA NA 285
Chr21 9582932 T C Chr21_9582932_T_CT_C SNP 15785.63 27 17 17 23 18 22 31 15 22 19 7 17 8 10 27 17 17 23 18 22 31 15 22 19 7 17 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_15050-Pp3c21_15110Pp3c21_15050-Pp3c21_15110intergenic_regionPp3c21_15050-Pp3c21_15110NA NA n.9582932T>CNA NA NA NA NA
Chr21 9586917 T TTA Chr21_9586917_T_TTAT_TTA INDEL 2285.93 1 0 0 0 0 0 0 0 14 17 10 9 5 9 32 16 12 17 17 15 21 13 14 18 10 9 5 9 0 0 0 0 0 0 0 0 1 0.944 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c21_15050-Pp3c21_15110Pp3c21_15050-Pp3c21_15110intergenic_regionPp3c21_15050-Pp3c21_15110NA NA n.9586917_9586918insTANA NA NA NA NA
Chr21 9659111 G T Chr21_9659111_G_TG_T SNP 6731.63 5 5 5 16 7 12 8 8 6 5 5 5 7 6 5 5 5 16 7 12 8 8 6 5 5 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15128Pp3c21_15128transcript PAC:32915187protein_codingNA c.*322G>T NA NA NA NA 322
Chr21 9659111 G T Chr21_9659111_G_TG_T SNP 6731.63 5 5 5 16 7 12 8 8 6 5 5 5 7 6 5 5 5 16 7 12 8 8 6 5 5 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15140Pp3c21_15140transcript PAC:32916326protein_codingNA c.*2323C>A NA NA NA NA 1947
Chr21 9659111 G T Chr21_9659111_G_TG_T SNP 6731.63 5 5 5 16 7 12 8 8 6 5 5 5 7 6 5 5 5 16 7 12 8 8 6 5 5 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15140Pp3c21_15140transcript PAC:32916329protein_codingNA c.*2323C>A NA NA NA NA 2043
Chr21 9659111 G T Chr21_9659111_G_TG_T SNP 6731.63 5 5 5 16 7 12 8 8 6 5 5 5 7 6 5 5 5 16 7 12 8 8 6 5 5 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15140Pp3c21_15140transcript PAC:32916333protein_codingNA c.*2349C>A NA NA NA NA 2043
Chr21 9659111 G T Chr21_9659111_G_TG_T SNP 6731.63 5 5 5 16 7 12 8 8 6 5 5 5 7 6 5 5 5 16 7 12 8 8 6 5 5 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15140Pp3c21_15140transcript PAC:32916330protein_codingNA c.*2323C>A NA NA NA NA 2051
Chr21 9659111 G T Chr21_9659111_G_TG_T SNP 6731.63 5 5 5 16 7 12 8 8 6 5 5 5 7 6 5 5 5 16 7 12 8 8 6 5 5 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15140Pp3c21_15140transcript PAC:32916334protein_codingNA c.*2349C>A NA NA NA NA 2051
Chr21 9659111 G T Chr21_9659111_G_TG_T SNP 6731.63 5 5 5 16 7 12 8 8 6 5 5 5 7 6 5 5 5 16 7 12 8 8 6 5 5 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15140Pp3c21_15140transcript PAC:32916332protein_codingNA c.*2349C>A NA NA NA NA 2068
Chr21 9659111 G T Chr21_9659111_G_TG_T SNP 6731.63 5 5 5 16 7 12 8 8 6 5 5 5 7 6 5 5 5 16 7 12 8 8 6 5 5 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15140Pp3c21_15140transcript PAC:32916331protein_codingNA c.*2349C>A NA NA NA NA 2068
Chr21 9659111 G T Chr21_9659111_G_TG_T SNP 6731.63 5 5 5 16 7 12 8 8 6 5 5 5 7 6 5 5 5 16 7 12 8 8 6 5 5 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15140Pp3c21_15140transcript PAC:32916328protein_codingNA c.*2323C>A NA NA NA NA 2070
Chr21 9659111 G T Chr21_9659111_G_TG_T SNP 6731.63 5 5 5 16 7 12 8 8 6 5 5 5 7 6 5 5 5 16 7 12 8 8 6 5 5 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_15140Pp3c21_15140transcript PAC:32916327protein_codingNA c.*2323C>A NA NA NA NA 2070
Chr21 9659111 G T Chr21_9659111_G_TG_T SNP 6731.63 5 5 5 16 7 12 8 8 6 5 5 5 7 6 5 5 5 16 7 12 8 8 6 5 5 5 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_15128-Pp3c21_15140Pp3c21_15128-Pp3c21_15140intergenic_regionPp3c21_15128-Pp3c21_15140NA NA n.9659111G>TNA NA NA NA NA
Chr21 9675783 T G Chr21_9675783_T_GT_G SNP 18881.63 29 16 17 26 28 20 28 25 28 23 14 18 17 8 29 16 17 26 28 20 28 25 28 23 14 18 17 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_15140-Pp3c21_15150Pp3c21_15140-Pp3c21_15150intergenic_regionPp3c21_15140-Pp3c21_15150NA NA n.9675783T>GNA NA NA NA NA
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_15370Pp3c21_15370transcript PAC:32914408protein_codingNA c.-5557_-5556insANA NA NA NA 3657
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_15370Pp3c21_15370transcript PAC:32914413protein_codingNA c.-5557_-5556insANA NA NA NA 4303
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_15370Pp3c21_15370transcript PAC:32914409protein_codingNA c.-5557_-5556insANA NA NA NA 3985
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_15370Pp3c21_15370transcript PAC:32914410protein_codingNA c.-5557_-5556insANA NA NA NA 4364
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_15370Pp3c21_15370transcript PAC:32914412protein_codingNA c.-5557_-5556insANA NA NA NA 4364
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_15370Pp3c21_15370transcript PAC:32914411protein_codingNA c.-5557_-5556insANA NA NA NA 4354
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_15370Pp3c21_15370transcript PAC:32914414protein_codingNA c.-5557_-5556insANA NA NA NA 4268
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_15390Pp3c21_15390transcript PAC:32914670protein_codingNA c.*1555_*1556insTNA NA NA NA 947
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_15390Pp3c21_15390transcript PAC:32914671protein_codingNA c.*1555_*1556insTNA NA NA NA 1050
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_15390Pp3c21_15390transcript PAC:32914673protein_codingNA c.*1555_*1556insTNA NA NA NA 1080
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_15390Pp3c21_15390transcript PAC:32914672protein_codingNA c.*1555_*1556insTNA NA NA NA 1127
Chr21 9813597 A AT Chr21_9813597_A_ATA_AT INDEL 3057.24 0 0 1 22 13 27 28 16 1 1 0 0 0 0 23 8 23 22 13 27 28 16 26 19 11 18 7 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_15390-Pp3c21_15420Pp3c21_15390-Pp3c21_15420intergenic_regionPp3c21_15390-Pp3c21_15420NA NA n.9813597_9813598insTNA NA NA NA NA
Chr21 9944979 T A Chr21_9944979_T_AT_A SNP 10662.63 18 12 10 13 14 15 25 11 8 17 14 11 8 6 18 12 10 13 15 15 25 11 8 17 15 11 8 6 1 1 1 1 0.933 1 1 1 1 1 0.933 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_15570-Pp3c21_15660Pp3c21_15570-Pp3c21_15660intergenic_regionPp3c21_15570-Pp3c21_15660NA NA n.9944979T>ANA NA NA NA NA
Chr21 9946908 C T Chr21_9946908_C_TC_T SNP 64302.63 132 106 86 51 77 123 145 78 109 108 97 100 47 63 133 107 87 53 80 128 146 83 111 122 100 103 50 63 0.992 0.991 0.989 0.962 0.963 0.961 0.993 0.94 0.982 0.885 0.97 0.971 0.94 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_15570-Pp3c21_15660Pp3c21_15570-Pp3c21_15660intergenic_regionPp3c21_15570-Pp3c21_15660NA NA n.9946908C>TNA NA NA NA NA
Chr21 9971480 TTA T Chr21_9971480_TTA_TTTA_T INDEL 7962.37 23 8 9 14 15 28 15 10 12 10 6 0 9 6 24 8 10 14 15 29 15 10 13 11 6 14 9 6 0.958 1 0.9 1 1 0.966 1 1 0.923 0.909 1 0 1 1 0 14 14 0 6 5 3 downstream_gene_variantMODIFIER Pp3c21_15710Pp3c21_15710transcript PAC:32916835protein_codingNA c.*5429_*5430delTANA NA NA NA 4788
Chr21 9971480 TTA T Chr21_9971480_TTA_TTTA_T INDEL 7962.37 23 8 9 14 15 28 15 10 12 10 6 0 9 6 24 8 10 14 15 29 15 10 13 11 6 14 9 6 0.958 1 0.9 1 1 0.966 1 1 0.923 0.909 1 0 1 1 0 14 14 0 6 5 3 downstream_gene_variantMODIFIER Pp3c21_15710Pp3c21_15710transcript PAC:32916836protein_codingNA c.*5429_*5430delTANA NA NA NA 4863
Chr21 9971480 TTA T Chr21_9971480_TTA_TTTA_T INDEL 7962.37 23 8 9 14 15 28 15 10 12 10 6 0 9 6 24 8 10 14 15 29 15 10 13 11 6 14 9 6 0.958 1 0.9 1 1 0.966 1 1 0.923 0.909 1 0 1 1 0 14 14 0 6 5 3 intergenic_regionMODIFIER Pp3c21_15690-Pp3c21_15710Pp3c21_15690-Pp3c21_15710intergenic_regionPp3c21_15690-Pp3c21_15710NA NA n.9971481_9971482delTANA NA NA NA NA
Chr21 9980472 C CTA Chr21_9980472_C_CTAC_CTA INDEL 2814.24 0 0 0 18 11 8 32 14 0 0 1 0 0 0 12 14 13 18 11 8 32 15 13 16 4 9 7 4 0 0 0 1 1 1 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_15710Pp3c21_15710transcript PAC:32916835protein_codingNA c.-1526_-1525insTANA NA NA NA 804
Chr21 9980472 C CTA Chr21_9980472_C_CTAC_CTA INDEL 2814.24 0 0 0 18 11 8 32 14 0 0 1 0 0 0 12 14 13 18 11 8 32 15 13 16 4 9 7 4 0 0 0 1 1 1 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_15710Pp3c21_15710transcript PAC:32916836protein_codingNA c.-1526_-1525insTANA NA NA NA 883
Chr21 9980472 C CTA Chr21_9980472_C_CTAC_CTA INDEL 2814.24 0 0 0 18 11 8 32 14 0 0 1 0 0 0 12 14 13 18 11 8 32 15 13 16 4 9 7 4 0 0 0 1 1 1 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_15710-Pp3c21_15740Pp3c21_15710-Pp3c21_15740intergenic_regionPp3c21_15710-Pp3c21_15740NA NA n.9980472_9980473insTANA NA NA NA NA
Chr21 10178941 G GA Chr21_10178941_G_GAG_GA INDEL 10782.59 27 17 12 18 13 18 28 20 18 24 10 13 5 7 27 17 12 19 13 18 28 20 18 24 10 13 5 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16093Pp3c21_16093transcript PAC:32914522protein_codingNA c.-1658_-1657insANA NA NA NA 894
Chr21 10178941 G GA Chr21_10178941_G_GAG_GA INDEL 10782.59 27 17 12 18 13 18 28 20 18 24 10 13 5 7 27 17 12 19 13 18 28 20 18 24 10 13 5 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16111Pp3c21_16111transcript PAC:32916641protein_codingNA c.-2481_-2480insANA NA NA NA 2286
Chr21 10178941 G GA Chr21_10178941_G_GAG_GA INDEL 10782.59 27 17 12 18 13 18 28 20 18 24 10 13 5 7 27 17 12 19 13 18 28 20 18 24 10 13 5 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16120Pp3c21_16120transcript PAC:32914779protein_codingNA c.*4076_*4077insTNA NA NA NA 3472
Chr21 10178941 G GA Chr21_10178941_G_GAG_GA INDEL 10782.59 27 17 12 18 13 18 28 20 18 24 10 13 5 7 27 17 12 19 13 18 28 20 18 24 10 13 5 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16120Pp3c21_16120transcript PAC:32914782protein_codingNA c.*4076_*4077insTNA NA NA NA 3566
Chr21 10178941 G GA Chr21_10178941_G_GAG_GA INDEL 10782.59 27 17 12 18 13 18 28 20 18 24 10 13 5 7 27 17 12 19 13 18 28 20 18 24 10 13 5 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16120Pp3c21_16120transcript PAC:32914785protein_codingNA c.*4076_*4077insTNA NA NA NA 3566
Chr21 10178941 G GA Chr21_10178941_G_GAG_GA INDEL 10782.59 27 17 12 18 13 18 28 20 18 24 10 13 5 7 27 17 12 19 13 18 28 20 18 24 10 13 5 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16120Pp3c21_16120transcript PAC:32914784protein_codingNA c.*4076_*4077insTNA NA NA NA 3566
Chr21 10178941 G GA Chr21_10178941_G_GAG_GA INDEL 10782.59 27 17 12 18 13 18 28 20 18 24 10 13 5 7 27 17 12 19 13 18 28 20 18 24 10 13 5 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16120Pp3c21_16120transcript PAC:32914780protein_codingNA c.*4076_*4077insTNA NA NA NA 3566
Chr21 10178941 G GA Chr21_10178941_G_GAG_GA INDEL 10782.59 27 17 12 18 13 18 28 20 18 24 10 13 5 7 27 17 12 19 13 18 28 20 18 24 10 13 5 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16120Pp3c21_16120transcript PAC:32914783protein_codingNA c.*4076_*4077insTNA NA NA NA 3566
Chr21 10178941 G GA Chr21_10178941_G_GAG_GA INDEL 10782.59 27 17 12 18 13 18 28 20 18 24 10 13 5 7 27 17 12 19 13 18 28 20 18 24 10 13 5 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16120Pp3c21_16120transcript PAC:32914781protein_codingNA c.*4076_*4077insTNA NA NA NA 3566
Chr21 10178941 G GA Chr21_10178941_G_GAG_GA INDEL 10782.59 27 17 12 18 13 18 28 20 18 24 10 13 5 7 27 17 12 19 13 18 28 20 18 24 10 13 5 7 1 1 1 0.947 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16050-Pp3c21_16093Pp3c21_16050-Pp3c21_16093intergenic_regionPp3c21_16050-Pp3c21_16093NA NA n.10178941_10178942insANA NA NA NA NA
Chr21 10230154 G GAT Chr21_10230154_G_GATG_GAT INDEL 2183.35 28 20 17 0 0 0 0 1 0 0 0 0 0 0 28 20 17 22 15 19 28 14 27 19 8 23 8 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_16180Pp3c21_16180transcript PAC:32914508protein_codingNA c.-986_-985insATNA NA NA NA 338
Chr21 10230154 G GAT Chr21_10230154_G_GATG_GAT INDEL 2183.35 28 20 17 0 0 0 0 1 0 0 0 0 0 0 28 20 17 22 15 19 28 14 27 19 8 23 8 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_16180Pp3c21_16180transcript PAC:32914510protein_codingNA c.-1963_-1962insATNA NA NA NA 329
Chr21 10230154 G GAT Chr21_10230154_G_GATG_GAT INDEL 2183.35 28 20 17 0 0 0 0 1 0 0 0 0 0 0 28 20 17 22 15 19 28 14 27 19 8 23 8 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_16180Pp3c21_16180transcript PAC:32914511protein_codingNA c.-2348_-2347insATNA NA NA NA 329
Chr21 10230154 G GAT Chr21_10230154_G_GATG_GAT INDEL 2183.35 28 20 17 0 0 0 0 1 0 0 0 0 0 0 28 20 17 22 15 19 28 14 27 19 8 23 8 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_16180Pp3c21_16180transcript PAC:32914509protein_codingNA c.-986_-985insATNA NA NA NA 399
Chr21 10230154 G GAT Chr21_10230154_G_GATG_GAT INDEL 2183.35 28 20 17 0 0 0 0 1 0 0 0 0 0 0 28 20 17 22 15 19 28 14 27 19 8 23 8 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c21_16170-Pp3c21_16180Pp3c21_16170-Pp3c21_16180intergenic_regionPp3c21_16170-Pp3c21_16180NA NA n.10230154_10230155insATNA NA NA NA NA
Chr21 10272188 C T Chr21_10272188_C_TC_T SNP 19523.63 34 19 15 37 27 25 28 20 22 36 11 15 14 13 34 19 15 37 27 25 28 20 22 36 11 15 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16230-Pp3c21_16260Pp3c21_16230-Pp3c21_16260intergenic_regionPp3c21_16230-Pp3c21_16260NA NA n.10272188C>TNA NA NA NA NA
Chr21 10286120 C CTA Chr21_10286120_C_CTAC_CTA INDEL 3777.24 1 0 0 23 22 16 16 16 0 0 1 0 0 0 29 12 13 23 22 16 16 16 19 15 14 8 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_16279Pp3c21_16279transcript PAC:32916211protein_codingNA c.-3174_-3173insTANA NA NA NA 3058
Chr21 10286120 C CTA Chr21_10286120_C_CTAC_CTA INDEL 3777.24 1 0 0 23 22 16 16 16 0 0 1 0 0 0 29 12 13 23 22 16 16 16 19 15 14 8 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_16290Pp3c21_16290transcript PAC:32914767protein_codingNA c.*2769_*2770insTANA NA NA NA 2770
Chr21 10286120 C CTA Chr21_10286120_C_CTAC_CTA INDEL 3777.24 1 0 0 23 22 16 16 16 0 0 1 0 0 0 29 12 13 23 22 16 16 16 19 15 14 8 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_16296Pp3c21_16296transcript PAC:32914859protein_codingNA c.*1552_*1553insTANA NA NA NA 1340
Chr21 10286120 C CTA Chr21_10286120_C_CTAC_CTA INDEL 3777.24 1 0 0 23 22 16 16 16 0 0 1 0 0 0 29 12 13 23 22 16 16 16 19 15 14 8 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_16305Pp3c21_16305transcript PAC:32914899protein_codingNA c.*931_*932insTANA NA NA NA 769
Chr21 10286120 C CTA Chr21_10286120_C_CTAC_CTA INDEL 3777.24 1 0 0 23 22 16 16 16 0 0 1 0 0 0 29 12 13 23 22 16 16 16 19 15 14 8 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_16290Pp3c21_16290transcript PAC:32914768protein_codingNA c.*2769_*2770insTANA NA NA NA 2478
Chr21 10286120 C CTA Chr21_10286120_C_CTAC_CTA INDEL 3777.24 1 0 0 23 22 16 16 16 0 0 1 0 0 0 29 12 13 23 22 16 16 16 19 15 14 8 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_16305-Pp3c21_16320Pp3c21_16305-Pp3c21_16320intergenic_regionPp3c21_16305-Pp3c21_16320NA NA n.10286120_10286121insTANA NA NA NA NA
Chr21 10299138 T TA Chr21_10299138_T_TAT_TA INDEL 379.37 0 0 0 0 0 0 0 0 0 1 0 13 0 0 36 22 21 24 11 30 32 18 35 27 13 13 13 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915720protein_codingNA c.*1313_*1314insTNA NA NA NA 738
Chr21 10299138 T TA Chr21_10299138_T_TAT_TA INDEL 379.37 0 0 0 0 0 0 0 0 0 1 0 13 0 0 36 22 21 24 11 30 32 18 35 27 13 13 13 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915722protein_codingNA c.*1313_*1314insTNA NA NA NA 1135
Chr21 10299138 T TA Chr21_10299138_T_TAT_TA INDEL 379.37 0 0 0 0 0 0 0 0 0 1 0 13 0 0 36 22 21 24 11 30 32 18 35 27 13 13 13 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915723protein_codingNA c.*1313_*1314insTNA NA NA NA 1135
Chr21 10299138 T TA Chr21_10299138_T_TAT_TA INDEL 379.37 0 0 0 0 0 0 0 0 0 1 0 13 0 0 36 22 21 24 11 30 32 18 35 27 13 13 13 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915721protein_codingNA c.*1313_*1314insTNA NA NA NA 1135
Chr21 10299138 T TA Chr21_10299138_T_TAT_TA INDEL 379.37 0 0 0 0 0 0 0 0 0 1 0 13 0 0 36 22 21 24 11 30 32 18 35 27 13 13 13 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c21_16305-Pp3c21_16320Pp3c21_16305-Pp3c21_16320intergenic_regionPp3c21_16305-Pp3c21_16320NA NA n.10299138_10299139insANA NA NA NA NA
Chr21 10306232 T TA Chr21_10306232_T_TAT_TA INDEL 16592.59 26 11 18 22 19 29 35 27 21 22 7 6 7 14 26 11 18 22 19 29 35 27 21 22 7 6 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915720protein_codingNA c.-1799_-1798insTNA NA NA NA 1405
Chr21 10306232 T TA Chr21_10306232_T_TAT_TA INDEL 16592.59 26 11 18 22 19 29 35 27 21 22 7 6 7 14 26 11 18 22 19 29 35 27 21 22 7 6 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915722protein_codingNA c.-2277_-2276insTNA NA NA NA 2143
Chr21 10306232 T TA Chr21_10306232_T_TAT_TA INDEL 16592.59 26 11 18 22 19 29 35 27 21 22 7 6 7 14 26 11 18 22 19 29 35 27 21 22 7 6 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915723protein_codingNA c.-2277_-2276insTNA NA NA NA 1908
Chr21 10306232 T TA Chr21_10306232_T_TAT_TA INDEL 16592.59 26 11 18 22 19 29 35 27 21 22 7 6 7 14 26 11 18 22 19 29 35 27 21 22 7 6 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915721protein_codingNA c.-1799_-1798insTNA NA NA NA 1416
Chr21 10306232 T TA Chr21_10306232_T_TAT_TA INDEL 16592.59 26 11 18 22 19 29 35 27 21 22 7 6 7 14 26 11 18 22 19 29 35 27 21 22 7 6 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16320-Pp3c21_16350Pp3c21_16320-Pp3c21_16350intergenic_regionPp3c21_16320-Pp3c21_16350NA NA n.10306232_10306233insANA NA NA NA NA
Chr21 10306287 T C Chr21_10306287_T_CT_C SNP 20270.63 28 14 15 20 31 27 41 27 27 22 10 8 10 11 28 14 15 20 31 27 41 27 27 22 10 8 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915720protein_codingNA c.-1853A>G NA NA NA NA 1459
Chr21 10306287 T C Chr21_10306287_T_CT_C SNP 20270.63 28 14 15 20 31 27 41 27 27 22 10 8 10 11 28 14 15 20 31 27 41 27 27 22 10 8 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915722protein_codingNA c.-2331A>G NA NA NA NA 2197
Chr21 10306287 T C Chr21_10306287_T_CT_C SNP 20270.63 28 14 15 20 31 27 41 27 27 22 10 8 10 11 28 14 15 20 31 27 41 27 27 22 10 8 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915723protein_codingNA c.-2331A>G NA NA NA NA 1962
Chr21 10306287 T C Chr21_10306287_T_CT_C SNP 20270.63 28 14 15 20 31 27 41 27 27 22 10 8 10 11 28 14 15 20 31 27 41 27 27 22 10 8 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16320Pp3c21_16320transcript PAC:32915721protein_codingNA c.-1853A>G NA NA NA NA 1470
Chr21 10306287 T C Chr21_10306287_T_CT_C SNP 20270.63 28 14 15 20 31 27 41 27 27 22 10 8 10 11 28 14 15 20 31 27 41 27 27 22 10 8 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16320-Pp3c21_16350Pp3c21_16320-Pp3c21_16350intergenic_regionPp3c21_16320-Pp3c21_16350NA NA n.10306287T>CNA NA NA NA NA
Chr21 10335203 T TA Chr21_10335203_T_TAT_TA INDEL 7102.59 10 6 5 14 10 8 11 4 5 10 6 6 8 4 10 6 5 14 10 8 11 4 5 10 6 6 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16350-Pp3c21_16440Pp3c21_16350-Pp3c21_16440intergenic_regionPp3c21_16350-Pp3c21_16440NA NA n.10335203_10335204insANA NA NA NA NA
Chr21 10582740 T C Chr21_10582740_T_CT_C SNP 16673.63 25 20 11 22 14 25 26 14 13 14 21 23 7 5 25 20 11 22 14 25 26 14 13 14 21 23 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_16780Pp3c21_16780transcript PAC:32915067protein_coding 01-janv c.553-101A>GNA NA NA NA NA
Chr21 10582740 T C Chr21_10582740_T_CT_C SNP 16673.63 25 20 11 22 14 25 26 14 13 14 21 23 7 5 25 20 11 22 14 25 26 14 13 14 21 23 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_16780Pp3c21_16780transcript PAC:32915068protein_coding 02-févr c.421-101A>GNA NA NA NA NA
Chr21 10582896 T C Chr21_10582896_T_CT_C SNP 11977.63 30 9 10 16 13 19 15 15 11 9 6 12 8 8 30 9 10 16 13 19 15 15 11 9 6 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_16780Pp3c21_16780transcript PAC:32915067protein_coding 01-janv c.552+236A>GNA NA NA NA NA
Chr21 10582896 T C Chr21_10582896_T_CT_C SNP 11977.63 30 9 10 16 13 19 15 15 11 9 6 12 8 8 30 9 10 16 13 19 15 15 11 9 6 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c21_16780Pp3c21_16780transcript PAC:32915068protein_coding 02-févr c.420+236A>GNA NA NA NA NA
Chr21 10584184 G C Chr21_10584184_G_CG_C SNP 19675.63 30 23 12 21 22 30 39 13 22 26 19 17 10 11 30 23 12 21 22 30 39 13 22 26 19 17 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16780Pp3c21_16780transcript PAC:32915067protein_codingNA c.-501C>G NA NA NA NA 312
Chr21 10584184 G C Chr21_10584184_G_CG_C SNP 19675.63 30 23 12 21 22 30 39 13 22 26 19 17 10 11 30 23 12 21 22 30 39 13 22 26 19 17 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16780Pp3c21_16780transcript PAC:32915068protein_codingNA c.-633C>G NA NA NA NA 48
Chr21 10584184 G C Chr21_10584184_G_CG_C SNP 19675.63 30 23 12 21 22 30 39 13 22 26 19 17 10 11 30 23 12 21 22 30 39 13 22 26 19 17 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16780-Pp3c21_16800Pp3c21_16780-Pp3c21_16800intergenic_regionPp3c21_16780-Pp3c21_16800NA NA n.10584184G>CNA NA NA NA NA
Chr21 10584253 T C Chr21_10584253_T_CT_C SNP 21518.63 31 20 23 25 22 33 39 32 19 12 15 26 9 9 31 20 23 25 22 33 39 32 19 12 15 26 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16780Pp3c21_16780transcript PAC:32915067protein_codingNA c.-570A>G NA NA NA NA 381
Chr21 10584253 T C Chr21_10584253_T_CT_C SNP 21518.63 31 20 23 25 22 33 39 32 19 12 15 26 9 9 31 20 23 25 22 33 39 32 19 12 15 26 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16780Pp3c21_16780transcript PAC:32915068protein_codingNA c.-702A>G NA NA NA NA 117
Chr21 10584253 T C Chr21_10584253_T_CT_C SNP 21518.63 31 20 23 25 22 33 39 32 19 12 15 26 9 9 31 20 23 25 22 33 39 32 19 12 15 26 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16780-Pp3c21_16800Pp3c21_16780-Pp3c21_16800intergenic_regionPp3c21_16780-Pp3c21_16800NA NA n.10584253T>CNA NA NA NA NA
Chr21 10603273 C T Chr21_10603273_C_TC_T SNP 5112.98 0 0 0 1 0 0 0 0 26 28 17 18 13 18 23 13 16 20 19 33 25 18 26 28 17 18 13 18 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c21_16800-Pp3c21_16810Pp3c21_16800-Pp3c21_16810intergenic_regionPp3c21_16800-Pp3c21_16810NA NA n.10603273C>TNA NA NA NA NA
Chr21 10606613 G A Chr21_10606613_G_AG_A SNP 17310.63 12 13 10 29 22 21 28 22 17 34 20 15 8 10 12 13 10 29 22 21 28 22 17 34 20 15 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16800-Pp3c21_16810Pp3c21_16800-Pp3c21_16810intergenic_regionPp3c21_16800-Pp3c21_16810NA NA n.10606613G>ANA NA NA NA NA
Chr21 10608130 G GA Chr21_10608130_G_GAG_GA INDEL 15497.59 22 12 17 23 23 25 22 26 13 23 7 11 8 11 22 12 17 23 23 25 22 26 13 23 7 11 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16810Pp3c21_16810transcript PAC:32915190protein_codingNA c.*4491_*4492insTNA NA NA NA 3794
Chr21 10608130 G GA Chr21_10608130_G_GAG_GA INDEL 15497.59 22 12 17 23 23 25 22 26 13 23 7 11 8 11 22 12 17 23 23 25 22 26 13 23 7 11 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16810Pp3c21_16810transcript PAC:32915191protein_codingNA c.*4776_*4777insTNA NA NA NA 3715
Chr21 10608130 G GA Chr21_10608130_G_GAG_GA INDEL 15497.59 22 12 17 23 23 25 22 26 13 23 7 11 8 11 22 12 17 23 23 25 22 26 13 23 7 11 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16800-Pp3c21_16810Pp3c21_16800-Pp3c21_16810intergenic_regionPp3c21_16800-Pp3c21_16810NA NA n.10608130_10608131insANA NA NA NA NA
Chr21 10664180 A AT Chr21_10664180_A_ATA_AT INDEL 10257.59 24 8 11 18 10 20 20 11 11 11 15 11 4 9 24 8 11 18 10 20 20 11 11 11 15 11 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16810-Pp3c21_16890Pp3c21_16810-Pp3c21_16890intergenic_regionPp3c21_16810-Pp3c21_16890NA NA n.10664180_10664181insTNA NA NA NA NA
Chr21 10683744 T TA Chr21_10683744_T_TAT_TA INDEL 12371.59 23 15 8 20 5 17 16 16 11 13 7 8 6 6 23 15 8 20 5 17 16 16 11 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16921Pp3c21_16921transcript PAC:32914817protein_codingNA c.-1776_-1775insANA NA NA NA 1595
Chr21 10683744 T TA Chr21_10683744_T_TAT_TA INDEL 12371.59 23 15 8 20 5 17 16 16 11 13 7 8 6 6 23 15 8 20 5 17 16 16 11 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16910Pp3c21_16910transcript PAC:32916505protein_codingNA c.*1141_*1142insTNA NA NA NA 1141
Chr21 10683744 T TA Chr21_10683744_T_TAT_TA INDEL 12371.59 23 15 8 20 5 17 16 16 11 13 7 8 6 6 23 15 8 20 5 17 16 16 11 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16890-Pp3c21_16910Pp3c21_16890-Pp3c21_16910intergenic_regionPp3c21_16890-Pp3c21_16910NA NA n.10683744_10683745insANA NA NA NA NA
Chr21 10683745 T TTAATTAC Chr21_10683745_T_TTAATTACT_TTAATTAC INDEL 12416.59 24 15 8 20 5 17 16 16 11 13 7 8 6 6 24 15 8 20 5 17 16 16 11 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16921Pp3c21_16921transcript PAC:32914817protein_codingNA c.-1775_-1774insTAATTACNA NA NA NA 1594
Chr21 10683745 T TTAATTAC Chr21_10683745_T_TTAATTACT_TTAATTAC INDEL 12416.59 24 15 8 20 5 17 16 16 11 13 7 8 6 6 24 15 8 20 5 17 16 16 11 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16910Pp3c21_16910transcript PAC:32916505protein_codingNA c.*1140_*1141insGTAATTANA NA NA NA 1140
Chr21 10683745 T TTAATTAC Chr21_10683745_T_TTAATTACT_TTAATTAC INDEL 12416.59 24 15 8 20 5 17 16 16 11 13 7 8 6 6 24 15 8 20 5 17 16 16 11 13 7 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16890-Pp3c21_16910Pp3c21_16890-Pp3c21_16910intergenic_regionPp3c21_16890-Pp3c21_16910NA NA n.10683745_10683746insTAATTACNA NA NA NA NA
Chr21 10683752 AAAGGTGG A Chr21_10683752_AAAGGTGG_AAAAGGTGG_AINDEL 11081.59 26 13 8 16 6 15 14 13 10 11 6 5 4 4 26 13 8 16 6 15 14 13 10 11 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16921Pp3c21_16921transcript PAC:32914817protein_codingNA c.-1767_-1761delAAGGTGGNA NA NA NA 1587
Chr21 10683752 AAAGGTGG A Chr21_10683752_AAAGGTGG_AAAAGGTGG_AINDEL 11081.59 26 13 8 16 6 15 14 13 10 11 6 5 4 4 26 13 8 16 6 15 14 13 10 11 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16910Pp3c21_16910transcript PAC:32916505protein_codingNA c.*1127_*1133delCCACCTTNA NA NA NA 1133
Chr21 10683752 AAAGGTGG A Chr21_10683752_AAAGGTGG_AAAAGGTGG_AINDEL 11081.59 26 13 8 16 6 15 14 13 10 11 6 5 4 4 26 13 8 16 6 15 14 13 10 11 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16890-Pp3c21_16910Pp3c21_16890-Pp3c21_16910intergenic_regionPp3c21_16890-Pp3c21_16910NA NA n.10683753_10683759delAAGGTGGNA NA NA NA NA
Chr21 10683761 G T Chr21_10683761_G_TG_T SNP 10910.63 25 13 8 15 6 15 13 13 10 11 6 5 4 4 25 13 8 15 6 15 13 13 10 11 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16921Pp3c21_16921transcript PAC:32914817protein_codingNA c.-1759G>T NA NA NA NA 1579
Chr21 10683761 G T Chr21_10683761_G_TG_T SNP 10910.63 25 13 8 15 6 15 13 13 10 11 6 5 4 4 25 13 8 15 6 15 13 13 10 11 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16910Pp3c21_16910transcript PAC:32916505protein_codingNA c.*1125C>A NA NA NA NA 1125
Chr21 10683761 G T Chr21_10683761_G_TG_T SNP 10910.63 25 13 8 15 6 15 13 13 10 11 6 5 4 4 25 13 8 15 6 15 13 13 10 11 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16890-Pp3c21_16910Pp3c21_16890-Pp3c21_16910intergenic_regionPp3c21_16890-Pp3c21_16910NA NA n.10683761G>TNA NA NA NA NA
Chr21 10683762 CCAA C Chr21_10683762_CCAA_CCCAA_C INDEL 11171.59 25 13 7 15 6 15 12 13 10 11 6 5 4 4 25 13 7 15 6 15 12 13 10 11 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_16921Pp3c21_16921transcript PAC:32914817protein_codingNA c.-1757_-1755delCAANA NA NA NA 1577
Chr21 10683762 CCAA C Chr21_10683762_CCAA_CCCAA_C INDEL 11171.59 25 13 7 15 6 15 12 13 10 11 6 5 4 4 25 13 7 15 6 15 12 13 10 11 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_16910Pp3c21_16910transcript PAC:32916505protein_codingNA c.*1121_*1123delTTGNA NA NA NA 1123
Chr21 10683762 CCAA C Chr21_10683762_CCAA_CCCAA_C INDEL 11171.59 25 13 7 15 6 15 12 13 10 11 6 5 4 4 25 13 7 15 6 15 12 13 10 11 6 5 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_16890-Pp3c21_16910Pp3c21_16890-Pp3c21_16910intergenic_regionPp3c21_16890-Pp3c21_16910NA NA n.10683763_10683765delCAANA NA NA NA NA
Chr21 10767618 G A Chr21_10767618_G_AG_A SNP 5852.29 0 0 0 26 11 23 30 21 0 0 0 0 0 0 25 11 24 26 11 23 30 21 25 21 16 15 10 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_17004-Pp3c21_17040Pp3c21_17004-Pp3c21_17040intergenic_regionPp3c21_17004-Pp3c21_17040NA NA n.10767618G>ANA NA NA NA NA
Chr21 10891194 G C Chr21_10891194_G_CG_C SNP 20518.63 23 15 18 25 23 31 48 15 26 27 21 12 8 11 23 15 18 25 23 31 48 15 26 27 21 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17130-Pp3c21_17170Pp3c21_17130-Pp3c21_17170intergenic_regionPp3c21_17130-Pp3c21_17170NA NA n.10891194G>CNA NA NA NA NA
Chr21 10977196 A T Chr21_10977196_A_TA_T SNP 14556.63 16 9 14 19 20 24 18 18 7 12 9 7 6 8 16 9 14 19 20 24 18 18 7 12 9 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17210-Pp3c21_17272Pp3c21_17210-Pp3c21_17272intergenic_regionPp3c21_17210-Pp3c21_17272NA NA n.10977196A>TNA NA NA NA NA
Chr21 10977197 A G Chr21_10977197_A_GA_G SNP 14556.63 15 9 14 19 20 24 17 18 7 12 9 7 6 8 15 9 14 19 20 24 17 18 7 12 9 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17210-Pp3c21_17272Pp3c21_17210-Pp3c21_17272intergenic_regionPp3c21_17210-Pp3c21_17272NA NA n.10977197A>GNA NA NA NA NA
Chr21 10977198 G C Chr21_10977198_G_CG_C SNP 14556.63 15 9 14 20 20 25 17 18 7 12 9 7 6 8 15 9 14 20 20 25 17 18 7 12 9 7 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17210-Pp3c21_17272Pp3c21_17210-Pp3c21_17272intergenic_regionPp3c21_17210-Pp3c21_17272NA NA n.10977198G>CNA NA NA NA NA
Chr21 11042500 GAT G Chr21_11042500_GAT_GGAT_G INDEL 1105.35 13 9 15 0 0 0 1 0 0 0 0 0 0 0 13 9 16 10 22 12 16 18 8 17 14 9 6 9 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_17360Pp3c21_17360transcript PAC:32916884protein_codingNA c.-3487_-3486delATNA NA NA NA 3132
Chr21 11042500 GAT G Chr21_11042500_GAT_GGAT_G INDEL 1105.35 13 9 15 0 0 0 1 0 0 0 0 0 0 0 13 9 16 10 22 12 16 18 8 17 14 9 6 9 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_17360Pp3c21_17360transcript PAC:32916888protein_codingNA c.-3487_-3486delATNA NA NA NA 3132
Chr21 11042500 GAT G Chr21_11042500_GAT_GGAT_G INDEL 1105.35 13 9 15 0 0 0 1 0 0 0 0 0 0 0 13 9 16 10 22 12 16 18 8 17 14 9 6 9 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_17360Pp3c21_17360transcript PAC:32916886protein_codingNA c.-3487_-3486delATNA NA NA NA 3132
Chr21 11042500 GAT G Chr21_11042500_GAT_GGAT_G INDEL 1105.35 13 9 15 0 0 0 1 0 0 0 0 0 0 0 13 9 16 10 22 12 16 18 8 17 14 9 6 9 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_17360Pp3c21_17360transcript PAC:32916887protein_codingNA c.-3487_-3486delATNA NA NA NA 3132
Chr21 11042500 GAT G Chr21_11042500_GAT_GGAT_G INDEL 1105.35 13 9 15 0 0 0 1 0 0 0 0 0 0 0 13 9 16 10 22 12 16 18 8 17 14 9 6 9 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_17360Pp3c21_17360transcript PAC:32916885protein_codingNA c.-3487_-3486delATNA NA NA NA 3133
Chr21 11042500 GAT G Chr21_11042500_GAT_GGAT_G INDEL 1105.35 13 9 15 0 0 0 1 0 0 0 0 0 0 0 13 9 16 10 22 12 16 18 8 17 14 9 6 9 1 1 0.938 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c21_17350-Pp3c21_17360Pp3c21_17350-Pp3c21_17360intergenic_regionPp3c21_17350-Pp3c21_17360NA NA n.11042501_11042502delATNA NA NA NA NA
Chr21 11043500 C T Chr21_11043500_C_TC_T SNP 17014.63 28 18 11 29 9 26 26 25 20 20 15 17 9 6 28 18 11 29 9 26 26 25 20 20 15 17 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_17360Pp3c21_17360transcript PAC:32916884protein_codingNA c.-2488C>T NA NA NA NA 2133
Chr21 11043500 C T Chr21_11043500_C_TC_T SNP 17014.63 28 18 11 29 9 26 26 25 20 20 15 17 9 6 28 18 11 29 9 26 26 25 20 20 15 17 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_17360Pp3c21_17360transcript PAC:32916888protein_codingNA c.-2488C>T NA NA NA NA 2133
Chr21 11043500 C T Chr21_11043500_C_TC_T SNP 17014.63 28 18 11 29 9 26 26 25 20 20 15 17 9 6 28 18 11 29 9 26 26 25 20 20 15 17 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_17360Pp3c21_17360transcript PAC:32916886protein_codingNA c.-2488C>T NA NA NA NA 2133
Chr21 11043500 C T Chr21_11043500_C_TC_T SNP 17014.63 28 18 11 29 9 26 26 25 20 20 15 17 9 6 28 18 11 29 9 26 26 25 20 20 15 17 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_17360Pp3c21_17360transcript PAC:32916887protein_codingNA c.-2488C>T NA NA NA NA 2133
Chr21 11043500 C T Chr21_11043500_C_TC_T SNP 17014.63 28 18 11 29 9 26 26 25 20 20 15 17 9 6 28 18 11 29 9 26 26 25 20 20 15 17 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_17360Pp3c21_17360transcript PAC:32916885protein_codingNA c.-2488C>T NA NA NA NA 2134
Chr21 11043500 C T Chr21_11043500_C_TC_T SNP 17014.63 28 18 11 29 9 26 26 25 20 20 15 17 9 6 28 18 11 29 9 26 26 25 20 20 15 17 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17350-Pp3c21_17360Pp3c21_17350-Pp3c21_17360intergenic_regionPp3c21_17350-Pp3c21_17360NA NA n.11043500C>TNA NA NA NA NA
Chr21 11110256 GTA G Chr21_11110256_GTA_GGTA_G INDEL 9388.59 23 7 13 18 19 15 23 10 12 18 7 7 8 6 23 7 14 18 21 16 24 10 14 18 7 7 8 7 1 1 0.929 1 0.905 0.938 0.958 1 0.857 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_17420Pp3c21_17420transcript PAC:32915077protein_codingNA c.-3211_-3210delTANA NA NA NA 2393
Chr21 11110256 GTA G Chr21_11110256_GTA_GGTA_G INDEL 9388.59 23 7 13 18 19 15 23 10 12 18 7 7 8 6 23 7 14 18 21 16 24 10 14 18 7 7 8 7 1 1 0.929 1 0.905 0.938 0.958 1 0.857 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_17450Pp3c21_17450transcript PAC:32916037protein_codingNA c.-1876_-1875delTANA NA NA NA 1093
Chr21 11110256 GTA G Chr21_11110256_GTA_GGTA_G INDEL 9388.59 23 7 13 18 19 15 23 10 12 18 7 7 8 6 23 7 14 18 21 16 24 10 14 18 7 7 8 7 1 1 0.929 1 0.905 0.938 0.958 1 0.857 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_17420Pp3c21_17420transcript PAC:32915078protein_codingNA c.-3211_-3210delTANA NA NA NA 2094
Chr21 11110256 GTA G Chr21_11110256_GTA_GGTA_G INDEL 9388.59 23 7 13 18 19 15 23 10 12 18 7 7 8 6 23 7 14 18 21 16 24 10 14 18 7 7 8 7 1 1 0.929 1 0.905 0.938 0.958 1 0.857 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_17420Pp3c21_17420transcript PAC:32915079protein_codingNA c.-4296_-4295delTANA NA NA NA 3677
Chr21 11110256 GTA G Chr21_11110256_GTA_GGTA_G INDEL 9388.59 23 7 13 18 19 15 23 10 12 18 7 7 8 6 23 7 14 18 21 16 24 10 14 18 7 7 8 7 1 1 0.929 1 0.905 0.938 0.958 1 0.857 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_17450Pp3c21_17450transcript PAC:32916038protein_codingNA c.-1876_-1875delTANA NA NA NA 1093
Chr21 11110256 GTA G Chr21_11110256_GTA_GGTA_G INDEL 9388.59 23 7 13 18 19 15 23 10 12 18 7 7 8 6 23 7 14 18 21 16 24 10 14 18 7 7 8 7 1 1 0.929 1 0.905 0.938 0.958 1 0.857 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_17450Pp3c21_17450transcript PAC:32916039protein_codingNA c.-1876_-1875delTANA NA NA NA 1093
Chr21 11110256 GTA G Chr21_11110256_GTA_GGTA_G INDEL 9388.59 23 7 13 18 19 15 23 10 12 18 7 7 8 6 23 7 14 18 21 16 24 10 14 18 7 7 8 7 1 1 0.929 1 0.905 0.938 0.958 1 0.857 1 1 1 1 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17420-Pp3c21_17450Pp3c21_17420-Pp3c21_17450intergenic_regionPp3c21_17420-Pp3c21_17450NA NA n.11110257_11110258delTANA NA NA NA NA
Chr21 11282546 A AAT Chr21_11282546_A_AATA_AAT INDEL 10950.59 21 15 18 16 13 18 28 15 13 27 8 12 4 8 21 15 19 16 13 18 28 15 13 27 8 13 4 8 1 1 0.947 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17730-Pp3c21_17800Pp3c21_17730-Pp3c21_17800intergenic_regionPp3c21_17730-Pp3c21_17800NA NA n.11282546_11282547insATNA NA NA NA NA
Chr21 11330236 T C Chr21_11330236_T_CT_C SNP 13694.63 23 11 13 10 10 18 22 17 14 13 10 18 12 11 23 11 13 10 10 18 22 17 14 13 10 18 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17730-Pp3c21_17800Pp3c21_17730-Pp3c21_17800intergenic_regionPp3c21_17730-Pp3c21_17800NA NA n.11330236T>CNA NA NA NA NA
Chr21 11341076 G A Chr21_11341076_G_AG_A SNP 3834.98 0 0 0 0 0 0 0 0 20 25 18 11 10 9 25 26 22 25 26 24 29 14 20 25 18 11 10 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c21_17730-Pp3c21_17800Pp3c21_17730-Pp3c21_17800intergenic_regionPp3c21_17730-Pp3c21_17800NA NA n.11341076G>ANA NA NA NA NA
Chr21 11369181 G A Chr21_11369181_G_AG_A SNP 19419.63 26 16 9 23 16 24 31 23 26 23 15 23 9 14 26 16 9 23 16 24 31 23 26 23 15 23 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17800-Pp3c21_17920Pp3c21_17800-Pp3c21_17920intergenic_regionPp3c21_17800-Pp3c21_17920NA NA n.11369181G>ANA NA NA NA NA
Chr21 11496990 T C Chr21_11496990_T_CT_C SNP 14389.63 25 17 20 19 15 28 27 21 11 12 10 12 7 8 27 19 20 19 15 28 27 21 11 12 12 14 7 8 0.926 0.895 1 1 1 1 1 1 1 1 0.833 0.857 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17800-Pp3c21_17920Pp3c21_17800-Pp3c21_17920intergenic_regionPp3c21_17800-Pp3c21_17920NA NA n.11496990T>CNA NA NA NA NA
Chr21 11500841 CG C Chr21_11500841_CG_CCG_C INDEL 16756.59 29 17 19 22 20 31 36 19 20 17 11 18 9 16 29 17 19 22 20 31 36 19 20 17 11 18 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17800-Pp3c21_17920Pp3c21_17800-Pp3c21_17920intergenic_regionPp3c21_17800-Pp3c21_17920NA NA n.11500842delGNA NA NA NA NA
Chr21 11566293 G A Chr21_11566293_G_AG_A SNP 10073.29 36 10 15 0 0 0 0 0 26 20 13 17 10 8 36 10 15 22 21 27 24 27 26 20 13 17 10 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c21_17800-Pp3c21_17920Pp3c21_17800-Pp3c21_17920intergenic_regionPp3c21_17800-Pp3c21_17920NA NA n.11566293G>ANA NA NA NA NA
Chr21 11599264 G T Chr21_11599264_G_TG_T SNP 16808.63 31 19 11 20 10 29 31 18 23 21 11 10 15 7 31 19 11 20 10 29 31 18 23 21 11 10 15 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17930-Pp3c21_17980Pp3c21_17930-Pp3c21_17980intergenic_regionPp3c21_17930-Pp3c21_17980NA NA n.11599264G>TNA NA NA NA NA
Chr21 11599337 G T Chr21_11599337_G_TG_T SNP 19750.63 32 17 9 18 17 28 31 26 21 28 14 20 13 9 32 17 9 18 17 28 31 26 21 28 14 20 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17930-Pp3c21_17980Pp3c21_17930-Pp3c21_17980intergenic_regionPp3c21_17930-Pp3c21_17980NA NA n.11599337G>TNA NA NA NA NA
Chr21 11599351 CT C Chr21_11599351_CT_CCT_C INDEL 20316.59 32 16 10 20 19 31 34 28 19 28 15 19 16 11 32 16 10 20 19 31 34 28 19 28 15 19 16 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_17930-Pp3c21_17980Pp3c21_17930-Pp3c21_17980intergenic_regionPp3c21_17930-Pp3c21_17980NA NA n.11599352delTNA NA NA NA NA
Chr21 11655474 T TTA Chr21_11655474_T_TTAT_TTA INDEL 2099.93 0 0 0 0 0 0 0 0 16 11 7 14 4 6 19 8 7 16 17 20 15 17 16 11 7 14 4 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c21_18010Pp3c21_18010transcript PAC:32916376protein_codingNA c.-4349_-4348insTANA NA NA NA 4213
Chr21 11655474 T TTA Chr21_11655474_T_TTAT_TTA INDEL 2099.93 0 0 0 0 0 0 0 0 16 11 7 14 4 6 19 8 7 16 17 20 15 17 16 11 7 14 4 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c21_18010Pp3c21_18010transcript PAC:32916378protein_codingNA c.-4349_-4348insTANA NA NA NA 4187
Chr21 11655474 T TTA Chr21_11655474_T_TTAT_TTA INDEL 2099.93 0 0 0 0 0 0 0 0 16 11 7 14 4 6 19 8 7 16 17 20 15 17 16 11 7 14 4 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c21_18010Pp3c21_18010transcript PAC:32916377protein_codingNA c.-4349_-4348insTANA NA NA NA 4187
Chr21 11655474 T TTA Chr21_11655474_T_TTAT_TTA INDEL 2099.93 0 0 0 0 0 0 0 0 16 11 7 14 4 6 19 8 7 16 17 20 15 17 16 11 7 14 4 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c21_18010-Pp3c21_18040Pp3c21_18010-Pp3c21_18040intergenic_regionPp3c21_18010-Pp3c21_18040NA NA n.11655474_11655475insTANA NA NA NA NA
Chr21 11663211 T A Chr21_11663211_T_AT_A SNP 19555.63 39 12 16 19 19 25 28 26 25 29 13 16 8 7 39 12 16 20 19 25 28 26 25 30 13 17 8 7 1 1 1 0.95 1 1 1 1 1 0.967 1 0.941 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18010-Pp3c21_18040Pp3c21_18010-Pp3c21_18040intergenic_regionPp3c21_18010-Pp3c21_18040NA NA n.11663211T>ANA NA NA NA NA
Chr21 11664068 A T Chr21_11664068_A_TA_T SNP 15505.63 22 10 15 17 11 19 26 17 23 16 11 12 7 10 22 10 15 17 11 19 26 17 23 16 11 12 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18010-Pp3c21_18040Pp3c21_18010-Pp3c21_18040intergenic_regionPp3c21_18010-Pp3c21_18040NA NA n.11664068A>TNA NA NA NA NA
Chr21 11664072 TTA T Chr21_11664072_TTA_TTTA_T INDEL 15787.59 22 9 15 16 14 21 25 18 23 15 10 10 6 9 22 9 15 16 14 21 25 18 23 15 10 10 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18010-Pp3c21_18040Pp3c21_18010-Pp3c21_18040intergenic_regionPp3c21_18010-Pp3c21_18040NA NA n.11664073_11664074delTANA NA NA NA NA
Chr21 11664075 A C Chr21_11664075_A_CA_C SNP 15110.63 23 9 13 15 15 22 24 18 23 16 10 10 6 9 23 9 13 15 15 22 24 18 23 16 10 10 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18010-Pp3c21_18040Pp3c21_18010-Pp3c21_18040intergenic_regionPp3c21_18010-Pp3c21_18040NA NA n.11664075A>CNA NA NA NA NA
Chr21 11664092 GA G Chr21_11664092_GA_GGA_G INDEL 13871.59 14 11 11 12 15 15 21 12 16 9 5 11 6 9 14 11 11 12 15 15 21 12 16 9 5 11 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18010-Pp3c21_18040Pp3c21_18010-Pp3c21_18040intergenic_regionPp3c21_18010-Pp3c21_18040NA NA n.11664093delANA NA NA NA NA
Chr21 11664106 CT C Chr21_11664106_CT_CCT_C INDEL 13504.59 19 8 12 11 16 17 25 12 18 10 7 10 7 10 19 8 12 11 16 17 25 12 18 10 7 10 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18010-Pp3c21_18040Pp3c21_18010-Pp3c21_18040intergenic_regionPp3c21_18010-Pp3c21_18040NA NA n.11664107delTNA NA NA NA NA
Chr21 11664415 T A Chr21_11664415_T_AT_A SNP 22556.63 45 13 18 16 24 37 58 25 29 35 24 21 16 13 45 13 18 16 24 37 58 25 29 35 25 21 16 13 1 1 1 1 1 1 1 1 1 1 0.96 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18010-Pp3c21_18040Pp3c21_18010-Pp3c21_18040intergenic_regionPp3c21_18010-Pp3c21_18040NA NA n.11664415T>ANA NA NA NA NA
Chr21 11666603 G T Chr21_11666603_G_TG_T SNP 10980.63 23 14 6 8 9 12 22 9 24 22 15 13 7 7 23 14 6 8 9 12 22 9 24 22 15 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18010-Pp3c21_18040Pp3c21_18010-Pp3c21_18040intergenic_regionPp3c21_18010-Pp3c21_18040NA NA n.11666603G>TNA NA NA NA NA
Chr21 11666741 G T Chr21_11666741_G_TG_T SNP 11746.63 24 8 11 12 15 13 25 11 15 18 12 15 13 10 24 8 11 12 15 13 25 11 15 18 12 15 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18010-Pp3c21_18040Pp3c21_18010-Pp3c21_18040intergenic_regionPp3c21_18010-Pp3c21_18040NA NA n.11666741G>TNA NA NA NA NA
Chr21 11666857 G C Chr21_11666857_G_CG_C SNP 14637.63 25 10 19 9 18 22 25 15 23 20 13 9 9 13 25 10 19 9 18 22 25 15 23 20 13 9 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18010-Pp3c21_18040Pp3c21_18010-Pp3c21_18040intergenic_regionPp3c21_18010-Pp3c21_18040NA NA n.11666857G>CNA NA NA NA NA
Chr21 11690441 G GTA Chr21_11690441_G_GTAG_GTA INDEL 2838.24 0 0 0 9 20 21 20 13 1 3 0 1 0 0 20 10 7 9 20 22 21 13 17 21 11 11 5 5 0 0 0 1 1 0.955 0.952 1 0 0.143 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c21_18040Pp3c21_18040transcript PAC:32915677protein_codingNA c.-2274_-2273insTANA NA NA NA 1595
Chr21 11690441 G GTA Chr21_11690441_G_GTAG_GTA INDEL 2838.24 0 0 0 9 20 21 20 13 1 3 0 1 0 0 20 10 7 9 20 22 21 13 17 21 11 11 5 5 0 0 0 1 1 0.955 0.952 1 0 0.143 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c21_18040Pp3c21_18040transcript PAC:32915678protein_codingNA c.-2274_-2273insTANA NA NA NA 1808
Chr21 11690441 G GTA Chr21_11690441_G_GTAG_GTA INDEL 2838.24 0 0 0 9 20 21 20 13 1 3 0 1 0 0 20 10 7 9 20 22 21 13 17 21 11 11 5 5 0 0 0 1 1 0.955 0.952 1 0 0.143 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c21_18040Pp3c21_18040transcript PAC:32915679protein_codingNA c.-3496_-3495insTANA NA NA NA 1595
Chr21 11690441 G GTA Chr21_11690441_G_GTAG_GTA INDEL 2838.24 0 0 0 9 20 21 20 13 1 3 0 1 0 0 20 10 7 9 20 22 21 13 17 21 11 11 5 5 0 0 0 1 1 0.955 0.952 1 0 0.143 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c21_18060Pp3c21_18060transcript PAC:32914417protein_codingNA c.*2692_*2693insTANA NA NA NA 1878
Chr21 11690441 G GTA Chr21_11690441_G_GTAG_GTA INDEL 2838.24 0 0 0 9 20 21 20 13 1 3 0 1 0 0 20 10 7 9 20 22 21 13 17 21 11 11 5 5 0 0 0 1 1 0.955 0.952 1 0 0.143 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c21_18060Pp3c21_18060transcript PAC:32914418protein_codingNA c.*2692_*2693insTANA NA NA NA 1881
Chr21 11690441 G GTA Chr21_11690441_G_GTAG_GTA INDEL 2838.24 0 0 0 9 20 21 20 13 1 3 0 1 0 0 20 10 7 9 20 22 21 13 17 21 11 11 5 5 0 0 0 1 1 0.955 0.952 1 0 0.143 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c21_18040-Pp3c21_18060Pp3c21_18040-Pp3c21_18060intergenic_regionPp3c21_18040-Pp3c21_18060NA NA n.11690441_11690442insTANA NA NA NA NA
Chr21 11924875 AG A Chr21_11924875_AG_AAG_A INDEL 9874.59 15 13 12 12 14 16 23 20 9 14 8 14 6 5 15 13 12 12 14 16 23 20 9 14 8 14 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_acceptor_variant&intron_variantHIGH Pp3c21_18430Pp3c21_18430transcript PAC:32916213protein_coding 01-janv c.585-1delG NA NA NA NA NA
Chr21 11924875 AG A Chr21_11924875_AG_AAG_A INDEL 9874.59 15 13 12 12 14 16 23 20 9 14 8 14 6 5 15 13 12 12 14 16 23 20 9 14 8 14 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_acceptor_variant&intron_variantHIGH Pp3c21_18430Pp3c21_18430transcript PAC:32916214protein_coding 01-janv c.585-1delG NA NA NA NA NA
Chr21 11930152 A AAT Chr21_11930152_A_AATA_AAT INDEL 5456.59 12 9 10 21 13 18 24 8 7 6 7 5 4 4 12 10 11 22 14 19 24 8 7 6 7 5 4 4 1 0.9 0.909 0.955 0.929 0.947 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_18430Pp3c21_18430transcript PAC:32916213protein_codingNA c.*4753_*4754insATNA NA NA NA 4754
Chr21 11930152 A AAT Chr21_11930152_A_AATA_AAT INDEL 5456.59 12 9 10 21 13 18 24 8 7 6 7 5 4 4 12 10 11 22 14 19 24 8 7 6 7 5 4 4 1 0.9 0.909 0.955 0.929 0.947 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_18430Pp3c21_18430transcript PAC:32916214protein_codingNA c.*4753_*4754insATNA NA NA NA 4534
Chr21 11930152 A AAT Chr21_11930152_A_AATA_AAT INDEL 5456.59 12 9 10 21 13 18 24 8 7 6 7 5 4 4 12 10 11 22 14 19 24 8 7 6 7 5 4 4 1 0.9 0.909 0.955 0.929 0.947 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18430-Pp3c21_18469Pp3c21_18430-Pp3c21_18469intergenic_regionPp3c21_18430-Pp3c21_18469NA NA n.11930152_11930153insATNA NA NA NA NA
Chr21 12040379 AAT A Chr21_12040379_AAT_AAAT_A INDEL 3281.24 0 1 0 16 10 15 34 7 1 1 1 0 0 0 25 13 8 16 10 15 35 7 17 18 8 12 6 7 0 0 0 1 1 1 0.971 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_18610-Pp3c21_18660Pp3c21_18610-Pp3c21_18660intergenic_regionPp3c21_18610-Pp3c21_18660NA NA n.12040380_12040381delATNA NA NA NA NA
Chr21 12151328 A AATAT Chr21_12151328_A_AATATA_AATAT INDEL 9424.24 25 6 15 0 0 1 0 0 18 13 8 8 10 6 25 6 15 19 14 11 22 17 18 13 8 8 10 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c21_18859Pp3c21_18859transcript PAC:32916392protein_codingNA c.-4120_-4119insATATNA NA NA NA 3274
Chr21 12151328 A AATAT Chr21_12151328_A_AATATA_AATAT INDEL 9424.24 25 6 15 0 0 1 0 0 18 13 8 8 10 6 25 6 15 19 14 11 22 17 18 13 8 8 10 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c21_18820-Pp3c21_18859Pp3c21_18820-Pp3c21_18859intergenic_regionPp3c21_18820-Pp3c21_18859NA NA n.12151328_12151329insATATNA NA NA NA NA



Chr21 12170074 A AAT Chr21_12170074_A_AATA_AAT INDEL 1632.35 27 14 10 0 0 0 1 0 0 0 0 0 0 0 27 14 10 16 15 27 29 12 15 19 10 18 10 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c21_18859-Pp3c21_18950Pp3c21_18859-Pp3c21_18950intergenic_regionPp3c21_18859-Pp3c21_18950NA NA n.12170074_12170075insATNA NA NA NA NA
Chr21 12224142 G GA Chr21_12224142_G_GAG_GA INDEL 9664.59 16 5 9 13 9 17 28 19 22 11 7 7 9 5 16 5 9 15 9 17 28 19 22 12 7 7 9 5 1 1 1 0.867 1 1 1 1 1 0.917 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_18980-Pp3c21_19030Pp3c21_18980-Pp3c21_19030intergenic_regionPp3c21_18980-Pp3c21_19030NA NA n.12224142_12224143insANA NA NA NA NA
Chr21 12299470 C A Chr21_12299470_C_AC_A SNP 19834.63 31 16 17 25 22 21 13 29 20 24 5 22 10 6 31 16 17 25 22 21 13 29 20 24 5 22 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19160-Pp3c21_19210Pp3c21_19160-Pp3c21_19210intergenic_regionPp3c21_19160-Pp3c21_19210NA NA n.12299470C>ANA NA NA NA NA
Chr21 12299471 C A Chr21_12299471_C_AC_A SNP 19834.63 31 16 17 25 21 21 13 29 20 24 5 21 10 6 31 16 17 25 21 21 13 29 20 24 5 21 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19160-Pp3c21_19210Pp3c21_19160-Pp3c21_19210intergenic_regionPp3c21_19160-Pp3c21_19210NA NA n.12299471C>ANA NA NA NA NA
Chr21 12299561 G T Chr21_12299561_G_TG_T SNP 17967.63 22 18 14 28 9 27 14 23 25 22 10 25 5 10 22 18 14 28 9 27 14 23 25 22 10 25 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19160-Pp3c21_19210Pp3c21_19160-Pp3c21_19210intergenic_regionPp3c21_19160-Pp3c21_19210NA NA n.12299561G>TNA NA NA NA NA
Chr21 12305051 TG T Chr21_12305051_TG_TTG_T INDEL 15465.59 20 7 15 24 22 17 15 21 12 19 12 13 15 9 20 7 15 24 22 17 15 21 12 19 12 13 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19160-Pp3c21_19210Pp3c21_19160-Pp3c21_19210intergenic_regionPp3c21_19160-Pp3c21_19210NA NA n.12305052delGNA NA NA NA NA
Chr21 12305054 G T Chr21_12305054_G_TG_T SNP 15474.63 20 7 15 24 23 18 15 22 12 19 13 13 15 9 20 7 15 24 23 18 15 22 12 19 13 13 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19160-Pp3c21_19210Pp3c21_19160-Pp3c21_19210intergenic_regionPp3c21_19160-Pp3c21_19210NA NA n.12305054G>TNA NA NA NA NA
Chr21 12406380 AT A Chr21_12406380_AT_AAT_A INDEL 2847.24 0 0 0 19 20 24 21 17 0 1 0 0 0 0 24 10 8 19 21 27 23 17 17 22 10 18 13 11 0 0 0 1 0.952 0.889 0.913 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_19250Pp3c21_19250transcript PAC:32914512protein_codingNA c.-2363delT NA NA NA NA 595
Chr21 12406380 AT A Chr21_12406380_AT_AAT_A INDEL 2847.24 0 0 0 19 20 24 21 17 0 1 0 0 0 0 24 10 8 19 21 27 23 17 17 22 10 18 13 11 0 0 0 1 0.952 0.889 0.913 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_19250Pp3c21_19250transcript PAC:32914513protein_codingNA c.-2363delT NA NA NA NA 827
Chr21 12406380 AT A Chr21_12406380_AT_AAT_A INDEL 2847.24 0 0 0 19 20 24 21 17 0 1 0 0 0 0 24 10 8 19 21 27 23 17 17 22 10 18 13 11 0 0 0 1 0.952 0.889 0.913 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_19210-Pp3c21_19250Pp3c21_19210-Pp3c21_19250intergenic_regionPp3c21_19210-Pp3c21_19250NA NA n.12406381delTNA NA NA NA NA
Chr21 12434823 C A Chr21_12434823_C_AC_A SNP 18324.63 27 21 19 26 23 25 22 21 13 24 16 16 18 7 27 21 19 26 23 25 22 21 13 24 16 16 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12434823C>ANA NA NA NA NA
Chr21 12434869 T TA Chr21_12434869_T_TAT_TA INDEL 12668.59 19 14 14 19 15 17 17 13 12 16 10 13 11 5 19 14 14 19 15 17 17 13 12 16 10 13 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12434869_12434870insANA NA NA NA NA
Chr21 12434888 G GA Chr21_12434888_G_GAG_GA INDEL 11197.59 15 12 8 19 13 15 14 14 7 15 9 9 11 5 15 12 8 19 13 15 14 14 7 15 9 9 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12434888_12434889insANA NA NA NA NA
Chr21 12434918 T G Chr21_12434918_T_GT_G SNP 11183.63 12 12 8 13 20 15 13 10 7 15 8 11 18 6 12 12 8 13 20 15 13 10 7 15 8 11 18 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12434918T>GNA NA NA NA NA
Chr21 12434919 G A Chr21_12434919_G_AG_A SNP 11183.63 12 12 8 13 20 16 14 10 7 15 9 11 18 6 12 12 8 13 20 16 14 10 7 15 9 11 18 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12434919G>ANA NA NA NA NA
Chr21 12448702 TA T Chr21_12448702_TA_TTA_T INDEL 12436.59 25 5 7 24 23 23 17 17 16 12 19 7 10 11 25 5 7 24 23 23 17 17 16 12 19 7 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12448703delANA NA NA NA NA
Chr21 12448733 CT C Chr21_12448733_CT_CCT_C INDEL 16921.59 22 5 9 23 20 25 15 15 14 11 17 11 13 10 22 5 9 23 20 25 15 15 14 11 17 11 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12448734delTNA NA NA NA NA
Chr21 12448752 T C Chr21_12448752_T_CT_C SNP 17954.63 23 6 10 23 18 28 21 17 15 9 18 12 10 7 23 6 10 23 18 28 21 17 15 9 18 12 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12448752T>CNA NA NA NA NA
Chr21 12448753 C A Chr21_12448753_C_AC_A SNP 17985.63 23 6 10 23 19 28 21 17 16 9 18 12 11 6 23 6 10 23 19 28 21 17 16 9 18 12 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12448753C>ANA NA NA NA NA
Chr21 12448766 T C Chr21_12448766_T_CT_C SNP 18382.63 23 6 12 23 20 29 22 16 16 9 18 14 11 6 23 6 12 23 20 29 22 16 16 9 18 14 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12448766T>CNA NA NA NA NA
Chr21 12448824 AT A Chr21_12448824_AT_AAT_A INDEL 11813.59 20 9 11 18 12 19 22 20 16 11 10 20 12 6 20 9 11 18 12 19 22 20 16 11 10 20 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12448825delTNA NA NA NA NA
Chr21 12448872 A G Chr21_12448872_A_GA_G SNP 18818.63 25 11 15 19 20 24 27 21 25 14 12 20 14 8 25 11 15 19 20 24 27 21 25 14 12 20 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12448872A>GNA NA NA NA NA
Chr21 12448987 G T Chr21_12448987_G_TG_T SNP 23943.63 35 14 18 35 26 27 30 23 35 26 15 24 13 12 35 14 18 35 26 27 30 23 35 26 15 24 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12448987G>TNA NA NA NA NA
Chr21 12448997 G T Chr21_12448997_G_TG_T SNP 23971.63 34 16 17 39 27 26 30 22 34 26 21 24 14 15 34 16 17 39 27 26 30 22 34 26 21 24 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12448997G>TNA NA NA NA NA
Chr21 12450270 C A Chr21_12450270_C_AC_A SNP 17905.63 31 11 20 19 20 22 23 17 20 17 19 5 13 10 31 11 20 19 20 22 23 17 20 17 19 5 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12450270C>ANA NA NA NA NA
Chr21 12450294 C A Chr21_12450294_C_AC_A SNP 18526.63 32 10 20 21 20 22 22 23 20 19 23 4 10 10 32 10 20 21 20 22 22 23 20 19 23 4 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19280-Pp3c21_19330Pp3c21_19280-Pp3c21_19330intergenic_regionPp3c21_19280-Pp3c21_19330NA NA n.12450294C>ANA NA NA NA NA
Chr21 12564504 A T Chr21_12564504_A_TA_T SNP 16859.63 24 7 14 15 17 16 36 15 26 25 12 16 6 6 24 7 14 15 17 16 36 15 26 25 12 16 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19450-Pp3c21_19480Pp3c21_19450-Pp3c21_19480intergenic_regionPp3c21_19450-Pp3c21_19480NA NA n.12564504A>TNA NA NA NA NA
Chr21 12564512 A T Chr21_12564512_A_TA_T SNP 17681.63 22 8 15 16 19 18 34 14 25 25 14 17 7 7 22 8 15 16 19 18 34 14 25 25 14 17 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19450-Pp3c21_19480Pp3c21_19450-Pp3c21_19480intergenic_regionPp3c21_19450-Pp3c21_19480NA NA n.12564512A>TNA NA NA NA NA
Chr21 12564514 A T Chr21_12564514_A_TA_T SNP 17501.63 23 8 17 17 17 19 36 14 25 25 14 17 7 7 23 8 17 17 17 19 36 14 25 25 14 17 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19450-Pp3c21_19480Pp3c21_19450-Pp3c21_19480intergenic_regionPp3c21_19450-Pp3c21_19480NA NA n.12564514A>TNA NA NA NA NA
Chr21 12937181 G GA Chr21_12937181_G_GAG_GA INDEL 15555.59 30 19 18 30 21 26 19 14 24 23 16 17 10 6 30 19 18 30 21 26 19 14 24 23 16 17 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_19850-Pp3c21_19940Pp3c21_19850-Pp3c21_19940intergenic_regionPp3c21_19850-Pp3c21_19940NA NA n.12937181_12937182insANA NA NA NA NA
Chr21 13016781 CT C Chr21_13016781_CT_CCT_C INDEL 11631.59 22 14 20 25 15 28 20 21 18 24 19 5 11 9 23 14 20 25 15 28 20 21 18 25 19 6 11 9 0.957 1 1 1 1 1 1 1 1 0.96 1 0.833 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_20070Pp3c21_20070transcript PAC:32915475protein_codingNA c.-1393delT NA NA NA NA 874
Chr21 13016781 CT C Chr21_13016781_CT_CCT_C INDEL 11631.59 22 14 20 25 15 28 20 21 18 24 19 5 11 9 23 14 20 25 15 28 20 21 18 25 19 6 11 9 0.957 1 1 1 1 1 1 1 1 0.96 1 0.833 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_20060Pp3c21_20060transcript PAC:32915027protein_codingNA c.-1393delT NA NA NA NA 973
Chr21 13016781 CT C Chr21_13016781_CT_CCT_C INDEL 11631.59 22 14 20 25 15 28 20 21 18 24 19 5 11 9 23 14 20 25 15 28 20 21 18 25 19 6 11 9 0.957 1 1 1 1 1 1 1 1 0.96 1 0.833 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_20070Pp3c21_20070transcript PAC:32915476protein_codingNA c.-1393delT NA NA NA NA 874
Chr21 13016781 CT C Chr21_13016781_CT_CCT_C INDEL 11631.59 22 14 20 25 15 28 20 21 18 24 19 5 11 9 23 14 20 25 15 28 20 21 18 25 19 6 11 9 0.957 1 1 1 1 1 1 1 1 0.96 1 0.833 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_20070Pp3c21_20070transcript PAC:32915477protein_codingNA c.-3508delT NA NA NA NA 3508
Chr21 13016781 CT C Chr21_13016781_CT_CCT_C INDEL 11631.59 22 14 20 25 15 28 20 21 18 24 19 5 11 9 23 14 20 25 15 28 20 21 18 25 19 6 11 9 0.957 1 1 1 1 1 1 1 1 0.96 1 0.833 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_20050-Pp3c21_20070Pp3c21_20050-Pp3c21_20070intergenic_regionPp3c21_20050-Pp3c21_20070NA NA n.13016782delTNA NA NA NA NA
Chr21 13046443 G C Chr21_13046443_G_CG_C SNP 9178.63 18 9 14 6 4 12 14 11 19 11 8 11 4 4 18 9 14 6 4 12 14 11 19 11 8 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_20100Pp3c21_20100transcript PAC:32914443protein_codingNA c.-2583C>G NA NA NA NA 1539
Chr21 13046443 G C Chr21_13046443_G_CG_C SNP 9178.63 18 9 14 6 4 12 14 11 19 11 8 11 4 4 18 9 14 6 4 12 14 11 19 11 8 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_20100Pp3c21_20100transcript PAC:32914444protein_codingNA c.-2583C>G NA NA NA NA 1523
Chr21 13046443 G C Chr21_13046443_G_CG_C SNP 9178.63 18 9 14 6 4 12 14 11 19 11 8 11 4 4 18 9 14 6 4 12 14 11 19 11 8 11 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_20100-Pp3c21_20120Pp3c21_20100-Pp3c21_20120intergenic_regionPp3c21_20100-Pp3c21_20120NA NA n.13046443G>CNA NA NA NA NA
Chr21 13087348 A T Chr21_13087348_A_TA_T SNP 19739.63 25 14 20 25 23 13 36 31 16 21 5 24 11 8 25 14 20 25 23 13 36 31 16 21 5 24 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20120Pp3c21_20120transcript PAC:32916678protein_codingNA c.*4461A>T NA NA NA NA 3946
Chr21 13087348 A T Chr21_13087348_A_TA_T SNP 19739.63 25 14 20 25 23 13 36 31 16 21 5 24 11 8 25 14 20 25 23 13 36 31 16 21 5 24 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20120Pp3c21_20120transcript PAC:32916679protein_codingNA c.*4461A>T NA NA NA NA 3686
Chr21 13087348 A T Chr21_13087348_A_TA_T SNP 19739.63 25 14 20 25 23 13 36 31 16 21 5 24 11 8 25 14 20 25 23 13 36 31 16 21 5 24 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20120Pp3c21_20120transcript PAC:32916681protein_codingNA c.*4461A>T NA NA NA NA 3743
Chr21 13087348 A T Chr21_13087348_A_TA_T SNP 19739.63 25 14 20 25 23 13 36 31 16 21 5 24 11 8 25 14 20 25 23 13 36 31 16 21 5 24 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20120Pp3c21_20120transcript PAC:32916680protein_codingNA c.*4461A>T NA NA NA NA 3946
Chr21 13087348 A T Chr21_13087348_A_TA_T SNP 19739.63 25 14 20 25 23 13 36 31 16 21 5 24 11 8 25 14 20 25 23 13 36 31 16 21 5 24 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_20120-Pp3c21_20150Pp3c21_20120-Pp3c21_20150intergenic_regionPp3c21_20120-Pp3c21_20150NA NA n.13087348A>TNA NA NA NA NA
Chr21 13087385 T TA Chr21_13087385_T_TAT_TA INDEL 17567.59 28 14 17 31 21 8 30 31 19 22 10 26 14 10 28 14 17 31 21 8 30 31 19 22 10 26 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20120Pp3c21_20120transcript PAC:32916678protein_codingNA c.*4498_*4499insANA NA NA NA 3984
Chr21 13087385 T TA Chr21_13087385_T_TAT_TA INDEL 17567.59 28 14 17 31 21 8 30 31 19 22 10 26 14 10 28 14 17 31 21 8 30 31 19 22 10 26 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20120Pp3c21_20120transcript PAC:32916679protein_codingNA c.*4498_*4499insANA NA NA NA 3724
Chr21 13087385 T TA Chr21_13087385_T_TAT_TA INDEL 17567.59 28 14 17 31 21 8 30 31 19 22 10 26 14 10 28 14 17 31 21 8 30 31 19 22 10 26 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20120Pp3c21_20120transcript PAC:32916681protein_codingNA c.*4498_*4499insANA NA NA NA 3781
Chr21 13087385 T TA Chr21_13087385_T_TAT_TA INDEL 17567.59 28 14 17 31 21 8 30 31 19 22 10 26 14 10 28 14 17 31 21 8 30 31 19 22 10 26 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20120Pp3c21_20120transcript PAC:32916680protein_codingNA c.*4498_*4499insANA NA NA NA 3984
Chr21 13087385 T TA Chr21_13087385_T_TAT_TA INDEL 17567.59 28 14 17 31 21 8 30 31 19 22 10 26 14 10 28 14 17 31 21 8 30 31 19 22 10 26 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_20120-Pp3c21_20150Pp3c21_20120-Pp3c21_20150intergenic_regionPp3c21_20120-Pp3c21_20150NA NA n.13087385_13087386insANA NA NA NA NA
Chr21 13096184 GTA G Chr21_13096184_GTA_GGTA_G INDEL 3387.24 0 0 0 22 14 16 20 15 0 0 0 0 0 0 27 10 6 22 14 16 20 15 18 14 15 9 9 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_20150Pp3c21_20150transcript PAC:32914420protein_codingNA c.*6238_*6239delTANA NA NA NA 4546
Chr21 13096184 GTA G Chr21_13096184_GTA_GGTA_G INDEL 3387.24 0 0 0 22 14 16 20 15 0 0 0 0 0 0 27 10 6 22 14 16 20 15 18 14 15 9 9 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_20150Pp3c21_20150transcript PAC:32914421protein_codingNA c.*6500_*6501delTANA NA NA NA 4546
Chr21 13096184 GTA G Chr21_13096184_GTA_GGTA_G INDEL 3387.24 0 0 0 22 14 16 20 15 0 0 0 0 0 0 27 10 6 22 14 16 20 15 18 14 15 9 9 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_20120-Pp3c21_20150Pp3c21_20120-Pp3c21_20150intergenic_regionPp3c21_20120-Pp3c21_20150NA NA n.13096185_13096186delTANA NA NA NA NA
Chr21 13124792 T TTA Chr21_13124792_T_TTAT_TTA INDEL 6521.24 22 7 9 0 0 2 1 0 17 16 8 8 13 6 23 7 9 17 16 28 24 17 17 16 8 8 13 6 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c21_20180Pp3c21_20180transcript PAC:32914647protein_codingNA c.*3640_*3641insTANA NA NA NA 3552
Chr21 13124792 T TTA Chr21_13124792_T_TTAT_TTA INDEL 6521.24 22 7 9 0 0 2 1 0 17 16 8 8 13 6 23 7 9 17 16 28 24 17 17 16 8 8 13 6 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c21_20180Pp3c21_20180transcript PAC:32914649protein_codingNA c.*4332_*4333insTANA NA NA NA 3212
Chr21 13124792 T TTA Chr21_13124792_T_TTAT_TTA INDEL 6521.24 22 7 9 0 0 2 1 0 17 16 8 8 13 6 23 7 9 17 16 28 24 17 17 16 8 8 13 6 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 downstream_gene_variantMODIFIER Pp3c21_20180Pp3c21_20180transcript PAC:32914648protein_codingNA c.*4332_*4333insTANA NA NA NA 3576
Chr21 13124792 T TTA Chr21_13124792_T_TTAT_TTA INDEL 6521.24 22 7 9 0 0 2 1 0 17 16 8 8 13 6 23 7 9 17 16 28 24 17 17 16 8 8 13 6 0.957 1 1 0 0 0.071 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c21_20150-Pp3c21_20180Pp3c21_20150-Pp3c21_20180intergenic_regionPp3c21_20150-Pp3c21_20180NA NA n.13124792_13124793insTANA NA NA NA NA
Chr21 13144095 A G Chr21_13144095_A_GA_G SNP 14046.63 16 9 9 14 12 22 37 21 13 16 7 14 14 14 16 9 9 14 12 22 37 21 13 16 8 14 14 14 1 1 1 1 1 1 1 1 1 1 0.875 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_20180-Pp3c21_20280Pp3c21_20180-Pp3c21_20280intergenic_regionPp3c21_20180-Pp3c21_20280NA NA n.13144095A>GNA NA NA NA NA
Chr21 13212982 T TA Chr21_13212982_T_TAT_TA INDEL 7003.59 15 10 8 10 12 26 16 20 8 18 8 9 6 4 15 11 9 10 12 26 17 20 8 19 8 9 6 4 1 0.909 0.889 1 1 1 0.941 1 1 0.947 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_20303Pp3c21_20303transcript PAC:32915907protein_codingNA c.-1139_-1138insTNA NA NA NA 1139
Chr21 13212982 T TA Chr21_13212982_T_TAT_TA INDEL 7003.59 15 10 8 10 12 26 16 20 8 18 8 9 6 4 15 11 9 10 12 26 17 20 8 19 8 9 6 4 1 0.909 0.889 1 1 1 0.941 1 1 0.947 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20300Pp3c21_20300transcript PAC:32916307protein_codingNA c.*3385_*3386insANA NA NA NA 2976
Chr21 13212982 T TA Chr21_13212982_T_TAT_TA INDEL 7003.59 15 10 8 10 12 26 16 20 8 18 8 9 6 4 15 11 9 10 12 26 17 20 8 19 8 9 6 4 1 0.909 0.889 1 1 1 0.941 1 1 0.947 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20300Pp3c21_20300transcript PAC:32916308protein_codingNA c.*3385_*3386insANA NA NA NA 2976
Chr21 13212982 T TA Chr21_13212982_T_TAT_TA INDEL 7003.59 15 10 8 10 12 26 16 20 8 18 8 9 6 4 15 11 9 10 12 26 17 20 8 19 8 9 6 4 1 0.909 0.889 1 1 1 0.941 1 1 0.947 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20300Pp3c21_20300transcript PAC:32916309protein_codingNA c.*3385_*3386insANA NA NA NA 2967
Chr21 13212982 T TA Chr21_13212982_T_TAT_TA INDEL 7003.59 15 10 8 10 12 26 16 20 8 18 8 9 6 4 15 11 9 10 12 26 17 20 8 19 8 9 6 4 1 0.909 0.889 1 1 1 0.941 1 1 0.947 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_20303-Pp3c21_20310Pp3c21_20303-Pp3c21_20310intergenic_regionPp3c21_20303-Pp3c21_20310NA NA n.13212982_13212983insANA NA NA NA NA
Chr21 13239129 A AAT Chr21_13239129_A_AATA_AAT INDEL 3193.24 0 0 0 17 6 22 26 16 0 0 0 0 0 0 13 11 7 17 6 23 28 17 19 19 10 9 10 5 0 0 0 1 1 0.957 0.929 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_20320Pp3c21_20320transcript PAC:32916382protein_codingNA c.-1790_-1789insATNA NA NA NA 1790
Chr21 13239129 A AAT Chr21_13239129_A_AATA_AAT INDEL 3193.24 0 0 0 17 6 22 26 16 0 0 0 0 0 0 13 11 7 17 6 23 28 17 19 19 10 9 10 5 0 0 0 1 1 0.957 0.929 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_20320-Pp3c21_20330Pp3c21_20320-Pp3c21_20330intergenic_regionPp3c21_20320-Pp3c21_20330NA NA n.13239129_13239130insATNA NA NA NA NA
Chr21 13343264 C T Chr21_13343264_C_TC_T SNP 5781.29 0 0 0 21 14 27 35 21 0 0 0 0 0 0 23 13 16 21 14 27 35 21 17 30 15 20 9 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_20462-Pp3c21_20520Pp3c21_20462-Pp3c21_20520intergenic_regionPp3c21_20462-Pp3c21_20520NA NA n.13343264C>TNA NA NA NA NA
Chr21 13736862 C CAT Chr21_13736862_C_CATC_CAT INDEL 4009.24 0 0 1 15 13 26 29 21 0 0 0 0 0 0 19 12 10 15 13 26 29 21 15 13 13 11 9 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_20850Pp3c21_20850transcript PAC:32915800protein_codingNA c.*1095_*1096insATNA NA NA NA 617
Chr21 13736862 C CAT Chr21_13736862_C_CATC_CAT INDEL 4009.24 0 0 1 15 13 26 29 21 0 0 0 0 0 0 19 12 10 15 13 26 29 21 15 13 13 11 9 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_20860Pp3c21_20860transcript PAC:32914940protein_codingNA c.*4119_*4120insATNA NA NA NA 3708
Chr21 13736862 C CAT Chr21_13736862_C_CATC_CAT INDEL 4009.24 0 0 1 15 13 26 29 21 0 0 0 0 0 0 19 12 10 15 13 26 29 21 15 13 13 11 9 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_20850Pp3c21_20850transcript PAC:32915801protein_codingNA c.*1095_*1096insATNA NA NA NA 617
Chr21 13736862 C CAT Chr21_13736862_C_CATC_CAT INDEL 4009.24 0 0 1 15 13 26 29 21 0 0 0 0 0 0 19 12 10 15 13 26 29 21 15 13 13 11 9 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_20860Pp3c21_20860transcript PAC:32914942protein_codingNA c.*4119_*4120insATNA NA NA NA 3812
Chr21 13736862 C CAT Chr21_13736862_C_CATC_CAT INDEL 4009.24 0 0 1 15 13 26 29 21 0 0 0 0 0 0 19 12 10 15 13 26 29 21 15 13 13 11 9 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_20860Pp3c21_20860transcript PAC:32914941protein_codingNA c.*4119_*4120insATNA NA NA NA 3812
Chr21 13736862 C CAT Chr21_13736862_C_CATC_CAT INDEL 4009.24 0 0 1 15 13 26 29 21 0 0 0 0 0 0 19 12 10 15 13 26 29 21 15 13 13 11 9 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_20850-Pp3c21_20860Pp3c21_20850-Pp3c21_20860intergenic_regionPp3c21_20850-Pp3c21_20860NA NA n.13736862_13736863insATNA NA NA NA NA
Chr21 13800530 CAT C Chr21_13800530_CAT_CCAT_C INDEL 2491.24 2 0 0 13 10 23 11 14 0 0 1 1 0 0 18 17 7 13 10 23 13 15 16 16 8 7 6 5 0.111 0 0 1 1 1 0.846 0.933 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c21_20900-Pp3c21_20950Pp3c21_20900-Pp3c21_20950intergenic_regionPp3c21_20900-Pp3c21_20950NA NA n.13800531_13800532delATNA NA NA NA NA
Chr21 13815072 TG T Chr21_13815072_TG_TTG_T INDEL 11962.59 14 15 12 21 15 15 22 17 12 18 10 8 5 8 14 15 12 21 15 15 22 17 12 18 10 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_20950Pp3c21_20950transcript PAC:32915574protein_codingNA c.-3786delG NA NA NA NA 3312
Chr21 13815072 TG T Chr21_13815072_TG_TTG_T INDEL 11962.59 14 15 12 21 15 15 22 17 12 18 10 8 5 8 14 15 12 21 15 15 22 17 12 18 10 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_20950Pp3c21_20950transcript PAC:32915575protein_codingNA c.-3786delG NA NA NA NA 3558
Chr21 13815072 TG T Chr21_13815072_TG_TTG_T INDEL 11962.59 14 15 12 21 15 15 22 17 12 18 10 8 5 8 14 15 12 21 15 15 22 17 12 18 10 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_20950Pp3c21_20950transcript PAC:32915576protein_codingNA c.-3786delG NA NA NA NA 3558
Chr21 13815072 TG T Chr21_13815072_TG_TTG_T INDEL 11962.59 14 15 12 21 15 15 22 17 12 18 10 8 5 8 14 15 12 21 15 15 22 17 12 18 10 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_20950Pp3c21_20950transcript PAC:32915577protein_codingNA c.-4396delG NA NA NA NA 4262
Chr21 13815072 TG T Chr21_13815072_TG_TTG_T INDEL 11962.59 14 15 12 21 15 15 22 17 12 18 10 8 5 8 14 15 12 21 15 15 22 17 12 18 10 8 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_20900-Pp3c21_20950Pp3c21_20900-Pp3c21_20950intergenic_regionPp3c21_20900-Pp3c21_20950NA NA n.13815073delGNA NA NA NA NA
Chr21 13823244 G GT Chr21_13823244_G_GTG_GT INDEL 17564.59 30 14 13 18 22 33 27 20 21 26 16 16 10 14 30 14 13 18 22 33 27 20 21 26 16 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20950Pp3c21_20950transcript PAC:32915574protein_codingNA c.*2562_*2563insTNA NA NA NA 1815
Chr21 13823244 G GT Chr21_13823244_G_GTG_GT INDEL 17564.59 30 14 13 18 22 33 27 20 21 26 16 16 10 14 30 14 13 18 22 33 27 20 21 26 16 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20950Pp3c21_20950transcript PAC:32915575protein_codingNA c.*2562_*2563insTNA NA NA NA 1815
Chr21 13823244 G GT Chr21_13823244_G_GTG_GT INDEL 17564.59 30 14 13 18 22 33 27 20 21 26 16 16 10 14 30 14 13 18 22 33 27 20 21 26 16 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20950Pp3c21_20950transcript PAC:32915576protein_codingNA c.*2900_*2901insTNA NA NA NA 1815
Chr21 13823244 G GT Chr21_13823244_G_GTG_GT INDEL 17564.59 30 14 13 18 22 33 27 20 21 26 16 16 10 14 30 14 13 18 22 33 27 20 21 26 16 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_20950Pp3c21_20950transcript PAC:32915577protein_codingNA c.*2562_*2563insTNA NA NA NA 1815
Chr21 13823244 G GT Chr21_13823244_G_GTG_GT INDEL 17564.59 30 14 13 18 22 33 27 20 21 26 16 16 10 14 30 14 13 18 22 33 27 20 21 26 16 16 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_20950-Pp3c21_20970Pp3c21_20950-Pp3c21_20970intergenic_regionPp3c21_20950-Pp3c21_20970NA NA n.13823244_13823245insTNA NA NA NA NA
Chr21 13923625 A AAT Chr21_13923625_A_AATA_AAT INDEL 4345.24 0 0 0 20 21 35 20 18 0 0 0 0 0 0 29 13 11 20 21 35 20 19 13 24 16 14 9 6 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_21080Pp3c21_21080transcript PAC:32915502protein_codingNA c.-954_-953insATNA NA NA NA 954
Chr21 13923625 A AAT Chr21_13923625_A_AATA_AAT INDEL 4345.24 0 0 0 20 21 35 20 18 0 0 0 0 0 0 29 13 11 20 21 35 20 19 13 24 16 14 9 6 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_21080Pp3c21_21080transcript PAC:32915503protein_codingNA c.-954_-953insATNA NA NA NA 954
Chr21 13923625 A AAT Chr21_13923625_A_AATA_AAT INDEL 4345.24 0 0 0 20 21 35 20 18 0 0 0 0 0 0 29 13 11 20 21 35 20 19 13 24 16 14 9 6 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_21070Pp3c21_21070transcript PAC:32915246protein_codingNA c.*5327_*5328insATNA NA NA NA 2706
Chr21 13923625 A AAT Chr21_13923625_A_AATA_AAT INDEL 4345.24 0 0 0 20 21 35 20 18 0 0 0 0 0 0 29 13 11 20 21 35 20 19 13 24 16 14 9 6 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_21070Pp3c21_21070transcript PAC:32915248protein_codingNA c.*5327_*5328insATNA NA NA NA 3644
Chr21 13923625 A AAT Chr21_13923625_A_AATA_AAT INDEL 4345.24 0 0 0 20 21 35 20 18 0 0 0 0 0 0 29 13 11 20 21 35 20 19 13 24 16 14 9 6 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_21070Pp3c21_21070transcript PAC:32915249protein_codingNA c.*5327_*5328insATNA NA NA NA 3644
Chr21 13923625 A AAT Chr21_13923625_A_AATA_AAT INDEL 4345.24 0 0 0 20 21 35 20 18 0 0 0 0 0 0 29 13 11 20 21 35 20 19 13 24 16 14 9 6 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_21070Pp3c21_21070transcript PAC:32915247protein_codingNA c.*5327_*5328insATNA NA NA NA 3644
Chr21 13923625 A AAT Chr21_13923625_A_AATA_AAT INDEL 4345.24 0 0 0 20 21 35 20 18 0 0 0 0 0 0 29 13 11 20 21 35 20 19 13 24 16 14 9 6 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_21070Pp3c21_21070transcript PAC:32915253protein_codingNA c.*5327_*5328insATNA NA NA NA 3644
Chr21 13923625 A AAT Chr21_13923625_A_AATA_AAT INDEL 4345.24 0 0 0 20 21 35 20 18 0 0 0 0 0 0 29 13 11 20 21 35 20 19 13 24 16 14 9 6 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_21070Pp3c21_21070transcript PAC:32915250protein_codingNA c.*5327_*5328insATNA NA NA NA 3644
Chr21 13923625 A AAT Chr21_13923625_A_AATA_AAT INDEL 4345.24 0 0 0 20 21 35 20 18 0 0 0 0 0 0 29 13 11 20 21 35 20 19 13 24 16 14 9 6 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_21070Pp3c21_21070transcript PAC:32915251protein_codingNA c.*5327_*5328insATNA NA NA NA 3644
Chr21 13923625 A AAT Chr21_13923625_A_AATA_AAT INDEL 4345.24 0 0 0 20 21 35 20 18 0 0 0 0 0 0 29 13 11 20 21 35 20 19 13 24 16 14 9 6 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c21_21070Pp3c21_21070transcript PAC:32915252protein_codingNA c.*5327_*5328insATNA NA NA NA 3644
Chr21 13923625 A AAT Chr21_13923625_A_AATA_AAT INDEL 4345.24 0 0 0 20 21 35 20 18 0 0 0 0 0 0 29 13 11 20 21 35 20 19 13 24 16 14 9 6 0 0 0 1 1 1 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_21080-Pp3c21_21111Pp3c21_21080-Pp3c21_21111intergenic_regionPp3c21_21080-Pp3c21_21111NA NA n.13923625_13923626insATNA NA NA NA NA
Chr21 13940554 AG A Chr21_13940554_AG_AAG_A INDEL 10774.37 16 10 12 13 12 20 15 14 10 9 5 14 7 4 16 10 12 13 12 20 15 14 10 9 5 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21080-Pp3c21_21111Pp3c21_21080-Pp3c21_21111intergenic_regionPp3c21_21080-Pp3c21_21111NA NA n.13940555delGNA NA NA NA NA
Chr21 13940556 A AGCTT Chr21_13940556_A_AGCTTA_AGCTT INDEL 10774.37 16 10 12 13 12 20 15 14 10 9 5 14 7 4 16 10 12 13 12 20 15 14 10 9 5 14 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21080-Pp3c21_21111Pp3c21_21080-Pp3c21_21111intergenic_regionPp3c21_21080-Pp3c21_21111NA NA n.13940556_13940557insGCTTNA NA NA NA NA
Chr21 13940558 A AAC Chr21_13940558_A_AACA_AAC INDEL 10819.37 16 10 11 11 11 19 16 13 8 9 5 12 7 4 16 10 11 11 11 19 16 13 8 9 5 12 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21080-Pp3c21_21111Pp3c21_21080-Pp3c21_21111intergenic_regionPp3c21_21080-Pp3c21_21111NA NA n.13940558_13940559insACNA NA NA NA NA
Chr21 13940560 G C Chr21_13940560_G_CG_C SNP 9997.41 16 10 10 11 11 18 15 13 8 8 4 12 6 4 16 10 10 11 11 18 15 13 8 8 4 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21080-Pp3c21_21111Pp3c21_21080-Pp3c21_21111intergenic_regionPp3c21_21080-Pp3c21_21111NA NA n.13940560G>CNA NA NA NA NA
Chr21 13940562 AG A Chr21_13940562_AG_AAG_A INDEL 9943.37 16 10 9 11 11 18 15 13 8 8 4 12 6 4 16 10 9 11 11 18 15 13 8 8 4 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21080-Pp3c21_21111Pp3c21_21080-Pp3c21_21111intergenic_regionPp3c21_21080-Pp3c21_21111NA NA n.13940563delGNA NA NA NA NA
Chr21 13940565 GATGAATAT G Chr21_13940565_GATGAATAT_GGATGAATAT_GINDEL 9808.37 15 9 9 10 11 18 17 11 8 8 4 11 6 4 15 9 9 10 11 18 17 11 8 8 4 11 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 0.8 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21080-Pp3c21_21111Pp3c21_21080-Pp3c21_21111intergenic_regionPp3c21_21080-Pp3c21_21111NA NA n.13940566_13940573delATGAATATNA NA NA NA NA
Chr21 13958931 A AAT Chr21_13958931_A_AATA_AAT INDEL 888.35 19 5 7 0 0 0 2 0 0 3 0 1 0 1 19 5 7 14 8 14 24 9 7 13 4 7 4 5 1 1 1 0 0 0 0.083 0 0 0.231 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c21_21111Pp3c21_21111transcript PAC:32914978protein_codingNA c.-4152_-4151insATNA NA NA NA 4152
Chr21 13958931 A AAT Chr21_13958931_A_AATA_AAT INDEL 888.35 19 5 7 0 0 0 2 0 0 3 0 1 0 1 19 5 7 14 8 14 24 9 7 13 4 7 4 5 1 1 1 0 0 0 0.083 0 0 0.231 0 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c21_21111-Pp3c21_21199Pp3c21_21111-Pp3c21_21199intergenic_regionPp3c21_21111-Pp3c21_21199NA NA n.13958931_13958932insATNA NA NA NA NA
Chr21 14275596 G A Chr21_14275596_G_AG_A SNP 3713.98 0 0 0 0 0 0 0 0 20 25 19 9 7 9 25 22 7 19 20 25 25 25 20 26 19 9 8 9 0 0 0 0 0 0 0 0 1 0.962 1 1 0.875 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c21_21340-Pp3c21_21410Pp3c21_21340-Pp3c21_21410intergenic_regionPp3c21_21340-Pp3c21_21410NA NA n.14275596G>ANA NA NA NA NA
Chr21 14500064 TG T Chr21_14500064_TG_TTG_T INDEL 9220.59 14 4 12 13 9 7 17 11 9 7 11 16 9 5 14 4 12 13 9 7 17 11 9 7 11 16 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21550-Pp3c21_21800Pp3c21_21550-Pp3c21_21800intergenic_regionPp3c21_21550-Pp3c21_21800NA NA n.14500065delGNA NA NA NA NA
Chr21 14526494 C A Chr21_14526494_C_AC_A SNP 19431.63 29 17 12 21 23 25 43 30 31 22 17 15 8 10 29 17 12 21 23 25 43 30 31 22 17 15 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21550-Pp3c21_21800Pp3c21_21550-Pp3c21_21800intergenic_regionPp3c21_21550-Pp3c21_21800NA NA n.14526494C>ANA NA NA NA NA
Chr21 14526506 C A Chr21_14526506_C_AC_A SNP 18671.63 26 14 15 22 27 21 45 28 33 22 19 16 8 11 26 14 15 22 27 21 45 28 33 22 19 16 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21550-Pp3c21_21800Pp3c21_21550-Pp3c21_21800intergenic_regionPp3c21_21550-Pp3c21_21800NA NA n.14526506C>ANA NA NA NA NA
Chr21 14526536 G A Chr21_14526536_G_AG_A SNP 18566.63 25 17 15 22 26 23 45 26 26 22 18 19 8 10 25 17 15 22 26 23 45 26 26 22 18 19 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21550-Pp3c21_21800Pp3c21_21550-Pp3c21_21800intergenic_regionPp3c21_21550-Pp3c21_21800NA NA n.14526536G>ANA NA NA NA NA
Chr21 14526673 T C Chr21_14526673_T_CT_C SNP 16827.63 20 18 11 23 19 30 30 26 38 21 13 22 7 11 20 18 11 23 19 30 30 26 38 21 13 22 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21550-Pp3c21_21800Pp3c21_21550-Pp3c21_21800intergenic_regionPp3c21_21550-Pp3c21_21800NA NA n.14526673T>CNA NA NA NA NA
Chr21 14550483 G T Chr21_14550483_G_TG_T SNP 11384.63 21 11 8 13 15 22 16 16 16 12 12 8 6 4 21 11 8 13 15 22 16 16 16 14 12 8 6 4 1 1 1 1 1 1 1 1 1 0.857 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21550-Pp3c21_21800Pp3c21_21550-Pp3c21_21800intergenic_regionPp3c21_21550-Pp3c21_21800NA NA n.14550483G>TNA NA NA NA NA
Chr21 14574309 A C Chr21_14574309_A_CA_C SNP 14507.63 21 5 11 11 14 17 23 15 33 24 15 20 12 11 21 5 11 11 14 17 23 15 33 24 15 20 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21550-Pp3c21_21800Pp3c21_21550-Pp3c21_21800intergenic_regionPp3c21_21550-Pp3c21_21800NA NA n.14574309A>CNA NA NA NA NA
Chr21 14806270 C G Chr21_14806270_C_GC_G SNP 9604.63 15 6 12 11 10 8 16 14 6 7 9 13 6 10 15 6 12 11 10 8 16 14 6 7 9 13 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_21840Pp3c21_21840transcript PAC:32916599protein_codingNA c.-715C>G NA NA NA NA 280
Chr21 14806270 C G Chr21_14806270_C_GC_G SNP 9604.63 15 6 12 11 10 8 16 14 6 7 9 13 6 10 15 6 12 11 10 8 16 14 6 7 9 13 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_21840Pp3c21_21840transcript PAC:32916600protein_codingNA c.-715C>G NA NA NA NA 197
Chr21 14806270 C G Chr21_14806270_C_GC_G SNP 9604.63 15 6 12 11 10 8 16 14 6 7 9 13 6 10 15 6 12 11 10 8 16 14 6 7 9 13 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21820-Pp3c21_21840Pp3c21_21820-Pp3c21_21840intergenic_regionPp3c21_21820-Pp3c21_21840NA NA n.14806270C>GNA NA NA NA NA
Chr21 14866934 T C Chr21_14866934_T_CT_C SNP 20667.63 31 14 10 23 28 32 23 30 25 31 11 17 12 12 31 14 10 23 28 32 23 30 26 31 12 17 12 12 1 1 1 1 1 1 1 1 0.962 1 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21840-Pp3c21_21900Pp3c21_21840-Pp3c21_21900intergenic_regionPp3c21_21840-Pp3c21_21900NA NA n.14866934T>CNA NA NA NA NA
Chr21 14866935 C A Chr21_14866935_C_AC_A SNP 20667.63 29 14 11 23 28 31 23 28 24 31 11 17 11 12 29 14 11 23 28 31 23 28 24 31 11 17 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21840-Pp3c21_21900Pp3c21_21840-Pp3c21_21900intergenic_regionPp3c21_21840-Pp3c21_21900NA NA n.14866935C>ANA NA NA NA NA
Chr21 14890556 T TG Chr21_14890556_T_TGT_TG INDEL 19770.59 26 14 13 17 18 21 29 24 16 25 21 15 15 17 26 14 13 17 18 21 29 24 16 25 21 15 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_21900Pp3c21_21900transcript PAC:32915671protein_codingNA c.-4065_-4064insCNA NA NA NA 2995
Chr21 14890556 T TG Chr21_14890556_T_TGT_TG INDEL 19770.59 26 14 13 17 18 21 29 24 16 25 21 15 15 17 26 14 13 17 18 21 29 24 16 25 21 15 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_21900Pp3c21_21900transcript PAC:32915673protein_codingNA c.-4065_-4064insCNA NA NA NA 2997
Chr21 14890556 T TG Chr21_14890556_T_TGT_TG INDEL 19770.59 26 14 13 17 18 21 29 24 16 25 21 15 15 17 26 14 13 17 18 21 29 24 16 25 21 15 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_21900Pp3c21_21900transcript PAC:32915672protein_codingNA c.-3404_-3403insCNA NA NA NA 2995
Chr21 14890556 T TG Chr21_14890556_T_TGT_TG INDEL 19770.59 26 14 13 17 18 21 29 24 16 25 21 15 15 17 26 14 13 17 18 21 29 24 16 25 21 15 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21900-Pp3c21_22100Pp3c21_21900-Pp3c21_22100intergenic_regionPp3c21_21900-Pp3c21_22100NA NA n.14890556_14890557insGNA NA NA NA NA
Chr21 14890558 T TG Chr21_14890558_T_TGT_TG INDEL 20130.59 25 14 13 18 18 21 29 23 17 25 21 15 15 16 25 14 13 18 18 21 29 23 17 25 21 15 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_21900Pp3c21_21900transcript PAC:32915671protein_codingNA c.-4067_-4066insCNA NA NA NA 2997
Chr21 14890558 T TG Chr21_14890558_T_TGT_TG INDEL 20130.59 25 14 13 18 18 21 29 23 17 25 21 15 15 16 25 14 13 18 18 21 29 23 17 25 21 15 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_21900Pp3c21_21900transcript PAC:32915673protein_codingNA c.-4067_-4066insCNA NA NA NA 2999
Chr21 14890558 T TG Chr21_14890558_T_TGT_TG INDEL 20130.59 25 14 13 18 18 21 29 23 17 25 21 15 15 16 25 14 13 18 18 21 29 23 17 25 21 15 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_21900Pp3c21_21900transcript PAC:32915672protein_codingNA c.-3406_-3405insCNA NA NA NA 2997
Chr21 14890558 T TG Chr21_14890558_T_TGT_TG INDEL 20130.59 25 14 13 18 18 21 29 23 17 25 21 15 15 16 25 14 13 18 18 21 29 23 17 25 21 15 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21900-Pp3c21_22100Pp3c21_21900-Pp3c21_22100intergenic_regionPp3c21_21900-Pp3c21_22100NA NA n.14890558_14890559insGNA NA NA NA NA
Chr21 14890561 C G Chr21_14890561_C_GC_G SNP 19712.63 25 13 12 17 17 23 29 20 18 26 22 14 15 16 25 13 12 17 17 23 29 20 18 26 22 14 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_21900Pp3c21_21900transcript PAC:32915671protein_codingNA c.-4069G>C NA NA NA NA 2999
Chr21 14890561 C G Chr21_14890561_C_GC_G SNP 19712.63 25 13 12 17 17 23 29 20 18 26 22 14 15 16 25 13 12 17 17 23 29 20 18 26 22 14 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_21900Pp3c21_21900transcript PAC:32915673protein_codingNA c.-4069G>C NA NA NA NA 3001
Chr21 14890561 C G Chr21_14890561_C_GC_G SNP 19712.63 25 13 12 17 17 23 29 20 18 26 22 14 15 16 25 13 12 17 17 23 29 20 18 26 22 14 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_21900Pp3c21_21900transcript PAC:32915672protein_codingNA c.-3408G>C NA NA NA NA 2999
Chr21 14890561 C G Chr21_14890561_C_GC_G SNP 19712.63 25 13 12 17 17 23 29 20 18 26 22 14 15 16 25 13 12 17 17 23 29 20 18 26 22 14 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21900-Pp3c21_22100Pp3c21_21900-Pp3c21_22100intergenic_regionPp3c21_21900-Pp3c21_22100NA NA n.14890561C>GNA NA NA NA NA
Chr21 14932057 C G Chr21_14932057_C_GC_G SNP 5335.29 0 0 0 20 24 26 22 12 0 0 0 0 0 0 20 9 11 20 24 26 22 12 17 25 14 9 7 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_21900-Pp3c21_22100Pp3c21_21900-Pp3c21_22100intergenic_regionPp3c21_21900-Pp3c21_22100NA NA n.14932057C>GNA NA NA NA NA
Chr21 15061302 T A Chr21_15061302_T_AT_A SNP 22209.63 37 14 19 30 15 31 31 33 34 23 19 20 10 19 37 14 19 30 15 31 31 33 34 23 19 20 10 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21900-Pp3c21_22100Pp3c21_21900-Pp3c21_22100intergenic_regionPp3c21_21900-Pp3c21_22100NA NA n.15061302T>ANA NA NA NA NA
Chr21 15062246 T TTG Chr21_15062246_T_TTGT_TTG INDEL 20481.59 20 11 13 26 28 19 24 15 35 35 19 21 6 12 20 11 13 26 28 19 24 15 35 35 19 21 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21900-Pp3c21_22100Pp3c21_21900-Pp3c21_22100intergenic_regionPp3c21_21900-Pp3c21_22100NA NA n.15062246_15062247insTGNA NA NA NA NA
Chr21 15062259 TTCAA T Chr21_15062259_TTCAA_TTTCAA_T INDEL 20635.59 22 11 10 27 26 22 26 16 37 33 22 18 6 12 22 11 10 27 26 22 26 16 37 33 22 18 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_21900-Pp3c21_22100Pp3c21_21900-Pp3c21_22100intergenic_regionPp3c21_21900-Pp3c21_22100NA NA n.15062260_15062263delTCAANA NA NA NA NA
Chr21 15157919 G T Chr21_15157919_G_TG_T SNP 18187.63 30 7 12 17 23 19 36 19 24 27 7 14 9 12 30 7 12 17 23 19 36 19 24 27 7 14 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_22110-Pp3c21_22160Pp3c21_22110-Pp3c21_22160intergenic_regionPp3c21_22110-Pp3c21_22160NA NA n.15157919G>TNA NA NA NA NA
Chr21 15157920 C G Chr21_15157920_C_GC_G SNP 18187.63 30 7 12 17 22 18 36 20 24 28 7 14 9 12 30 7 12 17 22 18 36 20 24 28 7 14 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_22110-Pp3c21_22160Pp3c21_22110-Pp3c21_22160intergenic_regionPp3c21_22110-Pp3c21_22160NA NA n.15157920C>GNA NA NA NA NA
Chr21 15246178 T A Chr21_15246178_T_AT_A SNP 14376.63 11 12 19 14 15 22 14 20 20 27 13 26 14 13 11 12 19 14 15 22 14 20 20 27 13 26 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_22170-Pp3c21_22300Pp3c21_22170-Pp3c21_22300intergenic_regionPp3c21_22170-Pp3c21_22300NA NA n.15246178T>ANA NA NA NA NA
Chr21 15334526 G GT Chr21_15334526_G_GTG_GT INDEL 10157.59 12 15 8 22 16 18 19 10 15 10 6 12 4 4 12 15 8 22 16 18 19 10 15 10 6 12 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c21_22470Pp3c21_22470transcript PAC:32915155protein_codingNA c.-3686_-3685insTNA NA NA NA 3424
Chr21 15334526 G GT Chr21_15334526_G_GTG_GT INDEL 10157.59 12 15 8 22 16 18 19 10 15 10 6 12 4 4 12 15 8 22 16 18 19 10 15 10 6 12 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_22430-Pp3c21_22470Pp3c21_22430-Pp3c21_22470intergenic_regionPp3c21_22430-Pp3c21_22470NA NA n.15334526_15334527insTNA NA NA NA NA
Chr21 15347294 G A Chr21_15347294_G_AG_A SNP 18657.63 26 10 19 18 20 24 30 29 35 17 11 13 21 13 26 10 19 18 20 24 30 29 35 17 11 13 21 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_22490Pp3c21_22490transcript PAC:32915331protein_codingNA c.*1051G>A NA NA NA NA 414
Chr21 15347294 G A Chr21_15347294_G_AG_A SNP 18657.63 26 10 19 18 20 24 30 29 35 17 11 13 21 13 26 10 19 18 20 24 30 29 35 17 11 13 21 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_22490Pp3c21_22490transcript PAC:32915332protein_codingNA c.*1051G>A NA NA NA NA 188
Chr21 15347294 G A Chr21_15347294_G_AG_A SNP 18657.63 26 10 19 18 20 24 30 29 35 17 11 13 21 13 26 10 19 18 20 24 30 29 35 17 11 13 21 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_22490-Pp3c21_22550Pp3c21_22490-Pp3c21_22550intergenic_regionPp3c21_22490-Pp3c21_22550NA NA n.15347294G>ANA NA NA NA NA
Chr21 15347365 TG T Chr21_15347365_TG_TTG_T INDEL 9607.59 18 8 10 10 9 14 17 11 19 9 6 8 9 7 18 8 10 10 9 14 17 11 19 9 6 8 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_22490Pp3c21_22490transcript PAC:32915331protein_codingNA c.*1123delG NA NA NA NA 486
Chr21 15347365 TG T Chr21_15347365_TG_TTG_T INDEL 9607.59 18 8 10 10 9 14 17 11 19 9 6 8 9 7 18 8 10 10 9 14 17 11 19 9 6 8 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_22490Pp3c21_22490transcript PAC:32915332protein_codingNA c.*1123delG NA NA NA NA 260
Chr21 15347365 TG T Chr21_15347365_TG_TTG_T INDEL 9607.59 18 8 10 10 9 14 17 11 19 9 6 8 9 7 18 8 10 10 9 14 17 11 19 9 6 8 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_22490-Pp3c21_22550Pp3c21_22490-Pp3c21_22550intergenic_regionPp3c21_22490-Pp3c21_22550NA NA n.15347366delGNA NA NA NA NA
Chr21 15351518 AT A Chr21_15351518_AT_AAT_A INDEL 12737.59 19 18 19 26 19 25 21 27 13 23 14 15 9 14 19 18 19 26 19 25 21 27 13 23 14 15 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_22490Pp3c21_22490transcript PAC:32915331protein_codingNA c.*5276delT NA NA NA NA 4639
Chr21 15351518 AT A Chr21_15351518_AT_AAT_A INDEL 12737.59 19 18 19 26 19 25 21 27 13 23 14 15 9 14 19 18 19 26 19 25 21 27 13 23 14 15 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_22490Pp3c21_22490transcript PAC:32915332protein_codingNA c.*5276delT NA NA NA NA 4413
Chr21 15351518 AT A Chr21_15351518_AT_AAT_A INDEL 12737.59 19 18 19 26 19 25 21 27 13 23 14 15 9 14 19 18 19 26 19 25 21 27 13 23 14 15 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_22490-Pp3c21_22550Pp3c21_22490-Pp3c21_22550intergenic_regionPp3c21_22490-Pp3c21_22550NA NA n.15351519delTNA NA NA NA NA
Chr21 15416110 TTA T Chr21_15416110_TTA_TTTA_T INDEL 5624.91 0 0 0 18 20 16 27 14 1 1 0 0 0 0 15 19 15 18 20 16 27 14 11 14 7 8 5 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_22570Pp3c21_22570transcript PAC:32915213protein_codingNA c.-750_-749delTANA NA NA NA 433
Chr21 15416110 TTA T Chr21_15416110_TTA_TTTA_T INDEL 5624.91 0 0 0 18 20 16 27 14 1 1 0 0 0 0 15 19 15 18 20 16 27 14 11 14 7 8 5 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_22570Pp3c21_22570transcript PAC:32915214protein_codingNA c.-750_-749delTANA NA NA NA 422
Chr21 15416110 TTA T Chr21_15416110_TTA_TTTA_T INDEL 5624.91 0 0 0 18 20 16 27 14 1 1 0 0 0 0 15 19 15 18 20 16 27 14 11 14 7 8 5 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_22570Pp3c21_22570transcript PAC:32915215protein_codingNA c.-750_-749delTANA NA NA NA 422
Chr21 15416110 TTA T Chr21_15416110_TTA_TTTA_T INDEL 5624.91 0 0 0 18 20 16 27 14 1 1 0 0 0 0 15 19 15 18 20 16 27 14 11 14 7 8 5 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c21_22570Pp3c21_22570transcript PAC:32915216protein_codingNA c.-750_-749delTANA NA NA NA 422
Chr21 15416110 TTA T Chr21_15416110_TTA_TTTA_T INDEL 5624.91 0 0 0 18 20 16 27 14 1 1 0 0 0 0 15 19 15 18 20 16 27 14 11 14 7 8 5 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c21_22560-Pp3c21_22570Pp3c21_22560-Pp3c21_22570intergenic_regionPp3c21_22560-Pp3c21_22570NA NA n.15416111_15416112delTANA NA NA NA NA
Chr21 15416110 TTA TTATA Chr21_15416110_TTA_TTATATTA_TTATA INDEL 5624.91 15 19 15 0 0 0 0 0 0 0 0 0 0 0 15 19 15 18 20 16 27 14 11 14 7 8 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_22570Pp3c21_22570transcript PAC:32915213protein_codingNA c.-749_-748insTANA NA NA NA 431
Chr21 15416110 TTA TTATA Chr21_15416110_TTA_TTATATTA_TTATA INDEL 5624.91 15 19 15 0 0 0 0 0 0 0 0 0 0 0 15 19 15 18 20 16 27 14 11 14 7 8 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_22570Pp3c21_22570transcript PAC:32915214protein_codingNA c.-749_-748insTANA NA NA NA 420
Chr21 15416110 TTA TTATA Chr21_15416110_TTA_TTATATTA_TTATA INDEL 5624.91 15 19 15 0 0 0 0 0 0 0 0 0 0 0 15 19 15 18 20 16 27 14 11 14 7 8 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_22570Pp3c21_22570transcript PAC:32915215protein_codingNA c.-749_-748insTANA NA NA NA 420
Chr21 15416110 TTA TTATA Chr21_15416110_TTA_TTATATTA_TTATA INDEL 5624.91 15 19 15 0 0 0 0 0 0 0 0 0 0 0 15 19 15 18 20 16 27 14 11 14 7 8 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c21_22570Pp3c21_22570transcript PAC:32915216protein_codingNA c.-749_-748insTANA NA NA NA 420
Chr21 15416110 TTA TTATA Chr21_15416110_TTA_TTATATTA_TTATA INDEL 5624.91 15 19 15 0 0 0 0 0 0 0 0 0 0 0 15 19 15 18 20 16 27 14 11 14 7 8 5 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c21_22560-Pp3c21_22570Pp3c21_22560-Pp3c21_22570intergenic_regionPp3c21_22560-Pp3c21_22570NA NA n.15416112_15416113insTANA NA NA NA NA
Chr21 15438397 G A Chr21_15438397_G_AG_A SNP 17299.63 27 16 18 22 24 23 14 26 16 20 9 12 9 18 27 16 18 22 24 23 14 26 16 20 9 12 9 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_22570-Pp3c21_22610Pp3c21_22570-Pp3c21_22610intergenic_regionPp3c21_22570-Pp3c21_22610NA NA n.15438397G>ANA NA NA NA NA
Chr21 15483504 A AAT Chr21_15483504_A_AATA_AAT INDEL 2416.24 0 1 0 15 17 11 22 12 0 0 0 3 0 1 19 11 14 16 17 11 22 13 8 10 6 13 4 5 0 0 0 0.938 1 1 1 0.923 0 0 0 0.231 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c21_22620-Pp3c21_22630Pp3c21_22620-Pp3c21_22630intergenic_regionPp3c21_22620-Pp3c21_22630NA NA n.15483504_15483505insATNA NA NA NA NA
Chr21 15496400 G GTA Chr21_15496400_G_GTAG_GTA INDEL 10195.59 22 12 9 25 16 15 29 14 16 16 14 13 8 4 22 12 9 25 17 15 30 14 18 16 15 13 8 4 1 1 1 1 0.941 1 0.967 1 0.889 1 0.933 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_22630Pp3c21_22630transcript PAC:32916512protein_codingNA c.*1098_*1099insTANA NA NA NA 823
Chr21 15496400 G GTA Chr21_15496400_G_GTAG_GTA INDEL 10195.59 22 12 9 25 16 15 29 14 16 16 14 13 8 4 22 12 9 25 17 15 30 14 18 16 15 13 8 4 1 1 1 1 0.941 1 0.967 1 0.889 1 0.933 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_22630Pp3c21_22630transcript PAC:32916514protein_codingNA c.*1098_*1099insTANA NA NA NA 823
Chr21 15496400 G GTA Chr21_15496400_G_GTAG_GTA INDEL 10195.59 22 12 9 25 16 15 29 14 16 16 14 13 8 4 22 12 9 25 17 15 30 14 18 16 15 13 8 4 1 1 1 1 0.941 1 0.967 1 0.889 1 0.933 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c21_22630Pp3c21_22630transcript PAC:32916513protein_codingNA c.*1098_*1099insTANA NA NA NA 841
Chr21 15496400 G GTA Chr21_15496400_G_GTAG_GTA INDEL 10195.59 22 12 9 25 16 15 29 14 16 16 14 13 8 4 22 12 9 25 17 15 30 14 18 16 15 13 8 4 1 1 1 1 0.941 1 0.967 1 0.889 1 0.933 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c21_22620-Pp3c21_22630Pp3c21_22620-Pp3c21_22630intergenic_regionPp3c21_22620-Pp3c21_22630NA NA n.15496400_15496401insTANA NA NA NA NA
Chr22 66884 G T Chr22_66884_G_TG_T SNP 10035.63 17 7 10 8 9 12 25 12 14 10 6 14 8 8 17 7 10 8 9 12 25 12 14 10 6 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_130 Pp3c22_130 transcript PAC:32904462protein_codingNA c.-1863C>A NA NA NA NA 657
Chr22 66884 G T Chr22_66884_G_TG_T SNP 10035.63 17 7 10 8 9 12 25 12 14 10 6 14 8 8 17 7 10 8 9 12 25 12 14 10 6 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_130 Pp3c22_130 transcript PAC:32904466protein_codingNA c.-1863C>A NA NA NA NA 643
Chr22 66884 G T Chr22_66884_G_TG_T SNP 10035.63 17 7 10 8 9 12 25 12 14 10 6 14 8 8 17 7 10 8 9 12 25 12 14 10 6 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_130 Pp3c22_130 transcript PAC:32904463protein_codingNA c.-1863C>A NA NA NA NA 657
Chr22 66884 G T Chr22_66884_G_TG_T SNP 10035.63 17 7 10 8 9 12 25 12 14 10 6 14 8 8 17 7 10 8 9 12 25 12 14 10 6 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_130 Pp3c22_130 transcript PAC:32904464protein_codingNA c.-1863C>A NA NA NA NA 657
Chr22 66884 G T Chr22_66884_G_TG_T SNP 10035.63 17 7 10 8 9 12 25 12 14 10 6 14 8 8 17 7 10 8 9 12 25 12 14 10 6 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_130 Pp3c22_130 transcript PAC:32904465protein_codingNA c.-1863C>A NA NA NA NA 657
Chr22 66884 G T Chr22_66884_G_TG_T SNP 10035.63 17 7 10 8 9 12 25 12 14 10 6 14 8 8 17 7 10 8 9 12 25 12 14 10 6 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_130-Pp3c22_160Pp3c22_130-Pp3c22_160intergenic_regionPp3c22_130-Pp3c22_160NA NA n.66884G>T NA NA NA NA NA
Chr22 91101 C T Chr22_91101_C_TC_T SNP 14118.63 17 12 8 19 16 33 30 20 12 13 10 14 8 9 17 12 8 19 16 33 30 20 12 13 10 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_160 Pp3c22_160 transcript PAC:32903668protein_coding 03-déc c.109-51C>T NA NA NA NA NA
Chr22 91101 C T Chr22_91101_C_TC_T SNP 14118.63 17 12 8 19 16 33 30 20 12 13 10 14 8 9 17 12 8 19 16 33 30 20 12 13 10 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_160 Pp3c22_160 transcript PAC:32903670protein_coding 03-déc c.109-51C>T NA NA NA NA NA
Chr22 91101 C T Chr22_91101_C_TC_T SNP 14118.63 17 12 8 19 16 33 30 20 12 13 10 14 8 9 17 12 8 19 16 33 30 20 12 13 10 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_160 Pp3c22_160 transcript PAC:32903669protein_coding 03-déc c.109-51C>T NA NA NA NA NA
Chr22 201470 A G Chr22_201470_A_GA_G SNP 20337.63 35 15 14 22 19 24 35 23 26 22 25 18 9 16 35 15 14 22 19 24 35 23 26 22 25 18 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_300 Pp3c22_300 transcript PAC:32904763protein_codingNA c.-2037A>G NA NA NA NA 1755
Chr22 201470 A G Chr22_201470_A_GA_G SNP 20337.63 35 15 14 22 19 24 35 23 26 22 25 18 9 16 35 15 14 22 19 24 35 23 26 22 25 18 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_301 Pp3c22_301 transcript PAC:32903585protein_codingNA c.-2037A>G NA NA NA NA 1767
Chr22 201470 A G Chr22_201470_A_GA_G SNP 20337.63 35 15 14 22 19 24 35 23 26 22 25 18 9 16 35 15 14 22 19 24 35 23 26 22 25 18 9 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_280-Pp3c22_300Pp3c22_280-Pp3c22_300intergenic_regionPp3c22_280-Pp3c22_300NA NA n.201470A>GNA NA NA NA NA
Chr22 272889 AT A Chr22_272889_AT_AAT_A INDEL 19883.59 27 14 14 23 22 21 23 23 28 27 12 14 16 5 27 14 14 23 22 21 23 23 28 27 13 14 16 5 1 1 1 1 1 1 1 1 1 1 0.923 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_350-Pp3c22_470Pp3c22_350-Pp3c22_470intergenic_regionPp3c22_350-Pp3c22_470NA NA n.272890delTNA NA NA NA NA
Chr22 272892 T TA Chr22_272892_T_TAT_TA INDEL 19957.59 28 14 14 23 24 22 23 23 28 28 12 15 17 5 28 14 14 23 24 22 23 23 28 28 13 15 17 5 1 1 1 1 1 1 1 1 1 1 0.923 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_350-Pp3c22_470Pp3c22_350-Pp3c22_470intergenic_regionPp3c22_350-Pp3c22_470NA NA n.272892_272893insANA NA NA NA NA
Chr22 272932 C CATTATTATTAATTCATCAATCTAACCATAAATATGAATTTTTTCTATAATACATAAGTTTTAAGATTGCATATTATTATAATATAACCTGATTTCACTTGGTAGTGTTChr22_272932_C_CATTATTATTAATTCATCAATCTAACCATAAATATGAATTTTTTCTATAATACATAAGTTTTAAGATTGCATATTATTATAATATAACCTGATTTCACTTGGTAGTGTTC_CATTATTATTAATTCATCAATCTAACCATAAATATGAATTTTTTCTATAATACATAAGTTTTAAGATTGCATATTATTATAATATAACCTGATTTCACTTGGTAGTGTTINDEL 15315.59 25 9 9 18 13 13 20 16 19 24 9 11 14 4 25 9 9 18 13 13 20 16 19 24 9 11 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_350-Pp3c22_470Pp3c22_350-Pp3c22_470intergenic_regionPp3c22_350-Pp3c22_470NA NA n.272932_272933insATTATTATTAATTCATCAATCTAACCATAAATATGAATTTTTTCTATAATACATAAGTTTTAAGATTGCATATTATTATAATATAACCTGATTTCACTTGGTAGTGTTNA NA NA NA NA
Chr22 334954 G A Chr22_334954_G_AG_A SNP 7949.63 10 6 4 16 4 9 9 13 11 8 6 5 5 4 10 6 4 16 4 9 9 13 11 8 6 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_490 Pp3c22_490 transcript PAC:32904759protein_codingNA c.-4044C>T NA NA NA NA 3983
Chr22 334954 G A Chr22_334954_G_AG_A SNP 7949.63 10 6 4 16 4 9 9 13 11 8 6 5 5 4 10 6 4 16 4 9 9 13 11 8 6 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_500 Pp3c22_500 transcript PAC:32903589protein_codingNA c.-1209C>T NA NA NA NA 1209
Chr22 334954 G A Chr22_334954_G_AG_A SNP 7949.63 10 6 4 16 4 9 9 13 11 8 6 5 5 4 10 6 4 16 4 9 9 13 11 8 6 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_520 Pp3c22_520 transcript PAC:32903539protein_codingNA c.-4573G>A NA NA NA NA 3964
Chr22 334954 G A Chr22_334954_G_AG_A SNP 7949.63 10 6 4 16 4 9 9 13 11 8 6 5 5 4 10 6 4 16 4 9 9 13 11 8 6 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_490 Pp3c22_490 transcript PAC:32904760protein_codingNA c.-4044C>T NA NA NA NA 3469
Chr22 334954 G A Chr22_334954_G_AG_A SNP 7949.63 10 6 4 16 4 9 9 13 11 8 6 5 5 4 10 6 4 16 4 9 9 13 11 8 6 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_490 Pp3c22_490 transcript PAC:32904761protein_codingNA c.-4129C>T NA NA NA NA 3469
Chr22 334954 G A Chr22_334954_G_AG_A SNP 7949.63 10 6 4 16 4 9 9 13 11 8 6 5 5 4 10 6 4 16 4 9 9 13 11 8 6 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_520 Pp3c22_520 transcript PAC:32903541protein_codingNA c.-4573G>A NA NA NA NA 3758
Chr22 334954 G A Chr22_334954_G_AG_A SNP 7949.63 10 6 4 16 4 9 9 13 11 8 6 5 5 4 10 6 4 16 4 9 9 13 11 8 6 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_520 Pp3c22_520 transcript PAC:32903540protein_codingNA c.-4573G>A NA NA NA NA 4005
Chr22 334954 G A Chr22_334954_G_AG_A SNP 7949.63 10 6 4 16 4 9 9 13 11 8 6 5 5 4 10 6 4 16 4 9 9 13 11 8 6 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_500-Pp3c22_520Pp3c22_500-Pp3c22_520intergenic_regionPp3c22_500-Pp3c22_520NA NA n.334954G>ANA NA NA NA NA
Chr22 409123 T TA Chr22_409123_T_TAT_TA INDEL 13968.59 24 22 15 17 28 17 31 11 18 19 18 9 12 13 24 22 15 17 28 17 31 11 18 19 18 9 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_580-Pp3c22_630Pp3c22_580-Pp3c22_630intergenic_regionPp3c22_580-Pp3c22_630NA NA n.409123_409124insANA NA NA NA NA
Chr22 530611 C T Chr22_530611_C_TC_T SNP 10075.29 26 11 20 0 0 0 0 0 14 25 17 10 13 13 26 11 20 17 16 26 27 23 14 25 17 10 13 13 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c22_660-Pp3c22_760Pp3c22_660-Pp3c22_760intergenic_regionPp3c22_660-Pp3c22_760NA NA n.530611C>T NA NA NA NA NA
Chr22 697212 A AT Chr22_697212_A_ATA_AT INDEL 22894.59 28 16 19 27 23 20 32 39 24 31 25 7 15 9 28 16 19 27 23 20 32 39 24 31 25 7 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_930-Pp3c22_1010Pp3c22_930-Pp3c22_1010intergenic_regionPp3c22_930-Pp3c22_1010NA NA n.697212_697213insTNA NA NA NA NA
Chr22 697216 C CT Chr22_697216_C_CTC_CT INDEL 23599.59 30 15 20 24 22 22 31 40 24 31 25 7 15 9 30 15 20 24 22 22 31 40 24 31 25 7 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_930-Pp3c22_1010Pp3c22_930-Pp3c22_1010intergenic_regionPp3c22_930-Pp3c22_1010NA NA n.697216_697217insTNA NA NA NA NA
Chr22 697234 G T Chr22_697234_G_TG_T SNP 24106.63 26 17 24 27 23 20 33 37 21 34 19 9 18 13 26 17 24 27 23 20 33 37 21 34 19 9 18 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_930-Pp3c22_1010Pp3c22_930-Pp3c22_1010intergenic_regionPp3c22_930-Pp3c22_1010NA NA n.697234G>TNA NA NA NA NA
Chr22 697236 A T Chr22_697236_A_TA_T SNP 23836.63 26 17 24 27 23 20 33 37 20 35 20 9 17 13 26 17 24 27 23 20 33 37 20 35 20 9 17 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_930-Pp3c22_1010Pp3c22_930-Pp3c22_1010intergenic_regionPp3c22_930-Pp3c22_1010NA NA n.697236A>TNA NA NA NA NA
Chr22 826830 A T Chr22_826830_A_TA_T SNP 7371.63 10 5 4 6 11 8 9 15 9 7 6 10 5 4 10 5 4 6 11 8 9 15 9 7 6 10 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_1100-Pp3c22_1190Pp3c22_1100-Pp3c22_1190intergenic_regionPp3c22_1100-Pp3c22_1190NA NA n.826830A>TNA NA NA NA NA
Chr22 826831 C T Chr22_826831_C_TC_T SNP 7326.63 10 5 4 6 11 8 10 15 9 7 6 9 5 4 10 5 4 6 11 8 10 15 9 7 6 9 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_1100-Pp3c22_1190Pp3c22_1100-Pp3c22_1190intergenic_regionPp3c22_1100-Pp3c22_1190NA NA n.826831C>T NA NA NA NA NA
Chr22 947554 C CTA Chr22_947554_C_CTAC_CTA INDEL 2094.24 0 0 0 9 10 9 17 14 0 1 0 0 1 0 6 14 12 10 10 9 19 14 10 14 6 9 7 8 0 0 0 0.9 1 1 0.895 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c22_1230Pp3c22_1230transcript PAC:32904918protein_codingNA c.*4900_*4901insTANA NA NA NA 3656
Chr22 947554 C CTA Chr22_947554_C_CTAC_CTA INDEL 2094.24 0 0 0 9 10 9 17 14 0 1 0 0 1 0 6 14 12 10 10 9 19 14 10 14 6 9 7 8 0 0 0 0.9 1 1 0.895 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c22_1240Pp3c22_1240transcript PAC:32905086protein_codingNA c.*2498_*2499insTANA NA NA NA 1967
Chr22 947554 C CTA Chr22_947554_C_CTAC_CTA INDEL 2094.24 0 0 0 9 10 9 17 14 0 1 0 0 1 0 6 14 12 10 10 9 19 14 10 14 6 9 7 8 0 0 0 0.9 1 1 0.895 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c22_1230Pp3c22_1230transcript PAC:32904922protein_codingNA c.*4900_*4901insTANA NA NA NA 3577
Chr22 947554 C CTA Chr22_947554_C_CTAC_CTA INDEL 2094.24 0 0 0 9 10 9 17 14 0 1 0 0 1 0 6 14 12 10 10 9 19 14 10 14 6 9 7 8 0 0 0 0.9 1 1 0.895 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c22_1230Pp3c22_1230transcript PAC:32904924protein_codingNA c.*4900_*4901insTANA NA NA NA 3577
Chr22 947554 C CTA Chr22_947554_C_CTAC_CTA INDEL 2094.24 0 0 0 9 10 9 17 14 0 1 0 0 1 0 6 14 12 10 10 9 19 14 10 14 6 9 7 8 0 0 0 0.9 1 1 0.895 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c22_1230Pp3c22_1230transcript PAC:32904920protein_codingNA c.*4900_*4901insTANA NA NA NA 3577
Chr22 947554 C CTA Chr22_947554_C_CTAC_CTA INDEL 2094.24 0 0 0 9 10 9 17 14 0 1 0 0 1 0 6 14 12 10 10 9 19 14 10 14 6 9 7 8 0 0 0 0.9 1 1 0.895 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c22_1230Pp3c22_1230transcript PAC:32904925protein_codingNA c.*4900_*4901insTANA NA NA NA 3556
Chr22 947554 C CTA Chr22_947554_C_CTAC_CTA INDEL 2094.24 0 0 0 9 10 9 17 14 0 1 0 0 1 0 6 14 12 10 10 9 19 14 10 14 6 9 7 8 0 0 0 0.9 1 1 0.895 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c22_1230Pp3c22_1230transcript PAC:32904923protein_codingNA c.*4900_*4901insTANA NA NA NA 3585
Chr22 947554 C CTA Chr22_947554_C_CTAC_CTA INDEL 2094.24 0 0 0 9 10 9 17 14 0 1 0 0 1 0 6 14 12 10 10 9 19 14 10 14 6 9 7 8 0 0 0 0.9 1 1 0.895 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c22_1230Pp3c22_1230transcript PAC:32904919protein_codingNA c.*4900_*4901insTANA NA NA NA 3659
Chr22 947554 C CTA Chr22_947554_C_CTAC_CTA INDEL 2094.24 0 0 0 9 10 9 17 14 0 1 0 0 1 0 6 14 12 10 10 9 19 14 10 14 6 9 7 8 0 0 0 0.9 1 1 0.895 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c22_1230Pp3c22_1230transcript PAC:32904921protein_codingNA c.*4900_*4901insTANA NA NA NA 3659
Chr22 947554 C CTA Chr22_947554_C_CTAC_CTA INDEL 2094.24 0 0 0 9 10 9 17 14 0 1 0 0 1 0 6 14 12 10 10 9 19 14 10 14 6 9 7 8 0 0 0 0.9 1 1 0.895 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_1240-Pp3c22_1270Pp3c22_1240-Pp3c22_1270intergenic_regionPp3c22_1240-Pp3c22_1270NA NA n.947554_947555insTANA NA NA NA NA
Chr22 1038555 C CA Chr22_1038555_C_CAC_CA INDEL 11775.59 21 15 16 17 22 26 25 15 12 13 5 11 7 8 21 15 16 17 22 26 25 15 12 13 5 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c22_1440Pp3c22_1440transcript PAC:32905311protein_coding 02-juin c.-246dupA NA NA NA NA 245
Chr22 1038555 C CA Chr22_1038555_C_CAC_CA INDEL 11775.59 21 15 16 17 22 26 25 15 12 13 5 11 7 8 21 15 16 17 22 26 25 15 12 13 5 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c22_1440Pp3c22_1440transcript PAC:32905312protein_coding 01-mai c.-246dupA NA NA NA NA 245



Chr22 1038555 C CA Chr22_1038555_C_CAC_CA INDEL 11775.59 21 15 16 17 22 26 25 15 12 13 5 11 7 8 21 15 16 17 22 26 25 15 12 13 5 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c22_1440Pp3c22_1440transcript PAC:32905313protein_coding 01-mai c.-246dupA NA NA NA NA 245
Chr22 1038555 C CA Chr22_1038555_C_CAC_CA INDEL 11775.59 21 15 16 17 22 26 25 15 12 13 5 11 7 8 21 15 16 17 22 26 25 15 12 13 5 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_1440Pp3c22_1440transcript PAC:32905308protein_coding 02-juil c.-134+34dupANA NA NA NA NA
Chr22 1038555 C CA Chr22_1038555_C_CAC_CA INDEL 11775.59 21 15 16 17 22 26 25 15 12 13 5 11 7 8 21 15 16 17 22 26 25 15 12 13 5 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_1440Pp3c22_1440transcript PAC:32905310protein_coding 02-juin c.-134+34dupANA NA NA NA NA
Chr22 1038555 C CA Chr22_1038555_C_CAC_CA INDEL 11775.59 21 15 16 17 22 26 25 15 12 13 5 11 7 8 21 15 16 17 22 26 25 15 12 13 5 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_1440Pp3c22_1440transcript PAC:32905309protein_coding 02-juil c.-134+34dupANA NA NA NA NA
Chr22 1149530 C CA Chr22_1149530_C_CAC_CA INDEL 18644.59 33 14 22 32 22 30 35 22 22 23 16 19 9 18 33 14 22 32 22 30 35 22 22 23 16 19 9 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_1660-Pp3c22_1680Pp3c22_1660-Pp3c22_1680intergenic_regionPp3c22_1660-Pp3c22_1680NA NA n.1149530_1149531insANA NA NA NA NA
Chr22 1360707 CG C Chr22_1360707_CG_CCG_C INDEL 16482.59 35 20 30 28 21 22 30 17 25 14 16 23 8 14 35 20 30 28 21 22 30 17 25 14 16 23 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_1990Pp3c22_1990transcript PAC:32903751protein_codingNA c.*728delC NA NA NA NA 329
Chr22 1360707 CG C Chr22_1360707_CG_CCG_C INDEL 16482.59 35 20 30 28 21 22 30 17 25 14 16 23 8 14 35 20 30 28 21 22 30 17 25 14 16 23 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_1990Pp3c22_1990transcript PAC:32903753protein_codingNA c.*728delC NA NA NA NA 306
Chr22 1360707 CG C Chr22_1360707_CG_CCG_C INDEL 16482.59 35 20 30 28 21 22 30 17 25 14 16 23 8 14 35 20 30 28 21 22 30 17 25 14 16 23 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_1990Pp3c22_1990transcript PAC:32903752protein_codingNA c.*728delC NA NA NA NA 329
Chr22 1360707 CG C Chr22_1360707_CG_CCG_C INDEL 16482.59 35 20 30 28 21 22 30 17 25 14 16 23 8 14 35 20 30 28 21 22 30 17 25 14 16 23 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_1940-Pp3c22_1990Pp3c22_1940-Pp3c22_1990intergenic_regionPp3c22_1940-Pp3c22_1990NA NA n.1360708delGNA NA NA NA NA
Chr22 1477355 TTA T Chr22_1477355_TTA_TTTA_T INDEL 9258.59 27 16 12 18 11 20 23 20 11 12 10 9 6 6 29 16 13 19 11 21 23 20 12 12 10 9 6 6 0.931 1 0.923 0.947 1 0.952 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2200-Pp3c22_2260Pp3c22_2200-Pp3c22_2260intergenic_regionPp3c22_2200-Pp3c22_2260NA NA n.1477356_1477357delTANA NA NA NA NA
Chr22 1581157 GT G Chr22_1581157_GT_GGT_G INDEL 15097.59 23 12 17 13 18 14 23 17 18 15 6 19 5 6 23 12 17 13 18 14 23 17 18 15 6 19 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903537protein_coding 04-avr c.*504delA NA NA NA NA 504
Chr22 1581157 GT G Chr22_1581157_GT_GGT_G INDEL 15097.59 23 12 17 13 18 14 23 17 18 15 6 19 5 6 23 12 17 13 18 14 23 17 18 15 6 19 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903538protein_codingNA c.*504delA NA NA NA NA 66
Chr22 1581166 T TA Chr22_1581166_T_TAT_TA INDEL 16448.59 27 14 19 13 19 14 23 17 18 17 7 23 5 6 27 14 19 13 19 14 23 17 18 17 7 23 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903537protein_coding 04-avr c.*495dupT NA NA NA NA 495
Chr22 1581166 T TA Chr22_1581166_T_TAT_TA INDEL 16448.59 27 14 19 13 19 14 23 17 18 17 7 23 5 6 27 14 19 13 19 14 23 17 18 17 7 23 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903538protein_codingNA c.*495dupT NA NA NA NA 57
Chr22 1581210 C A Chr22_1581210_C_AC_A SNP 17075.63 23 11 14 17 18 17 23 23 21 21 6 14 8 4 23 11 14 17 18 17 23 23 21 21 6 14 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903537protein_coding 04-avr c.*452G>T NA NA NA NA 452
Chr22 1581210 C A Chr22_1581210_C_AC_A SNP 17075.63 23 11 14 17 18 17 23 23 21 21 6 14 8 4 23 11 14 17 18 17 23 23 21 21 6 14 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903538protein_codingNA c.*452G>T NA NA NA NA 14
Chr22 1581212 CT C Chr22_1581212_CT_CCT_C INDEL 16886.59 23 11 14 18 20 17 25 23 20 22 7 14 9 5 23 11 14 18 20 17 25 23 20 22 7 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903537protein_coding 04-avr c.*449delA NA NA NA NA 449
Chr22 1581212 CT C Chr22_1581212_CT_CCT_C INDEL 16886.59 23 11 14 18 20 17 25 23 20 22 7 14 9 5 23 11 14 18 20 17 25 23 20 22 7 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903538protein_codingNA c.*449delA NA NA NA NA 11
Chr22 1581214 AGAAAAC A Chr22_1581214_AGAAAAC_AAGAAAAC_A INDEL 16976.59 22 11 14 18 20 17 25 23 20 23 7 14 9 5 22 11 14 18 20 17 25 23 20 23 7 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903537protein_coding 04-avr c.*442_*447delGTTTTCNA NA NA NA 442
Chr22 1581214 AGAAAAC A Chr22_1581214_AGAAAAC_AAGAAAAC_A INDEL 16976.59 22 11 14 18 20 17 25 23 20 23 7 14 9 5 22 11 14 18 20 17 25 23 20 23 7 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903538protein_codingNA c.*442_*447delGTTTTCNA NA NA NA 9
Chr22 1581223 A ATTTATTGATTChr22_1581223_A_ATTTATTGATTA_ATTTATTGATTINDEL 18038.59 23 10 13 17 20 16 26 23 20 25 7 13 10 5 23 10 13 17 20 16 26 23 20 25 7 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variantLOW Pp3c22_2400Pp3c22_2400transcript PAC:32903538protein_coding 04-avr c.*438_*439insAATCAATAAANA NA NA NA NA
Chr22 1581223 A ATTTATTGATTChr22_1581223_A_ATTTATTGATTA_ATTTATTGATTINDEL 18038.59 23 10 13 17 20 16 26 23 20 25 7 13 10 5 23 10 13 17 20 16 26 23 20 25 7 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903537protein_coding 04-avr c.*438_*439insAATCAATAAANA NA NA NA 438
Chr22 1581223 A ATTTATTGATTChr22_1581223_A_ATTTATTGATTA_ATTTATTGATTINDEL 18038.59 23 10 13 17 20 16 26 23 20 25 7 13 10 5 23 10 13 17 20 16 26 23 20 25 7 13 10 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_2400Pp3c22_2400transcript PAC:32903538protein_coding 04-avr c.*438_*439insAATCAATAAANA NA NA NA 438
Chr22 1651876 T G Chr22_1651876_T_GT_G SNP 16881.63 22 12 8 24 15 21 32 11 13 21 22 10 8 12 22 12 8 24 15 21 32 11 13 21 22 10 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c22_2530Pp3c22_2530transcript PAC:32903843protein_coding 01-déc c.141A>C p.Glu47Asp 332/2263 141/1590 47/529 NA
Chr22 1651876 T G Chr22_1651876_T_GT_G SNP 16881.63 22 12 8 24 15 21 32 11 13 21 22 10 8 12 22 12 8 24 15 21 32 11 13 21 22 10 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c22_2530Pp3c22_2530transcript PAC:32903844protein_coding 01-déc c.141A>C p.Glu47Asp 347/2305 141/1590 47/529 NA
Chr22 1651876 T G Chr22_1651876_T_GT_G SNP 16881.63 22 12 8 24 15 21 32 11 13 21 22 10 8 12 22 12 8 24 15 21 32 11 13 21 22 10 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_2540Pp3c22_2540transcript PAC:32904299protein_codingNA c.*2237A>C NA NA NA NA 1922
Chr22 1651876 T G Chr22_1651876_T_GT_G SNP 16881.63 22 12 8 24 15 21 32 11 13 21 22 10 8 12 22 12 8 24 15 21 32 11 13 21 22 10 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_2550Pp3c22_2550transcript PAC:32904190protein_codingNA c.*3543A>C NA NA NA NA 2974
Chr22 1651876 T G Chr22_1651876_T_GT_G SNP 16881.63 22 12 8 24 15 21 32 11 13 21 22 10 8 12 22 12 8 24 15 21 32 11 13 21 22 10 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_2540Pp3c22_2540transcript PAC:32904300protein_codingNA c.*2237A>C NA NA NA NA 2237
Chr22 1651876 T G Chr22_1651876_T_GT_G SNP 16881.63 22 12 8 24 15 21 32 11 13 21 22 10 8 12 22 12 8 24 15 21 32 11 13 21 22 10 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_2550Pp3c22_2550transcript PAC:32904191protein_codingNA c.*3543A>C NA NA NA NA 2554
Chr22 1725602 C CA Chr22_1725602_C_CAC_CA INDEL 20551.59 19 20 20 27 21 24 31 27 18 19 20 29 9 6 19 20 20 27 21 24 31 27 18 19 20 29 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2630-Pp3c22_2650Pp3c22_2630-Pp3c22_2650intergenic_regionPp3c22_2630-Pp3c22_2650NA NA n.1725602_1725603insANA NA NA NA NA
Chr22 1725623 A AC Chr22_1725623_A_ACA_AC INDEL 21289.59 22 16 20 26 21 24 36 23 19 19 16 30 10 7 22 16 20 26 21 24 36 23 19 19 16 30 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2630-Pp3c22_2650Pp3c22_2630-Pp3c22_2650intergenic_regionPp3c22_2630-Pp3c22_2650NA NA n.1725623_1725624insCNA NA NA NA NA
Chr22 1866457 G T Chr22_1866457_G_TG_T SNP 18340.63 29 14 16 32 19 23 31 21 15 25 10 13 9 6 29 14 16 32 19 23 31 21 15 25 10 13 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2660-Pp3c22_2750Pp3c22_2660-Pp3c22_2750intergenic_regionPp3c22_2660-Pp3c22_2750NA NA n.1866457G>TNA NA NA NA NA
Chr22 1881208 A AAT Chr22_1881208_A_AATA_AAT INDEL 2624.93 0 0 0 0 0 0 0 0 20 11 16 11 8 9 31 13 11 22 13 22 22 21 20 11 16 11 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 0.9 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c22_2750-Pp3c22_2770Pp3c22_2750-Pp3c22_2770intergenic_regionPp3c22_2750-Pp3c22_2770NA NA n.1881208_1881209insATNA NA NA NA NA
Chr22 1900287 C A Chr22_1900287_C_AC_A SNP 15211.63 25 12 10 25 17 24 33 23 14 18 12 14 7 7 25 12 10 25 17 24 33 23 14 18 12 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2750-Pp3c22_2770Pp3c22_2750-Pp3c22_2770intergenic_regionPp3c22_2750-Pp3c22_2770NA NA n.1900287C>ANA NA NA NA NA
Chr22 1900380 G T Chr22_1900380_G_TG_T SNP 18786.63 37 11 13 31 18 27 31 31 13 14 14 15 9 11 37 11 13 31 18 27 31 31 13 14 14 15 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2750-Pp3c22_2770Pp3c22_2750-Pp3c22_2770intergenic_regionPp3c22_2750-Pp3c22_2770NA NA n.1900380G>TNA NA NA NA NA
Chr22 1900413 G T Chr22_1900413_G_TG_T SNP 19045.63 35 10 15 29 21 26 31 32 12 17 13 17 7 10 35 10 15 29 21 26 31 32 12 17 13 17 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2750-Pp3c22_2770Pp3c22_2750-Pp3c22_2770intergenic_regionPp3c22_2750-Pp3c22_2770NA NA n.1900413G>TNA NA NA NA NA
Chr22 1900459 C CA Chr22_1900459_C_CAC_CA INDEL 14778.59 28 6 13 23 18 25 29 33 8 21 11 17 8 13 28 6 13 23 18 25 29 33 8 21 11 17 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2750-Pp3c22_2770Pp3c22_2750-Pp3c22_2770intergenic_regionPp3c22_2750-Pp3c22_2770NA NA n.1900459_1900460insANA NA NA NA NA
Chr22 1901253 C T Chr22_1901253_C_TC_T SNP 13211.63 18 11 7 20 17 12 10 12 17 17 7 21 9 14 19 11 7 20 17 12 11 12 17 18 7 21 9 14 0.947 1 1 1 1 1 0.909 1 1 0.944 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2750-Pp3c22_2770Pp3c22_2750-Pp3c22_2770intergenic_regionPp3c22_2750-Pp3c22_2770NA NA n.1901253C>TNA NA NA NA NA
Chr22 1901268 TC T Chr22_1901268_TC_TTC_T INDEL 13900.59 15 9 7 21 13 10 12 12 16 14 8 20 9 14 15 9 7 21 13 10 12 12 16 14 8 20 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2750-Pp3c22_2770Pp3c22_2750-Pp3c22_2770intergenic_regionPp3c22_2750-Pp3c22_2770NA NA n.1901269delCNA NA NA NA NA
Chr22 1901275 A AT Chr22_1901275_A_ATA_AT INDEL 13736.59 13 9 8 23 14 12 12 12 15 13 8 17 9 15 13 9 8 23 14 12 12 12 15 13 8 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2750-Pp3c22_2770Pp3c22_2750-Pp3c22_2770intergenic_regionPp3c22_2750-Pp3c22_2770NA NA n.1901275_1901276insTNA NA NA NA NA
Chr22 1901306 A T Chr22_1901306_A_TA_T SNP 12550.63 7 5 8 21 12 10 12 13 21 11 11 14 9 11 7 5 8 21 12 10 12 13 21 11 11 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2750-Pp3c22_2770Pp3c22_2750-Pp3c22_2770intergenic_regionPp3c22_2750-Pp3c22_2770NA NA n.1901306A>TNA NA NA NA NA
Chr22 1931541 AT A Chr22_1931541_AT_AAT_A INDEL 17257.59 28 17 16 28 28 25 28 24 26 17 16 31 7 9 28 17 16 28 28 25 28 24 26 17 16 31 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2830-Pp3c22_2850Pp3c22_2830-Pp3c22_2850intergenic_regionPp3c22_2830-Pp3c22_2850NA NA n.1931542delTNA NA NA NA NA
Chr22 1931664 T C Chr22_1931664_T_CT_C SNP 19580.63 11 24 12 27 18 26 21 24 30 14 20 12 9 11 11 24 12 27 18 26 21 24 30 14 20 12 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2830-Pp3c22_2850Pp3c22_2830-Pp3c22_2850intergenic_regionPp3c22_2830-Pp3c22_2850NA NA n.1931664T>CNA NA NA NA NA
Chr22 1931665 C A Chr22_1931665_C_AC_A SNP 19580.63 11 25 12 27 18 26 21 24 30 14 20 12 9 11 11 25 12 27 18 26 21 24 30 14 20 12 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2830-Pp3c22_2850Pp3c22_2830-Pp3c22_2850intergenic_regionPp3c22_2830-Pp3c22_2850NA NA n.1931665C>ANA NA NA NA NA
Chr22 1973319 A G Chr22_1973319_A_GA_G SNP 16326.63 28 15 14 24 21 20 24 20 18 17 16 30 8 9 28 15 14 24 21 20 24 20 18 17 16 30 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_2920-Pp3c22_2930Pp3c22_2920-Pp3c22_2930intergenic_regionPp3c22_2920-Pp3c22_2930NA NA n.1973319A>GNA NA NA NA NA
Chr22 1975764 A AAT Chr22_1975764_A_AATA_AAT INDEL 1807.93 0 1 1 0 0 2 1 0 14 13 8 8 11 7 16 13 8 8 11 21 23 10 14 13 8 8 11 7 0 0 0 0 0 0.095 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c22_2920-Pp3c22_2930Pp3c22_2920-Pp3c22_2930intergenic_regionPp3c22_2920-Pp3c22_2930NA NA n.1975764_1975765insATNA NA NA NA NA
Chr22 2225405 G A Chr22_2225405_G_AG_A SNP 11017.29 30 16 16 1 0 0 0 0 19 30 18 25 11 6 31 16 16 18 22 14 31 15 19 30 18 25 11 6 0.968 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c22_3310-Pp3c22_3390Pp3c22_3310-Pp3c22_3390intergenic_regionPp3c22_3310-Pp3c22_3390NA NA n.2225405G>ANA NA NA NA NA
Chr22 2755804 A AAC Chr22_2755804_A_AACA_AAC INDEL 17054.59 12 15 10 21 22 24 26 21 19 15 15 11 5 7 12 15 10 21 22 24 26 21 19 15 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-114_-40-113insGTNA NA NA NA NA
Chr22 2755804 A AAC Chr22_2755804_A_AACA_AAC INDEL 17054.59 12 15 10 21 22 24 26 21 19 15 15 11 5 7 12 15 10 21 22 24 26 21 19 15 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-80_-74-79insGTNA NA NA NA NA
Chr22 2755804 A AAC Chr22_2755804_A_AACA_AAC INDEL 17054.59 12 15 10 21 22 24 26 21 19 15 15 11 5 7 12 15 10 21 22 24 26 21 19 15 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-80_-74-79insGTNA NA NA NA NA
Chr22 2755804 A AAC Chr22_2755804_A_AACA_AAC INDEL 17054.59 12 15 10 21 22 24 26 21 19 15 15 11 5 7 12 15 10 21 22 24 26 21 19 15 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-94_-60-93insGTNA NA NA NA NA
Chr22 2755804 A AAC Chr22_2755804_A_AACA_AAC INDEL 17054.59 12 15 10 21 22 24 26 21 19 15 15 11 5 7 12 15 10 21 22 24 26 21 19 15 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-114_-40-113insGTNA NA NA NA NA
Chr22 2755804 A AAC Chr22_2755804_A_AACA_AAC INDEL 17054.59 12 15 10 21 22 24 26 21 19 15 15 11 5 7 12 15 10 21 22 24 26 21 19 15 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-80_-74-79insGTNA NA NA NA NA
Chr22 2755806 A AAGC Chr22_2755806_A_AAGCA_AAGC INDEL 17594.59 12 15 10 21 23 24 26 21 20 14 15 11 5 7 12 15 10 21 23 24 26 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-116_-40-115insGCTNA NA NA NA NA
Chr22 2755806 A AAGC Chr22_2755806_A_AAGCA_AAGC INDEL 17594.59 12 15 10 21 23 24 26 21 20 14 15 11 5 7 12 15 10 21 23 24 26 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-82_-74-81insGCTNA NA NA NA NA
Chr22 2755806 A AAGC Chr22_2755806_A_AAGCA_AAGC INDEL 17594.59 12 15 10 21 23 24 26 21 20 14 15 11 5 7 12 15 10 21 23 24 26 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-82_-74-81insGCTNA NA NA NA NA
Chr22 2755806 A AAGC Chr22_2755806_A_AAGCA_AAGC INDEL 17594.59 12 15 10 21 23 24 26 21 20 14 15 11 5 7 12 15 10 21 23 24 26 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-96_-60-95insGCTNA NA NA NA NA
Chr22 2755806 A AAGC Chr22_2755806_A_AAGCA_AAGC INDEL 17594.59 12 15 10 21 23 24 26 21 20 14 15 11 5 7 12 15 10 21 23 24 26 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-116_-40-115insGCTNA NA NA NA NA
Chr22 2755806 A AAGC Chr22_2755806_A_AAGCA_AAGC INDEL 17594.59 12 15 10 21 23 24 26 21 20 14 15 11 5 7 12 15 10 21 23 24 26 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-82_-74-81insGCTNA NA NA NA NA
Chr22 2755808 T TA Chr22_2755808_T_TAT_TA INDEL 18236.59 15 15 11 19 24 24 29 20 20 13 15 11 5 7 15 15 11 19 24 24 29 20 20 13 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-118_-40-117insTNA NA NA NA NA
Chr22 2755808 T TA Chr22_2755808_T_TAT_TA INDEL 18236.59 15 15 11 19 24 24 29 20 20 13 15 11 5 7 15 15 11 19 24 24 29 20 20 13 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-84_-74-83insTNA NA NA NA NA
Chr22 2755808 T TA Chr22_2755808_T_TAT_TA INDEL 18236.59 15 15 11 19 24 24 29 20 20 13 15 11 5 7 15 15 11 19 24 24 29 20 20 13 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-84_-74-83insTNA NA NA NA NA
Chr22 2755808 T TA Chr22_2755808_T_TAT_TA INDEL 18236.59 15 15 11 19 24 24 29 20 20 13 15 11 5 7 15 15 11 19 24 24 29 20 20 13 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-98_-60-97insTNA NA NA NA NA
Chr22 2755808 T TA Chr22_2755808_T_TAT_TA INDEL 18236.59 15 15 11 19 24 24 29 20 20 13 15 11 5 7 15 15 11 19 24 24 29 20 20 13 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-118_-40-117insTNA NA NA NA NA
Chr22 2755808 T TA Chr22_2755808_T_TAT_TA INDEL 18236.59 15 15 11 19 24 24 29 20 20 13 15 11 5 7 15 15 11 19 24 24 29 20 20 13 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-84_-74-83insTNA NA NA NA NA
Chr22 2755809 G GCT Chr22_2755809_G_GCTG_GCT INDEL 18011.59 14 15 11 18 24 24 30 21 20 14 15 11 5 7 14 15 11 18 24 24 30 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-119_-40-118insAGNA NA NA NA NA
Chr22 2755809 G GCT Chr22_2755809_G_GCTG_GCT INDEL 18011.59 14 15 11 18 24 24 30 21 20 14 15 11 5 7 14 15 11 18 24 24 30 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-85_-74-84insAGNA NA NA NA NA
Chr22 2755809 G GCT Chr22_2755809_G_GCTG_GCT INDEL 18011.59 14 15 11 18 24 24 30 21 20 14 15 11 5 7 14 15 11 18 24 24 30 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-85_-74-84insAGNA NA NA NA NA
Chr22 2755809 G GCT Chr22_2755809_G_GCTG_GCT INDEL 18011.59 14 15 11 18 24 24 30 21 20 14 15 11 5 7 14 15 11 18 24 24 30 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-99_-60-98insAGNA NA NA NA NA
Chr22 2755809 G GCT Chr22_2755809_G_GCTG_GCT INDEL 18011.59 14 15 11 18 24 24 30 21 20 14 15 11 5 7 14 15 11 18 24 24 30 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-119_-40-118insAGNA NA NA NA NA
Chr22 2755809 G GCT Chr22_2755809_G_GCTG_GCT INDEL 18011.59 14 15 11 18 24 24 30 21 20 14 15 11 5 7 14 15 11 18 24 24 30 21 20 14 15 11 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-85_-74-84insAGNA NA NA NA NA
Chr22 2755811 T TGG Chr22_2755811_T_TGGT_TGG INDEL 18236.59 14 15 12 17 23 24 30 22 21 15 15 10 5 7 14 15 12 17 23 24 30 22 21 15 15 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-121_-40-120insCCNA NA NA NA NA
Chr22 2755811 T TGG Chr22_2755811_T_TGGT_TGG INDEL 18236.59 14 15 12 17 23 24 30 22 21 15 15 10 5 7 14 15 12 17 23 24 30 22 21 15 15 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-87_-74-86insCCNA NA NA NA NA
Chr22 2755811 T TGG Chr22_2755811_T_TGGT_TGG INDEL 18236.59 14 15 12 17 23 24 30 22 21 15 15 10 5 7 14 15 12 17 23 24 30 22 21 15 15 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-87_-74-86insCCNA NA NA NA NA
Chr22 2755811 T TGG Chr22_2755811_T_TGGT_TGG INDEL 18236.59 14 15 12 17 23 24 30 22 21 15 15 10 5 7 14 15 12 17 23 24 30 22 21 15 15 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-101_-60-100insCCNA NA NA NA NA
Chr22 2755811 T TGG Chr22_2755811_T_TGGT_TGG INDEL 18236.59 14 15 12 17 23 24 30 22 21 15 15 10 5 7 14 15 12 17 23 24 30 22 21 15 15 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-121_-40-120insCCNA NA NA NA NA
Chr22 2755811 T TGG Chr22_2755811_T_TGGT_TGG INDEL 18236.59 14 15 12 17 23 24 30 22 21 15 15 10 5 7 14 15 12 17 23 24 30 22 21 15 15 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-87_-74-86insCCNA NA NA NA NA
Chr22 2755815 A C Chr22_2755815_A_CA_C SNP 17390.63 15 16 11 16 22 24 28 23 21 14 14 12 5 7 15 16 11 16 22 24 28 23 21 14 14 12 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-124T>GNA NA NA NA NA
Chr22 2755815 A C Chr22_2755815_A_CA_C SNP 17390.63 15 16 11 16 22 24 28 23 21 14 14 12 5 7 15 16 11 16 22 24 28 23 21 14 14 12 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-90T>G NA NA NA NA NA
Chr22 2755815 A C Chr22_2755815_A_CA_C SNP 17390.63 15 16 11 16 22 24 28 23 21 14 14 12 5 7 15 16 11 16 22 24 28 23 21 14 14 12 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-90T>G NA NA NA NA NA
Chr22 2755815 A C Chr22_2755815_A_CA_C SNP 17390.63 15 16 11 16 22 24 28 23 21 14 14 12 5 7 15 16 11 16 22 24 28 23 21 14 14 12 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-104T>GNA NA NA NA NA
Chr22 2755815 A C Chr22_2755815_A_CA_C SNP 17390.63 15 16 11 16 22 24 28 23 21 14 14 12 5 7 15 16 11 16 22 24 28 23 21 14 14 12 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-124T>GNA NA NA NA NA
Chr22 2755815 A C Chr22_2755815_A_CA_C SNP 17390.63 15 16 11 16 22 24 28 23 21 14 14 12 5 7 15 16 11 16 22 24 28 23 21 14 14 12 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-90T>G NA NA NA NA NA
Chr22 2755817 GGGTTTTTATTTTTTATTTTTTTG Chr22_2755817_GGGTTTTTATTTTTTATTTTTTT_GGGGTTTTTATTTTTTATTTTTTT_GINDEL 17246.59 15 16 11 16 22 24 27 23 21 14 15 12 5 6 15 16 11 16 22 24 27 23 21 14 15 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-148_-40-127delAAAAAAATAAAAAATAAAAACCNA NA NA NA NA
Chr22 2755817 GGGTTTTTATTTTTTATTTTTTTG Chr22_2755817_GGGTTTTTATTTTTTATTTTTTT_GGGGTTTTTATTTTTTATTTTTTT_GINDEL 17246.59 15 16 11 16 22 24 27 23 21 14 15 12 5 6 15 16 11 16 22 24 27 23 21 14 15 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-114_-74-93delAAAAAAATAAAAAATAAAAACCNA NA NA NA NA
Chr22 2755817 GGGTTTTTATTTTTTATTTTTTTG Chr22_2755817_GGGTTTTTATTTTTTATTTTTTT_GGGGTTTTTATTTTTTATTTTTTT_GINDEL 17246.59 15 16 11 16 22 24 27 23 21 14 15 12 5 6 15 16 11 16 22 24 27 23 21 14 15 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-114_-74-93delAAAAAAATAAAAAATAAAAACCNA NA NA NA NA
Chr22 2755817 GGGTTTTTATTTTTTATTTTTTTG Chr22_2755817_GGGTTTTTATTTTTTATTTTTTT_GGGGTTTTTATTTTTTATTTTTTT_GINDEL 17246.59 15 16 11 16 22 24 27 23 21 14 15 12 5 6 15 16 11 16 22 24 27 23 21 14 15 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-128_-60-107delAAAAAAATAAAAAATAAAAACCNA NA NA NA NA
Chr22 2755817 GGGTTTTTATTTTTTATTTTTTTG Chr22_2755817_GGGTTTTTATTTTTTATTTTTTT_GGGGTTTTTATTTTTTATTTTTTT_GINDEL 17246.59 15 16 11 16 22 24 27 23 21 14 15 12 5 6 15 16 11 16 22 24 27 23 21 14 15 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-148_-40-127delAAAAAAATAAAAAATAAAAACCNA NA NA NA NA
Chr22 2755817 GGGTTTTTATTTTTTATTTTTTTG Chr22_2755817_GGGTTTTTATTTTTTATTTTTTT_GGGGTTTTTATTTTTTATTTTTTT_GINDEL 17246.59 15 16 11 16 22 24 27 23 21 14 15 12 5 6 15 16 11 16 22 24 27 23 21 14 15 12 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-114_-74-93delAAAAAAATAAAAAATAAAAACCNA NA NA NA NA
Chr22 2755841 T TGCACAAA Chr22_2755841_T_TGCACAAAT_TGCACAAAINDEL 17741.59 15 15 11 15 21 25 27 23 20 15 15 11 5 6 15 15 11 15 21 25 27 23 20 15 15 11 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-151_-40-150insTTTGTGCNA NA NA NA NA
Chr22 2755841 T TGCACAAA Chr22_2755841_T_TGCACAAAT_TGCACAAAINDEL 17741.59 15 15 11 15 21 25 27 23 20 15 15 11 5 6 15 15 11 15 21 25 27 23 20 15 15 11 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-117_-74-116insTTTGTGCNA NA NA NA NA
Chr22 2755841 T TGCACAAA Chr22_2755841_T_TGCACAAAT_TGCACAAAINDEL 17741.59 15 15 11 15 21 25 27 23 20 15 15 11 5 6 15 15 11 15 21 25 27 23 20 15 15 11 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-117_-74-116insTTTGTGCNA NA NA NA NA
Chr22 2755841 T TGCACAAA Chr22_2755841_T_TGCACAAAT_TGCACAAAINDEL 17741.59 15 15 11 15 21 25 27 23 20 15 15 11 5 6 15 15 11 15 21 25 27 23 20 15 15 11 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-131_-60-130insTTTGTGCNA NA NA NA NA
Chr22 2755841 T TGCACAAA Chr22_2755841_T_TGCACAAAT_TGCACAAAINDEL 17741.59 15 15 11 15 21 25 27 23 20 15 15 11 5 6 15 15 11 15 21 25 27 23 20 15 15 11 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-151_-40-150insTTTGTGCNA NA NA NA NA
Chr22 2755841 T TGCACAAA Chr22_2755841_T_TGCACAAAT_TGCACAAAINDEL 17741.59 15 15 11 15 21 25 27 23 20 15 15 11 5 6 15 15 11 15 21 25 27 23 20 15 15 11 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-117_-74-116insTTTGTGCNA NA NA NA NA
Chr22 2755843 T TCAAACGA Chr22_2755843_T_TCAAACGAT_TCAAACGAINDEL 18281.59 15 16 12 13 23 25 26 23 20 16 14 10 5 7 15 16 12 13 23 25 26 23 20 16 14 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-153_-40-152insTCGTTTGNA NA NA NA NA
Chr22 2755843 T TCAAACGA Chr22_2755843_T_TCAAACGAT_TCAAACGAINDEL 18281.59 15 16 12 13 23 25 26 23 20 16 14 10 5 7 15 16 12 13 23 25 26 23 20 16 14 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-119_-74-118insTCGTTTGNA NA NA NA NA
Chr22 2755843 T TCAAACGA Chr22_2755843_T_TCAAACGAT_TCAAACGAINDEL 18281.59 15 16 12 13 23 25 26 23 20 16 14 10 5 7 15 16 12 13 23 25 26 23 20 16 14 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-119_-74-118insTCGTTTGNA NA NA NA NA
Chr22 2755843 T TCAAACGA Chr22_2755843_T_TCAAACGAT_TCAAACGAINDEL 18281.59 15 16 12 13 23 25 26 23 20 16 14 10 5 7 15 16 12 13 23 25 26 23 20 16 14 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-133_-60-132insTCGTTTGNA NA NA NA NA
Chr22 2755843 T TCAAACGA Chr22_2755843_T_TCAAACGAT_TCAAACGAINDEL 18281.59 15 16 12 13 23 25 26 23 20 16 14 10 5 7 15 16 12 13 23 25 26 23 20 16 14 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-153_-40-152insTCGTTTGNA NA NA NA NA
Chr22 2755843 T TCAAACGA Chr22_2755843_T_TCAAACGAT_TCAAACGAINDEL 18281.59 15 16 12 13 23 25 26 23 20 16 14 10 5 7 15 16 12 13 23 25 26 23 20 16 14 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-119_-74-118insTCGTTTGNA NA NA NA NA
Chr22 2755845 T C Chr22_2755845_T_CT_C SNP 17390.63 16 16 11 11 22 23 25 24 18 16 14 11 4 8 16 16 11 11 22 23 25 24 18 16 14 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-154A>GNA NA NA NA NA
Chr22 2755845 T C Chr22_2755845_T_CT_C SNP 17390.63 16 16 11 11 22 23 25 24 18 16 14 11 4 8 16 16 11 11 22 23 25 24 18 16 14 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-120A>GNA NA NA NA NA
Chr22 2755845 T C Chr22_2755845_T_CT_C SNP 17390.63 16 16 11 11 22 23 25 24 18 16 14 11 4 8 16 16 11 11 22 23 25 24 18 16 14 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-120A>GNA NA NA NA NA
Chr22 2755845 T C Chr22_2755845_T_CT_C SNP 17390.63 16 16 11 11 22 23 25 24 18 16 14 11 4 8 16 16 11 11 22 23 25 24 18 16 14 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-134A>GNA NA NA NA NA
Chr22 2755845 T C Chr22_2755845_T_CT_C SNP 17390.63 16 16 11 11 22 23 25 24 18 16 14 11 4 8 16 16 11 11 22 23 25 24 18 16 14 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-154A>GNA NA NA NA NA
Chr22 2755845 T C Chr22_2755845_T_CT_C SNP 17390.63 16 16 11 11 22 23 25 24 18 16 14 11 4 8 16 16 11 11 22 23 25 24 18 16 14 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-120A>GNA NA NA NA NA
Chr22 2755848 C CACTG Chr22_2755848_C_CACTGC_CACTG INDEL 16616.59 17 16 11 11 23 23 25 22 18 16 13 12 4 8 17 16 11 11 23 23 25 22 18 16 13 12 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-158_-40-157insCAGTNA NA NA NA NA
Chr22 2755848 C CACTG Chr22_2755848_C_CACTGC_CACTG INDEL 16616.59 17 16 11 11 23 23 25 22 18 16 13 12 4 8 17 16 11 11 23 23 25 22 18 16 13 12 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-124_-74-123insCAGTNA NA NA NA NA
Chr22 2755848 C CACTG Chr22_2755848_C_CACTGC_CACTG INDEL 16616.59 17 16 11 11 23 23 25 22 18 16 13 12 4 8 17 16 11 11 23 23 25 22 18 16 13 12 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-124_-74-123insCAGTNA NA NA NA NA
Chr22 2755848 C CACTG Chr22_2755848_C_CACTGC_CACTG INDEL 16616.59 17 16 11 11 23 23 25 22 18 16 13 12 4 8 17 16 11 11 23 23 25 22 18 16 13 12 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-138_-60-137insCAGTNA NA NA NA NA
Chr22 2755848 C CACTG Chr22_2755848_C_CACTGC_CACTG INDEL 16616.59 17 16 11 11 23 23 25 22 18 16 13 12 4 8 17 16 11 11 23 23 25 22 18 16 13 12 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-158_-40-157insCAGTNA NA NA NA NA
Chr22 2755848 C CACTG Chr22_2755848_C_CACTGC_CACTG INDEL 16616.59 17 16 11 11 23 23 25 22 18 16 13 12 4 8 17 16 11 11 23 23 25 22 18 16 13 12 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-124_-74-123insCAGTNA NA NA NA NA
Chr22 2755850 T TA Chr22_2755850_T_TAT_TA INDEL 16616.59 17 15 11 11 23 25 25 21 17 14 11 12 4 7 17 15 11 11 23 25 25 21 17 14 11 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-160_-40-159insTNA NA NA NA NA
Chr22 2755850 T TA Chr22_2755850_T_TAT_TA INDEL 16616.59 17 15 11 11 23 25 25 21 17 14 11 12 4 7 17 15 11 11 23 25 25 21 17 14 11 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-126_-74-125insTNA NA NA NA NA
Chr22 2755850 T TA Chr22_2755850_T_TAT_TA INDEL 16616.59 17 15 11 11 23 25 25 21 17 14 11 12 4 7 17 15 11 11 23 25 25 21 17 14 11 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-126_-74-125insTNA NA NA NA NA
Chr22 2755850 T TA Chr22_2755850_T_TAT_TA INDEL 16616.59 17 15 11 11 23 25 25 21 17 14 11 12 4 7 17 15 11 11 23 25 25 21 17 14 11 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-140_-60-139insTNA NA NA NA NA
Chr22 2755850 T TA Chr22_2755850_T_TAT_TA INDEL 16616.59 17 15 11 11 23 25 25 21 17 14 11 12 4 7 17 15 11 11 23 25 25 21 17 14 11 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-160_-40-159insTNA NA NA NA NA
Chr22 2755850 T TA Chr22_2755850_T_TAT_TA INDEL 16616.59 17 15 11 11 23 25 25 21 17 14 11 12 4 7 17 15 11 11 23 25 25 21 17 14 11 12 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-126_-74-125insTNA NA NA NA NA
Chr22 2755855 C CGTCTA Chr22_2755855_C_CGTCTAC_CGTCTA INDEL 15176.59 16 14 10 10 22 24 26 20 16 14 9 10 4 6 16 14 10 10 22 24 26 20 16 14 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-165_-40-164insTAGACNA NA NA NA NA
Chr22 2755855 C CGTCTA Chr22_2755855_C_CGTCTAC_CGTCTA INDEL 15176.59 16 14 10 10 22 24 26 20 16 14 9 10 4 6 16 14 10 10 22 24 26 20 16 14 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-131_-74-130insTAGACNA NA NA NA NA
Chr22 2755855 C CGTCTA Chr22_2755855_C_CGTCTAC_CGTCTA INDEL 15176.59 16 14 10 10 22 24 26 20 16 14 9 10 4 6 16 14 10 10 22 24 26 20 16 14 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-131_-74-130insTAGACNA NA NA NA NA
Chr22 2755855 C CGTCTA Chr22_2755855_C_CGTCTAC_CGTCTA INDEL 15176.59 16 14 10 10 22 24 26 20 16 14 9 10 4 6 16 14 10 10 22 24 26 20 16 14 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-60-145_-60-144insTAGACNA NA NA NA NA
Chr22 2755855 C CGTCTA Chr22_2755855_C_CGTCTAC_CGTCTA INDEL 15176.59 16 14 10 10 22 24 26 20 16 14 9 10 4 6 16 14 10 10 22 24 26 20 16 14 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-40-165_-40-164insTAGACNA NA NA NA NA
Chr22 2755855 C CGTCTA Chr22_2755855_C_CGTCTAC_CGTCTA INDEL 15176.59 16 14 10 10 22 24 26 20 16 14 9 10 4 6 16 14 10 10 22 24 26 20 16 14 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-131_-74-130insTAGACNA NA NA NA NA
Chr22 2755863 CATTGTGCCTAC Chr22_2755863_CATTGTGCCTA_CCATTGTGCCTA_CINDEL 14276.59 15 14 9 11 25 22 21 19 14 13 10 9 5 6 15 14 9 11 25 22 21 19 14 13 10 9 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-182_-40-173delTAGGCACAATNA NA NA NA NA
Chr22 2755863 CATTGTGCCTAC Chr22_2755863_CATTGTGCCTA_CCATTGTGCCTA_CINDEL 14276.59 15 14 9 11 25 22 21 19 14 13 10 9 5 6 15 14 9 11 25 22 21 19 14 13 10 9 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-148_-74-139delTAGGCACAATNA NA NA NA NA
Chr22 2755863 CATTGTGCCTAC Chr22_2755863_CATTGTGCCTA_CCATTGTGCCTA_CINDEL 14276.59 15 14 9 11 25 22 21 19 14 13 10 9 5 6 15 14 9 11 25 22 21 19 14 13 10 9 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-148_-74-139delTAGGCACAATNA NA NA NA NA
Chr22 2755863 CATTGTGCCTAC Chr22_2755863_CATTGTGCCTA_CCATTGTGCCTA_CINDEL 14276.59 15 14 9 11 25 22 21 19 14 13 10 9 5 6 15 14 9 11 25 22 21 19 14 13 10 9 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-61+159_-60-153delTAGGCACAATNA NA NA NA NA
Chr22 2755863 CATTGTGCCTAC Chr22_2755863_CATTGTGCCTA_CCATTGTGCCTA_CINDEL 14276.59 15 14 9 11 25 22 21 19 14 13 10 9 5 6 15 14 9 11 25 22 21 19 14 13 10 9 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-41+159_-41+168delTAGGCACAATNA NA NA NA NA
Chr22 2755863 CATTGTGCCTAC Chr22_2755863_CATTGTGCCTA_CCATTGTGCCTA_CINDEL 14276.59 15 14 9 11 25 22 21 19 14 13 10 9 5 6 15 14 9 11 25 22 21 19 14 13 10 9 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-148_-74-139delTAGGCACAATNA NA NA NA NA
Chr22 2755878 G A Chr22_2755878_G_AG_A SNP 13970.63 16 13 9 13 24 21 21 19 14 12 10 10 5 6 16 13 9 13 24 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-187C>TNA NA NA NA NA
Chr22 2755878 G A Chr22_2755878_G_AG_A SNP 13970.63 16 13 9 13 24 21 21 19 14 12 10 10 5 6 16 13 9 13 24 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-74-153C>TNA NA NA NA NA
Chr22 2755878 G A Chr22_2755878_G_AG_A SNP 13970.63 16 13 9 13 24 21 21 19 14 12 10 10 5 6 16 13 9 13 24 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-74-153C>TNA NA NA NA NA
Chr22 2755878 G A Chr22_2755878_G_AG_A SNP 13970.63 16 13 9 13 24 21 21 19 14 12 10 10 5 6 16 13 9 13 24 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-61+154C>TNA NA NA NA NA
Chr22 2755878 G A Chr22_2755878_G_AG_A SNP 13970.63 16 13 9 13 24 21 21 19 14 12 10 10 5 6 16 13 9 13 24 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-41+154C>TNA NA NA NA NA
Chr22 2755878 G A Chr22_2755878_G_AG_A SNP 13970.63 16 13 9 13 24 21 21 19 14 12 10 10 5 6 16 13 9 13 24 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-74-153C>TNA NA NA NA NA
Chr22 2755879 CTT C Chr22_2755879_CTT_CCTT_C INDEL 14096.59 16 13 8 13 23 21 21 19 14 12 10 10 5 6 16 13 8 13 23 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-190_-40-189delAANA NA NA NA NA
Chr22 2755879 CTT C Chr22_2755879_CTT_CCTT_C INDEL 14096.59 16 13 8 13 23 21 21 19 14 12 10 10 5 6 16 13 8 13 23 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-75+151_-75+152delAANA NA NA NA NA
Chr22 2755879 CTT C Chr22_2755879_CTT_CCTT_C INDEL 14096.59 16 13 8 13 23 21 21 19 14 12 10 10 5 6 16 13 8 13 23 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-75+151_-75+152delAANA NA NA NA NA
Chr22 2755879 CTT C Chr22_2755879_CTT_CCTT_C INDEL 14096.59 16 13 8 13 23 21 21 19 14 12 10 10 5 6 16 13 8 13 23 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-61+151_-61+152delAANA NA NA NA NA
Chr22 2755879 CTT C Chr22_2755879_CTT_CCTT_C INDEL 14096.59 16 13 8 13 23 21 21 19 14 12 10 10 5 6 16 13 8 13 23 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-41+151_-41+152delAANA NA NA NA NA
Chr22 2755879 CTT C Chr22_2755879_CTT_CCTT_C INDEL 14096.59 16 13 8 13 23 21 21 19 14 12 10 10 5 6 16 13 8 13 23 21 21 19 14 12 10 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-75+151_-75+152delAANA NA NA NA NA
Chr22 2755882 GTTT G Chr22_2755882_GTTT_GGTTT_G INDEL 14051.59 16 13 8 13 23 21 21 20 14 13 9 10 5 6 16 13 8 13 23 21 21 20 14 13 9 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-194_-40-192delAAANA NA NA NA NA
Chr22 2755882 GTTT G Chr22_2755882_GTTT_GGTTT_G INDEL 14051.59 16 13 8 13 23 21 21 20 14 13 9 10 5 6 16 13 8 13 23 21 21 20 14 13 9 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-75+147_-75+149delAAANA NA NA NA NA
Chr22 2755882 GTTT G Chr22_2755882_GTTT_GGTTT_G INDEL 14051.59 16 13 8 13 23 21 21 20 14 13 9 10 5 6 16 13 8 13 23 21 21 20 14 13 9 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-75+147_-75+149delAAANA NA NA NA NA
Chr22 2755882 GTTT G Chr22_2755882_GTTT_GGTTT_G INDEL 14051.59 16 13 8 13 23 21 21 20 14 13 9 10 5 6 16 13 8 13 23 21 21 20 14 13 9 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-61+147_-61+149delAAANA NA NA NA NA
Chr22 2755882 GTTT G Chr22_2755882_GTTT_GGTTT_G INDEL 14051.59 16 13 8 13 23 21 21 20 14 13 9 10 5 6 16 13 8 13 23 21 21 20 14 13 9 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-41+147_-41+149delAAANA NA NA NA NA
Chr22 2755882 GTTT G Chr22_2755882_GTTT_GGTTT_G INDEL 14051.59 16 13 8 13 23 21 21 20 14 13 9 10 5 6 16 13 8 13 23 21 21 20 14 13 9 10 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-75+147_-75+149delAAANA NA NA NA NA
Chr22 2755888 G A Chr22_2755888_G_AG_A SNP 14015.63 15 15 8 14 23 21 21 19 14 13 9 10 4 6 15 15 8 14 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-197C>TNA NA NA NA NA
Chr22 2755888 G A Chr22_2755888_G_AG_A SNP 14015.63 15 15 8 14 23 21 21 19 14 13 9 10 4 6 15 15 8 14 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-75+144C>TNA NA NA NA NA
Chr22 2755888 G A Chr22_2755888_G_AG_A SNP 14015.63 15 15 8 14 23 21 21 19 14 13 9 10 4 6 15 15 8 14 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-75+144C>TNA NA NA NA NA
Chr22 2755888 G A Chr22_2755888_G_AG_A SNP 14015.63 15 15 8 14 23 21 21 19 14 13 9 10 4 6 15 15 8 14 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-61+144C>TNA NA NA NA NA
Chr22 2755888 G A Chr22_2755888_G_AG_A SNP 14015.63 15 15 8 14 23 21 21 19 14 13 9 10 4 6 15 15 8 14 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-41+144C>TNA NA NA NA NA
Chr22 2755888 G A Chr22_2755888_G_AG_A SNP 14015.63 15 15 8 14 23 21 21 19 14 13 9 10 4 6 15 15 8 14 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-75+144C>TNA NA NA NA NA
Chr22 2755889 ATT A Chr22_2755889_ATT_AATT_A INDEL 14186.59 15 15 8 13 23 21 21 19 14 13 9 10 4 6 15 15 8 13 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-200_-40-199delAANA NA NA NA NA
Chr22 2755889 ATT A Chr22_2755889_ATT_AATT_A INDEL 14186.59 15 15 8 13 23 21 21 19 14 13 9 10 4 6 15 15 8 13 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-75+141_-75+142delAANA NA NA NA NA
Chr22 2755889 ATT A Chr22_2755889_ATT_AATT_A INDEL 14186.59 15 15 8 13 23 21 21 19 14 13 9 10 4 6 15 15 8 13 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-75+141_-75+142delAANA NA NA NA NA
Chr22 2755889 ATT A Chr22_2755889_ATT_AATT_A INDEL 14186.59 15 15 8 13 23 21 21 19 14 13 9 10 4 6 15 15 8 13 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-61+141_-61+142delAANA NA NA NA NA
Chr22 2755889 ATT A Chr22_2755889_ATT_AATT_A INDEL 14186.59 15 15 8 13 23 21 21 19 14 13 9 10 4 6 15 15 8 13 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-41+141_-41+142delAANA NA NA NA NA
Chr22 2755889 ATT A Chr22_2755889_ATT_AATT_A INDEL 14186.59 15 15 8 13 23 21 21 19 14 13 9 10 4 6 15 15 8 13 23 21 21 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-75+141_-75+142delAANA NA NA NA NA
Chr22 2755892 G A Chr22_2755892_G_AG_A SNP 14215.63 16 14 8 12 23 21 22 19 14 13 9 10 4 6 16 14 8 12 23 21 22 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-201C>TNA NA NA NA NA
Chr22 2755892 G A Chr22_2755892_G_AG_A SNP 14215.63 16 14 8 12 23 21 22 19 14 13 9 10 4 6 16 14 8 12 23 21 22 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-75+140C>TNA NA NA NA NA
Chr22 2755892 G A Chr22_2755892_G_AG_A SNP 14215.63 16 14 8 12 23 21 22 19 14 13 9 10 4 6 16 14 8 12 23 21 22 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-75+140C>TNA NA NA NA NA
Chr22 2755892 G A Chr22_2755892_G_AG_A SNP 14215.63 16 14 8 12 23 21 22 19 14 13 9 10 4 6 16 14 8 12 23 21 22 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-61+140C>TNA NA NA NA NA
Chr22 2755892 G A Chr22_2755892_G_AG_A SNP 14215.63 16 14 8 12 23 21 22 19 14 13 9 10 4 6 16 14 8 12 23 21 22 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-41+140C>TNA NA NA NA NA
Chr22 2755892 G A Chr22_2755892_G_AG_A SNP 14215.63 16 14 8 12 23 21 22 19 14 13 9 10 4 6 16 14 8 12 23 21 22 19 14 13 9 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-75+140C>TNA NA NA NA NA
Chr22 2755893 T TCCCC Chr22_2755893_T_TCCCCT_TCCCC INDEL 14206.59 16 14 8 12 23 21 23 19 14 13 8 10 4 6 16 14 8 12 23 21 23 19 14 13 8 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_coding 01-sept c.-40-203_-40-202insGGGGNA NA NA NA NA
Chr22 2755893 T TCCCC Chr22_2755893_T_TCCCCT_TCCCC INDEL 14206.59 16 14 8 12 23 21 23 19 14 13 8 10 4 6 16 14 8 12 23 21 23 19 14 13 8 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_coding 02-oct c.-75+138_-75+139insGGGGNA NA NA NA NA
Chr22 2755893 T TCCCC Chr22_2755893_T_TCCCCT_TCCCC INDEL 14206.59 16 14 8 12 23 21 23 19 14 13 8 10 4 6 16 14 8 12 23 21 23 19 14 13 8 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_coding 02-oct c.-75+138_-75+139insGGGGNA NA NA NA NA
Chr22 2755893 T TCCCC Chr22_2755893_T_TCCCCT_TCCCC INDEL 14206.59 16 14 8 12 23 21 23 19 14 13 8 10 4 6 16 14 8 12 23 21 23 19 14 13 8 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_coding 02-oct c.-61+138_-61+139insGGGGNA NA NA NA NA
Chr22 2755893 T TCCCC Chr22_2755893_T_TCCCCT_TCCCC INDEL 14206.59 16 14 8 12 23 21 23 19 14 13 8 10 4 6 16 14 8 12 23 21 23 19 14 13 8 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_coding 02-oct c.-41+138_-41+139insGGGGNA NA NA NA NA
Chr22 2755893 T TCCCC Chr22_2755893_T_TCCCCT_TCCCC INDEL 14206.59 16 14 8 12 23 21 23 19 14 13 8 10 4 6 16 14 8 12 23 21 23 19 14 13 8 10 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_coding 02-août c.-75+138_-75+139insGGGGNA NA NA NA NA
Chr22 2759137 AAT A Chr22_2759137_AAT_AAAT_A INDEL 2436.24 0 0 0 12 18 19 16 11 0 0 0 0 1 0 15 14 13 14 19 22 17 12 11 17 12 7 8 7 0 0 0 0.857 0.947 0.864 0.941 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905295protein_codingNA c.-3488_-3487delATNA NA NA NA 2663
Chr22 2759137 AAT A Chr22_2759137_AAT_AAAT_A INDEL 2436.24 0 0 0 12 18 19 16 11 0 0 0 0 1 0 15 14 13 14 19 22 17 12 11 17 12 7 8 7 0 0 0 0.857 0.947 0.864 0.941 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905298protein_codingNA c.-3488_-3487delATNA NA NA NA 2604
Chr22 2759137 AAT A Chr22_2759137_AAT_AAAT_A INDEL 2436.24 0 0 0 12 18 19 16 11 0 0 0 0 1 0 15 14 13 14 19 22 17 12 11 17 12 7 8 7 0 0 0 0.857 0.947 0.864 0.941 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905299protein_codingNA c.-3488_-3487delATNA NA NA NA 2650
Chr22 2759137 AAT A Chr22_2759137_AAT_AAAT_A INDEL 2436.24 0 0 0 12 18 19 16 11 0 0 0 0 1 0 15 14 13 14 19 22 17 12 11 17 12 7 8 7 0 0 0 0.857 0.947 0.864 0.941 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905297protein_codingNA c.-3488_-3487delATNA NA NA NA 2674
Chr22 2759137 AAT A Chr22_2759137_AAT_AAAT_A INDEL 2436.24 0 0 0 12 18 19 16 11 0 0 0 0 1 0 15 14 13 14 19 22 17 12 11 17 12 7 8 7 0 0 0 0.857 0.947 0.864 0.941 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905296protein_codingNA c.-3488_-3487delATNA NA NA NA 2672
Chr22 2759137 AAT A Chr22_2759137_AAT_AAAT_A INDEL 2436.24 0 0 0 12 18 19 16 11 0 0 0 0 1 0 15 14 13 14 19 22 17 12 11 17 12 7 8 7 0 0 0 0.857 0.947 0.864 0.941 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c22_4630Pp3c22_4630transcript PAC:32905300protein_codingNA c.-3488_-3487delATNA NA NA NA 2651
Chr22 2759137 AAT A Chr22_2759137_AAT_AAAT_A INDEL 2436.24 0 0 0 12 18 19 16 11 0 0 0 0 1 0 15 14 13 14 19 22 17 12 11 17 12 7 8 7 0 0 0 0.857 0.947 0.864 0.941 0.917 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_4630-Pp3c22_4640Pp3c22_4630-Pp3c22_4640intergenic_regionPp3c22_4630-Pp3c22_4640NA NA n.2759138_2759139delATNA NA NA NA NA
Chr22 2817674 C A Chr22_2817674_C_AC_A SNP 12330.63 24 9 13 12 6 14 17 16 21 11 7 10 4 7 24 9 13 12 6 14 17 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902873protein_coding24/24 c.*214G>T NA NA NA NA 214
Chr22 2817674 C A Chr22_2817674_C_AC_A SNP 12330.63 24 9 13 12 6 14 17 16 21 11 7 10 4 7 24 9 13 12 6 14 17 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902876protein_coding24/24 c.*214G>T NA NA NA NA 214
Chr22 2817674 C A Chr22_2817674_C_AC_A SNP 12330.63 24 9 13 12 6 14 17 16 21 11 7 10 4 7 24 9 13 12 6 14 17 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902877protein_coding24/24 c.*214G>T NA NA NA NA 214
Chr22 2817674 C A Chr22_2817674_C_AC_A SNP 12330.63 24 9 13 12 6 14 17 16 21 11 7 10 4 7 24 9 13 12 6 14 17 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902878protein_coding24/24 c.*281G>T NA NA NA NA 557
Chr22 2817674 C A Chr22_2817674_C_AC_A SNP 12330.63 24 9 13 12 6 14 17 16 21 11 7 10 4 7 24 9 13 12 6 14 17 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902879protein_coding24/24 c.*281G>T NA NA NA NA 557
Chr22 2817674 C A Chr22_2817674_C_AC_A SNP 12330.63 24 9 13 12 6 14 17 16 21 11 7 10 4 7 24 9 13 12 6 14 17 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902875protein_coding24/24 c.*214G>T NA NA NA NA 214
Chr22 2817674 C A Chr22_2817674_C_AC_A SNP 12330.63 24 9 13 12 6 14 17 16 21 11 7 10 4 7 24 9 13 12 6 14 17 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902874protein_coding24/24 c.*214G>T NA NA NA NA 214
Chr22 2817674 C A Chr22_2817674_C_AC_A SNP 12330.63 24 9 13 12 6 14 17 16 21 11 7 10 4 7 24 9 13 12 6 14 17 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904712protein_codingNA c.-1116G>T NA NA NA NA 943
Chr22 2817674 C A Chr22_2817674_C_AC_A SNP 12330.63 24 9 13 12 6 14 17 16 21 11 7 10 4 7 24 9 13 12 6 14 17 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904713protein_codingNA c.-1116G>T NA NA NA NA 945
Chr22 2817674 C A Chr22_2817674_C_AC_A SNP 12330.63 24 9 13 12 6 14 17 16 21 11 7 10 4 7 24 9 13 12 6 14 17 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902880protein_codingNA c.*2526G>T NA NA NA NA 2523
Chr22 2817675 TTTCC T Chr22_2817675_TTTCC_TTTTCC_T INDEL 12366.59 24 9 14 11 6 14 18 16 21 11 7 10 4 7 24 9 14 11 6 14 18 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902873protein_coding24/24 c.*209_*212delGGAANA NA NA NA 209
Chr22 2817675 TTTCC T Chr22_2817675_TTTCC_TTTTCC_T INDEL 12366.59 24 9 14 11 6 14 18 16 21 11 7 10 4 7 24 9 14 11 6 14 18 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902876protein_coding24/24 c.*209_*212delGGAANA NA NA NA 209
Chr22 2817675 TTTCC T Chr22_2817675_TTTCC_TTTTCC_T INDEL 12366.59 24 9 14 11 6 14 18 16 21 11 7 10 4 7 24 9 14 11 6 14 18 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902877protein_coding24/24 c.*209_*212delGGAANA NA NA NA 209
Chr22 2817675 TTTCC T Chr22_2817675_TTTCC_TTTTCC_T INDEL 12366.59 24 9 14 11 6 14 18 16 21 11 7 10 4 7 24 9 14 11 6 14 18 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902878protein_coding24/24 c.*276_*279delGGAANA NA NA NA 552
Chr22 2817675 TTTCC T Chr22_2817675_TTTCC_TTTTCC_T INDEL 12366.59 24 9 14 11 6 14 18 16 21 11 7 10 4 7 24 9 14 11 6 14 18 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902879protein_coding24/24 c.*276_*279delGGAANA NA NA NA 552
Chr22 2817675 TTTCC T Chr22_2817675_TTTCC_TTTTCC_T INDEL 12366.59 24 9 14 11 6 14 18 16 21 11 7 10 4 7 24 9 14 11 6 14 18 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902875protein_coding24/24 c.*209_*212delGGAANA NA NA NA 209
Chr22 2817675 TTTCC T Chr22_2817675_TTTCC_TTTTCC_T INDEL 12366.59 24 9 14 11 6 14 18 16 21 11 7 10 4 7 24 9 14 11 6 14 18 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902874protein_coding24/24 c.*209_*212delGGAANA NA NA NA 209
Chr22 2817675 TTTCC T Chr22_2817675_TTTCC_TTTTCC_T INDEL 12366.59 24 9 14 11 6 14 18 16 21 11 7 10 4 7 24 9 14 11 6 14 18 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904712protein_codingNA c.-1121_-1118delGGAANA NA NA NA 945
Chr22 2817675 TTTCC T Chr22_2817675_TTTCC_TTTTCC_T INDEL 12366.59 24 9 14 11 6 14 18 16 21 11 7 10 4 7 24 9 14 11 6 14 18 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904713protein_codingNA c.-1121_-1118delGGAANA NA NA NA 947
Chr22 2817675 TTTCC T Chr22_2817675_TTTCC_TTTTCC_T INDEL 12366.59 24 9 14 11 6 14 18 16 21 11 7 10 4 7 24 9 14 11 6 14 18 16 21 11 7 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902880protein_codingNA c.*2521_*2524delGGAANA NA NA NA 2521
Chr22 2817680 AG A Chr22_2817680_AG_AAG_A INDEL 12431.59 24 9 14 11 6 14 18 16 20 11 6 10 4 7 24 9 14 11 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902873protein_coding24/24 c.*207delC NA NA NA NA 207
Chr22 2817680 AG A Chr22_2817680_AG_AAG_A INDEL 12431.59 24 9 14 11 6 14 18 16 20 11 6 10 4 7 24 9 14 11 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902876protein_coding24/24 c.*207delC NA NA NA NA 207



Chr22 2817680 AG A Chr22_2817680_AG_AAG_A INDEL 12431.59 24 9 14 11 6 14 18 16 20 11 6 10 4 7 24 9 14 11 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902877protein_coding24/24 c.*207delC NA NA NA NA 207
Chr22 2817680 AG A Chr22_2817680_AG_AAG_A INDEL 12431.59 24 9 14 11 6 14 18 16 20 11 6 10 4 7 24 9 14 11 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902878protein_coding24/24 c.*274delC NA NA NA NA 550
Chr22 2817680 AG A Chr22_2817680_AG_AAG_A INDEL 12431.59 24 9 14 11 6 14 18 16 20 11 6 10 4 7 24 9 14 11 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902879protein_coding24/24 c.*274delC NA NA NA NA 550
Chr22 2817680 AG A Chr22_2817680_AG_AAG_A INDEL 12431.59 24 9 14 11 6 14 18 16 20 11 6 10 4 7 24 9 14 11 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902875protein_coding24/24 c.*207delC NA NA NA NA 207
Chr22 2817680 AG A Chr22_2817680_AG_AAG_A INDEL 12431.59 24 9 14 11 6 14 18 16 20 11 6 10 4 7 24 9 14 11 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902874protein_coding24/24 c.*207delC NA NA NA NA 207
Chr22 2817680 AG A Chr22_2817680_AG_AAG_A INDEL 12431.59 24 9 14 11 6 14 18 16 20 11 6 10 4 7 24 9 14 11 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904712protein_codingNA c.-1123delC NA NA NA NA 950
Chr22 2817680 AG A Chr22_2817680_AG_AAG_A INDEL 12431.59 24 9 14 11 6 14 18 16 20 11 6 10 4 7 24 9 14 11 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904713protein_codingNA c.-1123delC NA NA NA NA 952
Chr22 2817680 AG A Chr22_2817680_AG_AAG_A INDEL 12431.59 24 9 14 11 6 14 18 16 20 11 6 10 4 7 24 9 14 11 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902880protein_codingNA c.*2519delC NA NA NA NA 2516
Chr22 2817684 C A Chr22_2817684_C_AC_A SNP 12755.63 23 8 12 12 6 14 18 16 20 11 6 10 4 7 23 8 12 12 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902873protein_coding24/24 c.*204G>T NA NA NA NA 204
Chr22 2817684 C A Chr22_2817684_C_AC_A SNP 12755.63 23 8 12 12 6 14 18 16 20 11 6 10 4 7 23 8 12 12 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902876protein_coding24/24 c.*204G>T NA NA NA NA 204
Chr22 2817684 C A Chr22_2817684_C_AC_A SNP 12755.63 23 8 12 12 6 14 18 16 20 11 6 10 4 7 23 8 12 12 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902877protein_coding24/24 c.*204G>T NA NA NA NA 204
Chr22 2817684 C A Chr22_2817684_C_AC_A SNP 12755.63 23 8 12 12 6 14 18 16 20 11 6 10 4 7 23 8 12 12 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902878protein_coding24/24 c.*271G>T NA NA NA NA 547
Chr22 2817684 C A Chr22_2817684_C_AC_A SNP 12755.63 23 8 12 12 6 14 18 16 20 11 6 10 4 7 23 8 12 12 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902879protein_coding24/24 c.*271G>T NA NA NA NA 547
Chr22 2817684 C A Chr22_2817684_C_AC_A SNP 12755.63 23 8 12 12 6 14 18 16 20 11 6 10 4 7 23 8 12 12 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902875protein_coding24/24 c.*204G>T NA NA NA NA 204
Chr22 2817684 C A Chr22_2817684_C_AC_A SNP 12755.63 23 8 12 12 6 14 18 16 20 11 6 10 4 7 23 8 12 12 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902874protein_coding24/24 c.*204G>T NA NA NA NA 204
Chr22 2817684 C A Chr22_2817684_C_AC_A SNP 12755.63 23 8 12 12 6 14 18 16 20 11 6 10 4 7 23 8 12 12 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904712protein_codingNA c.-1126G>T NA NA NA NA 953
Chr22 2817684 C A Chr22_2817684_C_AC_A SNP 12755.63 23 8 12 12 6 14 18 16 20 11 6 10 4 7 23 8 12 12 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904713protein_codingNA c.-1126G>T NA NA NA NA 955
Chr22 2817684 C A Chr22_2817684_C_AC_A SNP 12755.63 23 8 12 12 6 14 18 16 20 11 6 10 4 7 23 8 12 12 6 14 18 16 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902880protein_codingNA c.*2516G>T NA NA NA NA 2513
Chr22 2817686 TTGG T Chr22_2817686_TTGG_TTTGG_T INDEL 12701.59 24 8 12 12 7 14 19 15 20 11 6 10 4 7 24 8 12 12 7 14 19 15 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902873protein_coding24/24 c.*199_*201delCCANA NA NA NA 199
Chr22 2817686 TTGG T Chr22_2817686_TTGG_TTTGG_T INDEL 12701.59 24 8 12 12 7 14 19 15 20 11 6 10 4 7 24 8 12 12 7 14 19 15 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902876protein_coding24/24 c.*199_*201delCCANA NA NA NA 199
Chr22 2817686 TTGG T Chr22_2817686_TTGG_TTTGG_T INDEL 12701.59 24 8 12 12 7 14 19 15 20 11 6 10 4 7 24 8 12 12 7 14 19 15 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902877protein_coding24/24 c.*199_*201delCCANA NA NA NA 199
Chr22 2817686 TTGG T Chr22_2817686_TTGG_TTTGG_T INDEL 12701.59 24 8 12 12 7 14 19 15 20 11 6 10 4 7 24 8 12 12 7 14 19 15 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902878protein_coding24/24 c.*266_*268delCCANA NA NA NA 542
Chr22 2817686 TTGG T Chr22_2817686_TTGG_TTTGG_T INDEL 12701.59 24 8 12 12 7 14 19 15 20 11 6 10 4 7 24 8 12 12 7 14 19 15 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902879protein_coding24/24 c.*266_*268delCCANA NA NA NA 542
Chr22 2817686 TTGG T Chr22_2817686_TTGG_TTTGG_T INDEL 12701.59 24 8 12 12 7 14 19 15 20 11 6 10 4 7 24 8 12 12 7 14 19 15 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902875protein_coding24/24 c.*199_*201delCCANA NA NA NA 199
Chr22 2817686 TTGG T Chr22_2817686_TTGG_TTTGG_T INDEL 12701.59 24 8 12 12 7 14 19 15 20 11 6 10 4 7 24 8 12 12 7 14 19 15 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902874protein_coding24/24 c.*199_*201delCCANA NA NA NA 199
Chr22 2817686 TTGG T Chr22_2817686_TTGG_TTTGG_T INDEL 12701.59 24 8 12 12 7 14 19 15 20 11 6 10 4 7 24 8 12 12 7 14 19 15 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904712protein_codingNA c.-1131_-1129delCCANA NA NA NA 956
Chr22 2817686 TTGG T Chr22_2817686_TTGG_TTTGG_T INDEL 12701.59 24 8 12 12 7 14 19 15 20 11 6 10 4 7 24 8 12 12 7 14 19 15 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904713protein_codingNA c.-1131_-1129delCCANA NA NA NA 958
Chr22 2817686 TTGG T Chr22_2817686_TTGG_TTTGG_T INDEL 12701.59 24 8 12 12 7 14 19 15 20 11 6 10 4 7 24 8 12 12 7 14 19 15 20 11 6 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902880protein_codingNA c.*2511_*2513delCCANA NA NA NA 2510
Chr22 2817691 A AATAAATT Chr22_2817691_A_AATAAATTA_AATAAATTINDEL 13714.59 24 9 12 12 8 14 20 15 23 10 6 10 5 7 24 9 12 12 8 14 20 15 23 10 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902873protein_coding24/24 c.*196_*197insAATTTATNA NA NA NA 196
Chr22 2817691 A AATAAATT Chr22_2817691_A_AATAAATTA_AATAAATTINDEL 13714.59 24 9 12 12 8 14 20 15 23 10 6 10 5 7 24 9 12 12 8 14 20 15 23 10 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902876protein_coding24/24 c.*196_*197insAATTTATNA NA NA NA 196
Chr22 2817691 A AATAAATT Chr22_2817691_A_AATAAATTA_AATAAATTINDEL 13714.59 24 9 12 12 8 14 20 15 23 10 6 10 5 7 24 9 12 12 8 14 20 15 23 10 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902877protein_coding24/24 c.*196_*197insAATTTATNA NA NA NA 196
Chr22 2817691 A AATAAATT Chr22_2817691_A_AATAAATTA_AATAAATTINDEL 13714.59 24 9 12 12 8 14 20 15 23 10 6 10 5 7 24 9 12 12 8 14 20 15 23 10 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902878protein_coding24/24 c.*263_*264insAATTTATNA NA NA NA 539
Chr22 2817691 A AATAAATT Chr22_2817691_A_AATAAATTA_AATAAATTINDEL 13714.59 24 9 12 12 8 14 20 15 23 10 6 10 5 7 24 9 12 12 8 14 20 15 23 10 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902879protein_coding24/24 c.*263_*264insAATTTATNA NA NA NA 539
Chr22 2817691 A AATAAATT Chr22_2817691_A_AATAAATTA_AATAAATTINDEL 13714.59 24 9 12 12 8 14 20 15 23 10 6 10 5 7 24 9 12 12 8 14 20 15 23 10 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902875protein_coding24/24 c.*196_*197insAATTTATNA NA NA NA 196
Chr22 2817691 A AATAAATT Chr22_2817691_A_AATAAATTA_AATAAATTINDEL 13714.59 24 9 12 12 8 14 20 15 23 10 6 10 5 7 24 9 12 12 8 14 20 15 23 10 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902874protein_coding24/24 c.*196_*197insAATTTATNA NA NA NA 196
Chr22 2817691 A AATAAATT Chr22_2817691_A_AATAAATTA_AATAAATTINDEL 13714.59 24 9 12 12 8 14 20 15 23 10 6 10 5 7 24 9 12 12 8 14 20 15 23 10 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904712protein_codingNA c.-1134_-1133insAATTTATNA NA NA NA 961
Chr22 2817691 A AATAAATT Chr22_2817691_A_AATAAATTA_AATAAATTINDEL 13714.59 24 9 12 12 8 14 20 15 23 10 6 10 5 7 24 9 12 12 8 14 20 15 23 10 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_4730Pp3c22_4730transcript PAC:32904713protein_codingNA c.-1134_-1133insAATTTATNA NA NA NA 963
Chr22 2817691 A AATAAATT Chr22_2817691_A_AATAAATTA_AATAAATTINDEL 13714.59 24 9 12 12 8 14 20 15 23 10 6 10 5 7 24 9 12 12 8 14 20 15 23 10 6 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_4740Pp3c22_4740transcript PAC:32902880protein_codingNA c.*2508_*2509insAATTTATNA NA NA NA 2505
Chr22 2937690 G T Chr22_2937690_G_TG_T SNP 14998.63 27 14 14 18 19 31 15 26 16 13 8 14 7 11 27 14 14 18 19 31 15 26 16 13 8 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_4950-Pp3c22_4960Pp3c22_4950-Pp3c22_4960intergenic_regionPp3c22_4950-Pp3c22_4960NA NA n.2937690G>TNA NA NA NA NA
Chr22 2997059 GAT G Chr22_2997059_GAT_GGAT_G INDEL 4375.24 0 0 0 0 0 27 0 0 0 0 0 0 0 0 21 9 11 13 21 27 17 20 22 26 14 10 8 12 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c22_5080Pp3c22_5080transcript PAC:32904955protein_codingNA c.-1078_-1077delATNA NA NA NA 923
Chr22 2997059 GAT G Chr22_2997059_GAT_GGAT_G INDEL 4375.24 0 0 0 0 0 27 0 0 0 0 0 0 0 0 21 9 11 13 21 27 17 20 22 26 14 10 8 12 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c22_5080Pp3c22_5080transcript PAC:32904956protein_codingNA c.-1078_-1077delATNA NA NA NA 938
Chr22 2997059 GAT G Chr22_2997059_GAT_GGAT_G INDEL 4375.24 0 0 0 0 0 27 0 0 0 0 0 0 0 0 21 9 11 13 21 27 17 20 22 26 14 10 8 12 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c22_5080-Pp3c22_5130Pp3c22_5080-Pp3c22_5130intergenic_regionPp3c22_5080-Pp3c22_5130NA NA n.2997060_2997061delATNA NA NA NA NA
Chr22 3231328 A AATT Chr22_3231328_A_AATTA_AATT INDEL 15671.59 17 13 8 22 6 15 23 21 15 17 7 14 17 4 17 13 8 22 6 15 23 21 15 17 7 14 17 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_5590Pp3c22_5590transcript PAC:32902813protein_codingNA c.*374_*375insATTNA NA NA NA 375
Chr22 3231328 A AATT Chr22_3231328_A_AATTA_AATT INDEL 15671.59 17 13 8 22 6 15 23 21 15 17 7 14 17 4 17 13 8 22 6 15 23 21 15 17 7 14 17 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_5590-Pp3c22_5610Pp3c22_5590-Pp3c22_5610intergenic_regionPp3c22_5590-Pp3c22_5610NA NA n.3231328_3231329insATTNA NA NA NA NA
Chr22 3256844 C T Chr22_3256844_C_TC_T SNP 8569.63 9 7 13 10 13 12 16 12 13 8 8 7 4 5 9 7 13 10 13 12 16 12 13 8 8 7 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_5612-Pp3c22_5640Pp3c22_5612-Pp3c22_5640intergenic_regionPp3c22_5612-Pp3c22_5640NA NA n.3256844C>TNA NA NA NA NA
Chr22 3338593 G A Chr22_3338593_G_AG_A SNP 20404.63 31 11 18 25 17 21 28 23 24 23 23 23 9 15 31 11 18 25 17 21 28 23 24 23 23 23 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_5760Pp3c22_5760transcript PAC:32903253protein_codingNA c.*1119G>A NA NA NA NA 772
Chr22 3338593 G A Chr22_3338593_G_AG_A SNP 20404.63 31 11 18 25 17 21 28 23 24 23 23 23 9 15 31 11 18 25 17 21 28 23 24 23 23 23 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_5760Pp3c22_5760transcript PAC:32903255protein_codingNA c.*1588G>A NA NA NA NA 848
Chr22 3338593 G A Chr22_3338593_G_AG_A SNP 20404.63 31 11 18 25 17 21 28 23 24 23 23 23 9 15 31 11 18 25 17 21 28 23 24 23 23 23 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_5760Pp3c22_5760transcript PAC:32903256protein_codingNA c.*1588G>A NA NA NA NA 1314
Chr22 3338593 G A Chr22_3338593_G_AG_A SNP 20404.63 31 11 18 25 17 21 28 23 24 23 23 23 9 15 31 11 18 25 17 21 28 23 24 23 23 23 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_5760Pp3c22_5760transcript PAC:32903257protein_codingNA c.*1588G>A NA NA NA NA 1011
Chr22 3338593 G A Chr22_3338593_G_AG_A SNP 20404.63 31 11 18 25 17 21 28 23 24 23 23 23 9 15 31 11 18 25 17 21 28 23 24 23 23 23 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_5760Pp3c22_5760transcript PAC:32903254protein_codingNA c.*1119G>A NA NA NA NA 1031
Chr22 3338593 G A Chr22_3338593_G_AG_A SNP 20404.63 31 11 18 25 17 21 28 23 24 23 23 23 9 15 31 11 18 25 17 21 28 23 24 23 23 23 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_5760-Pp3c22_5780Pp3c22_5760-Pp3c22_5780intergenic_regionPp3c22_5760-Pp3c22_5780NA NA n.3338593G>ANA NA NA NA NA
Chr22 3407831 A T Chr22_3407831_A_TA_T SNP 22529.63 44 16 12 21 27 27 40 27 19 22 11 22 15 13 44 16 12 21 27 27 40 27 19 22 11 22 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_5870-Pp3c22_5920Pp3c22_5870-Pp3c22_5920intergenic_regionPp3c22_5870-Pp3c22_5920NA NA n.3407831A>TNA NA NA NA NA
Chr22 3407891 T A Chr22_3407891_T_AT_A SNP 17480.63 36 12 5 21 20 17 27 19 11 22 6 16 11 14 36 12 5 21 20 17 27 19 11 22 6 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_5870-Pp3c22_5920Pp3c22_5870-Pp3c22_5920intergenic_regionPp3c22_5870-Pp3c22_5920NA NA n.3407891T>ANA NA NA NA NA
Chr22 3494230 GAT G Chr22_3494230_GAT_GGAT_G INDEL 8760.59 21 12 13 16 12 15 17 13 14 13 9 12 12 6 21 12 13 16 12 15 17 13 14 13 9 13 12 6 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_6020Pp3c22_6020transcript PAC:32903040protein_codingNA c.-1632_-1631delATNA NA NA NA 420
Chr22 3494230 GAT G Chr22_3494230_GAT_GGAT_G INDEL 8760.59 21 12 13 16 12 15 17 13 14 13 9 12 12 6 21 12 13 16 12 15 17 13 14 13 9 13 12 6 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_6020Pp3c22_6020transcript PAC:32903042protein_codingNA c.-1632_-1631delATNA NA NA NA 994
Chr22 3494230 GAT G Chr22_3494230_GAT_GGAT_G INDEL 8760.59 21 12 13 16 12 15 17 13 14 13 9 12 12 6 21 12 13 16 12 15 17 13 14 13 9 13 12 6 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_6020Pp3c22_6020transcript PAC:32903045protein_codingNA c.-1632_-1631delATNA NA NA NA 1025
Chr22 3494230 GAT G Chr22_3494230_GAT_GGAT_G INDEL 8760.59 21 12 13 16 12 15 17 13 14 13 9 12 12 6 21 12 13 16 12 15 17 13 14 13 9 13 12 6 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_6020Pp3c22_6020transcript PAC:32903041protein_codingNA c.-1632_-1631delATNA NA NA NA 1025
Chr22 3494230 GAT G Chr22_3494230_GAT_GGAT_G INDEL 8760.59 21 12 13 16 12 15 17 13 14 13 9 12 12 6 21 12 13 16 12 15 17 13 14 13 9 13 12 6 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_6020Pp3c22_6020transcript PAC:32903043protein_codingNA c.-1192_-1191delATNA NA NA NA 1025
Chr22 3494230 GAT G Chr22_3494230_GAT_GGAT_G INDEL 8760.59 21 12 13 16 12 15 17 13 14 13 9 12 12 6 21 12 13 16 12 15 17 13 14 13 9 13 12 6 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_6020Pp3c22_6020transcript PAC:32903044protein_codingNA c.-1632_-1631delATNA NA NA NA 1025
Chr22 3494230 GAT G Chr22_3494230_GAT_GGAT_G INDEL 8760.59 21 12 13 16 12 15 17 13 14 13 9 12 12 6 21 12 13 16 12 15 17 13 14 13 9 13 12 6 1 1 1 1 1 1 1 1 1 1 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_6000-Pp3c22_6020Pp3c22_6000-Pp3c22_6020intergenic_regionPp3c22_6000-Pp3c22_6020NA NA n.3494231_3494232delATNA NA NA NA NA
Chr22 3705051 G T Chr22_3705051_G_TG_T SNP 19003.63 25 12 13 29 18 26 22 17 18 21 15 14 8 10 25 12 13 29 18 26 22 17 18 21 15 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_6320-Pp3c22_6360Pp3c22_6320-Pp3c22_6360intergenic_regionPp3c22_6320-Pp3c22_6360NA NA n.3705051G>TNA NA NA NA NA
Chr22 3705052 G T Chr22_3705052_G_TG_T SNP 19003.63 24 13 13 29 18 26 22 17 18 20 15 14 8 10 24 13 13 29 18 26 22 17 18 20 15 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_6320-Pp3c22_6360Pp3c22_6320-Pp3c22_6360intergenic_regionPp3c22_6320-Pp3c22_6360NA NA n.3705052G>TNA NA NA NA NA
Chr22 3800349 AG A Chr22_3800349_AG_AAG_A INDEL 16859.59 26 12 13 18 17 24 32 19 24 20 11 15 5 11 26 12 13 18 17 24 32 19 24 20 11 15 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_6430-Pp3c22_6500Pp3c22_6430-Pp3c22_6500intergenic_regionPp3c22_6430-Pp3c22_6500NA NA n.3800350delGNA NA NA NA NA
Chr22 3800381 C G Chr22_3800381_C_GC_G SNP 17093.63 30 13 14 19 15 25 31 22 23 19 11 14 4 9 30 13 14 19 15 25 31 22 23 19 11 14 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_6430-Pp3c22_6500Pp3c22_6430-Pp3c22_6500intergenic_regionPp3c22_6430-Pp3c22_6500NA NA n.3800381C>GNA NA NA NA NA
Chr22 3800462 C T Chr22_3800462_C_TC_T SNP 14067.63 19 18 15 17 15 21 32 12 13 21 14 13 8 12 19 18 15 17 15 21 32 12 13 21 14 13 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_6430-Pp3c22_6500Pp3c22_6430-Pp3c22_6500intergenic_regionPp3c22_6430-Pp3c22_6500NA NA n.3800462C>TNA NA NA NA NA
Chr22 4042988 G A Chr22_4042988_G_AG_A SNP 2028.39 20 10 18 0 0 0 0 0 0 0 0 0 0 0 20 10 18 20 18 22 34 18 20 19 21 19 11 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c22_6530-Pp3c22_6690Pp3c22_6530-Pp3c22_6690intergenic_regionPp3c22_6530-Pp3c22_6690NA NA n.4042988G>ANA NA NA NA NA
Chr22 4092398 G A Chr22_4092398_G_AG_A SNP 15485.63 20 15 12 24 13 18 14 20 21 13 9 11 7 8 20 15 12 24 13 18 14 20 21 13 9 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_6530-Pp3c22_6690Pp3c22_6530-Pp3c22_6690intergenic_regionPp3c22_6530-Pp3c22_6690NA NA n.4092398G>ANA NA NA NA NA
Chr22 4092400 TGGA T Chr22_4092400_TGGA_TTGGA_T INDEL 15593.59 21 15 12 24 14 18 14 20 21 12 8 11 7 8 21 15 12 24 14 18 14 20 21 12 8 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_6530-Pp3c22_6690Pp3c22_6530-Pp3c22_6690intergenic_regionPp3c22_6530-Pp3c22_6690NA NA n.4092401_4092403delGGANA NA NA NA NA
Chr22 4092404 A T Chr22_4092404_A_TA_T SNP 15437.63 20 15 12 24 14 18 14 20 21 12 8 11 8 8 20 15 12 24 14 18 14 20 21 12 8 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_6530-Pp3c22_6690Pp3c22_6530-Pp3c22_6690intergenic_regionPp3c22_6530-Pp3c22_6690NA NA n.4092404A>TNA NA NA NA NA
Chr22 4092406 G GCTC Chr22_4092406_G_GCTCG_GCTC INDEL 15976.59 19 15 12 23 14 18 13 19 21 12 8 11 8 8 19 15 12 23 14 18 13 19 21 12 8 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_6530-Pp3c22_6690Pp3c22_6530-Pp3c22_6690intergenic_regionPp3c22_6530-Pp3c22_6690NA NA n.4092406_4092407insCTCNA NA NA NA NA
Chr22 4100502 T C Chr22_4100502_T_CT_C SNP 6031.29 0 0 0 19 20 24 30 12 0 0 0 0 0 0 21 14 21 19 20 24 30 12 27 19 19 15 10 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_6530-Pp3c22_6690Pp3c22_6530-Pp3c22_6690intergenic_regionPp3c22_6530-Pp3c22_6690NA NA n.4100502T>CNA NA NA NA NA
Chr22 4450021 G A Chr22_4450021_G_AG_A SNP 2855.98 0 0 0 0 0 0 0 0 20 16 16 10 4 9 28 11 10 19 19 22 27 21 20 16 16 10 4 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c22_7125Pp3c22_7125transcript PAC:32904682protein_codingNA c.-1904G>A NA NA NA NA 1904
Chr22 4450021 G A Chr22_4450021_G_AG_A SNP 2855.98 0 0 0 0 0 0 0 0 20 16 16 10 4 9 28 11 10 19 19 22 27 21 20 16 16 10 4 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c22_7110-Pp3c22_7125Pp3c22_7110-Pp3c22_7125intergenic_regionPp3c22_7110-Pp3c22_7125NA NA n.4450021G>ANA NA NA NA NA
Chr22 4530251 A C Chr22_4530251_A_CA_C SNP 14224.63 22 14 14 27 24 24 23 14 16 12 5 8 12 9 22 14 14 27 24 24 23 14 16 12 5 8 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_7230Pp3c22_7230transcript PAC:32905191protein_coding 01-févr c.-157+728T>GNA NA NA NA NA
Chr22 4530251 A C Chr22_4530251_A_CA_C SNP 14224.63 22 14 14 27 24 24 23 14 16 12 5 8 12 9 22 14 14 27 24 24 23 14 16 12 5 8 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_7230Pp3c22_7230transcript PAC:32905194protein_coding 01-janv c.-980+20T>GNA NA NA NA NA
Chr22 4530251 A C Chr22_4530251_A_CA_C SNP 14224.63 22 14 14 27 24 24 23 14 16 12 5 8 12 9 22 14 14 27 24 24 23 14 16 12 5 8 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_7230Pp3c22_7230transcript PAC:32905193protein_coding 01-févr c.-157+20T>GNA NA NA NA NA
Chr22 4530251 A C Chr22_4530251_A_CA_C SNP 14224.63 22 14 14 27 24 24 23 14 16 12 5 8 12 9 22 14 14 27 24 24 23 14 16 12 5 8 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_7230Pp3c22_7230transcript PAC:32905192protein_coding 02-mars c.-262+20T>GNA NA NA NA NA
Chr22 4565103 AAT A Chr22_4565103_AAT_AAAT_A INDEL 7674.59 19 10 12 20 9 17 26 18 14 9 5 6 4 12 19 11 12 22 9 17 27 18 15 9 6 6 4 12 1 0.909 1 0.909 1 1 0.963 1 0.933 1 0.833 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7279Pp3c22_7279transcript PAC:32903282protein_codingNA c.*4780_*4781delATNA NA NA NA 4311
Chr22 4565103 AAT A Chr22_4565103_AAT_AAAT_A INDEL 7674.59 19 10 12 20 9 17 26 18 14 9 5 6 4 12 19 11 12 22 9 17 27 18 15 9 6 6 4 12 1 0.909 1 0.909 1 1 0.963 1 0.933 1 0.833 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_7230-Pp3c22_7279Pp3c22_7230-Pp3c22_7279intergenic_regionPp3c22_7230-Pp3c22_7279NA NA n.4565104_4565105delATNA NA NA NA NA
Chr22 4608993 G T Chr22_4608993_G_TG_T SNP 9947.63 12 7 12 4 8 8 15 10 12 9 8 13 7 7 12 7 12 4 8 8 15 10 12 9 8 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c22_7400Pp3c22_7400transcript PAC:32903421protein_coding 01-févr c.-222G>T NA NA NA NA 222
Chr22 4608993 G T Chr22_4608993_G_TG_T SNP 9947.63 12 7 12 4 8 8 15 10 12 9 8 13 7 7 12 7 12 4 8 8 15 10 12 9 8 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_7400Pp3c22_7400transcript PAC:32903420protein_codingNA c.-222G>T NA NA NA NA 32
Chr22 4608993 G T Chr22_4608993_G_TG_T SNP 9947.63 12 7 12 4 8 8 15 10 12 9 8 13 7 7 12 7 12 4 8 8 15 10 12 9 8 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_7420Pp3c22_7420transcript PAC:32904935protein_codingNA c.-2782G>T NA NA NA NA 2458
Chr22 4608993 G T Chr22_4608993_G_TG_T SNP 9947.63 12 7 12 4 8 8 15 10 12 9 8 13 7 7 12 7 12 4 8 8 15 10 12 9 8 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_7420Pp3c22_7420transcript PAC:32904936protein_codingNA c.-2782G>T NA NA NA NA 2453
Chr22 4608993 G T Chr22_4608993_G_TG_T SNP 9947.63 12 7 12 4 8 8 15 10 12 9 8 13 7 7 12 7 12 4 8 8 15 10 12 9 8 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7390Pp3c22_7390transcript PAC:32903026protein_codingNA c.*2843G>T NA NA NA NA 1838
Chr22 4608993 G T Chr22_4608993_G_TG_T SNP 9947.63 12 7 12 4 8 8 15 10 12 9 8 13 7 7 12 7 12 4 8 8 15 10 12 9 8 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7430Pp3c22_7430transcript PAC:32903573protein_codingNA c.*4645C>A NA NA NA NA 4645
Chr22 4608993 G T Chr22_4608993_G_TG_T SNP 9947.63 12 7 12 4 8 8 15 10 12 9 8 13 7 7 12 7 12 4 8 8 15 10 12 9 8 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7390Pp3c22_7390transcript PAC:32903027protein_codingNA c.*2843G>T NA NA NA NA 1453
Chr22 4651235 G T Chr22_4651235_G_TG_T SNP 17804.63 28 9 12 25 20 27 41 30 21 21 8 18 9 12 28 9 12 25 20 27 41 30 21 21 8 18 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_7430-Pp3c22_7480Pp3c22_7430-Pp3c22_7480intergenic_regionPp3c22_7430-Pp3c22_7480NA NA n.4651235G>TNA NA NA NA NA
Chr22 4750767 C CTA Chr22_4750767_C_CTAC_CTA INDEL 1343.35 21 20 5 0 1 0 0 0 0 0 0 1 0 0 22 20 6 18 11 16 21 18 17 16 7 9 7 12 0.955 1 0.833 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c22_7690Pp3c22_7690transcript PAC:32905120protein_codingNA c.-3398_-3397insTANA NA NA NA 2722
Chr22 4750767 C CTA Chr22_4750767_C_CTAC_CTA INDEL 1343.35 21 20 5 0 1 0 0 0 0 0 0 1 0 0 22 20 6 18 11 16 21 18 17 16 7 9 7 12 0.955 1 0.833 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c22_7690Pp3c22_7690transcript PAC:32905124protein_codingNA c.-3398_-3397insTANA NA NA NA 2678
Chr22 4750767 C CTA Chr22_4750767_C_CTAC_CTA INDEL 1343.35 21 20 5 0 1 0 0 0 0 0 0 1 0 0 22 20 6 18 11 16 21 18 17 16 7 9 7 12 0.955 1 0.833 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c22_7690Pp3c22_7690transcript PAC:32905123protein_codingNA c.-3398_-3397insTANA NA NA NA 2694
Chr22 4750767 C CTA Chr22_4750767_C_CTAC_CTA INDEL 1343.35 21 20 5 0 1 0 0 0 0 0 0 1 0 0 22 20 6 18 11 16 21 18 17 16 7 9 7 12 0.955 1 0.833 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c22_7690Pp3c22_7690transcript PAC:32905121protein_codingNA c.-3398_-3397insTANA NA NA NA 2795
Chr22 4750767 C CTA Chr22_4750767_C_CTAC_CTA INDEL 1343.35 21 20 5 0 1 0 0 0 0 0 0 1 0 0 22 20 6 18 11 16 21 18 17 16 7 9 7 12 0.955 1 0.833 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c22_7690Pp3c22_7690transcript PAC:32905122protein_codingNA c.-3398_-3397insTANA NA NA NA 2939
Chr22 4750767 C CTA Chr22_4750767_C_CTAC_CTA INDEL 1343.35 21 20 5 0 1 0 0 0 0 0 0 1 0 0 22 20 6 18 11 16 21 18 17 16 7 9 7 12 0.955 1 0.833 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c22_7680Pp3c22_7680transcript PAC:32904966protein_codingNA c.*957_*958insTANA NA NA NA 958
Chr22 4750767 C CTA Chr22_4750767_C_CTAC_CTA INDEL 1343.35 21 20 5 0 1 0 0 0 0 0 0 1 0 0 22 20 6 18 11 16 21 18 17 16 7 9 7 12 0.955 1 0.833 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c22_7680Pp3c22_7680transcript PAC:32904967protein_codingNA c.*984_*985insTANA NA NA NA 985
Chr22 4750767 C CTA Chr22_4750767_C_CTAC_CTA INDEL 1343.35 21 20 5 0 1 0 0 0 0 0 0 1 0 0 22 20 6 18 11 16 21 18 17 16 7 9 7 12 0.955 1 0.833 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c22_7680-Pp3c22_7690Pp3c22_7680-Pp3c22_7690intergenic_regionPp3c22_7680-Pp3c22_7690NA NA n.4750767_4750768insTANA NA NA NA NA
Chr22 4766603 T TG Chr22_4766603_T_TGT_TG INDEL 17250.59 28 19 11 28 12 17 20 32 21 32 7 20 9 5 28 19 11 28 12 17 20 32 21 32 7 20 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_7710Pp3c22_7710transcript PAC:32904052protein_coding 05-mai c.*412_*413insGNA NA NA NA 413
Chr22 4766603 T TG Chr22_4766603_T_TGT_TG INDEL 17250.59 28 19 11 28 12 17 20 32 21 32 7 20 9 5 28 19 11 28 12 17 20 32 21 32 7 20 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c22_7710Pp3c22_7710transcript PAC:32904053protein_coding 05-mai c.*412_*413insGNA NA NA NA 413
Chr22 4766603 T TG Chr22_4766603_T_TGT_TG INDEL 17250.59 28 19 11 28 12 17 20 32 21 32 7 20 9 5 28 19 11 28 12 17 20 32 21 32 7 20 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7720Pp3c22_7720transcript PAC:32902815protein_codingNA c.*1034_*1035insCNA NA NA NA 802
Chr22 4766603 T TG Chr22_4766603_T_TGT_TG INDEL 17250.59 28 19 11 28 12 17 20 32 21 32 7 20 9 5 28 19 11 28 12 17 20 32 21 32 7 20 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7740Pp3c22_7740transcript PAC:32904047protein_codingNA c.*4821_*4822insCNA NA NA NA 4329
Chr22 4766603 T TG Chr22_4766603_T_TGT_TG INDEL 17250.59 28 19 11 28 12 17 20 32 21 32 7 20 9 5 28 19 11 28 12 17 20 32 21 32 7 20 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7720Pp3c22_7720transcript PAC:32902817protein_codingNA c.*1034_*1035insCNA NA NA NA 806
Chr22 4766603 T TG Chr22_4766603_T_TGT_TG INDEL 17250.59 28 19 11 28 12 17 20 32 21 32 7 20 9 5 28 19 11 28 12 17 20 32 21 32 7 20 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7720Pp3c22_7720transcript PAC:32902818protein_codingNA c.*1034_*1035insCNA NA NA NA 807
Chr22 4766603 T TG Chr22_4766603_T_TGT_TG INDEL 17250.59 28 19 11 28 12 17 20 32 21 32 7 20 9 5 28 19 11 28 12 17 20 32 21 32 7 20 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7720Pp3c22_7720transcript PAC:32902816protein_codingNA c.*1034_*1035insCNA NA NA NA 811
Chr22 4766603 T TG Chr22_4766603_T_TGT_TG INDEL 17250.59 28 19 11 28 12 17 20 32 21 32 7 20 9 5 28 19 11 28 12 17 20 32 21 32 7 20 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7740Pp3c22_7740transcript PAC:32904051protein_codingNA c.*4821_*4822insCNA NA NA NA 4296
Chr22 4766603 T TG Chr22_4766603_T_TGT_TG INDEL 17250.59 28 19 11 28 12 17 20 32 21 32 7 20 9 5 28 19 11 28 12 17 20 32 21 32 7 20 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7740Pp3c22_7740transcript PAC:32904049protein_codingNA c.*4821_*4822insCNA NA NA NA 4329
Chr22 4766603 T TG Chr22_4766603_T_TGT_TG INDEL 17250.59 28 19 11 28 12 17 20 32 21 32 7 20 9 5 28 19 11 28 12 17 20 32 21 32 7 20 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7740Pp3c22_7740transcript PAC:32904048protein_codingNA c.*4821_*4822insCNA NA NA NA 4329
Chr22 4766603 T TG Chr22_4766603_T_TGT_TG INDEL 17250.59 28 19 11 28 12 17 20 32 21 32 7 20 9 5 28 19 11 28 12 17 20 32 21 32 7 20 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_7740Pp3c22_7740transcript PAC:32904050protein_codingNA c.*4821_*4822insCNA NA NA NA 4329
Chr22 4859493 T TTA Chr22_4859493_T_TTAT_TTA INDEL 1220.35 20 8 15 0 0 0 0 0 1 0 0 0 0 1 20 8 15 13 8 23 21 15 15 21 15 5 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c22_7900-Pp3c22_7958Pp3c22_7900-Pp3c22_7958intergenic_regionPp3c22_7900-Pp3c22_7958NA NA n.4859493_4859494insTANA NA NA NA NA
Chr22 5100287 A G Chr22_5100287_A_GA_G SNP 14927.63 16 4 12 18 16 16 20 30 15 17 10 10 9 7 16 4 12 18 16 16 20 30 15 17 10 10 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_8310Pp3c22_8310transcript PAC:32904183protein_codingNA c.*2636T>C NA NA NA NA 2149
Chr22 5100287 A G Chr22_5100287_A_GA_G SNP 14927.63 16 4 12 18 16 16 20 30 15 17 10 10 9 7 16 4 12 18 16 16 20 30 15 17 10 10 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_8310Pp3c22_8310transcript PAC:32904184protein_codingNA c.*2636T>C NA NA NA NA 2079
Chr22 5100287 A G Chr22_5100287_A_GA_G SNP 14927.63 16 4 12 18 16 16 20 30 15 17 10 10 9 7 16 4 12 18 16 16 20 30 15 17 10 10 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_8300-Pp3c22_8310Pp3c22_8300-Pp3c22_8310intergenic_regionPp3c22_8300-Pp3c22_8310NA NA n.5100287A>GNA NA NA NA NA
Chr22 5100320 A G Chr22_5100320_A_GA_G SNP 17208.63 19 5 14 24 16 21 18 31 23 24 16 12 8 11 19 5 14 24 16 21 18 31 23 24 16 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_8310Pp3c22_8310transcript PAC:32904183protein_codingNA c.*2603T>C NA NA NA NA 2116
Chr22 5100320 A G Chr22_5100320_A_GA_G SNP 17208.63 19 5 14 24 16 21 18 31 23 24 16 12 8 11 19 5 14 24 16 21 18 31 23 24 16 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_8310Pp3c22_8310transcript PAC:32904184protein_codingNA c.*2603T>C NA NA NA NA 2046
Chr22 5100320 A G Chr22_5100320_A_GA_G SNP 17208.63 19 5 14 24 16 21 18 31 23 24 16 12 8 11 19 5 14 24 16 21 18 31 23 24 16 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_8300-Pp3c22_8310Pp3c22_8300-Pp3c22_8310intergenic_regionPp3c22_8300-Pp3c22_8310NA NA n.5100320A>GNA NA NA NA NA
Chr22 5157584 A AT Chr22_5157584_A_ATA_AT INDEL 16928.59 27 12 19 23 15 25 30 33 21 28 17 15 7 11 27 12 19 23 15 25 30 33 21 28 17 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_8320-Pp3c22_8430Pp3c22_8320-Pp3c22_8430intergenic_regionPp3c22_8320-Pp3c22_8430NA NA n.5157584_5157585insTNA NA NA NA NA
Chr22 5349438 C A Chr22_5349438_C_AC_A SNP 11529.63 15 13 14 10 15 24 25 13 11 15 19 14 10 5 15 13 14 11 15 24 25 13 11 15 19 14 10 5 1 1 1 0.909 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c22_8580Pp3c22_8580transcript PAC:32904628protein_coding 01-févr c.-892G>T NA NA NA NA NA
Chr22 5349438 C A Chr22_5349438_C_AC_A SNP 11529.63 15 13 14 10 15 24 25 13 11 15 19 14 10 5 15 13 14 11 15 24 25 13 11 15 19 14 10 5 1 1 1 0.909 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c22_8580Pp3c22_8580transcript PAC:32904629protein_coding 01-févr c.-892G>T NA NA NA NA NA
Chr22 5349438 C A Chr22_5349438_C_AC_A SNP 11529.63 15 13 14 10 15 24 25 13 11 15 19 14 10 5 15 13 14 11 15 24 25 13 11 15 19 14 10 5 1 1 1 0.909 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c22_8580Pp3c22_8580transcript PAC:32904628protein_coding 01-févr c.-892G>T NA NA NA NA 1118
Chr22 5349438 C A Chr22_5349438_C_AC_A SNP 11529.63 15 13 14 10 15 24 25 13 11 15 19 14 10 5 15 13 14 11 15 24 25 13 11 15 19 14 10 5 1 1 1 0.909 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c22_8580Pp3c22_8580transcript PAC:32904629protein_coding 01-févr c.-892G>T NA NA NA NA 1118
Chr22 5349438 C A Chr22_5349438_C_AC_A SNP 11529.63 15 13 14 10 15 24 25 13 11 15 19 14 10 5 15 13 14 11 15 24 25 13 11 15 19 14 10 5 1 1 1 0.909 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_8600Pp3c22_8600transcript PAC:32904321protein_codingNA c.*1362G>T NA NA NA NA 1362
Chr22 5349438 C A Chr22_5349438_C_AC_A SNP 11529.63 15 13 14 10 15 24 25 13 11 15 19 14 10 5 15 13 14 11 15 24 25 13 11 15 19 14 10 5 1 1 1 0.909 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_8600Pp3c22_8600transcript PAC:32904322protein_codingNA c.*1362G>T NA NA NA NA 937
Chr22 5349438 C A Chr22_5349438_C_AC_A SNP 11529.63 15 13 14 10 15 24 25 13 11 15 19 14 10 5 15 13 14 11 15 24 25 13 11 15 19 14 10 5 1 1 1 0.909 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c22_8580Pp3c22_8580transcript PAC:32904627protein_coding 01-févr c.-769+30G>TNA NA NA NA NA
Chr22 5396203 G GT Chr22_5396203_G_GTG_GT INDEL 16585.59 24 12 13 25 24 31 28 16 15 16 12 16 11 9 24 12 13 25 24 31 28 16 15 16 12 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c22_8670Pp3c22_8670transcript PAC:32904376protein_coding 03-mai c.469_470insTp.Ala157fs 470/669 470/669 157/222 NA
Chr22 5396203 G GT Chr22_5396203_G_GTG_GT INDEL 16585.59 24 12 13 25 24 31 28 16 15 16 12 16 11 9 24 12 13 25 24 31 28 16 15 16 12 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c22_8670Pp3c22_8670transcript PAC:32904377protein_coding 03-août c.469_470insTp.Ala157fs 830/1998 470/669 157/222 NA
Chr22 5396203 G GT Chr22_5396203_G_GTG_GT INDEL 16585.59 24 12 13 25 24 31 28 16 15 16 12 16 11 9 24 12 13 25 24 31 28 16 15 16 12 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8640Pp3c22_8640transcript PAC:32903695protein_codingNA c.-4873_-4872insANA NA NA NA 1761
Chr22 5396203 G GT Chr22_5396203_G_GTG_GT INDEL 16585.59 24 12 13 25 24 31 28 16 15 16 12 16 11 9 24 12 13 25 24 31 28 16 15 16 12 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8640Pp3c22_8640transcript PAC:32903696protein_codingNA c.-4873_-4872insANA NA NA NA 3639
Chr22 5396203 G GT Chr22_5396203_G_GTG_GT INDEL 16585.59 24 12 13 25 24 31 28 16 15 16 12 16 11 9 24 12 13 25 24 31 28 16 15 16 12 16 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8640Pp3c22_8640transcript PAC:32903697protein_codingNA c.-4873_-4872insANA NA NA NA 1657
Chr22 5594053 T TA Chr22_5594053_T_TAT_TA INDEL 17667.59 32 14 13 26 14 24 38 19 25 37 16 14 8 9 32 14 13 26 14 24 38 19 25 37 16 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903458protein_codingNA c.-3856_-3855insTNA NA NA NA 2893
Chr22 5594053 T TA Chr22_5594053_T_TAT_TA INDEL 17667.59 32 14 13 26 14 24 38 19 25 37 16 14 8 9 32 14 13 26 14 24 38 19 25 37 16 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903459protein_codingNA c.-3856_-3855insTNA NA NA NA 3019
Chr22 5594053 T TA Chr22_5594053_T_TAT_TA INDEL 17667.59 32 14 13 26 14 24 38 19 25 37 16 14 8 9 32 14 13 26 14 24 38 19 25 37 16 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903460protein_codingNA c.-4193_-4192insTNA NA NA NA 2893
Chr22 5594053 T TA Chr22_5594053_T_TAT_TA INDEL 17667.59 32 14 13 26 14 24 38 19 25 37 16 14 8 9 32 14 13 26 14 24 38 19 25 37 16 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_8950-Pp3c22_8970Pp3c22_8950-Pp3c22_8970intergenic_regionPp3c22_8950-Pp3c22_8970NA NA n.5594053_5594054insANA NA NA NA NA
Chr22 5594190 C G Chr22_5594190_C_GC_G SNP 23686.63 23 17 16 35 19 20 33 29 32 41 18 21 16 9 23 17 16 35 19 20 33 29 32 41 18 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903458protein_codingNA c.-3992G>C NA NA NA NA 3029
Chr22 5594190 C G Chr22_5594190_C_GC_G SNP 23686.63 23 17 16 35 19 20 33 29 32 41 18 21 16 9 23 17 16 35 19 20 33 29 32 41 18 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903459protein_codingNA c.-3992G>C NA NA NA NA 3155
Chr22 5594190 C G Chr22_5594190_C_GC_G SNP 23686.63 23 17 16 35 19 20 33 29 32 41 18 21 16 9 23 17 16 35 19 20 33 29 32 41 18 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903460protein_codingNA c.-4329G>C NA NA NA NA 3029
Chr22 5594190 C G Chr22_5594190_C_GC_G SNP 23686.63 23 17 16 35 19 20 33 29 32 41 18 21 16 9 23 17 16 35 19 20 33 29 32 41 18 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_8950-Pp3c22_8970Pp3c22_8950-Pp3c22_8970intergenic_regionPp3c22_8950-Pp3c22_8970NA NA n.5594190C>GNA NA NA NA NA
Chr22 5594191 A C Chr22_5594191_A_CA_C SNP 23807.63 22 17 16 35 18 20 32 29 33 41 17 21 16 9 22 17 16 35 18 20 32 29 33 41 17 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903458protein_codingNA c.-3993T>G NA NA NA NA 3030
Chr22 5594191 A C Chr22_5594191_A_CA_C SNP 23807.63 22 17 16 35 18 20 32 29 33 41 17 21 16 9 22 17 16 35 18 20 32 29 33 41 17 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903459protein_codingNA c.-3993T>G NA NA NA NA 3156
Chr22 5594191 A C Chr22_5594191_A_CA_C SNP 23807.63 22 17 16 35 18 20 32 29 33 41 17 21 16 9 22 17 16 35 18 20 32 29 33 41 17 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903460protein_codingNA c.-4330T>G NA NA NA NA 3030
Chr22 5594191 A C Chr22_5594191_A_CA_C SNP 23807.63 22 17 16 35 18 20 32 29 33 41 17 21 16 9 22 17 16 35 18 20 32 29 33 41 17 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_8950-Pp3c22_8970Pp3c22_8950-Pp3c22_8970intergenic_regionPp3c22_8950-Pp3c22_8970NA NA n.5594191A>CNA NA NA NA NA
Chr22 5594200 A AT Chr22_5594200_A_ATA_AT INDEL 23818.59 26 18 14 38 19 20 34 25 33 37 16 21 16 9 26 18 14 38 19 20 34 25 33 37 16 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903458protein_codingNA c.-4003_-4002insANA NA NA NA 3040
Chr22 5594200 A AT Chr22_5594200_A_ATA_AT INDEL 23818.59 26 18 14 38 19 20 34 25 33 37 16 21 16 9 26 18 14 38 19 20 34 25 33 37 16 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903459protein_codingNA c.-4003_-4002insANA NA NA NA 3166
Chr22 5594200 A AT Chr22_5594200_A_ATA_AT INDEL 23818.59 26 18 14 38 19 20 34 25 33 37 16 21 16 9 26 18 14 38 19 20 34 25 33 37 16 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_8950Pp3c22_8950transcript PAC:32903460protein_codingNA c.-4340_-4339insANA NA NA NA 3040
Chr22 5594200 A AT Chr22_5594200_A_ATA_AT INDEL 23818.59 26 18 14 38 19 20 34 25 33 37 16 21 16 9 26 18 14 38 19 20 34 25 33 37 16 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_8950-Pp3c22_8970Pp3c22_8950-Pp3c22_8970intergenic_regionPp3c22_8950-Pp3c22_8970NA NA n.5594200_5594201insTNA NA NA NA NA
Chr22 5784823 G GT Chr22_5784823_G_GTG_GT INDEL 11057.59 24 12 12 20 11 14 26 14 13 14 11 9 9 4 24 12 12 20 11 14 26 14 13 14 11 9 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_9380-Pp3c22_9450Pp3c22_9380-Pp3c22_9450intergenic_regionPp3c22_9380-Pp3c22_9450NA NA n.5784823_5784824insTNA NA NA NA NA
Chr22 5965848 GC G Chr22_5965848_GC_GGC_G INDEL 15084.59 29 15 18 21 14 24 23 25 20 15 10 15 6 8 29 15 18 21 14 24 23 25 20 15 10 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c22_9600Pp3c22_9600transcript PAC:32903629protein_coding 01-janv c.898delG p.Ala300fs 1761/3007 898/1053 300/350 NA
Chr22 5965848 GC G Chr22_5965848_GC_GGC_G INDEL 15084.59 29 15 18 21 14 24 23 25 20 15 10 15 6 8 29 15 18 21 14 24 23 25 20 15 10 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c22_9600Pp3c22_9600transcript PAC:32903631protein_coding 01-févr c.898delG p.Ala300fs 1830/4317 898/1053 300/350 NA
Chr22 5965848 GC G Chr22_5965848_GC_GGC_G INDEL 15084.59 29 15 18 21 14 24 23 25 20 15 10 15 6 8 29 15 18 21 14 24 23 25 20 15 10 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c22_9600Pp3c22_9600transcript PAC:32903630protein_coding 01-mars c.898delG p.Ala300fs 1792/3794 898/1053 300/350 NA
Chr22 5965848 GC G Chr22_5965848_GC_GGC_G INDEL 15084.59 29 15 18 21 14 24 23 25 20 15 10 15 6 8 29 15 18 21 14 24 23 25 20 15 10 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_9580Pp3c22_9580transcript PAC:32903166protein_codingNA c.*5046delC NA NA NA NA 4421
Chr22 5965848 GC G Chr22_5965848_GC_GGC_G INDEL 15084.59 29 15 18 21 14 24 23 25 20 15 10 15 6 8 29 15 18 21 14 24 23 25 20 15 10 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_9580Pp3c22_9580transcript PAC:32903167protein_codingNA c.*5330delC NA NA NA NA 4346
Chr22 5965848 GC G Chr22_5965848_GC_GGC_G INDEL 15084.59 29 15 18 21 14 24 23 25 20 15 10 15 6 8 29 15 18 21 14 24 23 25 20 15 10 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_9580Pp3c22_9580transcript PAC:32903168protein_codingNA c.*5330delC NA NA NA NA 4311
Chr22 5965848 GC G Chr22_5965848_GC_GGC_G INDEL 15084.59 29 15 18 21 14 24 23 25 20 15 10 15 6 8 29 15 18 21 14 24 23 25 20 15 10 15 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_9580Pp3c22_9580transcript PAC:32903169protein_codingNA c.*5330delC NA NA NA NA 4421
Chr22 5965884 C T Chr22_5965884_C_TC_T SNP 13822.63 30 13 17 19 15 25 23 25 18 12 16 16 7 7 30 13 17 19 15 25 23 25 18 12 16 16 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c22_9600Pp3c22_9600transcript PAC:32903629protein_coding 01-janv c.863G>A p.Gly288Glu 1726/3007 863/1053 288/350 NA
Chr22 5965884 C T Chr22_5965884_C_TC_T SNP 13822.63 30 13 17 19 15 25 23 25 18 12 16 16 7 7 30 13 17 19 15 25 23 25 18 12 16 16 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c22_9600Pp3c22_9600transcript PAC:32903631protein_coding 01-févr c.863G>A p.Gly288Glu 1795/4317 863/1053 288/350 NA
Chr22 5965884 C T Chr22_5965884_C_TC_T SNP 13822.63 30 13 17 19 15 25 23 25 18 12 16 16 7 7 30 13 17 19 15 25 23 25 18 12 16 16 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c22_9600Pp3c22_9600transcript PAC:32903630protein_coding 01-mars c.863G>A p.Gly288Glu 1757/3794 863/1053 288/350 NA
Chr22 5965884 C T Chr22_5965884_C_TC_T SNP 13822.63 30 13 17 19 15 25 23 25 18 12 16 16 7 7 30 13 17 19 15 25 23 25 18 12 16 16 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_9580Pp3c22_9580transcript PAC:32903166protein_codingNA c.*5081C>T NA NA NA NA 4456
Chr22 5965884 C T Chr22_5965884_C_TC_T SNP 13822.63 30 13 17 19 15 25 23 25 18 12 16 16 7 7 30 13 17 19 15 25 23 25 18 12 16 16 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_9580Pp3c22_9580transcript PAC:32903167protein_codingNA c.*5365C>T NA NA NA NA 4381
Chr22 5965884 C T Chr22_5965884_C_TC_T SNP 13822.63 30 13 17 19 15 25 23 25 18 12 16 16 7 7 30 13 17 19 15 25 23 25 18 12 16 16 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_9580Pp3c22_9580transcript PAC:32903168protein_codingNA c.*5365C>T NA NA NA NA 4346
Chr22 5965884 C T Chr22_5965884_C_TC_T SNP 13822.63 30 13 17 19 15 25 23 25 18 12 16 16 7 7 30 13 17 19 15 25 23 25 18 12 16 16 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_9580Pp3c22_9580transcript PAC:32903169protein_codingNA c.*5365C>T NA NA NA NA 4456
Chr22 5976167 G T Chr22_5976167_G_TG_T SNP 9874.63 10 7 6 10 10 12 9 6 16 14 6 6 7 11 10 7 6 10 10 12 9 6 16 14 6 6 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_9600-Pp3c22_9659Pp3c22_9600-Pp3c22_9659intergenic_regionPp3c22_9600-Pp3c22_9659NA NA n.5976167G>TNA NA NA NA NA
Chr22 5976184 G T Chr22_5976184_G_TG_T SNP 11945.63 11 8 8 11 12 17 14 9 17 19 6 5 8 14 11 8 8 11 12 17 14 9 17 19 6 5 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_9600-Pp3c22_9659Pp3c22_9600-Pp3c22_9659intergenic_regionPp3c22_9600-Pp3c22_9659NA NA n.5976184G>TNA NA NA NA NA
Chr22 5976193 G T Chr22_5976193_G_TG_T SNP 13032.63 16 8 9 16 13 18 17 11 19 19 7 5 8 15 16 8 9 16 13 18 17 11 19 19 7 5 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_9600-Pp3c22_9659Pp3c22_9600-Pp3c22_9659intergenic_regionPp3c22_9600-Pp3c22_9659NA NA n.5976193G>TNA NA NA NA NA
Chr22 5976217 G T Chr22_5976217_G_TG_T SNP 15589.63 23 9 11 19 16 19 24 11 24 18 13 9 10 16 23 9 11 19 16 19 24 11 24 18 13 9 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_9600-Pp3c22_9659Pp3c22_9600-Pp3c22_9659intergenic_regionPp3c22_9600-Pp3c22_9659NA NA n.5976217G>TNA NA NA NA NA
Chr22 6050331 AAT A Chr22_6050331_AAT_AAAT_A INDEL 6788.24 23 6 12 0 0 0 1 0 15 15 5 6 11 6 24 6 12 19 9 14 25 9 15 15 5 7 12 6 0.958 1 1 0 0 0 0 0 1 1 1 0.857 0.917 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c22_9749Pp3c22_9749transcript PAC:32904383protein_codingNA c.*715_*716delATNA NA NA NA 505
Chr22 6050331 AAT A Chr22_6050331_AAT_AAAT_A INDEL 6788.24 23 6 12 0 0 0 1 0 15 15 5 6 11 6 24 6 12 19 9 14 25 9 15 15 5 7 12 6 0.958 1 1 0 0 0 0 0 1 1 1 0.857 0.917 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c22_9770Pp3c22_9770transcript PAC:32903950protein_codingNA c.*1687_*1688delATNA NA NA NA 1249
Chr22 6050331 AAT A Chr22_6050331_AAT_AAAT_A INDEL 6788.24 23 6 12 0 0 0 1 0 15 15 5 6 11 6 24 6 12 19 9 14 25 9 15 15 5 7 12 6 0.958 1 1 0 0 0 0 0 1 1 1 0.857 0.917 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c22_9770Pp3c22_9770transcript PAC:32903953protein_codingNA c.*1687_*1688delATNA NA NA NA 1272
Chr22 6050331 AAT A Chr22_6050331_AAT_AAAT_A INDEL 6788.24 23 6 12 0 0 0 1 0 15 15 5 6 11 6 24 6 12 19 9 14 25 9 15 15 5 7 12 6 0.958 1 1 0 0 0 0 0 1 1 1 0.857 0.917 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c22_9770Pp3c22_9770transcript PAC:32903957protein_codingNA c.*1687_*1688delATNA NA NA NA 1272
Chr22 6050331 AAT A Chr22_6050331_AAT_AAAT_A INDEL 6788.24 23 6 12 0 0 0 1 0 15 15 5 6 11 6 24 6 12 19 9 14 25 9 15 15 5 7 12 6 0.958 1 1 0 0 0 0 0 1 1 1 0.857 0.917 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c22_9770Pp3c22_9770transcript PAC:32903956protein_codingNA c.*1687_*1688delATNA NA NA NA 1272
Chr22 6050331 AAT A Chr22_6050331_AAT_AAAT_A INDEL 6788.24 23 6 12 0 0 0 1 0 15 15 5 6 11 6 24 6 12 19 9 14 25 9 15 15 5 7 12 6 0.958 1 1 0 0 0 0 0 1 1 1 0.857 0.917 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c22_9770Pp3c22_9770transcript PAC:32903951protein_codingNA c.*1687_*1688delATNA NA NA NA 1285
Chr22 6050331 AAT A Chr22_6050331_AAT_AAAT_A INDEL 6788.24 23 6 12 0 0 0 1 0 15 15 5 6 11 6 24 6 12 19 9 14 25 9 15 15 5 7 12 6 0.958 1 1 0 0 0 0 0 1 1 1 0.857 0.917 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c22_9770Pp3c22_9770transcript PAC:32903952protein_codingNA c.*1687_*1688delATNA NA NA NA 1285
Chr22 6050331 AAT A Chr22_6050331_AAT_AAAT_A INDEL 6788.24 23 6 12 0 0 0 1 0 15 15 5 6 11 6 24 6 12 19 9 14 25 9 15 15 5 7 12 6 0.958 1 1 0 0 0 0 0 1 1 1 0.857 0.917 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c22_9770Pp3c22_9770transcript PAC:32903954protein_codingNA c.*1687_*1688delATNA NA NA NA 1285
Chr22 6050331 AAT A Chr22_6050331_AAT_AAAT_A INDEL 6788.24 23 6 12 0 0 0 1 0 15 15 5 6 11 6 24 6 12 19 9 14 25 9 15 15 5 7 12 6 0.958 1 1 0 0 0 0 0 1 1 1 0.857 0.917 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c22_9770Pp3c22_9770transcript PAC:32903955protein_codingNA c.*1687_*1688delATNA NA NA NA 1285
Chr22 6050331 AAT A Chr22_6050331_AAT_AAAT_A INDEL 6788.24 23 6 12 0 0 0 1 0 15 15 5 6 11 6 24 6 12 19 9 14 25 9 15 15 5 7 12 6 0.958 1 1 0 0 0 0 0 1 1 1 0.857 0.917 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c22_9749-Pp3c22_9770Pp3c22_9749-Pp3c22_9770intergenic_regionPp3c22_9749-Pp3c22_9770NA NA n.6050332_6050333delATNA NA NA NA NA
Chr22 6493227 A AT Chr22_6493227_A_ATA_AT INDEL 13873.59 22 9 18 14 22 18 30 21 20 22 9 14 4 7 22 9 18 14 22 18 30 21 20 22 9 14 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_10200-Pp3c22_10270Pp3c22_10200-Pp3c22_10270intergenic_regionPp3c22_10200-Pp3c22_10270NA NA n.6493227_6493228insTNA NA NA NA NA
Chr22 6782100 G GT Chr22_6782100_G_GTG_GT INDEL 14766.59 27 16 16 26 22 21 28 15 20 23 14 17 15 10 27 16 16 26 22 21 28 15 20 23 14 17 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c22_10680Pp3c22_10680transcript PAC:32904390protein_coding 03-avr c.426dupA p.Leu143fs 1073/2035 426/561 142/186 NA
Chr22 6782100 G GT Chr22_6782100_G_GTG_GT INDEL 14766.59 27 16 16 26 22 21 28 15 20 23 14 17 15 10 27 16 16 26 22 21 28 15 20 23 14 17 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c22_10680Pp3c22_10680transcript PAC:32904391protein_coding 02-févr c.426dupA p.Leu143fs 1063/1486 426/561 142/186 NA
Chr22 6825731 G T Chr22_6825731_G_TG_T SNP 13501.63 12 10 17 19 8 23 17 12 20 18 13 24 8 4 12 10 17 19 8 23 17 12 20 18 13 24 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_10740-Pp3c22_10770Pp3c22_10740-Pp3c22_10770intergenic_regionPp3c22_10740-Pp3c22_10770NA NA n.6825731G>TNA NA NA NA NA
Chr22 7214521 A G Chr22_7214521_A_GA_G SNP 19003.63 30 16 14 36 19 28 23 25 27 14 12 20 8 6 30 16 14 36 19 28 23 25 27 14 12 20 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_11240-Pp3c22_11290Pp3c22_11240-Pp3c22_11290intergenic_regionPp3c22_11240-Pp3c22_11290NA NA n.7214521A>GNA NA NA NA NA
Chr22 7289610 A G Chr22_7289610_A_GA_G SNP 3180.29 0 0 0 16 9 9 16 7 0 0 0 0 0 0 35 13 18 16 9 9 16 7 34 25 7 20 8 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_11290-Pp3c22_11480Pp3c22_11290-Pp3c22_11480intergenic_regionPp3c22_11290-Pp3c22_11480NA NA n.7289610A>GNA NA NA NA NA
Chr22 7289611 C T Chr22_7289611_C_TC_T SNP 3180.29 0 0 0 16 9 9 17 7 0 0 0 0 0 0 35 13 18 16 9 9 17 7 34 25 7 20 8 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_11290-Pp3c22_11480Pp3c22_11290-Pp3c22_11480intergenic_regionPp3c22_11290-Pp3c22_11480NA NA n.7289611C>TNA NA NA NA NA
Chr22 7289612 T C Chr22_7289612_T_CT_C SNP 3180.29 0 0 0 16 10 8 17 7 0 0 0 0 0 0 35 13 18 16 10 8 17 7 33 25 7 20 7 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_11290-Pp3c22_11480Pp3c22_11290-Pp3c22_11480intergenic_regionPp3c22_11290-Pp3c22_11480NA NA n.7289612T>CNA NA NA NA NA
Chr22 7366842 TAGTCCACCTTATCTGAGGTGGACTTTTTGCTGTCTGCAGGGACTAGT Chr22_7366842_TAGTCCACCTTATCTGAGGTGGACTTTTTGCTGTCTGCAGGGACTAG_TTAGTCCACCTTATCTGAGGTGGACTTTTTGCTGTCTGCAGGGACTAG_TINDEL 11987.59 16 7 10 15 14 16 18 15 12 19 10 6 8 4 16 7 10 15 14 16 18 15 12 19 10 6 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_11290-Pp3c22_11480Pp3c22_11290-Pp3c22_11480intergenic_regionPp3c22_11290-Pp3c22_11480NA NA n.7366843_7366888delAGTCCACCTTATCTGAGGTGGACTTTTTGCTGTCTGCAGGGACTAGNA NA NA NA NA
Chr22 7367028 A AT Chr22_7367028_A_ATA_AT INDEL 14376.59 23 15 9 17 15 28 27 28 19 26 15 8 15 6 23 15 9 17 15 28 27 28 19 26 15 8 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_11290-Pp3c22_11480Pp3c22_11290-Pp3c22_11480intergenic_regionPp3c22_11290-Pp3c22_11480NA NA n.7367028_7367029insTNA NA NA NA NA
Chr22 7516455 C CT Chr22_7516455_C_CTC_CT INDEL 15338.59 24 12 9 23 14 30 24 18 20 21 17 13 11 15 24 12 9 23 14 30 24 18 20 21 17 13 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_11510-Pp3c22_11600Pp3c22_11510-Pp3c22_11600intergenic_regionPp3c22_11510-Pp3c22_11600NA NA n.7516455_7516456insTNA NA NA NA NA
Chr22 7550655 C T Chr22_7550655_C_TC_T SNP 15318.63 24 19 7 23 19 11 30 16 14 20 16 9 13 4 24 19 7 23 19 11 30 16 14 20 16 9 13 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_11620-Pp3c22_11640Pp3c22_11620-Pp3c22_11640intergenic_regionPp3c22_11620-Pp3c22_11640NA NA n.7550655C>TNA NA NA NA NA
Chr22 7568345 T TTA Chr22_7568345_T_TTAT_TTA INDEL 1069.93 0 0 1 0 0 1 1 0 11 6 10 9 4 4 11 7 9 8 8 12 12 12 12 6 10 9 5 5 0 0 0 0 0 0 0 0 0.917 1 1 1 0.8 0.8 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c22_11640Pp3c22_11640transcript PAC:32904037protein_codingNA c.*3680_*3681insTANA NA NA NA 3681
Chr22 7568345 T TTA Chr22_7568345_T_TTAT_TTA INDEL 1069.93 0 0 1 0 0 1 1 0 11 6 10 9 4 4 11 7 9 8 8 12 12 12 12 6 10 9 5 5 0 0 0 0 0 0 0 0 0.917 1 1 1 0.8 0.8 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c22_11640Pp3c22_11640transcript PAC:32904038protein_codingNA c.*3680_*3681insTANA NA NA NA 3384
Chr22 7568345 T TTA Chr22_7568345_T_TTAT_TTA INDEL 1069.93 0 0 1 0 0 1 1 0 11 6 10 9 4 4 11 7 9 8 8 12 12 12 12 6 10 9 5 5 0 0 0 0 0 0 0 0 0.917 1 1 1 0.8 0.8 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c22_11640-Pp3c22_11654Pp3c22_11640-Pp3c22_11654intergenic_regionPp3c22_11640-Pp3c22_11654NA NA n.7568345_7568346insTANA NA NA NA NA
Chr22 7730997 A C Chr22_7730997_A_CA_C SNP 19724.63 27 13 16 30 16 37 24 30 16 38 14 24 10 12 27 13 16 30 16 37 24 30 16 38 14 24 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_11920-Pp3c22_12010Pp3c22_11920-Pp3c22_12010intergenic_regionPp3c22_11920-Pp3c22_12010NA NA n.7730997A>CNA NA NA NA NA
Chr22 7751710 A G Chr22_7751710_A_GA_G SNP 11192.63 32 6 9 21 16 21 27 17 17 18 8 8 8 6 32 6 9 21 16 21 27 17 17 18 8 8 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_11920-Pp3c22_12010Pp3c22_11920-Pp3c22_12010intergenic_regionPp3c22_11920-Pp3c22_12010NA NA n.7751710A>GNA NA NA NA NA
Chr22 7751840 C A Chr22_7751840_C_AC_A SNP 9215.63 17 12 8 18 12 14 23 23 12 12 8 8 6 7 17 12 8 18 12 14 23 23 12 12 8 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_11920-Pp3c22_12010Pp3c22_11920-Pp3c22_12010intergenic_regionPp3c22_11920-Pp3c22_12010NA NA n.7751840C>ANA NA NA NA NA
Chr22 7751857 A G Chr22_7751857_A_GA_G SNP 9209.63 13 12 8 21 10 16 27 23 12 15 6 9 5 6 13 12 8 21 10 16 27 23 12 15 6 9 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_11920-Pp3c22_12010Pp3c22_11920-Pp3c22_12010intergenic_regionPp3c22_11920-Pp3c22_12010NA NA n.7751857A>GNA NA NA NA NA
Chr22 7999664 G T Chr22_7999664_G_TG_T SNP 5757.29 0 0 0 25 12 27 30 26 0 0 0 0 0 0 23 6 14 25 12 27 30 26 20 22 12 11 14 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_12150-Pp3c22_12260Pp3c22_12150-Pp3c22_12260intergenic_regionPp3c22_12150-Pp3c22_12260NA NA n.7999664G>TNA NA NA NA NA
Chr22 8116067 CTA C Chr22_8116067_CTA_CCTA_C INDEL 7619.59 16 8 13 10 7 11 26 11 13 8 6 13 4 8 17 8 13 11 7 11 26 11 13 8 6 13 4 8 0.941 1 1 0.909 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_12448Pp3c22_12448transcript PAC:32905125protein_codingNA c.*1595_*1596delTANA NA NA NA 792
Chr22 8116067 CTA C Chr22_8116067_CTA_CCTA_C INDEL 7619.59 16 8 13 10 7 11 26 11 13 8 6 13 4 8 17 8 13 11 7 11 26 11 13 8 6 13 4 8 0.941 1 1 0.909 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_12490Pp3c22_12490transcript PAC:32903230protein_codingNA c.*3364_*3365delTANA NA NA NA 3365
Chr22 8116067 CTA C Chr22_8116067_CTA_CCTA_C INDEL 7619.59 16 8 13 10 7 11 26 11 13 8 6 13 4 8 17 8 13 11 7 11 26 11 13 8 6 13 4 8 0.941 1 1 0.909 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_12448-Pp3c22_12490Pp3c22_12448-Pp3c22_12490intergenic_regionPp3c22_12448-Pp3c22_12490NA NA n.8116068_8116069delTANA NA NA NA NA
Chr22 8235812 G GT Chr22_8235812_G_GTG_GT INDEL 14265.59 21 15 12 16 13 24 29 24 21 22 12 19 14 5 21 15 12 16 13 24 29 24 21 22 12 19 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_12740Pp3c22_12740transcript PAC:32903360protein_codingNA c.-1529_-1528insTNA NA NA NA 854
Chr22 8235812 G GT Chr22_8235812_G_GTG_GT INDEL 14265.59 21 15 12 16 13 24 29 24 21 22 12 19 14 5 21 15 12 16 13 24 29 24 21 22 12 19 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_12740Pp3c22_12740transcript PAC:32903362protein_codingNA c.-1529_-1528insTNA NA NA NA 852
Chr22 8235812 G GT Chr22_8235812_G_GTG_GT INDEL 14265.59 21 15 12 16 13 24 29 24 21 22 12 19 14 5 21 15 12 16 13 24 29 24 21 22 12 19 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_12740Pp3c22_12740transcript PAC:32903361protein_codingNA c.-1529_-1528insTNA NA NA NA 860
Chr22 8235812 G GT Chr22_8235812_G_GTG_GT INDEL 14265.59 21 15 12 16 13 24 29 24 21 22 12 19 14 5 21 15 12 16 13 24 29 24 21 22 12 19 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_12740Pp3c22_12740transcript PAC:32903363protein_codingNA c.-1529_-1528insTNA NA NA NA 860
Chr22 8235812 G GT Chr22_8235812_G_GTG_GT INDEL 14265.59 21 15 12 16 13 24 29 24 21 22 12 19 14 5 21 15 12 16 13 24 29 24 21 22 12 19 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_12720Pp3c22_12720transcript PAC:32904795protein_codingNA c.*1823_*1824insTNA NA NA NA 1619
Chr22 8235812 G GT Chr22_8235812_G_GTG_GT INDEL 14265.59 21 15 12 16 13 24 29 24 21 22 12 19 14 5 21 15 12 16 13 24 29 24 21 22 12 19 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_12720Pp3c22_12720transcript PAC:32904796protein_codingNA c.*1823_*1824insTNA NA NA NA 1626
Chr22 8235812 G GT Chr22_8235812_G_GTG_GT INDEL 14265.59 21 15 12 16 13 24 29 24 21 22 12 19 14 5 21 15 12 16 13 24 29 24 21 22 12 19 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_12720Pp3c22_12720transcript PAC:32904797protein_codingNA c.*1823_*1824insTNA NA NA NA 1626
Chr22 8235812 G GT Chr22_8235812_G_GTG_GT INDEL 14265.59 21 15 12 16 13 24 29 24 21 22 12 19 14 5 21 15 12 16 13 24 29 24 21 22 12 19 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_12720-Pp3c22_12740Pp3c22_12720-Pp3c22_12740intergenic_regionPp3c22_12720-Pp3c22_12740NA NA n.8235812_8235813insTNA NA NA NA NA



Chr22 8370451 T TTA Chr22_8370451_T_TTAT_TTA INDEL 5834.59 17 7 9 7 9 10 17 14 10 12 9 6 7 8 19 7 9 8 9 11 17 14 11 12 10 6 7 8 0.895 1 1 0.875 1 0.909 1 1 0.909 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_12880-Pp3c22_12920Pp3c22_12880-Pp3c22_12920intergenic_regionPp3c22_12880-Pp3c22_12920NA NA n.8370451_8370452insTANA NA NA NA NA
Chr22 8482724 C A Chr22_8482724_C_AC_A SNP 10590.63 16 14 8 10 14 26 21 11 19 13 8 6 4 8 16 14 8 10 14 26 21 11 19 13 8 6 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13039-Pp3c22_13060Pp3c22_13039-Pp3c22_13060intergenic_regionPp3c22_13039-Pp3c22_13060NA NA n.8482724C>ANA NA NA NA NA
Chr22 8482954 TC T Chr22_8482954_TC_TTC_T INDEL 11523.59 24 9 10 13 16 16 17 25 15 11 10 12 6 6 24 9 10 13 16 16 17 25 15 11 10 12 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13039-Pp3c22_13060Pp3c22_13039-Pp3c22_13060intergenic_regionPp3c22_13039-Pp3c22_13060NA NA n.8482955delCNA NA NA NA NA
Chr22 8488537 C A Chr22_8488537_C_AC_A SNP 15201.63 21 7 13 21 13 19 21 21 18 19 11 23 13 8 21 7 13 21 13 19 21 21 18 19 11 23 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13039-Pp3c22_13060Pp3c22_13039-Pp3c22_13060intergenic_regionPp3c22_13039-Pp3c22_13060NA NA n.8488537C>ANA NA NA NA NA
Chr22 8488597 A AT Chr22_8488597_A_ATA_AT INDEL 16802.59 22 9 11 26 15 24 15 22 21 23 16 20 13 9 22 9 11 26 15 24 15 22 21 23 16 20 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13039-Pp3c22_13060Pp3c22_13039-Pp3c22_13060intergenic_regionPp3c22_13039-Pp3c22_13060NA NA n.8488597_8488598insTNA NA NA NA NA
Chr22 8488622 G T Chr22_8488622_G_TG_T SNP 18954.63 27 9 11 27 17 27 16 17 21 27 16 23 13 8 27 9 11 27 17 27 16 17 21 27 16 23 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13039-Pp3c22_13060Pp3c22_13039-Pp3c22_13060intergenic_regionPp3c22_13039-Pp3c22_13060NA NA n.8488622G>TNA NA NA NA NA
Chr22 8488634 G A Chr22_8488634_G_AG_A SNP 18783.63 24 8 13 26 20 29 19 13 22 26 16 22 12 8 24 8 13 26 20 29 19 13 22 26 16 22 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13039-Pp3c22_13060Pp3c22_13039-Pp3c22_13060intergenic_regionPp3c22_13039-Pp3c22_13060NA NA n.8488634G>ANA NA NA NA NA
Chr22 8488636 G T Chr22_8488636_G_TG_T SNP 18378.63 23 8 13 25 20 31 18 14 22 26 16 22 11 8 23 8 13 25 20 31 18 14 22 26 16 22 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13039-Pp3c22_13060Pp3c22_13039-Pp3c22_13060intergenic_regionPp3c22_13039-Pp3c22_13060NA NA n.8488636G>TNA NA NA NA NA
Chr22 8488663 G A Chr22_8488663_G_AG_A SNP 17405.63 23 10 18 21 20 22 24 14 24 24 19 24 10 6 23 10 18 21 20 22 24 14 24 24 19 24 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13039-Pp3c22_13060Pp3c22_13039-Pp3c22_13060intergenic_regionPp3c22_13039-Pp3c22_13060NA NA n.8488663G>ANA NA NA NA NA
Chr22 8780655 T A Chr22_8780655_T_AT_A SNP 1073.39 13 7 7 0 0 0 0 0 0 0 0 0 0 0 13 7 7 12 7 11 13 13 8 9 6 7 9 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c22_13330-Pp3c22_13400Pp3c22_13330-Pp3c22_13400intergenic_regionPp3c22_13330-Pp3c22_13400NA NA n.8780655T>ANA NA NA NA NA
Chr22 8877358 A AT Chr22_8877358_A_ATA_AT INDEL 16370.59 24 15 15 25 23 24 33 28 19 20 17 9 13 10 24 15 15 25 23 24 33 28 19 20 17 9 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13580-Pp3c22_13600Pp3c22_13580-Pp3c22_13600intergenic_regionPp3c22_13580-Pp3c22_13600NA NA n.8877358_8877359insTNA NA NA NA NA
Chr22 8904550 G C Chr22_8904550_G_CG_C SNP 21569.63 37 21 14 24 24 31 29 32 24 23 22 14 16 17 37 21 14 24 24 31 29 32 24 23 22 14 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13600-Pp3c22_13660Pp3c22_13600-Pp3c22_13660intergenic_regionPp3c22_13600-Pp3c22_13660NA NA n.8904550G>CNA NA NA NA NA
Chr22 8920519 G A Chr22_8920519_G_AG_A SNP 5171.29 0 0 0 21 19 13 26 20 0 0 0 0 0 0 33 17 13 23 19 13 26 20 25 25 20 15 11 15 0 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_13600-Pp3c22_13660Pp3c22_13600-Pp3c22_13660intergenic_regionPp3c22_13600-Pp3c22_13660NA NA n.8920519G>ANA NA NA NA NA
Chr22 8972312 G T Chr22_8972312_G_TG_T SNP 17504.63 18 4 17 17 14 23 22 21 17 22 23 18 8 14 18 4 17 17 14 23 22 21 17 22 23 18 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13660-Pp3c22_13680Pp3c22_13660-Pp3c22_13680intergenic_regionPp3c22_13660-Pp3c22_13680NA NA n.8972312G>TNA NA NA NA NA
Chr22 9146235 G GA Chr22_9146235_G_GAG_GA INDEL 15645.59 23 7 21 30 20 30 33 27 25 20 13 24 6 14 23 7 21 30 20 30 33 27 25 20 13 24 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_13970Pp3c22_13970transcript PAC:32904746protein_codingNA c.-4414_-4413insANA NA NA NA 3915
Chr22 9146235 G GA Chr22_9146235_G_GAG_GA INDEL 15645.59 23 7 21 30 20 30 33 27 25 20 13 24 6 14 23 7 21 30 20 30 33 27 25 20 13 24 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_13970Pp3c22_13970transcript PAC:32904747protein_codingNA c.-4414_-4413insANA NA NA NA 3766
Chr22 9146235 G GA Chr22_9146235_G_GAG_GA INDEL 15645.59 23 7 21 30 20 30 33 27 25 20 13 24 6 14 23 7 21 30 20 30 33 27 25 20 13 24 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_13950-Pp3c22_13970Pp3c22_13950-Pp3c22_13970intergenic_regionPp3c22_13950-Pp3c22_13970NA NA n.9146235_9146236insANA NA NA NA NA
Chr22 9546692 AATAT A Chr22_9546692_AATAT_AAATAT_A INDEL 15494.59 16 6 16 18 16 22 25 18 20 16 11 11 5 9 16 6 16 18 16 22 25 18 20 16 11 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_14720Pp3c22_14720transcript PAC:32903974protein_codingNA c.-3346_-3343delATATNA NA NA NA 3343
Chr22 9546692 AATAT A Chr22_9546692_AATAT_AAATAT_A INDEL 15494.59 16 6 16 18 16 22 25 18 20 16 11 11 5 9 16 6 16 18 16 22 25 18 20 16 11 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_14740Pp3c22_14740transcript PAC:32905114protein_codingNA c.-3137_-3134delATATNA NA NA NA 1480
Chr22 9546692 AATAT A Chr22_9546692_AATAT_AAATAT_A INDEL 15494.59 16 6 16 18 16 22 25 18 20 16 11 11 5 9 16 6 16 18 16 22 25 18 20 16 11 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_14720Pp3c22_14720transcript PAC:32903975protein_codingNA c.-3346_-3343delATATNA NA NA NA 3062
Chr22 9546692 AATAT A Chr22_9546692_AATAT_AAATAT_A INDEL 15494.59 16 6 16 18 16 22 25 18 20 16 11 11 5 9 16 6 16 18 16 22 25 18 20 16 11 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_14740Pp3c22_14740transcript PAC:32905115protein_codingNA c.-3137_-3134delATATNA NA NA NA 1488
Chr22 9546692 AATAT A Chr22_9546692_AATAT_AAATAT_A INDEL 15494.59 16 6 16 18 16 22 25 18 20 16 11 11 5 9 16 6 16 18 16 22 25 18 20 16 11 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_14720-Pp3c22_14740Pp3c22_14720-Pp3c22_14740intergenic_regionPp3c22_14720-Pp3c22_14740NA NA n.9546693_9546696delATATNA NA NA NA NA
Chr22 9890315 T C Chr22_9890315_T_CT_C SNP 17123.63 31 13 18 30 21 27 28 19 26 21 15 15 8 5 31 13 18 30 21 27 28 19 26 21 15 15 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_15210-Pp3c22_15240Pp3c22_15210-Pp3c22_15240intergenic_regionPp3c22_15210-Pp3c22_15240NA NA n.9890315T>CNA NA NA NA NA
Chr22 10045436 T TC Chr22_10045436_T_TCT_TC INDEL 16315.59 23 16 17 26 15 24 26 25 19 21 14 14 10 10 23 16 17 26 15 24 26 25 19 21 14 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_15440Pp3c22_15440transcript PAC:32905317protein_codingNA c.-5218_-5217insGNA NA NA NA 3900
Chr22 10045436 T TC Chr22_10045436_T_TCT_TC INDEL 16315.59 23 16 17 26 15 24 26 25 19 21 14 14 10 10 23 16 17 26 15 24 26 25 19 21 14 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_15440Pp3c22_15440transcript PAC:32905319protein_codingNA c.-5218_-5217insGNA NA NA NA 3913
Chr22 10045436 T TC Chr22_10045436_T_TCT_TC INDEL 16315.59 23 16 17 26 15 24 26 25 19 21 14 14 10 10 23 16 17 26 15 24 26 25 19 21 14 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_15440Pp3c22_15440transcript PAC:32905318protein_codingNA c.-5218_-5217insGNA NA NA NA 3913
Chr22 10045436 T TC Chr22_10045436_T_TCT_TC INDEL 16315.59 23 16 17 26 15 24 26 25 19 21 14 14 10 10 23 16 17 26 15 24 26 25 19 21 14 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_15440Pp3c22_15440transcript PAC:32905320protein_codingNA c.-5218_-5217insGNA NA NA NA 3913
Chr22 10045436 T TC Chr22_10045436_T_TCT_TC INDEL 16315.59 23 16 17 26 15 24 26 25 19 21 14 14 10 10 23 16 17 26 15 24 26 25 19 21 14 14 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_15440-Pp3c22_15530Pp3c22_15440-Pp3c22_15530intergenic_regionPp3c22_15440-Pp3c22_15530NA NA n.10045436_10045437insCNA NA NA NA NA
Chr22 10279765 TG T Chr22_10279765_TG_TTG_T INDEL 21700.59 39 13 19 48 26 24 34 17 29 24 18 18 12 11 39 13 19 48 26 24 34 17 29 24 18 18 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_15880-Pp3c22_15890Pp3c22_15880-Pp3c22_15890intergenic_regionPp3c22_15880-Pp3c22_15890NA NA n.10279766delGNA NA NA NA NA
Chr22 10316679 C A Chr22_10316679_C_AC_A SNP 9483.63 16 5 7 18 6 17 8 9 8 8 5 10 6 6 16 5 7 18 6 17 8 9 8 8 5 10 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_15890-Pp3c22_16000Pp3c22_15890-Pp3c22_16000intergenic_regionPp3c22_15890-Pp3c22_16000NA NA n.10316679C>ANA NA NA NA NA
Chr22 10316696 C A Chr22_10316696_C_AC_A SNP 8185.63 12 5 6 12 6 16 7 7 6 6 5 7 4 4 12 5 6 12 6 16 7 7 6 6 5 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_15890-Pp3c22_16000Pp3c22_15890-Pp3c22_16000intergenic_regionPp3c22_15890-Pp3c22_16000NA NA n.10316696C>ANA NA NA NA NA
Chr22 10336773 G T Chr22_10336773_G_TG_T SNP 16675.63 29 9 16 18 23 22 23 24 26 17 11 12 13 12 29 9 16 18 23 22 23 24 26 17 11 12 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_15890-Pp3c22_16000Pp3c22_15890-Pp3c22_16000intergenic_regionPp3c22_15890-Pp3c22_16000NA NA n.10336773G>TNA NA NA NA NA
Chr22 10438924 T TA Chr22_10438924_T_TAT_TA INDEL 11319.59 22 8 20 14 18 25 24 17 5 13 16 4 5 9 22 8 21 14 18 26 25 17 5 13 17 4 5 9 1 1 0.952 1 1 0.962 0.96 1 1 1 0.941 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16130Pp3c22_16130transcript PAC:32904006protein_codingNA c.*3120_*3121insANA NA NA NA 2658
Chr22 10438924 T TA Chr22_10438924_T_TAT_TA INDEL 11319.59 22 8 20 14 18 25 24 17 5 13 16 4 5 9 22 8 21 14 18 26 25 17 5 13 17 4 5 9 1 1 0.952 1 1 0.962 0.96 1 1 1 0.941 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16130Pp3c22_16130transcript PAC:32904008protein_codingNA c.*3120_*3121insANA NA NA NA 2881
Chr22 10438924 T TA Chr22_10438924_T_TAT_TA INDEL 11319.59 22 8 20 14 18 25 24 17 5 13 16 4 5 9 22 8 21 14 18 26 25 17 5 13 17 4 5 9 1 1 0.952 1 1 0.962 0.96 1 1 1 0.941 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16130Pp3c22_16130transcript PAC:32904007protein_codingNA c.*3120_*3121insANA NA NA NA 2881
Chr22 10438924 T TA Chr22_10438924_T_TAT_TA INDEL 11319.59 22 8 20 14 18 25 24 17 5 13 16 4 5 9 22 8 21 14 18 26 25 17 5 13 17 4 5 9 1 1 0.952 1 1 0.962 0.96 1 1 1 0.941 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_16130-Pp3c22_16160Pp3c22_16130-Pp3c22_16160intergenic_regionPp3c22_16130-Pp3c22_16160NA NA n.10438924_10438925insANA NA NA NA NA
Chr22 10757491 C CAT Chr22_10757491_C_CATC_CAT INDEL 251.37 0 9 0 0 0 0 0 0 0 0 0 0 0 0 26 9 8 19 9 16 19 20 19 15 6 15 7 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c22_16480-Pp3c22_16570Pp3c22_16480-Pp3c22_16570intergenic_regionPp3c22_16480-Pp3c22_16570NA NA n.10757491_10757492insATNA NA NA NA NA
Chr22 10786804 GC G Chr22_10786804_GC_GGC_G INDEL 16705.59 26 11 16 27 16 28 34 16 26 19 8 18 12 18 26 11 16 27 16 28 34 16 26 19 8 18 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_16611Pp3c22_16611transcript PAC:32903888protein_codingNA c.-1166delG NA NA NA NA 992
Chr22 10786804 GC G Chr22_10786804_GC_GGC_G INDEL 16705.59 26 11 16 27 16 28 34 16 26 19 8 18 12 18 26 11 16 27 16 28 34 16 26 19 8 18 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16590Pp3c22_16590transcript PAC:32903550protein_codingNA c.*3577delC NA NA NA NA 2939
Chr22 10786804 GC G Chr22_10786804_GC_GGC_G INDEL 16705.59 26 11 16 27 16 28 34 16 26 19 8 18 12 18 26 11 16 27 16 28 34 16 26 19 8 18 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16640Pp3c22_16640transcript PAC:32904686protein_codingNA c.*4050delG NA NA NA NA 4050
Chr22 10786804 GC G Chr22_10786804_GC_GGC_G INDEL 16705.59 26 11 16 27 16 28 34 16 26 19 8 18 12 18 26 11 16 27 16 28 34 16 26 19 8 18 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16590Pp3c22_16590transcript PAC:32903551protein_codingNA c.*3577delC NA NA NA NA 3041
Chr22 10786804 GC G Chr22_10786804_GC_GGC_G INDEL 16705.59 26 11 16 27 16 28 34 16 26 19 8 18 12 18 26 11 16 27 16 28 34 16 26 19 8 18 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16590Pp3c22_16590transcript PAC:32903552protein_codingNA c.*3577delC NA NA NA NA 3041
Chr22 10786804 GC G Chr22_10786804_GC_GGC_G INDEL 16705.59 26 11 16 27 16 28 34 16 26 19 8 18 12 18 26 11 16 27 16 28 34 16 26 19 8 18 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16640Pp3c22_16640transcript PAC:32904687protein_codingNA c.*4050delG NA NA NA NA 3625
Chr22 10786804 GC G Chr22_10786804_GC_GGC_G INDEL 16705.59 26 11 16 27 16 28 34 16 26 19 8 18 12 18 26 11 16 27 16 28 34 16 26 19 8 18 12 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_16611-Pp3c22_16640Pp3c22_16611-Pp3c22_16640intergenic_regionPp3c22_16611-Pp3c22_16640NA NA n.10786805delCNA NA NA NA NA
Chr22 10786902 G T Chr22_10786902_G_TG_T SNP 19165.63 24 21 14 28 21 26 36 20 28 21 8 22 8 15 24 21 14 28 21 26 36 20 28 21 8 22 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_16611Pp3c22_16611transcript PAC:32903888protein_codingNA c.-1263C>A NA NA NA NA 1089
Chr22 10786902 G T Chr22_10786902_G_TG_T SNP 19165.63 24 21 14 28 21 26 36 20 28 21 8 22 8 15 24 21 14 28 21 26 36 20 28 21 8 22 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16590Pp3c22_16590transcript PAC:32903550protein_codingNA c.*3674G>T NA NA NA NA 3036
Chr22 10786902 G T Chr22_10786902_G_TG_T SNP 19165.63 24 21 14 28 21 26 36 20 28 21 8 22 8 15 24 21 14 28 21 26 36 20 28 21 8 22 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16640Pp3c22_16640transcript PAC:32904686protein_codingNA c.*3953C>A NA NA NA NA 3953
Chr22 10786902 G T Chr22_10786902_G_TG_T SNP 19165.63 24 21 14 28 21 26 36 20 28 21 8 22 8 15 24 21 14 28 21 26 36 20 28 21 8 22 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16590Pp3c22_16590transcript PAC:32903551protein_codingNA c.*3674G>T NA NA NA NA 3138
Chr22 10786902 G T Chr22_10786902_G_TG_T SNP 19165.63 24 21 14 28 21 26 36 20 28 21 8 22 8 15 24 21 14 28 21 26 36 20 28 21 8 22 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16590Pp3c22_16590transcript PAC:32903552protein_codingNA c.*3674G>T NA NA NA NA 3138
Chr22 10786902 G T Chr22_10786902_G_TG_T SNP 19165.63 24 21 14 28 21 26 36 20 28 21 8 22 8 15 24 21 14 28 21 26 36 20 28 21 8 22 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_16640Pp3c22_16640transcript PAC:32904687protein_codingNA c.*3953C>A NA NA NA NA 3528
Chr22 10786902 G T Chr22_10786902_G_TG_T SNP 19165.63 24 21 14 28 21 26 36 20 28 21 8 22 8 15 24 21 14 28 21 26 36 20 28 21 8 22 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_16611-Pp3c22_16640Pp3c22_16611-Pp3c22_16640intergenic_regionPp3c22_16611-Pp3c22_16640NA NA n.10786902G>TNA NA NA NA NA
Chr22 11030844 C CAT Chr22_11030844_C_CATC_CAT INDEL 10397.59 15 11 8 17 21 18 24 23 18 19 11 8 6 8 15 11 8 17 21 18 25 23 18 20 11 8 6 8 1 1 1 1 1 1 0.96 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_17070Pp3c22_17070transcript PAC:32905301protein_codingNA c.*2142_*2143insATNA NA NA NA 2142
Chr22 11030844 C CAT Chr22_11030844_C_CATC_CAT INDEL 10397.59 15 11 8 17 21 18 24 23 18 19 11 8 6 8 15 11 8 17 21 18 25 23 18 20 11 8 6 8 1 1 1 1 1 1 0.96 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_17080Pp3c22_17080transcript PAC:32903082protein_codingNA c.*4805_*4806insATNA NA NA NA 4292
Chr22 11030844 C CAT Chr22_11030844_C_CATC_CAT INDEL 10397.59 15 11 8 17 21 18 24 23 18 19 11 8 6 8 15 11 8 17 21 18 25 23 18 20 11 8 6 8 1 1 1 1 1 1 0.96 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_17080Pp3c22_17080transcript PAC:32903083protein_codingNA c.*4805_*4806insATNA NA NA NA 4296
Chr22 11030844 C CAT Chr22_11030844_C_CATC_CAT INDEL 10397.59 15 11 8 17 21 18 24 23 18 19 11 8 6 8 15 11 8 17 21 18 25 23 18 20 11 8 6 8 1 1 1 1 1 1 0.96 1 1 0.95 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_17012-Pp3c22_17070Pp3c22_17012-Pp3c22_17070intergenic_regionPp3c22_17012-Pp3c22_17070NA NA n.11030844_11030845insATNA NA NA NA NA
Chr22 11048808 C A Chr22_11048808_C_AC_A SNP 18031.63 32 14 14 22 20 17 21 23 18 21 16 12 6 12 32 14 14 22 20 17 21 23 18 21 16 12 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_17090Pp3c22_17090transcript PAC:32904141protein_codingNA c.-4371G>T NA NA NA NA 3917
Chr22 11048808 C A Chr22_11048808_C_AC_A SNP 18031.63 32 14 14 22 20 17 21 23 18 21 16 12 6 12 32 14 14 22 20 17 21 23 18 21 16 12 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_17090Pp3c22_17090transcript PAC:32904142protein_codingNA c.-4371G>T NA NA NA NA 3964
Chr22 11048808 C A Chr22_11048808_C_AC_A SNP 18031.63 32 14 14 22 20 17 21 23 18 21 16 12 6 12 32 14 14 22 20 17 21 23 18 21 16 12 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_17090-Pp3c22_17099Pp3c22_17090-Pp3c22_17099intergenic_regionPp3c22_17090-Pp3c22_17099NA NA n.11048808C>ANA NA NA NA NA
Chr22 11517448 G A Chr22_11517448_G_AG_A SNP 13884.63 26 12 18 16 13 14 19 16 18 12 15 17 10 6 26 12 18 17 13 15 19 16 18 12 15 17 10 6 1 1 1 0.941 1 0.933 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_17940-Pp3c22_18120Pp3c22_17940-Pp3c22_18120intergenic_regionPp3c22_17940-Pp3c22_18120NA NA n.11517448G>ANA NA NA NA NA
Chr22 11547780 G A Chr22_11547780_G_AG_A SNP 9615.63 16 7 11 14 11 17 30 12 13 18 11 5 9 12 17 7 11 14 11 17 30 12 13 18 11 5 9 12 0.941 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_17940-Pp3c22_18120Pp3c22_17940-Pp3c22_18120intergenic_regionPp3c22_17940-Pp3c22_18120NA NA n.11547780G>ANA NA NA NA NA
Chr22 11603854 C A Chr22_11603854_C_AC_A SNP 12092.63 20 14 6 12 11 13 24 10 18 21 8 18 9 7 20 14 6 12 11 13 24 10 18 21 8 18 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_17940-Pp3c22_18120Pp3c22_17940-Pp3c22_18120intergenic_regionPp3c22_17940-Pp3c22_18120NA NA n.11603854C>ANA NA NA NA NA
Chr22 11658556 T A Chr22_11658556_T_AT_A SNP 8324.63 13 16 12 7 13 9 13 8 17 7 6 9 6 7 13 16 12 7 13 9 13 8 17 7 6 9 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_18130-Pp3c22_18190Pp3c22_18130-Pp3c22_18190intergenic_regionPp3c22_18130-Pp3c22_18190NA NA n.11658556T>ANA NA NA NA NA
Chr22 11659184 G T Chr22_11659184_G_TG_T SNP 11372.63 10 8 5 13 12 8 24 19 21 18 15 9 4 6 10 8 5 13 12 8 24 19 21 18 15 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_18130-Pp3c22_18190Pp3c22_18130-Pp3c22_18190intergenic_regionPp3c22_18130-Pp3c22_18190NA NA n.11659184G>TNA NA NA NA NA
Chr22 11663424 T A Chr22_11663424_T_AT_A SNP 16865.63 32 12 17 22 22 22 35 17 16 27 10 14 12 11 32 12 17 22 22 22 35 17 16 27 10 14 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_18130-Pp3c22_18190Pp3c22_18130-Pp3c22_18190intergenic_regionPp3c22_18130-Pp3c22_18190NA NA n.11663424T>ANA NA NA NA NA
Chr22 11665455 C A Chr22_11665455_C_AC_A SNP 16450.63 21 16 16 28 17 23 26 26 22 27 11 11 10 14 21 16 16 28 17 23 26 26 22 27 11 11 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_18130-Pp3c22_18190Pp3c22_18130-Pp3c22_18190intergenic_regionPp3c22_18130-Pp3c22_18190NA NA n.11665455C>ANA NA NA NA NA
Chr22 11665489 C A Chr22_11665489_C_AC_A SNP 15516.63 16 13 13 19 19 25 23 26 27 31 16 15 8 11 16 13 13 19 19 25 23 26 27 31 16 15 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_18130-Pp3c22_18190Pp3c22_18130-Pp3c22_18190intergenic_regionPp3c22_18130-Pp3c22_18190NA NA n.11665489C>ANA NA NA NA NA
Chr22 11668437 A G Chr22_11668437_A_GA_G SNP 18812.63 31 14 24 20 20 21 33 23 19 21 18 16 15 14 31 14 24 20 20 21 33 23 19 21 18 16 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_18130-Pp3c22_18190Pp3c22_18130-Pp3c22_18190intergenic_regionPp3c22_18130-Pp3c22_18190NA NA n.11668437A>GNA NA NA NA NA
Chr22 11688557 G A Chr22_11688557_G_AG_A SNP 5165.29 0 0 0 25 24 21 36 24 0 0 0 0 0 0 28 10 21 26 28 24 41 29 29 28 11 17 7 10 0 0 0 0.962 0.857 0.875 0.878 0.828 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_18130-Pp3c22_18190Pp3c22_18130-Pp3c22_18190intergenic_regionPp3c22_18130-Pp3c22_18190NA NA n.11688557G>ANA NA NA NA NA
Chr22 12028382 G A Chr22_12028382_G_AG_A SNP 13861.29 36 16 15 0 0 0 0 0 13 26 17 16 16 14 36 16 15 24 24 30 49 24 13 26 17 16 16 14 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c22_18570-Pp3c22_18600Pp3c22_18570-Pp3c22_18600intergenic_regionPp3c22_18570-Pp3c22_18600NA NA n.12028382G>ANA NA NA NA NA
Chr22 12139738 G GT Chr22_12139738_G_GTG_GT INDEL 11891.59 12 13 13 24 7 19 29 19 18 20 13 16 11 6 12 13 13 24 7 19 29 19 18 20 13 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_18600-Pp3c22_18760Pp3c22_18600-Pp3c22_18760intergenic_regionPp3c22_18600-Pp3c22_18760NA NA n.12139738_12139739insTNA NA NA NA NA
Chr22 12226347 A AAT Chr22_12226347_A_AATA_AAT INDEL 2531.93 0 0 0 0 0 0 0 0 14 14 11 13 6 9 17 12 10 26 18 38 26 16 14 14 11 13 6 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c22_18780Pp3c22_18780transcript PAC:32904143protein_codingNA c.*3091_*3092insATNA NA NA NA 3091
Chr22 12226347 A AAT Chr22_12226347_A_AATA_AAT INDEL 2531.93 0 0 0 0 0 0 0 0 14 14 11 13 6 9 17 12 10 26 18 38 26 16 14 14 11 13 6 9 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c22_18760-Pp3c22_18780Pp3c22_18760-Pp3c22_18780intergenic_regionPp3c22_18760-Pp3c22_18780NA NA n.12226347_12226348insATNA NA NA NA NA
Chr22 12721779 A G Chr22_12721779_A_GA_G SNP 16337.63 27 21 12 27 19 21 34 23 19 22 16 16 11 8 27 21 12 27 19 21 34 23 19 22 16 16 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_19310Pp3c22_19310transcript PAC:32903682protein_codingNA c.-5876T>C NA NA NA NA 4461
Chr22 12721779 A G Chr22_12721779_A_GA_G SNP 16337.63 27 21 12 27 19 21 34 23 19 22 16 16 11 8 27 21 12 27 19 21 34 23 19 22 16 16 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_19310Pp3c22_19310transcript PAC:32903683protein_codingNA c.-5876T>C NA NA NA NA 4684
Chr22 12721779 A G Chr22_12721779_A_GA_G SNP 16337.63 27 21 12 27 19 21 34 23 19 22 16 16 11 8 27 21 12 27 19 21 34 23 19 22 16 16 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_19310-Pp3c22_19330Pp3c22_19310-Pp3c22_19330intergenic_regionPp3c22_19310-Pp3c22_19330NA NA n.12721779A>GNA NA NA NA NA
Chr22 12721840 T C Chr22_12721840_T_CT_C SNP 18478.63 29 16 14 25 23 17 31 19 19 17 20 12 8 13 29 16 14 25 23 17 31 19 19 17 20 12 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_19310Pp3c22_19310transcript PAC:32903682protein_codingNA c.-5937A>G NA NA NA NA 4522
Chr22 12721840 T C Chr22_12721840_T_CT_C SNP 18478.63 29 16 14 25 23 17 31 19 19 17 20 12 8 13 29 16 14 25 23 17 31 19 19 17 20 12 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_19310Pp3c22_19310transcript PAC:32903683protein_codingNA c.-5937A>G NA NA NA NA 4745
Chr22 12721840 T C Chr22_12721840_T_CT_C SNP 18478.63 29 16 14 25 23 17 31 19 19 17 20 12 8 13 29 16 14 25 23 17 31 19 19 17 20 12 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_19310-Pp3c22_19330Pp3c22_19310-Pp3c22_19330intergenic_regionPp3c22_19310-Pp3c22_19330NA NA n.12721840T>CNA NA NA NA NA
Chr22 12721845 G A Chr22_12721845_G_AG_A SNP 18582.63 30 16 14 27 21 17 31 22 19 17 20 12 8 13 30 16 14 27 21 17 31 22 19 17 20 12 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_19310Pp3c22_19310transcript PAC:32903682protein_codingNA c.-5942C>T NA NA NA NA 4527
Chr22 12721845 G A Chr22_12721845_G_AG_A SNP 18582.63 30 16 14 27 21 17 31 22 19 17 20 12 8 13 30 16 14 27 21 17 31 22 19 17 20 12 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_19310Pp3c22_19310transcript PAC:32903683protein_codingNA c.-5942C>T NA NA NA NA 4750
Chr22 12721845 G A Chr22_12721845_G_AG_A SNP 18582.63 30 16 14 27 21 17 31 22 19 17 20 12 8 13 30 16 14 27 21 17 31 22 19 17 20 12 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_19310-Pp3c22_19330Pp3c22_19310-Pp3c22_19330intergenic_regionPp3c22_19310-Pp3c22_19330NA NA n.12721845G>ANA NA NA NA NA
Chr22 12722749 T C Chr22_12722749_T_CT_C SNP 8783.63 12 6 11 15 14 26 20 26 9 7 5 9 7 5 12 6 11 15 14 26 20 26 9 7 5 9 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_19310-Pp3c22_19330Pp3c22_19310-Pp3c22_19330intergenic_regionPp3c22_19310-Pp3c22_19330NA NA n.12722749T>CNA NA NA NA NA
Chr22 12722778 A T Chr22_12722778_A_TA_T SNP 8484.63 16 8 7 12 15 25 23 22 6 10 6 7 8 7 16 8 7 12 15 25 23 22 6 10 6 7 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_19310-Pp3c22_19330Pp3c22_19310-Pp3c22_19330intergenic_regionPp3c22_19310-Pp3c22_19330NA NA n.12722778A>TNA NA NA NA NA
Chr22 12829565 C T Chr22_12829565_C_TC_T SNP 5496.29 0 0 0 16 18 17 34 30 0 0 0 0 0 0 21 9 14 16 18 17 34 30 14 17 17 13 7 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_19380-Pp3c22_19410Pp3c22_19380-Pp3c22_19410intergenic_regionPp3c22_19380-Pp3c22_19410NA NA n.12829565C>TNA NA NA NA NA
Chr22 12863680 A AT Chr22_12863680_A_ATA_AT INDEL 32886.59 80 46 26 67 48 63 87 70 64 65 38 47 27 36 80 46 26 67 48 63 87 70 64 66 38 49 27 36 1 1 1 1 1 1 1 1 1 0.985 1 0.959 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_19430Pp3c22_19430transcript PAC:32903028protein_codingNA c.*3872_*3873insTNA NA NA NA 3367
Chr22 12863680 A AT Chr22_12863680_A_ATA_AT INDEL 32886.59 80 46 26 67 48 63 87 70 64 65 38 47 27 36 80 46 26 67 48 63 87 70 64 66 38 49 27 36 1 1 1 1 1 1 1 1 1 0.985 1 0.959 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_19430Pp3c22_19430transcript PAC:32903029protein_codingNA c.*3872_*3873insTNA NA NA NA 3367
Chr22 12863680 A AT Chr22_12863680_A_ATA_AT INDEL 32886.59 80 46 26 67 48 63 87 70 64 65 38 47 27 36 80 46 26 67 48 63 87 70 64 66 38 49 27 36 1 1 1 1 1 1 1 1 1 0.985 1 0.959 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_19430-Pp3c22_19490Pp3c22_19430-Pp3c22_19490intergenic_regionPp3c22_19430-Pp3c22_19490NA NA n.12863680_12863681insTNA NA NA NA NA
Chr22 13259283 C A Chr22_13259283_C_AC_A SNP 13350.63 20 10 14 24 13 19 32 15 17 11 11 6 13 6 20 10 14 24 13 19 32 15 17 11 11 6 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_19910-Pp3c22_19980Pp3c22_19910-Pp3c22_19980intergenic_regionPp3c22_19910-Pp3c22_19980NA NA n.13259283C>ANA NA NA NA NA
Chr22 13278134 A C Chr22_13278134_A_CA_C SNP 9899.63 13 6 7 12 9 10 13 12 14 12 7 9 8 5 13 6 7 12 9 10 13 12 14 12 7 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_19910-Pp3c22_19980Pp3c22_19910-Pp3c22_19980intergenic_regionPp3c22_19910-Pp3c22_19980NA NA n.13278134A>CNA NA NA NA NA
Chr22 13278135 C A Chr22_13278135_C_AC_A SNP 9899.63 12 6 7 12 9 10 13 12 14 12 7 9 8 5 12 6 7 12 9 10 13 12 14 12 7 9 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_19910-Pp3c22_19980Pp3c22_19910-Pp3c22_19980intergenic_regionPp3c22_19910-Pp3c22_19980NA NA n.13278135C>ANA NA NA NA NA
Chr22 13555655 A AAT Chr22_13555655_A_AATA_AAT INDEL 406.37 0 0 0 0 0 17 0 0 1 0 0 0 1 1 19 10 8 9 14 18 18 17 12 10 6 7 10 10 0 0 0 0 0 0.944 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c22_20160-Pp3c22_20230Pp3c22_20160-Pp3c22_20230intergenic_regionPp3c22_20160-Pp3c22_20230NA NA n.13555655_13555656insATNA NA NA NA NA
Chr22 13596781 T C Chr22_13596781_T_CT_C SNP 32757.63 39 21 30 32 32 47 66 42 54 44 32 44 20 18 39 21 30 32 32 47 66 42 54 44 32 44 20 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20240Pp3c22_20240transcript PAC:32904659protein_codingNA c.-7228A>G NA NA NA NA 4216
Chr22 13596781 T C Chr22_13596781_T_CT_C SNP 32757.63 39 21 30 32 32 47 66 42 54 44 32 44 20 18 39 21 30 32 32 47 66 42 54 44 32 44 20 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13596781T>CNA NA NA NA NA
Chr22 13599228 G A Chr22_13599228_G_AG_A SNP 14062.63 19 7 14 13 15 18 17 19 13 16 16 20 15 12 19 7 14 13 15 18 17 19 13 16 16 20 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13599228G>ANA NA NA NA NA
Chr22 13599235 T C Chr22_13599235_T_CT_C SNP 13252.63 18 7 11 12 15 16 15 17 11 17 14 15 16 12 18 7 11 12 15 16 15 17 11 17 14 15 16 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13599235T>CNA NA NA NA NA
Chr22 13599281 A T Chr22_13599281_A_TA_T SNP 7859.63 12 4 7 7 14 13 12 13 6 14 11 11 13 6 12 4 7 7 14 13 12 13 6 14 11 11 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13599281A>TNA NA NA NA NA
Chr22 13599980 G A Chr22_13599980_G_AG_A SNP 9584.63 18 6 6 10 13 12 15 10 10 8 9 7 6 7 18 6 6 10 13 12 15 10 10 8 9 7 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13599980G>ANA NA NA NA NA
Chr22 13600009 T C Chr22_13600009_T_CT_C SNP 10529.63 19 5 7 12 16 16 13 8 12 12 7 8 6 7 19 5 7 12 16 16 13 8 12 12 7 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13600009T>CNA NA NA NA NA
Chr22 13600320 T C Chr22_13600320_T_CT_C SNP 12948.63 12 16 11 20 18 18 18 9 10 17 7 12 10 8 12 16 11 20 18 18 18 9 10 17 7 12 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13600320T>CNA NA NA NA NA
Chr22 13600327 T C Chr22_13600327_T_CT_C SNP 12940.63 12 16 10 20 18 17 18 9 8 17 7 13 10 8 12 16 10 20 18 17 18 9 8 17 7 13 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13600327T>CNA NA NA NA NA
Chr22 13600334 C T Chr22_13600334_C_TC_T SNP 13220.63 14 16 11 22 19 19 17 10 8 18 7 13 10 9 14 16 11 22 19 19 17 10 8 18 7 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13600334C>TNA NA NA NA NA
Chr22 13601063 C T Chr22_13601063_C_TC_T SNP 8433.63 14 8 7 9 12 6 4 14 8 12 8 7 5 6 14 8 7 9 12 6 4 14 8 12 8 7 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13601063C>TNA NA NA NA NA
Chr22 13601486 A G Chr22_13601486_A_GA_G SNP 15706.63 26 11 9 20 19 16 30 15 18 16 15 18 15 5 26 11 9 20 19 16 30 15 18 16 15 18 15 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13601486A>GNA NA NA NA NA
Chr22 13601639 A AAAAATAGGTTChr22_13601639_A_AAAAATAGGTTA_AAAAATAGGTTINDEL 8379.59 13 4 8 14 7 5 12 8 7 10 7 4 5 5 13 4 8 14 7 5 12 8 7 10 7 4 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13601639_13601640insAAAATAGGTTNA NA NA NA NA
Chr22 13601645 C T Chr22_13601645_C_TC_T SNP 7355.63 10 4 5 12 7 4 11 7 5 10 5 4 4 5 10 4 5 12 7 4 11 7 5 10 5 4 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13601645C>TNA NA NA NA NA
Chr22 13602250 G GT Chr22_13602250_G_GTG_GT INDEL 7377.59 17 10 7 10 8 11 16 19 11 12 6 14 9 5 17 10 7 10 8 11 16 19 11 12 6 14 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13602250_13602251insTNA NA NA NA NA
Chr22 13602476 G A Chr22_13602476_G_AG_A SNP 18404.63 29 13 14 17 10 17 24 21 26 21 15 24 12 16 29 13 14 17 10 17 24 21 26 21 15 24 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13602476G>ANA NA NA NA NA
Chr22 13602477 G A Chr22_13602477_G_AG_A SNP 18404.63 29 13 14 17 10 17 23 21 26 21 15 25 12 16 29 13 14 17 10 17 23 21 26 21 15 25 12 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13602477G>ANA NA NA NA NA
Chr22 13603739 G C Chr22_13603739_G_CG_C SNP 9102.63 14 7 10 11 14 11 13 12 6 10 5 9 9 9 14 7 10 11 14 11 13 12 6 10 5 9 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13603739G>CNA NA NA NA NA
Chr22 13603985 A G Chr22_13603985_A_GA_G SNP 19029.63 39 13 14 30 26 20 29 23 24 17 13 19 5 14 39 13 14 30 26 20 29 23 24 17 13 19 5 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13603985A>GNA NA NA NA NA
Chr22 13604026 A G Chr22_13604026_A_GA_G SNP 18367.63 37 13 14 25 21 22 26 27 23 17 15 20 11 14 37 13 14 25 21 22 26 27 23 17 15 20 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13604026A>GNA NA NA NA NA
Chr22 13631455 A AT Chr22_13631455_A_ATA_AT INDEL 15072.59 27 20 14 25 15 31 37 15 33 23 22 25 9 14 27 20 14 25 15 31 37 15 33 23 22 25 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13631455_13631456insTNA NA NA NA NA
Chr22 13631483 A AT Chr22_13631483_A_ATA_AT INDEL 17959.59 25 12 15 26 19 30 35 20 30 27 24 22 9 14 25 12 15 26 19 30 35 20 30 27 24 22 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20240-Pp3c22_20330Pp3c22_20240-Pp3c22_20330intergenic_regionPp3c22_20240-Pp3c22_20330NA NA n.13631483_13631484insTNA NA NA NA NA
Chr22 13750449 C A Chr22_13750449_C_AC_A SNP 19714.63 28 12 17 28 25 24 25 25 12 20 22 18 7 13 28 12 17 28 25 24 25 25 12 20 22 18 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20330-Pp3c22_20430Pp3c22_20330-Pp3c22_20430intergenic_regionPp3c22_20330-Pp3c22_20430NA NA n.13750449C>ANA NA NA NA NA
Chr22 13750454 C A Chr22_13750454_C_AC_A SNP 19906.63 27 12 18 28 25 29 25 24 11 21 23 18 7 12 27 12 18 28 25 29 25 24 11 21 23 18 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20330-Pp3c22_20430Pp3c22_20330-Pp3c22_20430intergenic_regionPp3c22_20330-Pp3c22_20430NA NA n.13750454C>ANA NA NA NA NA
Chr22 13783107 C T Chr22_13783107_C_TC_T SNP 22106.63 41 12 12 36 18 23 32 24 25 23 10 10 17 10 41 12 12 36 18 23 32 24 25 23 10 10 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904895protein_codingNA c.-5386G>A NA NA NA NA 4047
Chr22 13783107 C T Chr22_13783107_C_TC_T SNP 22106.63 41 12 12 36 18 23 32 24 25 23 10 10 17 10 41 12 12 36 18 23 32 24 25 23 10 10 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904896protein_codingNA c.-5386G>A NA NA NA NA 4087
Chr22 13783107 C T Chr22_13783107_C_TC_T SNP 22106.63 41 12 12 36 18 23 32 24 25 23 10 10 17 10 41 12 12 36 18 23 32 24 25 23 10 10 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904898protein_codingNA c.-5386G>A NA NA NA NA 4087
Chr22 13783107 C T Chr22_13783107_C_TC_T SNP 22106.63 41 12 12 36 18 23 32 24 25 23 10 10 17 10 41 12 12 36 18 23 32 24 25 23 10 10 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904900protein_codingNA c.-5386G>A NA NA NA NA 4087
Chr22 13783107 C T Chr22_13783107_C_TC_T SNP 22106.63 41 12 12 36 18 23 32 24 25 23 10 10 17 10 41 12 12 36 18 23 32 24 25 23 10 10 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904899protein_codingNA c.-5386G>A NA NA NA NA 4057
Chr22 13783107 C T Chr22_13783107_C_TC_T SNP 22106.63 41 12 12 36 18 23 32 24 25 23 10 10 17 10 41 12 12 36 18 23 32 24 25 23 10 10 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904897protein_codingNA c.-5386G>A NA NA NA NA 4038
Chr22 13783107 C T Chr22_13783107_C_TC_T SNP 22106.63 41 12 12 36 18 23 32 24 25 23 10 10 17 10 41 12 12 36 18 23 32 24 25 23 10 10 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20430-Pp3c22_20520Pp3c22_20430-Pp3c22_20520intergenic_regionPp3c22_20430-Pp3c22_20520NA NA n.13783107C>TNA NA NA NA NA
Chr22 13783118 T TA Chr22_13783118_T_TAT_TA INDEL 22017.59 37 13 11 36 19 21 32 24 24 24 9 8 18 8 37 13 11 36 19 21 32 24 24 24 9 8 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904895protein_codingNA c.-5398_-5397insTNA NA NA NA 4059
Chr22 13783118 T TA Chr22_13783118_T_TAT_TA INDEL 22017.59 37 13 11 36 19 21 32 24 24 24 9 8 18 8 37 13 11 36 19 21 32 24 24 24 9 8 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904896protein_codingNA c.-5398_-5397insTNA NA NA NA 4099
Chr22 13783118 T TA Chr22_13783118_T_TAT_TA INDEL 22017.59 37 13 11 36 19 21 32 24 24 24 9 8 18 8 37 13 11 36 19 21 32 24 24 24 9 8 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904898protein_codingNA c.-5398_-5397insTNA NA NA NA 4099
Chr22 13783118 T TA Chr22_13783118_T_TAT_TA INDEL 22017.59 37 13 11 36 19 21 32 24 24 24 9 8 18 8 37 13 11 36 19 21 32 24 24 24 9 8 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904900protein_codingNA c.-5398_-5397insTNA NA NA NA 4099
Chr22 13783118 T TA Chr22_13783118_T_TAT_TA INDEL 22017.59 37 13 11 36 19 21 32 24 24 24 9 8 18 8 37 13 11 36 19 21 32 24 24 24 9 8 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904899protein_codingNA c.-5398_-5397insTNA NA NA NA 4069
Chr22 13783118 T TA Chr22_13783118_T_TAT_TA INDEL 22017.59 37 13 11 36 19 21 32 24 24 24 9 8 18 8 37 13 11 36 19 21 32 24 24 24 9 8 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20430Pp3c22_20430transcript PAC:32904897protein_codingNA c.-5398_-5397insTNA NA NA NA 4050
Chr22 13783118 T TA Chr22_13783118_T_TAT_TA INDEL 22017.59 37 13 11 36 19 21 32 24 24 24 9 8 18 8 37 13 11 36 19 21 32 24 24 24 9 8 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20430-Pp3c22_20520Pp3c22_20430-Pp3c22_20520intergenic_regionPp3c22_20430-Pp3c22_20520NA NA n.13783118_13783119insANA NA NA NA NA
Chr22 13785559 C A Chr22_13785559_C_AC_A SNP 19969.63 28 14 14 32 23 23 28 37 23 25 9 11 12 14 28 14 14 32 23 23 28 37 23 25 9 11 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20430-Pp3c22_20520Pp3c22_20430-Pp3c22_20520intergenic_regionPp3c22_20430-Pp3c22_20520NA NA n.13785559C>ANA NA NA NA NA
Chr22 13785599 AC A Chr22_13785599_AC_AAC_A INDEL 18959.59 28 10 13 36 25 26 27 27 25 25 13 12 12 17 28 10 13 36 25 26 27 27 25 25 13 12 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20430-Pp3c22_20520Pp3c22_20430-Pp3c22_20520intergenic_regionPp3c22_20430-Pp3c22_20520NA NA n.13785600delCNA NA NA NA NA
Chr22 13785661 C A Chr22_13785661_C_AC_A SNP 19475.63 32 15 14 27 31 17 24 24 28 27 16 18 14 14 32 15 14 27 31 17 24 24 28 27 16 18 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20430-Pp3c22_20520Pp3c22_20430-Pp3c22_20520intergenic_regionPp3c22_20430-Pp3c22_20520NA NA n.13785661C>ANA NA NA NA NA
Chr22 13880152 A AAT Chr22_13880152_A_AATA_AAT INDEL 10648.59 23 9 10 15 15 16 23 14 22 18 9 12 9 9 23 9 10 16 15 17 23 14 22 18 9 12 9 9 1 1 1 0.938 1 0.941 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20520-Pp3c22_20610Pp3c22_20520-Pp3c22_20610intergenic_regionPp3c22_20520-Pp3c22_20610NA NA n.13880152_13880153insATNA NA NA NA NA
Chr22 13915689 G GT Chr22_13915689_G_GTG_GT INDEL 21012.59 38 17 15 28 33 23 38 23 33 31 20 20 6 7 38 17 15 28 33 23 38 23 33 31 20 20 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20660Pp3c22_20660transcript PAC:32903570protein_codingNA c.-1719_-1718insANA NA NA NA 1432
Chr22 13915689 G GT Chr22_13915689_G_GTG_GT INDEL 21012.59 38 17 15 28 33 23 38 23 33 31 20 20 6 7 38 17 15 28 33 23 38 23 33 31 20 20 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20660Pp3c22_20660transcript PAC:32903571protein_codingNA c.-1719_-1718insANA NA NA NA 1435
Chr22 13915689 G GT Chr22_13915689_G_GTG_GT INDEL 21012.59 38 17 15 28 33 23 38 23 33 31 20 20 6 7 38 17 15 28 33 23 38 23 33 31 20 20 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20660Pp3c22_20660transcript PAC:32903572protein_codingNA c.-1719_-1718insANA NA NA NA 1435
Chr22 13915689 G GT Chr22_13915689_G_GTG_GT INDEL 21012.59 38 17 15 28 33 23 38 23 33 31 20 20 6 7 38 17 15 28 33 23 38 23 33 31 20 20 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_20640Pp3c22_20640transcript PAC:32902799protein_codingNA c.*4960_*4961insTNA NA NA NA 4348
Chr22 13915689 G GT Chr22_13915689_G_GTG_GT INDEL 21012.59 38 17 15 28 33 23 38 23 33 31 20 20 6 7 38 17 15 28 33 23 38 23 33 31 20 20 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_20640Pp3c22_20640transcript PAC:32902800protein_codingNA c.*4960_*4961insTNA NA NA NA 4458
Chr22 13915689 G GT Chr22_13915689_G_GTG_GT INDEL 21012.59 38 17 15 28 33 23 38 23 33 31 20 20 6 7 38 17 15 28 33 23 38 23 33 31 20 20 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20660-Pp3c22_20760Pp3c22_20660-Pp3c22_20760intergenic_regionPp3c22_20660-Pp3c22_20760NA NA n.13915689_13915690insTNA NA NA NA NA
Chr22 13915737 A T Chr22_13915737_A_TA_T SNP 22133.63 39 18 15 27 31 18 35 32 34 27 10 15 5 9 39 18 15 27 31 18 35 32 34 27 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20660Pp3c22_20660transcript PAC:32903570protein_codingNA c.-1766T>A NA NA NA NA 1479
Chr22 13915737 A T Chr22_13915737_A_TA_T SNP 22133.63 39 18 15 27 31 18 35 32 34 27 10 15 5 9 39 18 15 27 31 18 35 32 34 27 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20660Pp3c22_20660transcript PAC:32903571protein_codingNA c.-1766T>A NA NA NA NA 1482
Chr22 13915737 A T Chr22_13915737_A_TA_T SNP 22133.63 39 18 15 27 31 18 35 32 34 27 10 15 5 9 39 18 15 27 31 18 35 32 34 27 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20660Pp3c22_20660transcript PAC:32903572protein_codingNA c.-1766T>A NA NA NA NA 1482
Chr22 13915737 A T Chr22_13915737_A_TA_T SNP 22133.63 39 18 15 27 31 18 35 32 34 27 10 15 5 9 39 18 15 27 31 18 35 32 34 27 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_20640Pp3c22_20640transcript PAC:32902799protein_codingNA c.*5008A>T NA NA NA NA 4395
Chr22 13915737 A T Chr22_13915737_A_TA_T SNP 22133.63 39 18 15 27 31 18 35 32 34 27 10 15 5 9 39 18 15 27 31 18 35 32 34 27 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_20640Pp3c22_20640transcript PAC:32902800protein_codingNA c.*5008A>T NA NA NA NA 4505
Chr22 13915737 A T Chr22_13915737_A_TA_T SNP 22133.63 39 18 15 27 31 18 35 32 34 27 10 15 5 9 39 18 15 27 31 18 35 32 34 27 10 15 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20660-Pp3c22_20760Pp3c22_20660-Pp3c22_20760intergenic_regionPp3c22_20660-Pp3c22_20760NA NA n.13915737A>TNA NA NA NA NA
Chr22 13915763 A AT Chr22_13915763_A_ATA_AT INDEL 22167.59 39 17 16 29 30 17 31 31 37 31 11 17 10 10 39 17 16 29 30 17 31 31 37 31 11 17 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20660Pp3c22_20660transcript PAC:32903570protein_codingNA c.-1793_-1792insANA NA NA NA 1506
Chr22 13915763 A AT Chr22_13915763_A_ATA_AT INDEL 22167.59 39 17 16 29 30 17 31 31 37 31 11 17 10 10 39 17 16 29 30 17 31 31 37 31 11 17 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20660Pp3c22_20660transcript PAC:32903571protein_codingNA c.-1793_-1792insANA NA NA NA 1509
Chr22 13915763 A AT Chr22_13915763_A_ATA_AT INDEL 22167.59 39 17 16 29 30 17 31 31 37 31 11 17 10 10 39 17 16 29 30 17 31 31 37 31 11 17 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_20660Pp3c22_20660transcript PAC:32903572protein_codingNA c.-1793_-1792insANA NA NA NA 1509
Chr22 13915763 A AT Chr22_13915763_A_ATA_AT INDEL 22167.59 39 17 16 29 30 17 31 31 37 31 11 17 10 10 39 17 16 29 30 17 31 31 37 31 11 17 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_20640Pp3c22_20640transcript PAC:32902799protein_codingNA c.*5034_*5035insTNA NA NA NA 4422
Chr22 13915763 A AT Chr22_13915763_A_ATA_AT INDEL 22167.59 39 17 16 29 30 17 31 31 37 31 11 17 10 10 39 17 16 29 30 17 31 31 37 31 11 17 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c22_20640Pp3c22_20640transcript PAC:32902800protein_codingNA c.*5034_*5035insTNA NA NA NA 4532
Chr22 13915763 A AT Chr22_13915763_A_ATA_AT INDEL 22167.59 39 17 16 29 30 17 31 31 37 31 11 17 10 10 39 17 16 29 30 17 31 31 37 31 11 17 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_20660-Pp3c22_20760Pp3c22_20660-Pp3c22_20760intergenic_regionPp3c22_20660-Pp3c22_20760NA NA n.13915763_13915764insTNA NA NA NA NA
Chr22 13957393 C G Chr22_13957393_C_GC_G SNP 4568.98 0 0 0 0 0 0 0 0 34 17 11 19 22 8 27 14 14 36 19 36 35 19 34 17 11 19 22 8 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c22_20660-Pp3c22_20760Pp3c22_20660-Pp3c22_20760intergenic_regionPp3c22_20660-Pp3c22_20760NA NA n.13957393C>GNA NA NA NA NA
Chr22 14111425 A AAT Chr22_14111425_A_AATA_AAT INDEL 299.37 0 0 0 0 1 1 1 0 0 0 0 0 11 0 25 22 16 20 16 18 28 17 17 14 18 19 11 10 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c22_21057Pp3c22_21057transcript PAC:32905356protein_codingNA c.-5022_-5021insATNA NA NA NA 4920
Chr22 14111425 A AAT Chr22_14111425_A_AATA_AAT INDEL 299.37 0 0 0 0 1 1 1 0 0 0 0 0 11 0 25 22 16 20 16 18 28 17 17 14 18 19 11 10 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 downstream_gene_variantMODIFIER Pp3c22_21050Pp3c22_21050transcript PAC:32904811protein_codingNA c.*4086_*4087insATNA NA NA NA 4086
Chr22 14111425 A AAT Chr22_14111425_A_AATA_AAT INDEL 299.37 0 0 0 0 1 1 1 0 0 0 0 0 11 0 25 22 16 20 16 18 28 17 17 14 18 19 11 10 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c22_21036-Pp3c22_21050Pp3c22_21036-Pp3c22_21050intergenic_regionPp3c22_21036-Pp3c22_21050NA NA n.14111425_14111426insATNA NA NA NA NA
Chr22 14212381 G C Chr22_14212381_G_CG_C SNP 17591.63 28 15 7 25 14 20 25 18 22 33 17 13 12 9 28 15 7 25 14 20 25 18 22 33 17 13 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_21110-Pp3c22_21190Pp3c22_21110-Pp3c22_21190intergenic_regionPp3c22_21110-Pp3c22_21190NA NA n.14212381G>CNA NA NA NA NA
Chr22 14212417 G C Chr22_14212417_G_CG_C SNP 18368.63 24 13 6 24 13 20 32 23 21 36 15 14 9 13 24 13 6 24 13 20 32 23 21 36 15 14 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_21110-Pp3c22_21190Pp3c22_21110-Pp3c22_21190intergenic_regionPp3c22_21110-Pp3c22_21190NA NA n.14212417G>CNA NA NA NA NA
Chr22 14415179 C T Chr22_14415179_C_TC_T SNP 5299.29 0 0 0 22 21 16 25 24 0 0 0 0 0 0 23 23 17 22 21 16 25 24 20 24 16 22 7 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_21520-Pp3c22_21630Pp3c22_21520-Pp3c22_21630intergenic_regionPp3c22_21520-Pp3c22_21630NA NA n.14415179C>TNA NA NA NA NA
Chr22 14533959 C A Chr22_14533959_C_AC_A SNP 19180.63 32 12 17 26 20 20 35 27 16 25 17 21 8 13 32 12 17 26 20 20 35 27 16 25 17 21 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_21700-Pp3c22_21710Pp3c22_21700-Pp3c22_21710intergenic_regionPp3c22_21700-Pp3c22_21710NA NA n.14533959C>ANA NA NA NA NA
Chr22 14630002 A G Chr22_14630002_A_GA_G SNP 5744.29 0 0 0 22 13 23 33 19 0 0 0 0 0 0 26 16 12 23 13 23 33 19 19 28 11 8 11 13 0 0 0 0.957 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_21900-Pp3c22_21920Pp3c22_21900-Pp3c22_21920intergenic_regionPp3c22_21900-Pp3c22_21920NA NA n.14630002A>GNA NA NA NA NA
Chr22 14630004 A G Chr22_14630004_A_GA_G SNP 5744.29 0 0 0 22 13 21 32 19 0 0 0 0 0 0 26 16 12 23 13 21 32 19 18 28 11 9 11 13 0 0 0 0.957 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c22_21900-Pp3c22_21920Pp3c22_21900-Pp3c22_21920intergenic_regionPp3c22_21900-Pp3c22_21920NA NA n.14630004A>GNA NA NA NA NA
Chr22 14799861 C T Chr22_14799861_C_TC_T SNP 17214.63 20 14 16 20 12 20 38 15 25 16 22 16 7 11 20 14 16 20 12 20 38 15 25 16 22 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_22070-Pp3c22_22180Pp3c22_22070-Pp3c22_22180intergenic_regionPp3c22_22070-Pp3c22_22180NA NA n.14799861C>TNA NA NA NA NA
Chr22 14803397 C CTAAGTTGAAAACAAGCACAAAATTChr22_14803397_C_CTAAGTTGAAAACAAGCACAAAATTC_CTAAGTTGAAAACAAGCACAAAATTINDEL 18217.59 25 11 10 21 15 17 25 14 28 17 10 12 8 5 25 11 10 21 15 17 25 14 28 17 10 12 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_22070-Pp3c22_22180Pp3c22_22070-Pp3c22_22180intergenic_regionPp3c22_22070-Pp3c22_22180NA NA n.14803397_14803398insTAAGTTGAAAACAAGCACAAAATTNA NA NA NA NA
Chr22 14842602 G T Chr22_14842602_G_TG_T SNP 18745.63 26 18 14 21 13 26 29 28 18 23 15 19 12 12 26 18 14 21 13 26 29 28 18 23 15 19 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_22070-Pp3c22_22180Pp3c22_22070-Pp3c22_22180intergenic_regionPp3c22_22070-Pp3c22_22180NA NA n.14842602G>TNA NA NA NA NA
Chr22 14940418 G GAT Chr22_14940418_G_GATG_GAT INDEL 1190.35 18 15 12 2 1 2 0 1 1 1 1 1 0 0 18 15 12 13 13 20 28 8 7 11 10 6 7 6 1 1 1 0.154 0 0.1 0 0 0 0 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c22_22390Pp3c22_22390transcript PAC:32903215protein_codingNA c.-2279_-2278insATNA NA NA NA 2044
Chr22 14940418 G GAT Chr22_14940418_G_GATG_GAT INDEL 1190.35 18 15 12 2 1 2 0 1 1 1 1 1 0 0 18 15 12 13 13 20 28 8 7 11 10 6 7 6 1 1 1 0.154 0 0.1 0 0 0 0 0 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c22_22390Pp3c22_22390transcript PAC:32903216protein_codingNA c.-2279_-2278insATNA NA NA NA 1474
Chr22 14940418 G GAT Chr22_14940418_G_GATG_GAT INDEL 1190.35 18 15 12 2 1 2 0 1 1 1 1 1 0 0 18 15 12 13 13 20 28 8 7 11 10 6 7 6 1 1 1 0.154 0 0.1 0 0 0 0 0 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c22_22380Pp3c22_22380transcript PAC:32904516protein_codingNA c.*4755_*4756insATNA NA NA NA 3585
Chr22 14940418 G GAT Chr22_14940418_G_GATG_GAT INDEL 1190.35 18 15 12 2 1 2 0 1 1 1 1 1 0 0 18 15 12 13 13 20 28 8 7 11 10 6 7 6 1 1 1 0.154 0 0.1 0 0 0 0 0 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c22_22380Pp3c22_22380transcript PAC:32904517protein_codingNA c.*4755_*4756insATNA NA NA NA 4405
Chr22 14940418 G GAT Chr22_14940418_G_GATG_GAT INDEL 1190.35 18 15 12 2 1 2 0 1 1 1 1 1 0 0 18 15 12 13 13 20 28 8 7 11 10 6 7 6 1 1 1 0.154 0 0.1 0 0 0 0 0 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c22_22380Pp3c22_22380transcript PAC:32904518protein_codingNA c.*4755_*4756insATNA NA NA NA 4542
Chr22 14940418 G GAT Chr22_14940418_G_GATG_GAT INDEL 1190.35 18 15 12 2 1 2 0 1 1 1 1 1 0 0 18 15 12 13 13 20 28 8 7 11 10 6 7 6 1 1 1 0.154 0 0.1 0 0 0 0 0 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c22_22380Pp3c22_22380transcript PAC:32904519protein_codingNA c.*5664_*5665insATNA NA NA NA 4542
Chr22 14940418 G GAT Chr22_14940418_G_GATG_GAT INDEL 1190.35 18 15 12 2 1 2 0 1 1 1 1 1 0 0 18 15 12 13 13 20 28 8 7 11 10 6 7 6 1 1 1 0.154 0 0.1 0 0 0 0 0 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c22_22390-Pp3c22_22416Pp3c22_22390-Pp3c22_22416intergenic_regionPp3c22_22390-Pp3c22_22416NA NA n.14940418_14940419insATNA NA NA NA NA
Chr22 15219398 G GA Chr22_15219398_G_GAG_GA INDEL 15046.59 23 21 15 21 20 26 30 25 22 22 8 8 10 8 23 21 15 21 20 26 30 25 22 22 8 8 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_22860-Pp3c22_22890Pp3c22_22860-Pp3c22_22890intergenic_regionPp3c22_22860-Pp3c22_22890NA NA n.15219398_15219399insANA NA NA NA NA
Chr22 15301452 C A Chr22_15301452_C_AC_A SNP 16942.63 19 14 12 23 16 22 29 15 18 17 18 8 7 7 19 14 12 23 16 22 29 15 18 17 18 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_23050Pp3c22_23050transcript PAC:32904972protein_codingNA c.-952C>A NA NA NA NA 831
Chr22 15301452 C A Chr22_15301452_C_AC_A SNP 16942.63 19 14 12 23 16 22 29 15 18 17 18 8 7 7 19 14 12 23 16 22 29 15 18 17 18 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_23050Pp3c22_23050transcript PAC:32904973protein_codingNA c.-952C>A NA NA NA NA 358
Chr22 15301452 C A Chr22_15301452_C_AC_A SNP 16942.63 19 14 12 23 16 22 29 15 18 17 18 8 7 7 19 14 12 23 16 22 29 15 18 17 18 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_23030-Pp3c22_23050Pp3c22_23030-Pp3c22_23050intergenic_regionPp3c22_23030-Pp3c22_23050NA NA n.15301452C>ANA NA NA NA NA
Chr22 15301457 C A Chr22_15301457_C_AC_A SNP 16733.63 18 14 12 21 15 22 29 16 18 16 18 7 7 6 18 14 12 21 15 22 29 16 18 16 18 7 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_23050Pp3c22_23050transcript PAC:32904972protein_codingNA c.-947C>A NA NA NA NA 826
Chr22 15301457 C A Chr22_15301457_C_AC_A SNP 16733.63 18 14 12 21 15 22 29 16 18 16 18 7 7 6 18 14 12 21 15 22 29 16 18 16 18 7 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c22_23050Pp3c22_23050transcript PAC:32904973protein_codingNA c.-947C>A NA NA NA NA 353
Chr22 15301457 C A Chr22_15301457_C_AC_A SNP 16733.63 18 14 12 21 15 22 29 16 18 16 18 7 7 6 18 14 12 21 15 22 29 16 18 16 18 7 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c22_23030-Pp3c22_23050Pp3c22_23030-Pp3c22_23050intergenic_regionPp3c22_23030-Pp3c22_23050NA NA n.15301457C>ANA NA NA NA NA
Chr23 48660 C T Chr23_48660_C_TC_T SNP 3605.98 0 0 0 0 0 0 0 0 15 14 12 27 9 7 32 16 18 27 15 21 29 21 15 14 12 27 9 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 missense_variantMODERATE Pp3c23_130 Pp3c23_130 transcript PAC:32949097protein_coding 11-nov c.962C>T p.Thr321Met 962/1110 962/1110 321/369 NA
Chr23 48660 C T Chr23_48660_C_TC_T SNP 3605.98 0 0 0 0 0 0 0 0 15 14 12 27 9 7 32 16 18 27 15 21 29 21 15 14 12 27 9 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c23_140 Pp3c23_140 transcript PAC:32949556protein_codingNA c.-1365C>T NA NA NA NA 1365
Chr23 48660 C T Chr23_48660_C_TC_T SNP 3605.98 0 0 0 0 0 0 0 0 15 14 12 27 9 7 32 16 18 27 15 21 29 21 15 14 12 27 9 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c23_170 Pp3c23_170 transcript PAC:32950414protein_codingNA c.-4984C>T NA NA NA NA 4984
Chr23 192885 TA T Chr23_192885_TA_TTA_T INDEL 14740.59 22 9 6 20 7 28 27 22 16 12 8 15 8 10 22 9 6 20 7 28 27 22 16 12 8 15 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192886delANA NA NA NA NA
Chr23 192887 GACATAAGC G Chr23_192887_GACATAAGC_GGACATAAGC_GINDEL 14785.59 22 9 6 20 7 28 28 23 16 12 8 15 8 10 22 9 6 20 7 28 28 23 16 12 8 15 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192888_192895delACATAAGCNA NA NA NA NA
Chr23 192897 T TGG Chr23_192897_T_TGGT_TGG INDEL 15204.59 20 9 6 20 7 28 27 22 16 11 8 15 8 10 20 9 6 20 7 28 27 22 16 11 8 15 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192897_192898insGGNA NA NA NA NA
Chr23 192901 A T Chr23_192901_A_TA_T SNP 14780.63 19 9 6 21 6 27 28 22 15 11 8 15 8 9 19 9 6 21 6 27 28 22 15 11 8 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192901A>TNA NA NA NA NA
Chr23 192904 AG A Chr23_192904_AG_AAG_A INDEL 14411.59 18 9 6 21 6 28 27 22 14 13 8 15 8 9 18 9 6 21 6 28 27 22 14 13 8 15 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192905delGNA NA NA NA NA
Chr23 192910 C G Chr23_192910_C_GC_G SNP 14240.63 17 8 7 21 6 27 28 23 14 14 9 13 8 9 17 8 7 21 6 27 28 23 14 14 9 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192910C>GNA NA NA NA NA
Chr23 192911 G T Chr23_192911_G_TG_T SNP 14330.63 18 8 7 21 6 26 26 23 14 14 9 13 8 9 18 8 7 21 6 26 26 23 14 14 9 13 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192911G>TNA NA NA NA NA
Chr23 192915 T G Chr23_192915_T_GT_G SNP 14555.63 20 8 7 21 6 26 26 26 13 13 9 12 9 9 20 8 7 21 6 26 26 26 13 13 9 12 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192915T>GNA NA NA NA NA
Chr23 192916 A ATGAAGG Chr23_192916_A_ATGAAGGA_ATGAAGGINDEL 14771.59 20 8 7 21 6 26 26 26 12 13 9 12 9 10 20 8 7 21 6 26 26 26 12 13 9 12 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192916_192917insTGAAGGNA NA NA NA NA
Chr23 192919 C G Chr23_192919_C_GC_G SNP 14510.63 20 8 7 22 6 27 26 27 12 14 10 12 10 10 20 8 7 22 6 27 26 27 12 14 10 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192919C>GNA NA NA NA NA
Chr23 192922 T TATGAA Chr23_192922_T_TATGAAT_TATGAA INDEL 15086.59 20 8 7 22 6 27 27 27 12 14 11 11 10 10 20 8 7 22 6 27 27 27 12 14 11 11 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192922_192923insATGAANA NA NA NA NA
Chr23 192924 CTAA C Chr23_192924_CTAA_CCTAA_C INDEL 15086.59 20 10 5 23 7 25 27 28 12 14 11 11 10 9 20 10 5 23 7 25 27 28 12 14 11 11 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192925_192927delTAANA NA NA NA NA
Chr23 192929 CTGAT C Chr23_192929_CTGAT_CCTGAT_C INDEL 14816.59 20 10 5 24 7 26 27 27 12 14 11 11 10 9 20 10 5 24 7 26 27 27 12 14 11 11 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192930_192933delTGATNA NA NA NA NA
Chr23 192937 G A Chr23_192937_G_AG_A SNP 14780.63 20 9 5 24 7 27 27 28 12 14 11 11 11 9 20 9 5 24 7 27 27 28 12 14 11 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192937G>ANA NA NA NA NA
Chr23 192939 T A Chr23_192939_T_AT_A SNP 14915.63 22 9 5 24 7 27 27 28 12 14 11 11 11 10 22 9 5 24 7 27 27 28 12 14 11 11 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192939T>ANA NA NA NA NA
Chr23 192940 C A Chr23_192940_C_AC_A SNP 15050.63 22 9 5 25 7 27 28 28 12 15 11 10 11 10 22 9 5 25 7 27 28 28 12 15 11 10 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192940C>ANA NA NA NA NA
Chr23 192942 T A Chr23_192942_T_AT_A SNP 15095.63 22 9 6 24 7 28 27 28 12 16 11 10 11 10 22 9 6 24 7 28 27 28 12 16 11 10 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192942T>ANA NA NA NA NA
Chr23 192944 G GAGC Chr23_192944_G_GAGCG_GAGC INDEL 15761.59 22 11 6 24 7 28 27 28 12 16 11 11 11 10 22 11 6 24 7 28 27 28 12 16 11 11 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192944_192945insAGCNA NA NA NA NA
Chr23 192946 ATCTTCT A Chr23_192946_ATCTTCT_AATCTTCT_A INDEL 18011.59 21 11 7 24 8 27 27 29 13 15 12 13 11 10 21 11 7 24 8 27 27 29 13 15 12 13 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192947_192952delTCTTCTNA NA NA NA NA
Chr23 192953 T TAAAAGAAAAGAAAAGAChr23_192953_T_TAAAAGAAAAGAAAAGAT_TAAAAGAAAAGAAAAGAINDEL 17426.59 21 11 7 24 8 27 28 28 14 15 12 13 11 10 21 11 7 24 8 27 28 28 14 15 12 13 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192953_192954insAAAAGAAAAGAAAAGANA NA NA NA NA
Chr23 192955 GTT G Chr23_192955_GTT_GGTT_G INDEL 17696.59 19 12 9 24 9 28 32 29 15 15 11 12 10 11 19 12 9 24 9 28 32 29 15 15 11 12 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192956_192957delTTNA NA NA NA NA



Chr23 192961 AAGTCTTTT A Chr23_192961_AAGTCTTTT_AAAGTCTTTT_AINDEL 16670.59 19 12 9 25 9 27 32 29 16 15 10 10 9 12 19 12 9 25 9 27 32 29 16 15 10 10 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192962_192969delAGTCTTTTNA NA NA NA NA
Chr23 192969 T TCCC Chr23_192969_T_TCCCT_TCCC INDEL 16355.59 19 11 9 25 9 27 32 29 16 15 10 10 9 12 19 11 9 25 9 27 32 29 16 15 10 10 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.192969_192970insCCCNA NA NA NA NA
Chr23 198099 AC A Chr23_198099_AC_AAC_A INDEL 16979.59 29 18 23 33 21 24 38 24 18 24 17 8 6 9 29 18 23 33 21 24 38 24 18 24 17 8 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_350-Pp3c23_380Pp3c23_350-Pp3c23_380intergenic_regionPp3c23_350-Pp3c23_380NA NA n.198100delCNA NA NA NA NA
Chr23 296971 A G Chr23_296971_A_GA_G SNP 8811.63 18 4 13 16 6 16 17 10 6 10 13 7 4 4 18 4 13 16 6 16 17 10 6 10 13 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_490 Pp3c23_490 transcript PAC:32949712protein_coding 01-sept c.-282A>G NA NA NA NA 282
Chr23 296971 A G Chr23_296971_A_GA_G SNP 8811.63 18 4 13 16 6 16 17 10 6 10 13 7 4 4 18 4 13 16 6 16 17 10 6 10 13 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_490 Pp3c23_490 transcript PAC:32949711protein_codingNA c.-282A>G NA NA NA NA 4
Chr23 296971 A G Chr23_296971_A_GA_G SNP 8811.63 18 4 13 16 6 16 17 10 6 10 13 7 4 4 18 4 13 16 6 16 17 10 6 10 13 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_500 Pp3c23_500 transcript PAC:32950045protein_codingNA c.-4257A>G NA NA NA NA 3835
Chr23 296971 A G Chr23_296971_A_GA_G SNP 8811.63 18 4 13 16 6 16 17 10 6 10 13 7 4 4 18 4 13 16 6 16 17 10 6 10 13 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_490 Pp3c23_490 transcript PAC:32949713protein_codingNA c.-282A>G NA NA NA NA 4
Chr23 296971 A G Chr23_296971_A_GA_G SNP 8811.63 18 4 13 16 6 16 17 10 6 10 13 7 4 4 18 4 13 16 6 16 17 10 6 10 13 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_490 Pp3c23_490 transcript PAC:32949714protein_codingNA c.-282A>G NA NA NA NA 4
Chr23 296971 A G Chr23_296971_A_GA_G SNP 8811.63 18 4 13 16 6 16 17 10 6 10 13 7 4 4 18 4 13 16 6 16 17 10 6 10 13 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_490 Pp3c23_490 transcript PAC:32949715protein_codingNA c.-282A>G NA NA NA NA 4
Chr23 296971 A G Chr23_296971_A_GA_G SNP 8811.63 18 4 13 16 6 16 17 10 6 10 13 7 4 4 18 4 13 16 6 16 17 10 6 10 13 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_500 Pp3c23_500 transcript PAC:32950046protein_codingNA c.-4257A>G NA NA NA NA 3811
Chr23 296973 A G Chr23_296973_A_GA_G SNP 8717.63 18 4 12 15 5 16 17 10 7 9 13 6 4 4 18 4 12 15 5 16 17 10 7 9 13 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_490 Pp3c23_490 transcript PAC:32949712protein_coding 01-sept c.-280A>G NA NA NA NA 280
Chr23 296973 A G Chr23_296973_A_GA_G SNP 8717.63 18 4 12 15 5 16 17 10 7 9 13 6 4 4 18 4 12 15 5 16 17 10 7 9 13 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_490 Pp3c23_490 transcript PAC:32949711protein_codingNA c.-280A>G NA NA NA NA 2
Chr23 296973 A G Chr23_296973_A_GA_G SNP 8717.63 18 4 12 15 5 16 17 10 7 9 13 6 4 4 18 4 12 15 5 16 17 10 7 9 13 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_500 Pp3c23_500 transcript PAC:32950045protein_codingNA c.-4255A>G NA NA NA NA 3833
Chr23 296973 A G Chr23_296973_A_GA_G SNP 8717.63 18 4 12 15 5 16 17 10 7 9 13 6 4 4 18 4 12 15 5 16 17 10 7 9 13 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_490 Pp3c23_490 transcript PAC:32949713protein_codingNA c.-280A>G NA NA NA NA 2
Chr23 296973 A G Chr23_296973_A_GA_G SNP 8717.63 18 4 12 15 5 16 17 10 7 9 13 6 4 4 18 4 12 15 5 16 17 10 7 9 13 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_490 Pp3c23_490 transcript PAC:32949714protein_codingNA c.-280A>G NA NA NA NA 2
Chr23 296973 A G Chr23_296973_A_GA_G SNP 8717.63 18 4 12 15 5 16 17 10 7 9 13 6 4 4 18 4 12 15 5 16 17 10 7 9 13 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_490 Pp3c23_490 transcript PAC:32949715protein_codingNA c.-280A>G NA NA NA NA 2
Chr23 296973 A G Chr23_296973_A_GA_G SNP 8717.63 18 4 12 15 5 16 17 10 7 9 13 6 4 4 18 4 12 15 5 16 17 10 7 9 13 6 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_500 Pp3c23_500 transcript PAC:32950046protein_codingNA c.-4255A>G NA NA NA NA 3809
Chr23 319665 C A Chr23_319665_C_AC_A SNP 13915.63 18 12 12 20 11 29 24 16 15 16 12 13 5 7 18 12 12 20 11 29 24 16 15 16 12 13 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_510-Pp3c23_661Pp3c23_510-Pp3c23_661intergenic_regionPp3c23_510-Pp3c23_661NA NA n.319665C>ANA NA NA NA NA
Chr23 319769 A AAG Chr23_319769_A_AAGA_AAG INDEL 15789.59 23 10 13 17 13 21 24 15 9 21 10 23 12 9 23 10 13 17 13 21 24 15 9 21 10 23 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_510-Pp3c23_661Pp3c23_510-Pp3c23_661intergenic_regionPp3c23_510-Pp3c23_661NA NA n.319769_319770insAGNA NA NA NA NA
Chr23 327842 C A Chr23_327842_C_AC_A SNP 8382.63 9 6 4 8 6 18 8 15 8 8 9 7 5 4 9 6 4 8 6 18 8 15 8 8 9 7 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_510-Pp3c23_661Pp3c23_510-Pp3c23_661intergenic_regionPp3c23_510-Pp3c23_661NA NA n.327842C>ANA NA NA NA NA
Chr23 327864 T A Chr23_327864_T_AT_A SNP 9826.63 12 6 5 11 7 19 10 17 10 9 9 11 8 4 12 6 5 11 7 19 10 17 10 9 9 11 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_510-Pp3c23_661Pp3c23_510-Pp3c23_661intergenic_regionPp3c23_510-Pp3c23_661NA NA n.327864T>ANA NA NA NA NA
Chr23 349803 C A Chr23_349803_C_AC_A SNP 10342.63 20 7 7 12 12 18 11 9 18 17 9 14 8 7 20 7 7 12 12 18 11 9 18 17 9 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_661 Pp3c23_661 transcript PAC:32948942protein_codingNA c.-4730C>A NA NA NA NA 4730
Chr23 349803 C A Chr23_349803_C_AC_A SNP 10342.63 20 7 7 12 12 18 11 9 18 17 9 14 8 7 20 7 7 12 12 18 11 9 18 17 9 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_510-Pp3c23_661Pp3c23_510-Pp3c23_661intergenic_regionPp3c23_510-Pp3c23_661NA NA n.349803C>ANA NA NA NA NA
Chr23 353018 GTATAA G Chr23_353018_GTATAA_GGTATAA_G INDEL 7835.59 10 9 7 8 12 8 10 9 5 16 12 6 5 4 10 9 7 8 12 8 10 9 6 16 12 6 5 4 1 1 1 1 1 1 1 1 0.833 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_661 Pp3c23_661 transcript PAC:32948942protein_codingNA c.-1514_-1510delTATAANA NA NA NA 1514
Chr23 353018 GTATAA G Chr23_353018_GTATAA_GGTATAA_G INDEL 7835.59 10 9 7 8 12 8 10 9 5 16 12 6 5 4 10 9 7 8 12 8 10 9 6 16 12 6 5 4 1 1 1 1 1 1 1 1 0.833 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_510-Pp3c23_661Pp3c23_510-Pp3c23_661intergenic_regionPp3c23_510-Pp3c23_661NA NA n.353019_353023delTATAANA NA NA NA NA
Chr23 354322 C G Chr23_354322_C_GC_G SNP 11576.63 26 13 11 12 13 18 17 17 11 13 16 26 5 5 26 13 11 12 13 18 17 17 11 13 16 26 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_661 Pp3c23_661 transcript PAC:32948942protein_codingNA c.-211C>G NA NA NA NA 211
Chr23 354322 C G Chr23_354322_C_GC_G SNP 11576.63 26 13 11 12 13 18 17 17 11 13 16 26 5 5 26 13 11 12 13 18 17 17 11 13 16 26 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_510-Pp3c23_661Pp3c23_510-Pp3c23_661intergenic_regionPp3c23_510-Pp3c23_661NA NA n.354322C>GNA NA NA NA NA
Chr23 354910 T A Chr23_354910_T_AT_A SNP 13441.63 29 8 23 19 11 14 30 13 10 19 18 18 12 9 29 8 23 19 11 14 30 13 10 19 18 18 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c23_661 Pp3c23_661 transcript PAC:32948942protein_coding 01-janv c.378T>A p.Asp126Glu 378/492 378/492 126/163 NA
Chr23 411787 C T Chr23_411787_C_TC_T SNP 13227.63 18 20 12 15 21 9 27 17 24 16 10 9 6 4 18 20 12 15 21 9 27 17 24 16 10 9 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_690-Pp3c23_800Pp3c23_690-Pp3c23_800intergenic_regionPp3c23_690-Pp3c23_800NA NA n.411787C>T NA NA NA NA NA
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c23_861 Pp3c23_861 transcript PAC:32948858protein_coding 04-mai c.629_630insTp.Ser211fs 629/1362 629/1362 210/453 NA
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_890 Pp3c23_890 transcript PAC:32949121protein_codingNA c.-4756_-4755insANA NA NA NA 4444
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_890 Pp3c23_890 transcript PAC:32949122protein_codingNA c.-4756_-4755insANA NA NA NA 4444
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_890 Pp3c23_890 transcript PAC:32949123protein_codingNA c.-4756_-4755insANA NA NA NA 4588
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_850 Pp3c23_850 transcript PAC:32949456protein_codingNA c.*2679_*2680insANA NA NA NA 1825
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_850 Pp3c23_850 transcript PAC:32949463protein_codingNA c.*2679_*2680insANA NA NA NA 2097
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_850 Pp3c23_850 transcript PAC:32949457protein_codingNA c.*2679_*2680insANA NA NA NA 1825
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_850 Pp3c23_850 transcript PAC:32949459protein_codingNA c.*2679_*2680insANA NA NA NA 1825
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_850 Pp3c23_850 transcript PAC:32949460protein_codingNA c.*2679_*2680insANA NA NA NA 1825
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_850 Pp3c23_850 transcript PAC:32949462protein_codingNA c.*2679_*2680insANA NA NA NA 1825
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_850 Pp3c23_850 transcript PAC:32949464protein_codingNA c.*2679_*2680insANA NA NA NA 2081
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_850 Pp3c23_850 transcript PAC:32949458protein_codingNA c.*2679_*2680insANA NA NA NA 1825
Chr23 484869 G GA Chr23_484869_G_GAG_GA INDEL 14074.59 23 6 13 19 16 23 22 21 19 12 11 14 14 5 23 6 13 19 16 23 22 21 19 12 11 14 14 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_850 Pp3c23_850 transcript PAC:32949461protein_codingNA c.*2679_*2680insANA NA NA NA 1825
Chr23 509674 C CAT Chr23_509674_C_CATC_CAT INDEL 5881.59 17 8 6 13 7 15 12 13 7 6 6 5 5 7 19 8 6 13 7 15 14 14 7 6 6 5 5 8 0.895 1 1 1 1 1 0.857 0.929 1 1 1 1 1 0.875 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_920-Pp3c23_940Pp3c23_920-Pp3c23_940intergenic_regionPp3c23_920-Pp3c23_940NA NA n.509674_509675insATNA NA NA NA NA
Chr23 662106 G GT Chr23_662106_G_GTG_GT INDEL 14215.59 27 10 11 23 18 21 23 20 19 21 8 12 11 12 27 10 11 23 18 21 23 20 19 21 8 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_1220Pp3c23_1220transcript PAC:32950281protein_codingNA c.-4570_-4569insANA NA NA NA 3771
Chr23 662106 G GT Chr23_662106_G_GTG_GT INDEL 14215.59 27 10 11 23 18 21 23 20 19 21 8 12 11 12 27 10 11 23 18 21 23 20 19 21 8 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_1220Pp3c23_1220transcript PAC:32950282protein_codingNA c.-4570_-4569insANA NA NA NA 4275
Chr23 662106 G GT Chr23_662106_G_GTG_GT INDEL 14215.59 27 10 11 23 18 21 23 20 19 21 8 12 11 12 27 10 11 23 18 21 23 20 19 21 8 12 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1220-Pp3c23_1260Pp3c23_1220-Pp3c23_1260intergenic_regionPp3c23_1220-Pp3c23_1260NA NA n.662106_662107insTNA NA NA NA NA
Chr23 685644 C T Chr23_685644_C_TC_T SNP 2038.39 27 19 6 0 0 0 0 0 0 0 0 0 0 0 27 19 6 22 16 19 38 22 19 18 12 12 8 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c23_1220-Pp3c23_1260Pp3c23_1220-Pp3c23_1260intergenic_regionPp3c23_1220-Pp3c23_1260NA NA n.685644C>T NA NA NA NA NA
Chr23 710335 CT C Chr23_710335_CT_CCT_C INDEL 27869.59 45 33 28 43 31 45 48 37 35 32 13 26 14 24 45 33 28 43 31 45 48 37 35 32 13 26 14 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1220-Pp3c23_1260Pp3c23_1220-Pp3c23_1260intergenic_regionPp3c23_1220-Pp3c23_1260NA NA n.710336delTNA NA NA NA NA
Chr23 711653 A AT Chr23_711653_A_ATA_AT INDEL 25156.59 31 25 24 34 27 31 39 40 26 23 24 17 14 13 31 25 24 34 27 31 39 40 26 23 24 17 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1220-Pp3c23_1260Pp3c23_1220-Pp3c23_1260intergenic_regionPp3c23_1220-Pp3c23_1260NA NA n.711653_711654insTNA NA NA NA NA
Chr23 711671 C CT Chr23_711671_C_CTC_CT INDEL 26226.59 31 30 24 41 26 31 41 40 28 28 27 23 16 14 31 30 24 41 26 31 41 40 28 28 27 23 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1220-Pp3c23_1260Pp3c23_1220-Pp3c23_1260intergenic_regionPp3c23_1220-Pp3c23_1260NA NA n.711671_711672insTNA NA NA NA NA
Chr23 814715 C A Chr23_814715_C_AC_A SNP 12138.63 31 15 14 12 14 32 42 16 26 24 15 18 11 17 31 15 14 12 14 32 42 16 26 24 15 18 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_1340Pp3c23_1340transcript PAC:32949335protein_codingNA c.-4147G>T NA NA NA NA 4147
Chr23 814715 C A Chr23_814715_C_AC_A SNP 12138.63 31 15 14 12 14 32 42 16 26 24 15 18 11 17 31 15 14 12 14 32 42 16 26 24 15 18 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_1350Pp3c23_1350transcript PAC:32950776protein_codingNA c.-441C>A NA NA NA NA 441
Chr23 814715 C A Chr23_814715_C_AC_A SNP 12138.63 31 15 14 12 14 32 42 16 26 24 15 18 11 17 31 15 14 12 14 32 42 16 26 24 15 18 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_1340Pp3c23_1340transcript PAC:32949336protein_codingNA c.-4147G>T NA NA NA NA 4014
Chr23 814715 C A Chr23_814715_C_AC_A SNP 12138.63 31 15 14 12 14 32 42 16 26 24 15 18 11 17 31 15 14 12 14 32 42 16 26 24 15 18 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_1370Pp3c23_1370transcript PAC:32950892protein_codingNA c.*2227G>T NA NA NA NA 2143
Chr23 814715 C A Chr23_814715_C_AC_A SNP 12138.63 31 15 14 12 14 32 42 16 26 24 15 18 11 17 31 15 14 12 14 32 42 16 26 24 15 18 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_1370Pp3c23_1370transcript PAC:32950893protein_codingNA c.*2227G>T NA NA NA NA 2227
Chr23 814715 C A Chr23_814715_C_AC_A SNP 12138.63 31 15 14 12 14 32 42 16 26 24 15 18 11 17 31 15 14 12 14 32 42 16 26 24 15 18 11 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1340-Pp3c23_1350Pp3c23_1340-Pp3c23_1350intergenic_regionPp3c23_1340-Pp3c23_1350NA NA n.814715C>ANA NA NA NA NA
Chr23 822466 C T Chr23_822466_C_TC_T SNP 16251.63 27 18 18 17 14 33 25 19 22 13 10 8 10 6 27 18 18 17 14 33 25 19 22 13 10 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_1370Pp3c23_1370transcript PAC:32950892protein_codingNA c.-4871G>A NA NA NA NA 4751
Chr23 822466 C T Chr23_822466_C_TC_T SNP 16251.63 27 18 18 17 14 33 25 19 22 13 10 8 10 6 27 18 18 17 14 33 25 19 22 13 10 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_1370Pp3c23_1370transcript PAC:32950893protein_codingNA c.-4871G>A NA NA NA NA 4871
Chr23 822466 C T Chr23_822466_C_TC_T SNP 16251.63 27 18 18 17 14 33 25 19 22 13 10 8 10 6 27 18 18 17 14 33 25 19 22 13 10 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_1379Pp3c23_1379transcript PAC:32950127protein_codingNA c.*1503G>A NA NA NA NA 1086
Chr23 822466 C T Chr23_822466_C_TC_T SNP 16251.63 27 18 18 17 14 33 25 19 22 13 10 8 10 6 27 18 18 17 14 33 25 19 22 13 10 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_1399Pp3c23_1399transcript PAC:32949928protein_codingNA c.*3161G>A NA NA NA NA 3086
Chr23 822466 C T Chr23_822466_C_TC_T SNP 16251.63 27 18 18 17 14 33 25 19 22 13 10 8 10 6 27 18 18 17 14 33 25 19 22 13 10 8 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1370-Pp3c23_1379Pp3c23_1370-Pp3c23_1379intergenic_regionPp3c23_1370-Pp3c23_1379NA NA n.822466C>T NA NA NA NA NA
Chr23 1063039 G T Chr23_1063039_G_TG_T SNP 20106.63 29 17 18 20 15 36 38 20 31 17 16 17 13 11 29 17 18 20 15 36 38 20 31 17 16 17 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1651-Pp3c23_1740Pp3c23_1651-Pp3c23_1740intergenic_regionPp3c23_1651-Pp3c23_1740NA NA n.1063039G>TNA NA NA NA NA
Chr23 1063040 C CA Chr23_1063040_C_CAC_CA INDEL 20097.59 29 17 17 20 15 35 39 22 31 17 17 17 13 11 29 17 17 20 15 35 39 22 31 17 17 17 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1651-Pp3c23_1740Pp3c23_1651-Pp3c23_1740intergenic_regionPp3c23_1651-Pp3c23_1740NA NA n.1063040_1063041insANA NA NA NA NA
Chr23 1063041 TGG T Chr23_1063041_TGG_TTGG_T INDEL 20368.59 29 15 16 20 15 35 39 22 32 18 17 17 13 11 29 15 16 20 15 35 39 22 32 18 17 17 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1651-Pp3c23_1740Pp3c23_1651-Pp3c23_1740intergenic_regionPp3c23_1651-Pp3c23_1740NA NA n.1063042_1063043delGGNA NA NA NA NA
Chr23 1063045 A AGG Chr23_1063045_A_AGGA_AGG INDEL 20199.59 29 15 17 20 15 35 39 22 33 17 17 18 13 11 29 15 17 20 15 35 39 22 33 17 17 18 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1651-Pp3c23_1740Pp3c23_1651-Pp3c23_1740intergenic_regionPp3c23_1651-Pp3c23_1740NA NA n.1063045_1063046insGGNA NA NA NA NA
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_1740Pp3c23_1740transcript PAC:32949133protein_codingNA c.-4968_-4967insTANA NA NA NA 2462
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_1740Pp3c23_1740transcript PAC:32949134protein_codingNA c.-4968_-4967insTANA NA NA NA 2443
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_1740Pp3c23_1740transcript PAC:32949139protein_codingNA c.-4968_-4967insTANA NA NA NA 2445
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_1740Pp3c23_1740transcript PAC:32949140protein_codingNA c.-4968_-4967insTANA NA NA NA 2445
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_1740Pp3c23_1740transcript PAC:32949141protein_codingNA c.-4968_-4967insTANA NA NA NA 2445
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_1740Pp3c23_1740transcript PAC:32949142protein_codingNA c.-4968_-4967insTANA NA NA NA 2445
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_1740Pp3c23_1740transcript PAC:32949138protein_codingNA c.-4968_-4967insTANA NA NA NA 2446
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_1740Pp3c23_1740transcript PAC:32949135protein_codingNA c.-4968_-4967insTANA NA NA NA 2443
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_1740Pp3c23_1740transcript PAC:32949137protein_codingNA c.-4968_-4967insTANA NA NA NA 2462
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_1740Pp3c23_1740transcript PAC:32949136protein_codingNA c.-4968_-4967insTANA NA NA NA 2600
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_1780Pp3c23_1780transcript PAC:32949772protein_codingNA c.*2776_*2777insTANA NA NA NA 2609
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_1780Pp3c23_1780transcript PAC:32949774protein_codingNA c.*3051_*3052insTANA NA NA NA 2608
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_1780Pp3c23_1780transcript PAC:32949778protein_codingNA c.*2776_*2777insTANA NA NA NA 2609
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_1780Pp3c23_1780transcript PAC:32949781protein_codingNA c.*3386_*3387insTANA NA NA NA 2609
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_1780Pp3c23_1780transcript PAC:32949777protein_codingNA c.*2776_*2777insTANA NA NA NA 2609
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_1780Pp3c23_1780transcript PAC:32949773protein_codingNA c.*2776_*2777insTANA NA NA NA 2609
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_1780Pp3c23_1780transcript PAC:32949775protein_codingNA c.*2776_*2777insTANA NA NA NA 2609
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_1780Pp3c23_1780transcript PAC:32949776protein_codingNA c.*2776_*2777insTANA NA NA NA 2609
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_1780Pp3c23_1780transcript PAC:32949779protein_codingNA c.*3386_*3387insTANA NA NA NA 2609
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_1780Pp3c23_1780transcript PAC:32949780protein_codingNA c.*3386_*3387insTANA NA NA NA 2609
Chr23 1090690 G GTA Chr23_1090690_G_GTAG_GTA INDEL 2647.24 0 0 0 12 15 16 19 12 0 0 0 0 0 0 10 7 9 12 15 16 19 12 16 9 6 7 5 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_1740-Pp3c23_1780Pp3c23_1740-Pp3c23_1780intergenic_regionPp3c23_1740-Pp3c23_1780NA NA n.1090690_1090691insTANA NA NA NA NA
Chr23 1123684 A G Chr23_1123684_A_GA_G SNP 16754.63 23 16 17 15 20 27 36 17 18 21 12 14 10 13 23 16 17 15 20 27 36 17 18 21 12 14 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_1860Pp3c23_1860transcript PAC:32948875protein_codingNA c.-3607A>G NA NA NA NA 3565
Chr23 1123684 A G Chr23_1123684_A_GA_G SNP 16754.63 23 16 17 15 20 27 36 17 18 21 12 14 10 13 23 16 17 15 20 27 36 17 18 21 12 14 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_1860Pp3c23_1860transcript PAC:32948876protein_codingNA c.-3607A>G NA NA NA NA 1011
Chr23 1123684 A G Chr23_1123684_A_GA_G SNP 16754.63 23 16 17 15 20 27 36 17 18 21 12 14 10 13 23 16 17 15 20 27 36 17 18 21 12 14 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1810-Pp3c23_1860Pp3c23_1810-Pp3c23_1860intergenic_regionPp3c23_1810-Pp3c23_1860NA NA n.1123684A>GNA NA NA NA NA
Chr23 1134419 AG A Chr23_1134419_AG_AAG_A INDEL 20908.59 34 20 17 35 21 28 35 20 18 32 19 22 19 10 34 20 17 35 21 28 35 20 18 32 19 22 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_1860Pp3c23_1860transcript PAC:32948875protein_codingNA c.*5036delG NA NA NA NA 4616
Chr23 1134419 AG A Chr23_1134419_AG_AAG_A INDEL 20908.59 34 20 17 35 21 28 35 20 18 32 19 22 19 10 34 20 17 35 21 28 35 20 18 32 19 22 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_1860Pp3c23_1860transcript PAC:32948876protein_codingNA c.*5036delG NA NA NA NA 3742
Chr23 1134419 AG A Chr23_1134419_AG_AAG_A INDEL 20908.59 34 20 17 35 21 28 35 20 18 32 19 22 19 10 34 20 17 35 21 28 35 20 18 32 19 22 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1860-Pp3c23_1890Pp3c23_1860-Pp3c23_1890intergenic_regionPp3c23_1860-Pp3c23_1890NA NA n.1134420delGNA NA NA NA NA
Chr23 1197632 GT G Chr23_1197632_GT_GGT_G INDEL 6768.59 9 8 9 8 8 6 14 7 8 11 4 5 6 8 9 8 9 8 8 6 14 7 8 11 4 5 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1890-Pp3c23_1911Pp3c23_1890-Pp3c23_1911intergenic_regionPp3c23_1890-Pp3c23_1911NA NA n.1197633delTNA NA NA NA NA
Chr23 1197668 G T Chr23_1197668_G_TG_T SNP 14460.63 23 12 18 19 15 20 21 13 17 13 7 9 10 13 23 12 18 19 15 20 21 13 17 13 7 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_1890-Pp3c23_1911Pp3c23_1890-Pp3c23_1911intergenic_regionPp3c23_1890-Pp3c23_1911NA NA n.1197668G>TNA NA NA NA NA
Chr23 1447914 A G Chr23_1447914_A_GA_G SNP 17441.63 33 12 14 21 18 22 29 22 23 26 13 20 10 11 33 12 14 21 18 22 29 22 23 26 13 20 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_2190-Pp3c23_2210Pp3c23_2190-Pp3c23_2210intergenic_regionPp3c23_2190-Pp3c23_2210NA NA n.1447914A>GNA NA NA NA NA
Chr23 1528501 G A Chr23_1528501_G_AG_A SNP 17702.63 35 17 20 24 15 23 34 20 26 20 9 10 15 6 35 17 20 24 15 23 34 20 26 20 9 10 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_2270-Pp3c23_2409Pp3c23_2270-Pp3c23_2409intergenic_regionPp3c23_2270-Pp3c23_2409NA NA n.1528501G>ANA NA NA NA NA
Chr23 1754405 G A Chr23_1754405_G_AG_A SNP 8047.63 9 4 6 11 5 12 10 9 11 10 7 8 4 5 9 4 6 11 5 12 10 9 11 10 7 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_2670Pp3c23_2670transcript PAC:32949841protein_codingNA c.-3291G>A NA NA NA NA 3291
Chr23 1754405 G A Chr23_1754405_G_AG_A SNP 8047.63 9 4 6 11 5 12 10 9 11 10 7 8 4 5 9 4 6 11 5 12 10 9 11 10 7 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_2680Pp3c23_2680transcript PAC:32950198protein_codingNA c.-3891G>A NA NA NA NA 3891
Chr23 1754405 G A Chr23_1754405_G_AG_A SNP 8047.63 9 4 6 11 5 12 10 9 11 10 7 8 4 5 9 4 6 11 5 12 10 9 11 10 7 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_2660-Pp3c23_2670Pp3c23_2660-Pp3c23_2670intergenic_regionPp3c23_2660-Pp3c23_2670NA NA n.1754405G>ANA NA NA NA NA
Chr23 1754527 A AT Chr23_1754527_A_ATA_AT INDEL 12776.59 20 10 13 17 16 27 20 21 14 17 16 20 8 9 20 10 13 17 16 27 20 21 14 17 16 20 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_2670Pp3c23_2670transcript PAC:32949841protein_codingNA c.-3169_-3168insTNA NA NA NA 3168
Chr23 1754527 A AT Chr23_1754527_A_ATA_AT INDEL 12776.59 20 10 13 17 16 27 20 21 14 17 16 20 8 9 20 10 13 17 16 27 20 21 14 17 16 20 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_2680Pp3c23_2680transcript PAC:32950198protein_codingNA c.-3769_-3768insTNA NA NA NA 3768
Chr23 1754527 A AT Chr23_1754527_A_ATA_AT INDEL 12776.59 20 10 13 17 16 27 20 21 14 17 16 20 8 9 20 10 13 17 16 27 20 21 14 17 16 20 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_2660-Pp3c23_2670Pp3c23_2660-Pp3c23_2670intergenic_regionPp3c23_2660-Pp3c23_2670NA NA n.1754527_1754528insTNA NA NA NA NA
Chr23 2025865 G T Chr23_2025865_G_TG_T SNP 19295.63 37 18 15 25 21 24 24 18 30 35 14 21 9 10 37 18 15 25 21 24 24 18 30 35 14 21 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_3010-Pp3c23_3290Pp3c23_3010-Pp3c23_3290intergenic_regionPp3c23_3010-Pp3c23_3290NA NA n.2025865G>TNA NA NA NA NA
Chr23 2382075 T C Chr23_2382075_T_CT_C SNP 13352.63 27 9 11 18 11 14 34 17 14 15 13 9 4 12 27 9 11 18 11 14 34 17 14 15 13 9 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_3520-Pp3c23_3650Pp3c23_3520-Pp3c23_3650intergenic_regionPp3c23_3520-Pp3c23_3650NA NA n.2382075T>CNA NA NA NA NA
Chr23 2404323 G A Chr23_2404323_G_AG_A SNP 5118.29 0 0 0 19 14 21 28 12 0 0 0 0 0 0 23 16 15 19 14 21 28 12 15 21 21 15 17 16 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_3520-Pp3c23_3650Pp3c23_3520-Pp3c23_3650intergenic_regionPp3c23_3520-Pp3c23_3650NA NA n.2404323G>ANA NA NA NA NA
Chr23 2434673 AG A Chr23_2434673_AG_AAG_A INDEL 11958.59 12 12 10 12 11 21 30 24 13 16 7 18 7 5 12 12 10 12 11 21 30 24 13 16 7 18 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_3520-Pp3c23_3650Pp3c23_3520-Pp3c23_3650intergenic_regionPp3c23_3520-Pp3c23_3650NA NA n.2434674delGNA NA NA NA NA
Chr23 2445801 C T Chr23_2445801_C_TC_T SNP 17854.63 25 17 16 18 16 24 34 31 11 20 18 25 11 10 25 17 16 18 16 24 34 31 11 20 18 25 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_3520-Pp3c23_3650Pp3c23_3520-Pp3c23_3650intergenic_regionPp3c23_3520-Pp3c23_3650NA NA n.2445801C>TNA NA NA NA NA
Chr23 2639765 C G Chr23_2639765_C_GC_G SNP 13644.63 28 13 16 19 21 21 29 15 18 20 11 6 7 9 28 13 16 19 21 21 29 15 18 20 11 6 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_3920-Pp3c23_4090Pp3c23_3920-Pp3c23_4090intergenic_regionPp3c23_3920-Pp3c23_4090NA NA n.2639765C>GNA NA NA NA NA
Chr23 2714215 CTA C Chr23_2714215_CTA_CCTA_C INDEL 442.37 1 0 0 0 0 17 0 0 1 0 1 2 0 0 27 19 13 10 13 18 21 19 12 16 13 14 4 7 0 0 0 0 0 0.944 0 0 0 0 0 0.143 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c23_4150Pp3c23_4150transcript PAC:32950648protein_codingNA c.-2890_-2889delTANA NA NA NA 2167
Chr23 2714215 CTA C Chr23_2714215_CTA_CCTA_C INDEL 442.37 1 0 0 0 0 17 0 0 1 0 1 2 0 0 27 19 13 10 13 18 21 19 12 16 13 14 4 7 0 0 0 0 0 0.944 0 0 0 0 0 0.143 0 0 0 1 1 1 0 1 0 upstream_gene_variantMODIFIER Pp3c23_4150Pp3c23_4150transcript PAC:32950649protein_codingNA c.-2890_-2889delTANA NA NA NA 2134
Chr23 2714215 CTA C Chr23_2714215_CTA_CCTA_C INDEL 442.37 1 0 0 0 0 17 0 0 1 0 1 2 0 0 27 19 13 10 13 18 21 19 12 16 13 14 4 7 0 0 0 0 0 0.944 0 0 0 0 0 0.143 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c23_4150-Pp3c23_4180Pp3c23_4150-Pp3c23_4180intergenic_regionPp3c23_4150-Pp3c23_4180NA NA n.2714216_2714217delTANA NA NA NA NA
Chr23 2732293 G A Chr23_2732293_G_AG_A SNP 5108.29 0 0 0 14 9 24 25 27 0 0 0 0 0 0 32 14 18 14 9 24 25 27 25 23 16 21 19 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_4180Pp3c23_4180transcript PAC:32950079protein_codingNA c.*4233C>T NA NA NA NA 3961
Chr23 2732293 G A Chr23_2732293_G_AG_A SNP 5108.29 0 0 0 14 9 24 25 27 0 0 0 0 0 0 32 14 18 14 9 24 25 27 25 23 16 21 19 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_4180Pp3c23_4180transcript PAC:32950085protein_codingNA c.*4233C>T NA NA NA NA 3624
Chr23 2732293 G A Chr23_2732293_G_AG_A SNP 5108.29 0 0 0 14 9 24 25 27 0 0 0 0 0 0 32 14 18 14 9 24 25 27 25 23 16 21 19 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_4180Pp3c23_4180transcript PAC:32950080protein_codingNA c.*4233C>T NA NA NA NA 3927
Chr23 2732293 G A Chr23_2732293_G_AG_A SNP 5108.29 0 0 0 14 9 24 25 27 0 0 0 0 0 0 32 14 18 14 9 24 25 27 25 23 16 21 19 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_4180Pp3c23_4180transcript PAC:32950082protein_codingNA c.*4233C>T NA NA NA NA 3927
Chr23 2732293 G A Chr23_2732293_G_AG_A SNP 5108.29 0 0 0 14 9 24 25 27 0 0 0 0 0 0 32 14 18 14 9 24 25 27 25 23 16 21 19 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_4180Pp3c23_4180transcript PAC:32950083protein_codingNA c.*4233C>T NA NA NA NA 3927
Chr23 2732293 G A Chr23_2732293_G_AG_A SNP 5108.29 0 0 0 14 9 24 25 27 0 0 0 0 0 0 32 14 18 14 9 24 25 27 25 23 16 21 19 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_4180Pp3c23_4180transcript PAC:32950081protein_codingNA c.*4233C>T NA NA NA NA 3961
Chr23 2732293 G A Chr23_2732293_G_AG_A SNP 5108.29 0 0 0 14 9 24 25 27 0 0 0 0 0 0 32 14 18 14 9 24 25 27 25 23 16 21 19 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_4180Pp3c23_4180transcript PAC:32950084protein_codingNA c.*4233C>T NA NA NA NA 3961
Chr23 2732293 G A Chr23_2732293_G_AG_A SNP 5108.29 0 0 0 14 9 24 25 27 0 0 0 0 0 0 32 14 18 14 9 24 25 27 25 23 16 21 19 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_4150-Pp3c23_4180Pp3c23_4150-Pp3c23_4180intergenic_regionPp3c23_4150-Pp3c23_4180NA NA n.2732293G>ANA NA NA NA NA
Chr23 2808458 AG A Chr23_2808458_AG_AAG_A INDEL 15382.59 31 10 21 20 14 31 32 27 12 29 12 14 4 17 31 10 21 20 14 31 32 27 12 29 12 14 4 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4200-Pp3c23_4310Pp3c23_4200-Pp3c23_4310intergenic_regionPp3c23_4200-Pp3c23_4310NA NA n.2808459delGNA NA NA NA NA
Chr23 2810772 GA G Chr23_2810772_GA_GGA_G INDEL 16980.59 25 18 17 22 19 21 34 21 19 14 11 13 4 6 25 18 17 22 19 21 34 21 19 14 11 13 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4200-Pp3c23_4310Pp3c23_4200-Pp3c23_4310intergenic_regionPp3c23_4200-Pp3c23_4310NA NA n.2810773delANA NA NA NA NA
Chr23 2810798 A T Chr23_2810798_A_TA_T SNP 18626.63 28 23 14 24 18 23 34 23 18 19 12 16 7 7 28 23 14 24 18 23 34 23 18 19 12 16 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4200-Pp3c23_4310Pp3c23_4200-Pp3c23_4310intergenic_regionPp3c23_4200-Pp3c23_4310NA NA n.2810798A>TNA NA NA NA NA
Chr23 2810804 C A Chr23_2810804_C_AC_A SNP 18468.63 26 23 14 25 18 25 34 22 17 19 12 16 6 10 26 23 14 25 18 25 34 22 17 19 12 16 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4200-Pp3c23_4310Pp3c23_4200-Pp3c23_4310intergenic_regionPp3c23_4200-Pp3c23_4310NA NA n.2810804C>ANA NA NA NA NA
Chr23 2810845 A AT Chr23_2810845_A_ATA_AT INDEL 13374.59 34 19 17 25 15 23 26 15 22 20 9 15 7 11 34 19 17 25 15 23 26 15 22 20 9 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4200-Pp3c23_4310Pp3c23_4200-Pp3c23_4310intergenic_regionPp3c23_4200-Pp3c23_4310NA NA n.2810845_2810846insTNA NA NA NA NA
Chr23 2930521 T G Chr23_2930521_T_GT_G SNP 6028.29 0 0 0 19 29 31 37 10 0 1 0 0 0 0 29 15 22 19 29 31 37 11 18 28 16 12 10 8 0 0 0 1 1 1 1 0.909 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_4310-Pp3c23_4430Pp3c23_4310-Pp3c23_4430intergenic_regionPp3c23_4310-Pp3c23_4430NA NA n.2930521T>GNA NA NA NA NA
Chr23 2993332 C T Chr23_2993332_C_TC_T SNP 18394.63 32 15 15 35 16 22 20 17 29 21 18 23 10 16 32 15 15 35 16 22 20 17 29 21 18 23 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4470-Pp3c23_4491Pp3c23_4470-Pp3c23_4491intergenic_regionPp3c23_4470-Pp3c23_4491NA NA n.2993332C>TNA NA NA NA NA
Chr23 3015260 G GT Chr23_3015260_G_GTG_GT INDEL 6498.59 10 6 14 9 5 6 15 16 7 6 6 10 4 5 10 6 14 9 5 6 15 16 7 6 6 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_4491Pp3c23_4491transcript PAC:32949250protein_codingNA c.-1921_-1920insANA NA NA NA 1344
Chr23 3015260 G GT Chr23_3015260_G_GTG_GT INDEL 6498.59 10 6 14 9 5 6 15 16 7 6 6 10 4 5 10 6 14 9 5 6 15 16 7 6 6 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_4510Pp3c23_4510transcript PAC:32949508protein_codingNA c.-426_-425insTNA NA NA NA 57
Chr23 3015260 G GT Chr23_3015260_G_GTG_GT INDEL 6498.59 10 6 14 9 5 6 15 16 7 6 6 10 4 5 10 6 14 9 5 6 15 16 7 6 6 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_4520Pp3c23_4520transcript PAC:32949865protein_codingNA c.-3626_-3625insTNA NA NA NA 3563
Chr23 3015260 G GT Chr23_3015260_G_GTG_GT INDEL 6498.59 10 6 14 9 5 6 15 16 7 6 6 10 4 5 10 6 14 9 5 6 15 16 7 6 6 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_4510Pp3c23_4510transcript PAC:32949509protein_codingNA c.-426_-425insTNA NA NA NA 98
Chr23 3015260 G GT Chr23_3015260_G_GTG_GT INDEL 6498.59 10 6 14 9 5 6 15 16 7 6 6 10 4 5 10 6 14 9 5 6 15 16 7 6 6 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_4520Pp3c23_4520transcript PAC:32949866protein_codingNA c.-3626_-3625insTNA NA NA NA 3390
Chr23 3015260 G GT Chr23_3015260_G_GTG_GT INDEL 6498.59 10 6 14 9 5 6 15 16 7 6 6 10 4 5 10 6 14 9 5 6 15 16 7 6 6 10 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4491-Pp3c23_4510Pp3c23_4491-Pp3c23_4510intergenic_regionPp3c23_4491-Pp3c23_4510NA NA n.3015260_3015261insTNA NA NA NA NA
Chr23 3252941 T A Chr23_3252941_T_AT_A SNP 19716.63 35 13 19 26 19 38 35 28 22 25 16 12 10 12 35 13 19 26 19 38 35 28 22 25 16 12 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4610-Pp3c23_5090Pp3c23_4610-Pp3c23_5090intergenic_regionPp3c23_4610-Pp3c23_5090NA NA n.3252941T>ANA NA NA NA NA
Chr23 3262221 T C Chr23_3262221_T_CT_C SNP 7465.63 9 10 6 6 10 7 17 14 9 8 5 7 7 7 9 10 6 7 10 7 17 14 10 8 5 7 7 7 1 1 1 0.857 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4610-Pp3c23_5090Pp3c23_4610-Pp3c23_5090intergenic_regionPp3c23_4610-Pp3c23_5090NA NA n.3262221T>CNA NA NA NA NA
Chr23 3267707 AC A Chr23_3267707_AC_AAC_A INDEL 15230.59 20 16 15 21 11 22 28 19 19 26 16 24 7 11 20 16 15 21 11 22 28 19 19 26 16 24 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4610-Pp3c23_5090Pp3c23_4610-Pp3c23_5090intergenic_regionPp3c23_4610-Pp3c23_5090NA NA n.3267708delCNA NA NA NA NA
Chr23 3267764 AG A Chr23_3267764_AG_AAG_A INDEL 17845.59 27 17 11 15 9 25 36 17 20 23 13 15 5 11 27 17 11 15 9 25 36 17 20 23 13 15 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4610-Pp3c23_5090Pp3c23_4610-Pp3c23_5090intergenic_regionPp3c23_4610-Pp3c23_5090NA NA n.3267765delGNA NA NA NA NA
Chr23 3267767 G A Chr23_3267767_G_AG_A SNP 18079.63 27 17 11 15 9 25 40 18 20 23 13 15 5 11 27 17 11 15 9 25 40 18 20 23 13 15 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4610-Pp3c23_5090Pp3c23_4610-Pp3c23_5090intergenic_regionPp3c23_4610-Pp3c23_5090NA NA n.3267767G>ANA NA NA NA NA
Chr23 3267769 G T Chr23_3267769_G_TG_T SNP 18010.63 28 17 10 16 9 25 40 19 20 23 12 15 6 11 28 17 10 16 9 25 40 19 20 23 12 15 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4610-Pp3c23_5090Pp3c23_4610-Pp3c23_5090intergenic_regionPp3c23_4610-Pp3c23_5090NA NA n.3267769G>TNA NA NA NA NA
Chr23 3291861 G GA Chr23_3291861_G_GAG_GA INDEL 14856.59 27 10 19 18 24 21 22 20 21 22 16 18 9 8 27 10 19 18 24 21 22 20 21 22 16 18 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4610-Pp3c23_5090Pp3c23_4610-Pp3c23_5090intergenic_regionPp3c23_4610-Pp3c23_5090NA NA n.3291861_3291862insANA NA NA NA NA
Chr23 3320970 G A Chr23_3320970_G_AG_A SNP 15186.63 21 8 14 17 15 31 23 17 25 20 23 14 10 22 21 8 14 17 15 31 23 17 25 20 23 14 10 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_4610-Pp3c23_5090Pp3c23_4610-Pp3c23_5090intergenic_regionPp3c23_4610-Pp3c23_5090NA NA n.3320970G>ANA NA NA NA NA
Chr23 3332279 G A Chr23_3332279_G_AG_A SNP 11061.29 28 23 13 1 0 0 0 0 21 16 14 14 8 16 28 23 13 34 15 20 33 23 21 16 14 14 8 16 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c23_4610-Pp3c23_5090Pp3c23_4610-Pp3c23_5090intergenic_regionPp3c23_4610-Pp3c23_5090NA NA n.3332279G>ANA NA NA NA NA
Chr23 3458512 T TTA Chr23_3458512_T_TTAT_TTA INDEL 2880.93 1 0 0 0 0 0 0 0 14 22 15 13 10 7 22 11 17 11 13 16 20 12 14 23 15 13 10 7 0 0 0 0 0 0 0 0 1 0.957 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c23_5090Pp3c23_5090transcript PAC:32949130protein_codingNA c.-5224_-5223insTANA NA NA NA 4357
Chr23 3458512 T TTA Chr23_3458512_T_TTAT_TTA INDEL 2880.93 1 0 0 0 0 0 0 0 14 22 15 13 10 7 22 11 17 11 13 16 20 12 14 23 15 13 10 7 0 0 0 0 0 0 0 0 1 0.957 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c23_5090Pp3c23_5090transcript PAC:32949131protein_codingNA c.-5224_-5223insTANA NA NA NA 4296
Chr23 3458512 T TTA Chr23_3458512_T_TTAT_TTA INDEL 2880.93 1 0 0 0 0 0 0 0 14 22 15 13 10 7 22 11 17 11 13 16 20 12 14 23 15 13 10 7 0 0 0 0 0 0 0 0 1 0.957 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c23_5090Pp3c23_5090transcript PAC:32949132protein_codingNA c.-6965_-6964insTANA NA NA NA 4296
Chr23 3458512 T TTA Chr23_3458512_T_TTAT_TTA INDEL 2880.93 1 0 0 0 0 0 0 0 14 22 15 13 10 7 22 11 17 11 13 16 20 12 14 23 15 13 10 7 0 0 0 0 0 0 0 0 1 0.957 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c23_4610-Pp3c23_5090Pp3c23_4610-Pp3c23_5090intergenic_regionPp3c23_4610-Pp3c23_5090NA NA n.3458512_3458513insTANA NA NA NA NA
Chr23 3479566 T TTA Chr23_3479566_T_TTAT_TTA INDEL 9072.59 26 6 7 14 6 16 26 11 18 10 8 8 10 4 27 6 8 14 6 16 26 12 18 10 9 8 11 4 0.963 1 0.875 1 1 1 1 0.917 1 1 0.889 1 0.909 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5100-Pp3c23_5120Pp3c23_5100-Pp3c23_5120intergenic_regionPp3c23_5100-Pp3c23_5120NA NA n.3479566_3479567insTANA NA NA NA NA
Chr23 3480630 G GTA Chr23_3480630_G_GTAG_GTA INDEL 336.37 0 0 0 0 14 0 0 2 1 2 0 0 0 0 22 8 11 23 16 19 21 15 13 18 10 10 4 4 0 0 0 0 0.875 0 0 0.133 0 0.111 0 0 0 0 0 1 1 2 0 1 0 intergenic_regionMODIFIER Pp3c23_5100-Pp3c23_5120Pp3c23_5100-Pp3c23_5120intergenic_regionPp3c23_5100-Pp3c23_5120NA NA n.3480630_3480631insTANA NA NA NA NA
Chr23 3623417 C T Chr23_3623417_C_TC_T SNP 2404.98 0 0 0 0 0 0 0 0 14 13 8 7 6 7 24 11 12 19 17 19 31 16 14 13 8 7 6 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 5_prime_UTR_variantMODIFIER Pp3c23_5300Pp3c23_5300transcript PAC:32950546protein_coding 01-juil c.-81C>T NA NA NA NA 450
Chr23 3623417 C T Chr23_3623417_C_TC_T SNP 2404.98 0 0 0 0 0 0 0 0 14 13 8 7 6 7 24 11 12 19 17 19 31 16 14 13 8 7 6 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 5_prime_UTR_variantMODIFIER Pp3c23_5300Pp3c23_5300transcript PAC:32950547protein_coding 01-juil c.-81C>T NA NA NA NA 450
Chr23 3623417 C T Chr23_3623417_C_TC_T SNP 2404.98 0 0 0 0 0 0 0 0 14 13 8 7 6 7 24 11 12 19 17 19 31 16 14 13 8 7 6 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c23_5290Pp3c23_5290transcript PAC:32950638protein_codingNA c.*2683C>T NA NA NA NA 2088
Chr23 3623417 C T Chr23_3623417_C_TC_T SNP 2404.98 0 0 0 0 0 0 0 0 14 13 8 7 6 7 24 11 12 19 17 19 31 16 14 13 8 7 6 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c23_5290Pp3c23_5290transcript PAC:32950639protein_codingNA c.*2683C>T NA NA NA NA 2169
Chr23 3623417 C T Chr23_3623417_C_TC_T SNP 2404.98 0 0 0 0 0 0 0 0 14 13 8 7 6 7 24 11 12 19 17 19 31 16 14 13 8 7 6 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c23_5290Pp3c23_5290transcript PAC:32950640protein_codingNA c.*2804C>T NA NA NA NA 2169
Chr23 3691547 A T Chr23_3691547_A_TA_T SNP 19453.63 30 15 17 26 31 22 10 19 21 25 19 16 8 9 30 15 17 26 31 22 10 19 21 25 19 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5390-Pp3c23_5410Pp3c23_5390-Pp3c23_5410intergenic_regionPp3c23_5390-Pp3c23_5410NA NA n.3691547A>TNA NA NA NA NA
Chr23 3697276 T C Chr23_3697276_T_CT_C SNP 20930.63 23 21 19 32 24 43 17 24 30 13 19 17 6 11 23 21 19 32 24 43 17 24 30 13 19 17 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5390-Pp3c23_5410Pp3c23_5390-Pp3c23_5410intergenic_regionPp3c23_5390-Pp3c23_5410NA NA n.3697276T>CNA NA NA NA NA
Chr23 3697277 C A Chr23_3697277_C_AC_A SNP 20930.63 23 21 20 32 24 45 17 25 30 14 19 17 6 11 23 21 20 32 24 45 17 25 30 14 19 17 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5390-Pp3c23_5410Pp3c23_5390-Pp3c23_5410intergenic_regionPp3c23_5390-Pp3c23_5410NA NA n.3697277C>ANA NA NA NA NA
Chr23 3697317 C A Chr23_3697317_C_AC_A SNP 18741.63 27 24 19 23 29 41 16 31 31 16 15 14 9 14 27 24 19 23 29 41 16 31 31 16 15 14 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5390-Pp3c23_5410Pp3c23_5390-Pp3c23_5410intergenic_regionPp3c23_5390-Pp3c23_5410NA NA n.3697317C>ANA NA NA NA NA
Chr23 3697343 C A Chr23_3697343_C_AC_A SNP 19434.63 20 20 18 26 31 48 14 34 27 18 15 19 11 11 20 20 18 26 31 48 14 34 27 18 15 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5390-Pp3c23_5410Pp3c23_5390-Pp3c23_5410intergenic_regionPp3c23_5390-Pp3c23_5410NA NA n.3697343C>ANA NA NA NA NA
Chr23 3699352 A AT Chr23_3699352_A_ATA_AT INDEL 13297.59 19 10 16 16 12 20 12 11 11 20 19 13 7 12 19 10 16 16 12 20 12 11 11 20 19 13 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5390-Pp3c23_5410Pp3c23_5390-Pp3c23_5410intergenic_regionPp3c23_5390-Pp3c23_5410NA NA n.3699352_3699353insTNA NA NA NA NA
Chr23 3699370 A AT Chr23_3699370_A_ATA_AT INDEL 12327.59 18 8 14 16 10 19 10 12 13 16 16 12 4 10 18 8 14 16 10 19 10 12 13 16 16 12 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5390-Pp3c23_5410Pp3c23_5390-Pp3c23_5410intergenic_regionPp3c23_5390-Pp3c23_5410NA NA n.3699370_3699371insTNA NA NA NA NA
Chr23 3819050 T A Chr23_3819050_T_AT_A SNP 17079.63 24 23 17 22 18 20 27 14 17 14 14 10 14 4 24 23 17 22 18 20 27 14 17 14 14 10 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5510-Pp3c23_5530Pp3c23_5510-Pp3c23_5530intergenic_regionPp3c23_5510-Pp3c23_5530NA NA n.3819050T>ANA NA NA NA NA
Chr23 3819051 C A Chr23_3819051_C_AC_A SNP 17079.63 25 23 17 22 18 19 26 14 18 14 14 11 14 4 25 23 17 22 18 19 26 14 18 14 14 11 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5510-Pp3c23_5530Pp3c23_5510-Pp3c23_5530intergenic_regionPp3c23_5510-Pp3c23_5530NA NA n.3819051C>ANA NA NA NA NA
Chr23 3875309 T A Chr23_3875309_T_AT_A SNP 18802.63 35 16 14 28 13 31 38 18 15 24 18 15 14 13 35 16 14 28 13 31 38 18 15 24 18 15 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_5670Pp3c23_5670transcript PAC:32951289protein_codingNA c.*1297T>A NA NA NA NA 848
Chr23 3875309 T A Chr23_3875309_T_AT_A SNP 18802.63 35 16 14 28 13 31 38 18 15 24 18 15 14 13 35 16 14 28 13 31 38 18 15 24 18 15 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_5670Pp3c23_5670transcript PAC:32951290protein_codingNA c.*1297T>A NA NA NA NA 810
Chr23 3875309 T A Chr23_3875309_T_AT_A SNP 18802.63 35 16 14 28 13 31 38 18 15 24 18 15 14 13 35 16 14 28 13 31 38 18 15 24 18 15 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_5670Pp3c23_5670transcript PAC:32951291protein_codingNA c.*1297T>A NA NA NA NA 848
Chr23 3875309 T A Chr23_3875309_T_AT_A SNP 18802.63 35 16 14 28 13 31 38 18 15 24 18 15 14 13 35 16 14 28 13 31 38 18 15 24 18 15 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5670-Pp3c23_5710Pp3c23_5670-Pp3c23_5710intergenic_regionPp3c23_5670-Pp3c23_5710NA NA n.3875309T>ANA NA NA NA NA
Chr23 3945416 A C Chr23_3945416_A_CA_C SNP 13736.63 24 14 12 16 21 24 22 21 13 15 7 12 8 7 24 14 12 16 21 24 22 21 13 15 7 12 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c23_5870Pp3c23_5870transcript PAC:32951099protein_coding 01-avr c.-711-5T>G NA NA NA NA NA
Chr23 3945416 A C Chr23_3945416_A_CA_C SNP 13736.63 24 14 12 16 21 24 22 21 13 15 7 12 8 7 24 14 12 16 21 24 22 21 13 15 7 12 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c23_5870Pp3c23_5870transcript PAC:32951100protein_coding 01-avr c.-711-5T>G NA NA NA NA NA
Chr23 3945416 A C Chr23_3945416_A_CA_C SNP 13736.63 24 14 12 16 21 24 22 21 13 15 7 12 8 7 24 14 12 16 21 24 22 21 13 15 7 12 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c23_5870Pp3c23_5870transcript PAC:32951101protein_coding 01-mars c.-711-5T>G NA NA NA NA NA
Chr23 3945416 A C Chr23_3945416_A_CA_C SNP 13736.63 24 14 12 16 21 24 22 21 13 15 7 12 8 7 24 14 12 16 21 24 22 21 13 15 7 12 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_5850Pp3c23_5850transcript PAC:32949651protein_codingNA c.*4650A>C NA NA NA NA 4650
Chr23 3945416 A C Chr23_3945416_A_CA_C SNP 13736.63 24 14 12 16 21 24 22 21 13 15 7 12 8 7 24 14 12 16 21 24 22 21 13 15 7 12 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_5850Pp3c23_5850transcript PAC:32949652protein_codingNA c.*4650A>C NA NA NA NA 4381
Chr23 3959174 GTA G Chr23_3959174_GTA_GGTA_G INDEL 9528.59 22 6 18 18 10 22 20 15 18 14 6 9 6 7 22 6 18 18 10 23 21 15 20 15 6 9 6 7 1 1 1 1 1 0.957 0.952 1 0.9 0.933 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5870-Pp3c23_5890Pp3c23_5870-Pp3c23_5890intergenic_regionPp3c23_5870-Pp3c23_5890NA NA n.3959175_3959176delTANA NA NA NA NA
Chr23 3959281 A T Chr23_3959281_A_TA_T SNP 13565.63 30 12 17 16 19 22 23 15 11 24 8 5 6 9 30 12 17 16 19 22 23 15 11 24 8 5 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5870-Pp3c23_5890Pp3c23_5870-Pp3c23_5890intergenic_regionPp3c23_5870-Pp3c23_5890NA NA n.3959281A>TNA NA NA NA NA
Chr23 3959863 T TG Chr23_3959863_T_TGT_TG INDEL 13552.59 19 19 14 17 15 24 30 17 12 13 7 14 7 8 19 19 14 17 15 24 30 17 12 13 7 14 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5870-Pp3c23_5890Pp3c23_5870-Pp3c23_5890intergenic_regionPp3c23_5870-Pp3c23_5890NA NA n.3959863_3959864insGNA NA NA NA NA
Chr23 3960908 A AAT Chr23_3960908_A_AATA_AAT INDEL 2218.93 0 0 0 1 1 0 1 0 20 15 12 11 5 4 25 13 14 21 17 18 21 12 20 16 13 11 5 4 0 0 0 0 0 0 0 0 1 0.938 0.923 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c23_5870-Pp3c23_5890Pp3c23_5870-Pp3c23_5890intergenic_regionPp3c23_5870-Pp3c23_5890NA NA n.3960908_3960909insATNA NA NA NA NA
Chr23 3968377 C CAT Chr23_3968377_C_CATC_CAT INDEL 1379.35 20 10 15 0 0 0 1 0 1 1 0 0 0 1 20 10 15 23 11 20 21 14 14 7 9 11 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c23_5890Pp3c23_5890transcript PAC:32948631protein_codingNA c.*3487_*3488insATNA NA NA NA 3207
Chr23 3968377 C CAT Chr23_3968377_C_CATC_CAT INDEL 1379.35 20 10 15 0 0 0 1 0 1 1 0 0 0 1 20 10 15 23 11 20 21 14 14 7 9 11 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c23_5890Pp3c23_5890transcript PAC:32948632protein_codingNA c.*3487_*3488insATNA NA NA NA 3207
Chr23 3968377 C CAT Chr23_3968377_C_CATC_CAT INDEL 1379.35 20 10 15 0 0 0 1 0 1 1 0 0 0 1 20 10 15 23 11 20 21 14 14 7 9 11 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c23_5890Pp3c23_5890transcript PAC:32948633protein_codingNA c.*3487_*3488insATNA NA NA NA 3219
Chr23 3968377 C CAT Chr23_3968377_C_CATC_CAT INDEL 1379.35 20 10 15 0 0 0 1 0 1 1 0 0 0 1 20 10 15 23 11 20 21 14 14 7 9 11 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c23_5890Pp3c23_5890transcript PAC:32948634protein_codingNA c.*4848_*4849insATNA NA NA NA 4144
Chr23 3968377 C CAT Chr23_3968377_C_CATC_CAT INDEL 1379.35 20 10 15 0 0 0 1 0 1 1 0 0 0 1 20 10 15 23 11 20 21 14 14 7 9 11 7 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c23_5870-Pp3c23_5890Pp3c23_5870-Pp3c23_5890intergenic_regionPp3c23_5870-Pp3c23_5890NA NA n.3968377_3968378insATNA NA NA NA NA
Chr23 3970176 G A Chr23_3970176_G_AG_A SNP 20224.63 21 16 21 27 26 23 29 24 23 22 16 24 7 14 21 16 21 27 26 23 29 24 23 22 16 24 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_5890Pp3c23_5890transcript PAC:32948631protein_codingNA c.*1689C>T NA NA NA NA 1409
Chr23 3970176 G A Chr23_3970176_G_AG_A SNP 20224.63 21 16 21 27 26 23 29 24 23 22 16 24 7 14 21 16 21 27 26 23 29 24 23 22 16 24 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_5890Pp3c23_5890transcript PAC:32948632protein_codingNA c.*1689C>T NA NA NA NA 1409
Chr23 3970176 G A Chr23_3970176_G_AG_A SNP 20224.63 21 16 21 27 26 23 29 24 23 22 16 24 7 14 21 16 21 27 26 23 29 24 23 22 16 24 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_5890Pp3c23_5890transcript PAC:32948633protein_codingNA c.*1689C>T NA NA NA NA 1421
Chr23 3970176 G A Chr23_3970176_G_AG_A SNP 20224.63 21 16 21 27 26 23 29 24 23 22 16 24 7 14 21 16 21 27 26 23 29 24 23 22 16 24 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_5890Pp3c23_5890transcript PAC:32948634protein_codingNA c.*3050C>T NA NA NA NA 2346
Chr23 3970176 G A Chr23_3970176_G_AG_A SNP 20224.63 21 16 21 27 26 23 29 24 23 22 16 24 7 14 21 16 21 27 26 23 29 24 23 22 16 24 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_5870-Pp3c23_5890Pp3c23_5870-Pp3c23_5890intergenic_regionPp3c23_5870-Pp3c23_5890NA NA n.3970176G>ANA NA NA NA NA
Chr23 4078186 G GA Chr23_4078186_G_GAG_GA INDEL 16565.59 20 18 20 23 31 24 32 31 29 25 16 15 5 12 20 18 20 23 31 24 32 31 29 25 16 15 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_6060-Pp3c23_6070Pp3c23_6060-Pp3c23_6070intergenic_regionPp3c23_6060-Pp3c23_6070NA NA n.4078186_4078187insANA NA NA NA NA
Chr23 4199974 G GA Chr23_4199974_G_GAG_GA INDEL 10886.59 19 11 11 16 15 21 23 14 11 19 5 13 7 13 19 11 11 16 15 21 23 14 11 19 5 13 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_6240Pp3c23_6240transcript PAC:32950423protein_coding 01-mars c.-707dupT NA NA NA NA 707
Chr23 4199974 G GA Chr23_4199974_G_GAG_GA INDEL 10886.59 19 11 11 16 15 21 23 14 11 19 5 13 7 13 19 11 11 16 15 21 23 14 11 19 5 13 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_6240Pp3c23_6240transcript PAC:32950424protein_coding 01-avr c.-365dupT NA NA NA NA 707
Chr23 4199974 G GA Chr23_4199974_G_GAG_GA INDEL 10886.59 19 11 11 16 15 21 23 14 11 19 5 13 7 13 19 11 11 16 15 21 23 14 11 19 5 13 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_6240Pp3c23_6240transcript PAC:32950425protein_coding 01-mars c.-707dupT NA NA NA NA 707
Chr23 4277210 G A Chr23_4277210_G_AG_A SNP 7126.63 13 9 7 13 11 8 21 16 14 19 5 5 8 9 14 9 7 13 11 8 22 17 15 19 5 5 8 9 0.929 1 1 1 1 1 0.955 0.941 0.933 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_6370Pp3c23_6370transcript PAC:32951040protein_codingNA c.-1597C>T NA NA NA NA 1444
Chr23 4277210 G A Chr23_4277210_G_AG_A SNP 7126.63 13 9 7 13 11 8 21 16 14 19 5 5 8 9 14 9 7 13 11 8 22 17 15 19 5 5 8 9 0.929 1 1 1 1 1 0.955 0.941 0.933 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_6370Pp3c23_6370transcript PAC:32951041protein_codingNA c.-1597C>T NA NA NA NA 1444
Chr23 4277210 G A Chr23_4277210_G_AG_A SNP 7126.63 13 9 7 13 11 8 21 16 14 19 5 5 8 9 14 9 7 13 11 8 22 17 15 19 5 5 8 9 0.929 1 1 1 1 1 0.955 0.941 0.933 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_6370-Pp3c23_6430Pp3c23_6370-Pp3c23_6430intergenic_regionPp3c23_6370-Pp3c23_6430NA NA n.4277210G>ANA NA NA NA NA
Chr23 4277454 G A Chr23_4277454_G_AG_A SNP 8068.63 6 4 7 5 8 9 17 10 9 11 11 5 9 8 6 4 7 5 8 9 17 10 9 11 11 5 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_6370Pp3c23_6370transcript PAC:32951040protein_codingNA c.-1841C>T NA NA NA NA 1688
Chr23 4277454 G A Chr23_4277454_G_AG_A SNP 8068.63 6 4 7 5 8 9 17 10 9 11 11 5 9 8 6 4 7 5 8 9 17 10 9 11 11 5 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_6370Pp3c23_6370transcript PAC:32951041protein_codingNA c.-1841C>T NA NA NA NA 1688
Chr23 4277454 G A Chr23_4277454_G_AG_A SNP 8068.63 6 4 7 5 8 9 17 10 9 11 11 5 9 8 6 4 7 5 8 9 17 10 9 11 11 5 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_6370-Pp3c23_6430Pp3c23_6370-Pp3c23_6430intergenic_regionPp3c23_6370-Pp3c23_6430NA NA n.4277454G>ANA NA NA NA NA
Chr23 4277490 G T Chr23_4277490_G_TG_T SNP 11736.63 11 9 9 10 13 14 20 14 12 17 17 7 8 13 11 9 9 10 13 14 20 14 12 17 17 7 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_6370Pp3c23_6370transcript PAC:32951040protein_codingNA c.-1877C>A NA NA NA NA 1724
Chr23 4277490 G T Chr23_4277490_G_TG_T SNP 11736.63 11 9 9 10 13 14 20 14 12 17 17 7 8 13 11 9 9 10 13 14 20 14 12 17 17 7 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_6370Pp3c23_6370transcript PAC:32951041protein_codingNA c.-1877C>A NA NA NA NA 1724
Chr23 4277490 G T Chr23_4277490_G_TG_T SNP 11736.63 11 9 9 10 13 14 20 14 12 17 17 7 8 13 11 9 9 10 13 14 20 14 12 17 17 7 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_6370-Pp3c23_6430Pp3c23_6370-Pp3c23_6430intergenic_regionPp3c23_6370-Pp3c23_6430NA NA n.4277490G>TNA NA NA NA NA
Chr23 4278540 C A Chr23_4278540_C_AC_A SNP 18753.63 31 21 15 16 22 27 28 21 19 30 8 26 19 9 31 21 15 16 22 27 28 21 19 30 8 26 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_6370Pp3c23_6370transcript PAC:32951040protein_codingNA c.-2927G>T NA NA NA NA 2774
Chr23 4278540 C A Chr23_4278540_C_AC_A SNP 18753.63 31 21 15 16 22 27 28 21 19 30 8 26 19 9 31 21 15 16 22 27 28 21 19 30 8 26 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_6370Pp3c23_6370transcript PAC:32951041protein_codingNA c.-2927G>T NA NA NA NA 2774
Chr23 4278540 C A Chr23_4278540_C_AC_A SNP 18753.63 31 21 15 16 22 27 28 21 19 30 8 26 19 9 31 21 15 16 22 27 28 21 19 30 8 26 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_6370-Pp3c23_6430Pp3c23_6370-Pp3c23_6430intergenic_regionPp3c23_6370-Pp3c23_6430NA NA n.4278540C>ANA NA NA NA NA
Chr23 4372455 A AATAT Chr23_4372455_A_AATATA_AATAT INDEL 4506.24 0 0 0 24 5 21 15 14 0 0 0 0 0 0 20 23 6 24 5 21 15 14 14 12 6 10 6 4 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_6490-Pp3c23_6510Pp3c23_6490-Pp3c23_6510intergenic_regionPp3c23_6490-Pp3c23_6510NA NA n.4372455_4372456insATATNA NA NA NA NA
Chr23 4519180 G T Chr23_4519180_G_TG_T SNP 21529.63 44 16 19 32 21 29 44 35 20 29 25 11 4 7 44 16 19 32 21 29 44 35 20 29 25 11 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_6740-Pp3c23_6780Pp3c23_6740-Pp3c23_6780intergenic_regionPp3c23_6740-Pp3c23_6780NA NA n.4519180G>TNA NA NA NA NA



Chr23 4831049 A AAT Chr23_4831049_A_AATA_AAT INDEL 8732.59 21 9 12 18 7 18 23 12 9 11 9 12 4 5 21 9 13 18 7 20 24 12 9 11 10 12 4 5 1 1 0.923 1 1 0.9 0.958 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7110Pp3c23_7110transcript PAC:32950162protein_codingNA c.*4338_*4339insATNA NA NA NA 3746
Chr23 4831049 A AAT Chr23_4831049_A_AATA_AAT INDEL 8732.59 21 9 12 18 7 18 23 12 9 11 9 12 4 5 21 9 13 18 7 20 24 12 9 11 10 12 4 5 1 1 0.923 1 1 0.9 0.958 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7110Pp3c23_7110transcript PAC:32950164protein_codingNA c.*4338_*4339insATNA NA NA NA 3676
Chr23 4831049 A AAT Chr23_4831049_A_AATA_AAT INDEL 8732.59 21 9 12 18 7 18 23 12 9 11 9 12 4 5 21 9 13 18 7 20 24 12 9 11 10 12 4 5 1 1 0.923 1 1 0.9 0.958 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7110Pp3c23_7110transcript PAC:32950165protein_codingNA c.*4338_*4339insATNA NA NA NA 3664
Chr23 4831049 A AAT Chr23_4831049_A_AATA_AAT INDEL 8732.59 21 9 12 18 7 18 23 12 9 11 9 12 4 5 21 9 13 18 7 20 24 12 9 11 10 12 4 5 1 1 0.923 1 1 0.9 0.958 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7110Pp3c23_7110transcript PAC:32950163protein_codingNA c.*4338_*4339insATNA NA NA NA 3735
Chr23 4831049 A AAT Chr23_4831049_A_AATA_AAT INDEL 8732.59 21 9 12 18 7 18 23 12 9 11 9 12 4 5 21 9 13 18 7 20 24 12 9 11 10 12 4 5 1 1 0.923 1 1 0.9 0.958 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7110Pp3c23_7110transcript PAC:32950166protein_codingNA c.*4338_*4339insATNA NA NA NA 3735
Chr23 4831049 A AAT Chr23_4831049_A_AATA_AAT INDEL 8732.59 21 9 12 18 7 18 23 12 9 11 9 12 4 5 21 9 13 18 7 20 24 12 9 11 10 12 4 5 1 1 0.923 1 1 0.9 0.958 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7110-Pp3c23_7130Pp3c23_7110-Pp3c23_7130intergenic_regionPp3c23_7110-Pp3c23_7130NA NA n.4831049_4831050insATNA NA NA NA NA
Chr23 4951364 C A Chr23_4951364_C_AC_A SNP 14878.63 26 9 13 21 11 31 19 19 10 7 12 7 6 6 26 9 13 21 11 31 19 19 10 7 12 7 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7210-Pp3c23_7327Pp3c23_7210-Pp3c23_7327intergenic_regionPp3c23_7210-Pp3c23_7327NA NA n.4951364C>ANA NA NA NA NA
Chr23 4951366 T A Chr23_4951366_T_AT_A SNP 15103.63 27 10 13 22 11 30 19 19 9 7 11 7 7 6 27 10 13 22 11 30 19 19 9 7 11 7 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7210-Pp3c23_7327Pp3c23_7210-Pp3c23_7327intergenic_regionPp3c23_7210-Pp3c23_7327NA NA n.4951366T>ANA NA NA NA NA
Chr23 4951368 C CG Chr23_4951368_C_CGC_CG INDEL 15276.59 28 10 13 21 11 31 19 19 9 7 11 6 7 6 28 10 13 21 11 31 19 19 9 7 11 6 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7210-Pp3c23_7327Pp3c23_7210-Pp3c23_7327intergenic_regionPp3c23_7210-Pp3c23_7327NA NA n.4951368_4951369insGNA NA NA NA NA
Chr23 4951369 C T Chr23_4951369_C_TC_T SNP 15240.63 28 9 13 21 12 30 19 18 10 7 11 5 8 6 28 9 13 21 12 30 19 18 10 7 11 5 8 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7210-Pp3c23_7327Pp3c23_7210-Pp3c23_7327intergenic_regionPp3c23_7210-Pp3c23_7327NA NA n.4951369C>TNA NA NA NA NA
Chr23 5025297 G T Chr23_5025297_G_TG_T SNP 15964.63 14 10 14 15 29 26 14 23 17 23 7 13 7 15 14 10 14 15 29 26 14 23 17 23 7 13 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1468G>T NA NA NA NA 866
Chr23 5025297 G T Chr23_5025297_G_TG_T SNP 15964.63 14 10 14 15 29 26 14 23 17 23 7 13 7 15 14 10 14 15 29 26 14 23 17 23 7 13 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1468G>T NA NA NA NA 860
Chr23 5025297 G T Chr23_5025297_G_TG_T SNP 15964.63 14 10 14 15 29 26 14 23 17 23 7 13 7 15 14 10 14 15 29 26 14 23 17 23 7 13 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025297G>TNA NA NA NA NA
Chr23 5025298 CCTTTTGA C Chr23_5025298_CCTTTTGA_CCCTTTTGA_C INDEL 16000.59 14 10 14 15 29 26 15 23 17 22 7 11 7 15 14 10 14 15 29 26 15 23 17 22 7 11 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1470_*1476delCTTTTGANA NA NA NA 868
Chr23 5025298 CCTTTTGA C Chr23_5025298_CCTTTTGA_CCCTTTTGA_C INDEL 16000.59 14 10 14 15 29 26 15 23 17 22 7 11 7 15 14 10 14 15 29 26 15 23 17 22 7 11 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1470_*1476delCTTTTGANA NA NA NA 862
Chr23 5025298 CCTTTTGA C Chr23_5025298_CCTTTTGA_CCCTTTTGA_C INDEL 16000.59 14 10 14 15 29 26 15 23 17 22 7 11 7 15 14 10 14 15 29 26 15 23 17 22 7 11 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025299_5025305delCTTTTGANA NA NA NA NA
Chr23 5025307 C CAAATG Chr23_5025307_C_CAAATGC_CAAATG INDEL 16256.59 14 11 12 14 29 26 15 23 17 21 7 11 7 15 14 11 12 14 29 26 15 23 17 21 7 11 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1478_*1479insAAATGNA NA NA NA 877
Chr23 5025307 C CAAATG Chr23_5025307_C_CAAATGC_CAAATG INDEL 16256.59 14 11 12 14 29 26 15 23 17 21 7 11 7 15 14 11 12 14 29 26 15 23 17 21 7 11 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1478_*1479insAAATGNA NA NA NA 871
Chr23 5025307 C CAAATG Chr23_5025307_C_CAAATGC_CAAATG INDEL 16256.59 14 11 12 14 29 26 15 23 17 21 7 11 7 15 14 11 12 14 29 26 15 23 17 21 7 11 7 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025307_5025308insAAATGNA NA NA NA NA
Chr23 5025311 C A Chr23_5025311_C_AC_A SNP 15500.63 14 10 11 15 28 25 18 19 19 18 6 9 8 15 14 10 11 15 28 25 18 19 19 18 6 9 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1482C>A NA NA NA NA 880
Chr23 5025311 C A Chr23_5025311_C_AC_A SNP 15500.63 14 10 11 15 28 25 18 19 19 18 6 9 8 15 14 10 11 15 28 25 18 19 19 18 6 9 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1482C>A NA NA NA NA 874
Chr23 5025311 C A Chr23_5025311_C_AC_A SNP 15500.63 14 10 11 15 28 25 18 19 19 18 6 9 8 15 14 10 11 15 28 25 18 19 19 18 6 9 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025311C>ANA NA NA NA NA
Chr23 5025315 T TG Chr23_5025315_T_TGT_TG INDEL 15716.59 13 11 11 13 28 25 17 19 19 18 5 9 8 14 13 11 11 13 28 25 17 19 19 18 5 9 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1486_*1487insGNA NA NA NA 885
Chr23 5025315 T TG Chr23_5025315_T_TGT_TG INDEL 15716.59 13 11 11 13 28 25 17 19 19 18 5 9 8 14 13 11 11 13 28 25 17 19 19 18 5 9 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1486_*1487insGNA NA NA NA 879
Chr23 5025315 T TG Chr23_5025315_T_TGT_TG INDEL 15716.59 13 11 11 13 28 25 17 19 19 18 5 9 8 14 13 11 11 13 28 25 17 19 19 18 5 9 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025315_5025316insGNA NA NA NA NA
Chr23 5025316 A C Chr23_5025316_A_CA_C SNP 15545.63 13 11 11 15 28 26 16 19 18 17 5 10 8 14 13 11 11 15 28 26 16 19 18 17 5 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1487A>C NA NA NA NA 885
Chr23 5025316 A C Chr23_5025316_A_CA_C SNP 15545.63 13 11 11 15 28 26 16 19 18 17 5 10 8 14 13 11 11 15 28 26 16 19 18 17 5 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1487A>C NA NA NA NA 879
Chr23 5025316 A C Chr23_5025316_A_CA_C SNP 15545.63 13 11 11 15 28 26 16 19 18 17 5 10 8 14 13 11 11 15 28 26 16 19 18 17 5 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025316A>CNA NA NA NA NA
Chr23 5025319 CCA C Chr23_5025319_CCA_CCCA_C INDEL 15266.59 13 11 11 15 27 24 17 19 18 17 5 10 8 14 13 11 11 15 27 24 17 19 18 17 5 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1491_*1492delCANA NA NA NA 889
Chr23 5025319 CCA C Chr23_5025319_CCA_CCCA_C INDEL 15266.59 13 11 11 15 27 24 17 19 18 17 5 10 8 14 13 11 11 15 27 24 17 19 18 17 5 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1491_*1492delCANA NA NA NA 883
Chr23 5025319 CCA C Chr23_5025319_CCA_CCCA_C INDEL 15266.59 13 11 11 15 27 24 17 19 18 17 5 10 8 14 13 11 11 15 27 24 17 19 18 17 5 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025320_5025321delCANA NA NA NA NA
Chr23 5025323 T TGTGTC Chr23_5025323_T_TGTGTCT_TGTGTC INDEL 15671.59 13 11 11 15 27 23 17 19 18 19 5 10 8 14 13 11 11 15 27 23 17 19 18 19 5 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1494_*1495insGTGTCNA NA NA NA 893
Chr23 5025323 T TGTGTC Chr23_5025323_T_TGTGTCT_TGTGTC INDEL 15671.59 13 11 11 15 27 23 17 19 18 19 5 10 8 14 13 11 11 15 27 23 17 19 18 19 5 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1494_*1495insGTGTCNA NA NA NA 887
Chr23 5025323 T TGTGTC Chr23_5025323_T_TGTGTCT_TGTGTC INDEL 15671.59 13 11 11 15 27 23 17 19 18 19 5 10 8 14 13 11 11 15 27 23 17 19 18 19 5 10 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025323_5025324insGTGTCNA NA NA NA NA
Chr23 5025324 A T Chr23_5025324_A_TA_T SNP 15815.63 15 10 10 14 28 22 17 19 15 17 5 10 9 14 15 10 10 14 28 22 17 19 15 17 5 10 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1495A>T NA NA NA NA 893
Chr23 5025324 A T Chr23_5025324_A_TA_T SNP 15815.63 15 10 10 14 28 22 17 19 15 17 5 10 9 14 15 10 10 14 28 22 17 19 15 17 5 10 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1495A>T NA NA NA NA 887
Chr23 5025324 A T Chr23_5025324_A_TA_T SNP 15815.63 15 10 10 14 28 22 17 19 15 17 5 10 9 14 15 10 10 14 28 22 17 19 15 17 5 10 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025324A>TNA NA NA NA NA
Chr23 5025328 T G Chr23_5025328_T_GT_G SNP 15230.63 14 10 10 15 28 23 17 20 16 16 5 10 9 12 14 10 10 15 28 23 17 20 16 16 5 10 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1499T>G NA NA NA NA 897
Chr23 5025328 T G Chr23_5025328_T_GT_G SNP 15230.63 14 10 10 15 28 23 17 20 16 16 5 10 9 12 14 10 10 15 28 23 17 20 16 16 5 10 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1499T>G NA NA NA NA 891
Chr23 5025328 T G Chr23_5025328_T_GT_G SNP 15230.63 14 10 10 15 28 23 17 20 16 16 5 10 9 12 14 10 10 15 28 23 17 20 16 16 5 10 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025328T>GNA NA NA NA NA
Chr23 5025329 T A Chr23_5025329_T_AT_A SNP 15230.63 14 10 10 15 28 23 18 20 16 17 5 10 9 12 14 10 10 15 28 23 18 20 16 17 5 10 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1500T>A NA NA NA NA 898
Chr23 5025329 T A Chr23_5025329_T_AT_A SNP 15230.63 14 10 10 15 28 23 18 20 16 17 5 10 9 12 14 10 10 15 28 23 18 20 16 17 5 10 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1500T>A NA NA NA NA 892
Chr23 5025329 T A Chr23_5025329_T_AT_A SNP 15230.63 14 10 10 15 28 23 18 20 16 17 5 10 9 12 14 10 10 15 28 23 18 20 16 17 5 10 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025329T>ANA NA NA NA NA
Chr23 5025331 T C Chr23_5025331_T_CT_C SNP 15635.63 14 10 9 16 28 23 18 19 16 16 7 9 9 12 14 10 9 16 28 23 18 19 16 16 7 9 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1502T>C NA NA NA NA 900
Chr23 5025331 T C Chr23_5025331_T_CT_C SNP 15635.63 14 10 9 16 28 23 18 19 16 16 7 9 9 12 14 10 9 16 28 23 18 19 16 16 7 9 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1502T>C NA NA NA NA 894
Chr23 5025331 T C Chr23_5025331_T_CT_C SNP 15635.63 14 10 9 16 28 23 18 19 16 16 7 9 9 12 14 10 9 16 28 23 18 19 16 16 7 9 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025331T>CNA NA NA NA NA
Chr23 5025333 A ATTC Chr23_5025333_A_ATTCA_ATTC INDEL 15626.59 15 10 9 17 27 22 18 19 17 17 7 9 10 13 15 10 9 17 27 22 18 19 17 17 7 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1504_*1505insTTCNA NA NA NA 903
Chr23 5025333 A ATTC Chr23_5025333_A_ATTCA_ATTC INDEL 15626.59 15 10 9 17 27 22 18 19 17 17 7 9 10 13 15 10 9 17 27 22 18 19 17 17 7 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1504_*1505insTTCNA NA NA NA 897
Chr23 5025333 A ATTC Chr23_5025333_A_ATTCA_ATTC INDEL 15626.59 15 10 9 17 27 22 18 19 17 17 7 9 10 13 15 10 9 17 27 22 18 19 17 17 7 9 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025333_5025334insTTCNA NA NA NA NA
Chr23 5025337 C A Chr23_5025337_C_AC_A SNP 15545.63 15 10 8 18 26 21 18 20 17 18 8 9 10 14 15 10 8 18 26 21 18 20 17 18 8 9 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1508C>A NA NA NA NA 906
Chr23 5025337 C A Chr23_5025337_C_AC_A SNP 15545.63 15 10 8 18 26 21 18 20 17 18 8 9 10 14 15 10 8 18 26 21 18 20 17 18 8 9 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1508C>A NA NA NA NA 900
Chr23 5025337 C A Chr23_5025337_C_AC_A SNP 15545.63 15 10 8 18 26 21 18 20 17 18 8 9 10 14 15 10 8 18 26 21 18 20 17 18 8 9 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025337C>ANA NA NA NA NA
Chr23 5025338 T C Chr23_5025338_T_CT_C SNP 15500.63 16 11 8 18 25 20 19 21 17 18 8 8 10 14 16 11 8 18 25 20 19 21 17 18 8 8 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1509T>C NA NA NA NA 907
Chr23 5025338 T C Chr23_5025338_T_CT_C SNP 15500.63 16 11 8 18 25 20 19 21 17 18 8 8 10 14 16 11 8 18 25 20 19 21 17 18 8 8 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1509T>C NA NA NA NA 901
Chr23 5025338 T C Chr23_5025338_T_CT_C SNP 15500.63 16 11 8 18 25 20 19 21 17 18 8 8 10 14 16 11 8 18 25 20 19 21 17 18 8 8 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025338T>CNA NA NA NA NA
Chr23 5025341 T TATGCA Chr23_5025341_T_TATGCAT_TATGCA INDEL 15986.59 15 10 8 18 23 22 18 19 18 18 9 7 10 13 15 10 8 18 23 22 18 19 18 18 9 7 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1512_*1513insATGCANA NA NA NA 911
Chr23 5025341 T TATGCA Chr23_5025341_T_TATGCAT_TATGCA INDEL 15986.59 15 10 8 18 23 22 18 19 18 18 9 7 10 13 15 10 8 18 23 22 18 19 18 18 9 7 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1512_*1513insATGCANA NA NA NA 905
Chr23 5025341 T TATGCA Chr23_5025341_T_TATGCAT_TATGCA INDEL 15986.59 15 10 8 18 23 22 18 19 18 18 9 7 10 13 15 10 8 18 23 22 18 19 18 18 9 7 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025341_5025342insATGCANA NA NA NA NA
Chr23 5025344 A AG Chr23_5025344_A_AGA_AG INDEL 14951.59 15 10 8 19 24 20 16 20 18 17 10 8 9 11 15 10 8 19 24 20 16 20 18 17 10 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1515_*1516insGNA NA NA NA 914
Chr23 5025344 A AG Chr23_5025344_A_AGA_AG INDEL 14951.59 15 10 8 19 24 20 16 20 18 17 10 8 9 11 15 10 8 19 24 20 16 20 18 17 10 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1515_*1516insGNA NA NA NA 908
Chr23 5025344 A AG Chr23_5025344_A_AGA_AG INDEL 14951.59 15 10 8 19 24 20 16 20 18 17 10 8 9 11 15 10 8 19 24 20 16 20 18 17 10 8 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025344_5025345insGNA NA NA NA NA
Chr23 5025347 A C Chr23_5025347_A_CA_C SNP 14465.63 14 11 7 19 19 18 16 21 17 16 10 9 8 12 14 11 7 19 19 18 16 21 17 16 10 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1518A>C NA NA NA NA 916
Chr23 5025347 A C Chr23_5025347_A_CA_C SNP 14465.63 14 11 7 19 19 18 16 21 17 16 10 9 8 12 14 11 7 19 19 18 16 21 17 16 10 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1518A>C NA NA NA NA 910
Chr23 5025347 A C Chr23_5025347_A_CA_C SNP 14465.63 14 11 7 19 19 18 16 21 17 16 10 9 8 12 14 11 7 19 19 18 16 21 17 16 10 9 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025347A>CNA NA NA NA NA
Chr23 5025355 T C Chr23_5025355_T_CT_C SNP 14240.63 16 12 5 17 19 17 18 21 19 18 11 9 7 11 16 12 5 17 19 17 18 21 19 18 11 9 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1526T>C NA NA NA NA 924
Chr23 5025355 T C Chr23_5025355_T_CT_C SNP 14240.63 16 12 5 17 19 17 18 21 19 18 11 9 7 11 16 12 5 17 19 17 18 21 19 18 11 9 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1526T>C NA NA NA NA 918
Chr23 5025355 T C Chr23_5025355_T_CT_C SNP 14240.63 16 12 5 17 19 17 18 21 19 18 11 9 7 11 16 12 5 17 19 17 18 21 19 18 11 9 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025355T>CNA NA NA NA NA
Chr23 5025356 AAGAGTT A Chr23_5025356_AAGAGTT_AAAGAGTT_A INDEL 14456.59 16 12 5 17 20 17 18 21 19 18 11 9 7 10 16 12 5 17 20 17 18 21 19 18 11 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1528_*1533delAGAGTTNA NA NA NA 926
Chr23 5025356 AAGAGTT A Chr23_5025356_AAGAGTT_AAAGAGTT_A INDEL 14456.59 16 12 5 17 20 17 18 21 19 18 11 9 7 10 16 12 5 17 20 17 18 21 19 18 11 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1528_*1533delAGAGTTNA NA NA NA 920
Chr23 5025356 AAGAGTT A Chr23_5025356_AAGAGTT_AAAGAGTT_A INDEL 14456.59 16 12 5 17 20 17 18 21 19 18 11 9 7 10 16 12 5 17 20 17 18 21 19 18 11 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025357_5025362delAGAGTTNA NA NA NA NA
Chr23 5025366 GGATAA G Chr23_5025366_GGATAA_GGGATAA_G INDEL 14321.59 15 11 6 17 21 20 18 18 19 18 11 9 7 10 15 11 6 17 21 20 18 18 19 18 11 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1538_*1542delGATAANA NA NA NA 936
Chr23 5025366 GGATAA G Chr23_5025366_GGATAA_GGGATAA_G INDEL 14321.59 15 11 6 17 21 20 18 18 19 18 11 9 7 10 15 11 6 17 21 20 18 18 19 18 11 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1538_*1542delGATAANA NA NA NA 930
Chr23 5025366 GGATAA G Chr23_5025366_GGATAA_GGGATAA_G INDEL 14321.59 15 11 6 17 21 20 18 18 19 18 11 9 7 10 15 11 6 17 21 20 18 18 19 18 11 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025367_5025371delGATAANA NA NA NA NA
Chr23 5025373 T TTCA Chr23_5025373_T_TTCAT_TTCA INDEL 14446.59 15 11 6 17 21 20 18 19 18 18 11 9 7 10 15 11 6 17 21 20 18 19 18 18 11 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948689protein_codingNA c.*1544_*1545insTCANA NA NA NA 943
Chr23 5025373 T TTCA Chr23_5025373_T_TTCAT_TTCA INDEL 14446.59 15 11 6 17 21 20 18 19 18 18 11 9 7 10 15 11 6 17 21 20 18 19 18 18 11 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7400Pp3c23_7400transcript PAC:32948690protein_codingNA c.*1544_*1545insTCANA NA NA NA 937
Chr23 5025373 T TTCA Chr23_5025373_T_TTCAT_TTCA INDEL 14446.59 15 11 6 17 21 20 18 19 18 18 11 9 7 10 15 11 6 17 21 20 18 19 18 18 11 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7400-Pp3c23_7470Pp3c23_7400-Pp3c23_7470intergenic_regionPp3c23_7400-Pp3c23_7470NA NA n.5025373_5025374insTCANA NA NA NA NA
Chr23 5068772 C CA Chr23_5068772_C_CAC_CA INDEL 16321.59 31 16 15 26 20 28 41 23 24 24 7 9 13 17 31 16 15 26 20 28 41 23 24 24 7 9 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_7470Pp3c23_7470transcript PAC:32951079protein_codingNA c.-4843_-4842insTNA NA NA NA 4147
Chr23 5068772 C CA Chr23_5068772_C_CAC_CA INDEL 16321.59 31 16 15 26 20 28 41 23 24 24 7 9 13 17 31 16 15 26 20 28 41 23 24 24 7 9 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_7470Pp3c23_7470transcript PAC:32951080protein_codingNA c.-4843_-4842insTNA NA NA NA 4158
Chr23 5068772 C CA Chr23_5068772_C_CAC_CA INDEL 16321.59 31 16 15 26 20 28 41 23 24 24 7 9 13 17 31 16 15 26 20 28 41 23 24 24 7 9 13 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7470-Pp3c23_7500Pp3c23_7470-Pp3c23_7500intergenic_regionPp3c23_7470-Pp3c23_7500NA NA n.5068772_5068773insANA NA NA NA NA
Chr23 5107784 C CG Chr23_5107784_C_CGC_CG INDEL 20128.59 31 11 7 21 27 34 25 23 24 21 13 10 12 8 31 11 7 21 27 34 25 23 24 21 13 10 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7520Pp3c23_7520transcript PAC:32949726protein_codingNA c.*754_*755insGNA NA NA NA 296
Chr23 5107784 C CG Chr23_5107784_C_CGC_CG INDEL 20128.59 31 11 7 21 27 34 25 23 24 21 13 10 12 8 31 11 7 21 27 34 25 23 24 21 13 10 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7530Pp3c23_7530transcript PAC:32950462protein_codingNA c.*2098_*2099insCNA NA NA NA 1360
Chr23 5107784 C CG Chr23_5107784_C_CGC_CG INDEL 20128.59 31 11 7 21 27 34 25 23 24 21 13 10 12 8 31 11 7 21 27 34 25 23 24 21 13 10 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7520Pp3c23_7520transcript PAC:32949727protein_codingNA c.*754_*755insGNA NA NA NA 254
Chr23 5107784 C CG Chr23_5107784_C_CGC_CG INDEL 20128.59 31 11 7 21 27 34 25 23 24 21 13 10 12 8 31 11 7 21 27 34 25 23 24 21 13 10 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7530Pp3c23_7530transcript PAC:32950465protein_codingNA c.*2098_*2099insCNA NA NA NA 1364
Chr23 5107784 C CG Chr23_5107784_C_CGC_CG INDEL 20128.59 31 11 7 21 27 34 25 23 24 21 13 10 12 8 31 11 7 21 27 34 25 23 24 21 13 10 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7530Pp3c23_7530transcript PAC:32950463protein_codingNA c.*2098_*2099insCNA NA NA NA 1368
Chr23 5107784 C CG Chr23_5107784_C_CGC_CG INDEL 20128.59 31 11 7 21 27 34 25 23 24 21 13 10 12 8 31 11 7 21 27 34 25 23 24 21 13 10 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7530Pp3c23_7530transcript PAC:32950464protein_codingNA c.*2098_*2099insCNA NA NA NA 1368
Chr23 5107784 C CG Chr23_5107784_C_CGC_CG INDEL 20128.59 31 11 7 21 27 34 25 23 24 21 13 10 12 8 31 11 7 21 27 34 25 23 24 21 13 10 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7520-Pp3c23_7530Pp3c23_7520-Pp3c23_7530intergenic_regionPp3c23_7520-Pp3c23_7530NA NA n.5107784_5107785insGNA NA NA NA NA
Chr23 5107788 C CA Chr23_5107788_C_CAC_CA INDEL 20337.59 33 11 7 22 28 36 25 24 23 21 12 10 13 9 33 11 7 22 28 36 25 24 23 21 12 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7520Pp3c23_7520transcript PAC:32949726protein_codingNA c.*758_*759insANA NA NA NA 300
Chr23 5107788 C CA Chr23_5107788_C_CAC_CA INDEL 20337.59 33 11 7 22 28 36 25 24 23 21 12 10 13 9 33 11 7 22 28 36 25 24 23 21 12 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7530Pp3c23_7530transcript PAC:32950462protein_codingNA c.*2094_*2095insTNA NA NA NA 1356
Chr23 5107788 C CA Chr23_5107788_C_CAC_CA INDEL 20337.59 33 11 7 22 28 36 25 24 23 21 12 10 13 9 33 11 7 22 28 36 25 24 23 21 12 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7520Pp3c23_7520transcript PAC:32949727protein_codingNA c.*758_*759insANA NA NA NA 258
Chr23 5107788 C CA Chr23_5107788_C_CAC_CA INDEL 20337.59 33 11 7 22 28 36 25 24 23 21 12 10 13 9 33 11 7 22 28 36 25 24 23 21 12 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7530Pp3c23_7530transcript PAC:32950465protein_codingNA c.*2094_*2095insTNA NA NA NA 1360
Chr23 5107788 C CA Chr23_5107788_C_CAC_CA INDEL 20337.59 33 11 7 22 28 36 25 24 23 21 12 10 13 9 33 11 7 22 28 36 25 24 23 21 12 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7530Pp3c23_7530transcript PAC:32950463protein_codingNA c.*2094_*2095insTNA NA NA NA 1364
Chr23 5107788 C CA Chr23_5107788_C_CAC_CA INDEL 20337.59 33 11 7 22 28 36 25 24 23 21 12 10 13 9 33 11 7 22 28 36 25 24 23 21 12 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7530Pp3c23_7530transcript PAC:32950464protein_codingNA c.*2094_*2095insTNA NA NA NA 1364
Chr23 5107788 C CA Chr23_5107788_C_CAC_CA INDEL 20337.59 33 11 7 22 28 36 25 24 23 21 12 10 13 9 33 11 7 22 28 36 25 24 23 21 12 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7520-Pp3c23_7530Pp3c23_7520-Pp3c23_7530intergenic_regionPp3c23_7520-Pp3c23_7530NA NA n.5107788_5107789insANA NA NA NA NA
Chr23 5153219 G T Chr23_5153219_G_TG_T SNP 5932.29 0 0 0 30 15 17 24 29 0 0 0 0 0 0 39 20 16 30 15 17 24 29 19 12 21 20 11 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_7640-Pp3c23_7650Pp3c23_7640-Pp3c23_7650intergenic_regionPp3c23_7640-Pp3c23_7650NA NA n.5153219G>TNA NA NA NA NA
Chr23 5215758 T TA Chr23_5215758_T_TAT_TA INDEL 10693.59 24 9 12 15 13 17 28 25 12 15 12 5 5 4 24 9 12 15 13 17 28 25 12 15 12 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7760Pp3c23_7760transcript PAC:32951097protein_codingNA c.*1358_*1359insANA NA NA NA 1359
Chr23 5215758 T TA Chr23_5215758_T_TAT_TA INDEL 10693.59 24 9 12 15 13 17 28 25 12 15 12 5 5 4 24 9 12 15 13 17 28 25 12 15 12 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7760Pp3c23_7760transcript PAC:32951098protein_codingNA c.*1358_*1359insANA NA NA NA 942
Chr23 5215758 T TA Chr23_5215758_T_TAT_TA INDEL 10693.59 24 9 12 15 13 17 28 25 12 15 12 5 5 4 24 9 12 15 13 17 28 25 12 15 12 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7760-Pp3c23_7770Pp3c23_7760-Pp3c23_7770intergenic_regionPp3c23_7760-Pp3c23_7770NA NA n.5215758_5215759insANA NA NA NA NA
Chr23 5311469 G GTA Chr23_5311469_G_GTAG_GTA INDEL 9050.59 20 17 10 17 13 19 14 10 21 14 10 14 4 6 20 17 10 17 13 19 14 10 22 15 10 15 4 6 1 1 1 1 1 1 1 1 0.955 0.933 1 0.933 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_7920Pp3c23_7920transcript PAC:32950267protein_codingNA c.-1119_-1118insTANA NA NA NA 364
Chr23 5311469 G GTA Chr23_5311469_G_GTAG_GTA INDEL 9050.59 20 17 10 17 13 19 14 10 21 14 10 14 4 6 20 17 10 17 13 19 14 10 22 15 10 15 4 6 1 1 1 1 1 1 1 1 0.955 0.933 1 0.933 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_7920Pp3c23_7920transcript PAC:32950268protein_codingNA c.-1119_-1118insTANA NA NA NA 364
Chr23 5311469 G GTA Chr23_5311469_G_GTAG_GTA INDEL 9050.59 20 17 10 17 13 19 14 10 21 14 10 14 4 6 20 17 10 17 13 19 14 10 22 15 10 15 4 6 1 1 1 1 1 1 1 1 0.955 0.933 1 0.933 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_7920Pp3c23_7920transcript PAC:32950269protein_codingNA c.-1119_-1118insTANA NA NA NA 364
Chr23 5311469 G GTA Chr23_5311469_G_GTAG_GTA INDEL 9050.59 20 17 10 17 13 19 14 10 21 14 10 14 4 6 20 17 10 17 13 19 14 10 22 15 10 15 4 6 1 1 1 1 1 1 1 1 0.955 0.933 1 0.933 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_7920Pp3c23_7920transcript PAC:32950271protein_codingNA c.-1119_-1118insTANA NA NA NA 364
Chr23 5311469 G GTA Chr23_5311469_G_GTAG_GTA INDEL 9050.59 20 17 10 17 13 19 14 10 21 14 10 14 4 6 20 17 10 17 13 19 14 10 22 15 10 15 4 6 1 1 1 1 1 1 1 1 0.955 0.933 1 0.933 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_7920Pp3c23_7920transcript PAC:32950270protein_codingNA c.-1119_-1118insTANA NA NA NA 699
Chr23 5311469 G GTA Chr23_5311469_G_GTAG_GTA INDEL 9050.59 20 17 10 17 13 19 14 10 21 14 10 14 4 6 20 17 10 17 13 19 14 10 22 15 10 15 4 6 1 1 1 1 1 1 1 1 0.955 0.933 1 0.933 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_7920Pp3c23_7920transcript PAC:32950272protein_codingNA c.-1119_-1118insTANA NA NA NA 699
Chr23 5311469 G GTA Chr23_5311469_G_GTAG_GTA INDEL 9050.59 20 17 10 17 13 19 14 10 21 14 10 14 4 6 20 17 10 17 13 19 14 10 22 15 10 15 4 6 1 1 1 1 1 1 1 1 0.955 0.933 1 0.933 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_7890Pp3c23_7890transcript PAC:32949222protein_codingNA c.*3820_*3821insTANA NA NA NA 3591
Chr23 5311469 G GTA Chr23_5311469_G_GTAG_GTA INDEL 9050.59 20 17 10 17 13 19 14 10 21 14 10 14 4 6 20 17 10 17 13 19 14 10 22 15 10 15 4 6 1 1 1 1 1 1 1 1 0.955 0.933 1 0.933 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_7890-Pp3c23_7920Pp3c23_7890-Pp3c23_7920intergenic_regionPp3c23_7890-Pp3c23_7920NA NA n.5311469_5311470insTANA NA NA NA NA
Chr23 5414449 A ACC Chr23_5414449_A_ACCA_ACC INDEL 19626.59 31 14 16 27 14 23 37 28 10 24 27 12 7 8 31 14 16 27 14 23 37 28 10 24 27 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c23_8060Pp3c23_8060transcript PAC:32950919protein_coding 09-sept c.1468_1469insCCp.Arg490fs 2377/3155 1469/1491 490/496 NA
Chr23 5414449 A ACC Chr23_5414449_A_ACCA_ACC INDEL 19626.59 31 14 16 27 14 23 37 28 10 24 27 12 7 8 31 14 16 27 14 23 37 28 10 24 27 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c23_8061Pp3c23_8061transcript PAC:32950781protein_coding 09-sept c.1468_1469insCCp.Arg490fs 1884/2461 1469/1491 490/496 NA
Chr23 5414449 A ACC Chr23_5414449_A_ACCA_ACC INDEL 19626.59 31 14 16 27 14 23 37 28 10 24 27 12 7 8 31 14 16 27 14 23 37 28 10 24 27 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c23_8061Pp3c23_8061transcript PAC:32950782protein_coding 09-sept c.1468_1469insCCp.Arg490fs 2754/3331 1469/1491 490/496 NA
Chr23 5414450 GAA G Chr23_5414450_GAA_GGAA_G INDEL 19626.59 31 13 16 26 14 23 38 28 11 24 26 12 7 8 31 13 16 26 14 23 38 28 11 24 26 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c23_8060Pp3c23_8060transcript PAC:32950919protein_coding 09-sept c.1471_1472delAAp.Lys491fs 2379/3155 1471/1491 491/496 NA
Chr23 5414450 GAA G Chr23_5414450_GAA_GGAA_G INDEL 19626.59 31 13 16 26 14 23 38 28 11 24 26 12 7 8 31 13 16 26 14 23 38 28 11 24 26 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c23_8061Pp3c23_8061transcript PAC:32950781protein_coding 09-sept c.1471_1472delAAp.Lys491fs 1886/2461 1471/1491 491/496 NA
Chr23 5414450 GAA G Chr23_5414450_GAA_GGAA_G INDEL 19626.59 31 13 16 26 14 23 38 28 11 24 26 12 7 8 31 13 16 26 14 23 38 28 11 24 26 12 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c23_8061Pp3c23_8061transcript PAC:32950782protein_coding 09-sept c.1471_1472delAAp.Lys491fs 2756/3331 1471/1491 491/496 NA
Chr23 5551104 AAT A Chr23_5551104_AAT_AAAT_A INDEL 1740.5 1 0 0 1 0 1 0 0 11 9 12 11 5 11 26 10 8 12 11 13 15 12 11 10 14 11 5 11 0 0 0 0 0 0 0 0 1 0.9 0.857 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c23_8220-Pp3c23_8240Pp3c23_8220-Pp3c23_8240intergenic_regionPp3c23_8220-Pp3c23_8240NA NA n.5551105_5551106delATNA NA NA NA NA
Chr23 5555172 TG T Chr23_5555172_TG_TTG_T INDEL 15211.59 28 12 11 23 20 25 30 21 17 11 14 20 8 5 28 12 11 23 20 25 30 21 17 11 14 20 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8220-Pp3c23_8240Pp3c23_8220-Pp3c23_8240intergenic_regionPp3c23_8220-Pp3c23_8240NA NA n.5555173delGNA NA NA NA NA
Chr23 5555196 CA C Chr23_5555196_CA_CCA_C INDEL 14931.59 27 14 10 23 18 26 24 20 20 9 17 19 9 4 27 14 10 23 18 26 24 20 20 9 17 19 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8220-Pp3c23_8240Pp3c23_8220-Pp3c23_8240intergenic_regionPp3c23_8220-Pp3c23_8240NA NA n.5555197delANA NA NA NA NA
Chr23 5555267 C A Chr23_5555267_C_AC_A SNP 17362.63 25 13 11 17 16 28 20 21 28 18 18 18 9 13 25 13 11 17 17 28 20 21 28 18 18 18 9 13 1 1 1 1 0.941 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8220-Pp3c23_8240Pp3c23_8220-Pp3c23_8240intergenic_regionPp3c23_8220-Pp3c23_8240NA NA n.5555267C>ANA NA NA NA NA
Chr23 5555352 G A Chr23_5555352_G_AG_A SNP 12650.63 26 6 13 11 13 16 12 15 24 9 9 13 5 5 26 6 13 11 13 16 12 15 24 9 9 13 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8220-Pp3c23_8240Pp3c23_8220-Pp3c23_8240intergenic_regionPp3c23_8220-Pp3c23_8240NA NA n.5555352G>ANA NA NA NA NA
Chr23 5555533 T A Chr23_5555533_T_AT_A SNP 9096.63 15 8 7 7 6 11 11 14 13 9 6 10 7 8 15 8 7 7 6 11 11 14 13 9 6 10 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8220-Pp3c23_8240Pp3c23_8220-Pp3c23_8240intergenic_regionPp3c23_8220-Pp3c23_8240NA NA n.5555533T>ANA NA NA NA NA
Chr23 5580103 G A Chr23_5580103_G_AG_A SNP 2495.39 32 10 18 0 0 0 0 0 0 0 0 0 0 0 32 10 18 20 16 23 38 22 21 26 15 14 11 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c23_8220-Pp3c23_8240Pp3c23_8220-Pp3c23_8240intergenic_regionPp3c23_8220-Pp3c23_8240NA NA n.5580103G>ANA NA NA NA NA
Chr23 5580132 G T Chr23_5580132_G_TG_T SNP 4357.98 0 0 0 0 0 0 0 0 25 25 13 11 9 12 32 11 19 26 13 23 46 22 25 25 13 11 9 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c23_8220-Pp3c23_8240Pp3c23_8220-Pp3c23_8240intergenic_regionPp3c23_8220-Pp3c23_8240NA NA n.5580132G>TNA NA NA NA NA
Chr23 5588631 C T Chr23_5588631_C_TC_T SNP 11695.29 38 13 21 0 0 0 0 0 23 22 14 21 15 6 38 13 21 15 26 24 34 26 23 22 14 21 15 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c23_8220-Pp3c23_8240Pp3c23_8220-Pp3c23_8240intergenic_regionPp3c23_8220-Pp3c23_8240NA NA n.5588631C>TNA NA NA NA NA
Chr23 5676049 A AAT Chr23_5676049_A_AATA_AAT INDEL 2203.24 1 1 1 15 15 19 14 9 0 2 0 1 2 0 20 5 7 16 15 20 15 9 23 13 6 6 8 4 0 0 0 0.938 1 0.95 0.933 1 0 0.154 0 0 0.25 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c23_8340Pp3c23_8340transcript PAC:32950577protein_codingNA c.-7500_-7499insATNA NA NA NA 4930
Chr23 5676049 A AAT Chr23_5676049_A_AATA_AAT INDEL 2203.24 1 1 1 15 15 19 14 9 0 2 0 1 2 0 20 5 7 16 15 20 15 9 23 13 6 6 8 4 0 0 0 0.938 1 0.95 0.933 1 0 0.154 0 0 0.25 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c23_8340Pp3c23_8340transcript PAC:32950583protein_codingNA c.-7500_-7499insATNA NA NA NA 4968
Chr23 5676049 A AAT Chr23_5676049_A_AATA_AAT INDEL 2203.24 1 1 1 15 15 19 14 9 0 2 0 1 2 0 20 5 7 16 15 20 15 9 23 13 6 6 8 4 0 0 0 0.938 1 0.95 0.933 1 0 0.154 0 0 0.25 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c23_8340Pp3c23_8340transcript PAC:32950579protein_codingNA c.-7500_-7499insATNA NA NA NA 4930
Chr23 5676049 A AAT Chr23_5676049_A_AATA_AAT INDEL 2203.24 1 1 1 15 15 19 14 9 0 2 0 1 2 0 20 5 7 16 15 20 15 9 23 13 6 6 8 4 0 0 0 0.938 1 0.95 0.933 1 0 0.154 0 0 0.25 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c23_8340Pp3c23_8340transcript PAC:32950580protein_codingNA c.-7500_-7499insATNA NA NA NA 4930
Chr23 5676049 A AAT Chr23_5676049_A_AATA_AAT INDEL 2203.24 1 1 1 15 15 19 14 9 0 2 0 1 2 0 20 5 7 16 15 20 15 9 23 13 6 6 8 4 0 0 0 0.938 1 0.95 0.933 1 0 0.154 0 0 0.25 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c23_8340Pp3c23_8340transcript PAC:32950582protein_codingNA c.-7500_-7499insATNA NA NA NA 4930
Chr23 5676049 A AAT Chr23_5676049_A_AATA_AAT INDEL 2203.24 1 1 1 15 15 19 14 9 0 2 0 1 2 0 20 5 7 16 15 20 15 9 23 13 6 6 8 4 0 0 0 0.938 1 0.95 0.933 1 0 0.154 0 0 0.25 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c23_8340Pp3c23_8340transcript PAC:32950578protein_codingNA c.-7500_-7499insATNA NA NA NA 4930
Chr23 5676049 A AAT Chr23_5676049_A_AATA_AAT INDEL 2203.24 1 1 1 15 15 19 14 9 0 2 0 1 2 0 20 5 7 16 15 20 15 9 23 13 6 6 8 4 0 0 0 0.938 1 0.95 0.933 1 0 0.154 0 0 0.25 0 0 5 5 2 0 5 0 upstream_gene_variantMODIFIER Pp3c23_8340Pp3c23_8340transcript PAC:32950584protein_codingNA c.-7500_-7499insATNA NA NA NA 4930
Chr23 5676049 A AAT Chr23_5676049_A_AATA_AAT INDEL 2203.24 1 1 1 15 15 19 14 9 0 2 0 1 2 0 20 5 7 16 15 20 15 9 23 13 6 6 8 4 0 0 0 0.938 1 0.95 0.933 1 0 0.154 0 0 0.25 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c23_8360Pp3c23_8360transcript PAC:32949940protein_codingNA c.*5379_*5380insATNA NA NA NA 4693
Chr23 5676049 A AAT Chr23_5676049_A_AATA_AAT INDEL 2203.24 1 1 1 15 15 19 14 9 0 2 0 1 2 0 20 5 7 16 15 20 15 9 23 13 6 6 8 4 0 0 0 0.938 1 0.95 0.933 1 0 0.154 0 0 0.25 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c23_8360Pp3c23_8360transcript PAC:32949942protein_codingNA c.*5379_*5380insATNA NA NA NA 4747
Chr23 5676049 A AAT Chr23_5676049_A_AATA_AAT INDEL 2203.24 1 1 1 15 15 19 14 9 0 2 0 1 2 0 20 5 7 16 15 20 15 9 23 13 6 6 8 4 0 0 0 0.938 1 0.95 0.933 1 0 0.154 0 0 0.25 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c23_8360Pp3c23_8360transcript PAC:32949941protein_codingNA c.*5379_*5380insATNA NA NA NA 4930
Chr23 5676049 A AAT Chr23_5676049_A_AATA_AAT INDEL 2203.24 1 1 1 15 15 19 14 9 0 2 0 1 2 0 20 5 7 16 15 20 15 9 23 13 6 6 8 4 0 0 0 0.938 1 0.95 0.933 1 0 0.154 0 0 0.25 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c23_8340-Pp3c23_8360Pp3c23_8340-Pp3c23_8360intergenic_regionPp3c23_8340-Pp3c23_8360NA NA n.5676049_5676050insATNA NA NA NA NA
Chr23 5799779 T G Chr23_5799779_T_GT_G SNP 21563.63 38 10 15 39 18 15 29 34 35 24 29 18 10 8 38 10 15 39 18 15 29 34 35 24 29 18 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8480-Pp3c23_8530Pp3c23_8480-Pp3c23_8530intergenic_regionPp3c23_8480-Pp3c23_8530NA NA n.5799779T>GNA NA NA NA NA
Chr23 5799780 G T Chr23_5799780_G_TG_T SNP 21563.63 38 12 15 40 19 15 29 33 35 24 29 18 10 8 38 12 15 40 19 15 29 33 35 24 29 18 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8480-Pp3c23_8530Pp3c23_8480-Pp3c23_8530intergenic_regionPp3c23_8480-Pp3c23_8530NA NA n.5799780G>TNA NA NA NA NA
Chr23 5889543 A AAT Chr23_5889543_A_AATA_AAT INDEL 7976.59 21 7 13 13 10 21 22 15 11 13 8 6 5 7 23 8 13 13 10 21 23 15 11 13 10 6 5 7 0.913 0.875 1 1 1 1 0.957 1 1 1 0.8 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_8630Pp3c23_8630transcript PAC:32951270protein_codingNA c.-2090_-2089insATNA NA NA NA 1139
Chr23 5889543 A AAT Chr23_5889543_A_AATA_AAT INDEL 7976.59 21 7 13 13 10 21 22 15 11 13 8 6 5 7 23 8 13 13 10 21 23 15 11 13 10 6 5 7 0.913 0.875 1 1 1 1 0.957 1 1 1 0.8 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_8630Pp3c23_8630transcript PAC:32951271protein_codingNA c.-2090_-2089insATNA NA NA NA 1928
Chr23 5889543 A AAT Chr23_5889543_A_AATA_AAT INDEL 7976.59 21 7 13 13 10 21 22 15 11 13 8 6 5 7 23 8 13 13 10 21 23 15 11 13 10 6 5 7 0.913 0.875 1 1 1 1 0.957 1 1 1 0.8 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8620-Pp3c23_8630Pp3c23_8620-Pp3c23_8630intergenic_regionPp3c23_8620-Pp3c23_8630NA NA n.5889543_5889544insATNA NA NA NA NA
Chr23 6137717 T TA Chr23_6137717_T_TAT_TA INDEL 19851.59 37 12 7 21 27 22 8 25 19 43 15 20 12 17 37 12 7 21 27 22 8 25 19 43 15 20 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8810-Pp3c23_8920Pp3c23_8810-Pp3c23_8920intergenic_regionPp3c23_8810-Pp3c23_8920NA NA n.6137717_6137718insANA NA NA NA NA
Chr23 6137718 C A Chr23_6137718_C_AC_A SNP 19995.63 38 12 7 21 27 22 8 25 19 44 15 20 12 17 38 12 7 21 27 22 8 25 19 44 15 20 12 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8810-Pp3c23_8920Pp3c23_8810-Pp3c23_8920intergenic_regionPp3c23_8810-Pp3c23_8920NA NA n.6137718C>ANA NA NA NA NA
Chr23 6137721 T A Chr23_6137721_T_AT_A SNP 20257.63 37 13 8 21 26 22 9 25 19 44 16 20 12 15 37 13 8 21 26 22 9 25 19 44 16 20 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8810-Pp3c23_8920Pp3c23_8810-Pp3c23_8920intergenic_regionPp3c23_8810-Pp3c23_8920NA NA n.6137721T>ANA NA NA NA NA
Chr23 6137722 C T Chr23_6137722_C_TC_T SNP 20032.63 37 13 8 21 26 22 9 25 19 46 16 20 12 13 37 13 8 21 26 22 9 25 19 46 16 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8810-Pp3c23_8920Pp3c23_8810-Pp3c23_8920intergenic_regionPp3c23_8810-Pp3c23_8920NA NA n.6137722C>TNA NA NA NA NA
Chr23 6138003 T TA Chr23_6138003_T_TAT_TA INDEL 19053.59 33 14 15 39 27 38 21 23 27 37 16 20 18 10 33 14 15 39 27 38 21 23 27 37 16 20 18 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_8810-Pp3c23_8920Pp3c23_8810-Pp3c23_8920intergenic_regionPp3c23_8810-Pp3c23_8920NA NA n.6138003_6138004insANA NA NA NA NA
Chr23 6493032 G T Chr23_6493032_G_TG_T SNP 10755.29 31 14 14 0 0 0 0 0 21 27 16 16 10 9 31 14 14 28 18 22 32 14 21 27 16 16 10 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c23_9440Pp3c23_9440transcript PAC:32949351protein_coding 01-juin c.212-166C>ANA NA NA NA NA
Chr23 6493032 G T Chr23_6493032_G_TG_T SNP 10755.29 31 14 14 0 0 0 0 0 21 27 16 16 10 9 31 14 14 28 18 22 32 14 21 27 16 16 10 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c23_9440Pp3c23_9440transcript PAC:32949352protein_coding 01-mai c.212-166C>ANA NA NA NA NA
Chr23 6493032 G T Chr23_6493032_G_TG_T SNP 10755.29 31 14 14 0 0 0 0 0 21 27 16 16 10 9 31 14 14 28 18 22 32 14 21 27 16 16 10 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c23_9440Pp3c23_9440transcript PAC:32949353protein_coding 01-mai c.212-166C>ANA NA NA NA NA
Chr23 6493032 G T Chr23_6493032_G_TG_T SNP 10755.29 31 14 14 0 0 0 0 0 21 27 16 16 10 9 31 14 14 28 18 22 32 14 21 27 16 16 10 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intron_variantMODIFIER Pp3c23_9440Pp3c23_9440transcript PAC:32949354protein_coding 01-mai c.212-166C>ANA NA NA NA NA
Chr23 6555488 G A Chr23_6555488_G_AG_A SNP 16757.63 20 4 17 15 25 19 31 19 29 33 27 20 12 13 20 4 17 15 25 19 31 19 29 33 27 20 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6555488G>ANA NA NA NA NA
Chr23 6557381 T C Chr23_6557381_T_CT_C SNP 14343.63 27 11 20 17 11 19 27 14 27 28 16 13 12 8 27 11 20 17 11 19 27 14 27 28 16 13 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6557381T>CNA NA NA NA NA
Chr23 6559258 G T Chr23_6559258_G_TG_T SNP 15203.63 24 7 11 19 17 15 33 20 16 19 18 12 9 12 24 7 11 19 17 15 33 20 16 19 18 12 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6559258G>TNA NA NA NA NA
Chr23 6559286 G T Chr23_6559286_G_TG_T SNP 16322.63 24 8 14 18 20 15 35 22 16 23 24 11 11 11 24 8 14 18 20 15 35 22 16 23 24 11 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6559286G>TNA NA NA NA NA
Chr23 6559450 G T Chr23_6559450_G_TG_T SNP 14052.63 25 20 14 8 20 10 27 13 15 23 15 4 7 11 25 20 14 8 20 10 27 13 15 23 15 4 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6559450G>TNA NA NA NA NA
Chr23 6559460 A T Chr23_6559460_A_TA_T SNP 15114.63 23 22 14 12 21 12 27 14 14 21 15 6 8 13 23 22 14 12 21 12 27 14 14 21 15 6 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6559460A>TNA NA NA NA NA
Chr23 6559462 A T Chr23_6559462_A_TA_T SNP 14989.63 23 22 14 14 21 13 26 14 14 23 15 6 8 13 23 22 14 14 21 13 26 14 14 23 15 6 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6559462A>TNA NA NA NA NA
Chr23 6559463 A T Chr23_6559463_A_TA_T SNP 14944.63 24 21 14 14 21 13 26 14 14 23 15 6 9 13 24 21 14 14 21 13 26 14 14 23 15 6 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6559463A>TNA NA NA NA NA
Chr23 6561999 AG A Chr23_6561999_AG_AAG_A INDEL 15147.59 25 10 18 19 20 19 32 8 24 19 10 16 10 15 25 10 18 19 20 19 32 8 24 19 10 16 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6562000delGNA NA NA NA NA
Chr23 6562052 A T Chr23_6562052_A_TA_T SNP 13056.63 20 11 14 16 9 15 26 9 28 16 4 16 12 7 20 11 14 16 9 15 26 9 28 16 4 16 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6562052A>TNA NA NA NA NA
Chr23 6563623 A T Chr23_6563623_A_TA_T SNP 13798.63 17 12 8 16 10 29 24 27 22 20 12 12 8 8 17 12 8 16 10 29 24 27 22 20 12 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6563623A>TNA NA NA NA NA
Chr23 6563813 A G Chr23_6563813_A_GA_G SNP 16568.63 22 14 15 13 15 25 23 15 16 23 15 19 11 9 22 14 15 13 15 25 23 15 16 23 15 19 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6563813A>GNA NA NA NA NA
Chr23 6563814 A C Chr23_6563814_A_CA_C SNP 16687.63 22 13 15 13 15 25 23 15 17 23 15 19 10 9 22 13 15 13 15 25 23 15 17 23 15 19 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6563814A>CNA NA NA NA NA
Chr23 6563834 G C Chr23_6563834_G_CG_C SNP 16225.63 21 14 17 11 16 25 26 17 16 21 18 16 8 11 21 14 17 11 16 25 26 17 16 21 18 16 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6563834G>CNA NA NA NA NA
Chr23 6572504 T C Chr23_6572504_T_CT_C SNP 18531.63 26 15 14 23 9 27 28 26 24 26 14 16 9 14 26 15 14 23 9 27 28 26 24 26 14 16 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6572504T>CNA NA NA NA NA
Chr23 6572507 T A Chr23_6572507_T_AT_A SNP 18423.63 24 15 13 22 9 27 29 26 24 26 14 16 9 14 24 15 13 22 9 27 29 26 24 26 14 16 9 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_9532-Pp3c23_9570Pp3c23_9532-Pp3c23_9570intergenic_regionPp3c23_9532-Pp3c23_9570NA NA n.6572507T>ANA NA NA NA NA
Chr23 6981177 GC G Chr23_6981177_GC_GGC_G INDEL 19150.59 33 6 13 27 18 27 32 16 25 18 23 19 9 6 33 6 13 27 18 27 32 16 25 18 23 19 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_10070-Pp3c23_10130Pp3c23_10070-Pp3c23_10130intergenic_regionPp3c23_10070-Pp3c23_10130NA NA n.6981178delCNA NA NA NA NA
Chr23 6981344 C A Chr23_6981344_C_AC_A SNP 20251.63 25 10 16 26 15 32 31 23 21 21 16 16 10 10 25 10 16 26 15 32 31 23 21 21 16 16 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_10070-Pp3c23_10130Pp3c23_10070-Pp3c23_10130intergenic_regionPp3c23_10070-Pp3c23_10130NA NA n.6981344C>ANA NA NA NA NA
Chr23 6981347 C A Chr23_6981347_C_AC_A SNP 20468.63 26 9 15 26 15 33 31 25 19 21 16 16 10 11 26 9 15 26 15 33 31 25 19 21 16 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_10070-Pp3c23_10130Pp3c23_10070-Pp3c23_10130intergenic_regionPp3c23_10070-Pp3c23_10130NA NA n.6981347C>ANA NA NA NA NA
Chr23 6981355 C A Chr23_6981355_C_AC_A SNP 20556.63 26 9 16 28 16 36 31 27 20 21 15 16 11 10 26 9 16 28 16 36 31 27 20 21 15 16 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_10070-Pp3c23_10130Pp3c23_10070-Pp3c23_10130intergenic_regionPp3c23_10070-Pp3c23_10130NA NA n.6981355C>ANA NA NA NA NA
Chr23 7146773 G GTA Chr23_7146773_G_GTAG_GTA INDEL 4056.24 2 0 0 21 20 25 26 18 1 1 0 0 0 0 27 12 7 23 20 25 26 18 15 22 10 7 14 5 0.074 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c23_10240Pp3c23_10240transcript PAC:32950386protein_codingNA c.-3768_-3767insTANA NA NA NA 3767
Chr23 7146773 G GTA Chr23_7146773_G_GTAG_GTA INDEL 4056.24 2 0 0 21 20 25 26 18 1 1 0 0 0 0 27 12 7 23 20 25 26 18 15 22 10 7 14 5 0.074 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 upstream_gene_variantMODIFIER Pp3c23_10240Pp3c23_10240transcript PAC:32950387protein_codingNA c.-3768_-3767insTANA NA NA NA 3767
Chr23 7146773 G GTA Chr23_7146773_G_GTAG_GTA INDEL 4056.24 2 0 0 21 20 25 26 18 1 1 0 0 0 0 27 12 7 23 20 25 26 18 15 22 10 7 14 5 0.074 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c23_10230Pp3c23_10230transcript PAC:32949284protein_codingNA c.*3196_*3197insTANA NA NA NA 2630
Chr23 7146773 G GTA Chr23_7146773_G_GTAG_GTA INDEL 4056.24 2 0 0 21 20 25 26 18 1 1 0 0 0 0 27 12 7 23 20 25 26 18 15 22 10 7 14 5 0.074 0 0 0.913 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c23_10230-Pp3c23_10240Pp3c23_10230-Pp3c23_10240intergenic_regionPp3c23_10230-Pp3c23_10240NA NA n.7146773_7146774insTANA NA NA NA NA
Chr23 7180173 CATATAT C Chr23_7180173_CATATAT_CCATATAT_C INDEL 494.37 0 0 0 0 0 0 0 0 0 0 0 0 0 12 26 16 15 18 11 26 27 26 23 8 11 5 12 12 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c23_10270Pp3c23_10270transcript PAC:32948733protein_codingNA c.-2186_-2181delATATATNA NA NA NA 1591
Chr23 7180173 CATATAT C Chr23_7180173_CATATAT_CCATATAT_C INDEL 494.37 0 0 0 0 0 0 0 0 0 0 0 0 0 12 26 16 15 18 11 26 27 26 23 8 11 5 12 12 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c23_10300Pp3c23_10300transcript PAC:32949048protein_codingNA c.-2637_-2632delATATATNA NA NA NA 2253
Chr23 7180173 CATATAT C Chr23_7180173_CATATAT_CCATATAT_C INDEL 494.37 0 0 0 0 0 0 0 0 0 0 0 0 0 12 26 16 15 18 11 26 27 26 23 8 11 5 12 12 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c23_10270Pp3c23_10270transcript PAC:32948734protein_codingNA c.-2186_-2181delATATATNA NA NA NA 1583
Chr23 7180173 CATATAT C Chr23_7180173_CATATAT_CCATATAT_C INDEL 494.37 0 0 0 0 0 0 0 0 0 0 0 0 0 12 26 16 15 18 11 26 27 26 23 8 11 5 12 12 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c23_10270Pp3c23_10270transcript PAC:32948735protein_codingNA c.-2186_-2181delATATATNA NA NA NA 1583
Chr23 7180173 CATATAT C Chr23_7180173_CATATAT_CCATATAT_C INDEL 494.37 0 0 0 0 0 0 0 0 0 0 0 0 0 12 26 16 15 18 11 26 27 26 23 8 11 5 12 12 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c23_10270Pp3c23_10270transcript PAC:32948736protein_codingNA c.-2186_-2181delATATATNA NA NA NA 1583
Chr23 7180173 CATATAT C Chr23_7180173_CATATAT_CCATATAT_C INDEL 494.37 0 0 0 0 0 0 0 0 0 0 0 0 0 12 26 16 15 18 11 26 27 26 23 8 11 5 12 12 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c23_10300Pp3c23_10300transcript PAC:32949050protein_codingNA c.-2637_-2632delATATATNA NA NA NA 2264
Chr23 7180173 CATATAT C Chr23_7180173_CATATAT_CCATATAT_C INDEL 494.37 0 0 0 0 0 0 0 0 0 0 0 0 0 12 26 16 15 18 11 26 27 26 23 8 11 5 12 12 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c23_10300Pp3c23_10300transcript PAC:32949049protein_codingNA c.-2637_-2632delATATATNA NA NA NA 2289
Chr23 7180173 CATATAT C Chr23_7180173_CATATAT_CCATATAT_C INDEL 494.37 0 0 0 0 0 0 0 0 0 0 0 0 0 12 26 16 15 18 11 26 27 26 23 8 11 5 12 12 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c23_10310Pp3c23_10310transcript PAC:32949124protein_codingNA c.*4488_*4493delATATATNA NA NA NA 4227
Chr23 7180173 CATATAT C Chr23_7180173_CATATAT_CCATATAT_C INDEL 494.37 0 0 0 0 0 0 0 0 0 0 0 0 0 12 26 16 15 18 11 26 27 26 23 8 11 5 12 12 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c23_10310Pp3c23_10310transcript PAC:32949125protein_codingNA c.*4488_*4493delATATATNA NA NA NA 3847
Chr23 7180173 CATATAT C Chr23_7180173_CATATAT_CCATATAT_C INDEL 494.37 0 0 0 0 0 0 0 0 0 0 0 0 0 12 26 16 15 18 11 26 27 26 23 8 11 5 12 12 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c23_10270-Pp3c23_10300Pp3c23_10270-Pp3c23_10300intergenic_regionPp3c23_10270-Pp3c23_10300NA NA n.7180174_7180179delATATATNA NA NA NA NA
Chr23 7248545 T C Chr23_7248545_T_CT_C SNP 21407.63 33 15 17 25 23 32 37 34 21 30 17 23 17 12 33 15 17 25 23 32 37 34 21 30 17 23 17 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_10407-Pp3c23_10430Pp3c23_10407-Pp3c23_10430intergenic_regionPp3c23_10407-Pp3c23_10430NA NA n.7248545T>CNA NA NA NA NA
Chr23 7459075 T TTA Chr23_7459075_T_TTAT_TTA INDEL 4314.24 14 11 12 0 0 1 0 1 12 12 9 9 5 7 14 11 12 16 16 12 25 15 14 12 9 9 6 7 1 1 1 0 0 0 0 0 0.857 1 1 1 0.833 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c23_10680-Pp3c23_10720Pp3c23_10680-Pp3c23_10720intergenic_regionPp3c23_10680-Pp3c23_10720NA NA n.7459075_7459076insTANA NA NA NA NA
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11480Pp3c23_11480transcript PAC:32951106protein_codingNA c.-3778_-3777insATNA NA NA NA 2081
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11500Pp3c23_11500transcript PAC:32949903protein_codingNA c.-641_-640insATNA NA NA NA 444
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11480Pp3c23_11480transcript PAC:32951114protein_codingNA c.-3778_-3777insATNA NA NA NA 2069
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11480Pp3c23_11480transcript PAC:32951107protein_codingNA c.-3778_-3777insATNA NA NA NA 2081
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11480Pp3c23_11480transcript PAC:32951109protein_codingNA c.-3778_-3777insATNA NA NA NA 2081
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11480Pp3c23_11480transcript PAC:32951111protein_codingNA c.-3444_-3443insATNA NA NA NA 2081
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11480Pp3c23_11480transcript PAC:32951115protein_codingNA c.-3778_-3777insATNA NA NA NA 2081
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11480Pp3c23_11480transcript PAC:32951113protein_codingNA c.-3778_-3777insATNA NA NA NA 2081
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11480Pp3c23_11480transcript PAC:32951110protein_codingNA c.-3444_-3443insATNA NA NA NA 2081
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11480Pp3c23_11480transcript PAC:32951108protein_codingNA c.-3778_-3777insATNA NA NA NA 2081
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11480Pp3c23_11480transcript PAC:32951112protein_codingNA c.-3444_-3443insATNA NA NA NA 2081
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11480Pp3c23_11480transcript PAC:32951116protein_codingNA c.-3444_-3443insATNA NA NA NA 2081
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_11500Pp3c23_11500transcript PAC:32949904protein_codingNA c.-641_-640insATNA NA NA NA 445
Chr23 7860452 C CAT Chr23_7860452_C_CATC_CAT INDEL 2498.24 0 0 0 13 20 19 18 14 1 1 1 1 0 0 18 10 8 15 20 19 18 14 6 11 12 9 7 5 0 0 0 0.867 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_11480-Pp3c23_11500Pp3c23_11480-Pp3c23_11500intergenic_regionPp3c23_11480-Pp3c23_11500NA NA n.7860452_7860453insATNA NA NA NA NA
Chr23 7951360 G GTA Chr23_7951360_G_GTAG_GTA INDEL 9529.59 20 12 7 24 18 18 27 17 17 16 11 12 12 6 20 12 7 24 18 18 29 17 17 17 11 13 12 6 1 1 1 1 1 1 0.931 1 1 0.941 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_11670Pp3c23_11670transcript PAC:32951123protein_codingNA c.-4386_-4385insTANA NA NA NA 3904
Chr23 7951360 G GTA Chr23_7951360_G_GTAG_GTA INDEL 9529.59 20 12 7 24 18 18 27 17 17 16 11 12 12 6 20 12 7 24 18 18 29 17 17 17 11 13 12 6 1 1 1 1 1 1 0.931 1 1 0.941 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_11680Pp3c23_11680transcript PAC:32951075protein_codingNA c.-1194_-1193insTANA NA NA NA 803
Chr23 7951360 G GTA Chr23_7951360_G_GTAG_GTA INDEL 9529.59 20 12 7 24 18 18 27 17 17 16 11 12 12 6 20 12 7 24 18 18 29 17 17 17 11 13 12 6 1 1 1 1 1 1 0.931 1 1 0.941 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_11670Pp3c23_11670transcript PAC:32951124protein_codingNA c.-4386_-4385insTANA NA NA NA 3931
Chr23 7951360 G GTA Chr23_7951360_G_GTAG_GTA INDEL 9529.59 20 12 7 24 18 18 27 17 17 16 11 12 12 6 20 12 7 24 18 18 29 17 17 17 11 13 12 6 1 1 1 1 1 1 0.931 1 1 0.941 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_11670Pp3c23_11670transcript PAC:32951125protein_codingNA c.-4386_-4385insTANA NA NA NA 3931
Chr23 7951360 G GTA Chr23_7951360_G_GTAG_GTA INDEL 9529.59 20 12 7 24 18 18 27 17 17 16 11 12 12 6 20 12 7 24 18 18 29 17 17 17 11 13 12 6 1 1 1 1 1 1 0.931 1 1 0.941 1 0.923 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_11680Pp3c23_11680transcript PAC:32951076protein_codingNA c.-1194_-1193insTANA NA NA NA 802
Chr23 7951360 G GTA Chr23_7951360_G_GTAG_GTA INDEL 9529.59 20 12 7 24 18 18 27 17 17 16 11 12 12 6 20 12 7 24 18 18 29 17 17 17 11 13 12 6 1 1 1 1 1 1 0.931 1 1 0.941 1 0.923 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_11680-Pp3c23_11690Pp3c23_11680-Pp3c23_11690intergenic_regionPp3c23_11680-Pp3c23_11690NA NA n.7951360_7951361insTANA NA NA NA NA
Chr23 8109011 G A Chr23_8109011_G_AG_A SNP 7608.29 17 13 11 0 0 0 0 0 15 13 8 7 6 5 17 13 11 19 18 18 23 10 15 13 8 7 6 5 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c23_11910-Pp3c23_12000Pp3c23_11910-Pp3c23_12000intergenic_regionPp3c23_11910-Pp3c23_12000NA NA n.8109011G>ANA NA NA NA NA



Chr23 8190077 AT A Chr23_8190077_AT_AAT_A INDEL 14737.59 44 20 23 20 25 39 32 25 18 27 20 19 17 9 44 20 23 20 25 39 32 25 18 28 20 19 17 9 1 1 1 1 1 1 1 1 1 0.964 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12080-Pp3c23_12150Pp3c23_12080-Pp3c23_12150intergenic_regionPp3c23_12080-Pp3c23_12150NA NA n.8190078delTNA NA NA NA NA
Chr23 8333117 C T Chr23_8333117_C_TC_T SNP 3535.98 0 0 0 0 0 0 0 0 14 23 16 15 7 7 25 14 11 19 21 21 32 18 14 23 16 15 7 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c23_12370-Pp3c23_12430Pp3c23_12370-Pp3c23_12430intergenic_regionPp3c23_12370-Pp3c23_12430NA NA n.8333117C>TNA NA NA NA NA
Chr23 8392019 A T Chr23_8392019_A_TA_T SNP 15767.63 24 17 18 17 20 19 28 18 21 17 13 12 5 12 24 17 18 17 20 19 28 18 21 17 13 12 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12370-Pp3c23_12430Pp3c23_12370-Pp3c23_12430intergenic_regionPp3c23_12370-Pp3c23_12430NA NA n.8392019A>TNA NA NA NA NA
Chr23 8392027 C T Chr23_8392027_C_TC_T SNP 15706.63 22 16 18 15 19 20 28 19 17 17 13 12 7 12 22 16 18 15 19 20 28 19 17 17 13 12 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12370-Pp3c23_12430Pp3c23_12370-Pp3c23_12430intergenic_regionPp3c23_12370-Pp3c23_12430NA NA n.8392027C>TNA NA NA NA NA
Chr23 8392093 G C Chr23_8392093_G_CG_C SNP 14929.63 19 13 14 15 14 27 39 20 14 21 8 11 7 13 19 13 14 15 14 27 39 20 14 21 8 11 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12370-Pp3c23_12430Pp3c23_12370-Pp3c23_12430intergenic_regionPp3c23_12370-Pp3c23_12430NA NA n.8392093G>CNA NA NA NA NA
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950086protein_codingNA c.*2136_*2137insTANA NA NA NA 1157
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950087protein_codingNA c.*2136_*2137insTANA NA NA NA 1243
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950088protein_codingNA c.*2136_*2137insTANA NA NA NA 1243
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950090protein_codingNA c.*2136_*2137insTANA NA NA NA 1243
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950091protein_codingNA c.*2136_*2137insTANA NA NA NA 1243
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950094protein_codingNA c.*2136_*2137insTANA NA NA NA 1243
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950095protein_codingNA c.*2136_*2137insTANA NA NA NA 1243
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950096protein_codingNA c.*2136_*2137insTANA NA NA NA 1243
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950100protein_codingNA c.*2136_*2137insTANA NA NA NA 1243
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950101protein_codingNA c.*2136_*2137insTANA NA NA NA 1243
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950102protein_codingNA c.*2136_*2137insTANA NA NA NA 1243
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950089protein_codingNA c.*2136_*2137insTANA NA NA NA 1248
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950092protein_codingNA c.*2136_*2137insTANA NA NA NA 1248
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950093protein_codingNA c.*2136_*2137insTANA NA NA NA 1248
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950097protein_codingNA c.*2136_*2137insTANA NA NA NA 1248
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950098protein_codingNA c.*2136_*2137insTANA NA NA NA 1248
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 downstream_gene_variantMODIFIER Pp3c23_12540Pp3c23_12540transcript PAC:32950099protein_codingNA c.*2136_*2137insTANA NA NA NA 1248
Chr23 8461436 G GTA Chr23_8461436_G_GTAG_GTA INDEL 174.37 1 1 9 2 0 0 1 0 0 4 1 0 0 0 31 9 10 21 10 19 34 14 13 20 14 8 9 5 0 0 0.9 0.095 0 0 0 0 0 0.2 0 0 0 0 0 1 1 2 0 0 1 intergenic_regionMODIFIER Pp3c23_12500-Pp3c23_12540Pp3c23_12500-Pp3c23_12540intergenic_regionPp3c23_12500-Pp3c23_12540NA NA n.8461436_8461437insTANA NA NA NA NA
Chr23 8568639 G A Chr23_8568639_G_AG_A SNP 20150.63 31 14 14 23 18 20 32 20 35 22 13 17 6 6 31 14 14 23 18 20 32 20 35 22 13 17 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12700-Pp3c23_12730Pp3c23_12700-Pp3c23_12730intergenic_regionPp3c23_12700-Pp3c23_12730NA NA n.8568639G>ANA NA NA NA NA
Chr23 8568640 T A Chr23_8568640_T_AT_A SNP 20242.63 31 13 14 23 18 19 32 20 34 22 13 17 6 6 31 13 14 23 18 19 32 20 34 22 13 17 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12700-Pp3c23_12730Pp3c23_12700-Pp3c23_12730intergenic_regionPp3c23_12700-Pp3c23_12730NA NA n.8568640T>ANA NA NA NA NA
Chr23 8568642 G A Chr23_8568642_G_AG_A SNP 20162.63 31 13 14 23 19 18 32 20 35 22 13 17 6 5 31 13 14 23 19 18 32 20 35 22 13 17 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12700-Pp3c23_12730Pp3c23_12700-Pp3c23_12730intergenic_regionPp3c23_12700-Pp3c23_12730NA NA n.8568642G>ANA NA NA NA NA
Chr23 8571627 C T Chr23_8571627_C_TC_T SNP 19322.63 18 10 12 29 17 19 21 25 27 23 15 12 10 8 18 10 12 29 17 19 21 25 27 23 15 12 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12700-Pp3c23_12730Pp3c23_12700-Pp3c23_12730intergenic_regionPp3c23_12700-Pp3c23_12730NA NA n.8571627C>TNA NA NA NA NA
Chr23 8571634 T G Chr23_8571634_T_GT_G SNP 20004.63 16 10 12 29 17 19 24 26 28 25 15 13 10 7 16 10 12 29 17 19 24 26 28 25 15 13 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12700-Pp3c23_12730Pp3c23_12700-Pp3c23_12730intergenic_regionPp3c23_12700-Pp3c23_12730NA NA n.8571634T>GNA NA NA NA NA
Chr23 8571636 T C Chr23_8571636_T_CT_C SNP 19746.63 17 11 11 30 17 19 24 26 28 26 13 14 9 7 17 11 11 30 17 19 24 26 28 26 13 14 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12700-Pp3c23_12730Pp3c23_12700-Pp3c23_12730intergenic_regionPp3c23_12700-Pp3c23_12730NA NA n.8571636T>CNA NA NA NA NA
Chr23 8571637 A T Chr23_8571637_A_TA_T SNP 19566.63 17 11 11 30 17 19 25 26 28 26 13 14 8 7 17 11 11 30 17 19 25 26 28 26 13 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12700-Pp3c23_12730Pp3c23_12700-Pp3c23_12730intergenic_regionPp3c23_12700-Pp3c23_12730NA NA n.8571637A>TNA NA NA NA NA
Chr23 8571771 C T Chr23_8571771_C_TC_T SNP 20755.63 22 17 16 25 26 22 38 22 27 29 22 20 14 10 22 17 16 25 26 22 38 22 27 29 22 20 14 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12700-Pp3c23_12730Pp3c23_12700-Pp3c23_12730intergenic_regionPp3c23_12700-Pp3c23_12730NA NA n.8571771C>TNA NA NA NA NA
Chr23 8572061 G T Chr23_8572061_G_TG_T SNP 19793.63 31 15 28 23 27 14 13 30 23 28 28 15 8 20 31 15 28 23 27 14 13 30 23 28 28 15 8 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12700-Pp3c23_12730Pp3c23_12700-Pp3c23_12730intergenic_regionPp3c23_12700-Pp3c23_12730NA NA n.8572061G>TNA NA NA NA NA
Chr23 8572181 C T Chr23_8572181_C_TC_T SNP 19181.63 32 11 20 35 20 28 23 30 22 25 14 13 11 8 32 11 20 35 20 28 23 30 22 25 14 13 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12700-Pp3c23_12730Pp3c23_12700-Pp3c23_12730intergenic_regionPp3c23_12700-Pp3c23_12730NA NA n.8572181C>TNA NA NA NA NA
Chr23 8718864 T A Chr23_8718864_T_AT_A SNP 9105.63 13 6 4 15 13 8 18 7 10 12 10 9 5 9 13 6 4 15 13 8 18 7 10 12 10 9 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_12980Pp3c23_12980transcript PAC:32949501protein_codingNA c.*4949A>T NA NA NA NA 4544
Chr23 8718864 T A Chr23_8718864_T_AT_A SNP 9105.63 13 6 4 15 13 8 18 7 10 12 10 9 5 9 13 6 4 15 13 8 18 7 10 12 10 9 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_12980Pp3c23_12980transcript PAC:32949502protein_codingNA c.*4949A>T NA NA NA NA 4519
Chr23 8718864 T A Chr23_8718864_T_AT_A SNP 9105.63 13 6 4 15 13 8 18 7 10 12 10 9 5 9 13 6 4 15 13 8 18 7 10 12 10 9 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12970-Pp3c23_12980Pp3c23_12970-Pp3c23_12980intergenic_regionPp3c23_12970-Pp3c23_12980NA NA n.8718864T>ANA NA NA NA NA
Chr23 8734532 G GA Chr23_8734532_G_GAG_GA INDEL 16073.59 28 12 11 31 15 22 31 23 28 21 23 18 11 8 28 12 11 31 15 22 31 23 28 21 23 18 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_12980-Pp3c23_13020Pp3c23_12980-Pp3c23_13020intergenic_regionPp3c23_12980-Pp3c23_13020NA NA n.8734532_8734533insANA NA NA NA NA
Chr23 8744036 C T Chr23_8744036_C_TC_T SNP 2837.39 36 14 16 0 0 0 0 0 0 0 0 0 0 0 36 14 16 15 15 24 26 28 18 26 15 26 13 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c23_12980-Pp3c23_13020Pp3c23_12980-Pp3c23_13020intergenic_regionPp3c23_12980-Pp3c23_13020NA NA n.8744036C>TNA NA NA NA NA
Chr23 8817737 T TA Chr23_8817737_T_TAT_TA INDEL 10974.59 17 11 11 27 11 24 26 14 12 15 7 13 6 10 17 11 11 27 11 24 26 14 12 15 7 13 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_13140-Pp3c23_13180Pp3c23_13140-Pp3c23_13180intergenic_regionPp3c23_13140-Pp3c23_13180NA NA n.8817737_8817738insANA NA NA NA NA
Chr23 9236594 AAT A Chr23_9236594_AAT_AAAT_A INDEL 5327.93 1 1 1 0 0 0 0 0 12 12 5 10 15 6 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0 0 0 0 0 0.923 0.923 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c23_13840Pp3c23_13840transcript PAC:32949045protein_codingNA c.-3436_-3435delATNA NA NA NA 3197
Chr23 9236594 AAT A Chr23_9236594_AAT_AAAT_A INDEL 5327.93 1 1 1 0 0 0 0 0 12 12 5 10 15 6 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0 0 0 0 0 0.923 0.923 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c23_13840Pp3c23_13840transcript PAC:32949046protein_codingNA c.-3436_-3435delATNA NA NA NA 3197
Chr23 9236594 AAT A Chr23_9236594_AAT_AAAT_A INDEL 5327.93 1 1 1 0 0 0 0 0 12 12 5 10 15 6 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0 0 0 0 0 0.923 0.923 1 0.833 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c23_13840Pp3c23_13840transcript PAC:32949047protein_codingNA c.-3436_-3435delATNA NA NA NA 3202
Chr23 9236594 AAT A Chr23_9236594_AAT_AAAT_A INDEL 5327.93 1 1 1 0 0 0 0 0 12 12 5 10 15 6 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0 0 0 0 0 0.923 0.923 1 0.833 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c23_13820Pp3c23_13820transcript PAC:32951174protein_codingNA c.*2139_*2140delATNA NA NA NA 1118
Chr23 9236594 AAT A Chr23_9236594_AAT_AAAT_A INDEL 5327.93 1 1 1 0 0 0 0 0 12 12 5 10 15 6 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0 0 0 0 0 0.923 0.923 1 0.833 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c23_13820Pp3c23_13820transcript PAC:32951175protein_codingNA c.*2139_*2140delATNA NA NA NA 2139
Chr23 9236594 AAT A Chr23_9236594_AAT_AAAT_A INDEL 5327.93 1 1 1 0 0 0 0 0 12 12 5 10 15 6 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0 0 0 0 0 0.923 0.923 1 0.833 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c23_13820-Pp3c23_13840Pp3c23_13820-Pp3c23_13840intergenic_regionPp3c23_13820-Pp3c23_13840NA NA n.9236595_9236596delATNA NA NA NA NA
Chr23 9236594 AAT AATAT Chr23_9236594_AAT_AATATAAT_AATAT INDEL 5327.93 1 0 0 18 22 12 22 17 0 0 0 1 0 0 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0.947 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_13840Pp3c23_13840transcript PAC:32949045protein_codingNA c.-3435_-3434insATNA NA NA NA 3195
Chr23 9236594 AAT AATAT Chr23_9236594_AAT_AATATAAT_AATAT INDEL 5327.93 1 0 0 18 22 12 22 17 0 0 0 1 0 0 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0.947 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_13840Pp3c23_13840transcript PAC:32949046protein_codingNA c.-3435_-3434insATNA NA NA NA 3195
Chr23 9236594 AAT AATAT Chr23_9236594_AAT_AATATAAT_AATAT INDEL 5327.93 1 0 0 18 22 12 22 17 0 0 0 1 0 0 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0.947 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_13840Pp3c23_13840transcript PAC:32949047protein_codingNA c.-3435_-3434insATNA NA NA NA 3200
Chr23 9236594 AAT AATAT Chr23_9236594_AAT_AATATAAT_AATAT INDEL 5327.93 1 0 0 18 22 12 22 17 0 0 0 1 0 0 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0.947 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_13820Pp3c23_13820transcript PAC:32951174protein_codingNA c.*2140_*2141insATNA NA NA NA 1120
Chr23 9236594 AAT AATAT Chr23_9236594_AAT_AATATAAT_AATAT INDEL 5327.93 1 0 0 18 22 12 22 17 0 0 0 1 0 0 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0.947 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_13820Pp3c23_13820transcript PAC:32951175protein_codingNA c.*2140_*2141insATNA NA NA NA 2141
Chr23 9236594 AAT AATAT Chr23_9236594_AAT_AATATAAT_AATAT INDEL 5327.93 1 0 0 18 22 12 22 17 0 0 0 1 0 0 29 7 10 19 22 12 22 17 13 13 5 12 15 6 0 0 0 0.947 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_13820-Pp3c23_13840Pp3c23_13820-Pp3c23_13840intergenic_regionPp3c23_13820-Pp3c23_13840NA NA n.9236596_9236597insATNA NA NA NA NA
Chr23 9277732 T TA Chr23_9277732_T_TAT_TA INDEL 12952.59 20 19 9 26 20 21 14 25 27 19 9 6 19 12 20 19 9 26 20 21 14 25 27 19 9 6 19 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_13851-Pp3c23_13890Pp3c23_13851-Pp3c23_13890intergenic_regionPp3c23_13851-Pp3c23_13890NA NA n.9277732_9277733insANA NA NA NA NA
Chr23 9280472 G T Chr23_9280472_G_TG_T SNP 12546.63 24 8 8 15 6 13 12 14 16 9 11 14 6 8 24 8 8 15 6 13 12 14 16 9 11 14 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_13851-Pp3c23_13890Pp3c23_13851-Pp3c23_13890intergenic_regionPp3c23_13851-Pp3c23_13890NA NA n.9280472G>TNA NA NA NA NA
Chr23 9280481 G A Chr23_9280481_G_AG_A SNP 13043.63 25 9 8 14 8 15 12 14 16 9 17 13 6 9 25 9 8 14 8 15 12 14 16 9 17 13 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_13851-Pp3c23_13890Pp3c23_13851-Pp3c23_13890intergenic_regionPp3c23_13851-Pp3c23_13890NA NA n.9280481G>ANA NA NA NA NA
Chr23 9280515 C A Chr23_9280515_C_AC_A SNP 13904.63 28 8 9 15 9 18 13 16 20 14 17 18 8 9 28 8 9 15 9 18 13 16 20 14 17 18 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_13851-Pp3c23_13890Pp3c23_13851-Pp3c23_13890intergenic_regionPp3c23_13851-Pp3c23_13890NA NA n.9280515C>ANA NA NA NA NA
Chr23 9285303 A G Chr23_9285303_A_GA_G SNP 20574.63 32 18 16 28 24 23 31 29 24 30 16 16 16 15 32 18 16 28 24 23 31 29 24 30 16 16 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_13851-Pp3c23_13890Pp3c23_13851-Pp3c23_13890intergenic_regionPp3c23_13851-Pp3c23_13890NA NA n.9285303A>GNA NA NA NA NA
Chr23 9285372 T A Chr23_9285372_T_AT_A SNP 20181.63 30 24 14 30 22 22 31 27 20 29 9 14 13 14 30 24 14 30 22 23 31 27 20 29 9 14 13 14 1 1 1 1 1 0.957 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_13851-Pp3c23_13890Pp3c23_13851-Pp3c23_13890intergenic_regionPp3c23_13851-Pp3c23_13890NA NA n.9285372T>ANA NA NA NA NA
Chr23 9298935 AT A Chr23_9298935_AT_AAT_A INDEL 9770.59 9 8 10 17 4 12 9 9 11 14 6 6 12 4 9 8 10 17 4 12 9 9 11 14 6 6 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_13851-Pp3c23_13890Pp3c23_13851-Pp3c23_13890intergenic_regionPp3c23_13851-Pp3c23_13890NA NA n.9298936delTNA NA NA NA NA
Chr23 9298938 T TA Chr23_9298938_T_TAT_TA INDEL 9829.59 9 8 10 18 4 12 11 9 11 15 6 6 12 4 9 8 10 18 4 12 11 9 11 15 6 6 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_13851-Pp3c23_13890Pp3c23_13851-Pp3c23_13890intergenic_regionPp3c23_13851-Pp3c23_13890NA NA n.9298938_9298939insANA NA NA NA NA
Chr23 9474537 AT A Chr23_9474537_AT_AAT_A INDEL 2912.24 0 0 0 29 7 20 20 23 0 0 0 0 0 0 15 16 9 29 7 20 21 23 14 8 6 11 5 5 0 0 0 1 1 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_14010Pp3c23_14010transcript PAC:32949732protein_codingNA c.-3924delT NA NA NA NA 1907
Chr23 9474537 AT A Chr23_9474537_AT_AAT_A INDEL 2912.24 0 0 0 29 7 20 20 23 0 0 0 0 0 0 15 16 9 29 7 20 21 23 14 8 6 11 5 5 0 0 0 1 1 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_14010Pp3c23_14010transcript PAC:32949733protein_codingNA c.-3924delT NA NA NA NA 1917
Chr23 9474537 AT A Chr23_9474537_AT_AAT_A INDEL 2912.24 0 0 0 29 7 20 20 23 0 0 0 0 0 0 15 16 9 29 7 20 21 23 14 8 6 11 5 5 0 0 0 1 1 1 0.952 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_14000-Pp3c23_14010Pp3c23_14000-Pp3c23_14010intergenic_regionPp3c23_14000-Pp3c23_14010NA NA n.9474538delTNA NA NA NA NA
Chr23 9475750 G GAT Chr23_9475750_G_GATG_GAT INDEL 2114.93 0 0 0 0 2 1 1 1 12 14 4 5 8 7 17 13 8 9 18 13 24 10 12 14 4 5 8 7 0 0 0 0 0.111 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c23_14010Pp3c23_14010transcript PAC:32949732protein_codingNA c.-2712_-2711insATNA NA NA NA 694
Chr23 9475750 G GAT Chr23_9475750_G_GATG_GAT INDEL 2114.93 0 0 0 0 2 1 1 1 12 14 4 5 8 7 17 13 8 9 18 13 24 10 12 14 4 5 8 7 0 0 0 0 0.111 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c23_14010Pp3c23_14010transcript PAC:32949733protein_codingNA c.-2712_-2711insATNA NA NA NA 704
Chr23 9475750 G GAT Chr23_9475750_G_GATG_GAT INDEL 2114.93 0 0 0 0 2 1 1 1 12 14 4 5 8 7 17 13 8 9 18 13 24 10 12 14 4 5 8 7 0 0 0 0 0.111 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c23_14000-Pp3c23_14010Pp3c23_14000-Pp3c23_14010intergenic_regionPp3c23_14000-Pp3c23_14010NA NA n.9475750_9475751insATNA NA NA NA NA
Chr23 9499597 GAT G Chr23_9499597_GAT_GGAT_G INDEL 11564.59 21 12 9 21 14 21 19 19 19 20 19 14 16 14 22 12 9 22 14 22 22 20 19 20 20 14 16 14 0.955 1 1 0.955 1 0.955 0.864 0.95 1 1 0.95 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14050Pp3c23_14050transcript PAC:32950310protein_codingNA c.*1880_*1881delATNA NA NA NA 1423
Chr23 9499597 GAT G Chr23_9499597_GAT_GGAT_G INDEL 11564.59 21 12 9 21 14 21 19 19 19 20 19 14 16 14 22 12 9 22 14 22 22 20 19 20 20 14 16 14 0.955 1 1 0.955 1 0.955 0.864 0.95 1 1 0.95 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14070Pp3c23_14070transcript PAC:32950019protein_codingNA c.*3654_*3655delATNA NA NA NA 2904
Chr23 9499597 GAT G Chr23_9499597_GAT_GGAT_G INDEL 11564.59 21 12 9 21 14 21 19 19 19 20 19 14 16 14 22 12 9 22 14 22 22 20 19 20 20 14 16 14 0.955 1 1 0.955 1 0.955 0.864 0.95 1 1 0.95 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14050Pp3c23_14050transcript PAC:32950312protein_codingNA c.*1880_*1881delATNA NA NA NA 1372
Chr23 9499597 GAT G Chr23_9499597_GAT_GGAT_G INDEL 11564.59 21 12 9 21 14 21 19 19 19 20 19 14 16 14 22 12 9 22 14 22 22 20 19 20 20 14 16 14 0.955 1 1 0.955 1 0.955 0.864 0.95 1 1 0.95 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14050Pp3c23_14050transcript PAC:32950311protein_codingNA c.*1880_*1881delATNA NA NA NA 1373
Chr23 9499597 GAT G Chr23_9499597_GAT_GGAT_G INDEL 11564.59 21 12 9 21 14 21 19 19 19 20 19 14 16 14 22 12 9 22 14 22 22 20 19 20 20 14 16 14 0.955 1 1 0.955 1 0.955 0.864 0.95 1 1 0.95 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14050Pp3c23_14050transcript PAC:32950313protein_codingNA c.*1880_*1881delATNA NA NA NA 1427
Chr23 9499597 GAT G Chr23_9499597_GAT_GGAT_G INDEL 11564.59 21 12 9 21 14 21 19 19 19 20 19 14 16 14 22 12 9 22 14 22 22 20 19 20 20 14 16 14 0.955 1 1 0.955 1 0.955 0.864 0.95 1 1 0.95 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14070Pp3c23_14070transcript PAC:32950021protein_codingNA c.*3654_*3655delATNA NA NA NA 2904
Chr23 9499597 GAT G Chr23_9499597_GAT_GGAT_G INDEL 11564.59 21 12 9 21 14 21 19 19 19 20 19 14 16 14 22 12 9 22 14 22 22 20 19 20 20 14 16 14 0.955 1 1 0.955 1 0.955 0.864 0.95 1 1 0.95 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14070Pp3c23_14070transcript PAC:32950022protein_codingNA c.*3736_*3737delATNA NA NA NA 2904
Chr23 9499597 GAT G Chr23_9499597_GAT_GGAT_G INDEL 11564.59 21 12 9 21 14 21 19 19 19 20 19 14 16 14 22 12 9 22 14 22 22 20 19 20 20 14 16 14 0.955 1 1 0.955 1 0.955 0.864 0.95 1 1 0.95 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14070Pp3c23_14070transcript PAC:32950023protein_codingNA c.*3654_*3655delATNA NA NA NA 2904
Chr23 9499597 GAT G Chr23_9499597_GAT_GGAT_G INDEL 11564.59 21 12 9 21 14 21 19 19 19 20 19 14 16 14 22 12 9 22 14 22 22 20 19 20 20 14 16 14 0.955 1 1 0.955 1 0.955 0.864 0.95 1 1 0.95 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14070Pp3c23_14070transcript PAC:32950024protein_codingNA c.*3654_*3655delATNA NA NA NA 2904
Chr23 9499597 GAT G Chr23_9499597_GAT_GGAT_G INDEL 11564.59 21 12 9 21 14 21 19 19 19 20 19 14 16 14 22 12 9 22 14 22 22 20 19 20 20 14 16 14 0.955 1 1 0.955 1 0.955 0.864 0.95 1 1 0.95 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14070Pp3c23_14070transcript PAC:32950020protein_codingNA c.*3654_*3655delATNA NA NA NA 3253
Chr23 9499597 GAT G Chr23_9499597_GAT_GGAT_G INDEL 11564.59 21 12 9 21 14 21 19 19 19 20 19 14 16 14 22 12 9 22 14 22 22 20 19 20 20 14 16 14 0.955 1 1 0.955 1 0.955 0.864 0.95 1 1 0.95 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_14050-Pp3c23_14070Pp3c23_14050-Pp3c23_14070intergenic_regionPp3c23_14050-Pp3c23_14070NA NA n.9499598_9499599delATNA NA NA NA NA
Chr23 9658999 G GAT Chr23_9658999_G_GATG_GAT INDEL 958.37 0 1 0 0 0 3 29 0 0 0 0 0 0 0 15 12 8 15 15 24 29 19 17 15 16 9 4 16 0 0 0 0 0 0.125 1 0 0 0 0 0 0 0 0 1 1 1 0 1 0 downstream_gene_variantMODIFIER Pp3c23_14310Pp3c23_14310transcript PAC:32949367protein_codingNA c.*4388_*4389insATNA NA NA NA 4389
Chr23 9658999 G GAT Chr23_9658999_G_GATG_GAT INDEL 958.37 0 1 0 0 0 3 29 0 0 0 0 0 0 0 15 12 8 15 15 24 29 19 17 15 16 9 4 16 0 0 0 0 0 0.125 1 0 0 0 0 0 0 0 0 1 1 1 0 1 0 intergenic_regionMODIFIER Pp3c23_14310-Pp3c23_14360Pp3c23_14310-Pp3c23_14360intergenic_regionPp3c23_14310-Pp3c23_14360NA NA n.9658999_9659000insATNA NA NA NA NA
Chr23 9683085 CG C Chr23_9683085_CG_CCG_C INDEL 11429.59 29 11 12 15 12 20 19 16 17 14 9 11 8 7 29 11 12 15 12 20 19 16 17 14 9 11 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14390Pp3c23_14390transcript PAC:32950383protein_codingNA c.*2928delC NA NA NA NA 2928
Chr23 9683085 CG C Chr23_9683085_CG_CCG_C INDEL 11429.59 29 11 12 15 12 20 19 16 17 14 9 11 8 7 29 11 12 15 12 20 19 16 17 14 9 11 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14390Pp3c23_14390transcript PAC:32950384protein_codingNA c.*2928delC NA NA NA NA 2443
Chr23 9683085 CG C Chr23_9683085_CG_CCG_C INDEL 11429.59 29 11 12 15 12 20 19 16 17 14 9 11 8 7 29 11 12 15 12 20 19 16 17 14 9 11 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_14360-Pp3c23_14390Pp3c23_14360-Pp3c23_14390intergenic_regionPp3c23_14360-Pp3c23_14390NA NA n.9683086delGNA NA NA NA NA
Chr23 9761674 G T Chr23_9761674_G_TG_T SNP 12806.29 27 18 18 0 0 0 0 0 28 29 7 20 9 11 27 18 18 17 20 25 37 14 28 29 7 20 9 11 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c23_14420-Pp3c23_14490Pp3c23_14420-Pp3c23_14490intergenic_regionPp3c23_14420-Pp3c23_14490NA NA n.9761674G>TNA NA NA NA NA
Chr23 9942713 A C Chr23_9942713_A_CA_C SNP 1350.29 0 1 0 8 7 8 10 7 0 0 0 0 0 0 16 6 14 8 8 8 10 7 19 15 11 15 11 7 0 0 0 1 0.875 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_14740-Pp3c23_14750Pp3c23_14740-Pp3c23_14750intergenic_regionPp3c23_14740-Pp3c23_14750NA NA n.9942713A>CNA NA NA NA NA
Chr23 9955022 A AT Chr23_9955022_A_ATA_AT INDEL 16560.59 31 21 13 26 27 26 37 20 24 28 31 22 5 12 31 21 13 26 27 26 37 20 24 28 31 22 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14750Pp3c23_14750transcript PAC:32949175protein_codingNA c.*4708_*4709insTNA NA NA NA 4212
Chr23 9955022 A AT Chr23_9955022_A_ATA_AT INDEL 16560.59 31 21 13 26 27 26 37 20 24 28 31 22 5 12 31 21 13 26 27 26 37 20 24 28 31 22 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_14750Pp3c23_14750transcript PAC:32949176protein_codingNA c.*4708_*4709insTNA NA NA NA 4227
Chr23 9955022 A AT Chr23_9955022_A_ATA_AT INDEL 16560.59 31 21 13 26 27 26 37 20 24 28 31 22 5 12 31 21 13 26 27 26 37 20 24 28 31 22 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_14750-Pp3c23_14780Pp3c23_14750-Pp3c23_14780intergenic_regionPp3c23_14750-Pp3c23_14780NA NA n.9955022_9955023insTNA NA NA NA NA
Chr23 10333775 G GTA Chr23_10333775_G_GTAG_GTA INDEL 1218.35 21 13 7 1 0 1 1 0 0 0 0 0 0 2 21 13 7 11 6 20 23 9 12 14 5 21 5 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0.143 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c23_15440Pp3c23_15440transcript PAC:32950700protein_codingNA c.-105_-104insTANA NA NA NA 105
Chr23 10333775 G GTA Chr23_10333775_G_GTAG_GTA INDEL 1218.35 21 13 7 1 0 1 1 0 0 0 0 0 0 2 21 13 7 11 6 20 23 9 12 14 5 21 5 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0.143 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c23_15450Pp3c23_15450transcript PAC:32949154protein_codingNA c.-2431_-2430insTANA NA NA NA 1955
Chr23 10333775 G GTA Chr23_10333775_G_GTAG_GTA INDEL 1218.35 21 13 7 1 0 1 1 0 0 0 0 0 0 2 21 13 7 11 6 20 23 9 12 14 5 21 5 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0.143 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c23_15440Pp3c23_15440transcript PAC:32950701protein_codingNA c.-417_-416insTANA NA NA NA 212
Chr23 10333775 G GTA Chr23_10333775_G_GTAG_GTA INDEL 1218.35 21 13 7 1 0 1 1 0 0 0 0 0 0 2 21 13 7 11 6 20 23 9 12 14 5 21 5 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0.143 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c23_15450Pp3c23_15450transcript PAC:32949155protein_codingNA c.-2431_-2430insTANA NA NA NA 1994
Chr23 10333775 G GTA Chr23_10333775_G_GTAG_GTA INDEL 1218.35 21 13 7 1 0 1 1 0 0 0 0 0 0 2 21 13 7 11 6 20 23 9 12 14 5 21 5 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0.143 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15420Pp3c23_15420transcript PAC:32950866protein_codingNA c.*3411_*3412insTANA NA NA NA 2798
Chr23 10333775 G GTA Chr23_10333775_G_GTAG_GTA INDEL 1218.35 21 13 7 1 0 1 1 0 0 0 0 0 0 2 21 13 7 11 6 20 23 9 12 14 5 21 5 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0.143 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15420Pp3c23_15420transcript PAC:32950867protein_codingNA c.*3411_*3412insTANA NA NA NA 3136
Chr23 10333775 G GTA Chr23_10333775_G_GTAG_GTA INDEL 1218.35 21 13 7 1 0 1 1 0 0 0 0 0 0 2 21 13 7 11 6 20 23 9 12 14 5 21 5 14 1 1 1 0 0 0 0 0 0 0 0 0 0 0.143 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c23_15440-Pp3c23_15450Pp3c23_15440-Pp3c23_15450intergenic_regionPp3c23_15440-Pp3c23_15450NA NA n.10333775_10333776insTANA NA NA NA NA
Chr23 10409804 C A Chr23_10409804_C_AC_A SNP 19592.63 24 16 19 23 26 26 38 22 20 21 15 21 10 9 24 16 19 23 26 27 38 22 20 21 15 21 10 9 1 1 1 1 1 0.963 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_15570-Pp3c23_15610Pp3c23_15570-Pp3c23_15610intergenic_regionPp3c23_15570-Pp3c23_15610NA NA n.10409804C>ANA NA NA NA NA
Chr23 10409886 GA G Chr23_10409886_GA_GGA_G INDEL 17353.59 29 18 20 24 19 30 36 25 28 20 12 12 6 9 29 18 20 24 19 30 36 25 28 20 12 12 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_15570-Pp3c23_15610Pp3c23_15570-Pp3c23_15610intergenic_regionPp3c23_15570-Pp3c23_15610NA NA n.10409887delANA NA NA NA NA
Chr23 10412353 C T Chr23_10412353_C_TC_T SNP 20314.63 25 15 9 15 32 26 36 25 31 30 17 17 11 5 25 15 9 15 32 26 36 25 31 30 17 17 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_15570-Pp3c23_15610Pp3c23_15570-Pp3c23_15610intergenic_regionPp3c23_15570-Pp3c23_15610NA NA n.10412353C>TNA NA NA NA NA
Chr23 10412354 T C Chr23_10412354_T_CT_C SNP 20529.63 25 15 9 16 32 26 36 25 31 31 17 17 11 5 25 15 9 16 32 26 36 25 31 31 17 17 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_15570-Pp3c23_15610Pp3c23_15570-Pp3c23_15610intergenic_regionPp3c23_15570-Pp3c23_15610NA NA n.10412354T>CNA NA NA NA NA
Chr23 10412356 T A Chr23_10412356_T_AT_A SNP 20417.63 26 15 10 17 33 25 35 26 32 31 17 17 11 5 26 15 10 17 33 25 35 26 32 31 17 17 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_15570-Pp3c23_15610Pp3c23_15570-Pp3c23_15610intergenic_regionPp3c23_15570-Pp3c23_15610NA NA n.10412356T>ANA NA NA NA NA
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c23_15740Pp3c23_15740transcript PAC:32951267protein_codingNA c.-2000_-1999insTANA NA NA NA 2000
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950472protein_codingNA c.*1267_*1268insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950478protein_codingNA c.*1267_*1268insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950475protein_codingNA c.*1267_*1268insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950476protein_codingNA c.*1267_*1268insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950477protein_codingNA c.*1267_*1268insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950484protein_codingNA c.*1748_*1749insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950485protein_codingNA c.*1748_*1749insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950473protein_codingNA c.*1267_*1268insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950474protein_codingNA c.*1267_*1268insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950480protein_codingNA c.*1267_*1268insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950481protein_codingNA c.*1748_*1749insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950482protein_codingNA c.*1748_*1749insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950483protein_codingNA c.*1748_*1749insTANA NA NA NA 853
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c23_15760Pp3c23_15760transcript PAC:32950479protein_codingNA c.*1267_*1268insTANA NA NA NA 1011
Chr23 10486788 C CTA Chr23_10486788_C_CTAC_CTA INDEL 719.35 11 6 12 1 0 2 0 1 0 0 1 2 1 1 12 6 12 13 5 10 11 9 6 9 6 9 6 4 0.917 1 1 0 0 0.2 0 0 0 0 0 0.222 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c23_15740-Pp3c23_15760Pp3c23_15740-Pp3c23_15760intergenic_regionPp3c23_15740-Pp3c23_15760NA NA n.10486788_10486789insTANA NA NA NA NA
Chr23 10527327 A AAT Chr23_10527327_A_AATA_AAT INDEL 1510.93 0 1 2 0 0 1 4 0 11 11 7 8 8 4 21 10 11 17 16 8 25 14 11 12 7 8 8 4 0 0 0.182 0 0 0 0.16 0 1 0.917 1 1 1 1 0 7 7 2 7 0 0 upstream_gene_variantMODIFIER Pp3c23_15820Pp3c23_15820transcript PAC:32948800protein_codingNA c.-405_-404insATNA NA NA NA 405
Chr23 10527327 A AAT Chr23_10527327_A_AATA_AAT INDEL 1510.93 0 1 2 0 0 1 4 0 11 11 7 8 8 4 21 10 11 17 16 8 25 14 11 12 7 8 8 4 0 0 0.182 0 0 0 0.16 0 1 0.917 1 1 1 1 0 7 7 2 7 0 0 intergenic_regionMODIFIER Pp3c23_15820-Pp3c23_15850Pp3c23_15820-Pp3c23_15850intergenic_regionPp3c23_15820-Pp3c23_15850NA NA n.10527327_10527328insATNA NA NA NA NA
Chr23 10574051 T A Chr23_10574051_T_AT_A SNP 5664.29 0 0 0 24 18 23 24 22 0 0 0 0 0 0 17 12 18 25 18 23 24 22 20 23 12 25 11 9 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 3_prime_UTR_variantMODIFIER Pp3c23_15920Pp3c23_15920transcript PAC:32949209protein_coding 02-févr c.*262T>A NA NA NA NA 262
Chr23 10574051 T A Chr23_10574051_T_AT_A SNP 5664.29 0 0 0 24 18 23 24 22 0 0 0 0 0 0 17 12 18 25 18 23 24 22 20 23 12 25 11 9 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_15940Pp3c23_15940transcript PAC:32949179protein_codingNA c.-3504T>A NA NA NA NA 2647
Chr23 10574051 T A Chr23_10574051_T_AT_A SNP 5664.29 0 0 0 24 18 23 24 22 0 0 0 0 0 0 17 12 18 25 18 23 24 22 20 23 12 25 11 9 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_15940Pp3c23_15940transcript PAC:32949180protein_codingNA c.-3504T>A NA NA NA NA 2655
Chr23 10574051 T A Chr23_10574051_T_AT_A SNP 5664.29 0 0 0 24 18 23 24 22 0 0 0 0 0 0 17 12 18 25 18 23 24 22 20 23 12 25 11 9 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_15920Pp3c23_15920transcript PAC:32949208protein_codingNA c.*262T>A NA NA NA NA 262
Chr23 10574051 T A Chr23_10574051_T_AT_A SNP 5664.29 0 0 0 24 18 23 24 22 0 0 0 0 0 0 17 12 18 25 18 23 24 22 20 23 12 25 11 9 0 0 0 0.96 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_15950Pp3c23_15950transcript PAC:32949857protein_codingNA c.*4896A>T NA NA NA NA 4896
Chr23 10630205 C G Chr23_10630205_C_GC_G SNP 12945.63 26 8 8 21 11 15 19 17 12 24 11 14 7 7 26 8 8 21 11 15 19 17 12 24 11 14 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_16010-Pp3c23_16120Pp3c23_16010-Pp3c23_16120intergenic_regionPp3c23_16010-Pp3c23_16120NA NA n.10630205C>GNA NA NA NA NA
Chr23 10654664 C CT Chr23_10654664_C_CTC_CT INDEL 16211.59 18 16 30 19 16 21 33 19 24 27 18 21 10 13 18 16 30 19 16 21 33 19 24 27 18 21 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_16010-Pp3c23_16120Pp3c23_16010-Pp3c23_16120intergenic_regionPp3c23_16010-Pp3c23_16120NA NA n.10654664_10654665insTNA NA NA NA NA
Chr23 10758209 C A Chr23_10758209_C_AC_A SNP 2222.39 23 14 15 0 0 0 0 0 0 0 0 0 0 0 23 14 15 30 20 25 23 22 21 22 9 18 10 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c23_16320Pp3c23_16320transcript PAC:32950439protein_codingNA c.-4832G>T NA NA NA NA 3960
Chr23 10758209 C A Chr23_10758209_C_AC_A SNP 2222.39 23 14 15 0 0 0 0 0 0 0 0 0 0 0 23 14 15 30 20 25 23 22 21 22 9 18 10 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c23_16320Pp3c23_16320transcript PAC:32950440protein_codingNA c.-4832G>T NA NA NA NA 3807
Chr23 10758209 C A Chr23_10758209_C_AC_A SNP 2222.39 23 14 15 0 0 0 0 0 0 0 0 0 0 0 23 14 15 30 20 25 23 22 21 22 9 18 10 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c23_16320-Pp3c23_16430Pp3c23_16320-Pp3c23_16430intergenic_regionPp3c23_16320-Pp3c23_16430NA NA n.10758209C>ANA NA NA NA NA
Chr23 10977414 G A Chr23_10977414_G_AG_A SNP 11536.63 18 6 14 25 20 12 16 20 11 13 10 7 9 5 18 6 14 25 20 12 16 20 11 13 10 7 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_16600-Pp3c23_16640Pp3c23_16600-Pp3c23_16640intergenic_regionPp3c23_16600-Pp3c23_16640NA NA n.10977414G>ANA NA NA NA NA
Chr23 11053473 T TG Chr23_11053473_T_TGT_TG INDEL 16500.59 24 16 11 31 15 29 21 16 19 28 11 16 18 11 24 16 11 32 15 29 21 16 19 28 11 16 18 11 1 1 1 0.969 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_16750Pp3c23_16750transcript PAC:32949156protein_codingNA c.-4829_-4828insCNA NA NA NA 4829
Chr23 11053473 T TG Chr23_11053473_T_TGT_TG INDEL 16500.59 24 16 11 31 15 29 21 16 19 28 11 16 18 11 24 16 11 32 15 29 21 16 19 28 11 16 18 11 1 1 1 0.969 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_16750-Pp3c23_16828Pp3c23_16750-Pp3c23_16828intergenic_regionPp3c23_16750-Pp3c23_16828NA NA n.11053473_11053474insGNA NA NA NA NA
Chr23 11053511 G T Chr23_11053511_G_TG_T SNP 18945.63 21 11 12 34 22 31 23 25 18 30 14 16 16 10 21 11 12 34 22 31 23 25 18 30 14 16 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_16750Pp3c23_16750transcript PAC:32949156protein_codingNA c.-4866C>A NA NA NA NA 4866
Chr23 11053511 G T Chr23_11053511_G_TG_T SNP 18945.63 21 11 12 34 22 31 23 25 18 30 14 16 16 10 21 11 12 34 22 31 23 25 18 30 14 16 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_16750-Pp3c23_16828Pp3c23_16750-Pp3c23_16828intergenic_regionPp3c23_16750-Pp3c23_16828NA NA n.11053511G>TNA NA NA NA NA
Chr23 11053545 G T Chr23_11053545_G_TG_T SNP 18758.63 23 12 12 32 22 26 20 27 18 25 13 21 16 9 23 12 12 32 22 26 20 27 18 25 13 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_16750Pp3c23_16750transcript PAC:32949156protein_codingNA c.-4900C>A NA NA NA NA 4900
Chr23 11053545 G T Chr23_11053545_G_TG_T SNP 18758.63 23 12 12 32 22 26 20 27 18 25 13 21 16 9 23 12 12 32 22 26 20 27 18 25 13 21 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_16750-Pp3c23_16828Pp3c23_16750-Pp3c23_16828intergenic_regionPp3c23_16750-Pp3c23_16828NA NA n.11053545G>TNA NA NA NA NA
Chr23 11125929 TTA T Chr23_11125929_TTA_TTTA_T INDEL 10752.59 22 9 13 28 12 17 24 19 11 23 14 18 9 5 23 10 13 29 12 17 25 19 11 23 14 19 10 5 0.957 0.9 1 0.966 1 1 0.96 1 1 1 1 0.947 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_16860Pp3c23_16860transcript PAC:32949275protein_codingNA c.*4022_*4023delTANA NA NA NA 3349
Chr23 11125929 TTA T Chr23_11125929_TTA_TTTA_T INDEL 10752.59 22 9 13 28 12 17 24 19 11 23 14 18 9 5 23 10 13 29 12 17 25 19 11 23 14 19 10 5 0.957 0.9 1 0.966 1 1 0.96 1 1 1 1 0.947 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_16870Pp3c23_16870transcript PAC:32951178protein_codingNA c.*1543_*1544delTANA NA NA NA 879
Chr23 11125929 TTA T Chr23_11125929_TTA_TTTA_T INDEL 10752.59 22 9 13 28 12 17 24 19 11 23 14 18 9 5 23 10 13 29 12 17 25 19 11 23 14 19 10 5 0.957 0.9 1 0.966 1 1 0.96 1 1 1 1 0.947 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_16860Pp3c23_16860transcript PAC:32949277protein_codingNA c.*4022_*4023delTANA NA NA NA 3349
Chr23 11125929 TTA T Chr23_11125929_TTA_TTTA_T INDEL 10752.59 22 9 13 28 12 17 24 19 11 23 14 18 9 5 23 10 13 29 12 17 25 19 11 23 14 19 10 5 0.957 0.9 1 0.966 1 1 0.96 1 1 1 1 0.947 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_16860Pp3c23_16860transcript PAC:32949278protein_codingNA c.*4022_*4023delTANA NA NA NA 3358
Chr23 11125929 TTA T Chr23_11125929_TTA_TTTA_T INDEL 10752.59 22 9 13 28 12 17 24 19 11 23 14 18 9 5 23 10 13 29 12 17 25 19 11 23 14 19 10 5 0.957 0.9 1 0.966 1 1 0.96 1 1 1 1 0.947 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_16860Pp3c23_16860transcript PAC:32949276protein_codingNA c.*4022_*4023delTANA NA NA NA 3349
Chr23 11125929 TTA T Chr23_11125929_TTA_TTTA_T INDEL 10752.59 22 9 13 28 12 17 24 19 11 23 14 18 9 5 23 10 13 29 12 17 25 19 11 23 14 19 10 5 0.957 0.9 1 0.966 1 1 0.96 1 1 1 1 0.947 0.9 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_16870Pp3c23_16870transcript PAC:32951179protein_codingNA c.*1543_*1544delTANA NA NA NA 800
Chr23 11125929 TTA T Chr23_11125929_TTA_TTTA_T INDEL 10752.59 22 9 13 28 12 17 24 19 11 23 14 18 9 5 23 10 13 29 12 17 25 19 11 23 14 19 10 5 0.957 0.9 1 0.966 1 1 0.96 1 1 1 1 0.947 0.9 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_16870-Pp3c23_16880Pp3c23_16870-Pp3c23_16880intergenic_regionPp3c23_16870-Pp3c23_16880NA NA n.11125930_11125931delTANA NA NA NA NA
Chr23 11151915 GCT G Chr23_11151915_GCT_GGCT_G INDEL 19671.59 19 13 9 21 22 29 35 24 25 18 15 18 14 6 19 13 9 21 22 29 35 24 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_16920Pp3c23_16920transcript PAC:32949707protein_codingNA c.-3175_-3174delCTNA NA NA NA 2917
Chr23 11151915 GCT G Chr23_11151915_GCT_GGCT_G INDEL 19671.59 19 13 9 21 22 29 35 24 25 18 15 18 14 6 19 13 9 21 22 29 35 24 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_16920Pp3c23_16920transcript PAC:32949708protein_codingNA c.-3175_-3174delCTNA NA NA NA 2662
Chr23 11151915 GCT G Chr23_11151915_GCT_GGCT_G INDEL 19671.59 19 13 9 21 22 29 35 24 25 18 15 18 14 6 19 13 9 21 22 29 35 24 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950323protein_coding sept-15 c.865-43_865-42delCTNA NA NA NA NA
Chr23 11151915 GCT G Chr23_11151915_GCT_GGCT_G INDEL 19671.59 19 13 9 21 22 29 35 24 25 18 15 18 14 6 19 13 9 21 22 29 35 24 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950324protein_coding sept-16 c.865-43_865-42delCTNA NA NA NA NA
Chr23 11151915 GCT G Chr23_11151915_GCT_GGCT_G INDEL 19671.59 19 13 9 21 22 29 35 24 25 18 15 18 14 6 19 13 9 21 22 29 35 24 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950328protein_coding sept-14 c.865-43_865-42delCTNA NA NA NA NA
Chr23 11151915 GCT G Chr23_11151915_GCT_GGCT_G INDEL 19671.59 19 13 9 21 22 29 35 24 25 18 15 18 14 6 19 13 9 21 22 29 35 24 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950326protein_coding sept-16 c.865-43_865-42delCTNA NA NA NA NA
Chr23 11151915 GCT G Chr23_11151915_GCT_GGCT_G INDEL 19671.59 19 13 9 21 22 29 35 24 25 18 15 18 14 6 19 13 9 21 22 29 35 24 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950325protein_coding sept-16 c.865-43_865-42delCTNA NA NA NA NA
Chr23 11151915 GCT G Chr23_11151915_GCT_GGCT_G INDEL 19671.59 19 13 9 21 22 29 35 24 25 18 15 18 14 6 19 13 9 21 22 29 35 24 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950327protein_coding sept-16 c.865-43_865-42delCTNA NA NA NA NA
Chr23 11151918 T TGG Chr23_11151918_T_TGGT_TGG INDEL 19671.59 19 13 9 21 22 29 35 25 25 18 15 18 14 6 19 13 9 21 22 29 35 25 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_16920Pp3c23_16920transcript PAC:32949707protein_codingNA c.-3173_-3172insGGNA NA NA NA 2914
Chr23 11151918 T TGG Chr23_11151918_T_TGGT_TGG INDEL 19671.59 19 13 9 21 22 29 35 25 25 18 15 18 14 6 19 13 9 21 22 29 35 25 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_16920Pp3c23_16920transcript PAC:32949708protein_codingNA c.-3173_-3172insGGNA NA NA NA 2659
Chr23 11151918 T TGG Chr23_11151918_T_TGGT_TGG INDEL 19671.59 19 13 9 21 22 29 35 25 25 18 15 18 14 6 19 13 9 21 22 29 35 25 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950323protein_coding sept-15 c.865-41_865-40insGGNA NA NA NA NA
Chr23 11151918 T TGG Chr23_11151918_T_TGGT_TGG INDEL 19671.59 19 13 9 21 22 29 35 25 25 18 15 18 14 6 19 13 9 21 22 29 35 25 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950324protein_coding sept-16 c.865-41_865-40insGGNA NA NA NA NA
Chr23 11151918 T TGG Chr23_11151918_T_TGGT_TGG INDEL 19671.59 19 13 9 21 22 29 35 25 25 18 15 18 14 6 19 13 9 21 22 29 35 25 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950328protein_coding sept-14 c.865-41_865-40insGGNA NA NA NA NA
Chr23 11151918 T TGG Chr23_11151918_T_TGGT_TGG INDEL 19671.59 19 13 9 21 22 29 35 25 25 18 15 18 14 6 19 13 9 21 22 29 35 25 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950326protein_coding sept-16 c.865-41_865-40insGGNA NA NA NA NA
Chr23 11151918 T TGG Chr23_11151918_T_TGGT_TGG INDEL 19671.59 19 13 9 21 22 29 35 25 25 18 15 18 14 6 19 13 9 21 22 29 35 25 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950325protein_coding sept-16 c.865-41_865-40insGGNA NA NA NA NA
Chr23 11151918 T TGG Chr23_11151918_T_TGGT_TGG INDEL 19671.59 19 13 9 21 22 29 35 25 25 18 15 18 14 6 19 13 9 21 22 29 35 25 25 18 15 18 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c23_16910Pp3c23_16910transcript PAC:32950327protein_coding sept-16 c.865-41_865-40insGGNA NA NA NA NA
Chr23 11248087 T C Chr23_11248087_T_CT_C SNP 15342.63 24 10 7 17 19 21 32 20 16 13 16 23 9 11 24 10 7 17 19 21 32 20 16 13 16 23 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c23_17080Pp3c23_17080transcript PAC:32950148protein_coding 01-mars c.325A>G p.Ile109Val 622/1471 325/936 109/311 NA
Chr23 11248087 T C Chr23_11248087_T_CT_C SNP 15342.63 24 10 7 17 19 21 32 20 16 13 16 23 9 11 24 10 7 17 19 21 32 20 16 13 16 23 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c23_17080Pp3c23_17080transcript PAC:32950149protein_coding 01-mars c.325A>G p.Ile109Val 650/1516 325/936 109/311 NA
Chr23 11248087 T C Chr23_11248087_T_CT_C SNP 15342.63 24 10 7 17 19 21 32 20 16 13 16 23 9 11 24 10 7 17 19 21 32 20 16 13 16 23 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c23_17080Pp3c23_17080transcript PAC:32950150protein_coding 01-mars c.48A>G p.Arg16Arg 650/1520 48/663 16/220 NA
Chr23 11248087 T C Chr23_11248087_T_CT_C SNP 15342.63 24 10 7 17 19 21 32 20 16 13 16 23 9 11 24 10 7 17 19 21 32 20 16 13 16 23 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c23_17080Pp3c23_17080transcript PAC:32950151protein_coding 01-mars c.48A>G p.Arg16Arg 650/1505 48/648 16/215 NA
Chr23 11248087 T C Chr23_11248087_T_CT_C SNP 15342.63 24 10 7 17 19 21 32 20 16 13 16 23 9 11 24 10 7 17 19 21 32 20 16 13 16 23 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c23_17080Pp3c23_17080transcript PAC:32950152protein_coding 01-mars c.48A>G p.Arg16Arg 650/1481 48/624 16/207 NA
Chr23 11319247 AAT A Chr23_11319247_AAT_AAAT_A INDEL 3746.24 0 0 0 21 11 18 28 11 0 0 0 0 0 0 31 8 6 21 11 18 28 11 22 20 8 8 8 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_17150-Pp3c23_17210Pp3c23_17150-Pp3c23_17210intergenic_regionPp3c23_17150-Pp3c23_17210NA NA n.11319248_11319249delATNA NA NA NA NA
Chr23 11515367 AG A Chr23_11515367_AG_AAG_A INDEL 7898.59 14 10 16 11 10 10 18 5 14 13 12 7 8 4 14 10 16 11 10 10 18 5 14 13 12 7 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_17360-Pp3c23_17400Pp3c23_17360-Pp3c23_17400intergenic_regionPp3c23_17360-Pp3c23_17400NA NA n.11515368delGNA NA NA NA NA
Chr23 11667905 C CA Chr23_11667905_C_CAC_CA INDEL 15317.59 29 10 23 34 28 21 22 23 24 25 8 14 8 9 29 10 23 34 28 21 22 23 24 25 8 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_17650-Pp3c23_17660Pp3c23_17650-Pp3c23_17660intergenic_regionPp3c23_17650-Pp3c23_17660NA NA n.11667905_11667906insANA NA NA NA NA
Chr23 11691297 G A Chr23_11691297_G_AG_A SNP 6411.29 0 0 0 20 27 26 23 27 0 0 0 0 0 0 29 8 14 20 27 26 23 27 18 23 14 15 10 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_17660-Pp3c23_17670Pp3c23_17660-Pp3c23_17670intergenic_regionPp3c23_17660-Pp3c23_17670NA NA n.11691297G>ANA NA NA NA NA
Chr23 11704851 TTC T Chr23_11704851_TTC_TTTC_T INDEL 11408.59 18 7 7 17 14 21 13 10 10 20 10 7 8 7 18 7 7 17 14 21 13 10 10 20 10 7 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_17660-Pp3c23_17670Pp3c23_17660-Pp3c23_17670intergenic_regionPp3c23_17660-Pp3c23_17670NA NA n.11704852_11704853delTCNA NA NA NA NA
Chr23 11704854 C CTT Chr23_11704854_C_CTTC_CTT INDEL 11408.59 18 7 7 17 14 21 13 10 10 20 10 7 8 7 18 7 7 17 14 21 13 10 10 20 10 7 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_17660-Pp3c23_17670Pp3c23_17660-Pp3c23_17670intergenic_regionPp3c23_17660-Pp3c23_17670NA NA n.11704854_11704855insTTNA NA NA NA NA
Chr23 11705140 G T Chr23_11705140_G_TG_T SNP 13666.63 24 12 11 18 15 17 23 8 7 17 15 7 7 7 24 12 11 18 15 17 23 8 7 17 15 7 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_17660-Pp3c23_17670Pp3c23_17660-Pp3c23_17670intergenic_regionPp3c23_17660-Pp3c23_17670NA NA n.11705140G>TNA NA NA NA NA
Chr23 11705155 G T Chr23_11705155_G_TG_T SNP 14805.63 25 13 12 18 17 19 27 12 8 19 17 7 7 8 25 13 12 18 17 19 27 12 8 19 17 7 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_17660-Pp3c23_17670Pp3c23_17660-Pp3c23_17670intergenic_regionPp3c23_17660-Pp3c23_17670NA NA n.11705155G>TNA NA NA NA NA
Chr23 11705255 C CT Chr23_11705255_C_CTC_CT INDEL 16586.59 27 24 16 25 19 34 33 23 16 36 17 19 6 14 27 24 16 25 19 34 33 23 16 36 17 19 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_17660-Pp3c23_17670Pp3c23_17660-Pp3c23_17670intergenic_regionPp3c23_17660-Pp3c23_17670NA NA n.11705255_11705256insTNA NA NA NA NA
Chr23 11707734 TA T Chr23_11707734_TA_TTA_T INDEL 15134.59 29 12 20 32 13 20 14 15 14 13 13 17 12 19 29 12 20 32 13 20 14 15 14 13 13 17 12 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_17660-Pp3c23_17670Pp3c23_17660-Pp3c23_17670intergenic_regionPp3c23_17660-Pp3c23_17670NA NA n.11707735delANA NA NA NA NA
Chr23 11709925 A T Chr23_11709925_A_TA_T SNP 16719.63 20 30 22 25 17 26 23 18 18 20 5 27 7 12 20 30 22 25 17 26 23 18 18 20 5 27 7 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_17660-Pp3c23_17670Pp3c23_17660-Pp3c23_17670intergenic_regionPp3c23_17660-Pp3c23_17670NA NA n.11709925A>TNA NA NA NA NA
Chr23 11724368 C T Chr23_11724368_C_TC_T SNP 2710.39 36 11 17 0 0 0 0 0 0 0 0 0 0 0 36 11 17 20 21 27 35 24 22 23 25 22 9 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c23_17690-Pp3c23_17720Pp3c23_17690-Pp3c23_17720intergenic_regionPp3c23_17690-Pp3c23_17720NA NA n.11724368C>TNA NA NA NA NA
Chr23 11728895 A AAT Chr23_11728895_A_AATA_AAT INDEL 2182.93 0 0 0 0 0 1 1 0 16 18 5 21 4 4 17 17 13 20 10 15 35 17 17 18 6 22 5 4 0 0 0 0 0 0 0 0 0.941 1 0.833 0.955 0.8 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c23_17690-Pp3c23_17720Pp3c23_17690-Pp3c23_17720intergenic_regionPp3c23_17690-Pp3c23_17720NA NA n.11728895_11728896insATNA NA NA NA NA
Chr23 11834375 G GT Chr23_11834375_G_GTG_GT INDEL 18782.59 20 15 19 34 19 34 33 21 34 28 25 16 11 15 20 15 19 34 19 34 33 21 34 28 25 16 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_17960Pp3c23_17960transcript PAC:32948701protein_coding févr-15 c.-157dupT NA NA NA NA 156
Chr23 11834375 G GT Chr23_11834375_G_GTG_GT INDEL 18782.59 20 15 19 34 19 34 33 21 34 28 25 16 11 15 20 15 19 34 19 34 33 21 34 28 25 16 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_17960Pp3c23_17960transcript PAC:32948702protein_coding janv-15 c.-129dupT NA NA NA NA 465
Chr23 11891242 G A Chr23_11891242_G_AG_A SNP 15396.63 18 17 9 19 17 14 19 23 18 23 19 17 9 11 18 17 9 19 17 14 19 23 18 23 19 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_18010-Pp3c23_18060Pp3c23_18010-Pp3c23_18060intergenic_regionPp3c23_18010-Pp3c23_18060NA NA n.11891242G>ANA NA NA NA NA
Chr23 11891287 G A Chr23_11891287_G_AG_A SNP 17659.63 17 19 12 22 18 15 26 20 17 23 22 13 6 11 17 19 12 22 18 15 26 20 17 23 22 13 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_18010-Pp3c23_18060Pp3c23_18010-Pp3c23_18060intergenic_regionPp3c23_18010-Pp3c23_18060NA NA n.11891287G>ANA NA NA NA NA
Chr23 11891297 A G Chr23_11891297_A_GA_G SNP 18037.63 18 20 12 21 19 17 27 20 17 22 24 12 5 12 18 20 12 21 19 17 27 20 17 22 24 12 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_18010-Pp3c23_18060Pp3c23_18010-Pp3c23_18060intergenic_regionPp3c23_18010-Pp3c23_18060NA NA n.11891297A>GNA NA NA NA NA
Chr23 11893732 A G Chr23_11893732_A_GA_G SNP 17459.63 28 7 15 25 24 24 28 17 17 19 12 11 6 7 28 7 15 25 24 24 28 17 17 19 12 11 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_18010-Pp3c23_18060Pp3c23_18010-Pp3c23_18060intergenic_regionPp3c23_18010-Pp3c23_18060NA NA n.11893732A>GNA NA NA NA NA
Chr23 12129077 G T Chr23_12129077_G_TG_T SNP 16794.63 31 17 8 13 17 18 28 18 14 16 19 9 18 9 31 17 8 13 17 18 28 18 14 16 19 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950688protein_codingNA c.*3258C>A NA NA NA NA 2185
Chr23 12129077 G T Chr23_12129077_G_TG_T SNP 16794.63 31 17 8 13 17 18 28 18 14 16 19 9 18 9 31 17 8 13 17 18 28 18 14 16 19 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950693protein_codingNA c.*3258C>A NA NA NA NA 2185
Chr23 12129077 G T Chr23_12129077_G_TG_T SNP 16794.63 31 17 8 13 17 18 28 18 14 16 19 9 18 9 31 17 8 13 17 18 28 18 14 16 19 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950691protein_codingNA c.*3258C>A NA NA NA NA 2185
Chr23 12129077 G T Chr23_12129077_G_TG_T SNP 16794.63 31 17 8 13 17 18 28 18 14 16 19 9 18 9 31 17 8 13 17 18 28 18 14 16 19 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950690protein_codingNA c.*3258C>A NA NA NA NA 2185
Chr23 12129077 G T Chr23_12129077_G_TG_T SNP 16794.63 31 17 8 13 17 18 28 18 14 16 19 9 18 9 31 17 8 13 17 18 28 18 14 16 19 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950689protein_codingNA c.*3258C>A NA NA NA NA 2185
Chr23 12129077 G T Chr23_12129077_G_TG_T SNP 16794.63 31 17 8 13 17 18 28 18 14 16 19 9 18 9 31 17 8 13 17 18 28 18 14 16 19 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950692protein_codingNA c.*3258C>A NA NA NA NA 2335
Chr23 12129077 G T Chr23_12129077_G_TG_T SNP 16794.63 31 17 8 13 17 18 28 18 14 16 19 9 18 9 31 17 8 13 17 18 28 18 14 16 19 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_18360-Pp3c23_18370Pp3c23_18360-Pp3c23_18370intergenic_regionPp3c23_18360-Pp3c23_18370NA NA n.12129077G>TNA NA NA NA NA
Chr23 12129080 G T Chr23_12129080_G_TG_T SNP 16819.63 31 16 9 11 17 18 29 18 13 14 19 9 19 10 31 16 9 11 17 18 29 18 13 14 19 9 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950688protein_codingNA c.*3255C>A NA NA NA NA 2182
Chr23 12129080 G T Chr23_12129080_G_TG_T SNP 16819.63 31 16 9 11 17 18 29 18 13 14 19 9 19 10 31 16 9 11 17 18 29 18 13 14 19 9 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950693protein_codingNA c.*3255C>A NA NA NA NA 2182
Chr23 12129080 G T Chr23_12129080_G_TG_T SNP 16819.63 31 16 9 11 17 18 29 18 13 14 19 9 19 10 31 16 9 11 17 18 29 18 13 14 19 9 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950691protein_codingNA c.*3255C>A NA NA NA NA 2182
Chr23 12129080 G T Chr23_12129080_G_TG_T SNP 16819.63 31 16 9 11 17 18 29 18 13 14 19 9 19 10 31 16 9 11 17 18 29 18 13 14 19 9 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950690protein_codingNA c.*3255C>A NA NA NA NA 2182
Chr23 12129080 G T Chr23_12129080_G_TG_T SNP 16819.63 31 16 9 11 17 18 29 18 13 14 19 9 19 10 31 16 9 11 17 18 29 18 13 14 19 9 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950689protein_codingNA c.*3255C>A NA NA NA NA 2182
Chr23 12129080 G T Chr23_12129080_G_TG_T SNP 16819.63 31 16 9 11 17 18 29 18 13 14 19 9 19 10 31 16 9 11 17 18 29 18 13 14 19 9 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950692protein_codingNA c.*3255C>A NA NA NA NA 2332
Chr23 12129080 G T Chr23_12129080_G_TG_T SNP 16819.63 31 16 9 11 17 18 29 18 13 14 19 9 19 10 31 16 9 11 17 18 29 18 13 14 19 9 19 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_18360-Pp3c23_18370Pp3c23_18360-Pp3c23_18370intergenic_regionPp3c23_18360-Pp3c23_18370NA NA n.12129080G>TNA NA NA NA NA
Chr23 12129150 C A Chr23_12129150_C_AC_A SNP 12561.63 19 11 7 8 11 16 20 14 5 21 15 7 16 10 19 11 7 8 11 16 20 14 5 21 15 7 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950688protein_codingNA c.*3185G>T NA NA NA NA 2112
Chr23 12129150 C A Chr23_12129150_C_AC_A SNP 12561.63 19 11 7 8 11 16 20 14 5 21 15 7 16 10 19 11 7 8 11 16 20 14 5 21 15 7 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950693protein_codingNA c.*3185G>T NA NA NA NA 2112
Chr23 12129150 C A Chr23_12129150_C_AC_A SNP 12561.63 19 11 7 8 11 16 20 14 5 21 15 7 16 10 19 11 7 8 11 16 20 14 5 21 15 7 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950691protein_codingNA c.*3185G>T NA NA NA NA 2112
Chr23 12129150 C A Chr23_12129150_C_AC_A SNP 12561.63 19 11 7 8 11 16 20 14 5 21 15 7 16 10 19 11 7 8 11 16 20 14 5 21 15 7 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950690protein_codingNA c.*3185G>T NA NA NA NA 2112
Chr23 12129150 C A Chr23_12129150_C_AC_A SNP 12561.63 19 11 7 8 11 16 20 14 5 21 15 7 16 10 19 11 7 8 11 16 20 14 5 21 15 7 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950689protein_codingNA c.*3185G>T NA NA NA NA 2112
Chr23 12129150 C A Chr23_12129150_C_AC_A SNP 12561.63 19 11 7 8 11 16 20 14 5 21 15 7 16 10 19 11 7 8 11 16 20 14 5 21 15 7 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_18370Pp3c23_18370transcript PAC:32950692protein_codingNA c.*3185G>T NA NA NA NA 2262
Chr23 12129150 C A Chr23_12129150_C_AC_A SNP 12561.63 19 11 7 8 11 16 20 14 5 21 15 7 16 10 19 11 7 8 11 16 20 14 5 21 15 7 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_18360-Pp3c23_18370Pp3c23_18360-Pp3c23_18370intergenic_regionPp3c23_18360-Pp3c23_18370NA NA n.12129150C>ANA NA NA NA NA
Chr23 12190734 C A Chr23_12190734_C_AC_A SNP 19984.63 29 10 11 25 28 28 43 24 25 37 18 22 11 12 29 10 11 25 28 28 43 24 25 37 18 22 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_18440-Pp3c23_18480Pp3c23_18440-Pp3c23_18480intergenic_regionPp3c23_18440-Pp3c23_18480NA NA n.12190734C>ANA NA NA NA NA



Chr23 12244566 T G Chr23_12244566_T_GT_G SNP 15904.63 15 14 15 23 18 19 13 26 16 23 15 15 11 9 15 14 15 23 18 19 13 26 16 23 15 15 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_18480-Pp3c23_18510Pp3c23_18480-Pp3c23_18510intergenic_regionPp3c23_18480-Pp3c23_18510NA NA n.12244566T>GNA NA NA NA NA
Chr23 12250152 A AAAT Chr23_12250152_A_AAATA_AAAT INDEL 3065.93 0 0 0 0 0 0 0 0 11 14 11 6 9 6 20 13 9 19 19 17 25 14 11 14 11 6 9 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c23_18480-Pp3c23_18510Pp3c23_18480-Pp3c23_18510intergenic_regionPp3c23_18480-Pp3c23_18510NA NA n.12250152_12250153insAATNA NA NA NA NA
Chr23 12366739 G GAT Chr23_12366739_G_GATG_GAT INDEL 3161.24 0 0 0 15 18 11 31 19 1 2 0 1 2 0 16 8 19 15 19 12 32 19 16 15 10 11 9 5 0 0 0 1 0.947 0.917 0.969 1 0 0.133 0 0 0.222 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c23_18780Pp3c23_18780transcript PAC:32948794protein_codingNA c.*1665_*1666insATNA NA NA NA 999
Chr23 12366739 G GAT Chr23_12366739_G_GATG_GAT INDEL 3161.24 0 0 0 15 18 11 31 19 1 2 0 1 2 0 16 8 19 15 19 12 32 19 16 15 10 11 9 5 0 0 0 1 0.947 0.917 0.969 1 0 0.133 0 0 0.222 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c23_18780Pp3c23_18780transcript PAC:32948795protein_codingNA c.*1665_*1666insATNA NA NA NA 999
Chr23 12366739 G GAT Chr23_12366739_G_GATG_GAT INDEL 3161.24 0 0 0 15 18 11 31 19 1 2 0 1 2 0 16 8 19 15 19 12 32 19 16 15 10 11 9 5 0 0 0 1 0.947 0.917 0.969 1 0 0.133 0 0 0.222 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c23_18780Pp3c23_18780transcript PAC:32948797protein_codingNA c.*3263_*3264insATNA NA NA NA 999
Chr23 12366739 G GAT Chr23_12366739_G_GATG_GAT INDEL 3161.24 0 0 0 15 18 11 31 19 1 2 0 1 2 0 16 8 19 15 19 12 32 19 16 15 10 11 9 5 0 0 0 1 0.947 0.917 0.969 1 0 0.133 0 0 0.222 0 0 5 5 2 0 5 0 downstream_gene_variantMODIFIER Pp3c23_18780Pp3c23_18780transcript PAC:32948796protein_codingNA c.*1665_*1666insATNA NA NA NA 1577
Chr23 12366739 G GAT Chr23_12366739_G_GATG_GAT INDEL 3161.24 0 0 0 15 18 11 31 19 1 2 0 1 2 0 16 8 19 15 19 12 32 19 16 15 10 11 9 5 0 0 0 1 0.947 0.917 0.969 1 0 0.133 0 0 0.222 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c23_18780-Pp3c23_18800Pp3c23_18780-Pp3c23_18800intergenic_regionPp3c23_18780-Pp3c23_18800NA NA n.12366739_12366740insATNA NA NA NA NA
Chr23 12452127 T TTA Chr23_12452127_T_TTAT_TTA INDEL 2314.24 0 0 0 13 10 12 21 17 0 1 1 1 1 0 15 6 18 13 10 12 21 18 13 15 5 10 4 8 0 0 0 1 1 1 1 0.944 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_19020Pp3c23_19020transcript PAC:32951130protein_codingNA c.-4924_-4923insTANA NA NA NA 4924
Chr23 12452127 T TTA Chr23_12452127_T_TTAT_TTA INDEL 2314.24 0 0 0 13 10 12 21 17 0 1 1 1 1 0 15 6 18 13 10 12 21 18 13 15 5 10 4 8 0 0 0 1 1 1 1 0.944 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_19050Pp3c23_19050transcript PAC:32949842protein_codingNA c.-2182_-2181insTANA NA NA NA 1835
Chr23 12452127 T TTA Chr23_12452127_T_TTAT_TTA INDEL 2314.24 0 0 0 13 10 12 21 17 0 1 1 1 1 0 15 6 18 13 10 12 21 18 13 15 5 10 4 8 0 0 0 1 1 1 1 0.944 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_19020Pp3c23_19020transcript PAC:32951131protein_codingNA c.-4924_-4923insTANA NA NA NA 4867
Chr23 12452127 T TTA Chr23_12452127_T_TTAT_TTA INDEL 2314.24 0 0 0 13 10 12 21 17 0 1 1 1 1 0 15 6 18 13 10 12 21 18 13 15 5 10 4 8 0 0 0 1 1 1 1 0.944 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_19050Pp3c23_19050transcript PAC:32949843protein_codingNA c.-2182_-2181insTANA NA NA NA 1810
Chr23 12452127 T TTA Chr23_12452127_T_TTAT_TTA INDEL 2314.24 0 0 0 13 10 12 21 17 0 1 1 1 1 0 15 6 18 13 10 12 21 18 13 15 5 10 4 8 0 0 0 1 1 1 1 0.944 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c23_19050Pp3c23_19050transcript PAC:32949844protein_codingNA c.-2182_-2181insTANA NA NA NA 1826
Chr23 12452127 T TTA Chr23_12452127_T_TTAT_TTA INDEL 2314.24 0 0 0 13 10 12 21 17 0 1 1 1 1 0 15 6 18 13 10 12 21 18 13 15 5 10 4 8 0 0 0 1 1 1 1 0.944 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_19030Pp3c23_19030transcript PAC:32949314protein_codingNA c.*1499_*1500insTANA NA NA NA 1342
Chr23 12452127 T TTA Chr23_12452127_T_TTAT_TTA INDEL 2314.24 0 0 0 13 10 12 21 17 0 1 1 1 1 0 15 6 18 13 10 12 21 18 13 15 5 10 4 8 0 0 0 1 1 1 1 0.944 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_19060Pp3c23_19060transcript PAC:32950966protein_codingNA c.*4514_*4515insTANA NA NA NA 3739
Chr23 12452127 T TTA Chr23_12452127_T_TTAT_TTA INDEL 2314.24 0 0 0 13 10 12 21 17 0 1 1 1 1 0 15 6 18 13 10 12 21 18 13 15 5 10 4 8 0 0 0 1 1 1 1 0.944 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_19030Pp3c23_19030transcript PAC:32949315protein_codingNA c.*1499_*1500insTANA NA NA NA 1343
Chr23 12452127 T TTA Chr23_12452127_T_TTAT_TTA INDEL 2314.24 0 0 0 13 10 12 21 17 0 1 1 1 1 0 15 6 18 13 10 12 21 18 13 15 5 10 4 8 0 0 0 1 1 1 1 0.944 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c23_19060Pp3c23_19060transcript PAC:32950967protein_codingNA c.*4514_*4515insTANA NA NA NA 4494
Chr23 12452127 T TTA Chr23_12452127_T_TTAT_TTA INDEL 2314.24 0 0 0 13 10 12 21 17 0 1 1 1 1 0 15 6 18 13 10 12 21 18 13 15 5 10 4 8 0 0 0 1 1 1 1 0.944 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_19030-Pp3c23_19050Pp3c23_19030-Pp3c23_19050intergenic_regionPp3c23_19030-Pp3c23_19050NA NA n.12452127_12452128insTANA NA NA NA NA
Chr23 12480321 C CAT Chr23_12480321_C_CATC_CAT INDEL 3761.24 11 4 7 0 0 1 0 0 10 8 4 9 6 4 11 4 8 16 15 20 25 19 11 8 4 9 6 4 1 1 0.875 0 0 0 0 0 0.909 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c23_19100Pp3c23_19100transcript PAC:32950884protein_codingNA c.-1780_-1779insATNA NA NA NA 945
Chr23 12480321 C CAT Chr23_12480321_C_CATC_CAT INDEL 3761.24 11 4 7 0 0 1 0 0 10 8 4 9 6 4 11 4 8 16 15 20 25 19 11 8 4 9 6 4 1 1 0.875 0 0 0 0 0 0.909 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c23_19120Pp3c23_19120transcript PAC:32950382protein_codingNA c.-4555_-4554insATNA NA NA NA 4554
Chr23 12480321 C CAT Chr23_12480321_C_CATC_CAT INDEL 3761.24 11 4 7 0 0 1 0 0 10 8 4 9 6 4 11 4 8 16 15 20 25 19 11 8 4 9 6 4 1 1 0.875 0 0 0 0 0 0.909 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c23_19100Pp3c23_19100transcript PAC:32950885protein_codingNA c.-1780_-1779insATNA NA NA NA 945
Chr23 12480321 C CAT Chr23_12480321_C_CATC_CAT INDEL 3761.24 11 4 7 0 0 1 0 0 10 8 4 9 6 4 11 4 8 16 15 20 25 19 11 8 4 9 6 4 1 1 0.875 0 0 0 0 0 0.909 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c23_19070-Pp3c23_19100Pp3c23_19070-Pp3c23_19100intergenic_regionPp3c23_19070-Pp3c23_19100NA NA n.12480321_12480322insATNA NA NA NA NA
Chr23 12973270 T TA Chr23_12973270_T_TAT_TA INDEL 6924.59 14 7 7 7 9 15 6 13 11 15 5 5 11 7 14 7 7 7 9 15 6 13 11 15 5 5 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_19840-Pp3c23_19910Pp3c23_19840-Pp3c23_19910intergenic_regionPp3c23_19840-Pp3c23_19910NA NA n.12973270_12973271insANA NA NA NA NA
Chr23 13262093 A AT Chr23_13262093_A_ATA_AT INDEL 16927.59 32 15 17 18 30 28 40 22 34 23 20 18 6 15 32 15 17 18 30 28 40 22 34 23 20 18 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_20250Pp3c23_20250transcript PAC:32949213protein_codingNA c.-4005_-4004insTNA NA NA NA 4004
Chr23 13262093 A AT Chr23_13262093_A_ATA_AT INDEL 16927.59 32 15 17 18 30 28 40 22 34 23 20 18 6 15 32 15 17 18 30 28 40 22 34 23 20 18 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_20240Pp3c23_20240transcript PAC:32948680protein_codingNA c.*5244_*5245insTNA NA NA NA 4303
Chr23 13262093 A AT Chr23_13262093_A_ATA_AT INDEL 16927.59 32 15 17 18 30 28 40 22 34 23 20 18 6 15 32 15 17 18 30 28 40 22 34 23 20 18 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_20240Pp3c23_20240transcript PAC:32948681protein_codingNA c.*5244_*5245insTNA NA NA NA 4775
Chr23 13262093 A AT Chr23_13262093_A_ATA_AT INDEL 16927.59 32 15 17 18 30 28 40 22 34 23 20 18 6 15 32 15 17 18 30 28 40 22 34 23 20 18 6 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_20240-Pp3c23_20250Pp3c23_20240-Pp3c23_20250intergenic_regionPp3c23_20240-Pp3c23_20250NA NA n.13262093_13262094insTNA NA NA NA NA
Chr23 13274532 G A Chr23_13274532_G_AG_A SNP 16229.63 31 10 16 31 30 19 29 17 15 17 5 8 6 10 31 10 16 31 31 19 29 17 15 17 5 8 6 10 1 1 1 1 0.968 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_20260Pp3c23_20260transcript PAC:32949798protein_coding 01-juil c.-47C>T NA NA NA NA 172
Chr23 13274532 G A Chr23_13274532_G_AG_A SNP 16229.63 31 10 16 31 30 19 29 17 15 17 5 8 6 10 31 10 16 31 31 19 29 17 15 17 5 8 6 10 1 1 1 1 0.968 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_20260Pp3c23_20260transcript PAC:32949801protein_coding 01-juin c.-172C>T NA NA NA NA 172
Chr23 13274532 G A Chr23_13274532_G_AG_A SNP 16229.63 31 10 16 31 30 19 29 17 15 17 5 8 6 10 31 10 16 31 31 19 29 17 15 17 5 8 6 10 1 1 1 1 0.968 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_20260Pp3c23_20260transcript PAC:32949799protein_coding 01-juil c.-47C>T NA NA NA NA 172
Chr23 13274532 G A Chr23_13274532_G_AG_A SNP 16229.63 31 10 16 31 30 19 29 17 15 17 5 8 6 10 31 10 16 31 31 19 29 17 15 17 5 8 6 10 1 1 1 1 0.968 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_20260Pp3c23_20260transcript PAC:32949800protein_coding 01-juin c.-172C>T NA NA NA NA 172
Chr23 13274532 G A Chr23_13274532_G_AG_A SNP 16229.63 31 10 16 31 30 19 29 17 15 17 5 8 6 10 31 10 16 31 31 19 29 17 15 17 5 8 6 10 1 1 1 1 0.968 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_20260Pp3c23_20260transcript PAC:32949802protein_coding 01-juin c.-11C>T NA NA NA NA 665
Chr23 13274532 G A Chr23_13274532_G_AG_A SNP 16229.63 31 10 16 31 30 19 29 17 15 17 5 8 6 10 31 10 16 31 31 19 29 17 15 17 5 8 6 10 1 1 1 1 0.968 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_20260Pp3c23_20260transcript PAC:32949803protein_coding 01-juin c.-26C>T NA NA NA NA 689
Chr23 13274532 G A Chr23_13274532_G_AG_A SNP 16229.63 31 10 16 31 30 19 29 17 15 17 5 8 6 10 31 10 16 31 31 19 29 17 15 17 5 8 6 10 1 1 1 1 0.968 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c23_20260Pp3c23_20260transcript PAC:32949804protein_coding 01-juil c.-47C>T NA NA NA NA 172
Chr23 13431661 G T Chr23_13431661_G_TG_T SNP 13240.63 15 19 14 8 17 23 25 15 16 29 14 13 11 13 16 19 14 8 17 23 25 15 16 29 14 13 11 13 0.938 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_20410-Pp3c23_20469Pp3c23_20410-Pp3c23_20469intergenic_regionPp3c23_20410-Pp3c23_20469NA NA n.13431661G>TNA NA NA NA NA
Chr23 13441809 T TA Chr23_13441809_T_TAT_TA INDEL 14957.59 29 9 16 22 22 19 17 14 25 22 20 22 11 10 29 9 16 22 22 19 17 14 25 22 20 22 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_20410-Pp3c23_20469Pp3c23_20410-Pp3c23_20469intergenic_regionPp3c23_20410-Pp3c23_20469NA NA n.13441809_13441810insANA NA NA NA NA
Chr23 13476168 A AAT Chr23_13476168_A_AATA_AAT INDEL 2494.24 2 0 0 10 7 22 18 13 1 0 0 0 0 0 22 11 9 10 7 22 18 13 11 4 11 12 5 7 0.091 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c23_20480Pp3c23_20480transcript PAC:32950779protein_codingNA c.*4783_*4784insATNA NA NA NA 4436
Chr23 13476168 A AAT Chr23_13476168_A_AATA_AAT INDEL 2494.24 2 0 0 10 7 22 18 13 1 0 0 0 0 0 22 11 9 10 7 22 18 13 11 4 11 12 5 7 0.091 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c23_20490Pp3c23_20490transcript PAC:32950108protein_codingNA c.*4023_*4024insATNA NA NA NA 4023
Chr23 13476168 A AAT Chr23_13476168_A_AATA_AAT INDEL 2494.24 2 0 0 10 7 22 18 13 1 0 0 0 0 0 22 11 9 10 7 22 18 13 11 4 11 12 5 7 0.091 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c23_20480Pp3c23_20480transcript PAC:32950780protein_codingNA c.*4783_*4784insATNA NA NA NA 4352
Chr23 13476168 A AAT Chr23_13476168_A_AATA_AAT INDEL 2494.24 2 0 0 10 7 22 18 13 1 0 0 0 0 0 22 11 9 10 7 22 18 13 11 4 11 12 5 7 0.091 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c23_20480-Pp3c23_20490Pp3c23_20480-Pp3c23_20490intergenic_regionPp3c23_20480-Pp3c23_20490NA NA n.13476168_13476169insATNA NA NA NA NA
Chr23 13534559 G C Chr23_13534559_G_CG_C SNP 13266.63 22 9 16 16 19 18 32 8 11 15 9 11 6 7 22 9 16 16 19 18 32 8 11 15 9 11 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_20550-Pp3c23_20580Pp3c23_20550-Pp3c23_20580intergenic_regionPp3c23_20550-Pp3c23_20580NA NA n.13534559G>CNA NA NA NA NA
Chr23 13535135 A T Chr23_13535135_A_TA_T SNP 13978.63 22 8 15 15 15 23 26 12 14 20 11 11 12 7 22 8 15 15 15 23 26 12 14 20 11 11 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_20550-Pp3c23_20580Pp3c23_20550-Pp3c23_20580intergenic_regionPp3c23_20550-Pp3c23_20580NA NA n.13535135A>TNA NA NA NA NA
Chr23 13535163 G C Chr23_13535163_G_CG_C SNP 14228.63 23 9 15 10 16 26 27 16 10 18 13 14 12 9 23 9 15 10 16 26 27 16 10 18 13 14 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_20550-Pp3c23_20580Pp3c23_20550-Pp3c23_20580intergenic_regionPp3c23_20550-Pp3c23_20580NA NA n.13535163G>CNA NA NA NA NA
Chr23 13535189 G C Chr23_13535189_G_CG_C SNP 14806.63 20 8 13 9 19 28 24 15 11 28 13 17 13 6 20 8 13 9 19 28 24 15 11 28 13 17 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_20550-Pp3c23_20580Pp3c23_20550-Pp3c23_20580intergenic_regionPp3c23_20550-Pp3c23_20580NA NA n.13535189G>CNA NA NA NA NA
Chr23 13535205 T A Chr23_13535205_T_AT_A SNP 14071.63 19 5 10 7 18 28 21 15 12 29 12 17 13 6 19 5 10 7 18 28 21 15 13 29 12 17 13 6 1 1 1 1 1 1 1 1 0.923 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_20550-Pp3c23_20580Pp3c23_20550-Pp3c23_20580intergenic_regionPp3c23_20550-Pp3c23_20580NA NA n.13535205T>ANA NA NA NA NA
Chr23 13566832 G T Chr23_13566832_G_TG_T SNP 6306.29 0 0 0 31 22 23 22 30 0 0 0 0 0 0 19 15 17 31 22 23 22 30 40 30 23 26 12 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_20550-Pp3c23_20580Pp3c23_20550-Pp3c23_20580intergenic_regionPp3c23_20550-Pp3c23_20580NA NA n.13566832G>TNA NA NA NA NA
Chr23 13598266 C A Chr23_13598266_C_AC_A SNP 3462.98 0 0 0 0 0 0 0 0 13 21 14 14 13 7 24 16 16 21 16 20 33 19 13 22 14 14 13 7 0 0 0 0 0 0 0 0 1 0.955 1 1 1 1 0 7 7 0 7 0 0 missense_variantMODERATE Pp3c23_20590Pp3c23_20590transcript PAC:32951132protein_coding 01-févr c.1493G>T p.Cys498Phe 1493/1857 1493/1857 498/618 NA
Chr23 13598266 C A Chr23_13598266_C_AC_A SNP 3462.98 0 0 0 0 0 0 0 0 13 21 14 14 13 7 24 16 16 21 16 20 33 19 13 22 14 14 13 7 0 0 0 0 0 0 0 0 1 0.955 1 1 1 1 0 7 7 0 7 0 0 missense_variantMODERATE Pp3c23_20590Pp3c23_20590transcript PAC:32951133protein_coding 02-mars c.1493G>T p.Cys498Phe 1783/2765 1493/1857 498/618 NA
Chr23 13598266 C A Chr23_13598266_C_AC_A SNP 3462.98 0 0 0 0 0 0 0 0 13 21 14 14 13 7 24 16 16 21 16 20 33 19 13 22 14 14 13 7 0 0 0 0 0 0 0 0 1 0.955 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c23_20590Pp3c23_20590transcript PAC:32951134protein_codingNA c.-1243G>T NA NA NA NA 1243
Chr23 13632305 G A Chr23_13632305_G_AG_A SNP 3064.98 0 0 0 0 0 0 0 0 18 12 17 7 5 11 14 11 8 18 12 11 21 16 18 12 17 7 5 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c23_20590-Pp3c23_20700Pp3c23_20590-Pp3c23_20700intergenic_regionPp3c23_20590-Pp3c23_20700NA NA n.13632305G>ANA NA NA NA NA
Chr23 13644797 G A Chr23_13644797_G_AG_A SNP 2596.39 31 22 9 0 0 0 0 0 0 0 0 0 0 0 31 22 9 23 31 32 25 29 33 37 14 24 15 15 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c23_20590-Pp3c23_20700Pp3c23_20590-Pp3c23_20700intergenic_regionPp3c23_20590-Pp3c23_20700NA NA n.13644797G>ANA NA NA NA NA
Chr23 13657640 G A Chr23_13657640_G_AG_A SNP 5560.29 0 0 0 13 17 24 25 27 0 0 0 0 0 0 24 16 14 13 17 24 25 27 17 9 7 19 8 8 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_20590-Pp3c23_20700Pp3c23_20590-Pp3c23_20700intergenic_regionPp3c23_20590-Pp3c23_20700NA NA n.13657640G>ANA NA NA NA NA
Chr23 14084515 G A Chr23_14084515_G_AG_A SNP 14871.63 14 15 8 21 15 27 18 28 24 14 23 18 5 10 14 15 8 21 15 27 18 28 24 14 23 18 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_21230Pp3c23_21230transcript PAC:32949223protein_codingNA c.-3444G>A NA NA NA NA 2474
Chr23 14084515 G A Chr23_14084515_G_AG_A SNP 14871.63 14 15 8 21 15 27 18 28 24 14 23 18 5 10 14 15 8 21 15 27 18 28 24 14 23 18 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_21230Pp3c23_21230transcript PAC:32949225protein_codingNA c.-3444G>A NA NA NA NA 1895
Chr23 14084515 G A Chr23_14084515_G_AG_A SNP 14871.63 14 15 8 21 15 27 18 28 24 14 23 18 5 10 14 15 8 21 15 27 18 28 24 14 23 18 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_21230Pp3c23_21230transcript PAC:32949226protein_codingNA c.-3444G>A NA NA NA NA 2000
Chr23 14084515 G A Chr23_14084515_G_AG_A SNP 14871.63 14 15 8 21 15 27 18 28 24 14 23 18 5 10 14 15 8 21 15 27 18 28 24 14 23 18 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_21230Pp3c23_21230transcript PAC:32949224protein_codingNA c.-3444G>A NA NA NA NA 2000
Chr23 14084515 G A Chr23_14084515_G_AG_A SNP 14871.63 14 15 8 21 15 27 18 28 24 14 23 18 5 10 14 15 8 21 15 27 18 28 24 14 23 18 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_21230Pp3c23_21230transcript PAC:32949228protein_codingNA c.-3444G>A NA NA NA NA 2278
Chr23 14084515 G A Chr23_14084515_G_AG_A SNP 14871.63 14 15 8 21 15 27 18 28 24 14 23 18 5 10 14 15 8 21 15 27 18 28 24 14 23 18 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c23_21230Pp3c23_21230transcript PAC:32949227protein_codingNA c.-3444G>A NA NA NA NA 2487
Chr23 14084515 G A Chr23_14084515_G_AG_A SNP 14871.63 14 15 8 21 15 27 18 28 24 14 23 18 5 10 14 15 8 21 15 27 18 28 24 14 23 18 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_21190-Pp3c23_21230Pp3c23_21190-Pp3c23_21230intergenic_regionPp3c23_21190-Pp3c23_21230NA NA n.14084515G>ANA NA NA NA NA
Chr23 14297198 T A Chr23_14297198_T_AT_A SNP 17123.63 17 13 22 20 17 30 16 19 21 12 18 16 9 6 17 13 22 20 17 30 16 19 21 12 18 16 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_21520-Pp3c23_21530Pp3c23_21520-Pp3c23_21530intergenic_regionPp3c23_21520-Pp3c23_21530NA NA n.14297198T>ANA NA NA NA NA
Chr23 14297264 T G Chr23_14297264_T_GT_G SNP 15751.63 12 11 17 18 12 30 14 16 18 10 15 16 11 4 12 11 17 18 12 30 14 16 18 10 15 16 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_21520-Pp3c23_21530Pp3c23_21520-Pp3c23_21530intergenic_regionPp3c23_21520-Pp3c23_21530NA NA n.14297264T>GNA NA NA NA NA
Chr23 14297267 C G Chr23_14297267_C_GC_G SNP 15589.63 12 13 16 18 12 31 12 15 18 11 14 16 11 4 12 13 16 18 12 31 12 15 18 11 14 16 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_21520-Pp3c23_21530Pp3c23_21520-Pp3c23_21530intergenic_regionPp3c23_21520-Pp3c23_21530NA NA n.14297267C>GNA NA NA NA NA
Chr23 14297315 T G Chr23_14297315_T_GT_G SNP 16961.63 20 13 12 25 11 28 20 14 22 14 16 15 14 4 20 13 12 25 11 28 20 14 22 14 16 15 14 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_21520-Pp3c23_21530Pp3c23_21520-Pp3c23_21530intergenic_regionPp3c23_21520-Pp3c23_21530NA NA n.14297315T>GNA NA NA NA NA
Chr23 14297338 C G Chr23_14297338_C_GC_G SNP 17483.63 18 15 11 20 16 29 16 12 23 18 19 14 18 4 18 15 11 20 16 29 16 12 23 18 19 14 18 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_21520-Pp3c23_21530Pp3c23_21520-Pp3c23_21530intergenic_regionPp3c23_21520-Pp3c23_21530NA NA n.14297338C>GNA NA NA NA NA
Chr23 14297395 C G Chr23_14297395_C_GC_G SNP 19462.63 22 12 12 23 22 29 24 20 21 26 18 7 12 10 22 12 12 23 22 29 24 20 21 26 18 7 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_21520-Pp3c23_21530Pp3c23_21520-Pp3c23_21530intergenic_regionPp3c23_21520-Pp3c23_21530NA NA n.14297395C>GNA NA NA NA NA
Chr23 14297397 AC A Chr23_14297397_AC_AAC_A INDEL 19453.59 23 12 13 23 22 29 24 20 21 26 18 7 13 10 23 12 13 23 22 29 24 20 21 26 18 7 13 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_21520-Pp3c23_21530Pp3c23_21520-Pp3c23_21530intergenic_regionPp3c23_21520-Pp3c23_21530NA NA n.14297398delCNA NA NA NA NA
Chr23 14437866 A AAGAG Chr23_14437866_A_AAGAGA_AAGAG INDEL 403.37 0 10 0 0 0 0 0 0 0 0 0 0 1 0 25 10 11 23 12 22 28 13 14 10 13 9 11 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c23_21770Pp3c23_21770transcript PAC:32949812protein_codingNA c.-2429_-2428insAGAGNA NA NA NA 2193
Chr23 14437866 A AAGAG Chr23_14437866_A_AAGAGA_AAGAG INDEL 403.37 0 10 0 0 0 0 0 0 0 0 0 0 1 0 25 10 11 23 12 22 28 13 14 10 13 9 11 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c23_21779Pp3c23_21779transcript PAC:32949782protein_codingNA c.-5223_-5222insAGAGNA NA NA NA 4877
Chr23 14437866 A AAGAG Chr23_14437866_A_AAGAGA_AAGAG INDEL 403.37 0 10 0 0 0 0 0 0 0 0 0 0 1 0 25 10 11 23 12 22 28 13 14 10 13 9 11 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 upstream_gene_variantMODIFIER Pp3c23_21770Pp3c23_21770transcript PAC:32949813protein_codingNA c.-2429_-2428insAGAGNA NA NA NA 1917
Chr23 14437866 A AAGAG Chr23_14437866_A_AAGAGA_AAGAG INDEL 403.37 0 10 0 0 0 0 0 0 0 0 0 0 1 0 25 10 11 23 12 22 28 13 14 10 13 9 11 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c23_21750Pp3c23_21750transcript PAC:32951063protein_codingNA c.*678_*679insAGAGNA NA NA NA 679
Chr23 14437866 A AAGAG Chr23_14437866_A_AAGAGA_AAGAG INDEL 403.37 0 10 0 0 0 0 0 0 0 0 0 0 1 0 25 10 11 23 12 22 28 13 14 10 13 9 11 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c23_21750Pp3c23_21750transcript PAC:32951064protein_codingNA c.*678_*679insAGAGNA NA NA NA 679
Chr23 14437866 A AAGAG Chr23_14437866_A_AAGAGA_AAGAG INDEL 403.37 0 10 0 0 0 0 0 0 0 0 0 0 1 0 25 10 11 23 12 22 28 13 14 10 13 9 11 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c23_21750-Pp3c23_21770Pp3c23_21750-Pp3c23_21770intergenic_regionPp3c23_21750-Pp3c23_21770NA NA n.14437866_14437867insAGAGNA NA NA NA NA
Chr23 14459812 T TTA Chr23_14459812_T_TTAT_TTA INDEL 1211.35 23 8 8 0 0 0 0 0 1 1 0 0 1 0 24 8 8 9 8 12 17 13 10 9 4 5 5 5 0.958 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c23_21800-Pp3c23_21830Pp3c23_21800-Pp3c23_21830intergenic_regionPp3c23_21800-Pp3c23_21830NA NA n.14459812_14459813insTANA NA NA NA NA
Chr23 14555555 G T Chr23_14555555_G_TG_T SNP 12032.63 16 4 8 23 12 19 15 16 23 18 14 11 5 8 16 4 8 23 12 19 15 16 23 18 14 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_22060Pp3c23_22060transcript PAC:32951180protein_codingNA c.*4295C>A NA NA NA NA 2489
Chr23 14555555 G T Chr23_14555555_G_TG_T SNP 12032.63 16 4 8 23 12 19 15 16 23 18 14 11 5 8 16 4 8 23 12 19 15 16 23 18 14 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_22060Pp3c23_22060transcript PAC:32951181protein_codingNA c.*4295C>A NA NA NA NA 2341
Chr23 14555555 G T Chr23_14555555_G_TG_T SNP 12032.63 16 4 8 23 12 19 15 16 23 18 14 11 5 8 16 4 8 23 12 19 15 16 23 18 14 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c23_22060Pp3c23_22060transcript PAC:32951182protein_codingNA c.*4295C>A NA NA NA NA 3038
Chr23 14555555 G T Chr23_14555555_G_TG_T SNP 12032.63 16 4 8 23 12 19 15 16 23 18 14 11 5 8 16 4 8 23 12 19 15 16 23 18 14 11 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_22050-Pp3c23_22060Pp3c23_22050-Pp3c23_22060intergenic_regionPp3c23_22050-Pp3c23_22060NA NA n.14555555G>TNA NA NA NA NA
Chr23 14658549 A AAT Chr23_14658549_A_AATA_AAT INDEL 2263.24 0 1 0 10 8 16 14 16 0 0 0 0 0 0 28 11 17 10 8 16 14 17 10 13 7 13 5 7 0 0 0 1 1 1 1 0.941 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c23_22110-Pp3c23_22130Pp3c23_22110-Pp3c23_22130intergenic_regionPp3c23_22110-Pp3c23_22130NA NA n.14658549_14658550insATNA NA NA NA NA
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c23_22190Pp3c23_22190transcript PAC:32949747protein_codingNA c.-1684_-1683insATNA NA NA NA 1494
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c23_22190Pp3c23_22190transcript PAC:32949750protein_codingNA c.-2906_-2905insATNA NA NA NA 1518
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c23_22190Pp3c23_22190transcript PAC:32949748protein_codingNA c.-1684_-1683insATNA NA NA NA 1518
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c23_22190Pp3c23_22190transcript PAC:32949749protein_codingNA c.-2269_-2268insATNA NA NA NA 1518
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c23_22190Pp3c23_22190transcript PAC:32949751protein_codingNA c.-2906_-2905insATNA NA NA NA 1518
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c23_22180Pp3c23_22180transcript PAC:32949695protein_codingNA c.*4137_*4138insATNA NA NA NA 3909
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c23_22200Pp3c23_22200transcript PAC:32950887protein_codingNA c.*2461_*2462insATNA NA NA NA 1999
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c23_22180Pp3c23_22180transcript PAC:32949696protein_codingNA c.*4137_*4138insATNA NA NA NA 3910
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c23_22200Pp3c23_22200transcript PAC:32950889protein_codingNA c.*2461_*2462insATNA NA NA NA 1999
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c23_22200Pp3c23_22200transcript PAC:32950890protein_codingNA c.*2461_*2462insATNA NA NA NA 1999
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c23_22200Pp3c23_22200transcript PAC:32950891protein_codingNA c.*2461_*2462insATNA NA NA NA 1999
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c23_22200Pp3c23_22200transcript PAC:32950888protein_codingNA c.*2461_*2462insATNA NA NA NA 2044
Chr23 14723556 C CAT Chr23_14723556_C_CATC_CAT INDEL 1207.35 26 13 6 0 0 0 0 0 2 0 0 1 0 1 27 13 6 18 9 14 19 12 15 10 5 15 6 5 0.963 1 1 0 0 0 0 0 0.133 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c23_22190-Pp3c23_22200Pp3c23_22190-Pp3c23_22200intergenic_regionPp3c23_22190-Pp3c23_22200NA NA n.14723556_14723557insATNA NA NA NA NA
Chr23 14799868 A C Chr23_14799868_A_CA_C SNP 18222.63 30 9 22 11 19 24 34 25 22 23 17 21 11 13 30 9 22 11 19 24 34 25 22 23 17 21 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_22290-Pp3c23_22310Pp3c23_22290-Pp3c23_22310intergenic_regionPp3c23_22290-Pp3c23_22310NA NA n.14799868A>CNA NA NA NA NA
Chr23 14957468 A AT Chr23_14957468_A_ATA_AT INDEL 11008.59 16 16 12 20 21 22 27 11 31 22 14 17 10 10 16 16 12 20 21 22 27 11 31 22 14 17 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c23_22450-Pp3c23_22490Pp3c23_22450-Pp3c23_22490intergenic_regionPp3c23_22450-Pp3c23_22490NA NA n.14957468_14957469insTNA NA NA NA NA
Chr23 15077096 C T Chr23_15077096_C_TC_T SNP 1764.39 27 9 9 0 0 0 0 0 0 0 0 0 0 0 27 9 9 22 21 24 20 22 13 12 17 17 11 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c23_22550-Pp3c23_22690Pp3c23_22550-Pp3c23_22690intergenic_regionPp3c23_22550-Pp3c23_22690NA NA n.15077096C>TNA NA NA NA NA
Chr24 3486 G GT Chr24_3486_G_GTG_GT INDEL 13743.59 21 11 21 27 17 21 23 21 11 15 8 9 11 6 21 11 21 27 17 21 23 21 11 15 8 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_10 Pp3c24_10 transcript PAC:32908809protein_codingNA c.*3186_*3187insANA NA NA NA 2620
Chr24 3486 G GT Chr24_3486_G_GTG_GT INDEL 13743.59 21 11 21 27 17 21 23 21 11 15 8 9 11 6 21 11 21 27 17 21 23 21 11 15 8 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_10 Pp3c24_10 transcript PAC:32908810protein_codingNA c.*3186_*3187insANA NA NA NA 2664
Chr24 3486 G GT Chr24_3486_G_GTG_GT INDEL 13743.59 21 11 21 27 17 21 23 21 11 15 8 9 11 6 21 11 21 27 17 21 23 21 11 15 8 9 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c24_10CHR_START-Pp3c24_10intergenic_regionCHR_START-Pp3c24_10NA NA n.3486_3487insTNA NA NA NA NA
Chr24 3612 TG T Chr24_3612_TG_TTG_T INDEL 16000.59 31 10 27 32 10 21 23 27 17 22 9 19 11 11 31 10 27 32 10 21 23 27 17 22 9 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_10 Pp3c24_10 transcript PAC:32908809protein_codingNA c.*3060delC NA NA NA NA 2494
Chr24 3612 TG T Chr24_3612_TG_TTG_T INDEL 16000.59 31 10 27 32 10 21 23 27 17 22 9 19 11 11 31 10 27 32 10 21 23 27 17 22 9 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_10 Pp3c24_10 transcript PAC:32908810protein_codingNA c.*3060delC NA NA NA NA 2538
Chr24 3612 TG T Chr24_3612_TG_TTG_T INDEL 16000.59 31 10 27 32 10 21 23 27 17 22 9 19 11 11 31 10 27 32 10 21 23 27 17 22 9 19 11 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c24_10CHR_START-Pp3c24_10intergenic_regionCHR_START-Pp3c24_10NA NA n.3613delG NA NA NA NA NA
Chr24 10459 C CA Chr24_10459_C_CAC_CA INDEL 13125.59 14 13 10 18 14 22 26 26 19 20 19 12 5 11 14 13 10 18 14 22 26 26 19 20 19 12 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c24_20 Pp3c24_20 transcript PAC:32910449protein_coding 07-juil c.*278dupT NA NA NA NA 278
Chr24 10459 C CA Chr24_10459_C_CAC_CA INDEL 13125.59 14 13 10 18 14 22 26 26 19 20 19 12 5 11 14 13 10 18 14 22 26 26 19 20 19 12 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c24_20 Pp3c24_20 transcript PAC:32910450protein_coding 07-juil c.*278dupT NA NA NA NA 278
Chr24 10459 C CA Chr24_10459_C_CAC_CA INDEL 13125.59 14 13 10 18 14 22 26 26 19 20 19 12 5 11 14 13 10 18 14 22 26 26 19 20 19 12 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_10 Pp3c24_10 transcript PAC:32908809protein_codingNA c.-1415dupT NA NA NA NA 1283
Chr24 10459 C CA Chr24_10459_C_CAC_CA INDEL 13125.59 14 13 10 18 14 22 26 26 19 20 19 12 5 11 14 13 10 18 14 22 26 26 19 20 19 12 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_10 Pp3c24_10 transcript PAC:32908810protein_codingNA c.-1415dupT NA NA NA NA 1286
Chr24 10459 C CA Chr24_10459_C_CAC_CA INDEL 13125.59 14 13 10 18 14 22 26 26 19 20 19 12 5 11 14 13 10 18 14 22 26 26 19 20 19 12 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_30 Pp3c24_30 transcript PAC:32909447protein_codingNA c.*5333dupT NA NA NA NA 4175
Chr24 10459 C CA Chr24_10459_C_CAC_CA INDEL 13125.59 14 13 10 18 14 22 26 26 19 20 19 12 5 11 14 13 10 18 14 22 26 26 19 20 19 12 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_30 Pp3c24_30 transcript PAC:32909448protein_codingNA c.*6226dupT NA NA NA NA 4280
Chr24 68271 T C Chr24_68271_T_CT_C SNP 14890.63 26 9 12 17 19 25 26 17 17 18 13 5 8 10 26 9 12 17 19 25 26 17 17 18 13 5 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c24_130 Pp3c24_130 transcript PAC:32910343protein_coding 04-avr c.*336T>C NA NA NA NA 336
Chr24 68271 T C Chr24_68271_T_CT_C SNP 14890.63 26 9 12 17 19 25 26 17 17 18 13 5 8 10 26 9 12 17 19 25 26 17 17 18 13 5 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c24_130 Pp3c24_130 transcript PAC:32910344protein_coding 04-mai c.*336T>C NA NA NA NA 336
Chr24 68271 T C Chr24_68271_T_CT_C SNP 14890.63 26 9 12 17 19 25 26 17 17 18 13 5 8 10 26 9 12 17 19 25 26 17 17 18 13 5 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c24_130 Pp3c24_130 transcript PAC:32910345protein_coding 04-avr c.*336T>C NA NA NA NA 336
Chr24 68271 T C Chr24_68271_T_CT_C SNP 14890.63 26 9 12 17 19 25 26 17 17 18 13 5 8 10 26 9 12 17 19 25 26 17 17 18 13 5 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_120 Pp3c24_120 transcript PAC:32908834protein_codingNA c.*2281T>C NA NA NA NA 2281
Chr24 126473 G GT Chr24_126473_G_GTG_GT INDEL 8950.59 6 10 13 15 14 17 15 18 8 11 15 9 8 7 6 10 13 15 14 17 15 18 8 11 15 9 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_270-Pp3c24_290Pp3c24_270-Pp3c24_290intergenic_regionPp3c24_270-Pp3c24_290NA NA n.126473_126474insTNA NA NA NA NA
Chr24 179641 C T Chr24_179641_C_TC_T SNP 3923.98 0 0 0 0 0 0 0 0 19 23 7 19 10 12 33 18 9 25 17 26 32 20 19 23 7 19 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_330 Pp3c24_330 transcript PAC:32910107protein_codingNA c.-4315G>A NA NA NA NA 3469
Chr24 179641 C T Chr24_179641_C_TC_T SNP 3923.98 0 0 0 0 0 0 0 0 19 23 7 19 10 12 33 18 9 25 17 26 32 20 19 23 7 19 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_330 Pp3c24_330 transcript PAC:32910108protein_codingNA c.-4315G>A NA NA NA NA 3460
Chr24 179641 C T Chr24_179641_C_TC_T SNP 3923.98 0 0 0 0 0 0 0 0 19 23 7 19 10 12 33 18 9 25 17 26 32 20 19 23 7 19 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_330 Pp3c24_330 transcript PAC:32910109protein_codingNA c.-4315G>A NA NA NA NA 3460
Chr24 179641 C T Chr24_179641_C_TC_T SNP 3923.98 0 0 0 0 0 0 0 0 19 23 7 19 10 12 33 18 9 25 17 26 32 20 19 23 7 19 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_330 Pp3c24_330 transcript PAC:32910110protein_codingNA c.-4315G>A NA NA NA NA 3460
Chr24 179641 C T Chr24_179641_C_TC_T SNP 3923.98 0 0 0 0 0 0 0 0 19 23 7 19 10 12 33 18 9 25 17 26 32 20 19 23 7 19 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_330 Pp3c24_330 transcript PAC:32910111protein_codingNA c.-4315G>A NA NA NA NA 3460
Chr24 179641 C T Chr24_179641_C_TC_T SNP 3923.98 0 0 0 0 0 0 0 0 19 23 7 19 10 12 33 18 9 25 17 26 32 20 19 23 7 19 10 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c24_330-Pp3c24_420Pp3c24_330-Pp3c24_420intergenic_regionPp3c24_330-Pp3c24_420NA NA n.179641C>T NA NA NA NA NA
Chr24 339724 G A Chr24_339724_G_AG_A SNP 5881.29 0 0 0 31 15 37 25 17 0 0 0 0 0 0 34 12 17 31 15 37 25 17 19 13 12 24 9 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c24_520-Pp3c24_590Pp3c24_520-Pp3c24_590intergenic_regionPp3c24_520-Pp3c24_590NA NA n.339724G>ANA NA NA NA NA
Chr24 406906 A AAT Chr24_406906_A_AATA_AAT INDEL 558.37 0 1 0 0 0 18 0 0 0 0 0 0 0 0 34 16 16 18 13 18 26 13 21 22 18 12 9 9 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c24_690 Pp3c24_690 transcript PAC:32908970protein_codingNA c.-4534_-4533insATNA NA NA NA 3165
Chr24 406906 A AAT Chr24_406906_A_AATA_AAT INDEL 558.37 0 1 0 0 0 18 0 0 0 0 0 0 0 0 34 16 16 18 13 18 26 13 21 22 18 12 9 9 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c24_690 Pp3c24_690 transcript PAC:32908971protein_codingNA c.-4534_-4533insATNA NA NA NA 3162
Chr24 406906 A AAT Chr24_406906_A_AATA_AAT INDEL 558.37 0 1 0 0 0 18 0 0 0 0 0 0 0 0 34 16 16 18 13 18 26 13 21 22 18 12 9 9 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c24_690 Pp3c24_690 transcript PAC:32908972protein_codingNA c.-4534_-4533insATNA NA NA NA 3162
Chr24 406906 A AAT Chr24_406906_A_AATA_AAT INDEL 558.37 0 1 0 0 0 18 0 0 0 0 0 0 0 0 34 16 16 18 13 18 26 13 21 22 18 12 9 9 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c24_690 Pp3c24_690 transcript PAC:32908973protein_codingNA c.-4534_-4533insATNA NA NA NA 3162
Chr24 406906 A AAT Chr24_406906_A_AATA_AAT INDEL 558.37 0 1 0 0 0 18 0 0 0 0 0 0 0 0 34 16 16 18 13 18 26 13 21 22 18 12 9 9 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c24_600-Pp3c24_690Pp3c24_600-Pp3c24_690intergenic_regionPp3c24_600-Pp3c24_690NA NA n.406906_406907insATNA NA NA NA NA
Chr24 431887 TG T Chr24_431887_TG_TTG_T INDEL 19077.59 41 15 17 25 19 46 29 18 19 29 13 11 15 9 41 15 17 25 19 46 29 18 19 29 13 11 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_720-Pp3c24_730Pp3c24_720-Pp3c24_730intergenic_regionPp3c24_720-Pp3c24_730NA NA n.431888delGNA NA NA NA NA
Chr24 462509 C T Chr24_462509_C_TC_T SNP 10420.63 24 10 13 15 14 14 13 11 15 13 10 5 8 5 24 10 13 15 14 14 13 11 16 13 10 5 8 5 1 1 1 1 1 1 1 1 0.938 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_730-Pp3c24_790Pp3c24_730-Pp3c24_790intergenic_regionPp3c24_730-Pp3c24_790NA NA n.462509C>T NA NA NA NA NA
Chr24 501261 C T Chr24_501261_C_TC_T SNP 13015.29 30 23 20 0 0 0 0 0 20 24 10 17 11 17 30 23 20 21 25 22 29 19 20 24 10 17 11 17 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c24_730-Pp3c24_790Pp3c24_730-Pp3c24_790intergenic_regionPp3c24_730-Pp3c24_790NA NA n.501261C>T NA NA NA NA NA
Chr24 571473 C A Chr24_571473_C_AC_A SNP 19438.63 22 19 19 30 22 37 15 22 28 27 20 21 6 9 22 19 19 30 22 37 15 22 28 27 20 21 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_840-Pp3c24_850Pp3c24_840-Pp3c24_850intergenic_regionPp3c24_840-Pp3c24_850NA NA n.571473C>ANA NA NA NA NA
Chr24 571527 G T Chr24_571527_G_TG_T SNP 21075.63 22 17 18 35 23 37 16 23 35 30 14 21 9 9 22 17 18 35 23 37 16 23 35 30 14 21 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_840-Pp3c24_850Pp3c24_840-Pp3c24_850intergenic_regionPp3c24_840-Pp3c24_850NA NA n.571527G>TNA NA NA NA NA
Chr24 574145 G T Chr24_574145_G_TG_T SNP 19910.63 30 13 12 19 27 29 22 29 21 31 21 14 16 14 30 13 12 19 27 29 22 29 21 31 21 14 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_850 Pp3c24_850 transcript PAC:32909387protein_codingNA c.-2645G>T NA NA NA NA 2645
Chr24 574145 G T Chr24_574145_G_TG_T SNP 19910.63 30 13 12 19 27 29 22 29 21 31 21 14 16 14 30 13 12 19 27 29 22 29 21 31 21 14 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_850 Pp3c24_850 transcript PAC:32909388protein_codingNA c.-2645G>T NA NA NA NA 2645
Chr24 574145 G T Chr24_574145_G_TG_T SNP 19910.63 30 13 12 19 27 29 22 29 21 31 21 14 16 14 30 13 12 19 27 29 22 29 21 31 21 14 16 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_840-Pp3c24_850Pp3c24_840-Pp3c24_850intergenic_regionPp3c24_840-Pp3c24_850NA NA n.574145G>TNA NA NA NA NA
Chr24 574261 A AT Chr24_574261_A_ATA_AT INDEL 13917.59 16 14 9 20 19 22 25 26 22 30 17 22 13 12 16 14 9 20 19 22 25 26 22 30 17 22 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_850 Pp3c24_850 transcript PAC:32909387protein_codingNA c.-2529_-2528insTNA NA NA NA 2528
Chr24 574261 A AT Chr24_574261_A_ATA_AT INDEL 13917.59 16 14 9 20 19 22 25 26 22 30 17 22 13 12 16 14 9 20 19 22 25 26 22 30 17 22 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_850 Pp3c24_850 transcript PAC:32909388protein_codingNA c.-2529_-2528insTNA NA NA NA 2528
Chr24 574261 A AT Chr24_574261_A_ATA_AT INDEL 13917.59 16 14 9 20 19 22 25 26 22 30 17 22 13 12 16 14 9 20 19 22 25 26 22 30 17 22 13 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_840-Pp3c24_850Pp3c24_840-Pp3c24_850intergenic_regionPp3c24_840-Pp3c24_850NA NA n.574261_574262insTNA NA NA NA NA
Chr24 584038 C G Chr24_584038_C_GC_G SNP 14322.63 22 8 18 22 14 13 6 14 20 15 15 11 8 13 22 8 18 22 14 13 6 14 20 15 15 11 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_850-Pp3c24_890Pp3c24_850-Pp3c24_890intergenic_regionPp3c24_850-Pp3c24_890NA NA n.584038C>GNA NA NA NA NA
Chr24 584040 A AT Chr24_584040_A_ATA_AT INDEL 15393.59 22 8 18 22 14 13 7 15 20 15 16 11 8 13 22 8 18 22 14 13 7 15 20 15 16 11 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_850-Pp3c24_890Pp3c24_850-Pp3c24_890intergenic_regionPp3c24_850-Pp3c24_890NA NA n.584040_584041insTNA NA NA NA NA
Chr24 584041 G GCCCTTT Chr24_584041_G_GCCCTTTG_GCCCTTT INDEL 15402.59 22 8 18 22 13 13 7 15 20 14 15 10 7 13 22 8 18 22 13 13 7 15 20 14 15 10 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_850-Pp3c24_890Pp3c24_850-Pp3c24_890intergenic_regionPp3c24_850-Pp3c24_890NA NA n.584041_584042insCCCTTTNA NA NA NA NA
Chr24 584044 A AG Chr24_584044_A_AGA_AG INDEL 14861.59 23 8 19 22 12 15 7 12 23 13 15 10 6 9 23 8 19 22 12 15 7 12 23 13 15 10 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_850-Pp3c24_890Pp3c24_850-Pp3c24_890intergenic_regionPp3c24_850-Pp3c24_890NA NA n.584044_584045insGNA NA NA NA NA
Chr24 584046 TTTAC T Chr24_584046_TTTAC_TTTTAC_T INDEL 14366.59 24 9 19 22 12 15 7 12 24 12 15 10 6 8 24 9 19 22 12 15 7 12 24 12 15 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_850-Pp3c24_890Pp3c24_850-Pp3c24_890intergenic_regionPp3c24_850-Pp3c24_890NA NA n.584047_584050delTTACNA NA NA NA NA
Chr24 584053 ACAGGG A Chr24_584053_ACAGGG_AACAGGG_A INDEL 14091.59 24 9 19 22 11 15 7 12 24 12 14 10 6 8 24 9 19 22 11 15 7 12 24 12 14 10 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_850-Pp3c24_890Pp3c24_850-Pp3c24_890intergenic_regionPp3c24_850-Pp3c24_890NA NA n.584054_584058delCAGGGNA NA NA NA NA
Chr24 584060 C T Chr24_584060_C_TC_T SNP 14086.63 25 9 19 22 11 17 7 13 23 11 14 9 6 9 25 9 19 22 11 17 7 13 23 11 14 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_850-Pp3c24_890Pp3c24_850-Pp3c24_890intergenic_regionPp3c24_850-Pp3c24_890NA NA n.584060C>T NA NA NA NA NA
Chr24 584062 A T Chr24_584062_A_TA_T SNP 13906.63 25 9 19 22 10 20 7 12 23 12 15 9 6 9 25 9 19 22 10 20 7 12 23 12 15 9 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_850-Pp3c24_890Pp3c24_850-Pp3c24_890intergenic_regionPp3c24_850-Pp3c24_890NA NA n.584062A>TNA NA NA NA NA
Chr24 627494 A T Chr24_627494_A_TA_T SNP 12119.63 43 19 13 16 12 23 25 16 9 8 13 15 4 6 43 19 13 16 12 23 25 16 9 8 13 15 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_950 Pp3c24_950 transcript PAC:32909796protein_codingNA c.-4053A>T NA NA NA NA 3715
Chr24 627494 A T Chr24_627494_A_TA_T SNP 12119.63 43 19 13 16 12 23 25 16 9 8 13 15 4 6 43 19 13 16 12 23 25 16 9 8 13 15 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_950 Pp3c24_950 transcript PAC:32909797protein_codingNA c.-4053A>T NA NA NA NA 3601
Chr24 627494 A T Chr24_627494_A_TA_T SNP 12119.63 43 19 13 16 12 23 25 16 9 8 13 15 4 6 43 19 13 16 12 23 25 16 9 8 13 15 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_930-Pp3c24_950Pp3c24_930-Pp3c24_950intergenic_regionPp3c24_930-Pp3c24_950NA NA n.627494A>TNA NA NA NA NA
Chr24 702870 A T Chr24_702870_A_TA_T SNP 47159.63 75 51 56 67 66 90 78 72 63 83 37 44 32 42 75 51 56 67 67 90 78 72 63 83 37 44 32 42 1 1 1 1 0.985 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_1030-Pp3c24_1050Pp3c24_1030-Pp3c24_1050intergenic_regionPp3c24_1030-Pp3c24_1050NA NA n.702870A>TNA NA NA NA NA
Chr24 779801 G A Chr24_779801_G_AG_A SNP 6106.29 0 0 0 25 10 24 35 28 0 0 0 0 0 0 32 12 9 26 10 24 35 28 18 18 11 15 12 12 0 0 0 0.962 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c24_1129-Pp3c24_1230Pp3c24_1129-Pp3c24_1230intergenic_regionPp3c24_1129-Pp3c24_1230NA NA n.779801G>ANA NA NA NA NA
Chr24 785317 G C Chr24_785317_G_CG_C SNP 16667.63 22 8 9 24 14 22 32 29 12 25 13 18 11 9 22 8 9 24 14 22 32 29 12 25 13 18 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_1129-Pp3c24_1230Pp3c24_1129-Pp3c24_1230intergenic_regionPp3c24_1129-Pp3c24_1230NA NA n.785317G>CNA NA NA NA NA
Chr24 785349 A G Chr24_785349_A_GA_G SNP 14953.63 18 7 7 23 12 19 25 29 16 24 10 15 9 5 18 7 7 23 12 19 25 29 16 24 10 15 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_1129-Pp3c24_1230Pp3c24_1129-Pp3c24_1230intergenic_regionPp3c24_1129-Pp3c24_1230NA NA n.785349A>GNA NA NA NA NA
Chr24 853792 C CTA Chr24_853792_C_CTAC_CTA INDEL 3234.24 1 0 0 18 11 11 26 16 0 1 0 1 0 1 24 10 10 18 12 11 26 16 15 14 10 20 6 9 0 0 0 1 0.917 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1230Pp3c24_1230transcript PAC:32909063protein_codingNA c.-2125_-2124insTANA NA NA NA 1533
Chr24 853792 C CTA Chr24_853792_C_CTAC_CTA INDEL 3234.24 1 0 0 18 11 11 26 16 0 1 0 1 0 1 24 10 10 18 12 11 26 16 15 14 10 20 6 9 0 0 0 1 0.917 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1230Pp3c24_1230transcript PAC:32909064protein_codingNA c.-2125_-2124insTANA NA NA NA 926
Chr24 853792 C CTA Chr24_853792_C_CTAC_CTA INDEL 3234.24 1 0 0 18 11 11 26 16 0 1 0 1 0 1 24 10 10 18 12 11 26 16 15 14 10 20 6 9 0 0 0 1 0.917 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1230Pp3c24_1230transcript PAC:32909067protein_codingNA c.-3798_-3797insTANA NA NA NA 2886
Chr24 853792 C CTA Chr24_853792_C_CTAC_CTA INDEL 3234.24 1 0 0 18 11 11 26 16 0 1 0 1 0 1 24 10 10 18 12 11 26 16 15 14 10 20 6 9 0 0 0 1 0.917 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1230Pp3c24_1230transcript PAC:32909065protein_codingNA c.-3798_-3797insTANA NA NA NA 2886
Chr24 853792 C CTA Chr24_853792_C_CTAC_CTA INDEL 3234.24 1 0 0 18 11 11 26 16 0 1 0 1 0 1 24 10 10 18 12 11 26 16 15 14 10 20 6 9 0 0 0 1 0.917 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1230Pp3c24_1230transcript PAC:32909068protein_codingNA c.-3798_-3797insTANA NA NA NA 2888
Chr24 853792 C CTA Chr24_853792_C_CTAC_CTA INDEL 3234.24 1 0 0 18 11 11 26 16 0 1 0 1 0 1 24 10 10 18 12 11 26 16 15 14 10 20 6 9 0 0 0 1 0.917 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1230Pp3c24_1230transcript PAC:32909066protein_codingNA c.-3798_-3797insTANA NA NA NA 2888
Chr24 853792 C CTA Chr24_853792_C_CTAC_CTA INDEL 3234.24 1 0 0 18 11 11 26 16 0 1 0 1 0 1 24 10 10 18 12 11 26 16 15 14 10 20 6 9 0 0 0 1 0.917 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intron_variantMODIFIER Pp3c24_1230Pp3c24_1230transcript PAC:32909069protein_coding 01-févr c.267-214_267-213insTANA NA NA NA NA
Chr24 923588 C CAT Chr24_923588_C_CATC_CAT INDEL 3560.24 1 0 0 25 15 13 31 15 0 0 0 0 0 0 13 8 11 25 15 14 31 15 12 11 11 7 8 16 0 0 0 1 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1340Pp3c24_1340transcript PAC:32909268protein_codingNA c.-2397_-2396insATNA NA NA NA 2321
Chr24 923588 C CAT Chr24_923588_C_CATC_CAT INDEL 3560.24 1 0 0 25 15 13 31 15 0 0 0 0 0 0 13 8 11 25 15 14 31 15 12 11 11 7 8 16 0 0 0 1 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1350Pp3c24_1350transcript PAC:32910278protein_codingNA c.-3899_-3898insATNA NA NA NA 3096
Chr24 923588 C CAT Chr24_923588_C_CATC_CAT INDEL 3560.24 1 0 0 25 15 13 31 15 0 0 0 0 0 0 13 8 11 25 15 14 31 15 12 11 11 7 8 16 0 0 0 1 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1340Pp3c24_1340transcript PAC:32909269protein_codingNA c.-2397_-2396insATNA NA NA NA 2336
Chr24 923588 C CAT Chr24_923588_C_CATC_CAT INDEL 3560.24 1 0 0 25 15 13 31 15 0 0 0 0 0 0 13 8 11 25 15 14 31 15 12 11 11 7 8 16 0 0 0 1 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1340Pp3c24_1340transcript PAC:32909271protein_codingNA c.-3196_-3195insATNA NA NA NA 2756
Chr24 923588 C CAT Chr24_923588_C_CATC_CAT INDEL 3560.24 1 0 0 25 15 13 31 15 0 0 0 0 0 0 13 8 11 25 15 14 31 15 12 11 11 7 8 16 0 0 0 1 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1340Pp3c24_1340transcript PAC:32909272protein_codingNA c.-3196_-3195insATNA NA NA NA 2336
Chr24 923588 C CAT Chr24_923588_C_CATC_CAT INDEL 3560.24 1 0 0 25 15 13 31 15 0 0 0 0 0 0 13 8 11 25 15 14 31 15 12 11 11 7 8 16 0 0 0 1 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1340Pp3c24_1340transcript PAC:32909270protein_codingNA c.-2397_-2396insATNA NA NA NA 2336
Chr24 923588 C CAT Chr24_923588_C_CATC_CAT INDEL 3560.24 1 0 0 25 15 13 31 15 0 0 0 0 0 0 13 8 11 25 15 14 31 15 12 11 11 7 8 16 0 0 0 1 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_1350Pp3c24_1350transcript PAC:32910279protein_codingNA c.-3899_-3898insATNA NA NA NA 3082
Chr24 923588 C CAT Chr24_923588_C_CATC_CAT INDEL 3560.24 1 0 0 25 15 13 31 15 0 0 0 0 0 0 13 8 11 25 15 14 31 15 12 11 11 7 8 16 0 0 0 1 1 0.929 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c24_1340-Pp3c24_1350Pp3c24_1340-Pp3c24_1350intergenic_regionPp3c24_1340-Pp3c24_1350NA NA n.923588_923589insATNA NA NA NA NA
Chr24 1037119 GTA G Chr24_1037119_GTA_GGTA_G INDEL 1107.82 22 6 11 0 0 0 2 0 0 1 1 0 4 0 25 6 12 19 15 17 26 15 17 8 12 11 5 5 0.88 1 0.917 0 0 0 0.077 0 0 0 0 0 0.8 0 0 4 4 1 1 0 3 upstream_gene_variantMODIFIER Pp3c24_1540Pp3c24_1540transcript PAC:32909693protein_codingNA c.-4049_-4048delTANA NA NA NA 3598
Chr24 1037119 GTA G Chr24_1037119_GTA_GGTA_G INDEL 1107.82 22 6 11 0 0 0 2 0 0 1 1 0 4 0 25 6 12 19 15 17 26 15 17 8 12 11 5 5 0.88 1 0.917 0 0 0 0.077 0 0 0 0 0 0.8 0 0 4 4 1 1 0 3 upstream_gene_variantMODIFIER Pp3c24_1540Pp3c24_1540transcript PAC:32909694protein_codingNA c.-4049_-4048delTANA NA NA NA 3588
Chr24 1037119 GTA G Chr24_1037119_GTA_GGTA_G INDEL 1107.82 22 6 11 0 0 0 2 0 0 1 1 0 4 0 25 6 12 19 15 17 26 15 17 8 12 11 5 5 0.88 1 0.917 0 0 0 0.077 0 0 0 0 0 0.8 0 0 4 4 1 1 0 3 upstream_gene_variantMODIFIER Pp3c24_1540Pp3c24_1540transcript PAC:32909695protein_codingNA c.-4049_-4048delTANA NA NA NA 3598
Chr24 1037119 GTA G Chr24_1037119_GTA_GGTA_G INDEL 1107.82 22 6 11 0 0 0 2 0 0 1 1 0 4 0 25 6 12 19 15 17 26 15 17 8 12 11 5 5 0.88 1 0.917 0 0 0 0.077 0 0 0 0 0 0.8 0 0 4 4 1 1 0 3 intergenic_regionMODIFIER Pp3c24_1520-Pp3c24_1540Pp3c24_1520-Pp3c24_1540intergenic_regionPp3c24_1520-Pp3c24_1540NA NA n.1037120_1037121delTANA NA NA NA NA
Chr24 1122675 T G Chr24_1122675_T_GT_G SNP 12791.63 18 11 10 15 17 16 23 15 8 15 9 10 7 7 18 11 10 15 17 16 23 15 8 15 9 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c24_1660Pp3c24_1660transcript PAC:32910662protein_coding 01-janv c.446A>C p.His149Pro 446/546 446/546 149/181 NA
Chr24 1122675 T G Chr24_1122675_T_GT_G SNP 12791.63 18 11 10 15 17 16 23 15 8 15 9 10 7 7 18 11 10 15 17 16 23 15 8 15 9 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1661Pp3c24_1661transcript PAC:32910006protein_codingNA c.-18T>G NA NA NA NA 18
Chr24 1122675 T G Chr24_1122675_T_GT_G SNP 12791.63 18 11 10 15 17 16 23 15 8 15 9 10 7 7 18 11 10 15 17 16 23 15 8 15 9 10 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_1649Pp3c24_1649transcript PAC:32909596protein_codingNA c.*3855T>G NA NA NA NA 3855
Chr24 1123302 G GT Chr24_1123302_G_GTG_GT INDEL 26540.59 48 23 32 48 34 50 55 48 38 21 24 34 23 23 48 23 32 48 34 50 55 48 38 21 24 34 23 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1660Pp3c24_1660transcript PAC:32910662protein_codingNA c.-183_-182insANA NA NA NA 183
Chr24 1123302 G GT Chr24_1123302_G_GTG_GT INDEL 26540.59 48 23 32 48 34 50 55 48 38 21 24 34 23 23 48 23 32 48 34 50 55 48 38 21 24 34 23 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_1649Pp3c24_1649transcript PAC:32909596protein_codingNA c.*4482_*4483insTNA NA NA NA 4483
Chr24 1123302 G GT Chr24_1123302_G_GTG_GT INDEL 26540.59 48 23 32 48 34 50 55 48 38 21 24 34 23 23 48 23 32 48 34 50 55 48 38 21 24 34 23 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_1661Pp3c24_1661transcript PAC:32910006protein_coding 04-avr c.321-23_321-22insTNA NA NA NA NA
Chr24 1201065 GT G Chr24_1201065_GT_GGT_G INDEL 16302.59 29 10 11 36 13 27 26 26 18 25 18 18 12 11 29 10 11 36 13 27 26 26 18 25 18 18 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_1661-Pp3c24_1750Pp3c24_1661-Pp3c24_1750intergenic_regionPp3c24_1661-Pp3c24_1750NA NA n.1201066delTNA NA NA NA NA
Chr24 1251461 C T Chr24_1251461_C_TC_T SNP 21257.63 33 9 11 27 23 22 43 32 28 22 22 24 8 12 33 9 11 27 23 22 43 32 28 22 22 24 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_1750Pp3c24_1750transcript PAC:32910218protein_codingNA c.*2134C>T NA NA NA NA 1942
Chr24 1251461 C T Chr24_1251461_C_TC_T SNP 21257.63 33 9 11 27 23 22 43 32 28 22 22 24 8 12 33 9 11 27 23 22 43 32 28 22 22 24 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_1750Pp3c24_1750transcript PAC:32910219protein_codingNA c.*2134C>T NA NA NA NA 2134
Chr24 1251461 C T Chr24_1251461_C_TC_T SNP 21257.63 33 9 11 27 23 22 43 32 28 22 22 24 8 12 33 9 11 27 23 22 43 32 28 22 22 24 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_1750-Pp3c24_1760Pp3c24_1750-Pp3c24_1760intergenic_regionPp3c24_1750-Pp3c24_1760NA NA n.1251461C>TNA NA NA NA NA
Chr24 1251463 C T Chr24_1251463_C_TC_T SNP 21257.63 33 9 11 27 21 22 43 32 28 21 19 23 8 12 33 9 11 27 21 22 43 32 28 21 19 23 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_1750Pp3c24_1750transcript PAC:32910218protein_codingNA c.*2136C>T NA NA NA NA 1944
Chr24 1251463 C T Chr24_1251463_C_TC_T SNP 21257.63 33 9 11 27 21 22 43 32 28 21 19 23 8 12 33 9 11 27 21 22 43 32 28 21 19 23 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_1750Pp3c24_1750transcript PAC:32910219protein_codingNA c.*2136C>T NA NA NA NA 2136
Chr24 1251463 C T Chr24_1251463_C_TC_T SNP 21257.63 33 9 11 27 21 22 43 32 28 21 19 23 8 12 33 9 11 27 21 22 43 32 28 21 19 23 8 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_1750-Pp3c24_1760Pp3c24_1750-Pp3c24_1760intergenic_regionPp3c24_1750-Pp3c24_1760NA NA n.1251463C>TNA NA NA NA NA
Chr24 1251540 TC T Chr24_1251540_TC_TTC_T INDEL 8726.59 19 4 9 4 9 11 21 12 15 13 14 8 5 7 19 4 9 4 9 11 21 12 15 13 14 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_1750Pp3c24_1750transcript PAC:32910218protein_codingNA c.*2214delC NA NA NA NA 2022
Chr24 1251540 TC T Chr24_1251540_TC_TTC_T INDEL 8726.59 19 4 9 4 9 11 21 12 15 13 14 8 5 7 19 4 9 4 9 11 21 12 15 13 14 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_1750Pp3c24_1750transcript PAC:32910219protein_codingNA c.*2214delC NA NA NA NA 2214
Chr24 1251540 TC T Chr24_1251540_TC_TTC_T INDEL 8726.59 19 4 9 4 9 11 21 12 15 13 14 8 5 7 19 4 9 4 9 11 21 12 15 13 14 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_1750-Pp3c24_1760Pp3c24_1750-Pp3c24_1760intergenic_regionPp3c24_1750-Pp3c24_1760NA NA n.1251541delCNA NA NA NA NA
Chr24 1296540 CCCAGTACATTCTCAAGTAAGATAGCACGTC Chr24_1296540_CCCAGTACATTCTCAAGTAAGATAGCACGT_CCCCAGTACATTCTCAAGTAAGATAGCACGT_CINDEL 16120.59 34 10 16 19 16 15 13 20 24 10 23 6 20 10 34 10 16 19 16 15 13 20 24 10 23 6 20 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_1760-Pp3c24_1830Pp3c24_1760-Pp3c24_1830intergenic_regionPp3c24_1760-Pp3c24_1830NA NA n.1296541_1296569delCCAGTACATTCTCAAGTAAGATAGCACGTNA NA NA NA NA
Chr24 1475080 G T Chr24_1475080_G_TG_T SNP 14305.63 18 12 9 14 10 18 25 12 13 29 9 14 9 9 18 12 9 14 10 18 25 12 13 29 9 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910329protein_codingNA c.-2667C>A NA NA NA NA 1296
Chr24 1475080 G T Chr24_1475080_G_TG_T SNP 14305.63 18 12 9 14 10 18 25 12 13 29 9 14 9 9 18 12 9 14 10 18 25 12 13 29 9 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910335protein_codingNA c.-2667C>A NA NA NA NA 1277
Chr24 1475080 G T Chr24_1475080_G_TG_T SNP 14305.63 18 12 9 14 10 18 25 12 13 29 9 14 9 9 18 12 9 14 10 18 25 12 13 29 9 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910331protein_codingNA c.-2667C>A NA NA NA NA 1433
Chr24 1475080 G T Chr24_1475080_G_TG_T SNP 14305.63 18 12 9 14 10 18 25 12 13 29 9 14 9 9 18 12 9 14 10 18 25 12 13 29 9 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910330protein_codingNA c.-2667C>A NA NA NA NA 1296
Chr24 1475080 G T Chr24_1475080_G_TG_T SNP 14305.63 18 12 9 14 10 18 25 12 13 29 9 14 9 9 18 12 9 14 10 18 25 12 13 29 9 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910334protein_codingNA c.-2667C>A NA NA NA NA 2372
Chr24 1475080 G T Chr24_1475080_G_TG_T SNP 14305.63 18 12 9 14 10 18 25 12 13 29 9 14 9 9 18 12 9 14 10 18 25 12 13 29 9 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910332protein_codingNA c.-2667C>A NA NA NA NA 1719
Chr24 1475080 G T Chr24_1475080_G_TG_T SNP 14305.63 18 12 9 14 10 18 25 12 13 29 9 14 9 9 18 12 9 14 10 18 25 12 13 29 9 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910336protein_codingNA c.-2667C>A NA NA NA NA 1686
Chr24 1475080 G T Chr24_1475080_G_TG_T SNP 14305.63 18 12 9 14 10 18 25 12 13 29 9 14 9 9 18 12 9 14 10 18 25 12 13 29 9 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910333protein_codingNA c.-2667C>A NA NA NA NA 1601
Chr24 1475080 G T Chr24_1475080_G_TG_T SNP 14305.63 18 12 9 14 10 18 25 12 13 29 9 14 9 9 18 12 9 14 10 18 25 12 13 29 9 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_1990-Pp3c24_2020Pp3c24_1990-Pp3c24_2020intergenic_regionPp3c24_1990-Pp3c24_2020NA NA n.1475080G>TNA NA NA NA NA
Chr24 1475131 G T Chr24_1475131_G_TG_T SNP 18820.63 21 15 11 21 15 25 31 17 16 31 12 19 17 10 21 15 11 21 15 25 31 17 16 31 12 19 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910329protein_codingNA c.-2718C>A NA NA NA NA 1347
Chr24 1475131 G T Chr24_1475131_G_TG_T SNP 18820.63 21 15 11 21 15 25 31 17 16 31 12 19 17 10 21 15 11 21 15 25 31 17 16 31 12 19 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910335protein_codingNA c.-2718C>A NA NA NA NA 1328
Chr24 1475131 G T Chr24_1475131_G_TG_T SNP 18820.63 21 15 11 21 15 25 31 17 16 31 12 19 17 10 21 15 11 21 15 25 31 17 16 31 12 19 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910331protein_codingNA c.-2718C>A NA NA NA NA 1484
Chr24 1475131 G T Chr24_1475131_G_TG_T SNP 18820.63 21 15 11 21 15 25 31 17 16 31 12 19 17 10 21 15 11 21 15 25 31 17 16 31 12 19 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910330protein_codingNA c.-2718C>A NA NA NA NA 1347
Chr24 1475131 G T Chr24_1475131_G_TG_T SNP 18820.63 21 15 11 21 15 25 31 17 16 31 12 19 17 10 21 15 11 21 15 25 31 17 16 31 12 19 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910334protein_codingNA c.-2718C>A NA NA NA NA 2423
Chr24 1475131 G T Chr24_1475131_G_TG_T SNP 18820.63 21 15 11 21 15 25 31 17 16 31 12 19 17 10 21 15 11 21 15 25 31 17 16 31 12 19 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910332protein_codingNA c.-2718C>A NA NA NA NA 1770
Chr24 1475131 G T Chr24_1475131_G_TG_T SNP 18820.63 21 15 11 21 15 25 31 17 16 31 12 19 17 10 21 15 11 21 15 25 31 17 16 31 12 19 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910336protein_codingNA c.-2718C>A NA NA NA NA 1737
Chr24 1475131 G T Chr24_1475131_G_TG_T SNP 18820.63 21 15 11 21 15 25 31 17 16 31 12 19 17 10 21 15 11 21 15 25 31 17 16 31 12 19 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910333protein_codingNA c.-2718C>A NA NA NA NA 1652
Chr24 1475131 G T Chr24_1475131_G_TG_T SNP 18820.63 21 15 11 21 15 25 31 17 16 31 12 19 17 10 21 15 11 21 15 25 31 17 16 31 12 19 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_1990-Pp3c24_2020Pp3c24_1990-Pp3c24_2020intergenic_regionPp3c24_1990-Pp3c24_2020NA NA n.1475131G>TNA NA NA NA NA



Chr24 1475132 C G Chr24_1475132_C_GC_G SNP 18820.63 21 15 13 19 15 25 31 17 16 29 12 19 16 10 21 15 13 19 15 25 31 17 16 29 12 19 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910329protein_codingNA c.-2719G>C NA NA NA NA 1348
Chr24 1475132 C G Chr24_1475132_C_GC_G SNP 18820.63 21 15 13 19 15 25 31 17 16 29 12 19 16 10 21 15 13 19 15 25 31 17 16 29 12 19 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910335protein_codingNA c.-2719G>C NA NA NA NA 1329
Chr24 1475132 C G Chr24_1475132_C_GC_G SNP 18820.63 21 15 13 19 15 25 31 17 16 29 12 19 16 10 21 15 13 19 15 25 31 17 16 29 12 19 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910331protein_codingNA c.-2719G>C NA NA NA NA 1485
Chr24 1475132 C G Chr24_1475132_C_GC_G SNP 18820.63 21 15 13 19 15 25 31 17 16 29 12 19 16 10 21 15 13 19 15 25 31 17 16 29 12 19 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910330protein_codingNA c.-2719G>C NA NA NA NA 1348
Chr24 1475132 C G Chr24_1475132_C_GC_G SNP 18820.63 21 15 13 19 15 25 31 17 16 29 12 19 16 10 21 15 13 19 15 25 31 17 16 29 12 19 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910334protein_codingNA c.-2719G>C NA NA NA NA 2424
Chr24 1475132 C G Chr24_1475132_C_GC_G SNP 18820.63 21 15 13 19 15 25 31 17 16 29 12 19 16 10 21 15 13 19 15 25 31 17 16 29 12 19 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910332protein_codingNA c.-2719G>C NA NA NA NA 1771
Chr24 1475132 C G Chr24_1475132_C_GC_G SNP 18820.63 21 15 13 19 15 25 31 17 16 29 12 19 16 10 21 15 13 19 15 25 31 17 16 29 12 19 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910336protein_codingNA c.-2719G>C NA NA NA NA 1738
Chr24 1475132 C G Chr24_1475132_C_GC_G SNP 18820.63 21 15 13 19 15 25 31 17 16 29 12 19 16 10 21 15 13 19 15 25 31 17 16 29 12 19 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_1990Pp3c24_1990transcript PAC:32910333protein_codingNA c.-2719G>C NA NA NA NA 1653
Chr24 1475132 C G Chr24_1475132_C_GC_G SNP 18820.63 21 15 13 19 15 25 31 17 16 29 12 19 16 10 21 15 13 19 15 25 31 17 16 29 12 19 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_1990-Pp3c24_2020Pp3c24_1990-Pp3c24_2020intergenic_regionPp3c24_1990-Pp3c24_2020NA NA n.1475132C>GNA NA NA NA NA
Chr24 1481079 A AAT Chr24_1481079_A_AATA_AAT INDEL 2790.93 1 0 0 0 0 0 0 0 16 28 13 10 8 7 19 16 7 17 24 25 22 16 16 28 14 10 8 7 0 0 0 0 0 0 0 0 1 1 0.929 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c24_2020Pp3c24_2020transcript PAC:32910857protein_codingNA c.*2025_*2026insATNA NA NA NA 1093
Chr24 1481079 A AAT Chr24_1481079_A_AATA_AAT INDEL 2790.93 1 0 0 0 0 0 0 0 16 28 13 10 8 7 19 16 7 17 24 25 22 16 16 28 14 10 8 7 0 0 0 0 0 0 0 0 1 1 0.929 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c24_2020Pp3c24_2020transcript PAC:32910858protein_codingNA c.*3571_*3572insATNA NA NA NA 2563
Chr24 1481079 A AAT Chr24_1481079_A_AATA_AAT INDEL 2790.93 1 0 0 0 0 0 0 0 16 28 13 10 8 7 19 16 7 17 24 25 22 16 16 28 14 10 8 7 0 0 0 0 0 0 0 0 1 1 0.929 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c24_2020Pp3c24_2020transcript PAC:32910859protein_codingNA c.*3571_*3572insATNA NA NA NA 3022
Chr24 1481079 A AAT Chr24_1481079_A_AATA_AAT INDEL 2790.93 1 0 0 0 0 0 0 0 16 28 13 10 8 7 19 16 7 17 24 25 22 16 16 28 14 10 8 7 0 0 0 0 0 0 0 0 1 1 0.929 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c24_1990-Pp3c24_2020Pp3c24_1990-Pp3c24_2020intergenic_regionPp3c24_1990-Pp3c24_2020NA NA n.1481079_1481080insATNA NA NA NA NA
Chr24 1581479 A AT Chr24_1581479_A_ATA_AT INDEL 11459.59 19 7 14 12 15 31 38 21 18 18 11 7 5 6 19 7 14 12 15 31 38 21 18 19 11 7 5 6 1 1 1 1 1 1 1 1 1 0.947 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_2160-Pp3c24_2170Pp3c24_2160-Pp3c24_2170intergenic_regionPp3c24_2160-Pp3c24_2170NA NA n.1581479_1581480insTNA NA NA NA NA
Chr24 1782511 A AT Chr24_1782511_A_ATA_AT INDEL 14543.59 28 14 17 35 21 28 33 18 19 16 10 14 12 4 28 14 17 35 21 28 33 18 19 16 10 14 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_2500-Pp3c24_2580Pp3c24_2500-Pp3c24_2580intergenic_regionPp3c24_2500-Pp3c24_2580NA NA n.1782511_1782512insTNA NA NA NA NA
Chr24 1969145 C A Chr24_1969145_C_AC_A SNP 16502.63 27 9 13 27 18 26 12 27 23 17 15 17 10 6 27 9 13 27 18 26 12 27 23 17 15 17 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_2740-Pp3c24_2830Pp3c24_2740-Pp3c24_2830intergenic_regionPp3c24_2740-Pp3c24_2830NA NA n.1969145C>ANA NA NA NA NA
Chr24 2055666 AC A Chr24_2055666_AC_AAC_A INDEL 6221.59 12 5 6 7 4 6 5 7 8 6 6 5 4 5 12 5 6 7 4 6 5 7 8 6 6 5 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_2860-Pp3c24_2970Pp3c24_2860-Pp3c24_2970intergenic_regionPp3c24_2860-Pp3c24_2970NA NA n.2055667delCNA NA NA NA NA
Chr24 2164754 G GAT Chr24_2164754_G_GATG_GAT INDEL 9559.59 23 14 14 13 21 9 30 10 9 16 5 5 8 9 23 15 14 13 21 9 30 10 10 16 5 5 8 9 1 0.933 1 1 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_3000Pp3c24_3000transcript PAC:32910913protein_codingNA c.*1236_*1237insATNA NA NA NA 494
Chr24 2164754 G GAT Chr24_2164754_G_GATG_GAT INDEL 9559.59 23 14 14 13 21 9 30 10 9 16 5 5 8 9 23 15 14 13 21 9 30 10 10 16 5 5 8 9 1 0.933 1 1 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_3000Pp3c24_3000transcript PAC:32910914protein_codingNA c.*1236_*1237insATNA NA NA NA 494
Chr24 2164754 G GAT Chr24_2164754_G_GATG_GAT INDEL 9559.59 23 14 14 13 21 9 30 10 9 16 5 5 8 9 23 15 14 13 21 9 30 10 10 16 5 5 8 9 1 0.933 1 1 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_3000Pp3c24_3000transcript PAC:32910915protein_codingNA c.*1133_*1134insATNA NA NA NA 1134
Chr24 2164754 G GAT Chr24_2164754_G_GATG_GAT INDEL 9559.59 23 14 14 13 21 9 30 10 9 16 5 5 8 9 23 15 14 13 21 9 30 10 10 16 5 5 8 9 1 0.933 1 1 1 1 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3000-Pp3c24_3020Pp3c24_3000-Pp3c24_3020intergenic_regionPp3c24_3000-Pp3c24_3020NA NA n.2164754_2164755insATNA NA NA NA NA
Chr24 2275194 C A Chr24_2275194_C_AC_A SNP 17767.63 23 15 10 22 22 29 42 19 22 32 14 21 5 5 23 15 10 22 22 29 42 19 22 32 14 21 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3120-Pp3c24_3310Pp3c24_3120-Pp3c24_3310intergenic_regionPp3c24_3120-Pp3c24_3310NA NA n.2275194C>ANA NA NA NA NA
Chr24 2275253 AT A Chr24_2275253_AT_AAT_A INDEL 14978.59 18 13 18 19 21 24 34 25 28 28 17 17 5 8 18 13 18 19 21 24 34 25 28 28 17 17 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3120-Pp3c24_3310Pp3c24_3120-Pp3c24_3310intergenic_regionPp3c24_3120-Pp3c24_3310NA NA n.2275254delTNA NA NA NA NA
Chr24 2289439 G T Chr24_2289439_G_TG_T SNP 11807.63 24 10 12 26 22 13 27 15 18 15 12 12 6 4 24 10 12 26 22 13 27 15 18 15 12 12 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3120-Pp3c24_3310Pp3c24_3120-Pp3c24_3310intergenic_regionPp3c24_3120-Pp3c24_3310NA NA n.2289439G>TNA NA NA NA NA
Chr24 2289446 T C Chr24_2289446_T_CT_C SNP 13029.59 25 11 14 27 24 14 29 15 18 16 12 12 6 4 25 11 14 27 24 14 29 15 18 16 12 12 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3120-Pp3c24_3310Pp3c24_3120-Pp3c24_3310intergenic_regionPp3c24_3120-Pp3c24_3310NA NA n.2289446T>CNA NA NA NA NA
Chr24 2316714 A G Chr24_2316714_A_GA_G SNP 18262.63 30 13 10 21 14 31 33 25 23 23 10 22 9 11 30 13 10 21 14 31 33 25 23 23 10 22 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3120-Pp3c24_3310Pp3c24_3120-Pp3c24_3310intergenic_regionPp3c24_3120-Pp3c24_3310NA NA n.2316714A>GNA NA NA NA NA
Chr24 2482652 T TTA Chr24_2482652_T_TTAT_TTA INDEL 3003.24 0 0 1 12 16 14 22 12 0 0 0 1 0 0 20 11 13 12 16 15 22 12 18 17 12 13 7 4 0 0 0 1 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_3340Pp3c24_3340transcript PAC:32910717protein_codingNA c.-3910_-3909insTANA NA NA NA 3262
Chr24 2482652 T TTA Chr24_2482652_T_TTAT_TTA INDEL 3003.24 0 0 1 12 16 14 22 12 0 0 0 1 0 0 20 11 13 12 16 15 22 12 18 17 12 13 7 4 0 0 0 1 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_3340Pp3c24_3340transcript PAC:32910719protein_codingNA c.-3064_-3063insTANA NA NA NA 3063
Chr24 2482652 T TTA Chr24_2482652_T_TTAT_TTA INDEL 3003.24 0 0 1 12 16 14 22 12 0 0 0 1 0 0 20 11 13 12 16 15 22 12 18 17 12 13 7 4 0 0 0 1 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_3340Pp3c24_3340transcript PAC:32910718protein_codingNA c.-3910_-3909insTANA NA NA NA 3391
Chr24 2482652 T TTA Chr24_2482652_T_TTAT_TTA INDEL 3003.24 0 0 1 12 16 14 22 12 0 0 0 1 0 0 20 11 13 12 16 15 22 12 18 17 12 13 7 4 0 0 0 1 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c24_3330Pp3c24_3330transcript PAC:32909715protein_codingNA c.*2339_*2340insTANA NA NA NA 2339
Chr24 2482652 T TTA Chr24_2482652_T_TTAT_TTA INDEL 3003.24 0 0 1 12 16 14 22 12 0 0 0 1 0 0 20 11 13 12 16 15 22 12 18 17 12 13 7 4 0 0 0 1 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c24_3310-Pp3c24_3330Pp3c24_3310-Pp3c24_3330intergenic_regionPp3c24_3310-Pp3c24_3330NA NA n.2482652_2482653insTANA NA NA NA NA
Chr24 2833922 G C Chr24_2833922_G_CG_C SNP 18335.63 26 13 14 25 27 26 34 19 19 27 6 12 12 14 26 13 14 25 27 26 34 19 19 27 6 12 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3690-Pp3c24_3711Pp3c24_3690-Pp3c24_3711intergenic_regionPp3c24_3690-Pp3c24_3711NA NA n.2833922G>CNA NA NA NA NA
Chr24 2833988 C A Chr24_2833988_C_AC_A SNP 20191.63 19 15 10 29 26 27 35 20 29 27 7 12 10 10 19 15 10 29 26 27 35 20 29 27 7 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3690-Pp3c24_3711Pp3c24_3690-Pp3c24_3711intergenic_regionPp3c24_3690-Pp3c24_3711NA NA n.2833988C>ANA NA NA NA NA
Chr24 2833989 C A Chr24_2833989_C_AC_A SNP 20191.63 19 15 10 29 26 27 35 20 29 27 7 12 10 10 19 15 10 29 26 27 35 20 29 27 7 12 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3690-Pp3c24_3711Pp3c24_3690-Pp3c24_3711intergenic_regionPp3c24_3690-Pp3c24_3711NA NA n.2833989C>ANA NA NA NA NA
Chr24 2834068 C A Chr24_2834068_C_AC_A SNP 18617.63 26 14 13 32 17 34 31 24 34 21 8 7 5 13 26 14 13 32 17 34 31 24 34 21 8 7 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3690-Pp3c24_3711Pp3c24_3690-Pp3c24_3711intergenic_regionPp3c24_3690-Pp3c24_3711NA NA n.2834068C>ANA NA NA NA NA
Chr24 2834131 TA T Chr24_2834131_TA_TTA_T INDEL 17280.59 33 15 15 35 16 36 29 19 24 15 12 9 6 10 33 15 15 35 16 36 29 19 24 15 12 9 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3690-Pp3c24_3711Pp3c24_3690-Pp3c24_3711intergenic_regionPp3c24_3690-Pp3c24_3711NA NA n.2834132delANA NA NA NA NA
Chr24 2836470 G T Chr24_2836470_G_TG_T SNP 18257.63 23 9 14 19 19 16 30 23 25 28 21 18 16 7 23 9 14 19 19 16 30 23 25 28 21 18 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_3690-Pp3c24_3711Pp3c24_3690-Pp3c24_3711intergenic_regionPp3c24_3690-Pp3c24_3711NA NA n.2836470G>TNA NA NA NA NA
Chr24 3141343 T TTA Chr24_3141343_T_TTAT_TTA INDEL 1605.93 0 1 0 0 0 1 0 0 6 10 4 11 5 7 27 12 13 16 14 18 22 15 7 10 4 11 5 7 0 0 0 0 0 0 0 0 0.857 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910897protein_codingNA c.-1020_-1019insTANA NA NA NA 918
Chr24 3141343 T TTA Chr24_3141343_T_TTAT_TTA INDEL 1605.93 0 1 0 0 0 1 0 0 6 10 4 11 5 7 27 12 13 16 14 18 22 15 7 10 4 11 5 7 0 0 0 0 0 0 0 0 0.857 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910898protein_codingNA c.-1020_-1019insTANA NA NA NA 893
Chr24 3141343 T TTA Chr24_3141343_T_TTAT_TTA INDEL 1605.93 0 1 0 0 0 1 0 0 6 10 4 11 5 7 27 12 13 16 14 18 22 15 7 10 4 11 5 7 0 0 0 0 0 0 0 0 0.857 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910899protein_codingNA c.-1020_-1019insTANA NA NA NA 893
Chr24 3141343 T TTA Chr24_3141343_T_TTAT_TTA INDEL 1605.93 0 1 0 0 0 1 0 0 6 10 4 11 5 7 27 12 13 16 14 18 22 15 7 10 4 11 5 7 0 0 0 0 0 0 0 0 0.857 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910900protein_codingNA c.-1641_-1640insTANA NA NA NA 893
Chr24 3141343 T TTA Chr24_3141343_T_TTAT_TTA INDEL 1605.93 0 1 0 0 0 1 0 0 6 10 4 11 5 7 27 12 13 16 14 18 22 15 7 10 4 11 5 7 0 0 0 0 0 0 0 0 0.857 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910901protein_codingNA c.-1641_-1640insTANA NA NA NA 893
Chr24 3141343 T TTA Chr24_3141343_T_TTAT_TTA INDEL 1605.93 0 1 0 0 0 1 0 0 6 10 4 11 5 7 27 12 13 16 14 18 22 15 7 10 4 11 5 7 0 0 0 0 0 0 0 0 0.857 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910902protein_codingNA c.-1020_-1019insTANA NA NA NA 893
Chr24 3141343 T TTA Chr24_3141343_T_TTAT_TTA INDEL 1605.93 0 1 0 0 0 1 0 0 6 10 4 11 5 7 27 12 13 16 14 18 22 15 7 10 4 11 5 7 0 0 0 0 0 0 0 0 0.857 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910903protein_codingNA c.-1641_-1640insTANA NA NA NA 893
Chr24 3141343 T TTA Chr24_3141343_T_TTAT_TTA INDEL 1605.93 0 1 0 0 0 1 0 0 6 10 4 11 5 7 27 12 13 16 14 18 22 15 7 10 4 11 5 7 0 0 0 0 0 0 0 0 0.857 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c24_4300-Pp3c24_4310Pp3c24_4300-Pp3c24_4310intergenic_regionPp3c24_4300-Pp3c24_4310NA NA n.3141343_3141344insTANA NA NA NA NA
Chr24 3142190 A AAT Chr24_3142190_A_AATA_AAT INDEL 3987.93 1 0 0 13 13 15 16 13 11 13 4 8 6 4 14 7 7 13 13 15 16 13 12 13 4 8 6 4 0 0 0 1 1 1 1 1 0.917 1 1 1 1 1 0 12 12 0 7 5 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910897protein_codingNA c.-1867_-1866insATNA NA NA NA 1765
Chr24 3142190 A AAT Chr24_3142190_A_AATA_AAT INDEL 3987.93 1 0 0 13 13 15 16 13 11 13 4 8 6 4 14 7 7 13 13 15 16 13 12 13 4 8 6 4 0 0 0 1 1 1 1 1 0.917 1 1 1 1 1 0 12 12 0 7 5 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910898protein_codingNA c.-1867_-1866insATNA NA NA NA 1740
Chr24 3142190 A AAT Chr24_3142190_A_AATA_AAT INDEL 3987.93 1 0 0 13 13 15 16 13 11 13 4 8 6 4 14 7 7 13 13 15 16 13 12 13 4 8 6 4 0 0 0 1 1 1 1 1 0.917 1 1 1 1 1 0 12 12 0 7 5 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910899protein_codingNA c.-1867_-1866insATNA NA NA NA 1740
Chr24 3142190 A AAT Chr24_3142190_A_AATA_AAT INDEL 3987.93 1 0 0 13 13 15 16 13 11 13 4 8 6 4 14 7 7 13 13 15 16 13 12 13 4 8 6 4 0 0 0 1 1 1 1 1 0.917 1 1 1 1 1 0 12 12 0 7 5 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910900protein_codingNA c.-2488_-2487insATNA NA NA NA 1740
Chr24 3142190 A AAT Chr24_3142190_A_AATA_AAT INDEL 3987.93 1 0 0 13 13 15 16 13 11 13 4 8 6 4 14 7 7 13 13 15 16 13 12 13 4 8 6 4 0 0 0 1 1 1 1 1 0.917 1 1 1 1 1 0 12 12 0 7 5 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910901protein_codingNA c.-2488_-2487insATNA NA NA NA 1740
Chr24 3142190 A AAT Chr24_3142190_A_AATA_AAT INDEL 3987.93 1 0 0 13 13 15 16 13 11 13 4 8 6 4 14 7 7 13 13 15 16 13 12 13 4 8 6 4 0 0 0 1 1 1 1 1 0.917 1 1 1 1 1 0 12 12 0 7 5 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910902protein_codingNA c.-1867_-1866insATNA NA NA NA 1740
Chr24 3142190 A AAT Chr24_3142190_A_AATA_AAT INDEL 3987.93 1 0 0 13 13 15 16 13 11 13 4 8 6 4 14 7 7 13 13 15 16 13 12 13 4 8 6 4 0 0 0 1 1 1 1 1 0.917 1 1 1 1 1 0 12 12 0 7 5 0 upstream_gene_variantMODIFIER Pp3c24_4300Pp3c24_4300transcript PAC:32910903protein_codingNA c.-2488_-2487insATNA NA NA NA 1740
Chr24 3142190 A AAT Chr24_3142190_A_AATA_AAT INDEL 3987.93 1 0 0 13 13 15 16 13 11 13 4 8 6 4 14 7 7 13 13 15 16 13 12 13 4 8 6 4 0 0 0 1 1 1 1 1 0.917 1 1 1 1 1 0 12 12 0 7 5 0 intergenic_regionMODIFIER Pp3c24_4300-Pp3c24_4310Pp3c24_4300-Pp3c24_4310intergenic_regionPp3c24_4300-Pp3c24_4310NA NA n.3142190_3142191insATNA NA NA NA NA
Chr24 3337231 C A Chr24_3337231_C_AC_A SNP 2427.39 35 10 13 0 0 0 0 0 0 0 0 0 0 0 35 10 13 26 17 27 29 20 31 30 16 15 15 11 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c24_4700-Pp3c24_4720Pp3c24_4700-Pp3c24_4720intergenic_regionPp3c24_4700-Pp3c24_4720NA NA n.3337231C>ANA NA NA NA NA
Chr24 3414540 A AT Chr24_3414540_A_ATA_AT INDEL 15918.59 29 18 9 18 21 32 29 27 31 29 20 19 16 15 29 18 9 18 21 32 29 27 31 29 20 19 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_4890Pp3c24_4890transcript PAC:32909444protein_codingNA c.-2957_-2956insANA NA NA NA 2540
Chr24 3414540 A AT Chr24_3414540_A_ATA_AT INDEL 15918.59 29 18 9 18 21 32 29 27 31 29 20 19 16 15 29 18 9 18 21 32 29 27 31 29 20 19 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_4890Pp3c24_4890transcript PAC:32909445protein_codingNA c.-2957_-2956insANA NA NA NA 2564
Chr24 3414540 A AT Chr24_3414540_A_ATA_AT INDEL 15918.59 29 18 9 18 21 32 29 27 31 29 20 19 16 15 29 18 9 18 21 32 29 27 31 29 20 19 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_4890-Pp3c24_4900Pp3c24_4890-Pp3c24_4900intergenic_regionPp3c24_4890-Pp3c24_4900NA NA n.3414540_3414541insTNA NA NA NA NA
Chr24 3513844 C T Chr24_3513844_C_TC_T SNP 17556.63 26 12 11 21 14 34 30 30 15 26 10 22 7 8 26 12 11 21 14 34 30 30 15 26 11 22 7 8 1 1 1 1 1 1 1 1 1 1 0.909 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_4990-Pp3c24_5000Pp3c24_4990-Pp3c24_5000intergenic_regionPp3c24_4990-Pp3c24_5000NA NA n.3513844C>TNA NA NA NA NA
Chr24 3563609 A AGAATTGG Chr24_3563609_A_AGAATTGGA_AGAATTGGINDEL 13111.59 12 15 9 19 13 18 15 13 18 12 6 11 4 6 12 15 9 19 13 18 15 13 18 12 6 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_5060Pp3c24_5060transcript PAC:32908761protein_codingNA c.-1897_-1896insCCAATTCNA NA NA NA 1583
Chr24 3563609 A AGAATTGG Chr24_3563609_A_AGAATTGGA_AGAATTGGINDEL 13111.59 12 15 9 19 13 18 15 13 18 12 6 11 4 6 12 15 9 19 13 18 15 13 18 12 6 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_5060Pp3c24_5060transcript PAC:32908762protein_codingNA c.-1897_-1896insCCAATTCNA NA NA NA 1568
Chr24 3563609 A AGAATTGG Chr24_3563609_A_AGAATTGGA_AGAATTGGINDEL 13111.59 12 15 9 19 13 18 15 13 18 12 6 11 4 6 12 15 9 19 13 18 15 13 18 12 6 11 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_5060-Pp3c24_5140Pp3c24_5060-Pp3c24_5140intergenic_regionPp3c24_5060-Pp3c24_5140NA NA n.3563609_3563610insGAATTGGNA NA NA NA NA
Chr24 3714840 C A Chr24_3714840_C_AC_A SNP 18581.63 30 14 22 20 28 33 26 19 18 29 25 17 17 11 30 14 22 20 28 33 26 19 18 29 25 17 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_5390-Pp3c24_5410Pp3c24_5390-Pp3c24_5410intergenic_regionPp3c24_5390-Pp3c24_5410NA NA n.3714840C>ANA NA NA NA NA
Chr24 3830107 T TTA Chr24_3830107_T_TTAT_TTA INDEL 220.37 0 8 0 0 0 0 0 0 1 1 0 0 0 0 22 8 13 16 16 18 28 18 17 20 9 16 11 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_5500Pp3c24_5500transcript PAC:32909255protein_codingNA c.*1626_*1627insTANA NA NA NA 1627
Chr24 3830107 T TTA Chr24_3830107_T_TTAT_TTA INDEL 220.37 0 8 0 0 0 0 0 0 1 1 0 0 0 0 22 8 13 16 16 18 28 18 17 20 9 16 11 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_5500Pp3c24_5500transcript PAC:32909256protein_codingNA c.*1626_*1627insTANA NA NA NA 1010
Chr24 3830107 T TTA Chr24_3830107_T_TTAT_TTA INDEL 220.37 0 8 0 0 0 0 0 0 1 1 0 0 0 0 22 8 13 16 16 18 28 18 17 20 9 16 11 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intergenic_regionMODIFIER Pp3c24_5500-Pp3c24_5520Pp3c24_5500-Pp3c24_5520intergenic_regionPp3c24_5500-Pp3c24_5520NA NA n.3830107_3830108insTANA NA NA NA NA
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909963protein_codingNA c.*3920T>A NA NA NA NA 3169
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909974protein_codingNA c.*3920T>A NA NA NA NA 3161
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909968protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909972protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909979protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909983protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909969protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909980protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909964protein_codingNA c.*3920T>A NA NA NA NA 3169
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909970protein_codingNA c.*3920T>A NA NA NA NA 3169
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909971protein_codingNA c.*3920T>A NA NA NA NA 3169
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909975protein_codingNA c.*3920T>A NA NA NA NA 3169
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909981protein_codingNA c.*3920T>A NA NA NA NA 3169
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909982protein_codingNA c.*3920T>A NA NA NA NA 3169
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909985protein_codingNA c.*3920T>A NA NA NA NA 2261
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909986protein_codingNA c.*3920T>A NA NA NA NA 2261
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909965protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909966protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909967protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909976protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909977protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909978protein_codingNA c.*3920T>A NA NA NA NA 1734
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909973protein_codingNA c.*3920T>A NA NA NA NA 2872
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909984protein_codingNA c.*3920T>A NA NA NA NA 2872
Chr24 4024695 T A Chr24_4024695_T_AT_A SNP 16021.63 18 10 7 21 18 13 26 26 24 30 8 11 4 10 18 10 7 21 18 13 26 26 24 30 8 11 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_5800-Pp3c24_5839Pp3c24_5800-Pp3c24_5839intergenic_regionPp3c24_5800-Pp3c24_5839NA NA n.4024695T>ANA NA NA NA NA
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909968protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909972protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909979protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909983protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909969protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909980protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909985protein_codingNA c.*5980C>A NA NA NA NA 4321
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909986protein_codingNA c.*5980C>A NA NA NA NA 4321
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909965protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909966protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909967protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909976protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909977protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909978protein_codingNA c.*5980C>A NA NA NA NA 3794
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909973protein_codingNA c.*5980C>A NA NA NA NA 4932
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_5800Pp3c24_5800transcript PAC:32909984protein_codingNA c.*5980C>A NA NA NA NA 4932
Chr24 4026755 C A Chr24_4026755_C_AC_A SNP 8288.63 17 5 4 7 10 19 15 9 9 8 8 15 4 4 17 5 4 7 10 19 15 9 9 8 8 15 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_5800-Pp3c24_5839Pp3c24_5800-Pp3c24_5839intergenic_regionPp3c24_5800-Pp3c24_5839NA NA n.4026755C>ANA NA NA NA NA
Chr24 4029420 C CTA Chr24_4029420_C_CTAC_CTA INDEL 6631.24 12 13 13 0 0 0 0 0 21 15 5 9 6 9 12 14 13 15 12 23 22 23 21 15 5 9 6 9 1 0.929 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c24_5839Pp3c24_5839transcript PAC:32909250protein_codingNA c.*4034_*4035insTANA NA NA NA 3882
Chr24 4029420 C CTA Chr24_4029420_C_CTAC_CTA INDEL 6631.24 12 13 13 0 0 0 0 0 21 15 5 9 6 9 12 14 13 15 12 23 22 23 21 15 5 9 6 9 1 0.929 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c24_5800-Pp3c24_5839Pp3c24_5800-Pp3c24_5839intergenic_regionPp3c24_5800-Pp3c24_5839NA NA n.4029420_4029421insTANA NA NA NA NA
Chr24 4030535 A AAT Chr24_4030535_A_AATA_AAT INDEL 2120.93 0 0 0 0 0 0 1 0 19 12 6 11 7 12 9 8 11 15 9 21 26 13 19 12 6 11 7 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_5860Pp3c24_5860transcript PAC:32909397protein_codingNA c.-5069_-5068insATNA NA NA NA 4152
Chr24 4030535 A AAT Chr24_4030535_A_AATA_AAT INDEL 2120.93 0 0 0 0 0 0 1 0 19 12 6 11 7 12 9 8 11 15 9 21 26 13 19 12 6 11 7 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_5873Pp3c24_5873transcript PAC:32910593protein_codingNA c.-4339_-4338insATNA NA NA NA 4338
Chr24 4030535 A AAT Chr24_4030535_A_AATA_AAT INDEL 2120.93 0 0 0 0 0 0 1 0 19 12 6 11 7 12 9 8 11 15 9 21 26 13 19 12 6 11 7 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c24_5860Pp3c24_5860transcript PAC:32909398protein_codingNA c.-5069_-5068insATNA NA NA NA 4902
Chr24 4030535 A AAT Chr24_4030535_A_AATA_AAT INDEL 2120.93 0 0 0 0 0 0 1 0 19 12 6 11 7 12 9 8 11 15 9 21 26 13 19 12 6 11 7 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c24_5839Pp3c24_5839transcript PAC:32909250protein_codingNA c.*2919_*2920insATNA NA NA NA 2767
Chr24 4030535 A AAT Chr24_4030535_A_AATA_AAT INDEL 2120.93 0 0 0 0 0 0 1 0 19 12 6 11 7 12 9 8 11 15 9 21 26 13 19 12 6 11 7 12 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c24_5800-Pp3c24_5839Pp3c24_5800-Pp3c24_5839intergenic_regionPp3c24_5800-Pp3c24_5839NA NA n.4030535_4030536insATNA NA NA NA NA
Chr24 4095109 C CT Chr24_4095109_C_CTC_CT INDEL 16361.59 32 15 16 42 12 30 23 20 17 27 17 14 13 11 32 15 16 42 12 30 23 20 17 27 17 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_5990Pp3c24_5990transcript PAC:32910211protein_codingNA c.-4102_-4101insANA NA NA NA 3951
Chr24 4095109 C CT Chr24_4095109_C_CTC_CT INDEL 16361.59 32 15 16 42 12 30 23 20 17 27 17 14 13 11 32 15 16 42 12 30 23 20 17 27 17 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_5990Pp3c24_5990transcript PAC:32910212protein_codingNA c.-4102_-4101insANA NA NA NA 3970
Chr24 4095109 C CT Chr24_4095109_C_CTC_CT INDEL 16361.59 32 15 16 42 12 30 23 20 17 27 17 14 13 11 32 15 16 42 12 30 23 20 17 27 17 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_6020Pp3c24_6020transcript PAC:32910385protein_codingNA c.*4703_*4704insANA NA NA NA 3948
Chr24 4095109 C CT Chr24_4095109_C_CTC_CT INDEL 16361.59 32 15 16 42 12 30 23 20 17 27 17 14 13 11 32 15 16 42 12 30 23 20 17 27 17 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_6020Pp3c24_6020transcript PAC:32910386protein_codingNA c.*4703_*4704insANA NA NA NA 3962
Chr24 4095109 C CT Chr24_4095109_C_CTC_CT INDEL 16361.59 32 15 16 42 12 30 23 20 17 27 17 14 13 11 32 15 16 42 12 30 23 20 17 27 17 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_6020Pp3c24_6020transcript PAC:32910387protein_codingNA c.*4703_*4704insANA NA NA NA 3962
Chr24 4095109 C CT Chr24_4095109_C_CTC_CT INDEL 16361.59 32 15 16 42 12 30 23 20 17 27 17 14 13 11 32 15 16 42 12 30 23 20 17 27 17 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_6000Pp3c24_6000transcript PAC:32910948protein_coding 01-janv c.527+197_527+198insANA NA NA NA NA
Chr24 4095109 C CT Chr24_4095109_C_CTC_CT INDEL 16361.59 32 15 16 42 12 30 23 20 17 27 17 14 13 11 32 15 16 42 12 30 23 20 17 27 17 14 13 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_6000Pp3c24_6000transcript PAC:32910949protein_coding 01-janv c.527+197_527+198insANA NA NA NA NA
Chr24 4201841 T A Chr24_4201841_T_AT_A SNP 23396.63 42 10 17 28 28 38 28 29 33 26 19 12 13 6 42 10 17 28 28 38 28 29 33 26 19 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_6190-Pp3c24_6200Pp3c24_6190-Pp3c24_6200intergenic_regionPp3c24_6190-Pp3c24_6200NA NA n.4201841T>ANA NA NA NA NA
Chr24 4201842 G A Chr24_4201842_G_AG_A SNP 23396.63 42 11 17 28 28 36 28 29 31 26 19 12 15 6 42 11 17 28 28 36 28 29 31 26 19 12 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_6190-Pp3c24_6200Pp3c24_6190-Pp3c24_6200intergenic_regionPp3c24_6190-Pp3c24_6200NA NA n.4201842G>ANA NA NA NA NA
Chr24 4436350 GTA G Chr24_4436350_GTA_GGTA_G INDEL 7367.59 18 13 8 10 6 14 16 14 18 12 8 12 10 8 18 13 8 10 6 15 16 14 20 12 8 12 10 8 1 1 1 1 1 0.933 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_6660Pp3c24_6660transcript PAC:32908678protein_codingNA c.-1412_-1411delTANA NA NA NA 1213
Chr24 4436350 GTA G Chr24_4436350_GTA_GGTA_G INDEL 7367.59 18 13 8 10 6 14 16 14 18 12 8 12 10 8 18 13 8 10 6 15 16 14 20 12 8 12 10 8 1 1 1 1 1 0.933 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_6660Pp3c24_6660transcript PAC:32908679protein_codingNA c.-1412_-1411delTANA NA NA NA 1225
Chr24 4436350 GTA G Chr24_4436350_GTA_GGTA_G INDEL 7367.59 18 13 8 10 6 14 16 14 18 12 8 12 10 8 18 13 8 10 6 15 16 14 20 12 8 12 10 8 1 1 1 1 1 0.933 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_6680Pp3c24_6680transcript PAC:32910521protein_codingNA c.*3398_*3399delTANA NA NA NA 2889
Chr24 4436350 GTA G Chr24_4436350_GTA_GGTA_G INDEL 7367.59 18 13 8 10 6 14 16 14 18 12 8 12 10 8 18 13 8 10 6 15 16 14 20 12 8 12 10 8 1 1 1 1 1 0.933 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_6650Pp3c24_6650transcript PAC:32909280protein_codingNA c.*5307_*5308delTANA NA NA NA 4797
Chr24 4436350 GTA G Chr24_4436350_GTA_GGTA_G INDEL 7367.59 18 13 8 10 6 14 16 14 18 12 8 12 10 8 18 13 8 10 6 15 16 14 20 12 8 12 10 8 1 1 1 1 1 0.933 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_6680Pp3c24_6680transcript PAC:32910524protein_codingNA c.*4466_*4467delTANA NA NA NA 2742
Chr24 4436350 GTA G Chr24_4436350_GTA_GGTA_G INDEL 7367.59 18 13 8 10 6 14 16 14 18 12 8 12 10 8 18 13 8 10 6 15 16 14 20 12 8 12 10 8 1 1 1 1 1 0.933 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_6680Pp3c24_6680transcript PAC:32910522protein_codingNA c.*3398_*3399delTANA NA NA NA 2889
Chr24 4436350 GTA G Chr24_4436350_GTA_GGTA_G INDEL 7367.59 18 13 8 10 6 14 16 14 18 12 8 12 10 8 18 13 8 10 6 15 16 14 20 12 8 12 10 8 1 1 1 1 1 0.933 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_6680Pp3c24_6680transcript PAC:32910523protein_codingNA c.*4466_*4467delTANA NA NA NA 4151
Chr24 4436350 GTA G Chr24_4436350_GTA_GGTA_G INDEL 7367.59 18 13 8 10 6 14 16 14 18 12 8 12 10 8 18 13 8 10 6 15 16 14 20 12 8 12 10 8 1 1 1 1 1 0.933 1 1 0.9 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_6660-Pp3c24_6680Pp3c24_6660-Pp3c24_6680intergenic_regionPp3c24_6660-Pp3c24_6680NA NA n.4436351_4436352delTANA NA NA NA NA
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908892protein_codingNA c.*4056_*4057insANA NA NA NA 3334
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6830Pp3c24_6830transcript PAC:32909932protein_codingNA c.*4996_*4997insTNA NA NA NA 4220
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908902protein_codingNA c.*4056_*4057insANA NA NA NA 3316
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908893protein_codingNA c.*4056_*4057insANA NA NA NA 3334
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908894protein_codingNA c.*4056_*4057insANA NA NA NA 3334
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908895protein_codingNA c.*4056_*4057insANA NA NA NA 3334
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908896protein_codingNA c.*4056_*4057insANA NA NA NA 3334
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908897protein_codingNA c.*4056_*4057insANA NA NA NA 3334
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908898protein_codingNA c.*4056_*4057insANA NA NA NA 3334
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908899protein_codingNA c.*4056_*4057insANA NA NA NA 3334
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908900protein_codingNA c.*4056_*4057insANA NA NA NA 3305
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908901protein_codingNA c.*4056_*4057insANA NA NA NA 3305
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6830Pp3c24_6830transcript PAC:32909933protein_codingNA c.*4996_*4997insTNA NA NA NA 3970
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6830Pp3c24_6830transcript PAC:32909934protein_codingNA c.*4996_*4997insTNA NA NA NA 3970
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6830Pp3c24_6830transcript PAC:32909935protein_codingNA c.*4996_*4997insTNA NA NA NA 3970
Chr24 4530884 T TA Chr24_4530884_T_TAT_TA INDEL 154.37 1 0 6 0 0 0 0 0 0 0 0 0 0 0 26 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intron_variantMODIFIER Pp3c24_6820Pp3c24_6820transcript PAC:32910169protein_coding 01-juil c.58-95_58-94insTNA NA NA NA NA
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908892protein_codingNA c.*4057_*4058insANA NA NA NA 3335
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6830Pp3c24_6830transcript PAC:32909932protein_codingNA c.*4995_*4996insTNA NA NA NA 4219
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908902protein_codingNA c.*4057_*4058insANA NA NA NA 3317
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908893protein_codingNA c.*4057_*4058insANA NA NA NA 3335
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908894protein_codingNA c.*4057_*4058insANA NA NA NA 3335
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908895protein_codingNA c.*4057_*4058insANA NA NA NA 3335
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908896protein_codingNA c.*4057_*4058insANA NA NA NA 3335
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908897protein_codingNA c.*4057_*4058insANA NA NA NA 3335
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908898protein_codingNA c.*4057_*4058insANA NA NA NA 3335
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908899protein_codingNA c.*4057_*4058insANA NA NA NA 3335
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908900protein_codingNA c.*4057_*4058insANA NA NA NA 3306
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6800Pp3c24_6800transcript PAC:32908901protein_codingNA c.*4057_*4058insANA NA NA NA 3306
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6830Pp3c24_6830transcript PAC:32909933protein_codingNA c.*4995_*4996insTNA NA NA NA 3969
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6830Pp3c24_6830transcript PAC:32909934protein_codingNA c.*4995_*4996insTNA NA NA NA 3969
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 downstream_gene_variantMODIFIER Pp3c24_6830Pp3c24_6830transcript PAC:32909935protein_codingNA c.*4995_*4996insTNA NA NA NA 3969
Chr24 4530885 T TA Chr24_4530885_T_TAT_TA INDEL 1272.35 1 0 6 0 0 0 0 0 0 0 0 0 0 0 24 10 6 13 15 12 33 25 17 16 13 12 7 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 intron_variantMODIFIER Pp3c24_6820Pp3c24_6820transcript PAC:32910169protein_coding 01-juil c.58-96_58-95insTNA NA NA NA NA
Chr24 4636777 A AAT Chr24_4636777_A_AATA_AAT INDEL 8518.59 15 8 6 13 12 24 19 12 21 17 10 8 6 6 15 8 6 13 12 24 19 12 21 17 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_7050Pp3c24_7050transcript PAC:32909026protein_codingNA c.-1850_-1849insATNA NA NA NA 640
Chr24 4636777 A AAT Chr24_4636777_A_AATA_AAT INDEL 8518.59 15 8 6 13 12 24 19 12 21 17 10 8 6 6 15 8 6 13 12 24 19 12 21 17 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_7050Pp3c24_7050transcript PAC:32909027protein_codingNA c.-1883_-1882insATNA NA NA NA 628
Chr24 4636777 A AAT Chr24_4636777_A_AATA_AAT INDEL 8518.59 15 8 6 13 12 24 19 12 21 17 10 8 6 6 15 8 6 13 12 24 19 12 21 17 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_7050Pp3c24_7050transcript PAC:32909028protein_codingNA c.-1883_-1882insATNA NA NA NA 640
Chr24 4636777 A AAT Chr24_4636777_A_AATA_AAT INDEL 8518.59 15 8 6 13 12 24 19 12 21 17 10 8 6 6 15 8 6 13 12 24 19 12 21 17 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7020-Pp3c24_7050Pp3c24_7020-Pp3c24_7050intergenic_regionPp3c24_7020-Pp3c24_7050NA NA n.4636777_4636778insATNA NA NA NA NA
Chr24 4677596 AAT A Chr24_4677596_AAT_AAAT_A INDEL 3949.24 0 1 1 17 14 22 25 23 1 0 0 0 0 0 26 23 14 17 14 23 25 23 12 12 10 11 11 12 0 0 0 1 1 0.957 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c24_7060Pp3c24_7060transcript PAC:32910708protein_codingNA c.*1528_*1529delATNA NA NA NA 1529
Chr24 4677596 AAT A Chr24_4677596_AAT_AAAT_A INDEL 3949.24 0 1 1 17 14 22 25 23 1 0 0 0 0 0 26 23 14 17 14 23 25 23 12 12 10 11 11 12 0 0 0 1 1 0.957 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c24_7060Pp3c24_7060transcript PAC:32910709protein_codingNA c.*1528_*1529delATNA NA NA NA 1181
Chr24 4677596 AAT A Chr24_4677596_AAT_AAAT_A INDEL 3949.24 0 1 1 17 14 22 25 23 1 0 0 0 0 0 26 23 14 17 14 23 25 23 12 12 10 11 11 12 0 0 0 1 1 0.957 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c24_7050-Pp3c24_7060Pp3c24_7050-Pp3c24_7060intergenic_regionPp3c24_7050-Pp3c24_7060NA NA n.4677597_4677598delATNA NA NA NA NA
Chr24 4688939 T C Chr24_4688939_T_CT_C SNP 17877.63 20 13 13 23 17 22 32 20 26 22 11 19 18 12 20 13 13 23 17 22 32 20 26 22 11 19 18 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7060-Pp3c24_7070Pp3c24_7060-Pp3c24_7070intergenic_regionPp3c24_7060-Pp3c24_7070NA NA n.4688939T>CNA NA NA NA NA
Chr24 4753106 A AC Chr24_4753106_A_ACA_AC INDEL 17547.59 24 13 13 18 12 28 26 23 24 15 23 12 9 11 24 13 13 18 12 28 26 23 24 15 23 12 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_7160Pp3c24_7160transcript PAC:32910904protein_codingNA c.-1376_-1375insGNA NA NA NA 1376
Chr24 4753106 A AC Chr24_4753106_A_ACA_AC INDEL 17547.59 24 13 13 18 12 28 26 23 24 15 23 12 9 11 24 13 13 18 12 28 26 23 24 15 23 12 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_7171Pp3c24_7171transcript PAC:32908729protein_codingNA c.-173_-172insCNA NA NA NA 172
Chr24 4753106 A AC Chr24_4753106_A_ACA_AC INDEL 17547.59 24 13 13 18 12 28 26 23 24 15 23 12 9 11 24 13 13 18 12 28 26 23 24 15 23 12 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_7180Pp3c24_7180transcript PAC:32909062protein_codingNA c.-1254_-1253insCNA NA NA NA 1105
Chr24 4753106 A AC Chr24_4753106_A_ACA_AC INDEL 17547.59 24 13 13 18 12 28 26 23 24 15 23 12 9 11 24 13 13 18 12 28 26 23 24 15 23 12 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7160-Pp3c24_7171Pp3c24_7160-Pp3c24_7171intergenic_regionPp3c24_7160-Pp3c24_7171NA NA n.4753106_4753107insCNA NA NA NA NA
Chr24 4892763 T A Chr24_4892763_T_AT_A SNP 13538.63 15 12 10 19 11 19 10 19 18 20 17 8 7 7 15 12 10 19 11 19 10 19 18 20 17 8 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7350-Pp3c24_7590Pp3c24_7350-Pp3c24_7590intergenic_regionPp3c24_7350-Pp3c24_7590NA NA n.4892763T>ANA NA NA NA NA
Chr24 4900360 A AT Chr24_4900360_A_ATA_AT INDEL 16906.59 26 22 20 27 18 29 20 26 31 24 13 10 17 11 26 22 20 27 18 29 20 26 31 24 13 10 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7350-Pp3c24_7590Pp3c24_7350-Pp3c24_7590intergenic_regionPp3c24_7350-Pp3c24_7590NA NA n.4900360_4900361insTNA NA NA NA NA
Chr24 4912693 G GT Chr24_4912693_G_GTG_GT INDEL 18204.59 28 32 16 26 31 23 28 30 35 30 16 20 12 15 28 32 16 26 31 23 28 30 35 30 16 20 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7350-Pp3c24_7590Pp3c24_7350-Pp3c24_7590intergenic_regionPp3c24_7350-Pp3c24_7590NA NA n.4912693_4912694insTNA NA NA NA NA
Chr24 5123245 G A Chr24_5123245_G_AG_A SNP 18167.63 33 12 7 29 16 19 20 20 20 19 11 11 12 5 33 12 7 29 16 19 20 20 20 19 11 11 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7590-Pp3c24_7690Pp3c24_7590-Pp3c24_7690intergenic_regionPp3c24_7590-Pp3c24_7690NA NA n.5123245G>ANA NA NA NA NA
Chr24 5123252 C A Chr24_5123252_C_AC_A SNP 18997.63 33 13 8 28 18 20 20 22 20 18 13 13 12 5 33 13 8 28 18 20 20 22 20 18 13 13 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7590-Pp3c24_7690Pp3c24_7590-Pp3c24_7690intergenic_regionPp3c24_7590-Pp3c24_7690NA NA n.5123252C>ANA NA NA NA NA
Chr24 5123268 T TA Chr24_5123268_T_TAT_TA INDEL 18618.59 34 12 8 25 18 23 14 19 21 23 14 11 11 6 34 12 8 25 18 23 14 19 21 23 14 11 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7590-Pp3c24_7690Pp3c24_7590-Pp3c24_7690intergenic_regionPp3c24_7590-Pp3c24_7690NA NA n.5123268_5123269insANA NA NA NA NA
Chr24 5123273 C A Chr24_5123273_C_AC_A SNP 18003.63 34 12 8 23 17 23 14 20 19 23 14 10 12 6 34 12 8 23 17 23 14 20 19 23 14 10 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7590-Pp3c24_7690Pp3c24_7590-Pp3c24_7690intergenic_regionPp3c24_7590-Pp3c24_7690NA NA n.5123273C>ANA NA NA NA NA
Chr24 5181432 G T Chr24_5181432_G_TG_T SNP 11878.29 19 18 12 1 0 0 0 0 23 22 20 26 9 4 19 18 12 26 24 28 31 25 23 22 20 26 9 4 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c24_7720-Pp3c24_7760Pp3c24_7720-Pp3c24_7760intergenic_regionPp3c24_7720-Pp3c24_7760NA NA n.5181432G>TNA NA NA NA NA
Chr24 5196739 G A Chr24_5196739_G_AG_A SNP 20621.63 32 10 13 26 17 22 29 27 32 24 22 21 17 10 32 10 13 26 17 22 29 27 32 24 22 21 17 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7720-Pp3c24_7760Pp3c24_7720-Pp3c24_7760intergenic_regionPp3c24_7720-Pp3c24_7760NA NA n.5196739G>ANA NA NA NA NA
Chr24 5196758 C CT Chr24_5196758_C_CTC_CT INDEL 21105.59 33 9 12 31 16 21 25 28 27 24 22 17 14 13 33 9 12 31 16 21 25 28 27 24 22 17 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7720-Pp3c24_7760Pp3c24_7720-Pp3c24_7760intergenic_regionPp3c24_7720-Pp3c24_7760NA NA n.5196758_5196759insTNA NA NA NA NA
Chr24 5196762 TA T Chr24_5196762_TA_TTA_T INDEL 20551.59 32 10 12 31 16 21 25 29 26 21 22 16 18 12 32 10 12 31 16 21 25 29 26 21 22 16 18 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7720-Pp3c24_7760Pp3c24_7720-Pp3c24_7760intergenic_regionPp3c24_7720-Pp3c24_7760NA NA n.5196763delANA NA NA NA NA
Chr24 5198753 C T Chr24_5198753_C_TC_T SNP 17025.63 39 18 20 25 27 29 24 26 23 30 14 17 11 21 39 18 20 25 27 29 24 26 23 30 14 17 11 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7720-Pp3c24_7760Pp3c24_7720-Pp3c24_7760intergenic_regionPp3c24_7720-Pp3c24_7760NA NA n.5198753C>TNA NA NA NA NA
Chr24 5198795 C T Chr24_5198795_C_TC_T SNP 21949.63 40 16 19 27 28 32 29 29 25 23 13 14 10 14 40 16 19 27 28 32 29 29 25 23 13 14 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7720-Pp3c24_7760Pp3c24_7720-Pp3c24_7760intergenic_regionPp3c24_7720-Pp3c24_7760NA NA n.5198795C>TNA NA NA NA NA
Chr24 5198808 AT A Chr24_5198808_AT_AAT_A INDEL 21574.59 39 16 19 27 27 32 29 22 25 25 13 13 11 13 39 16 19 27 27 32 29 22 25 25 13 13 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_7720-Pp3c24_7760Pp3c24_7720-Pp3c24_7760intergenic_regionPp3c24_7720-Pp3c24_7760NA NA n.5198809delTNA NA NA NA NA
Chr24 5384906 A T Chr24_5384906_A_TA_T SNP 4156.98 0 0 0 0 0 0 0 0 20 26 13 18 8 11 30 10 15 32 20 31 13 25 20 26 13 18 8 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c24_7870-Pp3c24_8020Pp3c24_7870-Pp3c24_8020intergenic_regionPp3c24_7870-Pp3c24_8020NA NA n.5384906A>TNA NA NA NA NA
Chr24 5933940 T A Chr24_5933940_T_AT_A SNP 18096.63 33 14 14 22 18 20 33 13 24 18 20 15 7 11 33 14 14 22 18 20 33 13 24 18 20 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_8730-Pp3c24_8780Pp3c24_8730-Pp3c24_8780intergenic_regionPp3c24_8730-Pp3c24_8780NA NA n.5933940T>ANA NA NA NA NA
Chr24 5933941 T A Chr24_5933941_T_AT_A SNP 18096.63 33 14 14 22 18 21 33 12 25 19 20 15 7 11 33 14 14 22 18 21 33 12 25 19 20 15 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_8730-Pp3c24_8780Pp3c24_8730-Pp3c24_8780intergenic_regionPp3c24_8730-Pp3c24_8780NA NA n.5933941T>ANA NA NA NA NA
Chr24 6001398 T TA Chr24_6001398_T_TAT_TA INDEL 11392.59 15 13 11 22 13 17 21 22 19 11 9 11 17 11 15 13 11 22 13 17 21 22 19 11 9 11 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_8830-Pp3c24_8890Pp3c24_8830-Pp3c24_8890intergenic_regionPp3c24_8830-Pp3c24_8890NA NA n.6001398_6001399insANA NA NA NA NA
Chr24 6006030 TA T Chr24_6006030_TA_TTA_T INDEL 16482.59 24 10 14 25 15 24 18 22 14 17 16 7 11 12 24 10 14 25 15 24 18 22 14 17 16 7 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_8830-Pp3c24_8890Pp3c24_8830-Pp3c24_8890intergenic_regionPp3c24_8830-Pp3c24_8890NA NA n.6006031delANA NA NA NA NA
Chr24 6006051 AC A Chr24_6006051_AC_AAC_A INDEL 16468.59 23 9 13 20 13 23 19 21 9 17 10 8 10 10 23 9 13 20 13 23 19 21 9 17 10 8 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_8830-Pp3c24_8890Pp3c24_8830-Pp3c24_8890intergenic_regionPp3c24_8830-Pp3c24_8890NA NA n.6006052delCNA NA NA NA NA
Chr24 6006103 G T Chr24_6006103_G_TG_T SNP 16008.63 21 10 13 19 13 28 20 22 17 23 11 19 9 9 21 10 13 19 13 28 20 22 17 23 11 19 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_8830-Pp3c24_8890Pp3c24_8830-Pp3c24_8890intergenic_regionPp3c24_8830-Pp3c24_8890NA NA n.6006103G>TNA NA NA NA NA
Chr24 6008202 T TA Chr24_6008202_T_TAT_TA INDEL 13492.59 13 13 12 28 20 23 22 25 11 23 19 17 8 18 13 13 12 28 20 23 22 25 11 23 19 17 8 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_8830-Pp3c24_8890Pp3c24_8830-Pp3c24_8890intergenic_regionPp3c24_8830-Pp3c24_8890NA NA n.6008202_6008203insANA NA NA NA NA
Chr24 6129822 G A Chr24_6129822_G_AG_A SNP 20121.63 24 11 14 27 12 22 30 29 16 24 16 16 8 17 24 11 14 27 12 22 30 29 16 24 16 16 8 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_8970-Pp3c24_9020Pp3c24_8970-Pp3c24_9020intergenic_regionPp3c24_8970-Pp3c24_9020NA NA n.6129822G>ANA NA NA NA NA
Chr24 6129824 G T Chr24_6129824_G_TG_T SNP 20121.63 24 11 14 27 13 22 30 29 16 25 16 16 9 17 24 11 14 27 13 22 30 29 16 25 16 16 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_8970-Pp3c24_9020Pp3c24_8970-Pp3c24_9020intergenic_regionPp3c24_8970-Pp3c24_9020NA NA n.6129824G>TNA NA NA NA NA
Chr24 6404786 T A Chr24_6404786_T_AT_A SNP 17954.63 31 14 16 23 22 24 24 14 21 20 25 21 8 13 31 14 16 23 22 24 24 14 21 20 25 21 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_9260-Pp3c24_9280Pp3c24_9260-Pp3c24_9280intergenic_regionPp3c24_9260-Pp3c24_9280NA NA n.6404786T>ANA NA NA NA NA
Chr24 6410057 ACT A Chr24_6410057_ACT_AACT_A INDEL 21097.59 19 14 11 33 21 31 28 17 28 24 21 17 11 6 19 14 11 33 21 31 28 17 28 24 21 17 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_9260-Pp3c24_9280Pp3c24_9260-Pp3c24_9280intergenic_regionPp3c24_9260-Pp3c24_9280NA NA n.6410058_6410059delCTNA NA NA NA NA
Chr24 6410062 AC A Chr24_6410062_AC_AAC_A INDEL 21478.59 20 14 11 33 23 31 29 20 28 24 21 17 11 7 20 14 11 33 23 31 29 20 28 24 21 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_9260-Pp3c24_9280Pp3c24_9260-Pp3c24_9280intergenic_regionPp3c24_9260-Pp3c24_9280NA NA n.6410063delCNA NA NA NA NA



Chr24 6410064 C G Chr24_6410064_C_GC_G SNP 21487.63 20 13 11 33 23 32 29 20 28 24 21 17 11 7 20 13 11 33 23 32 29 20 28 24 21 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_9260-Pp3c24_9280Pp3c24_9260-Pp3c24_9280intergenic_regionPp3c24_9260-Pp3c24_9280NA NA n.6410064C>GNA NA NA NA NA
Chr24 6427642 A AAT Chr24_6427642_A_AATA_AAT INDEL 6718.59 19 6 11 13 7 24 21 15 8 11 8 7 6 4 19 6 11 14 7 24 21 15 9 11 9 8 6 4 1 1 1 0.929 1 1 1 1 0.889 1 0.889 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_9300Pp3c24_9300transcript PAC:32910817protein_codingNA c.-1466_-1465insATNA NA NA NA 1019
Chr24 6427642 A AAT Chr24_6427642_A_AATA_AAT INDEL 6718.59 19 6 11 13 7 24 21 15 8 11 8 7 6 4 19 6 11 14 7 24 21 15 9 11 9 8 6 4 1 1 1 0.929 1 1 1 1 0.889 1 0.889 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_9310Pp3c24_9310transcript PAC:32909628protein_codingNA c.-4812_-4811insATNA NA NA NA 3935
Chr24 6427642 A AAT Chr24_6427642_A_AATA_AAT INDEL 6718.59 19 6 11 13 7 24 21 15 8 11 8 7 6 4 19 6 11 14 7 24 21 15 9 11 9 8 6 4 1 1 1 0.929 1 1 1 1 0.889 1 0.889 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_9300Pp3c24_9300transcript PAC:32910818protein_codingNA c.-1083_-1082insATNA NA NA NA 1083
Chr24 6427642 A AAT Chr24_6427642_A_AATA_AAT INDEL 6718.59 19 6 11 13 7 24 21 15 8 11 8 7 6 4 19 6 11 14 7 24 21 15 9 11 9 8 6 4 1 1 1 0.929 1 1 1 1 0.889 1 0.889 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_9310Pp3c24_9310transcript PAC:32909629protein_codingNA c.-4812_-4811insATNA NA NA NA 3949
Chr24 6427642 A AAT Chr24_6427642_A_AATA_AAT INDEL 6718.59 19 6 11 13 7 24 21 15 8 11 8 7 6 4 19 6 11 14 7 24 21 15 9 11 9 8 6 4 1 1 1 0.929 1 1 1 1 0.889 1 0.889 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_9310Pp3c24_9310transcript PAC:32909630protein_codingNA c.-4812_-4811insATNA NA NA NA 3949
Chr24 6427642 A AAT Chr24_6427642_A_AATA_AAT INDEL 6718.59 19 6 11 13 7 24 21 15 8 11 8 7 6 4 19 6 11 14 7 24 21 15 9 11 9 8 6 4 1 1 1 0.929 1 1 1 1 0.889 1 0.889 0.875 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_9310Pp3c24_9310transcript PAC:32909631protein_codingNA c.-4812_-4811insATNA NA NA NA 3973
Chr24 6427642 A AAT Chr24_6427642_A_AATA_AAT INDEL 6718.59 19 6 11 13 7 24 21 15 8 11 8 7 6 4 19 6 11 14 7 24 21 15 9 11 9 8 6 4 1 1 1 0.929 1 1 1 1 0.889 1 0.889 0.875 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_9300-Pp3c24_9310Pp3c24_9300-Pp3c24_9310intergenic_regionPp3c24_9300-Pp3c24_9310NA NA n.6427642_6427643insATNA NA NA NA NA
Chr24 6461296 C A Chr24_6461296_C_AC_A SNP 22451.63 33 25 13 31 22 28 40 18 23 23 30 20 9 21 33 25 13 31 22 28 40 18 23 23 30 20 9 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_9380-Pp3c24_9389Pp3c24_9380-Pp3c24_9389intergenic_regionPp3c24_9380-Pp3c24_9389NA NA n.6461296C>ANA NA NA NA NA
Chr24 6461473 G T Chr24_6461473_G_TG_T SNP 19808.63 20 13 17 30 25 32 38 22 22 31 14 29 15 13 20 13 17 30 25 32 38 22 22 31 14 29 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_9380-Pp3c24_9389Pp3c24_9380-Pp3c24_9389intergenic_regionPp3c24_9380-Pp3c24_9389NA NA n.6461473G>TNA NA NA NA NA
Chr24 6479997 TA T Chr24_6479997_TA_TTA_T INDEL 22652.59 43 11 16 23 28 25 46 17 30 27 12 21 14 11 43 11 16 23 28 25 46 17 30 27 12 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_9420Pp3c24_9420transcript PAC:32910266protein_codingNA c.*1678delA NA NA NA NA 1097
Chr24 6479997 TA T Chr24_6479997_TA_TTA_T INDEL 22652.59 43 11 16 23 28 25 46 17 30 27 12 21 14 11 43 11 16 23 28 25 46 17 30 27 12 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_9420Pp3c24_9420transcript PAC:32910267protein_codingNA c.*1678delA NA NA NA NA 562
Chr24 6479997 TA T Chr24_6479997_TA_TTA_T INDEL 22652.59 43 11 16 23 28 25 46 17 30 27 12 21 14 11 43 11 16 23 28 25 46 17 30 27 12 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_9420Pp3c24_9420transcript PAC:32910268protein_codingNA c.*1678delA NA NA NA NA 556
Chr24 6479997 TA T Chr24_6479997_TA_TTA_T INDEL 22652.59 43 11 16 23 28 25 46 17 30 27 12 21 14 11 43 11 16 23 28 25 46 17 30 27 12 21 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_9420-Pp3c24_9430Pp3c24_9420-Pp3c24_9430intergenic_regionPp3c24_9420-Pp3c24_9430NA NA n.6479998delANA NA NA NA NA
Chr24 6480004 A T Chr24_6480004_A_TA_T SNP 23007.63 44 11 16 23 27 26 48 18 31 28 12 20 15 11 44 11 16 23 27 26 48 18 31 28 12 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_9420Pp3c24_9420transcript PAC:32910266protein_codingNA c.*1684A>T NA NA NA NA 1103
Chr24 6480004 A T Chr24_6480004_A_TA_T SNP 23007.63 44 11 16 23 27 26 48 18 31 28 12 20 15 11 44 11 16 23 27 26 48 18 31 28 12 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_9420Pp3c24_9420transcript PAC:32910267protein_codingNA c.*1684A>T NA NA NA NA 568
Chr24 6480004 A T Chr24_6480004_A_TA_T SNP 23007.63 44 11 16 23 27 26 48 18 31 28 12 20 15 11 44 11 16 23 27 26 48 18 31 28 12 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_9420Pp3c24_9420transcript PAC:32910268protein_codingNA c.*1684A>T NA NA NA NA 562
Chr24 6480004 A T Chr24_6480004_A_TA_T SNP 23007.63 44 11 16 23 27 26 48 18 31 28 12 20 15 11 44 11 16 23 27 26 48 18 31 28 12 20 15 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_9420-Pp3c24_9430Pp3c24_9420-Pp3c24_9430intergenic_regionPp3c24_9420-Pp3c24_9430NA NA n.6480004A>TNA NA NA NA NA
Chr24 6480007 T A Chr24_6480007_T_AT_A SNP 22790.63 45 11 15 23 25 24 46 19 31 28 12 21 15 10 45 11 15 23 25 24 46 19 31 28 12 21 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_9420Pp3c24_9420transcript PAC:32910266protein_codingNA c.*1687T>A NA NA NA NA 1106
Chr24 6480007 T A Chr24_6480007_T_AT_A SNP 22790.63 45 11 15 23 25 24 46 19 31 28 12 21 15 10 45 11 15 23 25 24 46 19 31 28 12 21 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_9420Pp3c24_9420transcript PAC:32910267protein_codingNA c.*1687T>A NA NA NA NA 571
Chr24 6480007 T A Chr24_6480007_T_AT_A SNP 22790.63 45 11 15 23 25 24 46 19 31 28 12 21 15 10 45 11 15 23 25 24 46 19 31 28 12 21 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_9420Pp3c24_9420transcript PAC:32910268protein_codingNA c.*1687T>A NA NA NA NA 565
Chr24 6480007 T A Chr24_6480007_T_AT_A SNP 22790.63 45 11 15 23 25 24 46 19 31 28 12 21 15 10 45 11 15 23 25 24 46 19 31 28 12 21 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_9420-Pp3c24_9430Pp3c24_9420-Pp3c24_9430intergenic_regionPp3c24_9420-Pp3c24_9430NA NA n.6480007T>ANA NA NA NA NA
Chr24 6568707 A G Chr24_6568707_A_GA_G SNP 14742.63 23 7 20 21 16 22 23 15 16 17 9 17 11 5 23 7 20 21 16 22 23 15 16 17 9 17 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_9500Pp3c24_9500transcript PAC:32910842protein_codingNA c.-3015A>G NA NA NA NA 2556
Chr24 6568707 A G Chr24_6568707_A_GA_G SNP 14742.63 23 7 20 21 16 22 23 15 16 17 9 17 11 5 23 7 20 21 16 22 23 15 16 17 9 17 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_9511Pp3c24_9511transcript PAC:32910199protein_codingNA c.-3015A>G NA NA NA NA 2583
Chr24 6568707 A G Chr24_6568707_A_GA_G SNP 14742.63 23 7 20 21 16 22 23 15 16 17 9 17 11 5 23 7 20 21 16 22 23 15 16 17 9 17 11 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_9481-Pp3c24_9500Pp3c24_9481-Pp3c24_9500intergenic_regionPp3c24_9481-Pp3c24_9500NA NA n.6568707A>GNA NA NA NA NA
Chr24 6914414 C A Chr24_6914414_C_AC_A SNP 2147.39 28 11 15 0 0 0 0 0 0 0 0 0 0 0 28 11 15 26 20 27 33 19 16 15 15 19 12 9 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c24_10150-Pp3c24_10180Pp3c24_10150-Pp3c24_10180intergenic_regionPp3c24_10150-Pp3c24_10180NA NA n.6914414C>ANA NA NA NA NA
Chr24 6937804 T TTA Chr24_6937804_T_TTAT_TTA INDEL 719.37 0 0 1 0 1 2 26 0 2 0 0 0 0 1 21 15 11 16 16 24 26 25 10 14 15 5 9 4 0 0 0 0 0 0.083 1 0 0.2 0 0 0 0 0 0 1 1 3 0 1 0 upstream_gene_variantMODIFIER Pp3c24_10180Pp3c24_10180transcript PAC:32910065protein_codingNA c.-1473_-1472insTANA NA NA NA 920
Chr24 6937804 T TTA Chr24_6937804_T_TTAT_TTA INDEL 719.37 0 0 1 0 1 2 26 0 2 0 0 0 0 1 21 15 11 16 16 24 26 25 10 14 15 5 9 4 0 0 0 0 0 0.083 1 0 0.2 0 0 0 0 0 0 1 1 3 0 1 0 upstream_gene_variantMODIFIER Pp3c24_10180Pp3c24_10180transcript PAC:32910066protein_codingNA c.-1473_-1472insTANA NA NA NA 882
Chr24 6937804 T TTA Chr24_6937804_T_TTAT_TTA INDEL 719.37 0 0 1 0 1 2 26 0 2 0 0 0 0 1 21 15 11 16 16 24 26 25 10 14 15 5 9 4 0 0 0 0 0 0.083 1 0 0.2 0 0 0 0 0 0 1 1 3 0 1 0 upstream_gene_variantMODIFIER Pp3c24_10180Pp3c24_10180transcript PAC:32910067protein_codingNA c.-1473_-1472insTANA NA NA NA 1111
Chr24 6937804 T TTA Chr24_6937804_T_TTAT_TTA INDEL 719.37 0 0 1 0 1 2 26 0 2 0 0 0 0 1 21 15 11 16 16 24 26 25 10 14 15 5 9 4 0 0 0 0 0 0.083 1 0 0.2 0 0 0 0 0 0 1 1 3 0 1 0 intergenic_regionMODIFIER Pp3c24_10150-Pp3c24_10180Pp3c24_10150-Pp3c24_10180intergenic_regionPp3c24_10150-Pp3c24_10180NA NA n.6937804_6937805insTANA NA NA NA NA
Chr24 6998169 G T Chr24_6998169_G_TG_T SNP 17702.63 31 25 12 16 24 26 22 22 19 25 27 16 8 8 31 25 12 16 24 26 22 22 19 25 27 16 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10220-Pp3c24_10300Pp3c24_10220-Pp3c24_10300intergenic_regionPp3c24_10220-Pp3c24_10300NA NA n.6998169G>TNA NA NA NA NA
Chr24 7034794 T A Chr24_7034794_T_AT_A SNP 16928.63 25 11 20 18 17 20 37 14 14 19 14 15 8 13 25 11 20 18 17 20 37 14 14 19 14 15 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10220-Pp3c24_10300Pp3c24_10220-Pp3c24_10300intergenic_regionPp3c24_10220-Pp3c24_10300NA NA n.7034794T>ANA NA NA NA NA
Chr24 7036331 GCT G Chr24_7036331_GCT_GGCT_G INDEL 17858.59 27 12 14 26 16 23 36 26 27 19 10 11 11 7 27 12 14 26 16 23 36 26 27 19 10 11 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10220-Pp3c24_10300Pp3c24_10220-Pp3c24_10300intergenic_regionPp3c24_10220-Pp3c24_10300NA NA n.7036332_7036333delCTNA NA NA NA NA
Chr24 7036333 T TAAGA Chr24_7036333_T_TAAGAT_TAAGA INDEL 17858.59 27 12 14 26 16 23 36 26 27 19 10 11 11 7 27 12 14 26 16 23 36 26 27 19 10 11 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10220-Pp3c24_10300Pp3c24_10220-Pp3c24_10300intergenic_regionPp3c24_10220-Pp3c24_10300NA NA n.7036333_7036334insAAGANA NA NA NA NA
Chr24 7041316 G C Chr24_7041316_G_CG_C SNP 12714.63 25 8 15 12 14 16 19 13 9 14 10 16 7 5 25 8 15 12 14 16 19 13 9 14 10 16 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10220-Pp3c24_10300Pp3c24_10220-Pp3c24_10300intergenic_regionPp3c24_10220-Pp3c24_10300NA NA n.7041316G>CNA NA NA NA NA
Chr24 7043130 AC A Chr24_7043130_AC_AAC_A INDEL 7479.59 11 4 5 8 4 10 8 14 5 7 9 5 4 5 11 4 5 8 4 10 8 14 5 7 9 5 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10220-Pp3c24_10300Pp3c24_10220-Pp3c24_10300intergenic_regionPp3c24_10220-Pp3c24_10300NA NA n.7043131delCNA NA NA NA NA
Chr24 7043133 C G Chr24_7043133_C_GC_G SNP 7488.63 11 4 5 8 4 10 8 14 5 7 9 5 4 5 11 4 5 8 4 10 8 14 5 7 9 5 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10220-Pp3c24_10300Pp3c24_10220-Pp3c24_10300intergenic_regionPp3c24_10220-Pp3c24_10300NA NA n.7043133C>GNA NA NA NA NA
Chr24 7043135 CTTTTTATTGTGCTATC Chr24_7043135_CTTTTTATTGTGCTAT_CCTTTTTATTGTGCTAT_CINDEL 6738.37 11 4 5 8 4 10 8 14 5 7 9 5 4 5 11 4 5 8 5 10 8 14 5 7 9 5 4 5 1 1 1 1 0.8 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10220-Pp3c24_10300Pp3c24_10220-Pp3c24_10300intergenic_regionPp3c24_10220-Pp3c24_10300NA NA n.7043136_7043150delTTTTTATTGTGCTATNA NA NA NA NA
Chr24 7051324 G T Chr24_7051324_G_TG_T SNP 2207.39 34 13 7 0 0 0 0 0 0 0 0 0 0 0 34 13 7 22 17 20 31 21 13 24 20 17 16 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c24_10300Pp3c24_10300transcript PAC:32908633protein_codingNA c.*2239G>T NA NA NA NA 2239
Chr24 7051324 G T Chr24_7051324_G_TG_T SNP 2207.39 34 13 7 0 0 0 0 0 0 0 0 0 0 0 34 13 7 22 17 20 31 21 13 24 20 17 16 12 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c24_10300-Pp3c24_10340Pp3c24_10300-Pp3c24_10340intergenic_regionPp3c24_10300-Pp3c24_10340NA NA n.7051324G>TNA NA NA NA NA
Chr24 7055372 C T Chr24_7055372_C_TC_T SNP 17923.63 22 12 16 23 18 29 26 14 29 21 18 18 12 12 22 12 16 23 18 29 26 14 29 21 18 18 12 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10300-Pp3c24_10340Pp3c24_10300-Pp3c24_10340intergenic_regionPp3c24_10300-Pp3c24_10340NA NA n.7055372C>TNA NA NA NA NA
Chr24 7055387 G T Chr24_7055387_G_TG_T SNP 18398.63 22 14 15 26 18 29 29 11 26 23 17 17 12 10 22 14 15 26 18 29 29 11 26 23 17 17 12 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10300-Pp3c24_10340Pp3c24_10300-Pp3c24_10340intergenic_regionPp3c24_10300-Pp3c24_10340NA NA n.7055387G>TNA NA NA NA NA
Chr24 7113528 T C Chr24_7113528_T_CT_C SNP 8633.63 12 7 10 13 8 7 16 14 9 17 13 7 4 4 12 7 10 14 8 7 16 14 9 17 13 7 4 4 1 1 1 0.929 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10300-Pp3c24_10340Pp3c24_10300-Pp3c24_10340intergenic_regionPp3c24_10300-Pp3c24_10340NA NA n.7113528T>CNA NA NA NA NA
Chr24 7114318 A G Chr24_7114318_A_GA_G SNP 14615.63 24 19 12 22 13 16 32 10 24 18 12 19 5 7 24 19 12 22 13 16 32 10 24 18 12 19 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10300-Pp3c24_10340Pp3c24_10300-Pp3c24_10340intergenic_regionPp3c24_10300-Pp3c24_10340NA NA n.7114318A>GNA NA NA NA NA
Chr24 7114345 GA G Chr24_7114345_GA_GGA_G INDEL 12180.59 20 14 11 18 9 13 28 5 17 14 6 17 4 6 20 14 11 18 9 13 28 5 17 14 6 17 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10300-Pp3c24_10340Pp3c24_10300-Pp3c24_10340intergenic_regionPp3c24_10300-Pp3c24_10340NA NA n.7114346delANA NA NA NA NA
Chr24 7114351 C CA Chr24_7114351_C_CAC_CA INDEL 12672.59 21 14 11 19 10 13 27 4 18 16 5 17 4 6 21 14 11 19 10 13 27 4 18 16 5 17 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10300-Pp3c24_10340Pp3c24_10300-Pp3c24_10340intergenic_regionPp3c24_10300-Pp3c24_10340NA NA n.7114351_7114352insANA NA NA NA NA
Chr24 7122805 T TA Chr24_7122805_T_TAT_TA INDEL 18647.59 32 19 16 24 9 27 35 25 24 25 18 20 10 13 32 19 16 24 9 27 35 25 24 25 18 20 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10300-Pp3c24_10340Pp3c24_10300-Pp3c24_10340intergenic_regionPp3c24_10300-Pp3c24_10340NA NA n.7122805_7122806insANA NA NA NA NA
Chr24 7122833 C A Chr24_7122833_C_AC_A SNP 19708.63 25 16 19 24 14 25 40 27 31 29 16 20 10 14 25 16 19 24 14 25 40 27 31 29 16 20 10 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10300-Pp3c24_10340Pp3c24_10300-Pp3c24_10340intergenic_regionPp3c24_10300-Pp3c24_10340NA NA n.7122833C>ANA NA NA NA NA
Chr24 7234960 C A Chr24_7234960_C_AC_A SNP 17256.63 23 21 13 23 16 25 26 15 17 25 17 21 12 14 23 21 13 23 16 25 26 15 17 25 17 21 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10380-Pp3c24_10460Pp3c24_10380-Pp3c24_10460intergenic_regionPp3c24_10380-Pp3c24_10460NA NA n.7234960C>ANA NA NA NA NA
Chr24 7317730 C T Chr24_7317730_C_TC_T SNP 20687.63 33 18 17 29 31 24 39 25 24 23 13 13 17 11 33 18 17 29 31 24 39 25 24 23 13 13 17 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_10590-Pp3c24_10620Pp3c24_10590-Pp3c24_10620intergenic_regionPp3c24_10590-Pp3c24_10620NA NA n.7317730C>TNA NA NA NA NA
Chr24 7698217 C G Chr24_7698217_C_GC_G SNP 13509.63 22 10 6 21 17 14 22 14 19 14 13 16 4 8 22 10 6 21 17 14 22 14 19 14 13 16 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_11130Pp3c24_11130transcript PAC:32910416protein_codingNA c.-2110C>G NA NA NA NA 23
Chr24 7698217 C G Chr24_7698217_C_GC_G SNP 13509.63 22 10 6 21 17 14 22 14 19 14 13 16 4 8 22 10 6 21 17 14 22 14 19 14 13 16 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_11130Pp3c24_11130transcript PAC:32910417protein_codingNA c.-2110C>G NA NA NA NA 2110
Chr24 7698217 C G Chr24_7698217_C_GC_G SNP 13509.63 22 10 6 21 17 14 22 14 19 14 13 16 4 8 22 10 6 21 17 14 22 14 19 14 13 16 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_11150Pp3c24_11150transcript PAC:32909992protein_codingNA c.*5255G>C NA NA NA NA 4918
Chr24 7698217 C G Chr24_7698217_C_GC_G SNP 13509.63 22 10 6 21 17 14 22 14 19 14 13 16 4 8 22 10 6 21 17 14 22 14 19 14 13 16 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_11156Pp3c24_11156transcript PAC:32909356protein_codingNA c.*5255G>C NA NA NA NA 4919
Chr24 7698217 C G Chr24_7698217_C_GC_G SNP 13509.63 22 10 6 21 17 14 22 14 19 14 13 16 4 8 22 10 6 21 17 14 22 14 19 14 13 16 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_11100-Pp3c24_11130Pp3c24_11100-Pp3c24_11130intergenic_regionPp3c24_11100-Pp3c24_11130NA NA n.7698217C>GNA NA NA NA NA
Chr24 7772813 C CCAAATCTTATATCAAATCCTAGACAAATCCTAAATCCTAAATChr24_7772813_C_CCAAATCTTATATCAAATCCTAGACAAATCCTAAATCCTAAATC_CCAAATCTTATATCAAATCCTAGACAAATCCTAAATCCTAAATINDEL 19059.59 20 13 8 14 10 18 22 16 18 25 6 15 15 10 20 13 8 14 10 18 22 16 18 25 6 15 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_11220-Pp3c24_11240Pp3c24_11220-Pp3c24_11240intergenic_regionPp3c24_11220-Pp3c24_11240NA NA n.7772813_7772814insCAAATCTTATATCAAATCCTAGACAAATCCTAAATCCTAAATNA NA NA NA NA
Chr24 7862390 AC A Chr24_7862390_AC_AAC_A INDEL 20094.59 33 13 19 31 24 31 31 25 26 24 14 26 7 18 33 13 19 31 24 31 31 25 26 24 14 26 7 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_11300Pp3c24_11300transcript PAC:32908741protein_codingNA c.-2942delG NA NA NA NA 2633
Chr24 7862390 AC A Chr24_7862390_AC_AAC_A INDEL 20094.59 33 13 19 31 24 31 31 25 26 24 14 26 7 18 33 13 19 31 24 31 31 25 26 24 14 26 7 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_11300Pp3c24_11300transcript PAC:32908743protein_codingNA c.-3035delG NA NA NA NA 2633
Chr24 7862390 AC A Chr24_7862390_AC_AAC_A INDEL 20094.59 33 13 19 31 24 31 31 25 26 24 14 26 7 18 33 13 19 31 24 31 31 25 26 24 14 26 7 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_11300Pp3c24_11300transcript PAC:32908742protein_codingNA c.-2942delG NA NA NA NA 2556
Chr24 7862390 AC A Chr24_7862390_AC_AAC_A INDEL 20094.59 33 13 19 31 24 31 31 25 26 24 14 26 7 18 33 13 19 31 24 31 31 25 26 24 14 26 7 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_11300-Pp3c24_11410Pp3c24_11300-Pp3c24_11410intergenic_regionPp3c24_11300-Pp3c24_11410NA NA n.7862391delCNA NA NA NA NA
Chr24 8013001 TC T Chr24_8013001_TC_TTC_T INDEL 5933.59 7 8 5 7 11 11 12 9 7 8 4 5 6 4 7 8 5 7 11 11 12 9 7 8 4 5 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_11510-Pp3c24_11540Pp3c24_11510-Pp3c24_11540intergenic_regionPp3c24_11510-Pp3c24_11540NA NA n.8013002delCNA NA NA NA NA
Chr24 8304824 AAT A Chr24_8304824_AAT_AAAT_A INDEL 2475.93 0 0 0 0 0 0 0 0 28 8 11 10 6 8 17 19 14 20 14 28 25 10 28 9 11 10 6 8 0 0 0 0 0 0 0 0 1 0.889 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c24_11910-Pp3c24_11940Pp3c24_11910-Pp3c24_11940intergenic_regionPp3c24_11910-Pp3c24_11940NA NA n.8304825_8304826delATNA NA NA NA NA
Chr24 8324441 G C Chr24_8324441_G_CG_C SNP 17554.63 29 14 25 16 14 23 32 11 23 29 16 21 10 13 29 14 25 16 14 23 32 11 23 29 16 21 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_11910-Pp3c24_11940Pp3c24_11910-Pp3c24_11940intergenic_regionPp3c24_11910-Pp3c24_11940NA NA n.8324441G>CNA NA NA NA NA
Chr24 8343483 G GT Chr24_8343483_G_GTG_GT INDEL 16384.59 26 18 11 16 25 24 32 24 15 21 18 15 9 17 26 18 11 16 25 24 32 24 15 21 18 15 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_11940Pp3c24_11940transcript PAC:32910807protein_coding 01-juin c.-510-287_-510-286insTNA NA NA NA NA
Chr24 8343483 G GT Chr24_8343483_G_GTG_GT INDEL 16384.59 26 18 11 16 25 24 32 24 15 21 18 15 9 17 26 18 11 16 25 24 32 24 15 21 18 15 9 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_11940Pp3c24_11940transcript PAC:32910808protein_coding 01-mai c.-635-287_-635-286insTNA NA NA NA NA
Chr24 8570408 ACTGG A Chr24_8570408_ACTGG_AACTGG_A INDEL 20270.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908659protein_codingNA c.-1234_-1231delCTGGNA NA NA NA 651
Chr24 8570408 ACTGG A Chr24_8570408_ACTGG_AACTGG_A INDEL 20270.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908662protein_codingNA c.-1234_-1231delCTGGNA NA NA NA 666
Chr24 8570408 ACTGG A Chr24_8570408_ACTGG_AACTGG_A INDEL 20270.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908660protein_codingNA c.-1234_-1231delCTGGNA NA NA NA 672
Chr24 8570408 ACTGG A Chr24_8570408_ACTGG_AACTGG_A INDEL 20270.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908661protein_codingNA c.-1234_-1231delCTGGNA NA NA NA 672
Chr24 8570408 ACTGG A Chr24_8570408_ACTGG_AACTGG_A INDEL 20270.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_12500Pp3c24_12500transcript PAC:32909014protein_codingNA c.*2461_*2464delCTGGNA NA NA NA 2115
Chr24 8570408 ACTGG A Chr24_8570408_ACTGG_AACTGG_A INDEL 20270.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_12500-Pp3c24_12510Pp3c24_12500-Pp3c24_12510intergenic_regionPp3c24_12500-Pp3c24_12510NA NA n.8570409_8570412delCTGGNA NA NA NA NA
Chr24 8570413 A AGCAC Chr24_8570413_A_AGCACA_AGCAC INDEL 20307.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908659protein_codingNA c.-1230_-1229insGCACNA NA NA NA 646
Chr24 8570413 A AGCAC Chr24_8570413_A_AGCACA_AGCAC INDEL 20307.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908662protein_codingNA c.-1230_-1229insGCACNA NA NA NA 661
Chr24 8570413 A AGCAC Chr24_8570413_A_AGCACA_AGCAC INDEL 20307.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908660protein_codingNA c.-1230_-1229insGCACNA NA NA NA 667
Chr24 8570413 A AGCAC Chr24_8570413_A_AGCACA_AGCAC INDEL 20307.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908661protein_codingNA c.-1230_-1229insGCACNA NA NA NA 667
Chr24 8570413 A AGCAC Chr24_8570413_A_AGCACA_AGCAC INDEL 20307.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_12500Pp3c24_12500transcript PAC:32909014protein_codingNA c.*2465_*2466insGCACNA NA NA NA 2120
Chr24 8570413 A AGCAC Chr24_8570413_A_AGCACA_AGCAC INDEL 20307.59 17 23 11 23 20 15 19 21 26 34 20 14 16 9 17 23 11 23 20 15 19 21 26 34 20 14 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_12500-Pp3c24_12510Pp3c24_12500-Pp3c24_12510intergenic_regionPp3c24_12500-Pp3c24_12510NA NA n.8570413_8570414insGCACNA NA NA NA NA
Chr24 8570415 A T Chr24_8570415_A_TA_T SNP 20316.63 17 25 12 22 20 17 18 20 26 34 20 14 15 9 17 25 12 22 20 17 18 20 26 34 20 14 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908659protein_codingNA c.-1228A>T NA NA NA NA 645
Chr24 8570415 A T Chr24_8570415_A_TA_T SNP 20316.63 17 25 12 22 20 17 18 20 26 34 20 14 15 9 17 25 12 22 20 17 18 20 26 34 20 14 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908662protein_codingNA c.-1228A>T NA NA NA NA 660
Chr24 8570415 A T Chr24_8570415_A_TA_T SNP 20316.63 17 25 12 22 20 17 18 20 26 34 20 14 15 9 17 25 12 22 20 17 18 20 26 34 20 14 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908660protein_codingNA c.-1228A>T NA NA NA NA 666
Chr24 8570415 A T Chr24_8570415_A_TA_T SNP 20316.63 17 25 12 22 20 17 18 20 26 34 20 14 15 9 17 25 12 22 20 17 18 20 26 34 20 14 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_12510Pp3c24_12510transcript PAC:32908661protein_codingNA c.-1228A>T NA NA NA NA 666
Chr24 8570415 A T Chr24_8570415_A_TA_T SNP 20316.63 17 25 12 22 20 17 18 20 26 34 20 14 15 9 17 25 12 22 20 17 18 20 26 34 20 14 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_12500Pp3c24_12500transcript PAC:32909014protein_codingNA c.*2467A>T NA NA NA NA 2121
Chr24 8570415 A T Chr24_8570415_A_TA_T SNP 20316.63 17 25 12 22 20 17 18 20 26 34 20 14 15 9 17 25 12 22 20 17 18 20 26 34 20 14 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_12500-Pp3c24_12510Pp3c24_12500-Pp3c24_12510intergenic_regionPp3c24_12500-Pp3c24_12510NA NA n.8570415A>TNA NA NA NA NA
Chr24 8857549 T TGAGCCTCCTCChr24_8857549_T_TGAGCCTCCTCT_TGAGCCTCCTCINDEL 19941.59 32 16 11 19 24 23 32 20 22 22 11 9 6 5 32 16 11 19 24 23 32 20 22 22 11 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-112_-111insGAGCCTCCTCNA NA NA NA 104
Chr24 8857549 T TGAGCCTCCTCChr24_8857549_T_TGAGCCTCCTCT_TGAGCCTCCTCINDEL 19941.59 32 16 11 19 24 23 32 20 22 22 11 9 6 5 32 16 11 19 24 23 32 20 22 22 11 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-112_-111insGAGCCTCCTCNA NA NA NA 104
Chr24 8857549 T TGAGCCTCCTCChr24_8857549_T_TGAGCCTCCTCT_TGAGCCTCCTCINDEL 19941.59 32 16 11 19 24 23 32 20 22 22 11 9 6 5 32 16 11 19 24 23 32 20 22 22 11 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*636_*637insGAGCCTCCTCNA NA NA NA 139
Chr24 8857549 T TGAGCCTCCTCChr24_8857549_T_TGAGCCTCCTCT_TGAGCCTCCTCINDEL 19941.59 32 16 11 19 24 23 32 20 22 22 11 9 6 5 32 16 11 19 24 23 32 20 22 22 11 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2812_*2813insGAGGAGGCTCNA NA NA NA 1240
Chr24 8857549 T TGAGCCTCCTCChr24_8857549_T_TGAGCCTCCTCT_TGAGCCTCCTCINDEL 19941.59 32 16 11 19 24 23 32 20 22 22 11 9 6 5 32 16 11 19 24 23 32 20 22 22 11 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*963_*964insGAGCCTCCTCNA NA NA NA 852
Chr24 8857549 T TGAGCCTCCTCChr24_8857549_T_TGAGCCTCCTCT_TGAGCCTCCTCINDEL 19941.59 32 16 11 19 24 23 32 20 22 22 11 9 6 5 32 16 11 19 24 23 32 20 22 22 11 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*636_*637insGAGCCTCCTCNA NA NA NA 335
Chr24 8857549 T TGAGCCTCCTCChr24_8857549_T_TGAGCCTCCTCT_TGAGCCTCCTCINDEL 19941.59 32 16 11 19 24 23 32 20 22 22 11 9 6 5 32 16 11 19 24 23 32 20 22 22 11 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2812_*2813insGAGGAGGCTCNA NA NA NA 2439
Chr24 8857549 T TGAGCCTCCTCChr24_8857549_T_TGAGCCTCCTCT_TGAGCCTCCTCINDEL 19941.59 32 16 11 19 24 23 32 20 22 22 11 9 6 5 32 16 11 19 24 23 32 20 22 22 11 9 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857549_8857550insGAGCCTCCTCNA NA NA NA NA
Chr24 8857553 C CCAAAT Chr24_8857553_C_CCAAATC_CCAAAT INDEL 20216.59 33 18 10 24 23 22 33 18 22 17 10 8 6 6 33 18 10 24 23 22 33 18 22 17 10 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-108_-107insCAAATNA NA NA NA 100
Chr24 8857553 C CCAAAT Chr24_8857553_C_CCAAATC_CCAAAT INDEL 20216.59 33 18 10 24 23 22 33 18 22 17 10 8 6 6 33 18 10 24 23 22 33 18 22 17 10 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-108_-107insCAAATNA NA NA NA 100
Chr24 8857553 C CCAAAT Chr24_8857553_C_CCAAATC_CCAAAT INDEL 20216.59 33 18 10 24 23 22 33 18 22 17 10 8 6 6 33 18 10 24 23 22 33 18 22 17 10 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*640_*641insCAAATNA NA NA NA 143
Chr24 8857553 C CCAAAT Chr24_8857553_C_CCAAATC_CCAAAT INDEL 20216.59 33 18 10 24 23 22 33 18 22 17 10 8 6 6 33 18 10 24 23 22 33 18 22 17 10 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2808_*2809insATTTGNA NA NA NA 1236
Chr24 8857553 C CCAAAT Chr24_8857553_C_CCAAATC_CCAAAT INDEL 20216.59 33 18 10 24 23 22 33 18 22 17 10 8 6 6 33 18 10 24 23 22 33 18 22 17 10 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*967_*968insCAAATNA NA NA NA 856
Chr24 8857553 C CCAAAT Chr24_8857553_C_CCAAATC_CCAAAT INDEL 20216.59 33 18 10 24 23 22 33 18 22 17 10 8 6 6 33 18 10 24 23 22 33 18 22 17 10 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*640_*641insCAAATNA NA NA NA 339
Chr24 8857553 C CCAAAT Chr24_8857553_C_CCAAATC_CCAAAT INDEL 20216.59 33 18 10 24 23 22 33 18 22 17 10 8 6 6 33 18 10 24 23 22 33 18 22 17 10 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2808_*2809insATTTGNA NA NA NA 2435
Chr24 8857553 C CCAAAT Chr24_8857553_C_CCAAATC_CCAAAT INDEL 20216.59 33 18 10 24 23 22 33 18 22 17 10 8 6 6 33 18 10 24 23 22 33 18 22 17 10 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857553_8857554insCAAATNA NA NA NA NA
Chr24 8857555 G A Chr24_8857555_G_AG_A SNP 20225.63 32 18 10 24 22 23 32 18 22 20 10 8 6 7 32 18 10 24 22 23 32 18 22 20 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-106G>A NA NA NA NA 99
Chr24 8857555 G A Chr24_8857555_G_AG_A SNP 20225.63 32 18 10 24 22 23 32 18 22 20 10 8 6 7 32 18 10 24 22 23 32 18 22 20 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-106G>A NA NA NA NA 99
Chr24 8857555 G A Chr24_8857555_G_AG_A SNP 20225.63 32 18 10 24 22 23 32 18 22 20 10 8 6 7 32 18 10 24 22 23 32 18 22 20 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*642G>A NA NA NA NA 144
Chr24 8857555 G A Chr24_8857555_G_AG_A SNP 20225.63 32 18 10 24 22 23 32 18 22 20 10 8 6 7 32 18 10 24 22 23 32 18 22 20 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2807C>T NA NA NA NA 1235
Chr24 8857555 G A Chr24_8857555_G_AG_A SNP 20225.63 32 18 10 24 22 23 32 18 22 20 10 8 6 7 32 18 10 24 22 23 32 18 22 20 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*969G>A NA NA NA NA 857
Chr24 8857555 G A Chr24_8857555_G_AG_A SNP 20225.63 32 18 10 24 22 23 32 18 22 20 10 8 6 7 32 18 10 24 22 23 32 18 22 20 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*642G>A NA NA NA NA 340
Chr24 8857555 G A Chr24_8857555_G_AG_A SNP 20225.63 32 18 10 24 22 23 32 18 22 20 10 8 6 7 32 18 10 24 22 23 32 18 22 20 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2807C>T NA NA NA NA 2434
Chr24 8857555 G A Chr24_8857555_G_AG_A SNP 20225.63 32 18 10 24 22 23 32 18 22 20 10 8 6 7 32 18 10 24 22 23 32 18 22 20 10 8 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857555G>ANA NA NA NA NA
Chr24 8857557 GT G Chr24_8857557_GT_GGT_G INDEL 19406.59 32 18 10 26 22 23 30 18 22 20 9 8 6 6 32 18 10 26 22 23 30 18 22 20 9 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-103delT NA NA NA NA 96
Chr24 8857557 GT G Chr24_8857557_GT_GGT_G INDEL 19406.59 32 18 10 26 22 23 30 18 22 20 9 8 6 6 32 18 10 26 22 23 30 18 22 20 9 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-103delT NA NA NA NA 96
Chr24 8857557 GT G Chr24_8857557_GT_GGT_G INDEL 19406.59 32 18 10 26 22 23 30 18 22 20 9 8 6 6 32 18 10 26 22 23 30 18 22 20 9 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*645delT NA NA NA NA 147
Chr24 8857557 GT G Chr24_8857557_GT_GGT_G INDEL 19406.59 32 18 10 26 22 23 30 18 22 20 9 8 6 6 32 18 10 26 22 23 30 18 22 20 9 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2804delA NA NA NA NA 1232
Chr24 8857557 GT G Chr24_8857557_GT_GGT_G INDEL 19406.59 32 18 10 26 22 23 30 18 22 20 9 8 6 6 32 18 10 26 22 23 30 18 22 20 9 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*972delT NA NA NA NA 860
Chr24 8857557 GT G Chr24_8857557_GT_GGT_G INDEL 19406.59 32 18 10 26 22 23 30 18 22 20 9 8 6 6 32 18 10 26 22 23 30 18 22 20 9 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*645delT NA NA NA NA 343
Chr24 8857557 GT G Chr24_8857557_GT_GGT_G INDEL 19406.59 32 18 10 26 22 23 30 18 22 20 9 8 6 6 32 18 10 26 22 23 30 18 22 20 9 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2804delA NA NA NA NA 2431
Chr24 8857557 GT G Chr24_8857557_GT_GGT_G INDEL 19406.59 32 18 10 26 22 23 30 18 22 20 9 8 6 6 32 18 10 26 22 23 30 18 22 20 9 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857558delTNA NA NA NA NA
Chr24 8857561 G GAAGA Chr24_8857561_G_GAAGAG_GAAGA INDEL 19946.59 31 18 10 26 21 24 29 17 21 21 9 9 6 6 31 18 10 26 21 24 29 17 21 21 9 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-100_-99insAAGANA NA NA NA 92
Chr24 8857561 G GAAGA Chr24_8857561_G_GAAGAG_GAAGA INDEL 19946.59 31 18 10 26 21 24 29 17 21 21 9 9 6 6 31 18 10 26 21 24 29 17 21 21 9 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-100_-99insAAGANA NA NA NA 92
Chr24 8857561 G GAAGA Chr24_8857561_G_GAAGAG_GAAGA INDEL 19946.59 31 18 10 26 21 24 29 17 21 21 9 9 6 6 31 18 10 26 21 24 29 17 21 21 9 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*648_*649insAAGANA NA NA NA 151
Chr24 8857561 G GAAGA Chr24_8857561_G_GAAGAG_GAAGA INDEL 19946.59 31 18 10 26 21 24 29 17 21 21 9 9 6 6 31 18 10 26 21 24 29 17 21 21 9 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2800_*2801insTCTTNA NA NA NA 1228
Chr24 8857561 G GAAGA Chr24_8857561_G_GAAGAG_GAAGA INDEL 19946.59 31 18 10 26 21 24 29 17 21 21 9 9 6 6 31 18 10 26 21 24 29 17 21 21 9 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*975_*976insAAGANA NA NA NA 864
Chr24 8857561 G GAAGA Chr24_8857561_G_GAAGAG_GAAGA INDEL 19946.59 31 18 10 26 21 24 29 17 21 21 9 9 6 6 31 18 10 26 21 24 29 17 21 21 9 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*648_*649insAAGANA NA NA NA 347
Chr24 8857561 G GAAGA Chr24_8857561_G_GAAGAG_GAAGA INDEL 19946.59 31 18 10 26 21 24 29 17 21 21 9 9 6 6 31 18 10 26 21 24 29 17 21 21 9 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2800_*2801insTCTTNA NA NA NA 2427
Chr24 8857561 G GAAGA Chr24_8857561_G_GAAGAG_GAAGA INDEL 19946.59 31 18 10 26 21 24 29 17 21 21 9 9 6 6 31 18 10 26 21 24 29 17 21 21 9 9 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857561_8857562insAAGANA NA NA NA NA
Chr24 8857565 CCCGACTTCTTCTC Chr24_8857565_CCCGACTTCTTCT_CCCCGACTTCTTCT_CINDEL 18821.59 30 15 11 24 19 22 30 17 18 20 7 8 5 7 30 15 11 24 19 22 30 17 18 20 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-95_-84delCCGACTTCTTCTNA NA NA NA 88
Chr24 8857565 CCCGACTTCTTCTC Chr24_8857565_CCCGACTTCTTCT_CCCCGACTTCTTCT_CINDEL 18821.59 30 15 11 24 19 22 30 17 18 20 7 8 5 7 30 15 11 24 19 22 30 17 18 20 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-95_-84delCCGACTTCTTCTNA NA NA NA 88
Chr24 8857565 CCCGACTTCTTCTC Chr24_8857565_CCCGACTTCTTCT_CCCCGACTTCTTCT_CINDEL 18821.59 30 15 11 24 19 22 30 17 18 20 7 8 5 7 30 15 11 24 19 22 30 17 18 20 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*653_*664delCCGACTTCTTCTNA NA NA NA 155
Chr24 8857565 CCCGACTTCTTCTC Chr24_8857565_CCCGACTTCTTCT_CCCCGACTTCTTCT_CINDEL 18821.59 30 15 11 24 19 22 30 17 18 20 7 8 5 7 30 15 11 24 19 22 30 17 18 20 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2785_*2796delAGAAGAAGTCGGNA NA NA NA 1224
Chr24 8857565 CCCGACTTCTTCTC Chr24_8857565_CCCGACTTCTTCT_CCCCGACTTCTTCT_CINDEL 18821.59 30 15 11 24 19 22 30 17 18 20 7 8 5 7 30 15 11 24 19 22 30 17 18 20 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*980_*991delCCGACTTCTTCTNA NA NA NA 868
Chr24 8857565 CCCGACTTCTTCTC Chr24_8857565_CCCGACTTCTTCT_CCCCGACTTCTTCT_CINDEL 18821.59 30 15 11 24 19 22 30 17 18 20 7 8 5 7 30 15 11 24 19 22 30 17 18 20 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*653_*664delCCGACTTCTTCTNA NA NA NA 351
Chr24 8857565 CCCGACTTCTTCTC Chr24_8857565_CCCGACTTCTTCT_CCCCGACTTCTTCT_CINDEL 18821.59 30 15 11 24 19 22 30 17 18 20 7 8 5 7 30 15 11 24 19 22 30 17 18 20 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2785_*2796delAGAAGAAGTCGGNA NA NA NA 2423
Chr24 8857565 CCCGACTTCTTCTC Chr24_8857565_CCCGACTTCTTCT_CCCCGACTTCTTCT_CINDEL 18821.59 30 15 11 24 19 22 30 17 18 20 7 8 5 7 30 15 11 24 19 22 30 17 18 20 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857566_8857577delCCGACTTCTTCTNA NA NA NA NA
Chr24 8857580 A C Chr24_8857580_A_CA_C SNP 18785.63 30 15 11 24 19 23 30 17 17 19 8 8 5 7 30 15 11 24 19 23 30 17 17 19 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-81A>C NA NA NA NA 74
Chr24 8857580 A C Chr24_8857580_A_CA_C SNP 18785.63 30 15 11 24 19 23 30 17 17 19 8 8 5 7 30 15 11 24 19 23 30 17 17 19 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-81A>C NA NA NA NA 74
Chr24 8857580 A C Chr24_8857580_A_CA_C SNP 18785.63 30 15 11 24 19 23 30 17 17 19 8 8 5 7 30 15 11 24 19 23 30 17 17 19 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*667A>C NA NA NA NA 169
Chr24 8857580 A C Chr24_8857580_A_CA_C SNP 18785.63 30 15 11 24 19 23 30 17 17 19 8 8 5 7 30 15 11 24 19 23 30 17 17 19 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2782T>G NA NA NA NA 1210
Chr24 8857580 A C Chr24_8857580_A_CA_C SNP 18785.63 30 15 11 24 19 23 30 17 17 19 8 8 5 7 30 15 11 24 19 23 30 17 17 19 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*994A>C NA NA NA NA 882
Chr24 8857580 A C Chr24_8857580_A_CA_C SNP 18785.63 30 15 11 24 19 23 30 17 17 19 8 8 5 7 30 15 11 24 19 23 30 17 17 19 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*667A>C NA NA NA NA 365
Chr24 8857580 A C Chr24_8857580_A_CA_C SNP 18785.63 30 15 11 24 19 23 30 17 17 19 8 8 5 7 30 15 11 24 19 23 30 17 17 19 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2782T>G NA NA NA NA 2409
Chr24 8857580 A C Chr24_8857580_A_CA_C SNP 18785.63 30 15 11 24 19 23 30 17 17 19 8 8 5 7 30 15 11 24 19 23 30 17 17 19 8 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857580A>CNA NA NA NA NA
Chr24 8857584 TCACC T Chr24_8857584_TCACC_TTCACC_T INDEL 18821.59 30 16 12 24 20 24 29 17 17 19 7 10 5 7 30 16 12 24 20 24 29 17 17 19 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-76_-73delCACCNA NA NA NA 69
Chr24 8857584 TCACC T Chr24_8857584_TCACC_TTCACC_T INDEL 18821.59 30 16 12 24 20 24 29 17 17 19 7 10 5 7 30 16 12 24 20 24 29 17 17 19 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-76_-73delCACCNA NA NA NA 69
Chr24 8857584 TCACC T Chr24_8857584_TCACC_TTCACC_T INDEL 18821.59 30 16 12 24 20 24 29 17 17 19 7 10 5 7 30 16 12 24 20 24 29 17 17 19 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*672_*675delCACCNA NA NA NA 174
Chr24 8857584 TCACC T Chr24_8857584_TCACC_TTCACC_T INDEL 18821.59 30 16 12 24 20 24 29 17 17 19 7 10 5 7 30 16 12 24 20 24 29 17 17 19 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2774_*2777delGGTGNA NA NA NA 1205
Chr24 8857584 TCACC T Chr24_8857584_TCACC_TTCACC_T INDEL 18821.59 30 16 12 24 20 24 29 17 17 19 7 10 5 7 30 16 12 24 20 24 29 17 17 19 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*999_*1002delCACCNA NA NA NA 887
Chr24 8857584 TCACC T Chr24_8857584_TCACC_TTCACC_T INDEL 18821.59 30 16 12 24 20 24 29 17 17 19 7 10 5 7 30 16 12 24 20 24 29 17 17 19 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*672_*675delCACCNA NA NA NA 370
Chr24 8857584 TCACC T Chr24_8857584_TCACC_TTCACC_T INDEL 18821.59 30 16 12 24 20 24 29 17 17 19 7 10 5 7 30 16 12 24 20 24 29 17 17 19 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2774_*2777delGGTGNA NA NA NA 2404
Chr24 8857584 TCACC T Chr24_8857584_TCACC_TTCACC_T INDEL 18821.59 30 16 12 24 20 24 29 17 17 19 7 10 5 7 30 16 12 24 20 24 29 17 17 19 7 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857585_8857588delCACCNA NA NA NA NA
Chr24 8857589 A AT Chr24_8857589_A_ATA_AT INDEL 18641.59 30 16 12 24 20 24 29 15 17 19 7 8 5 7 30 16 12 24 20 24 29 15 17 19 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-72_-71insTNA NA NA NA 64
Chr24 8857589 A AT Chr24_8857589_A_ATA_AT INDEL 18641.59 30 16 12 24 20 24 29 15 17 19 7 8 5 7 30 16 12 24 20 24 29 15 17 19 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-72_-71insTNA NA NA NA 64
Chr24 8857589 A AT Chr24_8857589_A_ATA_AT INDEL 18641.59 30 16 12 24 20 24 29 15 17 19 7 8 5 7 30 16 12 24 20 24 29 15 17 19 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*676_*677insTNA NA NA NA 179
Chr24 8857589 A AT Chr24_8857589_A_ATA_AT INDEL 18641.59 30 16 12 24 20 24 29 15 17 19 7 8 5 7 30 16 12 24 20 24 29 15 17 19 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2772_*2773insANA NA NA NA 1200
Chr24 8857589 A AT Chr24_8857589_A_ATA_AT INDEL 18641.59 30 16 12 24 20 24 29 15 17 19 7 8 5 7 30 16 12 24 20 24 29 15 17 19 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*1003_*1004insTNA NA NA NA 892
Chr24 8857589 A AT Chr24_8857589_A_ATA_AT INDEL 18641.59 30 16 12 24 20 24 29 15 17 19 7 8 5 7 30 16 12 24 20 24 29 15 17 19 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*676_*677insTNA NA NA NA 375
Chr24 8857589 A AT Chr24_8857589_A_ATA_AT INDEL 18641.59 30 16 12 24 20 24 29 15 17 19 7 8 5 7 30 16 12 24 20 24 29 15 17 19 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2772_*2773insANA NA NA NA 2399
Chr24 8857589 A AT Chr24_8857589_A_ATA_AT INDEL 18641.59 30 16 12 24 20 24 29 15 17 19 7 8 5 7 30 16 12 24 20 24 29 15 17 19 7 8 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857589_8857590insTNA NA NA NA NA
Chr24 8857592 TGCGGCGAGT Chr24_8857592_TGCGGCGAG_TTGCGGCGAG_TINDEL 18506.59 31 14 12 23 19 25 30 14 17 19 6 7 5 7 31 14 12 23 19 25 30 14 17 19 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-68_-61delGCGGCGAGNA NA NA NA 61
Chr24 8857592 TGCGGCGAGT Chr24_8857592_TGCGGCGAG_TTGCGGCGAG_TINDEL 18506.59 31 14 12 23 19 25 30 14 17 19 6 7 5 7 31 14 12 23 19 25 30 14 17 19 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-68_-61delGCGGCGAGNA NA NA NA 61
Chr24 8857592 TGCGGCGAGT Chr24_8857592_TGCGGCGAG_TTGCGGCGAG_TINDEL 18506.59 31 14 12 23 19 25 30 14 17 19 6 7 5 7 31 14 12 23 19 25 30 14 17 19 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*680_*687delGCGGCGAGNA NA NA NA 182
Chr24 8857592 TGCGGCGAGT Chr24_8857592_TGCGGCGAG_TTGCGGCGAG_TINDEL 18506.59 31 14 12 23 19 25 30 14 17 19 6 7 5 7 31 14 12 23 19 25 30 14 17 19 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2762_*2769delCTCGCCGCNA NA NA NA 1197
Chr24 8857592 TGCGGCGAGT Chr24_8857592_TGCGGCGAG_TTGCGGCGAG_TINDEL 18506.59 31 14 12 23 19 25 30 14 17 19 6 7 5 7 31 14 12 23 19 25 30 14 17 19 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*1007_*1014delGCGGCGAGNA NA NA NA 895
Chr24 8857592 TGCGGCGAGT Chr24_8857592_TGCGGCGAG_TTGCGGCGAG_TINDEL 18506.59 31 14 12 23 19 25 30 14 17 19 6 7 5 7 31 14 12 23 19 25 30 14 17 19 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*680_*687delGCGGCGAGNA NA NA NA 378
Chr24 8857592 TGCGGCGAGT Chr24_8857592_TGCGGCGAG_TTGCGGCGAG_TINDEL 18506.59 31 14 12 23 19 25 30 14 17 19 6 7 5 7 31 14 12 23 19 25 30 14 17 19 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2762_*2769delCTCGCCGCNA NA NA NA 2396
Chr24 8857592 TGCGGCGAGT Chr24_8857592_TGCGGCGAG_TTGCGGCGAG_TINDEL 18506.59 31 14 12 23 19 25 30 14 17 19 6 7 5 7 31 14 12 23 19 25 30 14 17 19 6 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857593_8857600delGCGGCGAGNA NA NA NA NA
Chr24 8857603 G T Chr24_8857603_G_TG_T SNP 18380.63 30 13 12 23 17 26 30 14 20 19 6 7 5 8 30 13 12 23 17 26 30 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-58G>T NA NA NA NA 51
Chr24 8857603 G T Chr24_8857603_G_TG_T SNP 18380.63 30 13 12 23 17 26 30 14 20 19 6 7 5 8 30 13 12 23 17 26 30 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-58G>T NA NA NA NA 51
Chr24 8857603 G T Chr24_8857603_G_TG_T SNP 18380.63 30 13 12 23 17 26 30 14 20 19 6 7 5 8 30 13 12 23 17 26 30 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*690G>T NA NA NA NA 192
Chr24 8857603 G T Chr24_8857603_G_TG_T SNP 18380.63 30 13 12 23 17 26 30 14 20 19 6 7 5 8 30 13 12 23 17 26 30 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2759C>A NA NA NA NA 1187
Chr24 8857603 G T Chr24_8857603_G_TG_T SNP 18380.63 30 13 12 23 17 26 30 14 20 19 6 7 5 8 30 13 12 23 17 26 30 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*1017G>T NA NA NA NA 905
Chr24 8857603 G T Chr24_8857603_G_TG_T SNP 18380.63 30 13 12 23 17 26 30 14 20 19 6 7 5 8 30 13 12 23 17 26 30 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*690G>T NA NA NA NA 388
Chr24 8857603 G T Chr24_8857603_G_TG_T SNP 18380.63 30 13 12 23 17 26 30 14 20 19 6 7 5 8 30 13 12 23 17 26 30 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2759C>A NA NA NA NA 2386
Chr24 8857603 G T Chr24_8857603_G_TG_T SNP 18380.63 30 13 12 23 17 26 30 14 20 19 6 7 5 8 30 13 12 23 17 26 30 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857603G>TNA NA NA NA NA
Chr24 8857605 A AT Chr24_8857605_A_ATA_AT INDEL 18281.59 30 13 12 21 17 23 32 14 20 19 6 7 5 8 30 13 12 21 17 23 32 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-56_-55insTNA NA NA NA 48
Chr24 8857605 A AT Chr24_8857605_A_ATA_AT INDEL 18281.59 30 13 12 21 17 23 32 14 20 19 6 7 5 8 30 13 12 21 17 23 32 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-56_-55insTNA NA NA NA 48
Chr24 8857605 A AT Chr24_8857605_A_ATA_AT INDEL 18281.59 30 13 12 21 17 23 32 14 20 19 6 7 5 8 30 13 12 21 17 23 32 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*692_*693insTNA NA NA NA 195
Chr24 8857605 A AT Chr24_8857605_A_ATA_AT INDEL 18281.59 30 13 12 21 17 23 32 14 20 19 6 7 5 8 30 13 12 21 17 23 32 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2756_*2757insANA NA NA NA 1184
Chr24 8857605 A AT Chr24_8857605_A_ATA_AT INDEL 18281.59 30 13 12 21 17 23 32 14 20 19 6 7 5 8 30 13 12 21 17 23 32 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*1019_*1020insTNA NA NA NA 908
Chr24 8857605 A AT Chr24_8857605_A_ATA_AT INDEL 18281.59 30 13 12 21 17 23 32 14 20 19 6 7 5 8 30 13 12 21 17 23 32 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*692_*693insTNA NA NA NA 391
Chr24 8857605 A AT Chr24_8857605_A_ATA_AT INDEL 18281.59 30 13 12 21 17 23 32 14 20 19 6 7 5 8 30 13 12 21 17 23 32 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2756_*2757insANA NA NA NA 2383
Chr24 8857605 A AT Chr24_8857605_A_ATA_AT INDEL 18281.59 30 13 12 21 17 23 32 14 20 19 6 7 5 8 30 13 12 21 17 23 32 14 20 19 6 7 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857605_8857606insTNA NA NA NA NA
Chr24 8857606 AGC A Chr24_8857606_AGC_AAGC_A INDEL 19258.59 31 13 12 21 17 23 32 14 19 19 7 7 5 7 31 13 12 21 17 23 32 14 19 19 7 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-54_-53delGCNA NA NA NA 47
Chr24 8857606 AGC A Chr24_8857606_AGC_AAGC_A INDEL 19258.59 31 13 12 21 17 23 32 14 19 19 7 7 5 7 31 13 12 21 17 23 32 14 19 19 7 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-54_-53delGCNA NA NA NA 47
Chr24 8857606 AGC A Chr24_8857606_AGC_AAGC_A INDEL 19258.59 31 13 12 21 17 23 32 14 19 19 7 7 5 7 31 13 12 21 17 23 32 14 19 19 7 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*694_*695delGCNA NA NA NA 196
Chr24 8857606 AGC A Chr24_8857606_AGC_AAGC_A INDEL 19258.59 31 13 12 21 17 23 32 14 19 19 7 7 5 7 31 13 12 21 17 23 32 14 19 19 7 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2754_*2755delGCNA NA NA NA 1183
Chr24 8857606 AGC A Chr24_8857606_AGC_AAGC_A INDEL 19258.59 31 13 12 21 17 23 32 14 19 19 7 7 5 7 31 13 12 21 17 23 32 14 19 19 7 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*1021_*1022delGCNA NA NA NA 909
Chr24 8857606 AGC A Chr24_8857606_AGC_AAGC_A INDEL 19258.59 31 13 12 21 17 23 32 14 19 19 7 7 5 7 31 13 12 21 17 23 32 14 19 19 7 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*694_*695delGCNA NA NA NA 392
Chr24 8857606 AGC A Chr24_8857606_AGC_AAGC_A INDEL 19258.59 31 13 12 21 17 23 32 14 19 19 7 7 5 7 31 13 12 21 17 23 32 14 19 19 7 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2754_*2755delGCNA NA NA NA 2382
Chr24 8857606 AGC A Chr24_8857606_AGC_AAGC_A INDEL 19258.59 31 13 12 21 17 23 32 14 19 19 7 7 5 7 31 13 12 21 17 23 32 14 19 19 7 7 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857607_8857608delGCNA NA NA NA NA
Chr24 8857609 C CAGGGTTG Chr24_8857609_C_CAGGGTTGC_CAGGGTTGINDEL 18718.59 32 13 12 22 16 23 32 13 19 20 7 6 5 8 32 13 12 22 16 23 32 13 19 20 7 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.-52_-51insAGGGTTGNA NA NA NA 44
Chr24 8857609 C CAGGGTTG Chr24_8857609_C_CAGGGTTGC_CAGGGTTGINDEL 18718.59 32 13 12 22 16 23 32 13 19 20 7 6 5 8 32 13 12 22 16 23 32 13 19 20 7 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.-52_-51insAGGGTTGNA NA NA NA 44
Chr24 8857609 C CAGGGTTG Chr24_8857609_C_CAGGGTTGC_CAGGGTTGINDEL 18718.59 32 13 12 22 16 23 32 13 19 20 7 6 5 8 32 13 12 22 16 23 32 13 19 20 7 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*696_*697insAGGGTTGNA NA NA NA 199
Chr24 8857609 C CAGGGTTG Chr24_8857609_C_CAGGGTTGC_CAGGGTTGINDEL 18718.59 32 13 12 22 16 23 32 13 19 20 7 6 5 8 32 13 12 22 16 23 32 13 19 20 7 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*2752_*2753insCAACCCTNA NA NA NA 1180
Chr24 8857609 C CAGGGTTG Chr24_8857609_C_CAGGGTTGC_CAGGGTTGINDEL 18718.59 32 13 12 22 16 23 32 13 19 20 7 6 5 8 32 13 12 22 16 23 32 13 19 20 7 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*1023_*1024insAGGGTTGNA NA NA NA 912
Chr24 8857609 C CAGGGTTG Chr24_8857609_C_CAGGGTTGC_CAGGGTTGINDEL 18718.59 32 13 12 22 16 23 32 13 19 20 7 6 5 8 32 13 12 22 16 23 32 13 19 20 7 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*696_*697insAGGGTTGNA NA NA NA 395
Chr24 8857609 C CAGGGTTG Chr24_8857609_C_CAGGGTTGC_CAGGGTTGINDEL 18718.59 32 13 12 22 16 23 32 13 19 20 7 6 5 8 32 13 12 22 16 23 32 13 19 20 7 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*2752_*2753insCAACCCTNA NA NA NA 2379
Chr24 8857609 C CAGGGTTG Chr24_8857609_C_CAGGGTTGC_CAGGGTTGINDEL 18718.59 32 13 12 22 16 23 32 13 19 20 7 6 5 8 32 13 12 22 16 23 32 13 19 20 7 6 5 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13070-Pp3c24_13090Pp3c24_13070-Pp3c24_13090intergenic_regionPp3c24_13070-Pp3c24_13090NA NA n.8857609_8857610insAGGGTTGNA NA NA NA NA
Chr24 8858701 T TGCATA Chr24_8858701_T_TGCATAT_TGCATA INDEL 193873.59 316 178 161 272 226 316 373 249 256 260 150 163 119 120 338 190 178 300 248 339 401 264 276 295 159 175 128 128 0.935 0.937 0.904 0.907 0.911 0.932 0.93 0.943 0.928 0.881 0.943 0.931 0.93 0.938 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_coding 01-janv c.*94_*98dupCATAGNA NA NA NA 99
Chr24 8858701 T TGCATA Chr24_8858701_T_TGCATAT_TGCATA INDEL 193873.59 316 178 161 272 226 316 373 249 256 260 150 163 119 120 338 190 178 300 248 339 401 264 276 295 159 175 128 128 0.935 0.937 0.904 0.907 0.911 0.932 0.93 0.943 0.928 0.881 0.943 0.931 0.93 0.938 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_coding 01-janv c.*94_*98dupCATAGNA NA NA NA 99
Chr24 8858701 T TGCATA Chr24_8858701_T_TGCATAT_TGCATA INDEL 193873.59 316 178 161 272 226 316 373 249 256 260 150 163 119 120 338 190 178 300 248 339 401 264 276 295 159 175 128 128 0.935 0.937 0.904 0.907 0.911 0.932 0.93 0.943 0.928 0.881 0.943 0.931 0.93 0.938 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13120Pp3c24_13120transcript PAC:32909273protein_codingNA c.-5156_-5155insGCATANA NA NA NA 4090
Chr24 8858701 T TGCATA Chr24_8858701_T_TGCATAT_TGCATA INDEL 193873.59 316 178 161 272 226 316 373 249 256 260 150 163 119 120 338 190 178 300 248 339 401 264 276 295 159 175 128 128 0.935 0.937 0.904 0.907 0.911 0.932 0.93 0.943 0.928 0.881 0.943 0.931 0.93 0.938 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13120Pp3c24_13120transcript PAC:32909274protein_codingNA c.-5156_-5155insGCATANA NA NA NA 4755
Chr24 8858701 T TGCATA Chr24_8858701_T_TGCATAT_TGCATA INDEL 193873.59 316 178 161 272 226 316 373 249 256 260 150 163 119 120 338 190 178 300 248 339 401 264 276 295 159 175 128 128 0.935 0.937 0.904 0.907 0.911 0.932 0.93 0.943 0.928 0.881 0.943 0.931 0.93 0.938 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909466protein_codingNA c.*1788_*1789insGCATANA NA NA NA 1291
Chr24 8858701 T TGCATA Chr24_8858701_T_TGCATAT_TGCATA INDEL 193873.59 316 178 161 272 226 316 373 249 256 260 150 163 119 120 338 190 178 300 248 339 401 264 276 295 159 175 128 128 0.935 0.937 0.904 0.907 0.911 0.932 0.93 0.943 0.928 0.881 0.943 0.931 0.93 0.938 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.*1656_*1660dupTATGCNA NA NA NA 88
Chr24 8858701 T TGCATA Chr24_8858701_T_TGCATAT_TGCATA INDEL 193873.59 316 178 161 272 226 316 373 249 256 260 150 163 119 120 338 190 178 300 248 339 401 264 276 295 159 175 128 128 0.935 0.937 0.904 0.907 0.911 0.932 0.93 0.943 0.928 0.881 0.943 0.931 0.93 0.938 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909467protein_codingNA c.*2115_*2116insGCATANA NA NA NA 2004



Chr24 8858701 T TGCATA Chr24_8858701_T_TGCATAT_TGCATA INDEL 193873.59 316 178 161 272 226 316 373 249 256 260 150 163 119 120 338 190 178 300 248 339 401 264 276 295 159 175 128 128 0.935 0.937 0.904 0.907 0.911 0.932 0.93 0.943 0.928 0.881 0.943 0.931 0.93 0.938 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13070Pp3c24_13070transcript PAC:32909468protein_codingNA c.*1788_*1789insGCATANA NA NA NA 1487
Chr24 8858701 T TGCATA Chr24_8858701_T_TGCATAT_TGCATA INDEL 193873.59 316 178 161 272 226 316 373 249 256 260 150 163 119 120 338 190 178 300 248 339 401 264 276 295 159 175 128 128 0.935 0.937 0.904 0.907 0.911 0.932 0.93 0.943 0.928 0.881 0.943 0.931 0.93 0.938 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.*1656_*1660dupTATGCNA NA NA NA 1287
Chr24 8862678 G GCCTGAACGCCTACTTChr24_8862678_G_GCCTGAACGCCTACTTG_GCCTGAACGCCTACTTINDEL 81003.59 42 25 25 43 36 27 46 40 37 32 21 23 17 24 42 25 25 43 36 27 46 40 37 32 21 23 17 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.-98_-97insAAGTAGGCGTTCAGGNA NA NA NA 93
Chr24 8862678 G GCCTGAACGCCTACTTChr24_8862678_G_GCCTGAACGCCTACTTG_GCCTGAACGCCTACTTINDEL 81003.59 42 25 25 43 36 27 46 40 37 32 21 23 17 24 42 25 25 43 36 27 46 40 37 32 21 23 17 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13120Pp3c24_13120transcript PAC:32909273protein_codingNA c.-1179_-1178insCCTGAACGCCTACTTNA NA NA NA 113
Chr24 8862678 G GCCTGAACGCCTACTTChr24_8862678_G_GCCTGAACGCCTACTTG_GCCTGAACGCCTACTTINDEL 81003.59 42 25 25 43 36 27 46 40 37 32 21 23 17 24 42 25 25 43 36 27 46 40 37 32 21 23 17 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.-98_-97insAAGTAGGCGTTCAGGNA NA NA NA 1
Chr24 8862678 G GCCTGAACGCCTACTTChr24_8862678_G_GCCTGAACGCCTACTTG_GCCTGAACGCCTACTTINDEL 81003.59 42 25 25 43 36 27 46 40 37 32 21 23 17 24 42 25 25 43 36 27 46 40 37 32 21 23 17 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13120Pp3c24_13120transcript PAC:32909274protein_codingNA c.-1179_-1178insCCTGAACGCCTACTTNA NA NA NA 778
Chr24 8862678 G GCCTGAACGCCTACTTChr24_8862678_G_GCCTGAACGCCTACTTG_GCCTGAACGCCTACTTINDEL 81003.59 42 25 25 43 36 27 46 40 37 32 21 23 17 24 42 25 25 43 36 27 46 40 37 32 21 23 17 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.*4049_*4050insCCTGAACGCCTACTTNA NA NA NA 3010
Chr24 8862678 G GCCTGAACGCCTACTTChr24_8862678_G_GCCTGAACGCCTACTTG_GCCTGAACGCCTACTTINDEL 81003.59 42 25 25 43 36 27 46 40 37 32 21 23 17 24 42 25 25 43 36 27 46 40 37 32 21 23 17 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.*4049_*4050insCCTGAACGCCTACTTNA NA NA NA 3170
Chr24 8862678 G GCCTGAACGCCTACTTChr24_8862678_G_GCCTGAACGCCTACTTG_GCCTGAACGCCTACTTINDEL 81003.59 42 25 25 43 36 27 46 40 37 32 21 23 17 24 42 25 25 43 36 27 46 40 37 32 21 23 17 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13110-Pp3c24_13120Pp3c24_13110-Pp3c24_13120intergenic_regionPp3c24_13110-Pp3c24_13120NA NA n.8862678_8862679insCCTGAACGCCTACTTNA NA NA NA NA
Chr24 8862778 CGGCATTCGCTC Chr24_8862778_CGGCATTCGCT_CCGGCATTCGCT_CINDEL 239164.59 373 188 215 372 273 330 434 326 301 301 154 174 119 130 373 188 215 376 274 330 434 330 302 302 154 174 119 130 1 1 1 0.989 0.996 1 1 0.988 0.997 0.997 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909305protein_codingNA c.-207_-198delAGCGAATGCCNA NA NA NA 193
Chr24 8862778 CGGCATTCGCTC Chr24_8862778_CGGCATTCGCT_CCGGCATTCGCT_CINDEL 239164.59 373 188 215 372 273 330 434 326 301 301 154 174 119 130 373 188 215 376 274 330 434 330 302 302 154 174 119 130 1 1 1 0.989 0.996 1 1 0.988 0.997 0.997 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13120Pp3c24_13120transcript PAC:32909273protein_codingNA c.-1078_-1069delGGCATTCGCTNA NA NA NA 13
Chr24 8862778 CGGCATTCGCTC Chr24_8862778_CGGCATTCGCT_CCGGCATTCGCT_CINDEL 239164.59 373 188 215 372 273 330 434 326 301 301 154 174 119 130 373 188 215 376 274 330 434 330 302 302 154 174 119 130 1 1 1 0.989 0.996 1 1 0.988 0.997 0.997 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13110Pp3c24_13110transcript PAC:32909306protein_codingNA c.-207_-198delAGCGAATGCCNA NA NA NA 101
Chr24 8862778 CGGCATTCGCTC Chr24_8862778_CGGCATTCGCT_CCGGCATTCGCT_CINDEL 239164.59 373 188 215 372 273 330 434 326 301 301 154 174 119 130 373 188 215 376 274 330 434 330 302 302 154 174 119 130 1 1 1 0.989 0.996 1 1 0.988 0.997 0.997 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13120Pp3c24_13120transcript PAC:32909274protein_codingNA c.-1078_-1069delGGCATTCGCTNA NA NA NA 678
Chr24 8862778 CGGCATTCGCTC Chr24_8862778_CGGCATTCGCT_CCGGCATTCGCT_CINDEL 239164.59 373 188 215 372 273 330 434 326 301 301 154 174 119 130 373 188 215 376 274 330 434 330 302 302 154 174 119 130 1 1 1 0.989 0.996 1 1 0.988 0.997 0.997 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910311protein_codingNA c.*4150_*4159delGGCATTCGCTNA NA NA NA 3110
Chr24 8862778 CGGCATTCGCTC Chr24_8862778_CGGCATTCGCT_CCGGCATTCGCT_CINDEL 239164.59 373 188 215 372 273 330 434 326 301 301 154 174 119 130 373 188 215 376 274 330 434 330 302 302 154 174 119 130 1 1 1 0.989 0.996 1 1 0.988 0.997 0.997 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13090Pp3c24_13090transcript PAC:32910312protein_codingNA c.*4150_*4159delGGCATTCGCTNA NA NA NA 3270
Chr24 8862778 CGGCATTCGCTC Chr24_8862778_CGGCATTCGCT_CCGGCATTCGCT_CINDEL 239164.59 373 188 215 372 273 330 434 326 301 301 154 174 119 130 373 188 215 376 274 330 434 330 302 302 154 174 119 130 1 1 1 0.989 0.996 1 1 0.988 0.997 0.997 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13110-Pp3c24_13120Pp3c24_13110-Pp3c24_13120intergenic_regionPp3c24_13110-Pp3c24_13120NA NA n.8862779_8862788delGGCATTCGCTNA NA NA NA NA
Chr24 8992599 C CT Chr24_8992599_C_CTC_CT INDEL 20566.59 24 15 8 21 23 27 35 26 22 27 13 16 19 7 24 15 8 21 23 27 35 26 22 27 13 16 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c24_13380Pp3c24_13380transcript PAC:32909077protein_coding 03-avr c.107dupT p.Met37fs 108/426 108/426 36/141 NA
Chr24 8992599 C CT Chr24_8992599_C_CTC_CT INDEL 20566.59 24 15 8 21 23 27 35 26 22 27 13 16 19 7 24 15 8 21 23 27 35 26 22 27 13 16 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13400Pp3c24_13400transcript PAC:32908649protein_codingNA c.-1272_-1271insTNA NA NA NA 1271
Chr24 8992599 C CT Chr24_8992599_C_CTC_CT INDEL 20566.59 24 15 8 21 23 27 35 26 22 27 13 16 19 7 24 15 8 21 23 27 35 26 22 27 13 16 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13410Pp3c24_13410transcript PAC:32910952protein_codingNA c.*3531dupANA NA NA NA 3432
Chr24 8992606 G A Chr24_8992606_G_AG_A SNP 21132.63 27 17 8 25 23 29 35 27 23 29 12 16 19 7 27 17 8 25 23 29 35 27 23 29 12 16 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c24_13380Pp3c24_13380transcript PAC:32909077protein_coding 03-avr c.113G>A p.Gly38Glu 113/426 113/426 38/141 NA
Chr24 8992606 G A Chr24_8992606_G_AG_A SNP 21132.63 27 17 8 25 23 29 35 27 23 29 12 16 19 7 27 17 8 25 23 29 35 27 23 29 12 16 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13400Pp3c24_13400transcript PAC:32908649protein_codingNA c.-1265G>A NA NA NA NA 1265
Chr24 8992606 G A Chr24_8992606_G_AG_A SNP 21132.63 27 17 8 25 23 29 35 27 23 29 12 16 19 7 27 17 8 25 23 29 35 27 23 29 12 16 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13410Pp3c24_13410transcript PAC:32910952protein_codingNA c.*3525C>T NA NA NA NA 3426
Chr24 8992620 G T Chr24_8992620_G_TG_T SNP 20855.63 27 21 7 25 21 26 35 27 25 32 12 14 19 7 27 21 7 25 21 26 35 27 25 32 12 14 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c24_13380Pp3c24_13380transcript PAC:32909077protein_coding 03-avr c.127G>T p.Val43Phe 127/426 127/426 43/141 NA
Chr24 8992620 G T Chr24_8992620_G_TG_T SNP 20855.63 27 21 7 25 21 26 35 27 25 32 12 14 19 7 27 21 7 25 21 26 35 27 25 32 12 14 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_13400Pp3c24_13400transcript PAC:32908649protein_codingNA c.-1251G>T NA NA NA NA 1251
Chr24 8992620 G T Chr24_8992620_G_TG_T SNP 20855.63 27 21 7 25 21 26 35 27 25 32 12 14 19 7 27 21 7 25 21 26 35 27 25 32 12 14 19 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_13410Pp3c24_13410transcript PAC:32910952protein_codingNA c.*3511C>A NA NA NA NA 3412
Chr24 9064995 C CA Chr24_9064995_C_CAC_CA INDEL 20922.59 34 15 11 27 18 25 22 12 22 38 14 19 10 16 34 15 11 27 18 25 22 12 22 38 14 19 10 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13449-Pp3c24_13530Pp3c24_13449-Pp3c24_13530intergenic_regionPp3c24_13449-Pp3c24_13530NA NA n.9064995_9064996insANA NA NA NA NA
Chr24 9065003 T TA Chr24_9065003_T_TAT_TA INDEL 21525.59 35 17 11 27 18 32 22 9 22 40 17 19 10 19 35 17 11 27 18 32 22 9 22 40 17 19 10 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_13449-Pp3c24_13530Pp3c24_13449-Pp3c24_13530intergenic_regionPp3c24_13449-Pp3c24_13530NA NA n.9065003_9065004insANA NA NA NA NA
Chr24 9442991 G A Chr24_9442991_G_AG_A SNP 9367.63 9 6 4 12 17 11 13 11 8 8 6 9 7 5 9 6 4 12 17 11 13 11 8 8 6 9 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_14210-Pp3c24_14230Pp3c24_14210-Pp3c24_14230intergenic_regionPp3c24_14210-Pp3c24_14230NA NA n.9442991G>ANA NA NA NA NA
Chr24 9442999 C A Chr24_9442999_C_AC_A SNP 9215.63 9 6 4 14 20 11 11 13 10 8 6 8 5 5 9 6 4 14 20 11 11 13 10 8 6 8 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_14210-Pp3c24_14230Pp3c24_14210-Pp3c24_14230intergenic_regionPp3c24_14210-Pp3c24_14230NA NA n.9442999C>ANA NA NA NA NA
Chr24 9621131 C A Chr24_9621131_C_AC_A SNP 19127.63 27 21 12 25 21 34 25 18 23 25 16 20 11 13 27 21 12 25 21 34 25 18 23 25 16 20 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_14510-Pp3c24_14600Pp3c24_14510-Pp3c24_14600intergenic_regionPp3c24_14510-Pp3c24_14600NA NA n.9621131C>ANA NA NA NA NA
Chr24 9621513 C A Chr24_9621513_C_AC_A SNP 16990.63 21 13 10 28 20 26 24 18 24 17 16 13 8 13 21 13 10 28 20 26 24 18 24 17 16 13 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 0.929 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_14510-Pp3c24_14600Pp3c24_14510-Pp3c24_14600intergenic_regionPp3c24_14510-Pp3c24_14600NA NA n.9621513C>ANA NA NA NA NA
Chr24 9787750 A G Chr24_9787750_A_GA_G SNP 16833.63 24 16 16 19 23 22 36 20 23 24 8 10 9 9 24 16 16 19 23 22 36 20 23 24 8 10 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_14710-Pp3c24_14840Pp3c24_14710-Pp3c24_14840intergenic_regionPp3c24_14710-Pp3c24_14840NA NA n.9787750A>GNA NA NA NA NA
Chr24 9918440 GATTTTT G Chr24_9918440_GATTTTT_GGATTTTT_G INDEL 41927.59 89 29 33 57 46 60 77 50 50 48 44 32 16 16 89 29 33 57 46 62 78 50 52 49 44 33 16 16 1 1 1 1 1 0.968 0.987 1 0.962 0.98 1 0.97 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_15020Pp3c24_15020transcript PAC:32909192protein_codingNA c.*4536_*4541delATTTTTNA NA NA NA 1934
Chr24 9918440 GATTTTT G Chr24_9918440_GATTTTT_GGATTTTT_G INDEL 41927.59 89 29 33 57 46 60 77 50 50 48 44 32 16 16 89 29 33 57 46 62 78 50 52 49 44 33 16 16 1 1 1 1 1 0.968 0.987 1 0.962 0.98 1 0.97 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15020-Pp3c24_15030Pp3c24_15020-Pp3c24_15030intergenic_regionPp3c24_15020-Pp3c24_15030NA NA n.9918441_9918446delATTTTTNA NA NA NA NA
Chr24 9918516 T TTATGTCTA Chr24_9918516_T_TTATGTCTAT_TTATGTCTAINDEL 77257.59 138 55 63 79 85 95 116 85 76 86 50 59 34 30 138 55 63 79 85 95 116 85 76 86 50 59 34 30 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_15020Pp3c24_15020transcript PAC:32909192protein_codingNA c.*4611_*4612insTATGTCTANA NA NA NA 2010
Chr24 9918516 T TTATGTCTA Chr24_9918516_T_TTATGTCTAT_TTATGTCTAINDEL 77257.59 138 55 63 79 85 95 116 85 76 86 50 59 34 30 138 55 63 79 85 95 116 85 76 86 50 59 34 30 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15020-Pp3c24_15030Pp3c24_15020-Pp3c24_15030intergenic_regionPp3c24_15020-Pp3c24_15030NA NA n.9918516_9918517insTATGTCTANA NA NA NA NA
Chr24 9949239 G A Chr24_9949239_G_AG_A SNP 20284.63 51 20 27 40 41 37 43 41 23 32 20 10 18 14 51 20 27 40 41 37 43 41 23 32 20 10 18 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-2709C>T NA NA NA NA 2158
Chr24 9949239 G A Chr24_9949239_G_AG_A SNP 20284.63 51 20 27 40 41 37 43 41 23 32 20 10 18 14 51 20 27 40 41 37 43 41 23 32 20 10 18 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-4396G>A NA NA NA NA 4396
Chr24 9949239 G A Chr24_9949239_G_AG_A SNP 20284.63 51 20 27 40 41 37 43 41 23 32 20 10 18 14 51 20 27 40 41 37 43 41 23 32 20 10 18 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9949239G>ANA NA NA NA NA
Chr24 9950991 T C Chr24_9950991_T_CT_C SNP 16186.63 19 29 24 15 24 32 36 15 21 16 11 10 5 10 22 31 24 16 24 33 37 17 21 20 11 11 5 11 0.864 0.935 1 0.938 1 0.97 0.973 0.882 1 0.8 1 0.909 1 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4461A>G NA NA NA NA 3910
Chr24 9950991 T C Chr24_9950991_T_CT_C SNP 16186.63 19 29 24 15 24 32 36 15 21 16 11 10 5 10 22 31 24 16 24 33 37 17 21 20 11 11 5 11 0.864 0.935 1 0.938 1 0.97 0.973 0.882 1 0.8 1 0.909 1 0.909 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2644T>C NA NA NA NA 2644
Chr24 9950991 T C Chr24_9950991_T_CT_C SNP 16186.63 19 29 24 15 24 32 36 15 21 16 11 10 5 10 22 31 24 16 24 33 37 17 21 20 11 11 5 11 0.864 0.935 1 0.938 1 0.97 0.973 0.882 1 0.8 1 0.909 1 0.909 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9950991T>CNA NA NA NA NA
Chr24 9951369 A T Chr24_9951369_A_TA_T SNP 18725.63 27 13 19 14 20 30 27 12 21 24 15 12 18 9 27 13 19 14 20 30 27 12 21 24 15 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4839T>A NA NA NA NA 4288
Chr24 9951369 A T Chr24_9951369_A_TA_T SNP 18725.63 27 13 19 14 20 30 27 12 21 24 15 12 18 9 27 13 19 14 20 30 27 12 21 24 15 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2266A>T NA NA NA NA 2266
Chr24 9951369 A T Chr24_9951369_A_TA_T SNP 18725.63 27 13 19 14 20 30 27 12 21 24 15 12 18 9 27 13 19 14 20 30 27 12 21 24 15 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951369A>TNA NA NA NA NA
Chr24 9951370 G T Chr24_9951370_G_TG_T SNP 18815.63 27 14 19 15 20 30 27 12 21 24 16 12 18 9 27 14 19 15 20 30 27 12 21 24 16 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4840C>A NA NA NA NA 4289
Chr24 9951370 G T Chr24_9951370_G_TG_T SNP 18815.63 27 14 19 15 20 30 27 12 21 24 16 12 18 9 27 14 19 15 20 30 27 12 21 24 16 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2265G>T NA NA NA NA 2265
Chr24 9951370 G T Chr24_9951370_G_TG_T SNP 18815.63 27 14 19 15 20 30 27 12 21 24 16 12 18 9 27 14 19 15 20 30 27 12 21 24 16 12 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951370G>TNA NA NA NA NA
Chr24 9951372 A ATAT Chr24_9951372_A_ATATA_ATAT INDEL 19541.59 27 14 19 14 20 29 29 12 21 23 15 11 18 9 27 14 19 14 20 29 29 12 21 23 15 11 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4843_-4842insATANA NA NA NA 4292
Chr24 9951372 A ATAT Chr24_9951372_A_ATATA_ATAT INDEL 19541.59 27 14 19 14 20 29 29 12 21 23 15 11 18 9 27 14 19 14 20 29 29 12 21 23 15 11 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2263_-2262insTATNA NA NA NA 2262
Chr24 9951372 A ATAT Chr24_9951372_A_ATATA_ATAT INDEL 19541.59 27 14 19 14 20 29 29 12 21 23 15 11 18 9 27 14 19 14 20 29 29 12 21 23 15 11 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951372_9951373insTATNA NA NA NA NA
Chr24 9951375 TAAGCCCACAACCAAT Chr24_9951375_TAAGCCCACAACCAA_TTAAGCCCACAACCAA_TINDEL 19091.59 25 14 21 14 20 27 31 12 23 22 12 9 19 9 25 14 21 14 20 27 31 12 23 22 12 9 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4859_-4846delTTGGTTGTGGGCTTNA NA NA NA 4295
Chr24 9951375 TAAGCCCACAACCAAT Chr24_9951375_TAAGCCCACAACCAA_TTAAGCCCACAACCAA_TINDEL 19091.59 25 14 21 14 20 27 31 12 23 22 12 9 19 9 25 14 21 14 20 27 31 12 23 22 12 9 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2259_-2246delAAGCCCACAACCAANA NA NA NA 2259
Chr24 9951375 TAAGCCCACAACCAAT Chr24_9951375_TAAGCCCACAACCAA_TTAAGCCCACAACCAA_TINDEL 19091.59 25 14 21 14 20 27 31 12 23 22 12 9 19 9 25 14 21 14 20 27 31 12 23 22 12 9 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951376_9951389delAAGCCCACAACCAANA NA NA NA NA
Chr24 9951393 AACGTTTAAAGA Chr24_9951393_AACGTTTAAAG_AAACGTTTAAAG_AINDEL 18821.59 24 15 20 13 22 28 31 12 25 23 12 9 18 9 24 15 20 13 22 28 31 12 25 23 12 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4873_-4864delCTTTAAACGTNA NA NA NA 4313
Chr24 9951393 AACGTTTAAAGA Chr24_9951393_AACGTTTAAAG_AAACGTTTAAAG_AINDEL 18821.59 24 15 20 13 22 28 31 12 25 23 12 9 18 9 24 15 20 13 22 28 31 12 25 23 12 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2241_-2232delACGTTTAAAGNA NA NA NA 2241
Chr24 9951393 AACGTTTAAAGA Chr24_9951393_AACGTTTAAAG_AAACGTTTAAAG_AINDEL 18821.59 24 15 20 13 22 28 31 12 25 23 12 9 18 9 24 15 20 13 22 28 31 12 25 23 12 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951394_9951403delACGTTTAAAGNA NA NA NA NA
Chr24 9951406 G C Chr24_9951406_G_CG_C SNP 18740.63 23 15 20 14 22 28 34 11 24 21 12 9 18 9 23 15 20 14 22 28 34 11 24 21 12 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4876C>G NA NA NA NA 4325
Chr24 9951406 G C Chr24_9951406_G_CG_C SNP 18740.63 23 15 20 14 22 28 34 11 24 21 12 9 18 9 23 15 20 14 22 28 34 11 24 21 12 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2229G>C NA NA NA NA 2229
Chr24 9951406 G C Chr24_9951406_G_CG_C SNP 18740.63 23 15 20 14 22 28 34 11 24 21 12 9 18 9 23 15 20 14 22 28 34 11 24 21 12 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951406G>CNA NA NA NA NA
Chr24 9951408 A T Chr24_9951408_A_TA_T SNP 18740.63 24 15 20 14 21 28 34 13 24 21 12 9 18 9 24 15 20 14 21 28 34 13 24 21 12 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4878T>A NA NA NA NA 4327
Chr24 9951408 A T Chr24_9951408_A_TA_T SNP 18740.63 24 15 20 14 21 28 34 13 24 21 12 9 18 9 24 15 20 14 21 28 34 13 24 21 12 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2227A>T NA NA NA NA 2227
Chr24 9951408 A T Chr24_9951408_A_TA_T SNP 18740.63 24 15 20 14 21 28 34 13 24 21 12 9 18 9 24 15 20 14 21 28 34 13 24 21 12 9 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951408A>TNA NA NA NA NA
Chr24 9951412 G C Chr24_9951412_G_CG_C SNP 19730.63 24 15 20 14 20 29 34 17 23 24 13 10 18 8 24 15 20 14 20 29 34 17 23 24 13 10 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4882C>G NA NA NA NA 4331
Chr24 9951412 G C Chr24_9951412_G_CG_C SNP 19730.63 24 15 20 14 20 29 34 17 23 24 13 10 18 8 24 15 20 14 20 29 34 17 23 24 13 10 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2223G>C NA NA NA NA 2223
Chr24 9951412 G C Chr24_9951412_G_CG_C SNP 19730.63 24 15 20 14 20 29 34 17 23 24 13 10 18 8 24 15 20 14 20 29 34 17 23 24 13 10 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951412G>CNA NA NA NA NA
Chr24 9951413 A ATTCG Chr24_9951413_A_ATTCGA_ATTCG INDEL 19676.59 24 15 20 14 20 29 35 18 23 24 12 10 18 8 24 15 20 14 20 29 35 18 23 24 12 10 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4884_-4883insCGAANA NA NA NA 4333
Chr24 9951413 A ATTCG Chr24_9951413_A_ATTCGA_ATTCG INDEL 19676.59 24 15 20 14 20 29 35 18 23 24 12 10 18 8 24 15 20 14 20 29 35 18 23 24 12 10 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2222_-2221insTTCGNA NA NA NA 2221
Chr24 9951413 A ATTCG Chr24_9951413_A_ATTCGA_ATTCG INDEL 19676.59 24 15 20 14 20 29 35 18 23 24 12 10 18 8 24 15 20 14 20 29 35 18 23 24 12 10 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951413_9951414insTTCGNA NA NA NA NA
Chr24 9951420 C T Chr24_9951420_C_TC_T SNP 19640.63 23 16 22 15 19 31 37 18 20 21 12 12 18 7 23 16 22 15 19 31 37 18 20 21 12 12 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4890G>A NA NA NA NA 4339
Chr24 9951420 C T Chr24_9951420_C_TC_T SNP 19640.63 23 16 22 15 19 31 37 18 20 21 12 12 18 7 23 16 22 15 19 31 37 18 20 21 12 12 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2215C>T NA NA NA NA 2215
Chr24 9951420 C T Chr24_9951420_C_TC_T SNP 19640.63 23 16 22 15 19 31 37 18 20 21 12 12 18 7 23 16 22 15 19 31 37 18 20 21 12 12 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951420C>TNA NA NA NA NA
Chr24 9951424 T A Chr24_9951424_T_AT_A SNP 19640.63 22 15 22 14 20 32 37 20 20 20 11 12 18 7 22 15 22 14 20 32 37 20 20 20 11 12 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4894A>T NA NA NA NA 4343
Chr24 9951424 T A Chr24_9951424_T_AT_A SNP 19640.63 22 15 22 14 20 32 37 20 20 20 11 12 18 7 22 15 22 14 20 32 37 20 20 20 11 12 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2211T>A NA NA NA NA 2211
Chr24 9951424 T A Chr24_9951424_T_AT_A SNP 19640.63 22 15 22 14 20 32 37 20 20 20 11 12 18 7 22 15 22 14 20 32 37 20 20 20 11 12 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951424T>ANA NA NA NA NA
Chr24 9951426 TA T Chr24_9951426_TA_TTA_T INDEL 19676.59 22 15 22 14 20 33 36 20 20 22 11 12 18 7 22 15 22 14 20 33 36 20 20 22 11 12 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4897delT NA NA NA NA 4346
Chr24 9951426 TA T Chr24_9951426_TA_TTA_T INDEL 19676.59 22 15 22 14 20 33 36 20 20 22 11 12 18 7 22 15 22 14 20 33 36 20 20 22 11 12 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2208delA NA NA NA NA 2208
Chr24 9951426 TA T Chr24_9951426_TA_TTA_T INDEL 19676.59 22 15 22 14 20 33 36 20 20 22 11 12 18 7 22 15 22 14 20 33 36 20 20 22 11 12 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951427delANA NA NA NA NA
Chr24 9951428 GAAAC G Chr24_9951428_GAAAC_GGAAAC_G INDEL 19451.59 21 15 23 13 20 32 35 21 20 22 11 12 18 8 21 15 23 13 20 32 35 21 20 22 11 12 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4902_-4899delGTTTNA NA NA NA 4348
Chr24 9951428 GAAAC G Chr24_9951428_GAAAC_GGAAAC_G INDEL 19451.59 21 15 23 13 20 32 35 21 20 22 11 12 18 8 21 15 23 13 20 32 35 21 20 22 11 12 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2206_-2203delAAACNA NA NA NA 2206
Chr24 9951428 GAAAC G Chr24_9951428_GAAAC_GGAAAC_G INDEL 19451.59 21 15 23 13 20 32 35 21 20 22 11 12 18 8 21 15 23 13 20 32 35 21 20 22 11 12 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951429_9951432delAAACNA NA NA NA NA
Chr24 9951433 TAAA T Chr24_9951433_TAAA_TTAAA_T INDEL 19541.59 21 15 22 13 20 32 35 21 20 21 11 12 18 8 21 15 22 13 20 32 35 21 20 21 11 12 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4906_-4904delTTTNA NA NA NA 4353
Chr24 9951433 TAAA T Chr24_9951433_TAAA_TTAAA_T INDEL 19541.59 21 15 22 13 20 32 35 21 20 21 11 12 18 8 21 15 22 13 20 32 35 21 20 21 11 12 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2201_-2199delAAANA NA NA NA 2201
Chr24 9951433 TAAA T Chr24_9951433_TAAA_TTAAA_T INDEL 19541.59 21 15 22 13 20 32 35 21 20 21 11 12 18 8 21 15 22 13 20 32 35 21 20 21 11 12 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951434_9951436delAAANA NA NA NA NA
Chr24 9951439 A T Chr24_9951439_A_TA_T SNP 19955.63 21 17 22 14 21 32 36 21 19 22 11 11 18 7 21 17 22 14 21 32 36 21 19 22 11 11 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4909T>A NA NA NA NA 4358
Chr24 9951439 A T Chr24_9951439_A_TA_T SNP 19955.63 21 17 22 14 21 32 36 21 19 22 11 11 18 7 21 17 22 14 21 32 36 21 19 22 11 11 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2196A>T NA NA NA NA 2196
Chr24 9951439 A T Chr24_9951439_A_TA_T SNP 19955.63 21 17 22 14 21 32 36 21 19 22 11 11 18 7 21 17 22 14 21 32 36 21 19 22 11 11 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951439A>TNA NA NA NA NA
Chr24 9951442 A C Chr24_9951442_A_CA_C SNP 20225.63 21 17 23 14 21 32 35 21 20 22 10 11 18 7 21 17 23 14 21 32 35 21 20 22 10 11 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4912T>G NA NA NA NA 4361
Chr24 9951442 A C Chr24_9951442_A_CA_C SNP 20225.63 21 17 23 14 21 32 35 21 20 22 10 11 18 7 21 17 23 14 21 32 35 21 20 22 10 11 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2193A>C NA NA NA NA 2193
Chr24 9951442 A C Chr24_9951442_A_CA_C SNP 20225.63 21 17 23 14 21 32 35 21 20 22 10 11 18 7 21 17 23 14 21 32 35 21 20 22 10 11 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951442A>CNA NA NA NA NA
Chr24 9951445 A AGTGTTGCTTTCChr24_9951445_A_AGTGTTGCTTTCA_AGTGTTGCTTTCINDEL 21431.59 21 17 22 14 22 32 36 20 20 21 10 11 18 7 21 17 22 14 22 32 36 20 20 21 10 11 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4916_-4915insGAAAGCAACACNA NA NA NA 4365
Chr24 9951445 A AGTGTTGCTTTCChr24_9951445_A_AGTGTTGCTTTCA_AGTGTTGCTTTCINDEL 21431.59 21 17 22 14 22 32 36 20 20 21 10 11 18 7 21 17 22 14 22 32 36 20 20 21 10 11 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2190_-2189insGTGTTGCTTTCNA NA NA NA 2189
Chr24 9951445 A AGTGTTGCTTTCChr24_9951445_A_AGTGTTGCTTTCA_AGTGTTGCTTTCINDEL 21431.59 21 17 22 14 22 32 36 20 20 21 10 11 18 7 21 17 22 14 22 32 36 20 20 21 10 11 18 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951445_9951446insGTGTTGCTTTCNA NA NA NA NA
Chr24 9951446 TA T Chr24_9951446_TA_TTA_T INDEL 21521.59 21 19 19 14 20 32 33 23 17 20 11 7 16 7 21 19 19 14 20 32 33 23 17 20 11 7 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4917delT NA NA NA NA 4366
Chr24 9951446 TA T Chr24_9951446_TA_TTA_T INDEL 21521.59 21 19 19 14 20 32 33 23 17 20 11 7 16 7 21 19 19 14 20 32 33 23 17 20 11 7 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2188delA NA NA NA NA 2188
Chr24 9951446 TA T Chr24_9951446_TA_TTA_T INDEL 21521.59 21 19 19 14 20 32 33 23 17 20 11 7 16 7 21 19 19 14 20 32 33 23 17 20 11 7 16 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951447delANA NA NA NA NA
Chr24 9951453 G GAGGATGTATTATTTCChr24_9951453_G_GAGGATGTATTATTTCG_GAGGATGTATTATTTCINDEL 21645.59 21 20 20 13 21 32 32 23 17 20 11 6 15 6 21 20 20 13 21 32 32 23 17 20 11 6 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15030Pp3c24_15030transcript PAC:32908854protein_codingNA c.-4924_-4923insGAAATAATACATCCTNA NA NA NA 4373
Chr24 9951453 G GAGGATGTATTATTTCChr24_9951453_G_GAGGATGTATTATTTCG_GAGGATGTATTATTTCINDEL 21645.59 21 20 20 13 21 32 32 23 17 20 11 6 15 6 21 20 20 13 21 32 32 23 17 20 11 6 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15060Pp3c24_15060transcript PAC:32909579protein_codingNA c.-2182_-2181insAGGATGTATTATTTCNA NA NA NA 2181
Chr24 9951453 G GAGGATGTATTATTTCChr24_9951453_G_GAGGATGTATTATTTCG_GAGGATGTATTATTTCINDEL 21645.59 21 20 20 13 21 32 32 23 17 20 11 6 15 6 21 20 20 13 21 32 32 23 17 20 11 6 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15030-Pp3c24_15060Pp3c24_15030-Pp3c24_15060intergenic_regionPp3c24_15030-Pp3c24_15060NA NA n.9951453_9951454insAGGATGTATTATTTCNA NA NA NA NA
Chr24 9959432 A AAT Chr24_9959432_A_AATA_AAT INDEL 12998.59 30 18 14 24 22 23 28 16 14 18 13 8 5 5 30 18 14 24 22 23 28 16 14 18 14 8 5 5 1 1 1 1 1 1 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15090Pp3c24_15090transcript PAC:32908625protein_codingNA c.-1342_-1341insATNA NA NA NA 1341
Chr24 9959432 A AAT Chr24_9959432_A_AATA_AAT INDEL 12998.59 30 18 14 24 22 23 28 16 14 18 13 8 5 5 30 18 14 24 22 23 28 16 14 18 14 8 5 5 1 1 1 1 1 1 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_15080Pp3c24_15080transcript PAC:32908682protein_codingNA c.*2833_*2834insATNA NA NA NA 2834
Chr24 9959432 A AAT Chr24_9959432_A_AATA_AAT INDEL 12998.59 30 18 14 24 22 23 28 16 14 18 13 8 5 5 30 18 14 24 22 23 28 16 14 18 14 8 5 5 1 1 1 1 1 1 1 1 1 1 0.929 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15080-Pp3c24_15090Pp3c24_15080-Pp3c24_15090intergenic_regionPp3c24_15080-Pp3c24_15090NA NA n.9959432_9959433insATNA NA NA NA NA
Chr24 10083949 G GTA Chr24_10083949_G_GTAG_GTA INDEL 1117.35 11 18 9 0 0 2 0 0 1 0 0 0 0 1 13 18 9 26 12 22 38 17 17 20 13 15 8 7 0.846 1 1 0 0 0.091 0 0 0 0 0 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c24_15270-Pp3c24_15320Pp3c24_15270-Pp3c24_15320intergenic_regionPp3c24_15270-Pp3c24_15320NA NA n.10083949_10083950insTANA NA NA NA NA
Chr24 10093021 G GAT Chr24_10093021_G_GATG_GAT INDEL 3771.24 0 0 0 20 11 19 27 15 0 0 0 0 0 0 15 13 11 20 11 19 27 15 17 13 12 12 13 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_15320Pp3c24_15320transcript PAC:32911015protein_codingNA c.-4384_-4383insATNA NA NA NA 3809
Chr24 10093021 G GAT Chr24_10093021_G_GATG_GAT INDEL 3771.24 0 0 0 20 11 19 27 15 0 0 0 0 0 0 15 13 11 20 11 19 27 15 17 13 12 12 13 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_15320Pp3c24_15320transcript PAC:32911016protein_codingNA c.-4384_-4383insATNA NA NA NA 3879
Chr24 10093021 G GAT Chr24_10093021_G_GATG_GAT INDEL 3771.24 0 0 0 20 11 19 27 15 0 0 0 0 0 0 15 13 11 20 11 19 27 15 17 13 12 12 13 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_15320Pp3c24_15320transcript PAC:32911017protein_codingNA c.-6653_-6652insATNA NA NA NA 3879
Chr24 10093021 G GAT Chr24_10093021_G_GATG_GAT INDEL 3771.24 0 0 0 20 11 19 27 15 0 0 0 0 0 0 15 13 11 20 11 19 27 15 17 13 12 12 13 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c24_15270-Pp3c24_15320Pp3c24_15270-Pp3c24_15320intergenic_regionPp3c24_15270-Pp3c24_15320NA NA n.10093021_10093022insATNA NA NA NA NA
Chr24 10152637 C A Chr24_10152637_C_AC_A SNP 17952.63 32 12 14 20 22 30 30 17 20 22 9 27 13 6 32 12 14 20 22 30 30 17 20 22 9 27 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15410Pp3c24_15410transcript PAC:32908671protein_codingNA c.-2557G>T NA NA NA NA 2557
Chr24 10152637 C A Chr24_10152637_C_AC_A SNP 17952.63 32 12 14 20 22 30 30 17 20 22 9 27 13 6 32 12 14 20 22 30 30 17 20 22 9 27 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15420Pp3c24_15420transcript PAC:32910847protein_codingNA c.-2560C>A NA NA NA NA 1911
Chr24 10152637 C A Chr24_10152637_C_AC_A SNP 17952.63 32 12 14 20 22 30 30 17 20 22 9 27 13 6 32 12 14 20 22 30 30 17 20 22 9 27 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15420Pp3c24_15420transcript PAC:32910850protein_codingNA c.-2560C>A NA NA NA NA 1786
Chr24 10152637 C A Chr24_10152637_C_AC_A SNP 17952.63 32 12 14 20 22 30 30 17 20 22 9 27 13 6 32 12 14 20 22 30 30 17 20 22 9 27 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15420Pp3c24_15420transcript PAC:32910849protein_codingNA c.-2560C>A NA NA NA NA 1825
Chr24 10152637 C A Chr24_10152637_C_AC_A SNP 17952.63 32 12 14 20 22 30 30 17 20 22 9 27 13 6 32 12 14 20 22 30 30 17 20 22 9 27 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15420Pp3c24_15420transcript PAC:32910848protein_codingNA c.-2560C>A NA NA NA NA 1943
Chr24 10152637 C A Chr24_10152637_C_AC_A SNP 17952.63 32 12 14 20 22 30 30 17 20 22 9 27 13 6 32 12 14 20 22 30 30 17 20 22 9 27 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15420Pp3c24_15420transcript PAC:32910851protein_codingNA c.-2560C>A NA NA NA NA 2001
Chr24 10152637 C A Chr24_10152637_C_AC_A SNP 17952.63 32 12 14 20 22 30 30 17 20 22 9 27 13 6 32 12 14 20 22 30 30 17 20 22 9 27 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_15400Pp3c24_15400transcript PAC:32909054protein_codingNA c.*3443C>A NA NA NA NA 3090
Chr24 10152637 C A Chr24_10152637_C_AC_A SNP 17952.63 32 12 14 20 22 30 30 17 20 22 9 27 13 6 32 12 14 20 22 30 30 17 20 22 9 27 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_15400Pp3c24_15400transcript PAC:32909055protein_codingNA c.*3443C>A NA NA NA NA 3090
Chr24 10152637 C A Chr24_10152637_C_AC_A SNP 17952.63 32 12 14 20 22 30 30 17 20 22 9 27 13 6 32 12 14 20 22 30 30 17 20 22 9 27 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_15400Pp3c24_15400transcript PAC:32909056protein_codingNA c.*3443C>A NA NA NA NA 3090
Chr24 10152637 C A Chr24_10152637_C_AC_A SNP 17952.63 32 12 14 20 22 30 30 17 20 22 9 27 13 6 32 12 14 20 22 30 30 17 20 22 9 27 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_15400Pp3c24_15400transcript PAC:32909057protein_codingNA c.*3443C>A NA NA NA NA 2887
Chr24 10152637 C A Chr24_10152637_C_AC_A SNP 17952.63 32 12 14 20 22 30 30 17 20 22 9 27 13 6 32 12 14 20 22 30 30 17 20 22 9 27 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15410-Pp3c24_15420Pp3c24_15410-Pp3c24_15420intergenic_regionPp3c24_15410-Pp3c24_15420NA NA n.10152637C>ANA NA NA NA NA
Chr24 10283322 A AT Chr24_10283322_A_ATA_AT INDEL 15481.59 26 12 11 37 19 19 27 21 16 24 18 27 8 13 26 12 11 37 19 19 27 21 16 24 18 27 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15620-Pp3c24_15640Pp3c24_15620-Pp3c24_15640intergenic_regionPp3c24_15620-Pp3c24_15640NA NA n.10283322_10283323insTNA NA NA NA NA
Chr24 10296700 C G Chr24_10296700_C_GC_G SNP 15588.63 21 8 4 17 19 17 26 26 21 20 15 24 10 9 21 8 4 17 19 17 26 26 21 20 15 24 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c24_15640Pp3c24_15640transcript PAC:32910165protein_coding 07-juil c.364C>G p.Pro122Ala 1465/2554 364/990 122/329 NA
Chr24 10296700 C G Chr24_10296700_C_GC_G SNP 15588.63 21 8 4 17 19 17 26 26 21 20 15 24 10 9 21 8 4 17 19 17 26 26 21 20 15 24 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c24_15640Pp3c24_15640transcript PAC:32910166protein_coding 04-avr c.364C>G p.Pro122Ala 1461/2602 364/990 122/329 NA
Chr24 10296700 C G Chr24_10296700_C_GC_G SNP 15588.63 21 8 4 17 19 17 26 26 21 20 15 24 10 9 21 8 4 17 19 17 26 26 21 20 15 24 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c24_15640Pp3c24_15640transcript PAC:32910167protein_coding 04-avr c.364C>G p.Pro122Ala 1754/2917 364/990 122/329 NA
Chr24 10296700 C G Chr24_10296700_C_GC_G SNP 15588.63 21 8 4 17 19 17 26 26 21 20 15 24 10 9 21 8 4 17 19 17 26 26 21 20 15 24 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c24_15640Pp3c24_15640transcript PAC:32910168protein_coding 05-mai c.364C>G p.Pro122Ala 965/2186 364/990 122/329 NA
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c24_15800Pp3c24_15800transcript PAC:32909001protein_coding 02-juin c.264_265delGAp.Lys89fs 264/3408 264/3408 88/1135 NA
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909002protein_coding 04-août c.-16_-15delGANA NA NA NA 15
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909632protein_codingNA c.-3587_-3586delCTNA NA NA NA 3057
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909655protein_codingNA c.-3987_-3986delCTNA NA NA NA 3114
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909633protein_codingNA c.-3587_-3586delCTNA NA NA NA 3135
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909634protein_codingNA c.-3587_-3586delCTNA NA NA NA 3135
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909638protein_codingNA c.-3587_-3586delCTNA NA NA NA 3135
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909639protein_codingNA c.-3587_-3586delCTNA NA NA NA 3135
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909641protein_codingNA c.-3587_-3586delCTNA NA NA NA 3135
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909643protein_codingNA c.-3587_-3586delCTNA NA NA NA 3135
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909645protein_codingNA c.-3587_-3586delCTNA NA NA NA 3135
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909647protein_codingNA c.-3587_-3586delCTNA NA NA NA 3135
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909648protein_codingNA c.-3587_-3586delCTNA NA NA NA 3135
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909635protein_codingNA c.-3587_-3586delCTNA NA NA NA 3071
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909636protein_codingNA c.-3587_-3586delCTNA NA NA NA 3071
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909646protein_codingNA c.-3587_-3586delCTNA NA NA NA 3071
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909651protein_codingNA c.-3587_-3586delCTNA NA NA NA 3071
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909652protein_codingNA c.-3587_-3586delCTNA NA NA NA 3071
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909653protein_codingNA c.-3587_-3586delCTNA NA NA NA 3071
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909654protein_codingNA c.-3587_-3586delCTNA NA NA NA 3071
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909637protein_codingNA c.-3587_-3586delCTNA NA NA NA 3057
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909640protein_codingNA c.-3987_-3986delCTNA NA NA NA 3057
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909642protein_codingNA c.-3987_-3986delCTNA NA NA NA 3057
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909644protein_codingNA c.-3987_-3986delCTNA NA NA NA 3057
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909649protein_codingNA c.-3987_-3986delCTNA NA NA NA 3057
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909650protein_codingNA c.-3987_-3986delCTNA NA NA NA 3057
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909656protein_codingNA c.-3587_-3586delCTNA NA NA NA 3057
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909657protein_codingNA c.-3987_-3986delCTNA NA NA NA 3057
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909003protein_codingNA c.-17_-16delAGNA NA NA NA 8
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909005protein_codingNA c.-17_-16delAGNA NA NA NA 8
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909006protein_codingNA c.-17_-16delAGNA NA NA NA 8
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909004protein_codingNA c.-149_-148delAGNA NA NA NA 22
Chr24 10403549 CAG C Chr24_10403549_CAG_CCAG_C INDEL 17831.59 20 16 17 21 21 21 24 21 20 24 13 19 5 11 20 16 17 21 21 21 24 21 20 24 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909007protein_codingNA c.*1039_*1040delAGNA NA NA NA 1039
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 conservative_inframe_insertionMODERATE Pp3c24_15800Pp3c24_15800transcript PAC:32909001protein_coding 02-juin c.267_268insCTCp.Lys89_Asp90insLeu268/3408 268/3408 90/1135 NA
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909002protein_coding 04-août c.-13_-12insCTCNA NA NA NA 12
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909632protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3062
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909655protein_codingNA c.-3991_-3990insGAGNA NA NA NA 3119
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909633protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3140
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909634protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3140
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909638protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3140
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909639protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3140
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909641protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3140
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909643protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3140
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909645protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3140
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909647protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3140
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909648protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3140
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909635protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3076
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909636protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3076
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909646protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3076
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909651protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3076
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909652protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3076
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909653protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3076
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909654protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3076
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909637protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3062
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909640protein_codingNA c.-3991_-3990insGAGNA NA NA NA 3062
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909642protein_codingNA c.-3991_-3990insGAGNA NA NA NA 3062
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909644protein_codingNA c.-3991_-3990insGAGNA NA NA NA 3062
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909649protein_codingNA c.-3991_-3990insGAGNA NA NA NA 3062
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909650protein_codingNA c.-3991_-3990insGAGNA NA NA NA 3062
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909656protein_codingNA c.-3591_-3590insGAGNA NA NA NA 3062
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909657protein_codingNA c.-3991_-3990insGAGNA NA NA NA 3062
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909003protein_codingNA c.-13_-12insCTCNA NA NA NA 3
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909005protein_codingNA c.-13_-12insCTCNA NA NA NA 3
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909006protein_codingNA c.-13_-12insCTCNA NA NA NA 3
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909004protein_codingNA c.-145_-144insCTCNA NA NA NA 17
Chr24 10403554 A ACTC Chr24_10403554_A_ACTCA_ACTC INDEL 18266.59 20 16 17 21 21 22 24 21 20 26 13 19 5 11 20 16 17 21 21 22 24 21 20 26 13 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909007protein_codingNA c.*1043_*1044insCTCNA NA NA NA 1044
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c24_15800Pp3c24_15800transcript PAC:32909001protein_coding 02-juin c.268G>T p.Asp90Tyr 268/3408 268/3408 90/1135 NA
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909002protein_coding 04-août c.-12G>T NA NA NA NA 12
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909632protein_codingNA c.-3591C>A NA NA NA NA 3062
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909655protein_codingNA c.-3991C>A NA NA NA NA 3119
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909633protein_codingNA c.-3591C>A NA NA NA NA 3140
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909634protein_codingNA c.-3591C>A NA NA NA NA 3140
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909638protein_codingNA c.-3591C>A NA NA NA NA 3140
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909639protein_codingNA c.-3591C>A NA NA NA NA 3140
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909641protein_codingNA c.-3591C>A NA NA NA NA 3140
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909643protein_codingNA c.-3591C>A NA NA NA NA 3140
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909645protein_codingNA c.-3591C>A NA NA NA NA 3140
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909647protein_codingNA c.-3591C>A NA NA NA NA 3140
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909648protein_codingNA c.-3591C>A NA NA NA NA 3140



Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909635protein_codingNA c.-3591C>A NA NA NA NA 3076
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909636protein_codingNA c.-3591C>A NA NA NA NA 3076
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909646protein_codingNA c.-3591C>A NA NA NA NA 3076
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909651protein_codingNA c.-3591C>A NA NA NA NA 3076
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909652protein_codingNA c.-3591C>A NA NA NA NA 3076
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909653protein_codingNA c.-3591C>A NA NA NA NA 3076
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909654protein_codingNA c.-3591C>A NA NA NA NA 3076
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909637protein_codingNA c.-3591C>A NA NA NA NA 3062
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909640protein_codingNA c.-3991C>A NA NA NA NA 3062
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909642protein_codingNA c.-3991C>A NA NA NA NA 3062
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909644protein_codingNA c.-3991C>A NA NA NA NA 3062
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909649protein_codingNA c.-3991C>A NA NA NA NA 3062
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909650protein_codingNA c.-3991C>A NA NA NA NA 3062
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909656protein_codingNA c.-3591C>A NA NA NA NA 3062
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15780Pp3c24_15780transcript PAC:32909657protein_codingNA c.-3991C>A NA NA NA NA 3062
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909003protein_codingNA c.-12G>T NA NA NA NA 3
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909005protein_codingNA c.-12G>T NA NA NA NA 3
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909006protein_codingNA c.-12G>T NA NA NA NA 3
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909004protein_codingNA c.-144G>T NA NA NA NA 17
Chr24 10403555 G T Chr24_10403555_G_TG_T SNP 18294.63 18 16 18 21 23 23 23 21 21 26 14 19 5 11 18 16 18 21 23 23 23 21 21 26 14 19 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_15800Pp3c24_15800transcript PAC:32909007protein_codingNA c.*1044G>T NA NA NA NA 1044
Chr24 10535500 A AAT Chr24_10535500_A_AATA_AAT INDEL 3186.24 0 3 2 16 15 20 31 20 1 1 0 0 1 0 25 16 12 16 15 20 33 20 12 9 13 7 4 5 0 0.188 0.167 1 1 1 0.939 1 0 0 0 0 0 0 0 5 5 2 0 5 0 intergenic_regionMODIFIER Pp3c24_15970-Pp3c24_16019Pp3c24_15970-Pp3c24_16019intergenic_regionPp3c24_15970-Pp3c24_16019NA NA n.10535500_10535501insATNA NA NA NA NA
Chr24 10539757 GGGGAT G Chr24_10539757_GGGGAT_GGGGGAT_G INDEL 12650.59 19 11 13 10 15 18 17 15 8 14 9 9 4 8 19 11 13 10 15 18 17 15 8 14 9 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15970-Pp3c24_16019Pp3c24_15970-Pp3c24_16019intergenic_regionPp3c24_15970-Pp3c24_16019NA NA n.10539758_10539762delGGGATNA NA NA NA NA
Chr24 10539765 A G Chr24_10539765_A_GA_G SNP 12845.63 20 12 12 10 15 20 17 14 8 14 10 9 4 8 20 12 12 10 15 20 17 14 8 14 10 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15970-Pp3c24_16019Pp3c24_15970-Pp3c24_16019intergenic_regionPp3c24_15970-Pp3c24_16019NA NA n.10539765A>GNA NA NA NA NA
Chr24 10539766 C CT Chr24_10539766_C_CTC_CT INDEL 12971.59 20 12 12 10 16 21 17 14 8 15 10 9 4 8 20 12 12 10 16 21 17 14 8 15 10 9 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_15970-Pp3c24_16019Pp3c24_15970-Pp3c24_16019intergenic_regionPp3c24_15970-Pp3c24_16019NA NA n.10539766_10539767insTNA NA NA NA NA
Chr24 10542755 G GAT Chr24_10542755_G_GATG_GAT INDEL 1068.35 22 9 8 0 0 0 2 0 0 0 0 0 1 0 22 10 8 15 13 11 18 15 8 20 8 10 7 10 1 0.9 1 0 0 0 0.111 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c24_15970-Pp3c24_16019Pp3c24_15970-Pp3c24_16019intergenic_regionPp3c24_15970-Pp3c24_16019NA NA n.10542755_10542756insATNA NA NA NA NA
Chr24 10596515 A AAT Chr24_10596515_A_AATA_AAT INDEL 1315.35 20 15 12 0 1 0 0 0 0 0 0 1 0 0 20 15 14 10 8 11 15 12 8 12 7 10 6 8 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c24_16120Pp3c24_16120transcript PAC:32910347protein_codingNA c.-2153_-2152insATNA NA NA NA 1327
Chr24 10596515 A AAT Chr24_10596515_A_AATA_AAT INDEL 1315.35 20 15 12 0 1 0 0 0 0 0 0 1 0 0 20 15 14 10 8 11 15 12 8 12 7 10 6 8 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c24_16120Pp3c24_16120transcript PAC:32910350protein_codingNA c.-2153_-2152insATNA NA NA NA 1334
Chr24 10596515 A AAT Chr24_10596515_A_AATA_AAT INDEL 1315.35 20 15 12 0 1 0 0 0 0 0 0 1 0 0 20 15 14 10 8 11 15 12 8 12 7 10 6 8 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c24_16120Pp3c24_16120transcript PAC:32910348protein_codingNA c.-2153_-2152insATNA NA NA NA 1336
Chr24 10596515 A AAT Chr24_10596515_A_AATA_AAT INDEL 1315.35 20 15 12 0 1 0 0 0 0 0 0 1 0 0 20 15 14 10 8 11 15 12 8 12 7 10 6 8 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c24_16120Pp3c24_16120transcript PAC:32910349protein_codingNA c.-2153_-2152insATNA NA NA NA 1338
Chr24 10596515 A AAT Chr24_10596515_A_AATA_AAT INDEL 1315.35 20 15 12 0 1 0 0 0 0 0 0 1 0 0 20 15 14 10 8 11 15 12 8 12 7 10 6 8 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c24_16120Pp3c24_16120transcript PAC:32910352protein_codingNA c.-2153_-2152insATNA NA NA NA 1338
Chr24 10596515 A AAT Chr24_10596515_A_AATA_AAT INDEL 1315.35 20 15 12 0 1 0 0 0 0 0 0 1 0 0 20 15 14 10 8 11 15 12 8 12 7 10 6 8 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c24_16120Pp3c24_16120transcript PAC:32910351protein_codingNA c.-2153_-2152insATNA NA NA NA 1568
Chr24 10596515 A AAT Chr24_10596515_A_AATA_AAT INDEL 1315.35 20 15 12 0 1 0 0 0 0 0 0 1 0 0 20 15 14 10 8 11 15 12 8 12 7 10 6 8 1 1 0.857 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c24_16100-Pp3c24_16120Pp3c24_16100-Pp3c24_16120intergenic_regionPp3c24_16100-Pp3c24_16120NA NA n.10596515_10596516insATNA NA NA NA NA
Chr24 10653666 G GA Chr24_10653666_G_GAG_GA INDEL 14262.59 29 9 17 22 17 27 26 23 21 15 9 19 7 13 29 9 17 22 17 27 26 23 21 15 9 19 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_16180Pp3c24_16180transcript PAC:32909183protein_codingNA c.*1962_*1963insANA NA NA NA 205
Chr24 10653666 G GA Chr24_10653666_G_GAG_GA INDEL 14262.59 29 9 17 22 17 27 26 23 21 15 9 19 7 13 29 9 17 22 17 27 26 23 21 15 9 19 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_16180Pp3c24_16180transcript PAC:32909184protein_codingNA c.*1962_*1963insANA NA NA NA 205
Chr24 10653666 G GA Chr24_10653666_G_GAG_GA INDEL 14262.59 29 9 17 22 17 27 26 23 21 15 9 19 7 13 29 9 17 22 17 27 26 23 21 15 9 19 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_16180Pp3c24_16180transcript PAC:32909185protein_codingNA c.*1962_*1963insANA NA NA NA 925
Chr24 10653666 G GA Chr24_10653666_G_GAG_GA INDEL 14262.59 29 9 17 22 17 27 26 23 21 15 9 19 7 13 29 9 17 22 17 27 26 23 21 15 9 19 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_16180-Pp3c24_16190Pp3c24_16180-Pp3c24_16190intergenic_regionPp3c24_16180-Pp3c24_16190NA NA n.10653666_10653667insANA NA NA NA NA
Chr24 11042072 G C Chr24_11042072_G_CG_C SNP 16627.63 23 8 15 27 20 25 30 15 24 23 16 11 8 8 23 8 15 27 20 25 30 15 24 23 16 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_16930-Pp3c24_17030Pp3c24_16930-Pp3c24_17030intergenic_regionPp3c24_16930-Pp3c24_17030NA NA n.11042072G>CNA NA NA NA NA
Chr24 11265847 C G Chr24_11265847_C_GC_G SNP 10639.29 27 12 11 0 0 0 0 0 13 25 23 15 6 11 27 12 11 26 25 22 29 19 13 25 23 15 6 11 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c24_17171-Pp3c24_17280Pp3c24_17171-Pp3c24_17280intergenic_regionPp3c24_17171-Pp3c24_17280NA NA n.11265847C>GNA NA NA NA NA
Chr24 11643283 C T Chr24_11643283_C_TC_T SNP 7673.63 10 8 5 7 8 5 15 8 8 5 6 7 5 4 10 8 5 7 8 5 15 8 8 5 6 7 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_17620-Pp3c24_17730Pp3c24_17620-Pp3c24_17730intergenic_regionPp3c24_17620-Pp3c24_17730NA NA n.11643283C>TNA NA NA NA NA
Chr24 11643285 A G Chr24_11643285_A_GA_G SNP 7673.63 10 8 5 7 8 5 15 7 8 5 5 5 5 4 10 8 5 7 8 5 15 7 8 5 5 5 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_17620-Pp3c24_17730Pp3c24_17620-Pp3c24_17730intergenic_regionPp3c24_17620-Pp3c24_17730NA NA n.11643285A>GNA NA NA NA NA
Chr24 11684550 T C Chr24_11684550_T_CT_C SNP 19827.63 19 28 16 24 17 16 17 14 22 31 24 14 17 9 19 28 16 24 17 16 17 14 22 31 24 14 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_17620-Pp3c24_17730Pp3c24_17620-Pp3c24_17730intergenic_regionPp3c24_17620-Pp3c24_17730NA NA n.11684550T>CNA NA NA NA NA
Chr24 11684551 C A Chr24_11684551_C_AC_A SNP 19827.63 19 28 16 24 17 17 17 14 22 31 25 15 17 9 19 28 16 24 17 17 17 14 22 31 25 15 17 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_17620-Pp3c24_17730Pp3c24_17620-Pp3c24_17730intergenic_regionPp3c24_17620-Pp3c24_17730NA NA n.11684551C>ANA NA NA NA NA
Chr24 11684633 AT A Chr24_11684633_AT_AAT_A INDEL 14378.59 23 24 13 23 20 20 17 8 13 29 19 24 20 9 23 24 13 23 20 20 17 8 13 29 19 24 20 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_17620-Pp3c24_17730Pp3c24_17620-Pp3c24_17730intergenic_regionPp3c24_17620-Pp3c24_17730NA NA n.11684634delTNA NA NA NA NA
Chr24 11701557 C T Chr24_11701557_C_TC_T SNP 4204.98 0 0 0 0 0 0 0 0 20 27 10 14 14 11 36 13 19 24 23 37 40 21 20 27 10 14 14 11 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c24_17620-Pp3c24_17730Pp3c24_17620-Pp3c24_17730intergenic_regionPp3c24_17620-Pp3c24_17730NA NA n.11701557C>TNA NA NA NA NA
Chr24 11763611 A G Chr24_11763611_A_GA_G SNP 13819.63 13 10 15 19 25 27 32 16 18 12 9 8 6 11 13 10 15 19 25 27 32 16 18 12 9 8 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_17620-Pp3c24_17730Pp3c24_17620-Pp3c24_17730intergenic_regionPp3c24_17620-Pp3c24_17730NA NA n.11763611A>GNA NA NA NA NA
Chr24 11780321 TA T Chr24_11780321_TA_TTA_T INDEL 15651.59 25 11 15 22 24 28 22 26 29 29 14 16 7 8 25 11 15 22 24 28 22 26 29 29 14 16 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_17620-Pp3c24_17730Pp3c24_17620-Pp3c24_17730intergenic_regionPp3c24_17620-Pp3c24_17730NA NA n.11780322delANA NA NA NA NA
Chr24 11780357 A T Chr24_11780357_A_TA_T SNP 18786.63 26 13 14 22 18 26 25 26 24 33 11 20 10 9 26 13 14 22 18 26 25 26 24 33 11 20 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_17620-Pp3c24_17730Pp3c24_17620-Pp3c24_17730intergenic_regionPp3c24_17620-Pp3c24_17730NA NA n.11780357A>TNA NA NA NA NA
Chr24 11807247 AT A Chr24_11807247_AT_AAT_A INDEL 9285.59 14 8 6 15 9 15 9 17 11 14 10 16 5 5 14 8 6 15 9 15 9 17 11 14 10 16 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_17620-Pp3c24_17730Pp3c24_17620-Pp3c24_17730intergenic_regionPp3c24_17620-Pp3c24_17730NA NA n.11807248delTNA NA NA NA NA
Chr24 11813404 T TA Chr24_11813404_T_TAT_TA INDEL 13888.59 28 7 16 32 25 24 20 28 16 17 11 13 11 12 28 7 16 32 25 24 20 28 16 17 11 13 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_17620-Pp3c24_17730Pp3c24_17620-Pp3c24_17730intergenic_regionPp3c24_17620-Pp3c24_17730NA NA n.11813404_11813405insANA NA NA NA NA
Chr24 11960924 T TTA Chr24_11960924_T_TTAT_TTA INDEL 1259.35 18 10 13 1 0 0 0 0 1 1 0 0 0 1 18 10 13 18 17 14 18 20 16 9 9 7 10 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c24_17860-Pp3c24_17910Pp3c24_17860-Pp3c24_17910intergenic_regionPp3c24_17860-Pp3c24_17910NA NA n.11960924_11960925insTANA NA NA NA NA
Chr24 11966502 A T Chr24_11966502_A_TA_T SNP 3995.98 0 0 0 0 0 0 0 0 23 17 12 20 9 11 18 14 17 27 22 27 42 24 23 17 12 20 10 11 0 0 0 0 0 0 0 0 1 1 1 1 0.9 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c24_17860-Pp3c24_17910Pp3c24_17860-Pp3c24_17910intergenic_regionPp3c24_17860-Pp3c24_17910NA NA n.11966502A>TNA NA NA NA NA
Chr24 12022442 C A Chr24_12022442_C_AC_A SNP 18434.63 18 23 12 26 24 29 23 24 18 20 14 23 11 6 18 23 12 26 24 29 23 24 18 20 14 23 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_17930-Pp3c24_17970Pp3c24_17930-Pp3c24_17970intergenic_regionPp3c24_17930-Pp3c24_17970NA NA n.12022442C>ANA NA NA NA NA
Chr24 12127865 A G Chr24_12127865_A_GA_G SNP 9582.63 12 5 6 11 10 11 20 9 9 7 6 13 4 4 12 5 6 11 10 11 20 9 9 7 7 14 4 4 1 1 1 1 1 1 1 1 1 1 0.857 0.929 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_18010-Pp3c24_18212Pp3c24_18010-Pp3c24_18212intergenic_regionPp3c24_18010-Pp3c24_18212NA NA n.12127865A>GNA NA NA NA NA
Chr24 12153673 A G Chr24_12153673_A_GA_G SNP 1667.39 15 18 10 0 0 0 0 0 0 0 0 0 0 0 15 18 10 21 16 19 34 22 22 19 19 11 11 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c24_18010-Pp3c24_18212Pp3c24_18010-Pp3c24_18212intergenic_regionPp3c24_18010-Pp3c24_18212NA NA n.12153673A>GNA NA NA NA NA
Chr24 12211680 G T Chr24_12211680_G_TG_T SNP 2833.39 26 19 23 0 0 0 0 0 0 0 0 0 0 0 26 19 23 22 19 26 29 25 20 26 17 22 13 10 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c24_18010-Pp3c24_18212Pp3c24_18010-Pp3c24_18212intergenic_regionPp3c24_18010-Pp3c24_18212NA NA n.12211680G>TNA NA NA NA NA
Chr24 12218287 C A Chr24_12218287_C_AC_A SNP 16155.63 19 17 25 17 14 15 24 30 18 15 13 18 5 9 19 17 25 17 14 15 24 30 18 15 13 18 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18212Pp3c24_18212transcript PAC:32910995protein_codingNA c.-44C>A NA NA NA NA 44
Chr24 12218287 C A Chr24_12218287_C_AC_A SNP 16155.63 19 17 25 17 14 15 24 30 18 15 13 18 5 9 19 17 25 17 14 15 24 30 18 15 13 18 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18220Pp3c24_18220transcript PAC:32910963protein_codingNA c.*2537G>T NA NA NA NA 1865
Chr24 12218287 C A Chr24_12218287_C_AC_A SNP 16155.63 19 17 25 17 14 15 24 30 18 15 13 18 5 9 19 17 25 17 14 15 24 30 18 15 13 18 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18220Pp3c24_18220transcript PAC:32910964protein_codingNA c.*2537G>T NA NA NA NA 2139
Chr24 12218287 C A Chr24_12218287_C_AC_A SNP 16155.63 19 17 25 17 14 15 24 30 18 15 13 18 5 9 19 17 25 17 14 15 24 30 18 15 13 18 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_18010-Pp3c24_18212Pp3c24_18010-Pp3c24_18212intergenic_regionPp3c24_18010-Pp3c24_18212NA NA n.12218287C>ANA NA NA NA NA
Chr24 12222235 C A Chr24_12222235_C_AC_A SNP 11386.63 21 5 10 17 8 22 18 16 8 14 7 7 4 7 21 5 10 17 8 22 18 16 8 14 7 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18220Pp3c24_18220transcript PAC:32910963protein_codingNA c.-418G>T NA NA NA NA 201
Chr24 12222235 C A Chr24_12222235_C_AC_A SNP 11386.63 21 5 10 17 8 22 18 16 8 14 7 7 4 7 21 5 10 17 8 22 18 16 8 14 7 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18220Pp3c24_18220transcript PAC:32910964protein_codingNA c.-418G>T NA NA NA NA 236
Chr24 12222235 C A Chr24_12222235_C_AC_A SNP 11386.63 21 5 10 17 8 22 18 16 8 14 7 7 4 7 21 5 10 17 8 22 18 16 8 14 7 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18212Pp3c24_18212transcript PAC:32910995protein_codingNA c.*3253C>A NA NA NA NA 3056
Chr24 12222235 C A Chr24_12222235_C_AC_A SNP 11386.63 21 5 10 17 8 22 18 16 8 14 7 7 4 7 21 5 10 17 8 22 18 16 8 14 7 7 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_18220-Pp3c24_18230Pp3c24_18220-Pp3c24_18230intergenic_regionPp3c24_18220-Pp3c24_18230NA NA n.12222235C>ANA NA NA NA NA
Chr24 12234361 G T Chr24_12234361_G_TG_T SNP 18999.63 31 18 16 23 20 26 36 24 25 22 15 25 11 9 31 18 16 23 20 26 36 24 25 22 15 25 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18230Pp3c24_18230transcript PAC:32908706protein_codingNA c.-2087C>A NA NA NA NA 1861
Chr24 12234361 G T Chr24_12234361_G_TG_T SNP 18999.63 31 18 16 23 20 26 36 24 25 22 15 25 11 9 31 18 16 23 20 26 36 24 25 22 15 25 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18230Pp3c24_18230transcript PAC:32908707protein_codingNA c.-2087C>A NA NA NA NA 1806
Chr24 12234361 G T Chr24_12234361_G_TG_T SNP 18999.63 31 18 16 23 20 26 36 24 25 22 15 25 11 9 31 18 16 23 20 26 36 24 25 22 15 25 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18240Pp3c24_18240transcript PAC:32910752protein_codingNA c.*692G>T NA NA NA NA 160
Chr24 12234361 G T Chr24_12234361_G_TG_T SNP 18999.63 31 18 16 23 20 26 36 24 25 22 15 25 11 9 31 18 16 23 20 26 36 24 25 22 15 25 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18240Pp3c24_18240transcript PAC:32910753protein_codingNA c.*692G>T NA NA NA NA 244
Chr24 12234361 G T Chr24_12234361_G_TG_T SNP 18999.63 31 18 16 23 20 26 36 24 25 22 15 25 11 9 31 18 16 23 20 26 36 24 25 22 15 25 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18240Pp3c24_18240transcript PAC:32910754protein_codingNA c.*584G>T NA NA NA NA 160
Chr24 12234361 G T Chr24_12234361_G_TG_T SNP 18999.63 31 18 16 23 20 26 36 24 25 22 15 25 11 9 31 18 16 23 20 26 36 24 25 22 15 25 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_18240-Pp3c24_18330Pp3c24_18240-Pp3c24_18330intergenic_regionPp3c24_18240-Pp3c24_18330NA NA n.12234361G>TNA NA NA NA NA
Chr24 12234399 G A Chr24_12234399_G_AG_A SNP 19973.63 28 21 15 26 19 22 39 24 19 26 23 27 12 11 28 21 15 26 19 22 39 24 19 26 23 27 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18230Pp3c24_18230transcript PAC:32908706protein_codingNA c.-2125C>T NA NA NA NA 1899
Chr24 12234399 G A Chr24_12234399_G_AG_A SNP 19973.63 28 21 15 26 19 22 39 24 19 26 23 27 12 11 28 21 15 26 19 22 39 24 19 26 23 27 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18230Pp3c24_18230transcript PAC:32908707protein_codingNA c.-2125C>T NA NA NA NA 1844
Chr24 12234399 G A Chr24_12234399_G_AG_A SNP 19973.63 28 21 15 26 19 22 39 24 19 26 23 27 12 11 28 21 15 26 19 22 39 24 19 26 23 27 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18240Pp3c24_18240transcript PAC:32910752protein_codingNA c.*730G>A NA NA NA NA 198
Chr24 12234399 G A Chr24_12234399_G_AG_A SNP 19973.63 28 21 15 26 19 22 39 24 19 26 23 27 12 11 28 21 15 26 19 22 39 24 19 26 23 27 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18240Pp3c24_18240transcript PAC:32910753protein_codingNA c.*730G>A NA NA NA NA 282
Chr24 12234399 G A Chr24_12234399_G_AG_A SNP 19973.63 28 21 15 26 19 22 39 24 19 26 23 27 12 11 28 21 15 26 19 22 39 24 19 26 23 27 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18240Pp3c24_18240transcript PAC:32910754protein_codingNA c.*622G>A NA NA NA NA 198
Chr24 12234399 G A Chr24_12234399_G_AG_A SNP 19973.63 28 21 15 26 19 22 39 24 19 26 23 27 12 11 28 21 15 26 19 22 39 24 19 26 23 27 12 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_18240-Pp3c24_18330Pp3c24_18240-Pp3c24_18330intergenic_regionPp3c24_18240-Pp3c24_18330NA NA n.12234399G>ANA NA NA NA NA
Chr24 12278633 G T Chr24_12278633_G_TG_T SNP 20169.63 30 12 11 32 21 27 34 11 25 28 17 16 16 26 30 12 11 32 21 27 34 11 25 28 17 16 16 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_18240-Pp3c24_18330Pp3c24_18240-Pp3c24_18330intergenic_regionPp3c24_18240-Pp3c24_18330NA NA n.12278633G>TNA NA NA NA NA
Chr24 12278676 G T Chr24_12278676_G_TG_T SNP 21126.63 30 18 14 35 19 26 31 16 21 30 20 24 19 24 30 18 14 35 19 26 31 16 21 30 20 24 19 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_18240-Pp3c24_18330Pp3c24_18240-Pp3c24_18330intergenic_regionPp3c24_18240-Pp3c24_18330NA NA n.12278676G>TNA NA NA NA NA
Chr24 12285687 AAT A Chr24_12285687_AAT_AAAT_A INDEL 10731.59 20 10 6 21 15 25 27 20 14 18 5 10 8 7 20 10 6 21 16 25 27 20 14 18 5 10 8 8 1 1 1 1 0.938 1 1 1 1 1 1 1 1 0.875 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18330Pp3c24_18330transcript PAC:32910401protein_codingNA c.-2511_-2510delATNA NA NA NA 2317
Chr24 12285687 AAT A Chr24_12285687_AAT_AAAT_A INDEL 10731.59 20 10 6 21 15 25 27 20 14 18 5 10 8 7 20 10 6 21 16 25 27 20 14 18 5 10 8 8 1 1 1 1 0.938 1 1 1 1 1 1 1 1 0.875 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18330Pp3c24_18330transcript PAC:32910402protein_codingNA c.-2511_-2510delATNA NA NA NA 2318
Chr24 12285687 AAT A Chr24_12285687_AAT_AAAT_A INDEL 10731.59 20 10 6 21 15 25 27 20 14 18 5 10 8 7 20 10 6 21 16 25 27 20 14 18 5 10 8 8 1 1 1 1 0.938 1 1 1 1 1 1 1 1 0.875 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18330Pp3c24_18330transcript PAC:32910403protein_codingNA c.-2511_-2510delATNA NA NA NA 2318
Chr24 12285687 AAT A Chr24_12285687_AAT_AAAT_A INDEL 10731.59 20 10 6 21 15 25 27 20 14 18 5 10 8 7 20 10 6 21 16 25 27 20 14 18 5 10 8 8 1 1 1 1 0.938 1 1 1 1 1 1 1 1 0.875 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18340Pp3c24_18340transcript PAC:32908800protein_codingNA c.*4996_*4997delATNA NA NA NA 4997
Chr24 12285687 AAT A Chr24_12285687_AAT_AAAT_A INDEL 10731.59 20 10 6 21 15 25 27 20 14 18 5 10 8 7 20 10 6 21 16 25 27 20 14 18 5 10 8 8 1 1 1 1 0.938 1 1 1 1 1 1 1 1 0.875 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18340Pp3c24_18340transcript PAC:32908801protein_codingNA c.*4996_*4997delATNA NA NA NA 4588
Chr24 12285687 AAT A Chr24_12285687_AAT_AAAT_A INDEL 10731.59 20 10 6 21 15 25 27 20 14 18 5 10 8 7 20 10 6 21 16 25 27 20 14 18 5 10 8 8 1 1 1 1 0.938 1 1 1 1 1 1 1 1 0.875 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_18240-Pp3c24_18330Pp3c24_18240-Pp3c24_18330intergenic_regionPp3c24_18240-Pp3c24_18330NA NA n.12285688_12285689delATNA NA NA NA NA
Chr24 12295369 T TTA Chr24_12295369_T_TTAT_TTA INDEL 960.35 23 10 5 0 0 0 2 0 0 1 2 1 0 1 24 11 5 11 8 13 20 11 6 10 8 7 6 4 0.958 0.909 1 0 0 0 0.1 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c24_18340Pp3c24_18340transcript PAC:32908800protein_codingNA c.-2172_-2171insTANA NA NA NA 2172
Chr24 12295369 T TTA Chr24_12295369_T_TTAT_TTA INDEL 960.35 23 10 5 0 0 0 2 0 0 1 2 1 0 1 24 11 5 11 8 13 20 11 6 10 8 7 6 4 0.958 0.909 1 0 0 0 0.1 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c24_18350Pp3c24_18350transcript PAC:32909156protein_codingNA c.-3074_-3073insTANA NA NA NA 3073
Chr24 12295369 T TTA Chr24_12295369_T_TTAT_TTA INDEL 960.35 23 10 5 0 0 0 2 0 0 1 2 1 0 1 24 11 5 11 8 13 20 11 6 10 8 7 6 4 0.958 0.909 1 0 0 0 0.1 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c24_18340Pp3c24_18340transcript PAC:32908801protein_codingNA c.-2172_-2171insTANA NA NA NA 2132
Chr24 12295369 T TTA Chr24_12295369_T_TTAT_TTA INDEL 960.35 23 10 5 0 0 0 2 0 0 1 2 1 0 1 24 11 5 11 8 13 20 11 6 10 8 7 6 4 0.958 0.909 1 0 0 0 0.1 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 upstream_gene_variantMODIFIER Pp3c24_18350Pp3c24_18350transcript PAC:32909157protein_codingNA c.-3074_-3073insTANA NA NA NA 2172
Chr24 12295369 T TTA Chr24_12295369_T_TTAT_TTA INDEL 960.35 23 10 5 0 0 0 2 0 0 1 2 1 0 1 24 11 5 11 8 13 20 11 6 10 8 7 6 4 0.958 0.909 1 0 0 0 0.1 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c24_18330Pp3c24_18330transcript PAC:32910401protein_codingNA c.*5278_*5279insTANA NA NA NA 4496
Chr24 12295369 T TTA Chr24_12295369_T_TTAT_TTA INDEL 960.35 23 10 5 0 0 0 2 0 0 1 2 1 0 1 24 11 5 11 8 13 20 11 6 10 8 7 6 4 0.958 0.909 1 0 0 0 0.1 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c24_18330Pp3c24_18330transcript PAC:32910402protein_codingNA c.*5278_*5279insTANA NA NA NA 4627
Chr24 12295369 T TTA Chr24_12295369_T_TTAT_TTA INDEL 960.35 23 10 5 0 0 0 2 0 0 1 2 1 0 1 24 11 5 11 8 13 20 11 6 10 8 7 6 4 0.958 0.909 1 0 0 0 0.1 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 downstream_gene_variantMODIFIER Pp3c24_18330Pp3c24_18330transcript PAC:32910403protein_codingNA c.*5278_*5279insTANA NA NA NA 4627
Chr24 12295369 T TTA Chr24_12295369_T_TTAT_TTA INDEL 960.35 23 10 5 0 0 0 2 0 0 1 2 1 0 1 24 11 5 11 8 13 20 11 6 10 8 7 6 4 0.958 0.909 1 0 0 0 0.1 0 0 0 0.25 0 0 0 0 3 3 2 0 0 3 intergenic_regionMODIFIER Pp3c24_18340-Pp3c24_18350Pp3c24_18340-Pp3c24_18350intergenic_regionPp3c24_18340-Pp3c24_18350NA NA n.12295369_12295370insTANA NA NA NA NA
Chr24 12433251 G GA Chr24_12433251_G_GAG_GA INDEL 14549.59 25 13 16 24 18 31 26 16 25 30 13 16 12 7 25 13 16 24 18 31 26 16 25 30 13 16 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18490Pp3c24_18490transcript PAC:32908713protein_codingNA c.*885_*886insANA NA NA NA 886
Chr24 12433251 G GA Chr24_12433251_G_GAG_GA INDEL 14549.59 25 13 16 24 18 31 26 16 25 30 13 16 12 7 25 13 16 24 18 31 26 16 25 30 13 16 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18510Pp3c24_18510transcript PAC:32909477protein_codingNA c.*1097_*1098insTNA NA NA NA 118
Chr24 12433251 G GA Chr24_12433251_G_GAG_GA INDEL 14549.59 25 13 16 24 18 31 26 16 25 30 13 16 12 7 25 13 16 24 18 31 26 16 25 30 13 16 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18540Pp3c24_18540transcript PAC:32909684protein_codingNA c.*6190_*6191insTNA NA NA NA 4895
Chr24 12433251 G GA Chr24_12433251_G_GAG_GA INDEL 14549.59 25 13 16 24 18 31 26 16 25 30 13 16 12 7 25 13 16 24 18 31 26 16 25 30 13 16 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18490Pp3c24_18490transcript PAC:32908714protein_codingNA c.*885_*886insANA NA NA NA 786
Chr24 12433251 G GA Chr24_12433251_G_GAG_GA INDEL 14549.59 25 13 16 24 18 31 26 16 25 30 13 16 12 7 25 13 16 24 18 31 26 16 25 30 13 16 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18510Pp3c24_18510transcript PAC:32909479protein_codingNA c.*1097_*1098insTNA NA NA NA 118
Chr24 12433251 G GA Chr24_12433251_G_GAG_GA INDEL 14549.59 25 13 16 24 18 31 26 16 25 30 13 16 12 7 25 13 16 24 18 31 26 16 25 30 13 16 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_18510Pp3c24_18510transcript PAC:32909478protein_codingNA c.*1097_*1098insTNA NA NA NA 118
Chr24 12433251 G GA Chr24_12433251_G_GAG_GA INDEL 14549.59 25 13 16 24 18 31 26 16 25 30 13 16 12 7 25 13 16 24 18 31 26 16 25 30 13 16 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_18510Pp3c24_18510transcript PAC:32909480protein_coding 02-févr c.*980-14_*980-13insTNA NA NA NA NA
Chr24 12473698 T TTA Chr24_12473698_T_TTAT_TTA INDEL 2669.24 0 0 1 10 10 15 22 14 1 0 0 1 0 1 21 6 6 10 10 15 22 15 16 18 8 7 6 4 0 0 0 1 1 1 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c24_18570-Pp3c24_18590Pp3c24_18570-Pp3c24_18590intergenic_regionPp3c24_18570-Pp3c24_18590NA NA n.12473698_12473699insTANA NA NA NA NA
Chr24 12581254 A AAT Chr24_12581254_A_AATA_AAT INDEL 8062.59 12 7 8 15 13 12 20 9 12 14 9 8 10 7 12 7 8 15 13 13 20 9 12 14 10 8 10 7 1 1 1 1 1 0.923 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18710Pp3c24_18710transcript PAC:32908717protein_codingNA c.-4147_-4146insATNA NA NA NA 3747
Chr24 12581254 A AAT Chr24_12581254_A_AATA_AAT INDEL 8062.59 12 7 8 15 13 12 20 9 12 14 9 8 10 7 12 7 8 15 13 13 20 9 12 14 10 8 10 7 1 1 1 1 1 0.923 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18720Pp3c24_18720transcript PAC:32909924protein_codingNA c.-1073_-1072insATNA NA NA NA 714
Chr24 12581254 A AAT Chr24_12581254_A_AATA_AAT INDEL 8062.59 12 7 8 15 13 12 20 9 12 14 9 8 10 7 12 7 8 15 13 13 20 9 12 14 10 8 10 7 1 1 1 1 1 0.923 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18749Pp3c24_18749transcript PAC:32908889protein_codingNA c.-3525_-3524insATNA NA NA NA 2793
Chr24 12581254 A AAT Chr24_12581254_A_AATA_AAT INDEL 8062.59 12 7 8 15 13 12 20 9 12 14 9 8 10 7 12 7 8 15 13 13 20 9 12 14 10 8 10 7 1 1 1 1 1 0.923 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18710Pp3c24_18710transcript PAC:32908718protein_codingNA c.-4147_-4146insATNA NA NA NA 3755
Chr24 12581254 A AAT Chr24_12581254_A_AATA_AAT INDEL 8062.59 12 7 8 15 13 12 20 9 12 14 9 8 10 7 12 7 8 15 13 13 20 9 12 14 10 8 10 7 1 1 1 1 1 0.923 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c24_18720Pp3c24_18720transcript PAC:32909925protein_codingNA c.-1073_-1072insATNA NA NA NA 944
Chr24 12581254 A AAT Chr24_12581254_A_AATA_AAT INDEL 8062.59 12 7 8 15 13 12 20 9 12 14 9 8 10 7 12 7 8 15 13 13 20 9 12 14 10 8 10 7 1 1 1 1 1 0.923 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_18710-Pp3c24_18720Pp3c24_18710-Pp3c24_18720intergenic_regionPp3c24_18710-Pp3c24_18720NA NA n.12581254_12581255insATNA NA NA NA NA
Chr24 12692498 T TTA Chr24_12692498_T_TTAT_TTA INDEL 1702.93 0 1 0 0 1 1 1 0 8 14 8 6 7 6 23 9 10 22 16 22 23 21 8 14 9 6 8 7 0 0 0 0 0 0 0 0 1 1 0.889 1 0.875 0.857 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c24_18880Pp3c24_18880transcript PAC:32910513protein_codingNA c.*2596_*2597insTANA NA NA NA 1852
Chr24 12692498 T TTA Chr24_12692498_T_TTAT_TTA INDEL 1702.93 0 1 0 0 1 1 1 0 8 14 8 6 7 6 23 9 10 22 16 22 23 21 8 14 9 6 8 7 0 0 0 0 0 0 0 0 1 1 0.889 1 0.875 0.857 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c24_18880Pp3c24_18880transcript PAC:32910514protein_codingNA c.*2596_*2597insTANA NA NA NA 1957
Chr24 12692498 T TTA Chr24_12692498_T_TTAT_TTA INDEL 1702.93 0 1 0 0 1 1 1 0 8 14 8 6 7 6 23 9 10 22 16 22 23 21 8 14 9 6 8 7 0 0 0 0 0 0 0 0 1 1 0.889 1 0.875 0.857 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c24_18880-Pp3c24_18890Pp3c24_18880-Pp3c24_18890intergenic_regionPp3c24_18880-Pp3c24_18890NA NA n.12692498_12692499insTANA NA NA NA NA
Chr24 12834742 C A Chr24_12834742_C_AC_A SNP 12226.29 29 11 22 0 0 0 1 0 24 21 13 15 13 9 29 11 22 33 21 28 31 22 24 21 13 15 13 9 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c24_19170-Pp3c24_19200Pp3c24_19170-Pp3c24_19200intergenic_regionPp3c24_19170-Pp3c24_19200NA NA n.12834742C>ANA NA NA NA NA
Chr24 12903062 A AAT Chr24_12903062_A_AATA_AAT INDEL 7152.24 28 9 11 0 0 0 0 0 10 13 15 8 13 10 28 9 11 21 21 18 24 23 10 13 15 8 13 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c24_19230Pp3c24_19230transcript PAC:32908604protein_codingNA c.-3226_-3225insATNA NA NA NA 3202
Chr24 12903062 A AAT Chr24_12903062_A_AATA_AAT INDEL 7152.24 28 9 11 0 0 0 0 0 10 13 15 8 13 10 28 9 11 21 21 18 24 23 10 13 15 8 13 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c24_19230Pp3c24_19230transcript PAC:32908605protein_codingNA c.-3226_-3225insATNA NA NA NA 3201
Chr24 12903062 A AAT Chr24_12903062_A_AATA_AAT INDEL 7152.24 28 9 11 0 0 0 0 0 10 13 15 8 13 10 28 9 11 21 21 18 24 23 10 13 15 8 13 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c24_19230-Pp3c24_19270Pp3c24_19230-Pp3c24_19270intergenic_regionPp3c24_19230-Pp3c24_19270NA NA n.12903062_12903063insATNA NA NA NA NA
Chr24 12910443 C T Chr24_12910443_C_TC_T SNP 11735.63 16 6 7 10 9 13 13 13 14 15 12 11 4 8 16 6 7 10 9 13 13 13 14 15 12 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_19270Pp3c24_19270transcript PAC:32910246protein_codingNA c.*3968G>A NA NA NA NA 3968
Chr24 12910443 C T Chr24_12910443_C_TC_T SNP 11735.63 16 6 7 10 9 13 13 13 14 15 12 11 4 8 16 6 7 10 9 13 13 13 14 15 12 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_19270Pp3c24_19270transcript PAC:32910248protein_codingNA c.*3968G>A NA NA NA NA 3444
Chr24 12910443 C T Chr24_12910443_C_TC_T SNP 11735.63 16 6 7 10 9 13 13 13 14 15 12 11 4 8 16 6 7 10 9 13 13 13 14 15 12 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_19270Pp3c24_19270transcript PAC:32910247protein_codingNA c.*3968G>A NA NA NA NA 3444
Chr24 12910443 C T Chr24_12910443_C_TC_T SNP 11735.63 16 6 7 10 9 13 13 13 14 15 12 11 4 8 16 6 7 10 9 13 13 13 14 15 12 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_19230-Pp3c24_19270Pp3c24_19230-Pp3c24_19270intergenic_regionPp3c24_19230-Pp3c24_19270NA NA n.12910443C>TNA NA NA NA NA
Chr24 12910450 A G Chr24_12910450_A_GA_G SNP 12147.63 18 6 7 11 12 12 15 16 14 15 13 11 4 8 18 6 7 11 12 12 15 16 14 15 13 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_19270Pp3c24_19270transcript PAC:32910246protein_codingNA c.*3961T>C NA NA NA NA 3961
Chr24 12910450 A G Chr24_12910450_A_GA_G SNP 12147.63 18 6 7 11 12 12 15 16 14 15 13 11 4 8 18 6 7 11 12 12 15 16 14 15 13 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_19270Pp3c24_19270transcript PAC:32910248protein_codingNA c.*3961T>C NA NA NA NA 3437
Chr24 12910450 A G Chr24_12910450_A_GA_G SNP 12147.63 18 6 7 11 12 12 15 16 14 15 13 11 4 8 18 6 7 11 12 12 15 16 14 15 13 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_19270Pp3c24_19270transcript PAC:32910247protein_codingNA c.*3961T>C NA NA NA NA 3437
Chr24 12910450 A G Chr24_12910450_A_GA_G SNP 12147.63 18 6 7 11 12 12 15 16 14 15 13 11 4 8 18 6 7 11 12 12 15 16 14 15 13 11 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_19230-Pp3c24_19270Pp3c24_19230-Pp3c24_19270intergenic_regionPp3c24_19230-Pp3c24_19270NA NA n.12910450A>GNA NA NA NA NA
Chr24 12910608 T C Chr24_12910608_T_CT_C SNP 11271.63 18 4 7 14 8 25 23 9 15 16 15 15 7 7 18 4 7 14 8 25 23 9 15 16 15 15 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_19270Pp3c24_19270transcript PAC:32910246protein_codingNA c.*3803A>G NA NA NA NA 3803
Chr24 12910608 T C Chr24_12910608_T_CT_C SNP 11271.63 18 4 7 14 8 25 23 9 15 16 15 15 7 7 18 4 7 14 8 25 23 9 15 16 15 15 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_19270Pp3c24_19270transcript PAC:32910248protein_codingNA c.*3803A>G NA NA NA NA 3279
Chr24 12910608 T C Chr24_12910608_T_CT_C SNP 11271.63 18 4 7 14 8 25 23 9 15 16 15 15 7 7 18 4 7 14 8 25 23 9 15 16 15 15 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_19270Pp3c24_19270transcript PAC:32910247protein_codingNA c.*3803A>G NA NA NA NA 3279
Chr24 12910608 T C Chr24_12910608_T_CT_C SNP 11271.63 18 4 7 14 8 25 23 9 15 16 15 15 7 7 18 4 7 14 8 25 23 9 15 16 15 15 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_19230-Pp3c24_19270Pp3c24_19230-Pp3c24_19270intergenic_regionPp3c24_19230-Pp3c24_19270NA NA n.12910608T>CNA NA NA NA NA
Chr24 12998431 C CTA Chr24_12998431_C_CTAC_CTA INDEL 3668.24 0 0 0 10 15 23 25 18 0 0 0 0 0 0 22 12 14 10 15 23 25 18 7 17 9 13 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_19470Pp3c24_19470transcript PAC:32909240protein_codingNA c.-2374_-2373insTANA NA NA NA 901
Chr24 12998431 C CTA Chr24_12998431_C_CTAC_CTA INDEL 3668.24 0 0 0 10 15 23 25 18 0 0 0 0 0 0 22 12 14 10 15 23 25 18 7 17 9 13 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_19470Pp3c24_19470transcript PAC:32909242protein_codingNA c.-2374_-2373insTANA NA NA NA 883
Chr24 12998431 C CTA Chr24_12998431_C_CTAC_CTA INDEL 3668.24 0 0 0 10 15 23 25 18 0 0 0 0 0 0 22 12 14 10 15 23 25 18 7 17 9 13 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_19470Pp3c24_19470transcript PAC:32909243protein_codingNA c.-3299_-3298insTANA NA NA NA 912
Chr24 12998431 C CTA Chr24_12998431_C_CTAC_CTA INDEL 3668.24 0 0 0 10 15 23 25 18 0 0 0 0 0 0 22 12 14 10 15 23 25 18 7 17 9 13 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c24_19470Pp3c24_19470transcript PAC:32909241protein_codingNA c.-2374_-2373insTANA NA NA NA 916
Chr24 12998431 C CTA Chr24_12998431_C_CTAC_CTA INDEL 3668.24 0 0 0 10 15 23 25 18 0 0 0 0 0 0 22 12 14 10 15 23 25 18 7 17 9 13 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19460Pp3c24_19460transcript PAC:32909743protein_codingNA c.*1182_*1183insTANA NA NA NA 266
Chr24 12998431 C CTA Chr24_12998431_C_CTAC_CTA INDEL 3668.24 0 0 0 10 15 23 25 18 0 0 0 0 0 0 22 12 14 10 15 23 25 18 7 17 9 13 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19460Pp3c24_19460transcript PAC:32909744protein_codingNA c.*1182_*1183insTANA NA NA NA 266
Chr24 12998431 C CTA Chr24_12998431_C_CTAC_CTA INDEL 3668.24 0 0 0 10 15 23 25 18 0 0 0 0 0 0 22 12 14 10 15 23 25 18 7 17 9 13 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19460Pp3c24_19460transcript PAC:32909745protein_codingNA c.*1182_*1183insTANA NA NA NA 266
Chr24 12998431 C CTA Chr24_12998431_C_CTAC_CTA INDEL 3668.24 0 0 0 10 15 23 25 18 0 0 0 0 0 0 22 12 14 10 15 23 25 18 7 17 9 13 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19460Pp3c24_19460transcript PAC:32909747protein_codingNA c.*1539_*1540insTANA NA NA NA 1453
Chr24 12998431 C CTA Chr24_12998431_C_CTAC_CTA INDEL 3668.24 0 0 0 10 15 23 25 18 0 0 0 0 0 0 22 12 14 10 15 23 25 18 7 17 9 13 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19460Pp3c24_19460transcript PAC:32909746protein_codingNA c.*1182_*1183insTANA NA NA NA 266
Chr24 12998431 C CTA Chr24_12998431_C_CTAC_CTA INDEL 3668.24 0 0 0 10 15 23 25 18 0 0 0 0 0 0 22 12 14 10 15 23 25 18 7 17 9 13 6 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c24_19460-Pp3c24_19470Pp3c24_19460-Pp3c24_19470intergenic_regionPp3c24_19460-Pp3c24_19470NA NA n.12998431_12998432insTANA NA NA NA NA
Chr24 13016959 A AAT Chr24_13016959_A_AATA_AAT INDEL 3318.24 0 0 0 21 15 10 29 15 3 0 0 0 0 0 28 9 14 21 15 10 30 15 22 11 8 13 8 5 0 0 0 1 1 1 0.967 1 0.136 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19500Pp3c24_19500transcript PAC:32909544protein_codingNA c.*3497_*3498insATNA NA NA NA 2767
Chr24 13016959 A AAT Chr24_13016959_A_AATA_AAT INDEL 3318.24 0 0 0 21 15 10 29 15 3 0 0 0 0 0 28 9 14 21 15 10 30 15 22 11 8 13 8 5 0 0 0 1 1 1 0.967 1 0.136 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19510Pp3c24_19510transcript PAC:32910944protein_codingNA c.*1720_*1721insATNA NA NA NA 1408
Chr24 13016959 A AAT Chr24_13016959_A_AATA_AAT INDEL 3318.24 0 0 0 21 15 10 29 15 3 0 0 0 0 0 28 9 14 21 15 10 30 15 22 11 8 13 8 5 0 0 0 1 1 1 0.967 1 0.136 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19500Pp3c24_19500transcript PAC:32909545protein_codingNA c.*3497_*3498insATNA NA NA NA 2757
Chr24 13016959 A AAT Chr24_13016959_A_AATA_AAT INDEL 3318.24 0 0 0 21 15 10 29 15 3 0 0 0 0 0 28 9 14 21 15 10 30 15 22 11 8 13 8 5 0 0 0 1 1 1 0.967 1 0.136 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19500Pp3c24_19500transcript PAC:32909546protein_codingNA c.*3497_*3498insATNA NA NA NA 2710
Chr24 13016959 A AAT Chr24_13016959_A_AATA_AAT INDEL 3318.24 0 0 0 21 15 10 29 15 3 0 0 0 0 0 28 9 14 21 15 10 30 15 22 11 8 13 8 5 0 0 0 1 1 1 0.967 1 0.136 0 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19510Pp3c24_19510transcript PAC:32910945protein_codingNA c.*1720_*1721insATNA NA NA NA 1411
Chr24 13016959 A AAT Chr24_13016959_A_AATA_AAT INDEL 3318.24 0 0 0 21 15 10 29 15 3 0 0 0 0 0 28 9 14 21 15 10 30 15 22 11 8 13 8 5 0 0 0 1 1 1 0.967 1 0.136 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c24_19500-Pp3c24_19510Pp3c24_19500-Pp3c24_19510intergenic_regionPp3c24_19500-Pp3c24_19510NA NA n.13016959_13016960insATNA NA NA NA NA
Chr24 13171123 G GTA Chr24_13171123_G_GTAG_GTA INDEL 3075.24 0 0 1 21 16 15 18 18 0 1 3 1 0 0 16 12 9 21 16 16 18 18 15 15 13 7 5 8 0 0 0 1 1 0.938 1 1 0 0 0.231 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19760Pp3c24_19760transcript PAC:32909043protein_codingNA c.*3429_*3430insTANA NA NA NA 3429
Chr24 13171123 G GTA Chr24_13171123_G_GTAG_GTA INDEL 3075.24 0 0 1 21 16 15 18 18 0 1 3 1 0 0 16 12 9 21 16 16 18 18 15 15 13 7 5 8 0 0 0 1 1 0.938 1 1 0 0 0.231 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19770Pp3c24_19770transcript PAC:32910746protein_codingNA c.*4319_*4320insTANA NA NA NA 3700
Chr24 13171123 G GTA Chr24_13171123_G_GTAG_GTA INDEL 3075.24 0 0 1 21 16 15 18 18 0 1 3 1 0 0 16 12 9 21 16 16 18 18 15 15 13 7 5 8 0 0 0 1 1 0.938 1 1 0 0 0.231 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c24_19770Pp3c24_19770transcript PAC:32910747protein_codingNA c.*4319_*4320insTANA NA NA NA 3994
Chr24 13171123 G GTA Chr24_13171123_G_GTAG_GTA INDEL 3075.24 0 0 1 21 16 15 18 18 0 1 3 1 0 0 16 12 9 21 16 16 18 18 15 15 13 7 5 8 0 0 0 1 1 0.938 1 1 0 0 0.231 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c24_19750-Pp3c24_19760Pp3c24_19750-Pp3c24_19760intergenic_regionPp3c24_19750-Pp3c24_19760NA NA n.13171123_13171124insTANA NA NA NA NA
Chr24 13212843 A AC Chr24_13212843_A_ACA_AC INDEL 17611.59 37 18 9 16 27 36 28 17 31 27 17 12 5 15 37 18 9 16 27 36 28 17 31 27 17 12 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_19857Pp3c24_19857transcript PAC:32910493protein_codingNA c.*5139_*5140insCNA NA NA NA 4435
Chr24 13212843 A AC Chr24_13212843_A_ACA_AC INDEL 17611.59 37 18 9 16 27 36 28 17 31 27 17 12 5 15 37 18 9 16 27 36 28 17 31 27 17 12 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_19870Pp3c24_19870transcript PAC:32908964protein_coding oct-17 c.1012-95_1012-94insGNA NA NA NA NA
Chr24 13212843 A AC Chr24_13212843_A_ACA_AC INDEL 17611.59 37 18 9 16 27 36 28 17 31 27 17 12 5 15 37 18 9 16 27 36 28 17 31 27 17 12 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_19870Pp3c24_19870transcript PAC:32908965protein_coding nov-18 c.1012-95_1012-94insGNA NA NA NA NA
Chr24 13306133 AG A Chr24_13306133_AG_AAG_A INDEL 15646.59 24 12 12 22 24 25 28 24 22 25 13 15 8 17 24 12 12 22 24 25 28 24 22 25 13 15 8 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_20079Pp3c24_20079transcript PAC:32909889protein_codingNA c.*2853delC NA NA NA NA 2061
Chr24 13306133 AG A Chr24_13306133_AG_AAG_A INDEL 15646.59 24 12 12 22 24 25 28 24 22 25 13 15 8 17 24 12 12 22 24 25 28 24 22 25 13 15 8 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_20079Pp3c24_20079transcript PAC:32909890protein_codingNA c.*2853delC NA NA NA NA 2085
Chr24 13306133 AG A Chr24_13306133_AG_AAG_A INDEL 15646.59 24 12 12 22 24 25 28 24 22 25 13 15 8 17 24 12 12 22 24 25 28 24 22 25 13 15 8 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_20079Pp3c24_20079transcript PAC:32909891protein_codingNA c.*2853delC NA NA NA NA 2537
Chr24 13306133 AG A Chr24_13306133_AG_AAG_A INDEL 15646.59 24 12 12 22 24 25 28 24 22 25 13 15 8 17 24 12 12 22 24 25 28 24 22 25 13 15 8 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_20050-Pp3c24_20079Pp3c24_20050-Pp3c24_20079intergenic_regionPp3c24_20050-Pp3c24_20079NA NA n.13306134delGNA NA NA NA NA
Chr24 13308785 TG T Chr24_13308785_TG_TTG_T INDEL 14021.59 14 9 10 15 23 21 28 20 11 6 23 12 8 8 14 9 10 15 23 21 28 20 11 6 23 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c24_20079Pp3c24_20079transcript PAC:32909890protein_coding 01-févr c.*40-3delC NA NA NA NA NA
Chr24 13308785 TG T Chr24_13308785_TG_TTG_T INDEL 14021.59 14 9 10 15 23 21 28 20 11 6 23 12 8 8 14 9 10 15 23 21 28 20 11 6 23 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c24_20079Pp3c24_20079transcript PAC:32909891protein_coding 01-janv c.*40-3delC NA NA NA NA NA
Chr24 13308785 TG T Chr24_13308785_TG_TTG_T INDEL 14021.59 14 9 10 15 23 21 28 20 11 6 23 12 8 8 14 9 10 15 23 21 28 20 11 6 23 12 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_20079Pp3c24_20079transcript PAC:32909889protein_coding 01-janv c.*39+162delCNA NA NA NA NA
Chr24 13308807 T G Chr24_13308807_T_GT_G SNP 13896.63 13 10 10 16 20 18 24 22 12 5 19 14 8 9 13 10 10 16 20 18 24 22 12 5 19 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_20079Pp3c24_20079transcript PAC:32909889protein_coding 01-janv c.*39+141A>CNA NA NA NA NA
Chr24 13308807 T G Chr24_13308807_T_GT_G SNP 13896.63 13 10 10 16 20 18 24 22 12 5 19 14 8 9 13 10 10 16 20 18 24 22 12 5 19 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_20079Pp3c24_20079transcript PAC:32909890protein_coding 01-févr c.*40-24A>C NA NA NA NA NA
Chr24 13308807 T G Chr24_13308807_T_GT_G SNP 13896.63 13 10 10 16 20 18 24 22 12 5 19 14 8 9 13 10 10 16 20 18 24 22 12 5 19 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_20079Pp3c24_20079transcript PAC:32909891protein_coding 01-janv c.*40-24A>C NA NA NA NA NA
Chr24 13308920 G T Chr24_13308920_G_TG_T SNP 13054.63 15 14 10 10 22 22 24 19 11 8 18 22 13 9 15 14 10 10 22 22 24 19 12 8 18 22 13 9 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_20079Pp3c24_20079transcript PAC:32909889protein_coding 01-janv c.*39+28C>ANA NA NA NA NA
Chr24 13308920 G T Chr24_13308920_G_TG_T SNP 13054.63 15 14 10 10 22 22 24 19 11 8 18 22 13 9 15 14 10 10 22 22 24 19 12 8 18 22 13 9 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_20079Pp3c24_20079transcript PAC:32909890protein_coding 01-févr c.*39+28C>ANA NA NA NA NA
Chr24 13308920 G T Chr24_13308920_G_TG_T SNP 13054.63 15 14 10 10 22 22 24 19 11 8 18 22 13 9 15 14 10 10 22 22 24 19 12 8 18 22 13 9 1 1 1 1 1 1 1 1 0.917 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c24_20079Pp3c24_20079transcript PAC:32909891protein_coding 01-janv c.*39+28C>ANA NA NA NA NA
Chr24 13315883 T C Chr24_13315883_T_CT_C SNP 16368.63 18 8 14 18 18 24 31 28 13 18 12 23 7 7 18 8 14 18 18 24 31 28 13 18 12 23 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c24_20100Pp3c24_20100transcript PAC:32909865protein_coding 01-janv c.-617T>C NA NA NA NA 617
Chr24 13315883 T C Chr24_13315883_T_CT_C SNP 16368.63 18 8 14 18 18 24 31 28 13 18 12 23 7 7 18 8 14 18 18 24 31 28 13 18 12 23 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c24_20100Pp3c24_20100transcript PAC:32909866protein_coding 01-janv c.-617T>C NA NA NA NA 617
Chr24 13315883 T C Chr24_13315883_T_CT_C SNP 16368.63 18 8 14 18 18 24 31 28 13 18 12 23 7 7 18 8 14 18 18 24 31 28 13 18 12 23 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_20120Pp3c24_20120transcript PAC:32909114protein_codingNA c.*1653A>G NA NA NA NA 1404
Chr24 13315883 T C Chr24_13315883_T_CT_C SNP 16368.63 18 8 14 18 18 24 31 28 13 18 12 23 7 7 18 8 14 18 18 24 31 28 13 18 12 23 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c24_20120Pp3c24_20120transcript PAC:32909115protein_codingNA c.*1653A>G NA NA NA NA 1653
Chr24 13402689 C T Chr24_13402689_C_TC_T SNP 5204.29 0 0 0 14 23 25 25 21 0 0 0 0 0 0 24 9 8 15 24 25 25 21 26 23 20 14 5 7 0 0 0 0.933 0.958 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c24_20310-Pp3c24_20380Pp3c24_20310-Pp3c24_20380intergenic_regionPp3c24_20310-Pp3c24_20380NA NA n.13402689C>TNA NA NA NA NA
Chr24 13490675 C CT Chr24_13490675_C_CTC_CT INDEL 8613.59 11 7 6 14 7 13 12 12 14 14 6 6 9 6 11 7 6 14 7 13 12 12 14 14 6 6 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_20500-Pp3c24_20510Pp3c24_20500-Pp3c24_20510intergenic_regionPp3c24_20500-Pp3c24_20510NA NA n.13490675_13490676insTNA NA NA NA NA
Chr24 13490736 A AT Chr24_13490736_A_ATA_AT INDEL 10730.59 11 8 11 18 10 6 4 12 8 13 9 5 8 10 11 8 11 18 10 6 4 12 8 13 9 5 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_20500-Pp3c24_20510Pp3c24_20500-Pp3c24_20510intergenic_regionPp3c24_20500-Pp3c24_20510NA NA n.13490736_13490737insTNA NA NA NA NA
Chr24 13490741 CT C Chr24_13490741_CT_CCT_C INDEL 10892.59 11 8 11 19 9 6 4 12 12 9 10 7 7 10 11 8 11 19 9 6 4 12 12 9 10 7 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_20500-Pp3c24_20510Pp3c24_20500-Pp3c24_20510intergenic_regionPp3c24_20500-Pp3c24_20510NA NA n.13490742delTNA NA NA NA NA
Chr24 13506588 C A Chr24_13506588_C_AC_A SNP 19075.63 28 11 18 23 21 21 21 18 19 35 13 21 12 9 28 11 18 23 21 21 21 18 19 35 13 21 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_20500-Pp3c24_20510Pp3c24_20500-Pp3c24_20510intergenic_regionPp3c24_20500-Pp3c24_20510NA NA n.13506588C>ANA NA NA NA NA
Chr24 13506814 A T Chr24_13506814_A_TA_T SNP 12877.63 14 6 10 15 7 14 18 15 17 20 6 11 11 10 14 6 10 15 7 14 18 15 17 20 6 11 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_20500-Pp3c24_20510Pp3c24_20500-Pp3c24_20510intergenic_regionPp3c24_20500-Pp3c24_20510NA NA n.13506814A>TNA NA NA NA NA
Chr24 13506815 G A Chr24_13506815_G_AG_A SNP 12877.63 14 6 10 15 7 14 18 15 17 20 6 11 11 9 14 6 10 15 7 14 18 15 17 20 6 11 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_20500-Pp3c24_20510Pp3c24_20500-Pp3c24_20510intergenic_regionPp3c24_20500-Pp3c24_20510NA NA n.13506815G>ANA NA NA NA NA
Chr24 13506932 G T Chr24_13506932_G_TG_T SNP 21668.63 20 17 12 30 18 23 25 30 29 28 15 22 13 14 20 17 12 30 18 23 25 30 29 28 15 22 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_20500-Pp3c24_20510Pp3c24_20500-Pp3c24_20510intergenic_regionPp3c24_20500-Pp3c24_20510NA NA n.13506932G>TNA NA NA NA NA
Chr24 13506953 C CA Chr24_13506953_C_CAC_CA INDEL 20770.59 20 15 12 28 18 25 23 30 32 24 15 19 12 13 20 15 12 28 18 25 23 30 32 24 15 19 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c24_20500-Pp3c24_20510Pp3c24_20500-Pp3c24_20510intergenic_regionPp3c24_20500-Pp3c24_20510NA NA n.13506953_13506954insANA NA NA NA NA
Chr24 13738412 A T Chr24_13738412_A_TA_T SNP 2424.39 27 18 13 0 0 0 0 0 0 0 0 0 0 0 27 18 13 15 11 30 33 17 18 15 15 8 14 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 3_prime_UTR_variantMODIFIER Pp3c24_20960Pp3c24_20960transcript PAC:32909143protein_coding 02-févr c.*404T>A NA NA NA NA 404
Chr24 13738412 A T Chr24_13738412_A_TA_T SNP 2424.39 27 18 13 0 0 0 0 0 0 0 0 0 0 0 27 18 13 15 11 30 33 17 18 15 15 8 14 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 3_prime_UTR_variantMODIFIER Pp3c24_20960Pp3c24_20960transcript PAC:32909144protein_coding 02-févr c.*404T>A NA NA NA NA 404
Chr25 248562 GTATATATA G Chr25_248562_GTATATATA_GGTATATATA_GINDEL 12889.59 28 10 13 11 16 22 22 14 26 20 9 8 6 4 28 10 13 11 16 22 22 14 26 20 10 8 6 4 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_340 Pp3c25_340 transcript PAC:32980700protein_codingNA c.-2476_-2469delTATATATANA NA NA NA 1503
Chr25 248562 GTATATATA G Chr25_248562_GTATATATA_GGTATATATA_GINDEL 12889.59 28 10 13 11 16 22 22 14 26 20 9 8 6 4 28 10 13 11 16 22 22 14 26 20 10 8 6 4 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_340 Pp3c25_340 transcript PAC:32980701protein_codingNA c.-2488_-2481delTATATATANA NA NA NA 1625
Chr25 248562 GTATATATA G Chr25_248562_GTATATATA_GGTATATATA_GINDEL 12889.59 28 10 13 11 16 22 22 14 26 20 9 8 6 4 28 10 13 11 16 22 22 14 26 20 10 8 6 4 1 1 1 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_340-Pp3c25_400Pp3c25_340-Pp3c25_400intergenic_regionPp3c25_340-Pp3c25_400NA NA n.248563_248570delTATATATANA NA NA NA NA
Chr25 338617 C A Chr25_338617_C_AC_A SNP 23045.63 26 8 16 23 20 42 27 33 31 32 9 27 19 9 26 8 16 23 20 42 27 33 31 32 9 27 19 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_470-Pp3c25_500Pp3c25_470-Pp3c25_500intergenic_regionPp3c25_470-Pp3c25_500NA NA n.338617C>ANA NA NA NA NA
Chr25 338623 C G Chr25_338623_C_GC_G SNP 22911.63 26 8 15 22 20 39 28 35 33 32 11 27 20 9 26 8 15 22 20 39 28 35 33 32 11 27 20 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_470-Pp3c25_500Pp3c25_470-Pp3c25_500intergenic_regionPp3c25_470-Pp3c25_500NA NA n.338623C>GNA NA NA NA NA
Chr25 338634 C T Chr25_338634_C_TC_T SNP 21401.63 32 7 13 21 18 43 26 33 35 35 11 25 20 8 32 7 13 21 18 43 26 33 35 35 11 25 20 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_470-Pp3c25_500Pp3c25_470-Pp3c25_500intergenic_regionPp3c25_470-Pp3c25_500NA NA n.338634C>T NA NA NA NA NA
Chr25 341733 T TGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGChr25_341733_T_TGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGT_TGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGINDEL 9445.59 10 6 9 20 6 10 12 9 12 7 9 8 7 4 11 7 10 20 6 10 12 9 14 8 10 10 7 4 0.909 0.857 0.9 1 1 1 1 1 0.857 0.875 0.9 0.8 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_500 Pp3c25_500 transcript PAC:32980344protein_codingNA c.-3765_-3764insGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGNA NA NA NA 3642
Chr25 341733 T TGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGChr25_341733_T_TGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGT_TGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGINDEL 9445.59 10 6 9 20 6 10 12 9 12 7 9 8 7 4 11 7 10 20 6 10 12 9 14 8 10 10 7 4 0.909 0.857 0.9 1 1 1 1 1 0.857 0.875 0.9 0.8 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_500 Pp3c25_500 transcript PAC:32980345protein_codingNA c.-3765_-3764insGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGNA NA NA NA 3638
Chr25 341733 T TGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGChr25_341733_T_TGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGT_TGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGINDEL 9445.59 10 6 9 20 6 10 12 9 12 7 9 8 7 4 11 7 10 20 6 10 12 9 14 8 10 10 7 4 0.909 0.857 0.9 1 1 1 1 1 0.857 0.875 0.9 0.8 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_470-Pp3c25_500Pp3c25_470-Pp3c25_500intergenic_regionPp3c25_470-Pp3c25_500NA NA n.341733_341734insGCATCAAAAGAAGAGAGAGACATTGATTAGTAGAATTTTTATTTATAAAATTTCTATTACATGCTCAAGAAGTCATAACTTGTAATACAAACCATATGGTACTAATTAATATAAGCAAGTAGTGNA NA NA NA NA
Chr25 452268 A AT Chr25_452268_A_ATA_AT INDEL 13162.59 15 11 14 14 14 24 19 17 13 20 17 16 9 7 15 11 14 14 14 24 19 17 13 20 17 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_720 Pp3c25_720 transcript PAC:32980881protein_codingNA c.-2550_-2549insANA NA NA NA 2502
Chr25 452268 A AT Chr25_452268_A_ATA_AT INDEL 13162.59 15 11 14 14 14 24 19 17 13 20 17 16 9 7 15 11 14 14 14 24 19 17 13 20 17 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_720 Pp3c25_720 transcript PAC:32980883protein_codingNA c.-2550_-2549insANA NA NA NA 2531
Chr25 452268 A AT Chr25_452268_A_ATA_AT INDEL 13162.59 15 11 14 14 14 24 19 17 13 20 17 16 9 7 15 11 14 14 14 24 19 17 13 20 17 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_720 Pp3c25_720 transcript PAC:32980882protein_codingNA c.-2550_-2549insANA NA NA NA 2498
Chr25 452268 A AT Chr25_452268_A_ATA_AT INDEL 13162.59 15 11 14 14 14 24 19 17 13 20 17 16 9 7 15 11 14 14 14 24 19 17 13 20 17 16 9 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_720-Pp3c25_760Pp3c25_720-Pp3c25_760intergenic_regionPp3c25_720-Pp3c25_760NA NA n.452268_452269insTNA NA NA NA NA
Chr25 456649 G GTA Chr25_456649_G_GTAG_GTA INDEL 1131.35 17 8 9 1 0 0 0 0 0 0 0 0 0 0 17 8 9 24 14 20 20 19 18 17 12 7 4 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c25_720-Pp3c25_760Pp3c25_720-Pp3c25_760intergenic_regionPp3c25_720-Pp3c25_760NA NA n.456649_456650insTANA NA NA NA NA
Chr25 620582 A AG Chr25_620582_A_AGA_AG INDEL 18819.59 32 14 13 26 32 30 27 25 21 20 20 18 11 7 32 14 13 26 32 30 27 25 21 20 20 18 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_1010-Pp3c25_1058Pp3c25_1010-Pp3c25_1058intergenic_regionPp3c25_1010-Pp3c25_1058NA NA n.620582_620583insGNA NA NA NA NA
Chr25 934993 C A Chr25_934993_C_AC_A SNP 9065.63 6 4 7 10 9 15 10 15 10 7 4 6 6 10 6 4 7 10 9 15 10 15 10 7 4 6 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1480Pp3c25_1480transcript PAC:32980502protein_codingNA c.-797C>A NA NA NA NA 381
Chr25 934993 C A Chr25_934993_C_AC_A SNP 9065.63 6 4 7 10 9 15 10 15 10 7 4 6 6 10 6 4 7 10 9 15 10 15 10 7 4 6 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1480Pp3c25_1480transcript PAC:32980503protein_codingNA c.-797C>A NA NA NA NA 797
Chr25 934993 C A Chr25_934993_C_AC_A SNP 9065.63 6 4 7 10 9 15 10 15 10 7 4 6 6 10 6 4 7 10 9 15 10 15 10 7 4 6 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_1490Pp3c25_1490transcript PAC:32980162protein_codingNA c.*2765G>T NA NA NA NA 2246
Chr25 934993 C A Chr25_934993_C_AC_A SNP 9065.63 6 4 7 10 9 15 10 15 10 7 4 6 6 10 6 4 7 10 9 15 10 15 10 7 4 6 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_1490Pp3c25_1490transcript PAC:32980164protein_codingNA c.*2765G>T NA NA NA NA 2243
Chr25 934993 C A Chr25_934993_C_AC_A SNP 9065.63 6 4 7 10 9 15 10 15 10 7 4 6 6 10 6 4 7 10 9 15 10 15 10 7 4 6 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_1490Pp3c25_1490transcript PAC:32980163protein_codingNA c.*2765G>T NA NA NA NA 2265
Chr25 934993 C A Chr25_934993_C_AC_A SNP 9065.63 6 4 7 10 9 15 10 15 10 7 4 6 6 10 6 4 7 10 9 15 10 15 10 7 4 6 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_1450-Pp3c25_1480Pp3c25_1450-Pp3c25_1480intergenic_regionPp3c25_1450-Pp3c25_1480NA NA n.934993C>ANA NA NA NA NA
Chr25 981494 G T Chr25_981494_G_TG_T SNP 13948.63 14 15 13 18 15 23 31 27 14 18 9 9 7 8 14 15 13 18 15 23 31 27 14 18 9 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980465protein_codingNA c.-3638C>A NA NA NA NA 1966
Chr25 981494 G T Chr25_981494_G_TG_T SNP 13948.63 14 15 13 18 15 23 31 27 14 18 9 9 7 8 14 15 13 18 15 23 31 27 14 18 9 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1569Pp3c25_1569transcript PAC:32979039protein_codingNA c.-3585G>T NA NA NA NA 3278
Chr25 981494 G T Chr25_981494_G_TG_T SNP 13948.63 14 15 13 18 15 23 31 27 14 18 9 9 7 8 14 15 13 18 15 23 31 27 14 18 9 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980466protein_codingNA c.-3638C>A NA NA NA NA 890
Chr25 981494 G T Chr25_981494_G_TG_T SNP 13948.63 14 15 13 18 15 23 31 27 14 18 9 9 7 8 14 15 13 18 15 23 31 27 14 18 9 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980468protein_codingNA c.-4043C>A NA NA NA NA 2782
Chr25 981494 G T Chr25_981494_G_TG_T SNP 13948.63 14 15 13 18 15 23 31 27 14 18 9 9 7 8 14 15 13 18 15 23 31 27 14 18 9 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980467protein_codingNA c.-3638C>A NA NA NA NA 2763
Chr25 981494 G T Chr25_981494_G_TG_T SNP 13948.63 14 15 13 18 15 23 31 27 14 18 9 9 7 8 14 15 13 18 15 23 31 27 14 18 9 9 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980469protein_coding 01-avr c.140-235C>ANA NA NA NA NA



Chr25 981542 G T Chr25_981542_G_TG_T SNP 15266.63 13 13 11 21 14 21 31 20 14 16 9 12 7 9 13 13 11 21 14 21 31 20 14 16 9 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980465protein_codingNA c.-3686C>A NA NA NA NA 2014
Chr25 981542 G T Chr25_981542_G_TG_T SNP 15266.63 13 13 11 21 14 21 31 20 14 16 9 12 7 9 13 13 11 21 14 21 31 20 14 16 9 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1569Pp3c25_1569transcript PAC:32979039protein_codingNA c.-3537G>T NA NA NA NA 3230
Chr25 981542 G T Chr25_981542_G_TG_T SNP 15266.63 13 13 11 21 14 21 31 20 14 16 9 12 7 9 13 13 11 21 14 21 31 20 14 16 9 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980466protein_codingNA c.-3686C>A NA NA NA NA 938
Chr25 981542 G T Chr25_981542_G_TG_T SNP 15266.63 13 13 11 21 14 21 31 20 14 16 9 12 7 9 13 13 11 21 14 21 31 20 14 16 9 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980468protein_codingNA c.-4091C>A NA NA NA NA 2830
Chr25 981542 G T Chr25_981542_G_TG_T SNP 15266.63 13 13 11 21 14 21 31 20 14 16 9 12 7 9 13 13 11 21 14 21 31 20 14 16 9 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980467protein_codingNA c.-3686C>A NA NA NA NA 2811
Chr25 981542 G T Chr25_981542_G_TG_T SNP 15266.63 13 13 11 21 14 21 31 20 14 16 9 12 7 9 13 13 11 21 14 21 31 20 14 16 9 12 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980469protein_coding 01-avr c.140-283C>ANA NA NA NA NA
Chr25 981545 G T Chr25_981545_G_TG_T SNP 15258.63 13 13 11 23 13 21 32 19 14 16 10 13 7 9 13 13 11 23 13 21 32 19 14 16 10 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980465protein_codingNA c.-3689C>A NA NA NA NA 2017
Chr25 981545 G T Chr25_981545_G_TG_T SNP 15258.63 13 13 11 23 13 21 32 19 14 16 10 13 7 9 13 13 11 23 13 21 32 19 14 16 10 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1569Pp3c25_1569transcript PAC:32979039protein_codingNA c.-3534G>T NA NA NA NA 3227
Chr25 981545 G T Chr25_981545_G_TG_T SNP 15258.63 13 13 11 23 13 21 32 19 14 16 10 13 7 9 13 13 11 23 13 21 32 19 14 16 10 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980466protein_codingNA c.-3689C>A NA NA NA NA 941
Chr25 981545 G T Chr25_981545_G_TG_T SNP 15258.63 13 13 11 23 13 21 32 19 14 16 10 13 7 9 13 13 11 23 13 21 32 19 14 16 10 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980468protein_codingNA c.-4094C>A NA NA NA NA 2833
Chr25 981545 G T Chr25_981545_G_TG_T SNP 15258.63 13 13 11 23 13 21 32 19 14 16 10 13 7 9 13 13 11 23 13 21 32 19 14 16 10 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980467protein_codingNA c.-3689C>A NA NA NA NA 2814
Chr25 981545 G T Chr25_981545_G_TG_T SNP 15258.63 13 13 11 23 13 21 32 19 14 16 10 13 7 9 13 13 11 23 13 21 32 19 14 16 10 13 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980469protein_coding 01-avr c.140-286C>ANA NA NA NA NA
Chr25 981639 AC A Chr25_981639_AC_AAC_A INDEL 12740.59 18 9 10 24 8 18 22 17 19 13 12 10 8 10 18 9 10 24 8 18 22 17 19 13 12 10 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980465protein_codingNA c.-3784delG NA NA NA NA 2112
Chr25 981639 AC A Chr25_981639_AC_AAC_A INDEL 12740.59 18 9 10 24 8 18 22 17 19 13 12 10 8 10 18 9 10 24 8 18 22 17 19 13 12 10 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1569Pp3c25_1569transcript PAC:32979039protein_codingNA c.-3439delC NA NA NA NA 3132
Chr25 981639 AC A Chr25_981639_AC_AAC_A INDEL 12740.59 18 9 10 24 8 18 22 17 19 13 12 10 8 10 18 9 10 24 8 18 22 17 19 13 12 10 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980466protein_codingNA c.-3784delG NA NA NA NA 1036
Chr25 981639 AC A Chr25_981639_AC_AAC_A INDEL 12740.59 18 9 10 24 8 18 22 17 19 13 12 10 8 10 18 9 10 24 8 18 22 17 19 13 12 10 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980468protein_codingNA c.-4189delG NA NA NA NA 2928
Chr25 981639 AC A Chr25_981639_AC_AAC_A INDEL 12740.59 18 9 10 24 8 18 22 17 19 13 12 10 8 10 18 9 10 24 8 18 22 17 19 13 12 10 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980467protein_codingNA c.-3784delG NA NA NA NA 2909
Chr25 981639 AC A Chr25_981639_AC_AAC_A INDEL 12740.59 18 9 10 24 8 18 22 17 19 13 12 10 8 10 18 9 10 24 8 18 22 17 19 13 12 10 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980469protein_coding 01-avr c.140-381delGNA NA NA NA NA
Chr25 987130 TTA T Chr25_987130_TTA_TTTA_T INDEL 777.35 14 11 5 0 0 0 0 0 1 0 1 0 0 0 15 11 5 13 16 24 19 20 12 17 8 8 4 4 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_1550Pp3c25_1550transcript PAC:32980469protein_codingNA c.-4726_-4725delTANA NA NA NA 4725
Chr25 987130 TTA T Chr25_987130_TTA_TTTA_T INDEL 777.35 14 11 5 0 0 0 0 0 1 0 1 0 0 0 15 11 5 13 16 24 19 20 12 17 8 8 4 4 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c25_1569Pp3c25_1569transcript PAC:32979039protein_codingNA c.*1717_*1718delTANA NA NA NA 782
Chr25 987130 TTA T Chr25_987130_TTA_TTTA_T INDEL 777.35 14 11 5 0 0 0 0 0 1 0 1 0 0 0 15 11 5 13 16 24 19 20 12 17 8 8 4 4 0.933 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c25_1569-Pp3c25_1640Pp3c25_1569-Pp3c25_1640intergenic_regionPp3c25_1569-Pp3c25_1640NA NA n.987131_987132delTANA NA NA NA NA
Chr25 1054939 C T Chr25_1054939_C_TC_T SNP 5833.29 0 0 0 19 12 19 30 28 0 0 0 0 0 0 23 14 14 19 12 19 30 28 12 25 6 12 15 15 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_1569-Pp3c25_1640Pp3c25_1569-Pp3c25_1640intergenic_regionPp3c25_1569-Pp3c25_1640NA NA n.1054939C>TNA NA NA NA NA
Chr25 1060836 C T Chr25_1060836_C_TC_T SNP 16138.63 24 12 13 27 16 37 31 14 18 18 16 22 16 9 24 12 13 27 16 37 31 14 18 18 16 22 16 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_1569-Pp3c25_1640Pp3c25_1569-Pp3c25_1640intergenic_regionPp3c25_1569-Pp3c25_1640NA NA n.1060836C>TNA NA NA NA NA
Chr25 1150396 T TTA Chr25_1150396_T_TTAT_TTA INDEL 2731.24 0 0 1 17 13 15 25 16 1 0 0 0 0 0 11 9 8 17 14 16 27 16 13 11 12 9 4 7 0 0 0 1 0.929 0.938 0.926 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_1760Pp3c25_1760transcript PAC:32979101protein_codingNA c.*3509_*3510insTANA NA NA NA 3194
Chr25 1150396 T TTA Chr25_1150396_T_TTAT_TTA INDEL 2731.24 0 0 1 17 13 15 25 16 1 0 0 0 0 0 11 9 8 17 14 16 27 16 13 11 12 9 4 7 0 0 0 1 0.929 0.938 0.926 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_1770Pp3c25_1770transcript PAC:32979711protein_codingNA c.*2490_*2491insTANA NA NA NA 1981
Chr25 1150396 T TTA Chr25_1150396_T_TTAT_TTA INDEL 2731.24 0 0 1 17 13 15 25 16 1 0 0 0 0 0 11 9 8 17 14 16 27 16 13 11 12 9 4 7 0 0 0 1 0.929 0.938 0.926 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_1760Pp3c25_1760transcript PAC:32979104protein_codingNA c.*3509_*3510insTANA NA NA NA 3194
Chr25 1150396 T TTA Chr25_1150396_T_TTAT_TTA INDEL 2731.24 0 0 1 17 13 15 25 16 1 0 0 0 0 0 11 9 8 17 14 16 27 16 13 11 12 9 4 7 0 0 0 1 0.929 0.938 0.926 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_1760Pp3c25_1760transcript PAC:32979102protein_codingNA c.*3509_*3510insTANA NA NA NA 3179
Chr25 1150396 T TTA Chr25_1150396_T_TTAT_TTA INDEL 2731.24 0 0 1 17 13 15 25 16 1 0 0 0 0 0 11 9 8 17 14 16 27 16 13 11 12 9 4 7 0 0 0 1 0.929 0.938 0.926 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_1760Pp3c25_1760transcript PAC:32979105protein_codingNA c.*3509_*3510insTANA NA NA NA 3179
Chr25 1150396 T TTA Chr25_1150396_T_TTAT_TTA INDEL 2731.24 0 0 1 17 13 15 25 16 1 0 0 0 0 0 11 9 8 17 14 16 27 16 13 11 12 9 4 7 0 0 0 1 0.929 0.938 0.926 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_1760Pp3c25_1760transcript PAC:32979103protein_codingNA c.*3509_*3510insTANA NA NA NA 3225
Chr25 1150396 T TTA Chr25_1150396_T_TTAT_TTA INDEL 2731.24 0 0 1 17 13 15 25 16 1 0 0 0 0 0 11 9 8 17 14 16 27 16 13 11 12 9 4 7 0 0 0 1 0.929 0.938 0.926 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_1770Pp3c25_1770transcript PAC:32979713protein_codingNA c.*2490_*2491insTANA NA NA NA 1930
Chr25 1150396 T TTA Chr25_1150396_T_TTAT_TTA INDEL 2731.24 0 0 1 17 13 15 25 16 1 0 0 0 0 0 11 9 8 17 14 16 27 16 13 11 12 9 4 7 0 0 0 1 0.929 0.938 0.926 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_1770Pp3c25_1770transcript PAC:32979712protein_codingNA c.*2490_*2491insTANA NA NA NA 1981
Chr25 1150396 T TTA Chr25_1150396_T_TTAT_TTA INDEL 2731.24 0 0 1 17 13 15 25 16 1 0 0 0 0 0 11 9 8 17 14 16 27 16 13 11 12 9 4 7 0 0 0 1 0.929 0.938 0.926 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_1760-Pp3c25_1770Pp3c25_1760-Pp3c25_1770intergenic_regionPp3c25_1760-Pp3c25_1770NA NA n.1150396_1150397insTANA NA NA NA NA
Chr25 1420223 C T Chr25_1420223_C_TC_T SNP 4804.29 0 0 0 16 15 16 22 25 0 0 0 0 0 0 34 13 17 16 15 16 22 25 20 13 19 20 7 10 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_2260-Pp3c25_2290Pp3c25_2260-Pp3c25_2290intergenic_regionPp3c25_2260-Pp3c25_2290NA NA n.1420223C>TNA NA NA NA NA
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c25_2390Pp3c25_2390transcript PAC:32980769protein_codingNA c.-1703_-1702insTANA NA NA NA 1585
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c25_2390Pp3c25_2390transcript PAC:32980770protein_codingNA c.-1703_-1702insTANA NA NA NA 1630
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979623protein_codingNA c.*3117_*3118insTANA NA NA NA 2931
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2401Pp3c25_2401transcript PAC:32979422protein_codingNA c.*2251_*2252insTANA NA NA NA 2123
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979624protein_codingNA c.*3117_*3118insTANA NA NA NA 2672
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979625protein_codingNA c.*3117_*3118insTANA NA NA NA 2672
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979629protein_codingNA c.*3847_*3848insTANA NA NA NA 2672
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979631protein_codingNA c.*3847_*3848insTANA NA NA NA 2672
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979628protein_codingNA c.*3117_*3118insTANA NA NA NA 2654
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979635protein_codingNA c.*3392_*3393insTANA NA NA NA 2654
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979626protein_codingNA c.*3117_*3118insTANA NA NA NA 2640
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979630protein_codingNA c.*3847_*3848insTANA NA NA NA 2640
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979634protein_codingNA c.*3847_*3848insTANA NA NA NA 2657
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979627protein_codingNA c.*3117_*3118insTANA NA NA NA 2672
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979632protein_codingNA c.*3847_*3848insTANA NA NA NA 2672
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979633protein_codingNA c.*3117_*3118insTANA NA NA NA 2672
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c25_2370Pp3c25_2370transcript PAC:32979636protein_codingNA c.*3847_*3848insTANA NA NA NA 2672
Chr25 1551565 G GTA Chr25_1551565_G_GTAG_GTA INDEL 3514.24 0 0 0 18 10 17 24 21 0 1 0 0 0 0 31 23 13 18 11 17 25 21 27 19 16 8 17 9 0 0 0 1 0.909 1 0.96 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_2370-Pp3c25_2390Pp3c25_2370-Pp3c25_2390intergenic_regionPp3c25_2370-Pp3c25_2390NA NA n.1551565_1551566insTANA NA NA NA NA
Chr25 1673980 T A Chr25_1673980_T_AT_A SNP 11545.63 20 10 7 12 9 15 23 13 14 12 6 14 4 11 20 10 7 12 9 15 23 13 14 12 6 14 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_2550Pp3c25_2550transcript PAC:32980342protein_codingNA c.-3905A>T NA NA NA NA 3905
Chr25 1673980 T A Chr25_1673980_T_AT_A SNP 11545.63 20 10 7 12 9 15 23 13 14 12 6 14 4 11 20 10 7 12 9 15 23 13 14 12 6 14 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_2550Pp3c25_2550transcript PAC:32980343protein_codingNA c.-3905A>T NA NA NA NA 3905
Chr25 1673980 T A Chr25_1673980_T_AT_A SNP 11545.63 20 10 7 12 9 15 23 13 14 12 6 14 4 11 20 10 7 12 9 15 23 13 14 12 6 14 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_2550-Pp3c25_2610Pp3c25_2550-Pp3c25_2610intergenic_regionPp3c25_2550-Pp3c25_2610NA NA n.1673980T>ANA NA NA NA NA
Chr25 1772894 G GT Chr25_1772894_G_GTG_GT INDEL 15699.59 28 11 11 27 19 32 26 14 17 22 12 25 8 21 28 11 11 27 19 32 26 14 17 22 12 25 8 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_2620-Pp3c25_2660Pp3c25_2620-Pp3c25_2660intergenic_regionPp3c25_2620-Pp3c25_2660NA NA n.1772894_1772895insTNA NA NA NA NA
Chr25 1779991 G A Chr25_1779991_G_AG_A SNP 1824.39 18 14 12 0 0 0 0 0 0 0 0 0 0 0 18 14 12 23 28 29 37 15 20 18 19 17 16 15 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c25_2620-Pp3c25_2660Pp3c25_2620-Pp3c25_2660intergenic_regionPp3c25_2620-Pp3c25_2660NA NA n.1779991G>ANA NA NA NA NA
Chr25 1824040 AAT A Chr25_1824040_AAT_AAAT_A INDEL 9690.59 24 7 11 20 13 14 19 17 20 12 4 14 10 5 24 7 11 21 13 14 19 17 21 12 4 14 10 5 1 1 1 0.952 1 1 1 1 0.952 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_2749Pp3c25_2749transcript PAC:32980171protein_codingNA c.-550_-549delATNA NA NA NA 497
Chr25 1824040 AAT A Chr25_1824040_AAT_AAAT_A INDEL 9690.59 24 7 11 20 13 14 19 17 20 12 4 14 10 5 24 7 11 21 13 14 19 17 21 12 4 14 10 5 1 1 1 0.952 1 1 1 1 0.952 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_2750Pp3c25_2750transcript PAC:32980347protein_codingNA c.-927_-926delATNA NA NA NA 927
Chr25 1824040 AAT A Chr25_1824040_AAT_AAAT_A INDEL 9690.59 24 7 11 20 13 14 19 17 20 12 4 14 10 5 24 7 11 21 13 14 19 17 21 12 4 14 10 5 1 1 1 0.952 1 1 1 1 0.952 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_2760Pp3c25_2760transcript PAC:32980782protein_codingNA c.-3079_-3078delATNA NA NA NA 2589
Chr25 1824040 AAT A Chr25_1824040_AAT_AAAT_A INDEL 9690.59 24 7 11 20 13 14 19 17 20 12 4 14 10 5 24 7 11 21 13 14 19 17 21 12 4 14 10 5 1 1 1 0.952 1 1 1 1 0.952 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_2750Pp3c25_2750transcript PAC:32980348protein_codingNA c.-927_-926delATNA NA NA NA 888
Chr25 1824040 AAT A Chr25_1824040_AAT_AAAT_A INDEL 9690.59 24 7 11 20 13 14 19 17 20 12 4 14 10 5 24 7 11 21 13 14 19 17 21 12 4 14 10 5 1 1 1 0.952 1 1 1 1 0.952 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_2760Pp3c25_2760transcript PAC:32980783protein_codingNA c.-3079_-3078delATNA NA NA NA 2610
Chr25 1824040 AAT A Chr25_1824040_AAT_AAAT_A INDEL 9690.59 24 7 11 20 13 14 19 17 20 12 4 14 10 5 24 7 11 21 13 14 19 17 21 12 4 14 10 5 1 1 1 0.952 1 1 1 1 0.952 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_2730-Pp3c25_2749Pp3c25_2730-Pp3c25_2749intergenic_regionPp3c25_2730-Pp3c25_2749NA NA n.1824041_1824042delATNA NA NA NA NA
Chr25 1831964 C CA Chr25_1831964_C_CAC_CA INDEL 15619.59 27 12 7 24 14 31 27 25 22 29 13 9 12 8 27 12 7 24 14 31 27 25 22 29 13 9 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_2760Pp3c25_2760transcript PAC:32980782protein_codingNA c.*2494_*2495insANA NA NA NA 1862
Chr25 1831964 C CA Chr25_1831964_C_CAC_CA INDEL 15619.59 27 12 7 24 14 31 27 25 22 29 13 9 12 8 27 12 7 24 14 31 27 25 22 29 13 9 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_2770Pp3c25_2770transcript PAC:32979739protein_codingNA c.*4723_*4724insTNA NA NA NA 4245
Chr25 1831964 C CA Chr25_1831964_C_CAC_CA INDEL 15619.59 27 12 7 24 14 31 27 25 22 29 13 9 12 8 27 12 7 24 14 31 27 25 22 29 13 9 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_2760Pp3c25_2760transcript PAC:32980783protein_codingNA c.*2494_*2495insANA NA NA NA 2000
Chr25 1831964 C CA Chr25_1831964_C_CAC_CA INDEL 15619.59 27 12 7 24 14 31 27 25 22 29 13 9 12 8 27 12 7 24 14 31 27 25 22 29 13 9 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_2770Pp3c25_2770transcript PAC:32979740protein_codingNA c.*4723_*4724insTNA NA NA NA 3707
Chr25 1831964 C CA Chr25_1831964_C_CAC_CA INDEL 15619.59 27 12 7 24 14 31 27 25 22 29 13 9 12 8 27 12 7 24 14 31 27 25 22 29 13 9 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_2770Pp3c25_2770transcript PAC:32979741protein_codingNA c.*4723_*4724insTNA NA NA NA 3934
Chr25 1831964 C CA Chr25_1831964_C_CAC_CA INDEL 15619.59 27 12 7 24 14 31 27 25 22 29 13 9 12 8 27 12 7 24 14 31 27 25 22 29 13 9 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_2770Pp3c25_2770transcript PAC:32979742protein_codingNA c.*4723_*4724insTNA NA NA NA 3934
Chr25 1831964 C CA Chr25_1831964_C_CAC_CA INDEL 15619.59 27 12 7 24 14 31 27 25 22 29 13 9 12 8 27 12 7 24 14 31 27 25 22 29 13 9 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_2770Pp3c25_2770transcript PAC:32979743protein_codingNA c.*4723_*4724insTNA NA NA NA 4245
Chr25 1831964 C CA Chr25_1831964_C_CAC_CA INDEL 15619.59 27 12 7 24 14 31 27 25 22 29 13 9 12 8 27 12 7 24 14 31 27 25 22 29 13 9 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_2770Pp3c25_2770transcript PAC:32979744protein_codingNA c.*4723_*4724insTNA NA NA NA 4245
Chr25 1831964 C CA Chr25_1831964_C_CAC_CA INDEL 15619.59 27 12 7 24 14 31 27 25 22 29 13 9 12 8 27 12 7 24 14 31 27 25 22 29 13 9 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_2770Pp3c25_2770transcript PAC:32979745protein_codingNA c.*4723_*4724insTNA NA NA NA 4245
Chr25 1831964 C CA Chr25_1831964_C_CAC_CA INDEL 15619.59 27 12 7 24 14 31 27 25 22 29 13 9 12 8 27 12 7 24 14 31 27 25 22 29 13 9 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_2760-Pp3c25_2770Pp3c25_2760-Pp3c25_2770intergenic_regionPp3c25_2760-Pp3c25_2770NA NA n.1831964_1831965insANA NA NA NA NA
Chr25 1860514 G GT Chr25_1860514_G_GTG_GT INDEL 18771.59 29 14 21 24 24 25 25 28 22 26 14 22 24 16 29 14 21 24 24 25 25 28 22 26 14 22 24 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_2801-Pp3c25_2840Pp3c25_2801-Pp3c25_2840intergenic_regionPp3c25_2801-Pp3c25_2840NA NA n.1860514_1860515insTNA NA NA NA NA
Chr25 1909832 A AAT Chr25_1909832_A_AATA_AAT INDEL 1707.93 0 0 1 2 1 0 0 0 11 10 5 8 12 9 13 11 10 16 13 17 15 15 12 10 5 9 13 9 0 0 0 0.125 0 0 0 0 0.917 1 1 0.889 0.923 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c25_2860Pp3c25_2860transcript PAC:32980784protein_codingNA c.*3777_*3778insATNA NA NA NA 3703
Chr25 1909832 A AAT Chr25_1909832_A_AATA_AAT INDEL 1707.93 0 0 1 2 1 0 0 0 11 10 5 8 12 9 13 11 10 16 13 17 15 15 12 10 5 9 13 9 0 0 0 0.125 0 0 0 0 0.917 1 1 0.889 0.923 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c25_2860Pp3c25_2860transcript PAC:32980786protein_codingNA c.*3777_*3778insATNA NA NA NA 3699
Chr25 1909832 A AAT Chr25_1909832_A_AATA_AAT INDEL 1707.93 0 0 1 2 1 0 0 0 11 10 5 8 12 9 13 11 10 16 13 17 15 15 12 10 5 9 13 9 0 0 0 0.125 0 0 0 0 0.917 1 1 0.889 0.923 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c25_2860Pp3c25_2860transcript PAC:32980787protein_codingNA c.*3777_*3778insATNA NA NA NA 3703
Chr25 1909832 A AAT Chr25_1909832_A_AATA_AAT INDEL 1707.93 0 0 1 2 1 0 0 0 11 10 5 8 12 9 13 11 10 16 13 17 15 15 12 10 5 9 13 9 0 0 0 0.125 0 0 0 0 0.917 1 1 0.889 0.923 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c25_2860Pp3c25_2860transcript PAC:32980788protein_codingNA c.*3777_*3778insATNA NA NA NA 3703
Chr25 1909832 A AAT Chr25_1909832_A_AATA_AAT INDEL 1707.93 0 0 1 2 1 0 0 0 11 10 5 8 12 9 13 11 10 16 13 17 15 15 12 10 5 9 13 9 0 0 0 0.125 0 0 0 0 0.917 1 1 0.889 0.923 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c25_2860Pp3c25_2860transcript PAC:32980789protein_codingNA c.*3777_*3778insATNA NA NA NA 3703
Chr25 1909832 A AAT Chr25_1909832_A_AATA_AAT INDEL 1707.93 0 0 1 2 1 0 0 0 11 10 5 8 12 9 13 11 10 16 13 17 15 15 12 10 5 9 13 9 0 0 0 0.125 0 0 0 0 0.917 1 1 0.889 0.923 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c25_2860Pp3c25_2860transcript PAC:32980785protein_codingNA c.*3777_*3778insATNA NA NA NA 3703
Chr25 1909832 A AAT Chr25_1909832_A_AATA_AAT INDEL 1707.93 0 0 1 2 1 0 0 0 11 10 5 8 12 9 13 11 10 16 13 17 15 15 12 10 5 9 13 9 0 0 0 0.125 0 0 0 0 0.917 1 1 0.889 0.923 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c25_2840-Pp3c25_2860Pp3c25_2840-Pp3c25_2860intergenic_regionPp3c25_2840-Pp3c25_2860NA NA n.1909832_1909833insATNA NA NA NA NA
Chr25 2068667 G GTA Chr25_2068667_G_GTAG_GTA INDEL 1663.35 27 13 14 0 0 0 0 0 0 0 1 0 0 0 27 13 14 10 11 26 29 17 10 12 9 18 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979047protein_codingNA c.-4905_-4904insTANA NA NA NA 4520
Chr25 2068667 G GTA Chr25_2068667_G_GTAG_GTA INDEL 1663.35 27 13 14 0 0 0 0 0 0 0 1 0 0 0 27 13 14 10 11 26 29 17 10 12 9 18 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979048protein_codingNA c.-4905_-4904insTANA NA NA NA 4574
Chr25 2068667 G GTA Chr25_2068667_G_GTAG_GTA INDEL 1663.35 27 13 14 0 0 0 0 0 0 0 1 0 0 0 27 13 14 10 11 26 29 17 10 12 9 18 6 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c25_3020-Pp3c25_3070Pp3c25_3020-Pp3c25_3070intergenic_regionPp3c25_3020-Pp3c25_3070NA NA n.2068667_2068668insTANA NA NA NA NA
Chr25 2079790 A AT Chr25_2079790_A_ATA_AT INDEL 17972.59 19 14 13 28 11 24 23 19 20 21 15 17 10 4 19 14 13 28 11 24 23 19 20 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979047protein_codingNA c.*4679_*4680insTNA NA NA NA 4007
Chr25 2079790 A AT Chr25_2079790_A_ATA_AT INDEL 17972.59 19 14 13 28 11 24 23 19 20 21 15 17 10 4 19 14 13 28 11 24 23 19 20 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979270protein_codingNA c.*2723_*2724insANA NA NA NA 2205
Chr25 2079790 A AT Chr25_2079790_A_ATA_AT INDEL 17972.59 19 14 13 28 11 24 23 19 20 21 15 17 10 4 19 14 13 28 11 24 23 19 20 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979048protein_codingNA c.*4679_*4680insTNA NA NA NA 4017
Chr25 2079790 A AT Chr25_2079790_A_ATA_AT INDEL 17972.59 19 14 13 28 11 24 23 19 20 21 15 17 10 4 19 14 13 28 11 24 23 19 20 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979272protein_codingNA c.*2723_*2724insANA NA NA NA 2328
Chr25 2079790 A AT Chr25_2079790_A_ATA_AT INDEL 17972.59 19 14 13 28 11 24 23 19 20 21 15 17 10 4 19 14 13 28 11 24 23 19 20 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979271protein_codingNA c.*2723_*2724insANA NA NA NA 2328
Chr25 2079790 A AT Chr25_2079790_A_ATA_AT INDEL 17972.59 19 14 13 28 11 24 23 19 20 21 15 17 10 4 19 14 13 28 11 24 23 19 20 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3070-Pp3c25_3080Pp3c25_3070-Pp3c25_3080intergenic_regionPp3c25_3070-Pp3c25_3080NA NA n.2079790_2079791insTNA NA NA NA NA
Chr25 2079797 T A Chr25_2079797_T_AT_A SNP 17810.63 18 14 12 28 11 23 23 19 19 21 15 17 10 4 18 14 12 28 11 23 23 19 19 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979047protein_codingNA c.*4686T>A NA NA NA NA 4013
Chr25 2079797 T A Chr25_2079797_T_AT_A SNP 17810.63 18 14 12 28 11 23 23 19 19 21 15 17 10 4 18 14 12 28 11 23 23 19 19 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979270protein_codingNA c.*2717A>T NA NA NA NA 2199
Chr25 2079797 T A Chr25_2079797_T_AT_A SNP 17810.63 18 14 12 28 11 23 23 19 19 21 15 17 10 4 18 14 12 28 11 23 23 19 19 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979048protein_codingNA c.*4686T>A NA NA NA NA 4023
Chr25 2079797 T A Chr25_2079797_T_AT_A SNP 17810.63 18 14 12 28 11 23 23 19 19 21 15 17 10 4 18 14 12 28 11 23 23 19 19 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979272protein_codingNA c.*2717A>T NA NA NA NA 2322
Chr25 2079797 T A Chr25_2079797_T_AT_A SNP 17810.63 18 14 12 28 11 23 23 19 19 21 15 17 10 4 18 14 12 28 11 23 23 19 19 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979271protein_codingNA c.*2717A>T NA NA NA NA 2322
Chr25 2079797 T A Chr25_2079797_T_AT_A SNP 17810.63 18 14 12 28 11 23 23 19 19 21 15 17 10 4 18 14 12 28 11 23 23 19 19 21 15 17 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3070-Pp3c25_3080Pp3c25_3070-Pp3c25_3080intergenic_regionPp3c25_3070-Pp3c25_3080NA NA n.2079797T>ANA NA NA NA NA
Chr25 2079827 A AT Chr25_2079827_A_ATA_AT INDEL 11598.59 12 14 10 24 7 22 17 16 13 15 12 15 8 4 12 14 10 24 7 22 17 16 13 15 12 15 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979047protein_codingNA c.*4716_*4717insTNA NA NA NA 4044
Chr25 2079827 A AT Chr25_2079827_A_ATA_AT INDEL 11598.59 12 14 10 24 7 22 17 16 13 15 12 15 8 4 12 14 10 24 7 22 17 16 13 15 12 15 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979270protein_codingNA c.*2686_*2687insANA NA NA NA 2168
Chr25 2079827 A AT Chr25_2079827_A_ATA_AT INDEL 11598.59 12 14 10 24 7 22 17 16 13 15 12 15 8 4 12 14 10 24 7 22 17 16 13 15 12 15 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979048protein_codingNA c.*4716_*4717insTNA NA NA NA 4054
Chr25 2079827 A AT Chr25_2079827_A_ATA_AT INDEL 11598.59 12 14 10 24 7 22 17 16 13 15 12 15 8 4 12 14 10 24 7 22 17 16 13 15 12 15 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979272protein_codingNA c.*2686_*2687insANA NA NA NA 2291
Chr25 2079827 A AT Chr25_2079827_A_ATA_AT INDEL 11598.59 12 14 10 24 7 22 17 16 13 15 12 15 8 4 12 14 10 24 7 22 17 16 13 15 12 15 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979271protein_codingNA c.*2686_*2687insANA NA NA NA 2291
Chr25 2079827 A AT Chr25_2079827_A_ATA_AT INDEL 11598.59 12 14 10 24 7 22 17 16 13 15 12 15 8 4 12 14 10 24 7 22 17 16 13 15 12 15 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3070-Pp3c25_3080Pp3c25_3070-Pp3c25_3080intergenic_regionPp3c25_3070-Pp3c25_3080NA NA n.2079827_2079828insTNA NA NA NA NA
Chr25 2079873 G A Chr25_2079873_G_AG_A SNP 14375.63 13 13 8 25 9 23 16 19 11 8 8 13 10 4 13 13 8 25 9 23 16 19 11 8 8 13 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979047protein_codingNA c.*4762G>A NA NA NA NA 4089
Chr25 2079873 G A Chr25_2079873_G_AG_A SNP 14375.63 13 13 8 25 9 23 16 19 11 8 8 13 10 4 13 13 8 25 9 23 16 19 11 8 8 13 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979270protein_codingNA c.*2641C>T NA NA NA NA 2123
Chr25 2079873 G A Chr25_2079873_G_AG_A SNP 14375.63 13 13 8 25 9 23 16 19 11 8 8 13 10 4 13 13 8 25 9 23 16 19 11 8 8 13 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979048protein_codingNA c.*4762G>A NA NA NA NA 4099
Chr25 2079873 G A Chr25_2079873_G_AG_A SNP 14375.63 13 13 8 25 9 23 16 19 11 8 8 13 10 4 13 13 8 25 9 23 16 19 11 8 8 13 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979272protein_codingNA c.*2641C>T NA NA NA NA 2246
Chr25 2079873 G A Chr25_2079873_G_AG_A SNP 14375.63 13 13 8 25 9 23 16 19 11 8 8 13 10 4 13 13 8 25 9 23 16 19 11 8 8 13 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979271protein_codingNA c.*2641C>T NA NA NA NA 2246
Chr25 2079873 G A Chr25_2079873_G_AG_A SNP 14375.63 13 13 8 25 9 23 16 19 11 8 8 13 10 4 13 13 8 25 9 23 16 19 11 8 8 13 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3070-Pp3c25_3080Pp3c25_3070-Pp3c25_3080intergenic_regionPp3c25_3070-Pp3c25_3080NA NA n.2079873G>ANA NA NA NA NA
Chr25 2079890 A T Chr25_2079890_A_TA_T SNP 13970.63 9 10 9 19 7 24 18 23 11 10 7 10 8 5 9 10 9 19 7 24 18 23 11 10 7 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979047protein_codingNA c.*4779A>T NA NA NA NA 4106
Chr25 2079890 A T Chr25_2079890_A_TA_T SNP 13970.63 9 10 9 19 7 24 18 23 11 10 7 10 8 5 9 10 9 19 7 24 18 23 11 10 7 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979270protein_codingNA c.*2624T>A NA NA NA NA 2106
Chr25 2079890 A T Chr25_2079890_A_TA_T SNP 13970.63 9 10 9 19 7 24 18 23 11 10 7 10 8 5 9 10 9 19 7 24 18 23 11 10 7 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979048protein_codingNA c.*4779A>T NA NA NA NA 4116
Chr25 2079890 A T Chr25_2079890_A_TA_T SNP 13970.63 9 10 9 19 7 24 18 23 11 10 7 10 8 5 9 10 9 19 7 24 18 23 11 10 7 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979272protein_codingNA c.*2624T>A NA NA NA NA 2229
Chr25 2079890 A T Chr25_2079890_A_TA_T SNP 13970.63 9 10 9 19 7 24 18 23 11 10 7 10 8 5 9 10 9 19 7 24 18 23 11 10 7 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979271protein_codingNA c.*2624T>A NA NA NA NA 2229
Chr25 2079890 A T Chr25_2079890_A_TA_T SNP 13970.63 9 10 9 19 7 24 18 23 11 10 7 10 8 5 9 10 9 19 7 24 18 23 11 10 7 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3070-Pp3c25_3080Pp3c25_3070-Pp3c25_3080intergenic_regionPp3c25_3070-Pp3c25_3080NA NA n.2079890A>TNA NA NA NA NA
Chr25 2079892 A AT Chr25_2079892_A_ATA_AT INDEL 13916.59 12 10 9 18 7 26 17 23 11 9 6 10 8 5 12 10 9 18 7 26 17 23 11 9 6 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979047protein_codingNA c.*4781_*4782insTNA NA NA NA 4109
Chr25 2079892 A AT Chr25_2079892_A_ATA_AT INDEL 13916.59 12 10 9 18 7 26 17 23 11 9 6 10 8 5 12 10 9 18 7 26 17 23 11 9 6 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979270protein_codingNA c.*2621_*2622insANA NA NA NA 2103
Chr25 2079892 A AT Chr25_2079892_A_ATA_AT INDEL 13916.59 12 10 9 18 7 26 17 23 11 9 6 10 8 5 12 10 9 18 7 26 17 23 11 9 6 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979048protein_codingNA c.*4781_*4782insTNA NA NA NA 4119
Chr25 2079892 A AT Chr25_2079892_A_ATA_AT INDEL 13916.59 12 10 9 18 7 26 17 23 11 9 6 10 8 5 12 10 9 18 7 26 17 23 11 9 6 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979272protein_codingNA c.*2621_*2622insANA NA NA NA 2226
Chr25 2079892 A AT Chr25_2079892_A_ATA_AT INDEL 13916.59 12 10 9 18 7 26 17 23 11 9 6 10 8 5 12 10 9 18 7 26 17 23 11 9 6 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979271protein_codingNA c.*2621_*2622insANA NA NA NA 2226
Chr25 2079892 A AT Chr25_2079892_A_ATA_AT INDEL 13916.59 12 10 9 18 7 26 17 23 11 9 6 10 8 5 12 10 9 18 7 26 17 23 11 9 6 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3070-Pp3c25_3080Pp3c25_3070-Pp3c25_3080intergenic_regionPp3c25_3070-Pp3c25_3080NA NA n.2079892_2079893insTNA NA NA NA NA
Chr25 2079919 G T Chr25_2079919_G_TG_T SNP 13655.63 17 5 8 20 9 20 19 18 10 9 5 10 8 4 17 5 8 20 9 20 19 18 10 9 5 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979047protein_codingNA c.*4808G>T NA NA NA NA 4135
Chr25 2079919 G T Chr25_2079919_G_TG_T SNP 13655.63 17 5 8 20 9 20 19 18 10 9 5 10 8 4 17 5 8 20 9 20 19 18 10 9 5 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979270protein_codingNA c.*2595C>A NA NA NA NA 2077
Chr25 2079919 G T Chr25_2079919_G_TG_T SNP 13655.63 17 5 8 20 9 20 19 18 10 9 5 10 8 4 17 5 8 20 9 20 19 18 10 9 5 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979048protein_codingNA c.*4808G>T NA NA NA NA 4145
Chr25 2079919 G T Chr25_2079919_G_TG_T SNP 13655.63 17 5 8 20 9 20 19 18 10 9 5 10 8 4 17 5 8 20 9 20 19 18 10 9 5 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979272protein_codingNA c.*2595C>A NA NA NA NA 2200
Chr25 2079919 G T Chr25_2079919_G_TG_T SNP 13655.63 17 5 8 20 9 20 19 18 10 9 5 10 8 4 17 5 8 20 9 20 19 18 10 9 5 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979271protein_codingNA c.*2595C>A NA NA NA NA 2200
Chr25 2079919 G T Chr25_2079919_G_TG_T SNP 13655.63 17 5 8 20 9 20 19 18 10 9 5 10 8 4 17 5 8 20 9 20 19 18 10 9 5 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3070-Pp3c25_3080Pp3c25_3070-Pp3c25_3080intergenic_regionPp3c25_3070-Pp3c25_3080NA NA n.2079919G>TNA NA NA NA NA
Chr25 2079923 T A Chr25_2079923_T_AT_A SNP 14259.63 19 6 8 22 10 20 20 20 10 13 5 9 8 4 19 6 8 22 10 20 20 20 10 13 5 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979047protein_codingNA c.*4812T>A NA NA NA NA 4139
Chr25 2079923 T A Chr25_2079923_T_AT_A SNP 14259.63 19 6 8 22 10 20 20 20 10 13 5 9 8 4 19 6 8 22 10 20 20 20 10 13 5 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979270protein_codingNA c.*2591A>T NA NA NA NA 2073
Chr25 2079923 T A Chr25_2079923_T_AT_A SNP 14259.63 19 6 8 22 10 20 20 20 10 13 5 9 8 4 19 6 8 22 10 20 20 20 10 13 5 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979048protein_codingNA c.*4812T>A NA NA NA NA 4149
Chr25 2079923 T A Chr25_2079923_T_AT_A SNP 14259.63 19 6 8 22 10 20 20 20 10 13 5 9 8 4 19 6 8 22 10 20 20 20 10 13 5 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979272protein_codingNA c.*2591A>T NA NA NA NA 2196
Chr25 2079923 T A Chr25_2079923_T_AT_A SNP 14259.63 19 6 8 22 10 20 20 20 10 13 5 9 8 4 19 6 8 22 10 20 20 20 10 13 5 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979271protein_codingNA c.*2591A>T NA NA NA NA 2196
Chr25 2079923 T A Chr25_2079923_T_AT_A SNP 14259.63 19 6 8 22 10 20 20 20 10 13 5 9 8 4 19 6 8 22 10 20 20 20 10 13 5 9 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3070-Pp3c25_3080Pp3c25_3070-Pp3c25_3080intergenic_regionPp3c25_3070-Pp3c25_3080NA NA n.2079923T>ANA NA NA NA NA
Chr25 2079933 C CA Chr25_2079933_C_CAC_CA INDEL 14658.59 20 6 9 22 11 21 24 23 10 14 5 11 10 4 20 6 9 22 11 21 24 23 10 14 5 11 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979047protein_codingNA c.*4822_*4823insANA NA NA NA 4150
Chr25 2079933 C CA Chr25_2079933_C_CAC_CA INDEL 14658.59 20 6 9 22 11 21 24 23 10 14 5 11 10 4 20 6 9 22 11 21 24 23 10 14 5 11 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979270protein_codingNA c.*2580_*2581insTNA NA NA NA 2062
Chr25 2079933 C CA Chr25_2079933_C_CAC_CA INDEL 14658.59 20 6 9 22 11 21 24 23 10 14 5 11 10 4 20 6 9 22 11 21 24 23 10 14 5 11 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3070Pp3c25_3070transcript PAC:32979048protein_codingNA c.*4822_*4823insANA NA NA NA 4160
Chr25 2079933 C CA Chr25_2079933_C_CAC_CA INDEL 14658.59 20 6 9 22 11 21 24 23 10 14 5 11 10 4 20 6 9 22 11 21 24 23 10 14 5 11 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979272protein_codingNA c.*2580_*2581insTNA NA NA NA 2185
Chr25 2079933 C CA Chr25_2079933_C_CAC_CA INDEL 14658.59 20 6 9 22 11 21 24 23 10 14 5 11 10 4 20 6 9 22 11 21 24 23 10 14 5 11 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_3080Pp3c25_3080transcript PAC:32979271protein_codingNA c.*2580_*2581insTNA NA NA NA 2185
Chr25 2079933 C CA Chr25_2079933_C_CAC_CA INDEL 14658.59 20 6 9 22 11 21 24 23 10 14 5 11 10 4 20 6 9 22 11 21 24 23 10 14 5 11 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3070-Pp3c25_3080Pp3c25_3070-Pp3c25_3080intergenic_regionPp3c25_3070-Pp3c25_3080NA NA n.2079933_2079934insANA NA NA NA NA
Chr25 2305645 A AT Chr25_2305645_A_ATA_AT INDEL 19031.59 23 17 26 27 14 16 36 19 29 15 16 16 12 13 23 17 26 27 14 16 36 19 29 15 16 16 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3420-Pp3c25_3500Pp3c25_3420-Pp3c25_3500intergenic_regionPp3c25_3420-Pp3c25_3500NA NA n.2305645_2305646insTNA NA NA NA NA
Chr25 2305656 A AT Chr25_2305656_A_ATA_AT INDEL 19279.59 22 16 25 27 15 15 38 22 31 15 15 16 11 14 22 16 25 27 15 15 38 22 31 15 15 16 11 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3420-Pp3c25_3500Pp3c25_3420-Pp3c25_3500intergenic_regionPp3c25_3420-Pp3c25_3500NA NA n.2305656_2305657insTNA NA NA NA NA
Chr25 2345016 GA G Chr25_2345016_GA_GGA_G INDEL 14653.59 21 13 12 16 20 29 28 22 16 20 12 16 5 11 21 13 12 16 20 29 28 22 16 20 12 16 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3500-Pp3c25_3730Pp3c25_3500-Pp3c25_3730intergenic_regionPp3c25_3500-Pp3c25_3730NA NA n.2345017delANA NA NA NA NA
Chr25 2345084 C A Chr25_2345084_C_AC_A SNP 17417.63 22 13 12 15 22 34 16 22 14 15 13 11 5 9 22 13 12 15 22 34 16 22 14 15 13 11 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3500-Pp3c25_3730Pp3c25_3500-Pp3c25_3730intergenic_regionPp3c25_3500-Pp3c25_3730NA NA n.2345084C>ANA NA NA NA NA
Chr25 2345091 C T Chr25_2345091_C_TC_T SNP 18295.63 23 15 13 15 21 34 18 23 16 15 11 11 5 10 23 15 13 15 21 34 18 23 16 15 11 11 5 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3500-Pp3c25_3730Pp3c25_3500-Pp3c25_3730intergenic_regionPp3c25_3500-Pp3c25_3730NA NA n.2345091C>TNA NA NA NA NA
Chr25 2345092 T A Chr25_2345092_T_AT_A SNP 18345.63 23 17 14 16 20 34 18 23 17 15 11 12 5 12 23 17 14 16 20 34 18 23 17 15 11 12 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3500-Pp3c25_3730Pp3c25_3500-Pp3c25_3730intergenic_regionPp3c25_3500-Pp3c25_3730NA NA n.2345092T>ANA NA NA NA NA
Chr25 2345094 C A Chr25_2345094_C_AC_A SNP 18185.63 23 17 15 16 19 32 19 22 17 15 12 12 5 12 23 17 15 16 19 32 19 22 17 15 12 12 5 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3500-Pp3c25_3730Pp3c25_3500-Pp3c25_3730intergenic_regionPp3c25_3500-Pp3c25_3730NA NA n.2345094C>ANA NA NA NA NA
Chr25 2384283 C CT Chr25_2384283_C_CTC_CT INDEL 11125.59 17 8 8 16 12 16 12 11 10 11 12 11 5 5 17 8 8 16 12 16 12 11 10 11 12 11 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3770-Pp3c25_3820Pp3c25_3770-Pp3c25_3820intergenic_regionPp3c25_3770-Pp3c25_3820NA NA n.2384283_2384284insTNA NA NA NA NA
Chr25 2384287 AT A Chr25_2384287_AT_AAT_A INDEL 11420.59 18 8 8 17 13 18 14 12 13 11 12 15 5 5 18 8 8 17 13 18 14 12 13 11 12 15 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3770-Pp3c25_3820Pp3c25_3770-Pp3c25_3820intergenic_regionPp3c25_3770-Pp3c25_3820NA NA n.2384288delTNA NA NA NA NA
Chr25 2460404 A AT Chr25_2460404_A_ATA_AT INDEL 15752.59 31 22 10 32 14 32 32 25 16 25 12 22 12 8 31 22 10 32 14 32 32 25 16 25 12 22 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3840-Pp3c25_3920Pp3c25_3840-Pp3c25_3920intergenic_regionPp3c25_3840-Pp3c25_3920NA NA n.2460404_2460405insTNA NA NA NA NA
Chr25 2473291 C G Chr25_2473291_C_GC_G SNP 16000.63 33 15 17 22 14 25 36 17 25 18 16 10 5 7 33 15 17 22 14 25 36 17 25 18 16 10 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3840-Pp3c25_3920Pp3c25_3840-Pp3c25_3920intergenic_regionPp3c25_3840-Pp3c25_3920NA NA n.2473291C>GNA NA NA NA NA
Chr25 2485496 A AT Chr25_2485496_A_ATA_AT INDEL 20360.59 18 16 15 29 22 27 29 20 16 26 7 28 12 15 18 16 15 29 22 27 29 20 16 26 7 28 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3840-Pp3c25_3920Pp3c25_3840-Pp3c25_3920intergenic_regionPp3c25_3840-Pp3c25_3920NA NA n.2485496_2485497insTNA NA NA NA NA
Chr25 2485500 G T Chr25_2485500_G_TG_T SNP 20576.63 19 15 16 30 22 29 31 20 16 26 7 29 12 15 19 15 16 30 22 29 31 20 16 26 7 29 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_3840-Pp3c25_3920Pp3c25_3840-Pp3c25_3920intergenic_regionPp3c25_3840-Pp3c25_3920NA NA n.2485500G>TNA NA NA NA NA
Chr25 2499085 C T Chr25_2499085_C_TC_T SNP 6319.29 0 0 0 30 22 26 17 23 0 0 0 0 0 0 42 10 20 30 22 26 17 23 26 26 12 16 9 13 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_3840-Pp3c25_3920Pp3c25_3840-Pp3c25_3920intergenic_regionPp3c25_3840-Pp3c25_3920NA NA n.2499085C>TNA NA NA NA NA
Chr25 2546470 C CAT Chr25_2546470_C_CATC_CAT INDEL 578.35 8 9 9 1 0 0 1 0 0 1 0 0 0 1 9 10 9 19 6 12 20 11 9 7 8 11 5 5 0.889 0.9 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c25_3840-Pp3c25_3920Pp3c25_3840-Pp3c25_3920intergenic_regionPp3c25_3840-Pp3c25_3920NA NA n.2546470_2546471insATNA NA NA NA NA
Chr25 2669037 AT A Chr25_2669037_AT_AAT_A INDEL 13987.59 24 9 11 22 20 38 18 24 26 26 17 16 14 11 24 9 11 22 20 38 18 24 26 26 17 16 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_4070-Pp3c25_4180Pp3c25_4070-Pp3c25_4180intergenic_regionPp3c25_4070-Pp3c25_4180NA NA n.2669038delTNA NA NA NA NA
Chr25 2895947 G A Chr25_2895947_G_AG_A SNP 4752.29 0 0 0 18 15 17 22 21 0 0 0 0 0 0 18 14 6 18 15 17 22 21 16 19 8 20 11 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_4400-Pp3c25_4460Pp3c25_4400-Pp3c25_4460intergenic_regionPp3c25_4400-Pp3c25_4460NA NA n.2895947G>ANA NA NA NA NA
Chr25 3219407 GAT G Chr25_3219407_GAT_GGAT_G INDEL 8867.59 20 9 14 24 15 15 18 14 14 11 10 8 6 6 20 9 15 24 16 15 21 14 14 12 10 8 6 7 1 1 0.933 1 0.938 1 0.857 1 1 0.917 1 1 1 0.857 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_4940-Pp3c25_4970Pp3c25_4940-Pp3c25_4970intergenic_regionPp3c25_4940-Pp3c25_4970NA NA n.3219408_3219409delATNA NA NA NA NA
Chr25 3302713 G T Chr25_3302713_G_TG_T SNP 15012.63 24 9 10 26 18 17 20 15 20 10 17 14 18 9 24 9 10 26 18 17 20 15 20 10 17 14 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c25_5040Pp3c25_5040transcript PAC:32979337protein_coding 07-sept c.1359C>A p.Asp453Glu 2128/4913 1359/2766 453/921 NA
Chr25 3302713 G T Chr25_3302713_G_TG_T SNP 15012.63 24 9 10 26 18 17 20 15 20 10 17 14 18 9 24 9 10 26 18 17 20 15 20 10 17 14 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c25_5040Pp3c25_5040transcript PAC:32979338protein_coding 07-sept c.1359C>A p.Asp453Glu 2147/4936 1359/2766 453/921 NA
Chr25 3302713 G T Chr25_3302713_G_TG_T SNP 15012.63 24 9 10 26 18 17 20 15 20 10 17 14 18 9 24 9 10 26 18 17 20 15 20 10 17 14 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c25_5040Pp3c25_5040transcript PAC:32979339protein_coding 07-sept c.699C>A p.Asp233Glu 2094/4879 699/2106 233/701 NA
Chr25 3302713 G T Chr25_3302713_G_TG_T SNP 15012.63 24 9 10 26 18 17 20 15 20 10 17 14 18 9 24 9 10 26 18 17 20 15 20 10 17 14 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c25_5040Pp3c25_5040transcript PAC:32979340protein_coding 06-août c.699C>A p.Asp233Glu 2565/5350 699/2106 233/701 NA
Chr25 3338191 GGAAT G Chr25_3338191_GGAAT_GGGAAT_G INDEL 18199.59 23 9 8 25 18 20 38 27 22 18 12 9 14 7 23 9 8 25 18 20 38 27 22 18 12 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2411_*2414delGAATNA NA NA NA 1991
Chr25 3338191 GGAAT G Chr25_3338191_GGAAT_GGGAAT_G INDEL 18199.59 23 9 8 25 18 20 38 27 22 18 12 9 14 7 23 9 8 25 18 20 38 27 22 18 12 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2411_*2414delGAATNA NA NA NA 1868
Chr25 3338191 GGAAT G Chr25_3338191_GGAAT_GGGAAT_G INDEL 18199.59 23 9 8 25 18 20 38 27 22 18 12 9 14 7 23 9 8 25 18 20 38 27 22 18 12 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338192_3338195delGAATNA NA NA NA NA
Chr25 3338197 GCA G Chr25_3338197_GCA_GGCA_G INDEL 18514.59 24 9 8 25 18 20 39 27 22 18 12 9 14 7 24 9 8 25 18 20 39 27 22 18 12 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2417_*2418delCANA NA NA NA 1997
Chr25 3338197 GCA G Chr25_3338197_GCA_GGCA_G INDEL 18514.59 24 9 8 25 18 20 39 27 22 18 12 9 14 7 24 9 8 25 18 20 39 27 22 18 12 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2417_*2418delCANA NA NA NA 1874
Chr25 3338197 GCA G Chr25_3338197_GCA_GGCA_G INDEL 18514.59 24 9 8 25 18 20 39 27 22 18 12 9 14 7 24 9 8 25 18 20 39 27 22 18 12 9 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338198_3338199delCANA NA NA NA NA
Chr25 3338201 C CCTA Chr25_3338201_C_CCTAC_CCTA INDEL 19001.59 24 9 9 26 18 20 39 28 22 18 12 10 14 7 24 9 9 26 18 20 39 28 22 18 12 10 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2420_*2421insCTANA NA NA NA 2001
Chr25 3338201 C CCTA Chr25_3338201_C_CCTAC_CCTA INDEL 19001.59 24 9 9 26 18 20 39 28 22 18 12 10 14 7 24 9 9 26 18 20 39 28 22 18 12 10 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2420_*2421insCTANA NA NA NA 1878
Chr25 3338201 C CCTA Chr25_3338201_C_CCTAC_CCTA INDEL 19001.59 24 9 9 26 18 20 39 28 22 18 12 10 14 7 24 9 9 26 18 20 39 28 22 18 12 10 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338201_3338202insCTANA NA NA NA NA
Chr25 3338203 TG T Chr25_3338203_TG_TTG_T INDEL 19046.59 26 10 7 25 18 19 38 25 21 18 12 10 14 7 26 10 7 25 18 19 38 25 21 18 12 10 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2423delG NA NA NA NA 2003
Chr25 3338203 TG T Chr25_3338203_TG_TTG_T INDEL 19046.59 26 10 7 25 18 19 38 25 21 18 12 10 14 7 26 10 7 25 18 19 38 25 21 18 12 10 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2423delG NA NA NA NA 1880
Chr25 3338203 TG T Chr25_3338203_TG_TTG_T INDEL 19046.59 26 10 7 25 18 19 38 25 21 18 12 10 14 7 26 10 7 25 18 19 38 25 21 18 12 10 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338204delGNA NA NA NA NA
Chr25 3338208 T TTGAA Chr25_3338208_T_TTGAAT_TTGAA INDEL 19091.59 28 9 8 26 19 18 36 25 22 19 11 10 15 6 28 9 8 26 19 18 36 25 22 19 11 10 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2427_*2428insTGAANA NA NA NA 2008
Chr25 3338208 T TTGAA Chr25_3338208_T_TTGAAT_TTGAA INDEL 19091.59 28 9 8 26 19 18 36 25 22 19 11 10 15 6 28 9 8 26 19 18 36 25 22 19 11 10 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2427_*2428insTGAANA NA NA NA 1885
Chr25 3338208 T TTGAA Chr25_3338208_T_TTGAAT_TTGAA INDEL 19091.59 28 9 8 26 19 18 36 25 22 19 11 10 15 6 28 9 8 26 19 18 36 25 22 19 11 10 15 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338208_3338209insTGAANA NA NA NA NA
Chr25 3338210 C A Chr25_3338210_C_AC_A SNP 19010.63 27 9 7 26 19 18 36 24 20 17 11 11 14 6 27 9 7 26 19 18 36 24 20 17 11 11 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2429C>A NA NA NA NA 2009
Chr25 3338210 C A Chr25_3338210_C_AC_A SNP 19010.63 27 9 7 26 19 18 36 24 20 17 11 11 14 6 27 9 7 26 19 18 36 24 20 17 11 11 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2429C>A NA NA NA NA 1886
Chr25 3338210 C A Chr25_3338210_C_AC_A SNP 19010.63 27 9 7 26 19 18 36 24 20 17 11 11 14 6 27 9 7 26 19 18 36 24 20 17 11 11 14 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338210C>ANA NA NA NA NA
Chr25 3338213 ACAT A Chr25_3338213_ACAT_AACAT_A INDEL 18101.59 26 9 7 25 17 19 36 24 20 17 11 11 13 5 26 9 7 25 17 19 36 24 20 17 11 11 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2433_*2435delCATNA NA NA NA 2013
Chr25 3338213 ACAT A Chr25_3338213_ACAT_AACAT_A INDEL 18101.59 26 9 7 25 17 19 36 24 20 17 11 11 13 5 26 9 7 25 17 19 36 24 20 17 11 11 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2433_*2435delCATNA NA NA NA 1890
Chr25 3338213 ACAT A Chr25_3338213_ACAT_AACAT_A INDEL 18101.59 26 9 7 25 17 19 36 24 20 17 11 11 13 5 26 9 7 25 17 19 36 24 20 17 11 11 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338214_3338216delCATNA NA NA NA NA
Chr25 3338217 GGA G Chr25_3338217_GGA_GGGA_G INDEL 17831.59 26 9 7 25 17 18 35 26 20 17 10 11 13 5 26 9 7 25 17 18 35 26 20 17 10 11 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2437_*2438delGANA NA NA NA 2017
Chr25 3338217 GGA G Chr25_3338217_GGA_GGGA_G INDEL 17831.59 26 9 7 25 17 18 35 26 20 17 10 11 13 5 26 9 7 25 17 18 35 26 20 17 10 11 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2437_*2438delGANA NA NA NA 1894
Chr25 3338217 GGA G Chr25_3338217_GGA_GGGA_G INDEL 17831.59 26 9 7 25 17 18 35 26 20 17 10 11 13 5 26 9 7 25 17 18 35 26 20 17 10 11 13 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338218_3338219delGANA NA NA NA NA
Chr25 3338222 A AT Chr25_3338222_A_ATA_AT INDEL 18191.59 26 9 7 26 17 19 37 26 21 16 10 10 12 5 26 9 7 26 17 19 37 26 21 16 10 10 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2441_*2442insTNA NA NA NA 2022
Chr25 3338222 A AT Chr25_3338222_A_ATA_AT INDEL 18191.59 26 9 7 26 17 19 37 26 21 16 10 10 12 5 26 9 7 26 17 19 37 26 21 16 10 10 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2441_*2442insTNA NA NA NA 1899
Chr25 3338222 A AT Chr25_3338222_A_ATA_AT INDEL 18191.59 26 9 7 26 17 19 37 26 21 16 10 10 12 5 26 9 7 26 17 19 37 26 21 16 10 10 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338222_3338223insTNA NA NA NA NA
Chr25 3338223 A T Chr25_3338223_A_TA_T SNP 18290.63 25 9 8 25 19 19 36 26 21 18 10 10 12 5 25 9 8 25 19 19 36 26 21 18 10 10 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2442A>T NA NA NA NA 2022
Chr25 3338223 A T Chr25_3338223_A_TA_T SNP 18290.63 25 9 8 25 19 19 36 26 21 18 10 10 12 5 25 9 8 25 19 19 36 26 21 18 10 10 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2442A>T NA NA NA NA 1899
Chr25 3338223 A T Chr25_3338223_A_TA_T SNP 18290.63 25 9 8 25 19 19 36 26 21 18 10 10 12 5 25 9 8 25 19 19 36 26 21 18 10 10 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338223A>TNA NA NA NA NA
Chr25 3338226 TTCCGCC T Chr25_3338226_TTCCGCC_TTTCCGCC_T INDEL 17966.59 24 9 8 25 19 18 36 26 22 17 10 9 12 5 24 9 8 25 19 18 36 26 22 17 10 9 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2446_*2451delTCCGCCNA NA NA NA 2026
Chr25 3338226 TTCCGCC T Chr25_3338226_TTCCGCC_TTTCCGCC_T INDEL 17966.59 24 9 8 25 19 18 36 26 22 17 10 9 12 5 24 9 8 25 19 18 36 26 22 17 10 9 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2446_*2451delTCCGCCNA NA NA NA 1903
Chr25 3338226 TTCCGCC T Chr25_3338226_TTCCGCC_TTTCCGCC_T INDEL 17966.59 24 9 8 25 19 18 36 26 22 17 10 9 12 5 24 9 8 25 19 18 36 26 22 17 10 9 12 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338227_3338232delTCCGCCNA NA NA NA NA
Chr25 3338237 AAGCCTCTAGATA Chr25_3338237_AAGCCTCTAGAT_AAAGCCTCTAGAT_AINDEL 18236.59 24 9 7 25 20 18 37 27 22 16 10 10 13 6 24 9 7 25 20 18 37 27 22 16 10 10 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2457_*2467delAGCCTCTAGATNA NA NA NA 2037
Chr25 3338237 AAGCCTCTAGATA Chr25_3338237_AAGCCTCTAGAT_AAAGCCTCTAGAT_AINDEL 18236.59 24 9 7 25 20 18 37 27 22 16 10 10 13 6 24 9 7 25 20 18 37 27 22 16 10 10 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2457_*2467delAGCCTCTAGATNA NA NA NA 1914
Chr25 3338237 AAGCCTCTAGATA Chr25_3338237_AAGCCTCTAGAT_AAAGCCTCTAGAT_AINDEL 18236.59 24 9 7 25 20 18 37 27 22 16 10 10 13 6 24 9 7 25 20 18 37 27 22 16 10 10 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338238_3338248delAGCCTCTAGATNA NA NA NA NA
Chr25 3338252 G GGAAGGTACChr25_3338252_G_GGAAGGTACG_GGAAGGTACINDEL 19586.59 24 8 7 25 20 18 39 26 24 16 10 10 11 6 24 8 7 25 20 18 39 26 24 16 10 10 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2471_*2472insGAAGGTACNA NA NA NA 2052
Chr25 3338252 G GGAAGGTACChr25_3338252_G_GGAAGGTACG_GGAAGGTACINDEL 19586.59 24 8 7 25 20 18 39 26 24 16 10 10 11 6 24 8 7 25 20 18 39 26 24 16 10 10 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2471_*2472insGAAGGTACNA NA NA NA 1929
Chr25 3338252 G GGAAGGTACChr25_3338252_G_GGAAGGTACG_GGAAGGTACINDEL 19586.59 24 8 7 25 20 18 39 26 24 16 10 10 11 6 24 8 7 25 20 18 39 26 24 16 10 10 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338252_3338253insGAAGGTACNA NA NA NA NA
Chr25 3338257 ATTG A Chr25_3338257_ATTG_AATTG_A INDEL 19046.59 23 9 7 24 19 20 33 28 26 17 11 10 11 7 23 9 7 24 19 20 33 28 26 17 11 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2477_*2479delTTGNA NA NA NA 2057
Chr25 3338257 ATTG A Chr25_3338257_ATTG_AATTG_A INDEL 19046.59 23 9 7 24 19 20 33 28 26 17 11 10 11 7 23 9 7 24 19 20 33 28 26 17 11 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2477_*2479delTTGNA NA NA NA 1934
Chr25 3338257 ATTG A Chr25_3338257_ATTG_AATTG_A INDEL 19046.59 23 9 7 24 19 20 33 28 26 17 11 10 11 7 23 9 7 24 19 20 33 28 26 17 11 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338258_3338260delTTGNA NA NA NA NA
Chr25 3338260 G GCCTAAC Chr25_3338260_G_GCCTAACG_GCCTAAC INDEL 18461.59 23 9 7 24 19 19 33 26 26 17 11 10 11 7 23 9 7 24 19 19 33 26 26 17 11 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2479_*2480insCCTAACNA NA NA NA 2060



Chr25 3338260 G GCCTAAC Chr25_3338260_G_GCCTAACG_GCCTAAC INDEL 18461.59 23 9 7 24 19 19 33 26 26 17 11 10 11 7 23 9 7 24 19 19 33 26 26 17 11 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2479_*2480insCCTAACNA NA NA NA 1937
Chr25 3338260 G GCCTAAC Chr25_3338260_G_GCCTAACG_GCCTAAC INDEL 18461.59 23 9 7 24 19 19 33 26 26 17 11 10 11 7 23 9 7 24 19 19 33 26 26 17 11 10 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338260_3338261insCCTAACNA NA NA NA NA
Chr25 3338264 C A Chr25_3338264_C_AC_A SNP 18650.63 27 8 7 26 18 21 32 28 28 19 10 12 13 7 27 8 7 26 18 21 32 28 28 19 10 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2483C>A NA NA NA NA 2063
Chr25 3338264 C A Chr25_3338264_C_AC_A SNP 18650.63 27 8 7 26 18 21 32 28 28 19 10 12 13 7 27 8 7 26 18 21 32 28 28 19 10 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2483C>A NA NA NA NA 1940
Chr25 3338264 C A Chr25_3338264_C_AC_A SNP 18650.63 27 8 7 26 18 21 32 28 28 19 10 12 13 7 27 8 7 26 18 21 32 28 28 19 10 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338264C>ANA NA NA NA NA
Chr25 3338266 C CACATTAAA Chr25_3338266_C_CACATTAAAC_CACATTAAAINDEL 19541.59 27 9 7 25 19 22 32 28 27 18 11 12 13 7 27 9 7 25 19 22 32 28 27 18 11 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2485_*2486insACATTAAANA NA NA NA 2066
Chr25 3338266 C CACATTAAA Chr25_3338266_C_CACATTAAAC_CACATTAAAINDEL 19541.59 27 9 7 25 19 22 32 28 27 18 11 12 13 7 27 9 7 25 19 22 32 28 27 18 11 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2485_*2486insACATTAAANA NA NA NA 1943
Chr25 3338266 C CACATTAAA Chr25_3338266_C_CACATTAAAC_CACATTAAAINDEL 19541.59 27 9 7 25 19 22 32 28 27 18 11 12 13 7 27 9 7 25 19 22 32 28 27 18 11 12 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338266_3338267insACATTAAANA NA NA NA NA
Chr25 3338269 C A Chr25_3338269_C_AC_A SNP 19204.63 30 10 8 26 17 24 31 27 28 20 10 12 13 6 30 10 8 26 17 24 31 27 28 20 10 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2488C>A NA NA NA NA 2068
Chr25 3338269 C A Chr25_3338269_C_AC_A SNP 19204.63 30 10 8 26 17 24 31 27 28 20 10 12 13 6 30 10 8 26 17 24 31 27 28 20 10 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2488C>A NA NA NA NA 1945
Chr25 3338269 C A Chr25_3338269_C_AC_A SNP 19204.63 30 10 8 26 17 24 31 27 28 20 10 12 13 6 30 10 8 26 17 24 31 27 28 20 10 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338269C>ANA NA NA NA NA
Chr25 3338270 G GGAAA Chr25_3338270_G_GGAAAG_GGAAA INDEL 19060.59 30 10 8 27 17 25 31 27 28 20 10 12 13 6 30 10 8 27 17 25 31 27 28 20 10 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2489_*2490insGAAANA NA NA NA 2070
Chr25 3338270 G GGAAA Chr25_3338270_G_GGAAAG_GGAAA INDEL 19060.59 30 10 8 27 17 25 31 27 28 20 10 12 13 6 30 10 8 27 17 25 31 27 28 20 10 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2489_*2490insGAAANA NA NA NA 1947
Chr25 3338270 G GGAAA Chr25_3338270_G_GGAAAG_GGAAA INDEL 19060.59 30 10 8 27 17 25 31 27 28 20 10 12 13 6 30 10 8 27 17 25 31 27 28 20 10 12 13 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338270_3338271insGAAANA NA NA NA NA
Chr25 3338576 T C Chr25_3338576_T_CT_C SNP 17226.63 28 18 23 19 21 21 39 23 23 20 7 13 8 13 28 18 23 19 21 21 39 23 23 20 7 13 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*2795T>C NA NA NA NA 2375
Chr25 3338576 T C Chr25_3338576_T_CT_C SNP 17226.63 28 18 23 19 21 21 39 23 23 20 7 13 8 13 28 18 23 19 21 21 39 23 23 20 7 13 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*2795T>C NA NA NA NA 2252
Chr25 3338576 T C Chr25_3338576_T_CT_C SNP 17226.63 28 18 23 19 21 21 39 23 23 20 7 13 8 13 28 18 23 19 21 21 39 23 23 20 7 13 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3338576T>CNA NA NA NA NA
Chr25 3340604 A G Chr25_3340604_A_GA_G SNP 18645.63 20 17 17 20 24 30 36 19 14 18 19 7 7 10 20 17 17 20 24 30 36 19 14 18 19 7 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*4823A>G NA NA NA NA 4403
Chr25 3340604 A G Chr25_3340604_A_GA_G SNP 18645.63 20 17 17 20 24 30 36 19 14 18 19 7 7 10 20 17 17 20 24 30 36 19 14 18 19 7 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*4823A>G NA NA NA NA 4280
Chr25 3340604 A G Chr25_3340604_A_GA_G SNP 18645.63 20 17 17 20 24 30 36 19 14 18 19 7 7 10 20 17 17 20 24 30 36 19 14 18 19 7 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3340604A>GNA NA NA NA NA
Chr25 3340611 A G Chr25_3340611_A_GA_G SNP 18873.63 22 18 18 20 21 28 39 17 15 19 20 7 6 10 22 18 18 20 21 28 39 17 15 19 20 7 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979575protein_codingNA c.*4830A>G NA NA NA NA 4410
Chr25 3340611 A G Chr25_3340611_A_GA_G SNP 18873.63 22 18 18 20 21 28 39 17 15 19 20 7 6 10 22 18 18 20 21 28 39 17 15 19 20 7 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5130Pp3c25_5130transcript PAC:32979576protein_codingNA c.*4830A>G NA NA NA NA 4287
Chr25 3340611 A G Chr25_3340611_A_GA_G SNP 18873.63 22 18 18 20 21 28 39 17 15 19 20 7 6 10 22 18 18 20 21 28 39 17 15 19 20 7 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5130-Pp3c25_5150Pp3c25_5130-Pp3c25_5150intergenic_regionPp3c25_5130-Pp3c25_5150NA NA n.3340611A>GNA NA NA NA NA
Chr25 3368783 C A Chr25_3368783_C_AC_A SNP 42201.63 56 36 29 54 37 50 62 39 44 51 36 36 21 22 56 36 29 54 37 50 62 39 44 51 36 36 21 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5180Pp3c25_5180transcript PAC:32980287protein_codingNA c.*3789G>T NA NA NA NA 3789
Chr25 3368783 C A Chr25_3368783_C_AC_A SNP 42201.63 56 36 29 54 37 50 62 39 44 51 36 36 21 22 56 36 29 54 37 50 62 39 44 51 36 36 21 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5190Pp3c25_5190transcript PAC:32980614protein_codingNA c.*4038G>T NA NA NA NA 4038
Chr25 3368783 C A Chr25_3368783_C_AC_A SNP 42201.63 56 36 29 54 37 50 62 39 44 51 36 36 21 22 56 36 29 54 37 50 62 39 44 51 36 36 21 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5170-Pp3c25_5180Pp3c25_5170-Pp3c25_5180intergenic_regionPp3c25_5170-Pp3c25_5180NA NA n.3368783C>ANA NA NA NA NA
Chr25 3368784 T TG Chr25_3368784_T_TGT_TG INDEL 42193.59 55 37 29 54 37 50 63 38 44 52 36 36 21 22 55 37 29 54 37 50 63 38 44 52 36 36 21 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5180Pp3c25_5180transcript PAC:32980287protein_codingNA c.*3787_*3788insCNA NA NA NA 3787
Chr25 3368784 T TG Chr25_3368784_T_TGT_TG INDEL 42193.59 55 37 29 54 37 50 63 38 44 52 36 36 21 22 55 37 29 54 37 50 63 38 44 52 36 36 21 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5190Pp3c25_5190transcript PAC:32980614protein_codingNA c.*4036_*4037insCNA NA NA NA 4036
Chr25 3368784 T TG Chr25_3368784_T_TGT_TG INDEL 42193.59 55 37 29 54 37 50 63 38 44 52 36 36 21 22 55 37 29 54 37 50 63 38 44 52 36 36 21 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5170-Pp3c25_5180Pp3c25_5170-Pp3c25_5180intergenic_regionPp3c25_5170-Pp3c25_5180NA NA n.3368784_3368785insGNA NA NA NA NA
Chr25 3553939 TTA T Chr25_3553939_TTA_TTTA_T INDEL 5781.59 12 13 8 9 12 12 19 6 7 12 7 4 4 6 12 14 9 10 12 12 19 6 7 13 8 5 4 6 1 0.929 0.889 0.9 1 1 1 1 1 0.923 0.875 0.8 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5450-Pp3c25_5480Pp3c25_5450-Pp3c25_5480intergenic_regionPp3c25_5450-Pp3c25_5480NA NA n.3553940_3553941delTANA NA NA NA NA
Chr25 3631385 A AT Chr25_3631385_A_ATA_AT INDEL 17559.59 27 9 15 28 27 31 28 34 26 18 16 18 18 11 27 9 15 28 27 31 28 34 26 18 16 18 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979459protein_codingNA c.*5011_*5012insANA NA NA NA 4889
Chr25 3631385 A AT Chr25_3631385_A_ATA_AT INDEL 17559.59 27 9 15 28 27 31 28 34 26 18 16 18 18 11 27 9 15 28 27 31 28 34 26 18 16 18 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979460protein_codingNA c.*5011_*5012insANA NA NA NA 4803
Chr25 3631385 A AT Chr25_3631385_A_ATA_AT INDEL 17559.59 27 9 15 28 27 31 28 34 26 18 16 18 18 11 27 9 15 28 27 31 28 34 26 18 16 18 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979462protein_codingNA c.*5011_*5012insANA NA NA NA 4888
Chr25 3631385 A AT Chr25_3631385_A_ATA_AT INDEL 17559.59 27 9 15 28 27 31 28 34 26 18 16 18 18 11 27 9 15 28 27 31 28 34 26 18 16 18 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979461protein_codingNA c.*5011_*5012insANA NA NA NA 4889
Chr25 3631385 A AT Chr25_3631385_A_ATA_AT INDEL 17559.59 27 9 15 28 27 31 28 34 26 18 16 18 18 11 27 9 15 28 27 31 28 34 26 18 16 18 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5560-Pp3c25_5600Pp3c25_5560-Pp3c25_5600intergenic_regionPp3c25_5560-Pp3c25_5600NA NA n.3631385_3631386insTNA NA NA NA NA
Chr25 3632730 T TA Chr25_3632730_T_TAT_TA INDEL 20480.59 36 14 12 32 13 29 29 18 22 31 9 19 7 10 36 14 12 32 13 29 29 18 22 31 9 19 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979459protein_codingNA c.*3666_*3667insTNA NA NA NA 3544
Chr25 3632730 T TA Chr25_3632730_T_TAT_TA INDEL 20480.59 36 14 12 32 13 29 29 18 22 31 9 19 7 10 36 14 12 32 13 29 29 18 22 31 9 19 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979460protein_codingNA c.*3666_*3667insTNA NA NA NA 3458
Chr25 3632730 T TA Chr25_3632730_T_TAT_TA INDEL 20480.59 36 14 12 32 13 29 29 18 22 31 9 19 7 10 36 14 12 32 13 29 29 18 22 31 9 19 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979462protein_codingNA c.*3666_*3667insTNA NA NA NA 3543
Chr25 3632730 T TA Chr25_3632730_T_TAT_TA INDEL 20480.59 36 14 12 32 13 29 29 18 22 31 9 19 7 10 36 14 12 32 13 29 29 18 22 31 9 19 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979461protein_codingNA c.*3666_*3667insTNA NA NA NA 3544
Chr25 3632730 T TA Chr25_3632730_T_TAT_TA INDEL 20480.59 36 14 12 32 13 29 29 18 22 31 9 19 7 10 36 14 12 32 13 29 29 18 22 31 9 19 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5560-Pp3c25_5600Pp3c25_5560-Pp3c25_5600intergenic_regionPp3c25_5560-Pp3c25_5600NA NA n.3632730_3632731insANA NA NA NA NA
Chr25 3632744 C CA Chr25_3632744_C_CAC_CA INDEL 20735.59 30 13 12 31 12 29 33 22 24 28 11 18 9 11 30 13 12 31 12 29 33 22 24 28 11 18 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979459protein_codingNA c.*3652_*3653insTNA NA NA NA 3530
Chr25 3632744 C CA Chr25_3632744_C_CAC_CA INDEL 20735.59 30 13 12 31 12 29 33 22 24 28 11 18 9 11 30 13 12 31 12 29 33 22 24 28 11 18 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979460protein_codingNA c.*3652_*3653insTNA NA NA NA 3444
Chr25 3632744 C CA Chr25_3632744_C_CAC_CA INDEL 20735.59 30 13 12 31 12 29 33 22 24 28 11 18 9 11 30 13 12 31 12 29 33 22 24 28 11 18 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979462protein_codingNA c.*3652_*3653insTNA NA NA NA 3529
Chr25 3632744 C CA Chr25_3632744_C_CAC_CA INDEL 20735.59 30 13 12 31 12 29 33 22 24 28 11 18 9 11 30 13 12 31 12 29 33 22 24 28 11 18 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_5600Pp3c25_5600transcript PAC:32979461protein_codingNA c.*3652_*3653insTNA NA NA NA 3530
Chr25 3632744 C CA Chr25_3632744_C_CAC_CA INDEL 20735.59 30 13 12 31 12 29 33 22 24 28 11 18 9 11 30 13 12 31 12 29 33 22 24 28 11 18 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_5560-Pp3c25_5600Pp3c25_5560-Pp3c25_5600intergenic_regionPp3c25_5560-Pp3c25_5600NA NA n.3632744_3632745insANA NA NA NA NA
Chr25 4150647 CT C Chr25_4150647_CT_CCT_C INDEL 18045.59 36 21 20 21 21 28 42 29 22 24 8 17 24 11 36 21 20 21 21 28 42 29 22 24 8 17 24 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6250Pp3c25_6250transcript PAC:32980296protein_codingNA c.-2518delA NA NA NA NA 2096
Chr25 4150647 CT C Chr25_4150647_CT_CCT_C INDEL 18045.59 36 21 20 21 21 28 42 29 22 24 8 17 24 11 36 21 20 21 21 28 42 29 22 24 8 17 24 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6250Pp3c25_6250transcript PAC:32980297protein_codingNA c.-2518delA NA NA NA NA 2035
Chr25 4150647 CT C Chr25_4150647_CT_CCT_C INDEL 18045.59 36 21 20 21 21 28 42 29 22 24 8 17 24 11 36 21 20 21 21 28 42 29 22 24 8 17 24 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6250Pp3c25_6250transcript PAC:32980298protein_codingNA c.-2518delA NA NA NA NA 2035
Chr25 4150647 CT C Chr25_4150647_CT_CCT_C INDEL 18045.59 36 21 20 21 21 28 42 29 22 24 8 17 24 11 36 21 20 21 21 28 42 29 22 24 8 17 24 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_6250-Pp3c25_6260Pp3c25_6250-Pp3c25_6260intergenic_regionPp3c25_6250-Pp3c25_6260NA NA n.4150648delTNA NA NA NA NA
Chr25 4160328 A AT Chr25_4160328_A_ATA_AT INDEL 13411.59 17 15 9 23 17 21 24 21 13 12 9 17 7 10 17 15 9 23 17 21 24 21 13 12 9 17 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_6260Pp3c25_6260transcript PAC:32979641protein_codingNA c.*1351_*1352insTNA NA NA NA 33
Chr25 4160328 A AT Chr25_4160328_A_ATA_AT INDEL 13411.59 17 15 9 23 17 21 24 21 13 12 9 17 7 10 17 15 9 23 17 21 24 21 13 12 9 17 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_6260Pp3c25_6260transcript PAC:32979642protein_codingNA c.*1351_*1352insTNA NA NA NA 778
Chr25 4160328 A AT Chr25_4160328_A_ATA_AT INDEL 13411.59 17 15 9 23 17 21 24 21 13 12 9 17 7 10 17 15 9 23 17 21 24 21 13 12 9 17 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_6260Pp3c25_6260transcript PAC:32979643protein_codingNA c.*1351_*1352insTNA NA NA NA 90
Chr25 4160328 A AT Chr25_4160328_A_ATA_AT INDEL 13411.59 17 15 9 23 17 21 24 21 13 12 9 17 7 10 17 15 9 23 17 21 24 21 13 12 9 17 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_6260-Pp3c25_6270Pp3c25_6260-Pp3c25_6270intergenic_regionPp3c25_6260-Pp3c25_6270NA NA n.4160328_4160329insTNA NA NA NA NA
Chr25 4232011 T TACC Chr25_4232011_T_TACCT_TACC INDEL 18164.59 33 14 20 26 19 22 21 20 13 25 9 15 7 8 33 14 20 26 19 22 21 20 13 25 9 15 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_6350Pp3c25_6350transcript PAC:32979597protein_coding 07-août c.1117+51_1117+52insGGTNA NA NA NA NA
Chr25 4232011 T TACC Chr25_4232011_T_TACCT_TACC INDEL 18164.59 33 14 20 26 19 22 21 20 13 25 9 15 7 8 33 14 20 26 19 22 21 20 13 25 9 15 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_6350Pp3c25_6350transcript PAC:32979598protein_coding 07-août c.1117+51_1117+52insGGTNA NA NA NA NA
Chr25 4232016 AG A Chr25_4232016_AG_AAG_A INDEL 17911.59 33 13 20 27 21 23 22 19 13 24 9 14 6 7 33 13 20 27 21 23 22 19 13 24 9 14 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_6350Pp3c25_6350transcript PAC:32979597protein_coding 07-août c.1117+46delCNA NA NA NA NA
Chr25 4232016 AG A Chr25_4232016_AG_AAG_A INDEL 17911.59 33 13 20 27 21 23 22 19 13 24 9 14 6 7 33 13 20 27 21 23 22 19 13 24 9 14 6 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_6350Pp3c25_6350transcript PAC:32979598protein_coding 07-août c.1117+46delCNA NA NA NA NA
Chr25 4407894 A AAT Chr25_4407894_A_AATA_AAT INDEL 2043.93 0 0 0 0 0 0 0 1 14 11 11 12 6 11 22 6 8 12 11 10 14 13 14 11 12 12 6 11 0 0 0 0 0 0 0 0 1 1 0.917 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c25_6520-Pp3c25_6570Pp3c25_6520-Pp3c25_6570intergenic_regionPp3c25_6520-Pp3c25_6570NA NA n.4407894_4407895insATNA NA NA NA NA
Chr25 4452073 A T Chr25_4452073_A_TA_T SNP 3744.98 0 0 0 0 0 0 0 0 13 22 14 14 8 10 26 14 15 31 23 26 13 23 13 22 14 14 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 5_prime_UTR_premature_start_codon_gain_variantLOW Pp3c25_6710Pp3c25_6710transcript PAC:32980649protein_coding 01-janv c.-1055T>A NA NA NA NA NA
Chr25 4452073 A T Chr25_4452073_A_TA_T SNP 3744.98 0 0 0 0 0 0 0 0 13 22 14 14 8 10 26 14 15 31 23 26 13 23 13 22 14 14 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 5_prime_UTR_variantMODIFIER Pp3c25_6710Pp3c25_6710transcript PAC:32980649protein_coding 01-janv c.-1055T>A NA NA NA NA 1055
Chr25 4452073 A T Chr25_4452073_A_TA_T SNP 3744.98 0 0 0 0 0 0 0 0 13 22 14 14 8 10 26 14 15 31 23 26 13 23 13 22 14 14 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c25_6700Pp3c25_6700transcript PAC:32979772protein_codingNA c.-3455T>A NA NA NA NA 3455
Chr25 4452073 A T Chr25_4452073_A_TA_T SNP 3744.98 0 0 0 0 0 0 0 0 13 22 14 14 8 10 26 14 15 31 23 26 13 23 13 22 14 14 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c25_6710Pp3c25_6710transcript PAC:32980650protein_codingNA c.-1088T>A NA NA NA NA 1088
Chr25 4452073 A T Chr25_4452073_A_TA_T SNP 3744.98 0 0 0 0 0 0 0 0 13 22 14 14 8 10 26 14 15 31 23 26 13 23 13 22 14 14 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c25_6670Pp3c25_6670transcript PAC:32979693protein_codingNA c.*4938A>T NA NA NA NA 4938
Chr25 4452073 A T Chr25_4452073_A_TA_T SNP 3744.98 0 0 0 0 0 0 0 0 13 22 14 14 8 10 26 14 15 31 23 26 13 23 13 22 14 14 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c25_6730Pp3c25_6730transcript PAC:32979138protein_codingNA c.*2421T>A NA NA NA NA 1866
Chr25 4452073 A T Chr25_4452073_A_TA_T SNP 3744.98 0 0 0 0 0 0 0 0 13 22 14 14 8 10 26 14 15 31 23 26 13 23 13 22 14 14 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c25_6670Pp3c25_6670transcript PAC:32979694protein_codingNA c.*4938A>T NA NA NA NA 4218
Chr25 4452073 A T Chr25_4452073_A_TA_T SNP 3744.98 0 0 0 0 0 0 0 0 13 22 14 14 8 10 26 14 15 31 23 26 13 23 13 22 14 14 8 10 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c25_6730Pp3c25_6730transcript PAC:32979139protein_codingNA c.*2421T>A NA NA NA NA 625
Chr25 4508066 G GT Chr25_4508066_G_GTG_GT INDEL 15990.59 29 16 13 16 18 31 37 20 26 21 16 23 7 11 29 16 13 16 18 31 37 20 26 21 16 23 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_6770-Pp3c25_6940Pp3c25_6770-Pp3c25_6940intergenic_regionPp3c25_6770-Pp3c25_6940NA NA n.4508066_4508067insTNA NA NA NA NA
Chr25 4617394 G T Chr25_4617394_G_TG_T SNP 12842.63 20 13 8 18 10 27 15 10 13 15 10 10 5 9 20 13 8 18 10 27 15 10 13 15 10 10 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980762protein_codingNA c.-1164C>A NA NA NA NA 1164
Chr25 4617394 G T Chr25_4617394_G_TG_T SNP 12842.63 20 13 8 18 10 27 15 10 13 15 10 10 5 9 20 13 8 18 10 27 15 10 13 15 10 10 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980764protein_codingNA c.-1164C>A NA NA NA NA 1164
Chr25 4617394 G T Chr25_4617394_G_TG_T SNP 12842.63 20 13 8 18 10 27 15 10 13 15 10 10 5 9 20 13 8 18 10 27 15 10 13 15 10 10 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980763protein_codingNA c.-1164C>A NA NA NA NA 1164
Chr25 4617394 G T Chr25_4617394_G_TG_T SNP 12842.63 20 13 8 18 10 27 15 10 13 15 10 10 5 9 20 13 8 18 10 27 15 10 13 15 10 10 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980765protein_codingNA c.-1164C>A NA NA NA NA 508
Chr25 4617394 G T Chr25_4617394_G_TG_T SNP 12842.63 20 13 8 18 10 27 15 10 13 15 10 10 5 9 20 13 8 18 10 27 15 10 13 15 10 10 5 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_6990-Pp3c25_7000Pp3c25_6990-Pp3c25_7000intergenic_regionPp3c25_6990-Pp3c25_7000NA NA n.4617394G>TNA NA NA NA NA
Chr25 4617516 C A Chr25_4617516_C_AC_A SNP 14168.63 21 10 12 17 14 21 20 10 19 12 11 11 10 11 21 10 12 17 14 21 20 10 19 12 11 11 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980762protein_codingNA c.-1286G>T NA NA NA NA 1286
Chr25 4617516 C A Chr25_4617516_C_AC_A SNP 14168.63 21 10 12 17 14 21 20 10 19 12 11 11 10 11 21 10 12 17 14 21 20 10 19 12 11 11 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980764protein_codingNA c.-1286G>T NA NA NA NA 1286
Chr25 4617516 C A Chr25_4617516_C_AC_A SNP 14168.63 21 10 12 17 14 21 20 10 19 12 11 11 10 11 21 10 12 17 14 21 20 10 19 12 11 11 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980763protein_codingNA c.-1286G>T NA NA NA NA 1286
Chr25 4617516 C A Chr25_4617516_C_AC_A SNP 14168.63 21 10 12 17 14 21 20 10 19 12 11 11 10 11 21 10 12 17 14 21 20 10 19 12 11 11 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980765protein_codingNA c.-1286G>T NA NA NA NA 630
Chr25 4617516 C A Chr25_4617516_C_AC_A SNP 14168.63 21 10 12 17 14 21 20 10 19 12 11 11 10 11 21 10 12 17 14 21 20 10 19 12 11 11 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_6990-Pp3c25_7000Pp3c25_6990-Pp3c25_7000intergenic_regionPp3c25_6990-Pp3c25_7000NA NA n.4617516C>ANA NA NA NA NA
Chr25 4617523 C A Chr25_4617523_C_AC_A SNP 14098.63 21 9 12 16 13 20 21 10 19 12 11 11 8 10 21 9 12 16 13 20 21 10 19 12 11 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980762protein_codingNA c.-1293G>T NA NA NA NA 1293
Chr25 4617523 C A Chr25_4617523_C_AC_A SNP 14098.63 21 9 12 16 13 20 21 10 19 12 11 11 8 10 21 9 12 16 13 20 21 10 19 12 11 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980764protein_codingNA c.-1293G>T NA NA NA NA 1293
Chr25 4617523 C A Chr25_4617523_C_AC_A SNP 14098.63 21 9 12 16 13 20 21 10 19 12 11 11 8 10 21 9 12 16 13 20 21 10 19 12 11 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980763protein_codingNA c.-1293G>T NA NA NA NA 1293
Chr25 4617523 C A Chr25_4617523_C_AC_A SNP 14098.63 21 9 12 16 13 20 21 10 19 12 11 11 8 10 21 9 12 16 13 20 21 10 19 12 11 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_6990Pp3c25_6990transcript PAC:32980765protein_codingNA c.-1293G>T NA NA NA NA 637
Chr25 4617523 C A Chr25_4617523_C_AC_A SNP 14098.63 21 9 12 16 13 20 21 10 19 12 11 11 8 10 21 9 12 16 13 20 21 10 19 12 11 11 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_6990-Pp3c25_7000Pp3c25_6990-Pp3c25_7000intergenic_regionPp3c25_6990-Pp3c25_7000NA NA n.4617523C>ANA NA NA NA NA
Chr25 4708627 G T Chr25_4708627_G_TG_T SNP 19262.63 23 10 13 21 22 21 23 30 22 23 15 21 13 7 23 10 13 21 22 21 23 30 22 23 15 21 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_7100Pp3c25_7100transcript PAC:32979660protein_codingNA c.*4167C>A NA NA NA NA 3587
Chr25 4708627 G T Chr25_4708627_G_TG_T SNP 19262.63 23 10 13 21 22 21 23 30 22 23 15 21 13 7 23 10 13 21 22 21 23 30 22 23 15 21 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_7100Pp3c25_7100transcript PAC:32979661protein_codingNA c.*4167C>A NA NA NA NA 3627
Chr25 4708627 G T Chr25_4708627_G_TG_T SNP 19262.63 23 10 13 21 22 21 23 30 22 23 15 21 13 7 23 10 13 21 22 21 23 30 22 23 15 21 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_7080-Pp3c25_7100Pp3c25_7080-Pp3c25_7100intergenic_regionPp3c25_7080-Pp3c25_7100NA NA n.4708627G>TNA NA NA NA NA
Chr25 4708651 G A Chr25_4708651_G_AG_A SNP 19927.63 27 15 11 19 24 19 23 28 22 25 14 23 13 9 27 15 11 19 24 19 23 28 22 25 14 23 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_7100Pp3c25_7100transcript PAC:32979660protein_codingNA c.*4143C>T NA NA NA NA 3563
Chr25 4708651 G A Chr25_4708651_G_AG_A SNP 19927.63 27 15 11 19 24 19 23 28 22 25 14 23 13 9 27 15 11 19 24 19 23 28 22 25 14 23 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_7100Pp3c25_7100transcript PAC:32979661protein_codingNA c.*4143C>T NA NA NA NA 3603
Chr25 4708651 G A Chr25_4708651_G_AG_A SNP 19927.63 27 15 11 19 24 19 23 28 22 25 14 23 13 9 27 15 11 19 24 19 23 28 22 25 14 23 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_7080-Pp3c25_7100Pp3c25_7080-Pp3c25_7100intergenic_regionPp3c25_7080-Pp3c25_7100NA NA n.4708651G>ANA NA NA NA NA
Chr25 4815466 A AT Chr25_4815466_A_ATA_AT INDEL 7446.59 14 8 6 18 10 14 24 17 9 16 4 10 6 8 14 8 6 18 10 14 26 17 9 16 4 12 6 8 1 1 1 1 1 1 0.923 1 1 1 1 0.833 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_7220-Pp3c25_7300Pp3c25_7220-Pp3c25_7300intergenic_regionPp3c25_7220-Pp3c25_7300NA NA n.4815466_4815467insTNA NA NA NA NA
Chr25 4864349 A AATAT Chr25_4864349_A_AATATA_AATAT INDEL 8522.59 22 11 7 0 0 0 1 1 1 1 0 0 1 0 22 12 7 19 9 13 22 14 12 10 6 8 5 4 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_7310Pp3c25_7310transcript PAC:32979147protein_codingNA c.-2421_-2420insATATNA NA NA NA 1478
Chr25 4864349 A AATAT Chr25_4864349_A_AATATA_AATAT INDEL 8522.59 22 11 7 0 0 0 1 1 1 1 0 0 1 0 22 12 7 19 9 13 22 14 12 10 6 8 5 4 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_7340Pp3c25_7340transcript PAC:32980138protein_codingNA c.-2219_-2218insATATNA NA NA NA 1778
Chr25 4864349 A AATAT Chr25_4864349_A_AATATA_AATAT INDEL 8522.59 22 11 7 0 0 0 1 1 1 1 0 0 1 0 22 12 7 19 9 13 22 14 12 10 6 8 5 4 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_7310Pp3c25_7310transcript PAC:32979148protein_codingNA c.-2421_-2420insATATNA NA NA NA 1478
Chr25 4864349 A AATAT Chr25_4864349_A_AATATA_AATAT INDEL 8522.59 22 11 7 0 0 0 1 1 1 1 0 0 1 0 22 12 7 19 9 13 22 14 12 10 6 8 5 4 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_7310Pp3c25_7310transcript PAC:32979149protein_codingNA c.-2421_-2420insATATNA NA NA NA 1540
Chr25 4864349 A AATAT Chr25_4864349_A_AATATA_AATAT INDEL 8522.59 22 11 7 0 0 0 1 1 1 1 0 0 1 0 22 12 7 19 9 13 22 14 12 10 6 8 5 4 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_7310Pp3c25_7310transcript PAC:32979150protein_codingNA c.-2421_-2420insATATNA NA NA NA 1478
Chr25 4864349 A AATAT Chr25_4864349_A_AATATA_AATAT INDEL 8522.59 22 11 7 0 0 0 1 1 1 1 0 0 1 0 22 12 7 19 9 13 22 14 12 10 6 8 5 4 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_7310Pp3c25_7310transcript PAC:32979151protein_codingNA c.-2421_-2420insATATNA NA NA NA 1478
Chr25 4864349 A AATAT Chr25_4864349_A_AATATA_AATAT INDEL 8522.59 22 11 7 0 0 0 1 1 1 1 0 0 1 0 22 12 7 19 9 13 22 14 12 10 6 8 5 4 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_7340Pp3c25_7340transcript PAC:32980139protein_codingNA c.-2219_-2218insATATNA NA NA NA 2218
Chr25 4864349 A AATAT Chr25_4864349_A_AATATA_AATAT INDEL 8522.59 22 11 7 0 0 0 1 1 1 1 0 0 1 0 22 12 7 19 9 13 22 14 12 10 6 8 5 4 1 0.917 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c25_7310-Pp3c25_7340Pp3c25_7310-Pp3c25_7340intergenic_regionPp3c25_7310-Pp3c25_7340NA NA n.4864349_4864350insATATNA NA NA NA NA
Chr25 5092882 C T Chr25_5092882_C_TC_T SNP 19743.63 27 22 20 24 28 33 38 30 24 23 21 29 12 18 27 22 20 24 29 33 38 30 24 23 21 29 12 18 1 1 1 1 0.966 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_7790Pp3c25_7790transcript PAC:32980615protein_codingNA c.-1173G>A NA NA NA NA 763
Chr25 5092882 C T Chr25_5092882_C_TC_T SNP 19743.63 27 22 20 24 28 33 38 30 24 23 21 29 12 18 27 22 20 24 29 33 38 30 24 23 21 29 12 18 1 1 1 1 0.966 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_7810Pp3c25_7810transcript PAC:32979821protein_coding 09-oct c.1646+18G>ANA NA NA NA NA
Chr25 5092882 C T Chr25_5092882_C_TC_T SNP 19743.63 27 22 20 24 28 33 38 30 24 23 21 29 12 18 27 22 20 24 29 33 38 30 24 23 21 29 12 18 1 1 1 1 0.966 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_7810Pp3c25_7810transcript PAC:32979822protein_coding 09-oct c.1649+18G>ANA NA NA NA NA
Chr25 5092882 C T Chr25_5092882_C_TC_T SNP 19743.63 27 22 20 24 28 33 38 30 24 23 21 29 12 18 27 22 20 24 29 33 38 30 24 23 21 29 12 18 1 1 1 1 0.966 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_7810Pp3c25_7810transcript PAC:32979823protein_coding 09-oct c.1646+18G>ANA NA NA NA NA
Chr25 5092909 C T Chr25_5092909_C_TC_T SNP 22991.63 27 23 17 33 28 30 40 30 23 29 21 30 15 21 27 23 17 33 28 30 41 30 23 29 21 30 15 21 1 1 1 1 1 1 0.976 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c25_7810Pp3c25_7810transcript PAC:32979821protein_coding 09-nov c.1637G>A p.Ser546Asn 2622/2852 1637/1818 546/605 NA
Chr25 5092909 C T Chr25_5092909_C_TC_T SNP 22991.63 27 23 17 33 28 30 40 30 23 29 21 30 15 21 27 23 17 33 28 30 41 30 23 29 21 30 15 21 1 1 1 1 1 1 0.976 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c25_7810Pp3c25_7810transcript PAC:32979822protein_coding 09-nov c.1640G>A p.Ser547Asn 2759/2934 1640/1815 547/604 NA
Chr25 5092909 C T Chr25_5092909_C_TC_T SNP 22991.63 27 23 17 33 28 30 40 30 23 29 21 30 15 21 27 23 17 33 28 30 41 30 23 29 21 30 15 21 1 1 1 1 1 1 0.976 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c25_7810Pp3c25_7810transcript PAC:32979823protein_coding 09-nov c.1637G>A p.Ser546Asn 2756/2931 1637/1812 546/603 NA
Chr25 5092909 C T Chr25_5092909_C_TC_T SNP 22991.63 27 23 17 33 28 30 40 30 23 29 21 30 15 21 27 23 17 33 28 30 41 30 23 29 21 30 15 21 1 1 1 1 1 1 0.976 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_7790Pp3c25_7790transcript PAC:32980615protein_codingNA c.-1200G>A NA NA NA NA 790
Chr25 5288880 A AT Chr25_5288880_A_ATA_AT INDEL 17169.59 21 16 17 26 24 32 33 26 15 23 18 14 14 12 21 16 17 26 24 32 33 26 15 23 18 14 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8110Pp3c25_8110transcript PAC:32980317protein_codingNA c.-2788_-2787insANA NA NA NA 1836
Chr25 5288880 A AT Chr25_5288880_A_ATA_AT INDEL 17169.59 21 16 17 26 24 32 33 26 15 23 18 14 14 12 21 16 17 26 24 32 33 26 15 23 18 14 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8110Pp3c25_8110transcript PAC:32980319protein_codingNA c.-2788_-2787insANA NA NA NA 1839
Chr25 5288880 A AT Chr25_5288880_A_ATA_AT INDEL 17169.59 21 16 17 26 24 32 33 26 15 23 18 14 14 12 21 16 17 26 24 32 33 26 15 23 18 14 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8110Pp3c25_8110transcript PAC:32980318protein_codingNA c.-2788_-2787insANA NA NA NA 1831
Chr25 5288880 A AT Chr25_5288880_A_ATA_AT INDEL 17169.59 21 16 17 26 24 32 33 26 15 23 18 14 14 12 21 16 17 26 24 32 33 26 15 23 18 14 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_8110-Pp3c25_8180Pp3c25_8110-Pp3c25_8180intergenic_regionPp3c25_8110-Pp3c25_8180NA NA n.5288880_5288881insTNA NA NA NA NA
Chr25 5288907 C CT Chr25_5288907_C_CTC_CT INDEL 21109.59 29 18 16 28 24 25 36 27 15 25 15 14 12 15 29 18 16 28 24 25 36 27 15 25 15 14 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8110Pp3c25_8110transcript PAC:32980317protein_codingNA c.-2815_-2814insANA NA NA NA 1863
Chr25 5288907 C CT Chr25_5288907_C_CTC_CT INDEL 21109.59 29 18 16 28 24 25 36 27 15 25 15 14 12 15 29 18 16 28 24 25 36 27 15 25 15 14 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8110Pp3c25_8110transcript PAC:32980319protein_codingNA c.-2815_-2814insANA NA NA NA 1866
Chr25 5288907 C CT Chr25_5288907_C_CTC_CT INDEL 21109.59 29 18 16 28 24 25 36 27 15 25 15 14 12 15 29 18 16 28 24 25 36 27 15 25 15 14 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8110Pp3c25_8110transcript PAC:32980318protein_codingNA c.-2815_-2814insANA NA NA NA 1858
Chr25 5288907 C CT Chr25_5288907_C_CTC_CT INDEL 21109.59 29 18 16 28 24 25 36 27 15 25 15 14 12 15 29 18 16 28 24 25 36 27 15 25 15 14 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_8110-Pp3c25_8180Pp3c25_8110-Pp3c25_8180intergenic_regionPp3c25_8110-Pp3c25_8180NA NA n.5288907_5288908insTNA NA NA NA NA
Chr25 5288929 C G Chr25_5288929_C_GC_G SNP 21732.63 30 16 16 35 25 31 39 26 13 26 13 13 13 14 30 16 16 35 25 31 39 26 13 26 13 13 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8110Pp3c25_8110transcript PAC:32980317protein_codingNA c.-2836G>C NA NA NA NA 1884
Chr25 5288929 C G Chr25_5288929_C_GC_G SNP 21732.63 30 16 16 35 25 31 39 26 13 26 13 13 13 14 30 16 16 35 25 31 39 26 13 26 13 13 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8110Pp3c25_8110transcript PAC:32980319protein_codingNA c.-2836G>C NA NA NA NA 1887
Chr25 5288929 C G Chr25_5288929_C_GC_G SNP 21732.63 30 16 16 35 25 31 39 26 13 26 13 13 13 14 30 16 16 35 25 31 39 26 13 26 13 13 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8110Pp3c25_8110transcript PAC:32980318protein_codingNA c.-2836G>C NA NA NA NA 1879
Chr25 5288929 C G Chr25_5288929_C_GC_G SNP 21732.63 30 16 16 35 25 31 39 26 13 26 13 13 13 14 30 16 16 35 25 31 39 26 13 26 13 13 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_8110-Pp3c25_8180Pp3c25_8110-Pp3c25_8180intergenic_regionPp3c25_8110-Pp3c25_8180NA NA n.5288929C>GNA NA NA NA NA
Chr25 5642164 A AT Chr25_5642164_A_ATA_AT INDEL 15232.59 24 14 22 22 19 29 23 24 24 27 15 10 13 9 24 14 22 22 19 29 23 24 24 27 15 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_8320-Pp3c25_8510Pp3c25_8320-Pp3c25_8510intergenic_regionPp3c25_8320-Pp3c25_8510NA NA n.5642164_5642165insTNA NA NA NA NA
Chr25 5676050 T TCAAGAAAGCGCTGGGCTCTTGGCTGChr25_5676050_T_TCAAGAAAGCGCTGGGCTCTTGGCTGT_TCAAGAAAGCGCTGGGCTCTTGGCTGINDEL 25011.59 31 23 12 30 17 29 53 35 18 24 14 12 11 16 31 23 12 30 17 29 53 35 18 24 14 12 11 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_8320-Pp3c25_8510Pp3c25_8320-Pp3c25_8510intergenic_regionPp3c25_8320-Pp3c25_8510NA NA n.5676050_5676051insCAAGAAAGCGCTGGGCTCTTGGCTGNA NA NA NA NA
Chr25 5714729 C G Chr25_5714729_C_GC_G SNP 26649.63 33 23 19 38 18 35 40 28 36 18 26 23 19 16 33 23 19 38 18 35 40 28 36 18 26 23 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c25_8500Pp3c25_8500transcript PAC:32979106protein_coding 01-janv c.195G>C p.Leu65Phe 1254/3091 195/1278 65/425 NA
Chr25 5714729 C G Chr25_5714729_C_GC_G SNP 26649.63 33 23 19 38 18 35 40 28 36 18 26 23 19 16 33 23 19 38 18 35 40 28 36 18 26 23 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c25_8510Pp3c25_8510transcript PAC:32979826protein_coding 01-janv c.195G>C p.Leu65Phe 195/1278 195/1278 65/425 NA
Chr25 5714729 C G Chr25_5714729_C_GC_G SNP 26649.63 33 23 19 38 18 35 40 28 36 18 26 23 19 16 33 23 19 38 18 35 40 28 36 18 26 23 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variantLOW Pp3c25_8490Pp3c25_8490transcript PAC:32979956protein_coding 03-mars c.-193C>G NA NA NA NA NA
Chr25 5714729 C G Chr25_5714729_C_GC_G SNP 26649.63 33 23 19 38 18 35 40 28 36 18 26 23 19 16 33 23 19 38 18 35 40 28 36 18 26 23 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variantLOW Pp3c25_8490Pp3c25_8490transcript PAC:32979957protein_coding 03-mars c.-193C>G NA NA NA NA NA
Chr25 5714729 C G Chr25_5714729_C_GC_G SNP 26649.63 33 23 19 38 18 35 40 28 36 18 26 23 19 16 33 23 19 38 18 35 40 28 36 18 26 23 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c25_8490Pp3c25_8490transcript PAC:32979956protein_coding 03-mars c.-193C>G NA NA NA NA 193
Chr25 5714729 C G Chr25_5714729_C_GC_G SNP 26649.63 33 23 19 38 18 35 40 28 36 18 26 23 19 16 33 23 19 38 18 35 40 28 36 18 26 23 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c25_8490Pp3c25_8490transcript PAC:32979957protein_coding 03-mars c.-193C>G NA NA NA NA 193
Chr25 5714729 C G Chr25_5714729_C_GC_G SNP 26649.63 33 23 19 38 18 35 40 28 36 18 26 23 19 16 33 23 19 38 18 35 40 28 36 18 26 23 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8520Pp3c25_8520transcript PAC:32980204protein_codingNA c.-1252C>G NA NA NA NA 1252
Chr25 5714729 C G Chr25_5714729_C_GC_G SNP 26649.63 33 23 19 38 18 35 40 28 36 18 26 23 19 16 33 23 19 38 18 35 40 28 36 18 26 23 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8510Pp3c25_8510transcript PAC:32979828protein_codingNA c.-1237G>C NA NA NA NA 1237
Chr25 5714729 C G Chr25_5714729_C_GC_G SNP 26649.63 33 23 19 38 18 35 40 28 36 18 26 23 19 16 33 23 19 38 18 35 40 28 36 18 26 23 19 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8510Pp3c25_8510transcript PAC:32979827protein_codingNA c.-443G>C NA NA NA NA 443
Chr25 5714733 G GC Chr25_5714733_G_GCG_GC INDEL 27263.59 33 23 19 36 18 37 40 31 36 18 26 22 17 16 33 23 19 36 18 37 40 31 36 18 26 22 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c25_8500Pp3c25_8500transcript PAC:32979106protein_coding 01-janv c.190dupG p.Ala64fs 1249/3091 190/1278 64/425 NA
Chr25 5714733 G GC Chr25_5714733_G_GCG_GC INDEL 27263.59 33 23 19 36 18 37 40 31 36 18 26 22 17 16 33 23 19 36 18 37 40 31 36 18 26 22 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c25_8510Pp3c25_8510transcript PAC:32979826protein_coding 01-janv c.190dupG p.Ala64fs 190/1278 190/1278 64/425 NA
Chr25 5714733 G GC Chr25_5714733_G_GCG_GC INDEL 27263.59 33 23 19 36 18 37 40 31 36 18 26 22 17 16 33 23 19 36 18 37 40 31 36 18 26 22 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c25_8490Pp3c25_8490transcript PAC:32979956protein_coding 03-mars c.-188dupC NA NA NA NA 187
Chr25 5714733 G GC Chr25_5714733_G_GCG_GC INDEL 27263.59 33 23 19 36 18 37 40 31 36 18 26 22 17 16 33 23 19 36 18 37 40 31 36 18 26 22 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c25_8490Pp3c25_8490transcript PAC:32979957protein_coding 03-mars c.-188dupC NA NA NA NA 187
Chr25 5714733 G GC Chr25_5714733_G_GCG_GC INDEL 27263.59 33 23 19 36 18 37 40 31 36 18 26 22 17 16 33 23 19 36 18 37 40 31 36 18 26 22 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8520Pp3c25_8520transcript PAC:32980204protein_codingNA c.-1248_-1247insCNA NA NA NA 1247
Chr25 5714733 G GC Chr25_5714733_G_GCG_GC INDEL 27263.59 33 23 19 36 18 37 40 31 36 18 26 22 17 16 33 23 19 36 18 37 40 31 36 18 26 22 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8510Pp3c25_8510transcript PAC:32979828protein_codingNA c.-1242dupG NA NA NA NA 1242
Chr25 5714733 G GC Chr25_5714733_G_GCG_GC INDEL 27263.59 33 23 19 36 18 37 40 31 36 18 26 22 17 16 33 23 19 36 18 37 40 31 36 18 26 22 17 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8510Pp3c25_8510transcript PAC:32979827protein_codingNA c.-448dupG NA NA NA NA 448
Chr25 5714738 T A Chr25_5714738_T_AT_A SNP 27477.63 33 22 19 39 19 37 42 31 35 17 25 22 15 16 33 22 19 39 19 37 42 31 35 17 25 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c25_8500Pp3c25_8500transcript PAC:32979106protein_coding 01-janv c.186A>T p.Ile62Ile 1245/3091 186/1278 62/425 NA
Chr25 5714738 T A Chr25_5714738_T_AT_A SNP 27477.63 33 22 19 39 19 37 42 31 35 17 25 22 15 16 33 22 19 39 19 37 42 31 35 17 25 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c25_8510Pp3c25_8510transcript PAC:32979826protein_coding 01-janv c.186A>T p.Ile62Ile 186/1278 186/1278 62/425 NA
Chr25 5714738 T A Chr25_5714738_T_AT_A SNP 27477.63 33 22 19 39 19 37 42 31 35 17 25 22 15 16 33 22 19 39 19 37 42 31 35 17 25 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c25_8490Pp3c25_8490transcript PAC:32979956protein_coding 03-mars c.-184T>A NA NA NA NA 184
Chr25 5714738 T A Chr25_5714738_T_AT_A SNP 27477.63 33 22 19 39 19 37 42 31 35 17 25 22 15 16 33 22 19 39 19 37 42 31 35 17 25 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c25_8490Pp3c25_8490transcript PAC:32979957protein_coding 03-mars c.-184T>A NA NA NA NA 184
Chr25 5714738 T A Chr25_5714738_T_AT_A SNP 27477.63 33 22 19 39 19 37 42 31 35 17 25 22 15 16 33 22 19 39 19 37 42 31 35 17 25 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8520Pp3c25_8520transcript PAC:32980204protein_codingNA c.-1243T>A NA NA NA NA 1243
Chr25 5714738 T A Chr25_5714738_T_AT_A SNP 27477.63 33 22 19 39 19 37 42 31 35 17 25 22 15 16 33 22 19 39 19 37 42 31 35 17 25 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8510Pp3c25_8510transcript PAC:32979828protein_codingNA c.-1246A>T NA NA NA NA 1246
Chr25 5714738 T A Chr25_5714738_T_AT_A SNP 27477.63 33 22 19 39 19 37 42 31 35 17 25 22 15 16 33 22 19 39 19 37 42 31 35 17 25 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8510Pp3c25_8510transcript PAC:32979827protein_codingNA c.-452A>T NA NA NA NA 452
Chr25 5714739 A C Chr25_5714739_A_CA_C SNP 27207.63 33 23 20 40 19 38 42 31 34 19 26 22 15 16 33 23 20 40 19 38 42 31 34 19 26 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c25_8500Pp3c25_8500transcript PAC:32979106protein_coding 01-janv c.185T>G p.Ile62Arg 1244/3091 185/1278 62/425 NA
Chr25 5714739 A C Chr25_5714739_A_CA_C SNP 27207.63 33 23 20 40 19 38 42 31 34 19 26 22 15 16 33 23 20 40 19 38 42 31 34 19 26 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c25_8510Pp3c25_8510transcript PAC:32979826protein_coding 01-janv c.185T>G p.Ile62Arg 185/1278 185/1278 62/425 NA
Chr25 5714739 A C Chr25_5714739_A_CA_C SNP 27207.63 33 23 20 40 19 38 42 31 34 19 26 22 15 16 33 23 20 40 19 38 42 31 34 19 26 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c25_8490Pp3c25_8490transcript PAC:32979956protein_coding 03-mars c.-183A>C NA NA NA NA 183
Chr25 5714739 A C Chr25_5714739_A_CA_C SNP 27207.63 33 23 20 40 19 38 42 31 34 19 26 22 15 16 33 23 20 40 19 38 42 31 34 19 26 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c25_8490Pp3c25_8490transcript PAC:32979957protein_coding 03-mars c.-183A>C NA NA NA NA 183
Chr25 5714739 A C Chr25_5714739_A_CA_C SNP 27207.63 33 23 20 40 19 38 42 31 34 19 26 22 15 16 33 23 20 40 19 38 42 31 34 19 26 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8520Pp3c25_8520transcript PAC:32980204protein_codingNA c.-1242A>C NA NA NA NA 1242
Chr25 5714739 A C Chr25_5714739_A_CA_C SNP 27207.63 33 23 20 40 19 38 42 31 34 19 26 22 15 16 33 23 20 40 19 38 42 31 34 19 26 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8510Pp3c25_8510transcript PAC:32979828protein_codingNA c.-1247T>G NA NA NA NA 1247
Chr25 5714739 A C Chr25_5714739_A_CA_C SNP 27207.63 33 23 20 40 19 38 42 31 34 19 26 22 15 16 33 23 20 40 19 38 42 31 34 19 26 22 15 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_8510Pp3c25_8510transcript PAC:32979827protein_codingNA c.-453T>G NA NA NA NA 453
Chr25 5799556 G T Chr25_5799556_G_TG_T SNP 17100.63 29 16 13 31 25 26 25 29 21 11 8 10 14 9 29 16 13 31 25 26 25 29 21 11 8 10 14 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_8610-Pp3c25_8630Pp3c25_8610-Pp3c25_8630intergenic_regionPp3c25_8610-Pp3c25_8630NA NA n.5799556G>TNA NA NA NA NA
Chr25 5800595 C CA Chr25_5800595_C_CAC_CA INDEL 19746.59 33 20 14 34 30 35 35 28 27 32 16 23 7 6 33 20 14 34 30 35 35 28 27 32 16 23 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_8610-Pp3c25_8630Pp3c25_8610-Pp3c25_8630intergenic_regionPp3c25_8610-Pp3c25_8630NA NA n.5800595_5800596insANA NA NA NA NA
Chr25 5828907 G T Chr25_5828907_G_TG_T SNP 20837.63 28 22 19 38 19 28 35 19 31 28 12 12 8 11 28 22 19 38 19 28 35 19 31 28 12 12 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_8654-Pp3c25_8670Pp3c25_8654-Pp3c25_8670intergenic_regionPp3c25_8654-Pp3c25_8670NA NA n.5828907G>TNA NA NA NA NA
Chr25 6081817 GA G Chr25_6081817_GA_GGA_G INDEL 13960.59 20 17 14 26 31 22 24 11 16 20 14 16 8 9 20 17 14 26 31 22 24 11 16 20 14 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_8880-Pp3c25_8910Pp3c25_8880-Pp3c25_8910intergenic_regionPp3c25_8880-Pp3c25_8910NA NA n.6081818delANA NA NA NA NA
Chr25 6160683 G C Chr25_6160683_G_CG_C SNP 15322.63 19 7 17 15 19 21 22 15 15 9 6 14 8 7 19 7 17 15 19 21 22 15 15 9 6 14 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_8910-Pp3c25_8980Pp3c25_8910-Pp3c25_8980intergenic_regionPp3c25_8910-Pp3c25_8980NA NA n.6160683G>CNA NA NA NA NA
Chr25 6160684 C A Chr25_6160684_C_AC_A SNP 15322.63 19 7 17 15 19 21 22 15 15 9 6 14 9 8 19 7 17 15 19 21 22 15 15 9 6 14 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_8910-Pp3c25_8980Pp3c25_8910-Pp3c25_8980intergenic_regionPp3c25_8910-Pp3c25_8980NA NA n.6160684C>ANA NA NA NA NA
Chr25 6323925 G T Chr25_6323925_G_TG_T SNP 21139.63 33 11 18 29 29 28 28 17 24 23 18 17 11 12 33 11 18 29 29 28 28 17 24 23 18 17 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9140-Pp3c25_9200Pp3c25_9140-Pp3c25_9200intergenic_regionPp3c25_9140-Pp3c25_9200NA NA n.6323925G>TNA NA NA NA NA
Chr25 6324145 A G Chr25_6324145_A_GA_G SNP 6702.29 0 0 0 29 30 27 25 23 0 0 0 0 0 0 18 17 19 29 30 27 25 23 14 28 18 12 13 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_9140-Pp3c25_9200Pp3c25_9140-Pp3c25_9200intergenic_regionPp3c25_9140-Pp3c25_9200NA NA n.6324145A>GNA NA NA NA NA
Chr25 6662988 C CA Chr25_6662988_C_CAC_CA INDEL 17145.59 27 16 19 25 21 24 31 23 21 30 10 15 10 18 27 16 19 25 21 24 31 23 21 30 10 15 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9410-Pp3c25_9550Pp3c25_9410-Pp3c25_9550intergenic_regionPp3c25_9410-Pp3c25_9550NA NA n.6662988_6662989insANA NA NA NA NA
Chr25 6735972 A AAT Chr25_6735972_A_AATA_AAT INDEL 1165.35 21 6 10 0 0 1 0 0 0 0 0 0 0 0 21 6 10 12 7 16 21 14 14 14 11 5 9 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_9570Pp3c25_9570transcript PAC:32980264protein_codingNA c.-1736_-1735insATNA NA NA NA 1022
Chr25 6735972 A AAT Chr25_6735972_A_AATA_AAT INDEL 1165.35 21 6 10 0 0 1 0 0 0 0 0 0 0 0 21 6 10 12 7 16 21 14 14 14 11 5 9 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_9570Pp3c25_9570transcript PAC:32980265protein_codingNA c.-1736_-1735insATNA NA NA NA 1010
Chr25 6735972 A AAT Chr25_6735972_A_AATA_AAT INDEL 1165.35 21 6 10 0 0 1 0 0 0 0 0 0 0 0 21 6 10 12 7 16 21 14 14 14 11 5 9 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_9570Pp3c25_9570transcript PAC:32980266protein_codingNA c.-1736_-1735insATNA NA NA NA 1010
Chr25 6735972 A AAT Chr25_6735972_A_AATA_AAT INDEL 1165.35 21 6 10 0 0 1 0 0 0 0 0 0 0 0 21 6 10 12 7 16 21 14 14 14 11 5 9 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c25_9570Pp3c25_9570transcript PAC:32980267protein_codingNA c.-1736_-1735insATNA NA NA NA 1010
Chr25 6735972 A AAT Chr25_6735972_A_AATA_AAT INDEL 1165.35 21 6 10 0 0 1 0 0 0 0 0 0 0 0 21 6 10 12 7 16 21 14 14 14 11 5 9 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c25_9550-Pp3c25_9570Pp3c25_9550-Pp3c25_9570intergenic_regionPp3c25_9550-Pp3c25_9570NA NA n.6735972_6735973insATNA NA NA NA NA
Chr25 6808547 G C Chr25_6808547_G_CG_C SNP 12546.29 27 10 24 0 1 0 0 0 25 28 18 29 20 6 28 11 24 24 24 33 24 27 25 30 19 31 22 6 0.964 0.909 1 0 0 0 0 0 1 0.933 0.947 0.935 0.909 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c25_9610-Pp3c25_9710Pp3c25_9610-Pp3c25_9710intergenic_regionPp3c25_9610-Pp3c25_9710NA NA n.6808547G>CNA NA NA NA NA
Chr25 6814402 A T Chr25_6814402_A_TA_T SNP 16822.63 19 8 19 12 26 24 9 15 18 25 35 20 14 12 19 8 19 12 26 24 9 15 18 25 35 20 14 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9610-Pp3c25_9710Pp3c25_9610-Pp3c25_9710intergenic_regionPp3c25_9610-Pp3c25_9710NA NA n.6814402A>TNA NA NA NA NA
Chr25 6814513 G A Chr25_6814513_G_AG_A SNP 17258.63 23 13 18 13 29 21 13 15 19 32 31 17 5 15 23 13 18 13 29 21 13 15 19 32 31 17 5 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9610-Pp3c25_9710Pp3c25_9610-Pp3c25_9710intergenic_regionPp3c25_9610-Pp3c25_9710NA NA n.6814513G>ANA NA NA NA NA
Chr25 6814601 C A Chr25_6814601_C_AC_A SNP 11187.63 11 5 11 10 15 18 9 8 15 14 13 12 6 4 11 5 11 10 15 18 9 8 15 14 13 12 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9610-Pp3c25_9710Pp3c25_9610-Pp3c25_9710intergenic_regionPp3c25_9610-Pp3c25_9710NA NA n.6814601C>ANA NA NA NA NA
Chr25 6814602 C A Chr25_6814602_C_AC_A SNP 11187.63 11 5 11 10 15 18 9 8 15 14 13 13 6 4 11 5 11 10 15 18 9 8 15 14 13 13 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9610-Pp3c25_9710Pp3c25_9610-Pp3c25_9710intergenic_regionPp3c25_9610-Pp3c25_9710NA NA n.6814602C>ANA NA NA NA NA
Chr25 6814658 A T Chr25_6814658_A_TA_T SNP 7425.63 5 7 7 6 13 12 8 5 4 10 5 6 4 4 5 7 7 6 13 12 8 5 4 11 5 6 4 4 1 1 1 1 1 1 1 1 1 0.909 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9610-Pp3c25_9710Pp3c25_9610-Pp3c25_9710intergenic_regionPp3c25_9610-Pp3c25_9710NA NA n.6814658A>TNA NA NA NA NA
Chr25 6839070 C T Chr25_6839070_C_TC_T SNP 35988.63 38 30 34 33 49 64 29 40 72 41 22 36 30 30 40 33 34 36 53 69 30 41 75 45 22 36 30 33 0.95 0.909 1 0.917 0.925 0.928 0.967 0.976 0.96 0.911 1 1 1 0.909 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9710-Pp3c25_9740Pp3c25_9710-Pp3c25_9740intergenic_regionPp3c25_9710-Pp3c25_9740NA NA n.6839070C>TNA NA NA NA NA
Chr25 6839206 C T Chr25_6839206_C_TC_T SNP 21220.63 29 11 22 24 29 37 8 18 31 24 19 21 12 14 29 11 22 24 29 37 8 18 31 24 19 21 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9710-Pp3c25_9740Pp3c25_9710-Pp3c25_9740intergenic_regionPp3c25_9710-Pp3c25_9740NA NA n.6839206C>TNA NA NA NA NA
Chr25 6839207 C T Chr25_6839207_C_TC_T SNP 20040.63 29 11 20 22 28 36 8 19 30 24 19 21 13 14 29 11 21 23 28 36 8 19 30 24 19 21 13 14 1 1 0.952 0.957 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9710-Pp3c25_9740Pp3c25_9710-Pp3c25_9740intergenic_regionPp3c25_9710-Pp3c25_9740NA NA n.6839207C>TNA NA NA NA NA
Chr25 6839235 G A Chr25_6839235_G_AG_A SNP 18541.63 28 14 14 20 21 31 7 20 28 20 14 18 12 13 28 14 14 20 21 31 7 20 28 20 14 18 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9710-Pp3c25_9740Pp3c25_9710-Pp3c25_9740intergenic_regionPp3c25_9710-Pp3c25_9740NA NA n.6839235G>ANA NA NA NA NA
Chr25 6842284 C T Chr25_6842284_C_TC_T SNP 33263.63 40 22 20 52 34 53 33 38 41 32 28 28 28 16 40 22 20 52 34 53 33 38 41 32 28 28 28 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9710-Pp3c25_9740Pp3c25_9710-Pp3c25_9740intergenic_regionPp3c25_9710-Pp3c25_9740NA NA n.6842284C>TNA NA NA NA NA
Chr25 6842294 G A Chr25_6842294_G_AG_A SNP 33739.63 42 24 21 54 32 51 33 42 40 36 26 26 28 16 42 24 21 54 32 51 33 42 40 36 26 26 28 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9710-Pp3c25_9740Pp3c25_9710-Pp3c25_9740intergenic_regionPp3c25_9710-Pp3c25_9740NA NA n.6842294G>ANA NA NA NA NA
Chr25 6842535 C T Chr25_6842535_C_TC_T SNP 10934.63 9 9 8 11 11 12 10 10 13 19 8 11 6 4 9 9 8 11 11 12 10 11 13 19 8 11 6 4 1 1 1 1 1 1 1 0.909 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9710-Pp3c25_9740Pp3c25_9710-Pp3c25_9740intergenic_regionPp3c25_9710-Pp3c25_9740NA NA n.6842535C>TNA NA NA NA NA
Chr25 6842550 G A Chr25_6842550_G_AG_A SNP 10788.63 16 7 7 10 13 13 10 7 11 18 7 8 6 4 16 7 7 10 13 13 10 8 11 18 7 8 6 4 1 1 1 1 1 1 1 0.875 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9710-Pp3c25_9740Pp3c25_9710-Pp3c25_9740intergenic_regionPp3c25_9710-Pp3c25_9740NA NA n.6842550G>ANA NA NA NA NA
Chr25 6842561 G T Chr25_6842561_G_TG_T SNP 10483.63 21 6 5 11 11 12 10 5 9 21 9 9 7 4 21 6 5 11 11 12 10 5 9 21 9 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9710-Pp3c25_9740Pp3c25_9710-Pp3c25_9740intergenic_regionPp3c25_9710-Pp3c25_9740NA NA n.6842561G>TNA NA NA NA NA
Chr25 6846217 G T Chr25_6846217_G_TG_T SNP 15198.63 35 17 9 21 14 25 13 29 21 21 15 17 9 11 35 17 9 21 14 25 13 29 21 21 15 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9710-Pp3c25_9740Pp3c25_9710-Pp3c25_9740intergenic_regionPp3c25_9710-Pp3c25_9740NA NA n.6846217G>TNA NA NA NA NA
Chr25 6892143 C CT Chr25_6892143_C_CTC_CT INDEL 16356.59 27 19 17 33 12 17 32 29 18 20 14 14 10 7 27 19 17 33 12 17 32 29 18 20 14 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_9740Pp3c25_9740transcript PAC:32979447protein_codingNA c.*3695_*3696insTNA NA NA NA 3291
Chr25 6892143 C CT Chr25_6892143_C_CTC_CT INDEL 16356.59 27 19 17 33 12 17 32 29 18 20 14 14 10 7 27 19 17 33 12 17 32 29 18 20 14 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_9740Pp3c25_9740transcript PAC:32979448protein_codingNA c.*3695_*3696insTNA NA NA NA 3258
Chr25 6892143 C CT Chr25_6892143_C_CTC_CT INDEL 16356.59 27 19 17 33 12 17 32 29 18 20 14 14 10 7 27 19 17 33 12 17 32 29 18 20 14 14 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9740-Pp3c25_9780Pp3c25_9740-Pp3c25_9780intergenic_regionPp3c25_9740-Pp3c25_9780NA NA n.6892143_6892144insTNA NA NA NA NA
Chr25 6892230 G C Chr25_6892230_G_CG_C SNP 18566.63 33 19 17 14 18 30 30 28 17 25 14 16 12 8 33 19 17 14 18 30 30 28 17 25 14 16 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_9740Pp3c25_9740transcript PAC:32979447protein_codingNA c.*3782G>C NA NA NA NA 3377
Chr25 6892230 G C Chr25_6892230_G_CG_C SNP 18566.63 33 19 17 14 18 30 30 28 17 25 14 16 12 8 33 19 17 14 18 30 30 28 17 25 14 16 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_9740Pp3c25_9740transcript PAC:32979448protein_codingNA c.*3782G>C NA NA NA NA 3344
Chr25 6892230 G C Chr25_6892230_G_CG_C SNP 18566.63 33 19 17 14 18 30 30 28 17 25 14 16 12 8 33 19 17 14 18 30 30 28 17 25 14 16 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9740-Pp3c25_9780Pp3c25_9740-Pp3c25_9780intergenic_regionPp3c25_9740-Pp3c25_9780NA NA n.6892230G>CNA NA NA NA NA
Chr25 6994605 G A Chr25_6994605_G_AG_A SNP 6224.29 0 0 0 22 18 26 25 28 0 0 0 0 0 0 35 12 19 22 18 26 25 28 24 28 8 17 16 14 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_9800-Pp3c25_9970Pp3c25_9800-Pp3c25_9970intergenic_regionPp3c25_9800-Pp3c25_9970NA NA n.6994605G>ANA NA NA NA NA
Chr25 7038284 T TC Chr25_7038284_T_TCT_TC INDEL 15119.59 31 12 16 24 9 16 28 16 17 31 14 18 9 4 31 12 16 25 9 16 28 16 17 31 14 18 9 4 1 1 1 0.96 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9800-Pp3c25_9970Pp3c25_9800-Pp3c25_9970intergenic_regionPp3c25_9800-Pp3c25_9970NA NA n.7038284_7038285insCNA NA NA NA NA
Chr25 7040583 A T Chr25_7040583_A_TA_T SNP 12586.63 23 11 10 16 12 18 24 13 11 10 7 11 7 8 23 11 10 16 12 18 24 13 11 10 7 11 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9800-Pp3c25_9970Pp3c25_9800-Pp3c25_9970intergenic_regionPp3c25_9800-Pp3c25_9970NA NA n.7040583A>TNA NA NA NA NA
Chr25 7040603 G A Chr25_7040603_G_AG_A SNP 12729.63 19 8 12 18 10 17 25 16 9 8 6 8 6 6 19 8 12 18 10 17 25 16 9 8 6 8 6 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9800-Pp3c25_9970Pp3c25_9800-Pp3c25_9970intergenic_regionPp3c25_9800-Pp3c25_9970NA NA n.7040603G>ANA NA NA NA NA
Chr25 7040610 G A Chr25_7040610_G_AG_A SNP 12832.63 19 8 12 16 11 17 25 15 11 8 6 7 8 5 19 8 12 16 11 17 25 15 11 8 6 7 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9800-Pp3c25_9970Pp3c25_9800-Pp3c25_9970intergenic_regionPp3c25_9800-Pp3c25_9970NA NA n.7040610G>ANA NA NA NA NA
Chr25 7040611 G A Chr25_7040611_G_AG_A SNP 12723.63 19 8 12 16 13 17 25 16 12 8 6 7 8 5 19 8 12 16 13 17 25 16 12 8 6 7 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9800-Pp3c25_9970Pp3c25_9800-Pp3c25_9970intergenic_regionPp3c25_9800-Pp3c25_9970NA NA n.7040611G>ANA NA NA NA NA
Chr25 7051092 C T Chr25_7051092_C_TC_T SNP 12611.63 30 19 14 13 10 18 18 12 24 16 8 17 9 10 30 19 14 13 10 18 18 12 24 16 8 17 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9800-Pp3c25_9970Pp3c25_9800-Pp3c25_9970intergenic_regionPp3c25_9800-Pp3c25_9970NA NA n.7051092C>TNA NA NA NA NA
Chr25 7174345 A T Chr25_7174345_A_TA_T SNP 15144.63 32 22 8 24 17 25 31 21 14 15 12 6 7 5 32 22 8 24 17 25 31 21 14 15 12 6 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9970-Pp3c25_9980Pp3c25_9970-Pp3c25_9980intergenic_regionPp3c25_9970-Pp3c25_9980NA NA n.7174345A>TNA NA NA NA NA
Chr25 7174432 T G Chr25_7174432_T_GT_G SNP 15497.63 32 14 9 19 15 24 33 20 15 16 18 14 16 15 32 14 9 19 15 24 33 20 15 16 18 14 16 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_9970-Pp3c25_9980Pp3c25_9970-Pp3c25_9980intergenic_regionPp3c25_9970-Pp3c25_9980NA NA n.7174432T>GNA NA NA NA NA
Chr25 7315874 G GA Chr25_7315874_G_GAG_GA INDEL 17201.59 27 17 15 24 13 23 34 24 30 34 24 12 13 13 27 17 15 24 13 23 34 24 30 34 24 12 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_10100-Pp3c25_10130Pp3c25_10100-Pp3c25_10130intergenic_regionPp3c25_10100-Pp3c25_10130NA NA n.7315874_7315875insANA NA NA NA NA
Chr25 7407238 G A Chr25_7407238_G_AG_A SNP 4352.29 0 0 0 21 14 18 14 16 0 0 0 0 0 0 10 10 10 22 14 19 14 16 22 10 18 15 6 5 0 0 0 0.955 1 0.947 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_10190-Pp3c25_10220Pp3c25_10190-Pp3c25_10220intergenic_regionPp3c25_10190-Pp3c25_10220NA NA n.7407238G>ANA NA NA NA NA
Chr25 7766337 A AT Chr25_7766337_A_ATA_AT INDEL 13422.59 20 15 16 22 18 23 39 22 16 18 13 17 9 10 20 15 16 22 18 23 39 22 16 18 13 17 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_10610-Pp3c25_10700Pp3c25_10610-Pp3c25_10700intergenic_regionPp3c25_10610-Pp3c25_10700NA NA n.7766337_7766338insTNA NA NA NA NA
Chr25 7768373 G GA Chr25_7768373_G_GAG_GA INDEL 13472.59 13 13 13 9 15 19 20 9 23 16 9 17 7 11 13 13 13 9 15 19 20 9 23 16 9 17 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_10610-Pp3c25_10700Pp3c25_10610-Pp3c25_10700intergenic_regionPp3c25_10610-Pp3c25_10700NA NA n.7768373_7768374insANA NA NA NA NA
Chr25 7768393 G GA Chr25_7768393_G_GAG_GA INDEL 11554.59 12 11 6 8 9 17 17 8 22 12 6 14 6 10 12 11 6 8 9 17 17 8 22 12 6 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_10610-Pp3c25_10700Pp3c25_10610-Pp3c25_10700intergenic_regionPp3c25_10610-Pp3c25_10700NA NA n.7768393_7768394insANA NA NA NA NA
Chr25 7768564 A T Chr25_7768564_A_TA_T SNP 12424.63 22 10 9 16 15 22 17 16 13 9 11 9 4 12 22 10 9 16 15 22 17 16 13 9 11 9 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_10610-Pp3c25_10700Pp3c25_10610-Pp3c25_10700intergenic_regionPp3c25_10610-Pp3c25_10700NA NA n.7768564A>TNA NA NA NA NA
Chr25 7772216 G T Chr25_7772216_G_TG_T SNP 18311.63 23 16 20 18 19 21 17 28 22 28 19 15 17 15 23 16 20 18 19 21 17 28 22 28 19 15 17 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_10610-Pp3c25_10700Pp3c25_10610-Pp3c25_10700intergenic_regionPp3c25_10610-Pp3c25_10700NA NA n.7772216G>TNA NA NA NA NA
Chr25 7772422 C CA Chr25_7772422_C_CAC_CA INDEL 15049.59 24 17 13 19 21 21 23 21 17 26 17 17 8 8 24 17 13 19 21 21 23 21 17 26 17 17 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_10610-Pp3c25_10700Pp3c25_10610-Pp3c25_10700intergenic_regionPp3c25_10610-Pp3c25_10700NA NA n.7772422_7772423insANA NA NA NA NA



Chr25 7977681 G A Chr25_7977681_G_AG_A SNP 16371.63 26 20 14 19 21 17 27 19 20 28 11 11 6 8 26 20 14 19 21 17 27 19 20 28 11 11 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_10830-Pp3c25_10990Pp3c25_10830-Pp3c25_10990intergenic_regionPp3c25_10830-Pp3c25_10990NA NA n.7977681G>ANA NA NA NA NA
Chr25 7996235 A T Chr25_7996235_A_TA_T SNP 10206.29 39 8 13 0 0 0 0 0 21 16 9 9 19 8 39 8 13 29 17 23 25 23 21 16 10 9 19 8 1 1 1 0 0 0 0 0 1 1 0.9 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c25_10830-Pp3c25_10990Pp3c25_10830-Pp3c25_10990intergenic_regionPp3c25_10830-Pp3c25_10990NA NA n.7996235A>TNA NA NA NA NA
Chr25 8037331 G A Chr25_8037331_G_AG_A SNP 11024.63 14 12 15 20 14 12 21 13 12 22 7 13 9 4 14 12 15 20 14 12 21 13 12 22 7 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_11060Pp3c25_11060transcript PAC:32980846protein_codingNA c.-3564C>T NA NA NA NA 3564
Chr25 8037331 G A Chr25_8037331_G_AG_A SNP 11024.63 14 12 15 20 14 12 21 13 12 22 7 13 9 4 14 12 15 20 14 12 21 13 12 22 7 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_11060Pp3c25_11060transcript PAC:32980847protein_codingNA c.-3564C>T NA NA NA NA 3564
Chr25 8037331 G A Chr25_8037331_G_AG_A SNP 11024.63 14 12 15 20 14 12 21 13 12 22 7 13 9 4 14 12 15 20 14 12 21 13 12 22 7 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11051Pp3c25_11051transcript PAC:32980473protein_codingNA c.*4591G>A NA NA NA NA 4591
Chr25 8037331 G A Chr25_8037331_G_AG_A SNP 11024.63 14 12 15 20 14 12 21 13 12 22 7 13 9 4 14 12 15 20 14 12 21 13 12 22 7 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11070Pp3c25_11070transcript PAC:32979508protein_codingNA c.*2057G>A NA NA NA NA 1784
Chr25 8037331 G A Chr25_8037331_G_AG_A SNP 11024.63 14 12 15 20 14 12 21 13 12 22 7 13 9 4 14 12 15 20 14 12 21 13 12 22 7 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11070Pp3c25_11070transcript PAC:32979509protein_codingNA c.*2057G>A NA NA NA NA 2057
Chr25 8037331 G A Chr25_8037331_G_AG_A SNP 11024.63 14 12 15 20 14 12 21 13 12 22 7 13 9 4 14 12 15 20 14 12 21 13 12 22 7 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_11070-Pp3c25_11093Pp3c25_11070-Pp3c25_11093intergenic_regionPp3c25_11070-Pp3c25_11093NA NA n.8037331G>ANA NA NA NA NA
Chr25 8037374 A G Chr25_8037374_A_GA_G SNP 14785.63 20 14 20 31 20 20 32 20 11 20 9 17 11 7 20 14 20 31 20 20 32 20 11 20 9 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_11060Pp3c25_11060transcript PAC:32980846protein_codingNA c.-3607T>C NA NA NA NA 3607
Chr25 8037374 A G Chr25_8037374_A_GA_G SNP 14785.63 20 14 20 31 20 20 32 20 11 20 9 17 11 7 20 14 20 31 20 20 32 20 11 20 9 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_11060Pp3c25_11060transcript PAC:32980847protein_codingNA c.-3607T>C NA NA NA NA 3607
Chr25 8037374 A G Chr25_8037374_A_GA_G SNP 14785.63 20 14 20 31 20 20 32 20 11 20 9 17 11 7 20 14 20 31 20 20 32 20 11 20 9 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11051Pp3c25_11051transcript PAC:32980473protein_codingNA c.*4634A>G NA NA NA NA 4634
Chr25 8037374 A G Chr25_8037374_A_GA_G SNP 14785.63 20 14 20 31 20 20 32 20 11 20 9 17 11 7 20 14 20 31 20 20 32 20 11 20 9 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11070Pp3c25_11070transcript PAC:32979508protein_codingNA c.*2100A>G NA NA NA NA 1827
Chr25 8037374 A G Chr25_8037374_A_GA_G SNP 14785.63 20 14 20 31 20 20 32 20 11 20 9 17 11 7 20 14 20 31 20 20 32 20 11 20 9 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11070Pp3c25_11070transcript PAC:32979509protein_codingNA c.*2100A>G NA NA NA NA 2100
Chr25 8037374 A G Chr25_8037374_A_GA_G SNP 14785.63 20 14 20 31 20 20 32 20 11 20 9 17 11 7 20 14 20 31 20 20 32 20 11 20 9 17 11 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_11070-Pp3c25_11093Pp3c25_11070-Pp3c25_11093intergenic_regionPp3c25_11070-Pp3c25_11093NA NA n.8037374A>GNA NA NA NA NA
Chr25 8038962 TCTA T Chr25_8038962_TCTA_TTCTA_T INDEL 55020.59 63 56 46 69 72 91 104 68 67 58 37 35 39 26 63 56 46 69 72 91 104 68 67 58 37 35 39 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_11093Pp3c25_11093transcript PAC:32979347protein_codingNA c.-5566_-5564delCTANA NA NA NA 4993
Chr25 8038962 TCTA T Chr25_8038962_TCTA_TTCTA_T INDEL 55020.59 63 56 46 69 72 91 104 68 67 58 37 35 39 26 63 56 46 69 72 91 104 68 67 58 37 35 39 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11070Pp3c25_11070transcript PAC:32979508protein_codingNA c.*3689_*3691delCTANA NA NA NA 3416
Chr25 8038962 TCTA T Chr25_8038962_TCTA_TTCTA_T INDEL 55020.59 63 56 46 69 72 91 104 68 67 58 37 35 39 26 63 56 46 69 72 91 104 68 67 58 37 35 39 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11070Pp3c25_11070transcript PAC:32979509protein_codingNA c.*3689_*3691delCTANA NA NA NA 3689
Chr25 8038962 TCTA T Chr25_8038962_TCTA_TTCTA_T INDEL 55020.59 63 56 46 69 72 91 104 68 67 58 37 35 39 26 63 56 46 69 72 91 104 68 67 58 37 35 39 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_11070-Pp3c25_11093Pp3c25_11070-Pp3c25_11093intergenic_regionPp3c25_11070-Pp3c25_11093NA NA n.8038963_8038965delCTANA NA NA NA NA
Chr25 8076242 G T Chr25_8076242_G_TG_T SNP 5614.29 0 0 0 21 15 22 26 33 0 0 0 0 0 0 33 12 19 21 15 22 26 33 23 23 18 17 13 9 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_11093-Pp3c25_11150Pp3c25_11093-Pp3c25_11150intergenic_regionPp3c25_11093-Pp3c25_11150NA NA n.8076242G>TNA NA NA NA NA
Chr25 8170536 C CTA Chr25_8170536_C_CTAC_CTA INDEL 10822.59 24 12 14 19 8 17 21 19 26 25 12 14 10 6 25 12 14 20 8 17 22 20 26 25 12 14 10 6 0.96 1 1 0.95 1 1 0.955 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_11320Pp3c25_11320transcript PAC:32979835protein_codingNA c.-3082_-3081insTANA NA NA NA 2270
Chr25 8170536 C CTA Chr25_8170536_C_CTAC_CTA INDEL 10822.59 24 12 14 19 8 17 21 19 26 25 12 14 10 6 25 12 14 20 8 17 22 20 26 25 12 14 10 6 0.96 1 1 0.95 1 1 0.955 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_11350Pp3c25_11350transcript PAC:32979227protein_codingNA c.-4062_-4061insTANA NA NA NA 4061
Chr25 8170536 C CTA Chr25_8170536_C_CTAC_CTA INDEL 10822.59 24 12 14 19 8 17 21 19 26 25 12 14 10 6 25 12 14 20 8 17 22 20 26 25 12 14 10 6 0.96 1 1 0.95 1 1 0.955 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_11320Pp3c25_11320transcript PAC:32979836protein_codingNA c.-3082_-3081insTANA NA NA NA 2105
Chr25 8170536 C CTA Chr25_8170536_C_CTAC_CTA INDEL 10822.59 24 12 14 19 8 17 21 19 26 25 12 14 10 6 25 12 14 20 8 17 22 20 26 25 12 14 10 6 0.96 1 1 0.95 1 1 0.955 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11340Pp3c25_11340transcript PAC:32979958protein_codingNA c.*3185_*3186insTANA NA NA NA 2394
Chr25 8170536 C CTA Chr25_8170536_C_CTAC_CTA INDEL 10822.59 24 12 14 19 8 17 21 19 26 25 12 14 10 6 25 12 14 20 8 17 22 20 26 25 12 14 10 6 0.96 1 1 0.95 1 1 0.955 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11340Pp3c25_11340transcript PAC:32979959protein_codingNA c.*3185_*3186insTANA NA NA NA 2294
Chr25 8170536 C CTA Chr25_8170536_C_CTAC_CTA INDEL 10822.59 24 12 14 19 8 17 21 19 26 25 12 14 10 6 25 12 14 20 8 17 22 20 26 25 12 14 10 6 0.96 1 1 0.95 1 1 0.955 0.95 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_11320-Pp3c25_11340Pp3c25_11320-Pp3c25_11340intergenic_regionPp3c25_11320-Pp3c25_11340NA NA n.8170536_8170537insTANA NA NA NA NA
Chr25 8171765 AAT A Chr25_8171765_AAT_AAAT_A INDEL 8051.5 29 17 6 22 15 18 31 18 22 17 7 9 9 10 29 17 6 22 15 19 31 18 22 18 8 11 9 10 1 1 1 1 1 0.947 1 1 1 0.944 0.875 0.818 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_11320Pp3c25_11320transcript PAC:32979835protein_codingNA c.-4312_-4311delATNA NA NA NA 3499
Chr25 8171765 AAT A Chr25_8171765_AAT_AAAT_A INDEL 8051.5 29 17 6 22 15 18 31 18 22 17 7 9 9 10 29 17 6 22 15 19 31 18 22 18 8 11 9 10 1 1 1 1 1 0.947 1 1 1 0.944 0.875 0.818 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_11350Pp3c25_11350transcript PAC:32979227protein_codingNA c.-2832_-2831delATNA NA NA NA 2832
Chr25 8171765 AAT A Chr25_8171765_AAT_AAAT_A INDEL 8051.5 29 17 6 22 15 18 31 18 22 17 7 9 9 10 29 17 6 22 15 19 31 18 22 18 8 11 9 10 1 1 1 1 1 0.947 1 1 1 0.944 0.875 0.818 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_11320Pp3c25_11320transcript PAC:32979836protein_codingNA c.-4312_-4311delATNA NA NA NA 3334
Chr25 8171765 AAT A Chr25_8171765_AAT_AAAT_A INDEL 8051.5 29 17 6 22 15 18 31 18 22 17 7 9 9 10 29 17 6 22 15 19 31 18 22 18 8 11 9 10 1 1 1 1 1 0.947 1 1 1 0.944 0.875 0.818 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11340Pp3c25_11340transcript PAC:32979958protein_codingNA c.*1955_*1956delATNA NA NA NA 1165
Chr25 8171765 AAT A Chr25_8171765_AAT_AAAT_A INDEL 8051.5 29 17 6 22 15 18 31 18 22 17 7 9 9 10 29 17 6 22 15 19 31 18 22 18 8 11 9 10 1 1 1 1 1 0.947 1 1 1 0.944 0.875 0.818 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11340Pp3c25_11340transcript PAC:32979959protein_codingNA c.*1955_*1956delATNA NA NA NA 1065
Chr25 8171765 AAT A Chr25_8171765_AAT_AAAT_A INDEL 8051.5 29 17 6 22 15 18 31 18 22 17 7 9 9 10 29 17 6 22 15 19 31 18 22 18 8 11 9 10 1 1 1 1 1 0.947 1 1 1 0.944 0.875 0.818 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_11320-Pp3c25_11340Pp3c25_11320-Pp3c25_11340intergenic_regionPp3c25_11320-Pp3c25_11340NA NA n.8171766_8171767delATNA NA NA NA NA
Chr25 8337442 C G Chr25_8337442_C_GC_G SNP 10969.63 15 4 7 11 11 19 16 16 11 24 19 5 5 6 16 4 7 12 11 19 16 16 12 24 20 6 5 6 0.938 1 1 0.917 1 1 1 1 0.917 1 0.95 0.833 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_11630-Pp3c25_11670Pp3c25_11630-Pp3c25_11670intergenic_regionPp3c25_11630-Pp3c25_11670NA NA n.8337442C>GNA NA NA NA NA
Chr25 8337445 C T Chr25_8337445_C_TC_T SNP 11031.63 15 4 7 12 11 19 16 17 12 24 19 5 5 7 16 4 7 13 11 19 16 17 13 24 20 6 5 7 0.938 1 1 0.923 1 1 1 1 0.923 1 0.95 0.833 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_11630-Pp3c25_11670Pp3c25_11630-Pp3c25_11670intergenic_regionPp3c25_11630-Pp3c25_11670NA NA n.8337445C>TNA NA NA NA NA
Chr25 8375579 A AT Chr25_8375579_A_ATA_AT INDEL 11784.59 15 7 10 10 14 19 29 18 14 20 17 16 10 11 15 7 10 10 14 19 29 18 14 20 17 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11700Pp3c25_11700transcript PAC:32980461protein_codingNA c.*3881_*3882insTNA NA NA NA 3203
Chr25 8375579 A AT Chr25_8375579_A_ATA_AT INDEL 11784.59 15 7 10 10 14 19 29 18 14 20 17 16 10 11 15 7 10 10 14 19 29 18 14 20 17 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11700Pp3c25_11700transcript PAC:32980462protein_codingNA c.*3881_*3882insTNA NA NA NA 3762
Chr25 8375579 A AT Chr25_8375579_A_ATA_AT INDEL 11784.59 15 7 10 10 14 19 29 18 14 20 17 16 10 11 15 7 10 10 14 19 29 18 14 20 17 16 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_11700-Pp3c25_11760Pp3c25_11700-Pp3c25_11760intergenic_regionPp3c25_11700-Pp3c25_11760NA NA n.8375579_8375580insTNA NA NA NA NA
Chr25 8480215 G A Chr25_8480215_G_AG_A SNP 21054.63 29 18 14 34 16 28 23 31 13 26 16 13 14 8 29 18 14 34 16 28 23 31 13 26 16 13 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11890Pp3c25_11890transcript PAC:32980285protein_codingNA c.*5907G>A NA NA NA NA 4433
Chr25 8480215 G A Chr25_8480215_G_AG_A SNP 21054.63 29 18 14 34 16 28 23 31 13 26 16 13 14 8 29 18 14 34 16 28 23 31 13 26 16 13 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11890Pp3c25_11890transcript PAC:32980286protein_codingNA c.*5907G>A NA NA NA NA 4453
Chr25 8480215 G A Chr25_8480215_G_AG_A SNP 21054.63 29 18 14 34 16 28 23 31 13 26 16 13 14 8 29 18 14 34 16 28 23 31 13 26 16 13 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_11890-Pp3c25_11910Pp3c25_11890-Pp3c25_11910intergenic_regionPp3c25_11890-Pp3c25_11910NA NA n.8480215G>ANA NA NA NA NA
Chr25 8480224 G A Chr25_8480224_G_AG_A SNP 21429.63 32 16 14 30 18 31 26 33 13 26 19 15 14 8 32 16 14 30 18 31 26 33 13 26 19 15 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11890Pp3c25_11890transcript PAC:32980285protein_codingNA c.*5916G>A NA NA NA NA 4442
Chr25 8480224 G A Chr25_8480224_G_AG_A SNP 21429.63 32 16 14 30 18 31 26 33 13 26 19 15 14 8 32 16 14 30 18 31 26 33 13 26 19 15 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_11890Pp3c25_11890transcript PAC:32980286protein_codingNA c.*5916G>A NA NA NA NA 4462
Chr25 8480224 G A Chr25_8480224_G_AG_A SNP 21429.63 32 16 14 30 18 31 26 33 13 26 19 15 14 8 32 16 14 30 18 31 26 33 13 26 19 15 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_11890-Pp3c25_11910Pp3c25_11890-Pp3c25_11910intergenic_regionPp3c25_11890-Pp3c25_11910NA NA n.8480224G>ANA NA NA NA NA
Chr25 8537553 T TA Chr25_8537553_T_TAT_TA INDEL 16042.59 28 17 12 35 21 24 33 24 20 28 17 32 15 13 28 17 12 35 21 24 33 24 20 28 17 32 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_11910-Pp3c25_11980Pp3c25_11910-Pp3c25_11980intergenic_regionPp3c25_11910-Pp3c25_11980NA NA n.8537553_8537554insANA NA NA NA NA
Chr25 8635523 T TTGAGAGGATCCTTAGTCTTGACAACACATGTCTTGGACCTCTAGCTCACCChr25_8635523_T_TTGAGAGGATCCTTAGTCTTGACAACACATGTCTTGGACCTCTAGCTCACCT_TTGAGAGGATCCTTAGTCTTGACAACACATGTCTTGGACCTCTAGCTCACCINDEL 24863.59 30 12 12 34 22 21 22 28 23 25 7 13 7 7 30 12 12 34 22 21 22 28 23 25 7 13 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_12120-Pp3c25_12150Pp3c25_12120-Pp3c25_12150intergenic_regionPp3c25_12120-Pp3c25_12150NA NA n.8635523_8635524insTGAGAGGATCCTTAGTCTTGACAACACATGTCTTGGACCTCTAGCTCACCNA NA NA NA NA
Chr25 8640366 A T Chr25_8640366_A_TA_T SNP 19100.63 31 12 19 25 21 30 31 22 28 23 11 21 14 7 31 12 19 25 21 30 31 22 28 23 11 21 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_12150Pp3c25_12150transcript PAC:32980622protein_codingNA c.*4134T>A NA NA NA NA 4134
Chr25 8640366 A T Chr25_8640366_A_TA_T SNP 19100.63 31 12 19 25 21 30 31 22 28 23 11 21 14 7 31 12 19 25 21 30 31 22 28 23 11 21 14 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_12120-Pp3c25_12150Pp3c25_12120-Pp3c25_12150intergenic_regionPp3c25_12120-Pp3c25_12150NA NA n.8640366A>TNA NA NA NA NA
Chr25 8643970 AAT A Chr25_8643970_AAT_AAAT_A INDEL 13536.59 34 7 11 15 19 26 28 21 16 13 17 16 10 7 34 7 11 16 19 27 28 21 16 13 17 16 10 7 1 1 1 0.938 1 0.963 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_12150Pp3c25_12150transcript PAC:32980622protein_codingNA c.*528_*529delATNA NA NA NA 529
Chr25 8643970 AAT A Chr25_8643970_AAT_AAAT_A INDEL 13536.59 34 7 11 15 19 26 28 21 16 13 17 16 10 7 34 7 11 16 19 27 28 21 16 13 17 16 10 7 1 1 1 0.938 1 0.963 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_12120-Pp3c25_12150Pp3c25_12120-Pp3c25_12150intergenic_regionPp3c25_12120-Pp3c25_12150NA NA n.8643971_8643972delATNA NA NA NA NA
Chr25 8718303 C CCTTAACCAAATCTTAAATAAATTCTAGTAAATTTCTAAAAAAGTTChr25_8718303_C_CCTTAACCAAATCTTAAATAAATTCTAGTAAATTTCTAAAAAAGTTC_CCTTAACCAAATCTTAAATAAATTCTAGTAAATTTCTAAAAAAGTTINDEL 23303.59 23 18 18 26 12 26 36 20 19 16 11 15 5 7 23 18 18 26 12 26 36 20 19 16 11 15 5 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_12150-Pp3c25_12260Pp3c25_12150-Pp3c25_12260intergenic_regionPp3c25_12150-Pp3c25_12260NA NA n.8718303_8718304insCTTAACCAAATCTTAAATAAATTCTAGTAAATTTCTAAAAAAGTTNA NA NA NA NA
Chr25 8785469 CATATAT C Chr25_8785469_CATATAT_CCATATAT_C INDEL 63.37 0 0 0 0 0 0 0 0 0 0 0 0 0 4 12 11 14 26 18 15 31 23 18 20 16 8 4 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0.8 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c25_12400Pp3c25_12400transcript PAC:32979927protein_codingNA c.-990_-985delATATATNA NA NA NA 990
Chr25 8785469 CATATAT C Chr25_8785469_CATATAT_CCATATAT_C INDEL 63.37 0 0 0 0 0 0 0 0 0 0 0 0 0 4 12 11 14 26 18 15 31 23 18 20 16 8 4 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0.8 0 1 1 0 1 0 0 upstream_gene_variantMODIFIER Pp3c25_12400Pp3c25_12400transcript PAC:32979928protein_codingNA c.-990_-985delATATATNA NA NA NA 990
Chr25 8785469 CATATAT C Chr25_8785469_CATATAT_CCATATAT_C INDEL 63.37 0 0 0 0 0 0 0 0 0 0 0 0 0 4 12 11 14 26 18 15 31 23 18 20 16 8 4 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0.8 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c25_12410Pp3c25_12410transcript PAC:32979326protein_codingNA c.*1736_*1741delATATATNA NA NA NA 1741
Chr25 8785469 CATATAT C Chr25_8785469_CATATAT_CCATATAT_C INDEL 63.37 0 0 0 0 0 0 0 0 0 0 0 0 0 4 12 11 14 26 18 15 31 23 18 20 16 8 4 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0.8 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c25_12370-Pp3c25_12400Pp3c25_12370-Pp3c25_12400intergenic_regionPp3c25_12370-Pp3c25_12400NA NA n.8785470_8785475delATATATNA NA NA NA NA
Chr25 8923068 G GA Chr25_8923068_G_GAG_GA INDEL 16433.59 37 10 15 18 19 35 34 19 23 18 12 23 9 6 37 10 15 18 19 35 34 19 23 18 12 23 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_12520-Pp3c25_12560Pp3c25_12520-Pp3c25_12560intergenic_regionPp3c25_12520-Pp3c25_12560NA NA n.8923068_8923069insANA NA NA NA NA
Chr25 8995004 C CA Chr25_8995004_C_CAC_CA INDEL 17554.59 22 25 23 24 22 20 29 21 19 21 10 24 19 11 22 25 23 24 22 20 29 21 19 21 10 24 19 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_12660-Pp3c25_12800Pp3c25_12660-Pp3c25_12800intergenic_regionPp3c25_12660-Pp3c25_12800NA NA n.8995004_8995005insANA NA NA NA NA
Chr25 9164472 T TTA Chr25_9164472_T_TTAT_TTA INDEL 1445.35 27 11 14 0 2 0 0 0 1 1 1 1 1 0 27 11 14 12 17 21 24 22 12 16 13 15 10 5 1 1 1 0 0.118 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c25_12970Pp3c25_12970transcript PAC:32979984protein_codingNA c.*2440_*2441insTANA NA NA NA 2321
Chr25 9164472 T TTA Chr25_9164472_T_TTAT_TTA INDEL 1445.35 27 11 14 0 2 0 0 0 1 1 1 1 1 0 27 11 14 12 17 21 24 22 12 16 13 15 10 5 1 1 1 0 0.118 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c25_12970Pp3c25_12970transcript PAC:32979988protein_codingNA c.*2625_*2626insTANA NA NA NA 2292
Chr25 9164472 T TTA Chr25_9164472_T_TTAT_TTA INDEL 1445.35 27 11 14 0 2 0 0 0 1 1 1 1 1 0 27 11 14 12 17 21 24 22 12 16 13 15 10 5 1 1 1 0 0.118 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c25_12970Pp3c25_12970transcript PAC:32979986protein_codingNA c.*2625_*2626insTANA NA NA NA 2301
Chr25 9164472 T TTA Chr25_9164472_T_TTAT_TTA INDEL 1445.35 27 11 14 0 2 0 0 0 1 1 1 1 1 0 27 11 14 12 17 21 24 22 12 16 13 15 10 5 1 1 1 0 0.118 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c25_12970Pp3c25_12970transcript PAC:32979987protein_codingNA c.*2625_*2626insTANA NA NA NA 2292
Chr25 9164472 T TTA Chr25_9164472_T_TTAT_TTA INDEL 1445.35 27 11 14 0 2 0 0 0 1 1 1 1 1 0 27 11 14 12 17 21 24 22 12 16 13 15 10 5 1 1 1 0 0.118 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c25_12970Pp3c25_12970transcript PAC:32979990protein_codingNA c.*2625_*2626insTANA NA NA NA 2323
Chr25 9164472 T TTA Chr25_9164472_T_TTAT_TTA INDEL 1445.35 27 11 14 0 2 0 0 0 1 1 1 1 1 0 27 11 14 12 17 21 24 22 12 16 13 15 10 5 1 1 1 0 0.118 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c25_12970Pp3c25_12970transcript PAC:32979989protein_codingNA c.*2625_*2626insTANA NA NA NA 2325
Chr25 9164472 T TTA Chr25_9164472_T_TTAT_TTA INDEL 1445.35 27 11 14 0 2 0 0 0 1 1 1 1 1 0 27 11 14 12 17 21 24 22 12 16 13 15 10 5 1 1 1 0 0.118 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c25_12970Pp3c25_12970transcript PAC:32979985protein_codingNA c.*2440_*2441insTANA NA NA NA 2325
Chr25 9164472 T TTA Chr25_9164472_T_TTAT_TTA INDEL 1445.35 27 11 14 0 2 0 0 0 1 1 1 1 1 0 27 11 14 12 17 21 24 22 12 16 13 15 10 5 1 1 1 0 0.118 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c25_12970-Pp3c25_13010Pp3c25_12970-Pp3c25_13010intergenic_regionPp3c25_12970-Pp3c25_13010NA NA n.9164472_9164473insTANA NA NA NA NA
Chr25 9177796 T TTA Chr25_9177796_T_TTAT_TTA INDEL 1952.93 0 1 0 0 0 1 1 0 11 15 13 10 8 4 24 13 13 12 13 12 29 15 12 15 13 10 8 4 0 0 0 0 0 0 0 0 0.917 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c25_12970-Pp3c25_13010Pp3c25_12970-Pp3c25_13010intergenic_regionPp3c25_12970-Pp3c25_13010NA NA n.9177796_9177797insTANA NA NA NA NA
Chr25 9220415 C CAT Chr25_9220415_C_CATC_CAT INDEL 2877.24 0 0 0 14 5 22 22 12 0 0 0 0 0 0 9 12 13 14 5 22 22 12 9 18 8 10 10 11 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_12970-Pp3c25_13010Pp3c25_12970-Pp3c25_13010intergenic_regionPp3c25_12970-Pp3c25_13010NA NA n.9220415_9220416insATNA NA NA NA NA
Chr25 9231062 A AAT Chr25_9231062_A_AATA_AAT INDEL 1691.93 0 0 0 0 0 0 1 0 17 5 12 7 11 7 19 13 10 16 10 14 22 4 17 5 12 7 11 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c25_13010Pp3c25_13010transcript PAC:32980518protein_codingNA c.-4997_-4996insATNA NA NA NA 4445
Chr25 9231062 A AAT Chr25_9231062_A_AATA_AAT INDEL 1691.93 0 0 0 0 0 0 1 0 17 5 12 7 11 7 19 13 10 16 10 14 22 4 17 5 12 7 11 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c25_13010Pp3c25_13010transcript PAC:32980519protein_codingNA c.-5149_-5148insATNA NA NA NA 3655
Chr25 9231062 A AAT Chr25_9231062_A_AATA_AAT INDEL 1691.93 0 0 0 0 0 0 1 0 17 5 12 7 11 7 19 13 10 16 10 14 22 4 17 5 12 7 11 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c25_13010Pp3c25_13010transcript PAC:32980520protein_codingNA c.-5149_-5148insATNA NA NA NA 3958
Chr25 9231062 A AAT Chr25_9231062_A_AATA_AAT INDEL 1691.93 0 0 0 0 0 0 1 0 17 5 12 7 11 7 19 13 10 16 10 14 22 4 17 5 12 7 11 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c25_12970-Pp3c25_13010Pp3c25_12970-Pp3c25_13010intergenic_regionPp3c25_12970-Pp3c25_13010NA NA n.9231062_9231063insATNA NA NA NA NA
Chr25 9412827 CAT C Chr25_9412827_CAT_CCAT_C INDEL 411.37 0 0 0 0 0 0 0 1 0 0 1 14 1 0 20 10 13 16 23 8 17 17 23 20 6 14 7 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c25_13250Pp3c25_13250transcript PAC:32979895protein_codingNA c.*2913_*2914delATNA NA NA NA 1918
Chr25 9412827 CAT C Chr25_9412827_CAT_CCAT_C INDEL 411.37 0 0 0 0 0 0 0 1 0 0 1 14 1 0 20 10 13 16 23 8 17 17 23 20 6 14 7 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c25_13250Pp3c25_13250transcript PAC:32979896protein_codingNA c.*2913_*2914delATNA NA NA NA 2006
Chr25 9412827 CAT C Chr25_9412827_CAT_CCAT_C INDEL 411.37 0 0 0 0 0 0 0 1 0 0 1 14 1 0 20 10 13 16 23 8 17 17 23 20 6 14 7 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c25_13250Pp3c25_13250transcript PAC:32979897protein_codingNA c.*2913_*2914delATNA NA NA NA 2006
Chr25 9412827 CAT C Chr25_9412827_CAT_CCAT_C INDEL 411.37 0 0 0 0 0 0 0 1 0 0 1 14 1 0 20 10 13 16 23 8 17 17 23 20 6 14 7 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c25_13250Pp3c25_13250transcript PAC:32979898protein_codingNA c.*2913_*2914delATNA NA NA NA 2006
Chr25 9412827 CAT C Chr25_9412827_CAT_CCAT_C INDEL 411.37 0 0 0 0 0 0 0 1 0 0 1 14 1 0 20 10 13 16 23 8 17 17 23 20 6 14 7 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c25_13250Pp3c25_13250transcript PAC:32979899protein_codingNA c.*2913_*2914delATNA NA NA NA 2006
Chr25 9412827 CAT C Chr25_9412827_CAT_CCAT_C INDEL 411.37 0 0 0 0 0 0 0 1 0 0 1 14 1 0 20 10 13 16 23 8 17 17 23 20 6 14 7 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c25_13250Pp3c25_13250transcript PAC:32979900protein_codingNA c.*2913_*2914delATNA NA NA NA 2006
Chr25 9412827 CAT C Chr25_9412827_CAT_CCAT_C INDEL 411.37 0 0 0 0 0 0 0 1 0 0 1 14 1 0 20 10 13 16 23 8 17 17 23 20 6 14 7 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c25_13250Pp3c25_13250transcript PAC:32979901protein_codingNA c.*2913_*2914delATNA NA NA NA 2006
Chr25 9412827 CAT C Chr25_9412827_CAT_CCAT_C INDEL 411.37 0 0 0 0 0 0 0 1 0 0 1 14 1 0 20 10 13 16 23 8 17 17 23 20 6 14 7 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c25_13250Pp3c25_13250transcript PAC:32979902protein_codingNA c.*2913_*2914delATNA NA NA NA 2006
Chr25 9412827 CAT C Chr25_9412827_CAT_CCAT_C INDEL 411.37 0 0 0 0 0 0 0 1 0 0 1 14 1 0 20 10 13 16 23 8 17 17 23 20 6 14 7 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c25_13250Pp3c25_13250transcript PAC:32979903protein_codingNA c.*2913_*2914delATNA NA NA NA 2006
Chr25 9412827 CAT C Chr25_9412827_CAT_CCAT_C INDEL 411.37 0 0 0 0 0 0 0 1 0 0 1 14 1 0 20 10 13 16 23 8 17 17 23 20 6 14 7 10 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c25_13230-Pp3c25_13250Pp3c25_13230-Pp3c25_13250intergenic_regionPp3c25_13230-Pp3c25_13250NA NA n.9412828_9412829delATNA NA NA NA NA
Chr25 9474197 A AT Chr25_9474197_A_ATA_AT INDEL 18631.59 16 15 13 36 20 27 37 19 19 29 20 16 15 12 16 15 13 36 20 27 37 19 19 29 20 16 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_13340-Pp3c25_13360Pp3c25_13340-Pp3c25_13360intergenic_regionPp3c25_13340-Pp3c25_13360NA NA n.9474197_9474198insTNA NA NA NA NA
Chr25 9474238 T A Chr25_9474238_T_AT_A SNP 20885.63 22 17 13 37 18 23 34 20 24 25 21 15 19 12 22 17 13 37 18 23 34 20 24 25 21 15 19 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_13340-Pp3c25_13360Pp3c25_13340-Pp3c25_13360intergenic_regionPp3c25_13340-Pp3c25_13360NA NA n.9474238T>ANA NA NA NA NA
Chr25 9474260 C G Chr25_9474260_C_GC_G SNP 20717.63 24 15 16 35 15 24 33 18 18 25 16 15 18 8 24 15 16 35 15 24 33 18 18 25 16 15 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_13340-Pp3c25_13360Pp3c25_13340-Pp3c25_13360intergenic_regionPp3c25_13340-Pp3c25_13360NA NA n.9474260C>GNA NA NA NA NA
Chr25 9474261 A C Chr25_9474261_A_CA_C SNP 20489.63 24 15 16 35 16 24 33 18 18 25 16 13 18 8 24 15 16 35 16 24 33 18 18 25 16 13 18 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_13340-Pp3c25_13360Pp3c25_13340-Pp3c25_13360intergenic_regionPp3c25_13340-Pp3c25_13360NA NA n.9474261A>CNA NA NA NA NA
Chr25 9474269 T A Chr25_9474269_T_AT_A SNP 19946.63 24 14 17 32 15 28 35 13 19 26 16 10 19 8 24 14 17 32 15 28 35 13 19 26 16 10 19 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_13340-Pp3c25_13360Pp3c25_13340-Pp3c25_13360intergenic_regionPp3c25_13340-Pp3c25_13360NA NA n.9474269T>ANA NA NA NA NA
Chr25 9500301 A T Chr25_9500301_A_TA_T SNP 12117.63 23 7 10 20 15 12 14 12 12 17 16 12 6 5 23 7 10 20 15 12 14 12 12 17 16 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_13421Pp3c25_13421transcript PAC:32979601protein_codingNA c.-7669A>T NA NA NA NA 4019
Chr25 9500301 A T Chr25_9500301_A_TA_T SNP 12117.63 23 7 10 20 15 12 14 12 12 17 16 12 6 5 23 7 10 20 15 12 14 12 12 17 16 12 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_13380-Pp3c25_13421Pp3c25_13380-Pp3c25_13421intergenic_regionPp3c25_13380-Pp3c25_13421NA NA n.9500301A>TNA NA NA NA NA
Chr25 9500320 C CTTATTTTTGTATATTTGTGGChr25_9500320_C_CTTATTTTTGTATATTTGTGGC_CTTATTTTTGTATATTTGTGGINDEL 11067.59 18 7 9 20 13 12 14 7 9 15 15 11 5 4 18 7 9 20 13 12 14 7 9 15 15 11 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_13421Pp3c25_13421transcript PAC:32979601protein_codingNA c.-7650_-7649insTTATTTTTGTATATTTGTGGNA NA NA NA 3999
Chr25 9500320 C CTTATTTTTGTATATTTGTGGChr25_9500320_C_CTTATTTTTGTATATTTGTGGC_CTTATTTTTGTATATTTGTGGINDEL 11067.59 18 7 9 20 13 12 14 7 9 15 15 11 5 4 18 7 9 20 13 12 14 7 9 15 15 11 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_13380-Pp3c25_13421Pp3c25_13380-Pp3c25_13421intergenic_regionPp3c25_13380-Pp3c25_13421NA NA n.9500320_9500321insTTATTTTTGTATATTTGTGGNA NA NA NA NA
Chr25 9684222 A AATTTCTTCAATCTTCTGChr25_9684222_A_AATTTCTTCAATCTTCTGA_AATTTCTTCAATCTTCTGINDEL 10516.59 15 7 11 9 13 16 15 13 5 10 4 6 6 8 15 7 11 9 13 16 15 13 5 10 4 6 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_13630-Pp3c25_13690Pp3c25_13630-Pp3c25_13690intergenic_regionPp3c25_13630-Pp3c25_13690NA NA n.9684222_9684223insATTTCTTCAATCTTCTGNA NA NA NA NA
Chr25 9797236 G GA Chr25_9797236_G_GAG_GA INDEL 15480.59 42 16 11 12 21 28 26 26 14 20 11 24 6 18 42 16 11 12 21 28 26 26 14 20 11 24 6 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_13780-Pp3c25_13850Pp3c25_13780-Pp3c25_13850intergenic_regionPp3c25_13780-Pp3c25_13850NA NA n.9797236_9797237insANA NA NA NA NA
Chr25 9800260 G GTA Chr25_9800260_G_GTAG_GTA INDEL 809.35 18 6 8 1 0 2 0 0 1 1 0 0 0 0 18 6 8 20 12 19 17 13 12 15 6 13 4 4 1 1 1 0 0 0.105 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c25_13850Pp3c25_13850transcript PAC:32980034protein_codingNA c.-3690_-3689insTANA NA NA NA 2463
Chr25 9800260 G GTA Chr25_9800260_G_GTAG_GTA INDEL 809.35 18 6 8 1 0 2 0 0 1 1 0 0 0 0 18 6 8 20 12 19 17 13 12 15 6 13 4 4 1 1 1 0 0 0.105 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c25_13850Pp3c25_13850transcript PAC:32980035protein_codingNA c.-4695_-4694insTANA NA NA NA 4694
Chr25 9800260 G GTA Chr25_9800260_G_GTAG_GTA INDEL 809.35 18 6 8 1 0 2 0 0 1 1 0 0 0 0 18 6 8 20 12 19 17 13 12 15 6 13 4 4 1 1 1 0 0 0.105 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c25_13780-Pp3c25_13850Pp3c25_13780-Pp3c25_13850intergenic_regionPp3c25_13780-Pp3c25_13850NA NA n.9800260_9800261insTANA NA NA NA NA
Chr25 9988345 T A Chr25_9988345_T_AT_A SNP 16741.63 23 16 20 30 17 24 22 20 20 19 12 12 13 8 23 16 20 30 17 24 22 20 20 19 12 12 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_13990-Pp3c25_14010Pp3c25_13990-Pp3c25_14010intergenic_regionPp3c25_13990-Pp3c25_14010NA NA n.9988345T>ANA NA NA NA NA
Chr25 10103831 AC A Chr25_10103831_AC_AAC_A INDEL 17464.59 32 17 23 26 23 29 29 18 30 16 11 23 7 13 32 17 23 26 23 29 29 18 30 16 11 23 7 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_14070-Pp3c25_14180Pp3c25_14070-Pp3c25_14180intergenic_regionPp3c25_14070-Pp3c25_14180NA NA n.10103832delCNA NA NA NA NA
Chr25 10158420 CG C Chr25_10158420_CG_CCG_C INDEL 18352.59 20 10 9 21 16 22 33 13 28 26 14 11 10 18 20 10 9 21 16 22 33 13 28 26 14 11 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_14070-Pp3c25_14180Pp3c25_14070-Pp3c25_14180intergenic_regionPp3c25_14070-Pp3c25_14180NA NA n.10158421delGNA NA NA NA NA
Chr25 10158424 A ACCC Chr25_10158424_A_ACCCA_ACCC INDEL 18777.59 21 12 9 22 16 22 32 13 28 27 14 14 10 18 21 12 9 22 16 22 32 13 28 27 14 14 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_14070-Pp3c25_14180Pp3c25_14070-Pp3c25_14180intergenic_regionPp3c25_14070-Pp3c25_14180NA NA n.10158424_10158425insCCCNA NA NA NA NA
Chr25 10158425 G T Chr25_10158425_G_TG_T SNP 18653.63 21 12 10 22 15 22 32 13 28 24 14 13 10 18 21 12 10 22 15 22 32 13 28 24 14 13 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_14070-Pp3c25_14180Pp3c25_14070-Pp3c25_14180intergenic_regionPp3c25_14070-Pp3c25_14180NA NA n.10158425G>TNA NA NA NA NA
Chr25 10195832 G A Chr25_10195832_G_AG_A SNP 5347.29 0 0 0 19 21 22 28 16 0 0 0 0 0 0 16 18 9 19 21 22 28 16 29 25 11 10 16 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c25_14070-Pp3c25_14180Pp3c25_14070-Pp3c25_14180intergenic_regionPp3c25_14070-Pp3c25_14180NA NA n.10195832G>ANA NA NA NA NA
Chr25 10255252 G T Chr25_10255252_G_TG_T SNP 19687.63 37 23 12 31 18 34 30 24 26 28 15 18 13 7 37 23 12 31 18 34 30 24 26 28 15 18 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14190Pp3c25_14190transcript PAC:32980544protein_codingNA c.-4311C>A NA NA NA NA 4311
Chr25 10255252 G T Chr25_10255252_G_TG_T SNP 19687.63 37 23 12 31 18 34 30 24 26 28 15 18 13 7 37 23 12 31 18 34 30 24 26 28 15 18 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14194Pp3c25_14194transcript PAC:32979613protein_codingNA c.-3829C>A NA NA NA NA 3426
Chr25 10255252 G T Chr25_10255252_G_TG_T SNP 19687.63 37 23 12 31 18 34 30 24 26 28 15 18 13 7 37 23 12 31 18 34 30 24 26 28 15 18 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14210Pp3c25_14210transcript PAC:32980766protein_codingNA c.-1828C>A NA NA NA NA 1175
Chr25 10255252 G T Chr25_10255252_G_TG_T SNP 19687.63 37 23 12 31 18 34 30 24 26 28 15 18 13 7 37 23 12 31 18 34 30 24 26 28 15 18 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14190Pp3c25_14190transcript PAC:32980545protein_codingNA c.-4311C>A NA NA NA NA 4183
Chr25 10255252 G T Chr25_10255252_G_TG_T SNP 19687.63 37 23 12 31 18 34 30 24 26 28 15 18 13 7 37 23 12 31 18 34 30 24 26 28 15 18 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14209Pp3c25_14209transcript PAC:32979423protein_codingNA c.*1165G>T NA NA NA NA 962
Chr25 10255252 G T Chr25_10255252_G_TG_T SNP 19687.63 37 23 12 31 18 34 30 24 26 28 15 18 13 7 37 23 12 31 18 34 30 24 26 28 15 18 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14209Pp3c25_14209transcript PAC:32979424protein_codingNA c.*1165G>T NA NA NA NA 962
Chr25 10255252 G T Chr25_10255252_G_TG_T SNP 19687.63 37 23 12 31 18 34 30 24 26 28 15 18 13 7 37 23 12 31 18 34 30 24 26 28 15 18 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_14209-Pp3c25_14240Pp3c25_14209-Pp3c25_14240intergenic_regionPp3c25_14209-Pp3c25_14240NA NA n.10255252G>TNA NA NA NA NA
Chr25 10255277 C T Chr25_10255277_C_TC_T SNP 19233.63 35 21 9 27 19 29 30 25 23 26 18 20 14 8 36 21 9 27 19 29 30 25 23 26 18 20 14 8 0.972 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14190Pp3c25_14190transcript PAC:32980544protein_codingNA c.-4336G>A NA NA NA NA 4336
Chr25 10255277 C T Chr25_10255277_C_TC_T SNP 19233.63 35 21 9 27 19 29 30 25 23 26 18 20 14 8 36 21 9 27 19 29 30 25 23 26 18 20 14 8 0.972 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14194Pp3c25_14194transcript PAC:32979613protein_codingNA c.-3854G>A NA NA NA NA 3451
Chr25 10255277 C T Chr25_10255277_C_TC_T SNP 19233.63 35 21 9 27 19 29 30 25 23 26 18 20 14 8 36 21 9 27 19 29 30 25 23 26 18 20 14 8 0.972 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14210Pp3c25_14210transcript PAC:32980766protein_codingNA c.-1853G>A NA NA NA NA 1200
Chr25 10255277 C T Chr25_10255277_C_TC_T SNP 19233.63 35 21 9 27 19 29 30 25 23 26 18 20 14 8 36 21 9 27 19 29 30 25 23 26 18 20 14 8 0.972 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14190Pp3c25_14190transcript PAC:32980545protein_codingNA c.-4336G>A NA NA NA NA 4208
Chr25 10255277 C T Chr25_10255277_C_TC_T SNP 19233.63 35 21 9 27 19 29 30 25 23 26 18 20 14 8 36 21 9 27 19 29 30 25 23 26 18 20 14 8 0.972 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14209Pp3c25_14209transcript PAC:32979423protein_codingNA c.*1190C>T NA NA NA NA 987
Chr25 10255277 C T Chr25_10255277_C_TC_T SNP 19233.63 35 21 9 27 19 29 30 25 23 26 18 20 14 8 36 21 9 27 19 29 30 25 23 26 18 20 14 8 0.972 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14209Pp3c25_14209transcript PAC:32979424protein_codingNA c.*1190C>T NA NA NA NA 987
Chr25 10255277 C T Chr25_10255277_C_TC_T SNP 19233.63 35 21 9 27 19 29 30 25 23 26 18 20 14 8 36 21 9 27 19 29 30 25 23 26 18 20 14 8 0.972 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_14209-Pp3c25_14240Pp3c25_14209-Pp3c25_14240intergenic_regionPp3c25_14209-Pp3c25_14240NA NA n.10255277C>TNA NA NA NA NA
Chr25 10411613 A AAT Chr25_10411613_A_AATA_AAT INDEL 7930.59 18 7 9 19 11 21 21 14 11 10 9 9 6 4 18 7 10 19 11 21 21 14 11 10 10 9 6 4 1 1 0.9 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14360Pp3c25_14360transcript PAC:32980398protein_codingNA c.*4678_*4679insATNA NA NA NA 3950
Chr25 10411613 A AAT Chr25_10411613_A_AATA_AAT INDEL 7930.59 18 7 9 19 11 21 21 14 11 10 9 9 6 4 18 7 10 19 11 21 21 14 11 10 10 9 6 4 1 1 0.9 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14360Pp3c25_14360transcript PAC:32980401protein_codingNA c.*4678_*4679insATNA NA NA NA 3950
Chr25 10411613 A AAT Chr25_10411613_A_AATA_AAT INDEL 7930.59 18 7 9 19 11 21 21 14 11 10 9 9 6 4 18 7 10 19 11 21 21 14 11 10 10 9 6 4 1 1 0.9 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14360Pp3c25_14360transcript PAC:32980400protein_codingNA c.*4678_*4679insATNA NA NA NA 3950
Chr25 10411613 A AAT Chr25_10411613_A_AATA_AAT INDEL 7930.59 18 7 9 19 11 21 21 14 11 10 9 9 6 4 18 7 10 19 11 21 21 14 11 10 10 9 6 4 1 1 0.9 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14360Pp3c25_14360transcript PAC:32980402protein_codingNA c.*4678_*4679insATNA NA NA NA 3950
Chr25 10411613 A AAT Chr25_10411613_A_AATA_AAT INDEL 7930.59 18 7 9 19 11 21 21 14 11 10 9 9 6 4 18 7 10 19 11 21 21 14 11 10 10 9 6 4 1 1 0.9 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14360Pp3c25_14360transcript PAC:32980399protein_codingNA c.*4678_*4679insATNA NA NA NA 3918
Chr25 10411613 A AAT Chr25_10411613_A_AATA_AAT INDEL 7930.59 18 7 9 19 11 21 21 14 11 10 9 9 6 4 18 7 10 19 11 21 21 14 11 10 10 9 6 4 1 1 0.9 1 1 1 1 1 1 1 0.9 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_14360-Pp3c25_14380Pp3c25_14360-Pp3c25_14380intergenic_regionPp3c25_14360-Pp3c25_14380NA NA n.10411613_10411614insATNA NA NA NA NA
Chr25 10472513 TTA T Chr25_10472513_TTA_TTTA_T INDEL 9236.59 27 10 12 24 19 15 23 16 14 16 8 13 9 4 27 11 13 24 19 15 23 16 14 17 8 13 9 4 1 0.909 0.923 1 1 1 1 1 1 0.941 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14480Pp3c25_14480transcript PAC:32980702protein_codingNA c.*2824_*2825delTANA NA NA NA 1646
Chr25 10472513 TTA T Chr25_10472513_TTA_TTTA_T INDEL 9236.59 27 10 12 24 19 15 23 16 14 16 8 13 9 4 27 11 13 24 19 15 23 16 14 17 8 13 9 4 1 0.909 0.923 1 1 1 1 1 1 0.941 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14480Pp3c25_14480transcript PAC:32980703protein_codingNA c.*2824_*2825delTANA NA NA NA 1908
Chr25 10472513 TTA T Chr25_10472513_TTA_TTTA_T INDEL 9236.59 27 10 12 24 19 15 23 16 14 16 8 13 9 4 27 11 13 24 19 15 23 16 14 17 8 13 9 4 1 0.909 0.923 1 1 1 1 1 1 0.941 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_14480-Pp3c25_14501Pp3c25_14480-Pp3c25_14501intergenic_regionPp3c25_14480-Pp3c25_14501NA NA n.10472514_10472515delTANA NA NA NA NA
Chr25 10479627 TTA T Chr25_10479627_TTA_TTTA_T INDEL 5536.49 12 11 8 11 9 15 20 16 0 0 0 0 0 1 12 11 8 11 10 15 20 16 15 7 6 7 8 7 1 1 1 1 0.9 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c25_14500Pp3c25_14500transcript PAC:32980315protein_codingNA c.*2030_*2031delTANA NA NA NA 498
Chr25 10479627 TTA T Chr25_10479627_TTA_TTTA_T INDEL 5536.49 12 11 8 11 9 15 20 16 0 0 0 0 0 1 12 11 8 11 10 15 20 16 15 7 6 7 8 7 1 1 1 1 0.9 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c25_14501Pp3c25_14501transcript PAC:32979373protein_codingNA c.*2030_*2031delTANA NA NA NA 552
Chr25 10479627 TTA T Chr25_10479627_TTA_TTTA_T INDEL 5536.49 12 11 8 11 9 15 20 16 0 0 0 0 0 1 12 11 8 11 10 15 20 16 15 7 6 7 8 7 1 1 1 1 0.9 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c25_14501Pp3c25_14501transcript PAC:32979374protein_codingNA c.*2030_*2031delTANA NA NA NA 350
Chr25 10479627 TTA T Chr25_10479627_TTA_TTTA_T INDEL 5536.49 12 11 8 11 9 15 20 16 0 0 0 0 0 1 12 11 8 11 10 15 20 16 15 7 6 7 8 7 1 1 1 1 0.9 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c25_14501Pp3c25_14501transcript PAC:32979375protein_codingNA c.*2030_*2031delTANA NA NA NA 350
Chr25 10479627 TTA T Chr25_10479627_TTA_TTTA_T INDEL 5536.49 12 11 8 11 9 15 20 16 0 0 0 0 0 1 12 11 8 11 10 15 20 16 15 7 6 7 8 7 1 1 1 1 0.9 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c25_14501Pp3c25_14501transcript PAC:32979376protein_codingNA c.*2030_*2031delTANA NA NA NA 393
Chr25 10479627 TTA T Chr25_10479627_TTA_TTTA_T INDEL 5536.49 12 11 8 11 9 15 20 16 0 0 0 0 0 1 12 11 8 11 10 15 20 16 15 7 6 7 8 7 1 1 1 1 0.9 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 downstream_gene_variantMODIFIER Pp3c25_14501Pp3c25_14501transcript PAC:32979377protein_codingNA c.*2030_*2031delTANA NA NA NA 394
Chr25 10479627 TTA T Chr25_10479627_TTA_TTTA_T INDEL 5536.49 12 11 8 11 9 15 20 16 0 0 0 0 0 1 12 11 8 11 10 15 20 16 15 7 6 7 8 7 1 1 1 1 0.9 1 1 1 0 0 0 0 0 0 0 8 8 0 0 5 3 intergenic_regionMODIFIER Pp3c25_14480-Pp3c25_14501Pp3c25_14480-Pp3c25_14501intergenic_regionPp3c25_14480-Pp3c25_14501NA NA n.10479628_10479629delTANA NA NA NA NA
Chr25 10509743 G GA Chr25_10509743_G_GAG_GA INDEL 14350.59 20 18 11 27 15 27 21 17 13 16 15 17 9 9 20 18 11 27 15 27 21 17 13 16 15 17 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_14520-Pp3c25_14559Pp3c25_14520-Pp3c25_14559intergenic_regionPp3c25_14520-Pp3c25_14559NA NA n.10509743_10509744insANA NA NA NA NA
Chr25 10573225 A AT Chr25_10573225_A_ATA_AT INDEL 24131.59 35 17 23 24 23 38 34 31 32 33 12 16 15 15 35 17 23 24 23 38 34 31 32 33 12 16 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14660Pp3c25_14660transcript PAC:32980066protein_codingNA c.-5187_-5186insTNA NA NA NA 4554
Chr25 10573225 A AT Chr25_10573225_A_ATA_AT INDEL 24131.59 35 17 23 24 23 38 34 31 32 33 12 16 15 15 35 17 23 24 23 38 34 31 32 33 12 16 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14660Pp3c25_14660transcript PAC:32980067protein_codingNA c.-5187_-5186insTNA NA NA NA 4458
Chr25 10573225 A AT Chr25_10573225_A_ATA_AT INDEL 24131.59 35 17 23 24 23 38 34 31 32 33 12 16 15 15 35 17 23 24 23 38 34 31 32 33 12 16 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14630Pp3c25_14630transcript PAC:32980182protein_codingNA c.*1766_*1767insTNA NA NA NA 1430
Chr25 10573225 A AT Chr25_10573225_A_ATA_AT INDEL 24131.59 35 17 23 24 23 38 34 31 32 33 12 16 15 15 35 17 23 24 23 38 34 31 32 33 12 16 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14650Pp3c25_14650transcript PAC:32979063protein_codingNA c.*2246_*2247insANA NA NA NA 1303
Chr25 10573225 A AT Chr25_10573225_A_ATA_AT INDEL 24131.59 35 17 23 24 23 38 34 31 32 33 12 16 15 15 35 17 23 24 23 38 34 31 32 33 12 16 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14630Pp3c25_14630transcript PAC:32980183protein_codingNA c.*1766_*1767insTNA NA NA NA 1332
Chr25 10573225 A AT Chr25_10573225_A_ATA_AT INDEL 24131.59 35 17 23 24 23 38 34 31 32 33 12 16 15 15 35 17 23 24 23 38 34 31 32 33 12 16 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14630Pp3c25_14630transcript PAC:32980184protein_codingNA c.*1766_*1767insTNA NA NA NA 1332
Chr25 10573225 A AT Chr25_10573225_A_ATA_AT INDEL 24131.59 35 17 23 24 23 38 34 31 32 33 12 16 15 15 35 17 23 24 23 38 34 31 32 33 12 16 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14650Pp3c25_14650transcript PAC:32979064protein_codingNA c.*2246_*2247insANA NA NA NA 2246
Chr25 10573225 A AT Chr25_10573225_A_ATA_AT INDEL 24131.59 35 17 23 24 23 38 34 31 32 33 12 16 15 15 35 17 23 24 23 38 34 31 32 33 12 16 15 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_14630-Pp3c25_14650Pp3c25_14630-Pp3c25_14650intergenic_regionPp3c25_14630-Pp3c25_14650NA NA n.10573225_10573226insTNA NA NA NA NA
Chr25 10573231 TA T Chr25_10573231_TA_TTA_T INDEL 24106.59 36 18 21 24 24 40 35 30 30 34 12 16 14 15 36 18 21 24 24 40 35 30 30 34 12 16 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14660Pp3c25_14660transcript PAC:32980066protein_codingNA c.-5180delA NA NA NA NA 4548
Chr25 10573231 TA T Chr25_10573231_TA_TTA_T INDEL 24106.59 36 18 21 24 24 40 35 30 30 34 12 16 14 15 36 18 21 24 24 40 35 30 30 34 12 16 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_14660Pp3c25_14660transcript PAC:32980067protein_codingNA c.-5180delA NA NA NA NA 4452
Chr25 10573231 TA T Chr25_10573231_TA_TTA_T INDEL 24106.59 36 18 21 24 24 40 35 30 30 34 12 16 14 15 36 18 21 24 24 40 35 30 30 34 12 16 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14630Pp3c25_14630transcript PAC:32980182protein_codingNA c.*1773delA NA NA NA NA 1436
Chr25 10573231 TA T Chr25_10573231_TA_TTA_T INDEL 24106.59 36 18 21 24 24 40 35 30 30 34 12 16 14 15 36 18 21 24 24 40 35 30 30 34 12 16 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14650Pp3c25_14650transcript PAC:32979063protein_codingNA c.*2240delT NA NA NA NA 1297
Chr25 10573231 TA T Chr25_10573231_TA_TTA_T INDEL 24106.59 36 18 21 24 24 40 35 30 30 34 12 16 14 15 36 18 21 24 24 40 35 30 30 34 12 16 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14630Pp3c25_14630transcript PAC:32980183protein_codingNA c.*1773delA NA NA NA NA 1338
Chr25 10573231 TA T Chr25_10573231_TA_TTA_T INDEL 24106.59 36 18 21 24 24 40 35 30 30 34 12 16 14 15 36 18 21 24 24 40 35 30 30 34 12 16 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14630Pp3c25_14630transcript PAC:32980184protein_codingNA c.*1773delA NA NA NA NA 1338
Chr25 10573231 TA T Chr25_10573231_TA_TTA_T INDEL 24106.59 36 18 21 24 24 40 35 30 30 34 12 16 14 15 36 18 21 24 24 40 35 30 30 34 12 16 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_14650Pp3c25_14650transcript PAC:32979064protein_codingNA c.*2240delT NA NA NA NA 2240
Chr25 10573231 TA T Chr25_10573231_TA_TTA_T INDEL 24106.59 36 18 21 24 24 40 35 30 30 34 12 16 14 15 36 18 21 24 24 40 35 30 30 34 12 16 14 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_14630-Pp3c25_14650Pp3c25_14630-Pp3c25_14650intergenic_regionPp3c25_14630-Pp3c25_14650NA NA n.10573232delANA NA NA NA NA
Chr25 10798129 A C Chr25_10798129_A_CA_C SNP 13013.29 39 12 9 0 0 0 0 0 20 31 14 14 5 6 39 12 9 34 22 26 33 25 20 31 14 14 5 6 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c25_14870-Pp3c25_14890Pp3c25_14870-Pp3c25_14890intergenic_regionPp3c25_14870-Pp3c25_14890NA NA n.10798129A>CNA NA NA NA NA
Chr25 10893600 G A Chr25_10893600_G_AG_A SNP 1878.39 28 11 10 0 0 0 0 0 0 0 0 0 0 0 28 11 10 17 16 29 28 20 24 25 19 18 16 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c25_15060Pp3c25_15060transcript PAC:32979334protein_codingNA c.*3855C>T NA NA NA NA 2832
Chr25 10893600 G A Chr25_10893600_G_AG_A SNP 1878.39 28 11 10 0 0 0 0 0 0 0 0 0 0 0 28 11 10 17 16 29 28 20 24 25 19 18 16 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c25_15060Pp3c25_15060transcript PAC:32979335protein_codingNA c.*3855C>T NA NA NA NA 2995
Chr25 10893600 G A Chr25_10893600_G_AG_A SNP 1878.39 28 11 10 0 0 0 0 0 0 0 0 0 0 0 28 11 10 17 16 29 28 20 24 25 19 18 16 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c25_15060Pp3c25_15060transcript PAC:32979336protein_codingNA c.*3855C>T NA NA NA NA 2995
Chr25 10893600 G A Chr25_10893600_G_AG_A SNP 1878.39 28 11 10 0 0 0 0 0 0 0 0 0 0 0 28 11 10 17 16 29 28 20 24 25 19 18 16 13 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c25_15030-Pp3c25_15060Pp3c25_15030-Pp3c25_15060intergenic_regionPp3c25_15030-Pp3c25_15060NA NA n.10893600G>ANA NA NA NA NA
Chr25 10955485 G A Chr25_10955485_G_AG_A SNP 14936.63 21 16 13 10 18 26 27 14 20 11 11 16 13 7 21 16 13 10 18 26 27 14 20 11 11 16 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_15120-Pp3c25_15140Pp3c25_15120-Pp3c25_15140intergenic_regionPp3c25_15120-Pp3c25_15140NA NA n.10955485G>ANA NA NA NA NA
Chr25 10955487 C T Chr25_10955487_C_TC_T SNP 15026.63 20 16 13 10 18 25 27 14 19 11 11 16 13 8 20 16 13 10 18 25 27 14 19 11 11 16 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_15120-Pp3c25_15140Pp3c25_15120-Pp3c25_15140intergenic_regionPp3c25_15120-Pp3c25_15140NA NA n.10955487C>TNA NA NA NA NA
Chr25 10955489 C T Chr25_10955489_C_TC_T SNP 14884.63 20 15 13 10 17 25 28 14 19 11 10 16 13 8 20 15 13 10 17 25 28 14 19 11 10 16 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_15120-Pp3c25_15140Pp3c25_15120-Pp3c25_15140intergenic_regionPp3c25_15120-Pp3c25_15140NA NA n.10955489C>TNA NA NA NA NA
Chr25 10955498 C T Chr25_10955498_C_TC_T SNP 14243.63 19 15 13 11 16 25 28 15 18 10 11 12 14 8 19 15 13 11 16 25 28 15 18 10 11 12 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_15120-Pp3c25_15140Pp3c25_15120-Pp3c25_15140intergenic_regionPp3c25_15120-Pp3c25_15140NA NA n.10955498C>TNA NA NA NA NA
Chr25 11025256 T TTA Chr25_11025256_T_TTAT_TTA INDEL 395.37 2 0 14 0 0 0 0 0 1 0 0 0 0 0 25 6 14 19 14 16 24 25 17 23 7 11 12 7 0.08 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c25_15240Pp3c25_15240transcript PAC:32979454protein_codingNA c.-3962_-3961insTANA NA NA NA 3962
Chr25 11025256 T TTA Chr25_11025256_T_TTAT_TTA INDEL 395.37 2 0 14 0 0 0 0 0 1 0 0 0 0 0 25 6 14 19 14 16 24 25 17 23 7 11 12 7 0.08 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c25_15260Pp3c25_15260transcript PAC:32979506protein_codingNA c.-4471_-4470insTANA NA NA NA 4075
Chr25 11025256 T TTA Chr25_11025256_T_TTAT_TTA INDEL 395.37 2 0 14 0 0 0 0 0 1 0 0 0 0 0 25 6 14 19 14 16 24 25 17 23 7 11 12 7 0.08 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c25_15240Pp3c25_15240transcript PAC:32979455protein_codingNA c.-3962_-3961insTANA NA NA NA 3863
Chr25 11025256 T TTA Chr25_11025256_T_TTAT_TTA INDEL 395.37 2 0 14 0 0 0 0 0 1 0 0 0 0 0 25 6 14 19 14 16 24 25 17 23 7 11 12 7 0.08 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 upstream_gene_variantMODIFIER Pp3c25_15260Pp3c25_15260transcript PAC:32979507protein_codingNA c.-4471_-4470insTANA NA NA NA 4201
Chr25 11025256 T TTA Chr25_11025256_T_TTAT_TTA INDEL 395.37 2 0 14 0 0 0 0 0 1 0 0 0 0 0 25 6 14 19 14 16 24 25 17 23 7 11 12 7 0.08 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 intergenic_regionMODIFIER Pp3c25_15240-Pp3c25_15260Pp3c25_15240-Pp3c25_15260intergenic_regionPp3c25_15240-Pp3c25_15260NA NA n.11025256_11025257insTANA NA NA NA NA
Chr25 11025636 C G Chr25_11025636_C_GC_G SNP 10916.29 29 12 15 0 0 0 0 0 19 18 7 12 14 12 29 12 15 26 37 22 37 30 19 18 7 12 14 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c25_15240Pp3c25_15240transcript PAC:32979454protein_codingNA c.-4341G>C NA NA NA NA 4341
Chr25 11025636 C G Chr25_11025636_C_GC_G SNP 10916.29 29 12 15 0 0 0 0 0 19 18 7 12 14 12 29 12 15 26 37 22 37 30 19 18 7 12 14 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c25_15260Pp3c25_15260transcript PAC:32979506protein_codingNA c.-4091C>G NA NA NA NA 3696
Chr25 11025636 C G Chr25_11025636_C_GC_G SNP 10916.29 29 12 15 0 0 0 0 0 19 18 7 12 14 12 29 12 15 26 37 22 37 30 19 18 7 12 14 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c25_15240Pp3c25_15240transcript PAC:32979455protein_codingNA c.-4341G>C NA NA NA NA 4242
Chr25 11025636 C G Chr25_11025636_C_GC_G SNP 10916.29 29 12 15 0 0 0 0 0 19 18 7 12 14 12 29 12 15 26 37 22 37 30 19 18 7 12 14 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c25_15260Pp3c25_15260transcript PAC:32979507protein_codingNA c.-4091C>G NA NA NA NA 3822
Chr25 11025636 C G Chr25_11025636_C_GC_G SNP 10916.29 29 12 15 0 0 0 0 0 19 18 7 12 14 12 29 12 15 26 37 22 37 30 19 18 7 12 14 12 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c25_15240-Pp3c25_15260Pp3c25_15240-Pp3c25_15260intergenic_regionPp3c25_15240-Pp3c25_15260NA NA n.11025636C>GNA NA NA NA NA
Chr25 11029535 G C Chr25_11029535_G_CG_C SNP 13066.63 21 8 11 17 13 26 21 16 9 12 17 8 9 9 21 8 11 17 13 26 21 16 9 12 17 8 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c25_15260Pp3c25_15260transcript PAC:32979506protein_coding janv-14 c.-192G>C NA NA NA NA 192
Chr25 11029535 G C Chr25_11029535_G_CG_C SNP 13066.63 21 8 11 17 13 26 21 16 9 12 17 8 9 9 21 8 11 17 13 26 21 16 9 12 17 8 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c25_15260Pp3c25_15260transcript PAC:32979507protein_coding janv-14 c.-192G>C NA NA NA NA 192
Chr25 11060666 TTA T Chr25_11060666_TTA_TTTA_T INDEL 7214.59 12 9 12 14 12 10 13 17 14 19 5 5 5 5 12 9 12 14 12 11 13 18 15 20 5 5 5 5 1 1 1 1 1 0.909 1 0.944 0.933 0.95 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_15330Pp3c25_15330transcript PAC:32980570protein_codingNA c.-1408_-1407delTANA NA NA NA 1071
Chr25 11060666 TTA T Chr25_11060666_TTA_TTTA_T INDEL 7214.59 12 9 12 14 12 10 13 17 14 19 5 5 5 5 12 9 12 14 12 11 13 18 15 20 5 5 5 5 1 1 1 1 1 0.909 1 0.944 0.933 0.95 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_15340Pp3c25_15340transcript PAC:32979656protein_codingNA c.-4756_-4755delTANA NA NA NA 4640
Chr25 11060666 TTA T Chr25_11060666_TTA_TTTA_T INDEL 7214.59 12 9 12 14 12 10 13 17 14 19 5 5 5 5 12 9 12 14 12 11 13 18 15 20 5 5 5 5 1 1 1 1 1 0.909 1 0.944 0.933 0.95 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_15330Pp3c25_15330transcript PAC:32980571protein_codingNA c.-1408_-1407delTANA NA NA NA 1060
Chr25 11060666 TTA T Chr25_11060666_TTA_TTTA_T INDEL 7214.59 12 9 12 14 12 10 13 17 14 19 5 5 5 5 12 9 12 14 12 11 13 18 15 20 5 5 5 5 1 1 1 1 1 0.909 1 0.944 0.933 0.95 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c25_15340Pp3c25_15340transcript PAC:32979657protein_codingNA c.-4756_-4755delTANA NA NA NA 3937
Chr25 11060666 TTA T Chr25_11060666_TTA_TTTA_T INDEL 7214.59 12 9 12 14 12 10 13 17 14 19 5 5 5 5 12 9 12 14 12 11 13 18 15 20 5 5 5 5 1 1 1 1 1 0.909 1 0.944 0.933 0.95 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15320Pp3c25_15320transcript PAC:32979925protein_codingNA c.*3192_*3193delTANA NA NA NA 2863
Chr25 11060666 TTA T Chr25_11060666_TTA_TTTA_T INDEL 7214.59 12 9 12 14 12 10 13 17 14 19 5 5 5 5 12 9 12 14 12 11 13 18 15 20 5 5 5 5 1 1 1 1 1 0.909 1 0.944 0.933 0.95 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15320Pp3c25_15320transcript PAC:32979926protein_codingNA c.*3192_*3193delTANA NA NA NA 2885
Chr25 11060666 TTA T Chr25_11060666_TTA_TTTA_T INDEL 7214.59 12 9 12 14 12 10 13 17 14 19 5 5 5 5 12 9 12 14 12 11 13 18 15 20 5 5 5 5 1 1 1 1 1 0.909 1 0.944 0.933 0.95 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_15320-Pp3c25_15330Pp3c25_15320-Pp3c25_15330intergenic_regionPp3c25_15320-Pp3c25_15330NA NA n.11060667_11060668delTANA NA NA NA NA
Chr25 11108425 TA T Chr25_11108425_TA_TTA_T INDEL 12319.59 27 8 7 6 12 14 36 13 14 20 20 8 9 8 28 8 7 6 12 14 36 14 14 20 20 8 9 8 0.964 1 1 1 1 1 1 0.929 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c25_15380-Pp3c25_15410Pp3c25_15380-Pp3c25_15410intergenic_regionPp3c25_15380-Pp3c25_15410NA NA n.11108426delANA NA NA NA NA
Chr25 11137229 A G Chr25_11137229_A_GA_G SNP 16400.63 34 11 13 19 22 24 24 22 16 13 19 11 12 15 34 11 13 19 22 24 24 22 16 13 19 11 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979541protein_coding 04-avr c.*108T>C NA NA NA NA 108
Chr25 11137229 A G Chr25_11137229_A_GA_G SNP 16400.63 34 11 13 19 22 24 24 22 16 13 19 11 12 15 34 11 13 19 22 24 24 22 16 13 19 11 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979542protein_coding 04-avr c.*108T>C NA NA NA NA 108
Chr25 11137229 A G Chr25_11137229_A_GA_G SNP 16400.63 34 11 13 19 22 24 24 22 16 13 19 11 12 15 34 11 13 19 22 24 24 22 16 13 19 11 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979544protein_coding 04-avr c.*551T>C NA NA NA NA 551
Chr25 11137229 A G Chr25_11137229_A_GA_G SNP 16400.63 34 11 13 19 22 24 24 22 16 13 19 11 12 15 34 11 13 19 22 24 24 22 16 13 19 11 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979545protein_coding 04-avr c.*108T>C NA NA NA NA 108
Chr25 11137229 A G Chr25_11137229_A_GA_G SNP 16400.63 34 11 13 19 22 24 24 22 16 13 19 11 12 15 34 11 13 19 22 24 24 22 16 13 19 11 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979543protein_coding 05-mai c.*108T>C NA NA NA NA 108
Chr25 11137229 A G Chr25_11137229_A_GA_G SNP 16400.63 34 11 13 19 22 24 24 22 16 13 19 11 12 15 34 11 13 19 22 24 24 22 16 13 19 11 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980443protein_codingNA c.*829A>G NA NA NA NA 772
Chr25 11137229 A G Chr25_11137229_A_GA_G SNP 16400.63 34 11 13 19 22 24 24 22 16 13 19 11 12 15 34 11 13 19 22 24 24 22 16 13 19 11 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980444protein_codingNA c.*829A>G NA NA NA NA 440
Chr25 11137229 A G Chr25_11137229_A_GA_G SNP 16400.63 34 11 13 19 22 24 24 22 16 13 19 11 12 15 34 11 13 19 22 24 24 22 16 13 19 11 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980445protein_codingNA c.*829A>G NA NA NA NA 440
Chr25 11137229 A G Chr25_11137229_A_GA_G SNP 16400.63 34 11 13 19 22 24 24 22 16 13 19 11 12 15 34 11 13 19 22 24 24 22 16 13 19 11 12 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980446protein_codingNA c.*829A>G NA NA NA NA 440
Chr25 11138590 A C Chr25_11138590_A_CA_C SNP 13635.63 20 10 10 19 14 15 40 18 17 12 16 17 10 15 20 10 10 19 14 15 40 18 17 12 16 17 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980443protein_codingNA c.*2190A>C NA NA NA NA 2133
Chr25 11138590 A C Chr25_11138590_A_CA_C SNP 13635.63 20 10 10 19 14 15 40 18 17 12 16 17 10 15 20 10 10 19 14 15 40 18 17 12 16 17 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980444protein_codingNA c.*2190A>C NA NA NA NA 1801
Chr25 11138590 A C Chr25_11138590_A_CA_C SNP 13635.63 20 10 10 19 14 15 40 18 17 12 16 17 10 15 20 10 10 19 14 15 40 18 17 12 16 17 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980445protein_codingNA c.*2190A>C NA NA NA NA 1801
Chr25 11138590 A C Chr25_11138590_A_CA_C SNP 13635.63 20 10 10 19 14 15 40 18 17 12 16 17 10 15 20 10 10 19 14 15 40 18 17 12 16 17 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980446protein_codingNA c.*2190A>C NA NA NA NA 1801
Chr25 11138590 A C Chr25_11138590_A_CA_C SNP 13635.63 20 10 10 19 14 15 40 18 17 12 16 17 10 15 20 10 10 19 14 15 40 18 17 12 16 17 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979541protein_coding 02-mars c.593+143T>GNA NA NA NA NA
Chr25 11138590 A C Chr25_11138590_A_CA_C SNP 13635.63 20 10 10 19 14 15 40 18 17 12 16 17 10 15 20 10 10 19 14 15 40 18 17 12 16 17 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979542protein_coding 02-mars c.593+143T>GNA NA NA NA NA
Chr25 11138590 A C Chr25_11138590_A_CA_C SNP 13635.63 20 10 10 19 14 15 40 18 17 12 16 17 10 15 20 10 10 19 14 15 40 18 17 12 16 17 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979544protein_coding 02-mars c.593+143T>GNA NA NA NA NA
Chr25 11138590 A C Chr25_11138590_A_CA_C SNP 13635.63 20 10 10 19 14 15 40 18 17 12 16 17 10 15 20 10 10 19 14 15 40 18 17 12 16 17 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979545protein_coding 02-mars c.110+143T>GNA NA NA NA NA
Chr25 11138590 A C Chr25_11138590_A_CA_C SNP 13635.63 20 10 10 19 14 15 40 18 17 12 16 17 10 15 20 10 10 19 14 15 40 18 17 12 16 17 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979543protein_coding 03-avr c.395+143T>GNA NA NA NA NA
Chr25 11138648 G A Chr25_11138648_G_AG_A SNP 10411.63 21 8 7 15 8 10 29 18 11 16 10 11 7 10 21 8 7 15 8 10 29 18 11 16 10 11 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980443protein_codingNA c.*2248G>A NA NA NA NA 2191
Chr25 11138648 G A Chr25_11138648_G_AG_A SNP 10411.63 21 8 7 15 8 10 29 18 11 16 10 11 7 10 21 8 7 15 8 10 29 18 11 16 10 11 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980444protein_codingNA c.*2248G>A NA NA NA NA 1859
Chr25 11138648 G A Chr25_11138648_G_AG_A SNP 10411.63 21 8 7 15 8 10 29 18 11 16 10 11 7 10 21 8 7 15 8 10 29 18 11 16 10 11 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980445protein_codingNA c.*2248G>A NA NA NA NA 1859
Chr25 11138648 G A Chr25_11138648_G_AG_A SNP 10411.63 21 8 7 15 8 10 29 18 11 16 10 11 7 10 21 8 7 15 8 10 29 18 11 16 10 11 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c25_15420Pp3c25_15420transcript PAC:32980446protein_codingNA c.*2248G>A NA NA NA NA 1859
Chr25 11138648 G A Chr25_11138648_G_AG_A SNP 10411.63 21 8 7 15 8 10 29 18 11 16 10 11 7 10 21 8 7 15 8 10 29 18 11 16 10 11 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979541protein_coding 02-mars c.593+85C>T NA NA NA NA NA
Chr25 11138648 G A Chr25_11138648_G_AG_A SNP 10411.63 21 8 7 15 8 10 29 18 11 16 10 11 7 10 21 8 7 15 8 10 29 18 11 16 10 11 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979542protein_coding 02-mars c.593+85C>T NA NA NA NA NA
Chr25 11138648 G A Chr25_11138648_G_AG_A SNP 10411.63 21 8 7 15 8 10 29 18 11 16 10 11 7 10 21 8 7 15 8 10 29 18 11 16 10 11 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979544protein_coding 02-mars c.593+85C>T NA NA NA NA NA
Chr25 11138648 G A Chr25_11138648_G_AG_A SNP 10411.63 21 8 7 15 8 10 29 18 11 16 10 11 7 10 21 8 7 15 8 10 29 18 11 16 10 11 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979545protein_coding 02-mars c.110+85C>T NA NA NA NA NA
Chr25 11138648 G A Chr25_11138648_G_AG_A SNP 10411.63 21 8 7 15 8 10 29 18 11 16 10 11 7 10 21 8 7 15 8 10 29 18 11 16 10 11 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c25_15450Pp3c25_15450transcript PAC:32979543protein_coding 03-avr c.395+85C>T NA NA NA NA NA



Chr26 178158 G GTA Chr26_178158_G_GTAG_GTA INDEL 1362.35 24 10 9 0 0 0 0 0 0 0 0 0 0 0 24 10 9 18 21 17 22 6 19 14 11 11 11 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c26_470 Pp3c26_470 transcript PAC:32917998protein_codingNA c.-570_-569insTANA NA NA NA 371
Chr26 178158 G GTA Chr26_178158_G_GTAG_GTA INDEL 1362.35 24 10 9 0 0 0 0 0 0 0 0 0 0 0 24 10 9 18 21 17 22 6 19 14 11 11 11 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c26_470 Pp3c26_470 transcript PAC:32917999protein_codingNA c.-570_-569insTANA NA NA NA 371
Chr26 178158 G GTA Chr26_178158_G_GTAG_GTA INDEL 1362.35 24 10 9 0 0 0 0 0 0 0 0 0 0 0 24 10 9 18 21 17 22 6 19 14 11 11 11 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c26_450 Pp3c26_450 transcript PAC:32917705protein_codingNA c.*2027_*2028insTANA NA NA NA 935
Chr26 178158 G GTA Chr26_178158_G_GTAG_GTA INDEL 1362.35 24 10 9 0 0 0 0 0 0 0 0 0 0 0 24 10 9 18 21 17 22 6 19 14 11 11 11 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c26_480 Pp3c26_480 transcript PAC:32918198protein_codingNA c.*3624_*3625insTANA NA NA NA 3624
Chr26 178158 G GTA Chr26_178158_G_GTAG_GTA INDEL 1362.35 24 10 9 0 0 0 0 0 0 0 0 0 0 0 24 10 9 18 21 17 22 6 19 14 11 11 11 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c26_440 Pp3c26_440 transcript PAC:32917245protein_codingNA c.*5584_*5585insTANA NA NA NA 4992
Chr26 178158 G GTA Chr26_178158_G_GTAG_GTA INDEL 1362.35 24 10 9 0 0 0 0 0 0 0 0 0 0 0 24 10 9 18 21 17 22 6 19 14 11 11 11 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c26_440 Pp3c26_440 transcript PAC:32917242protein_codingNA c.*5584_*5585insTANA NA NA NA 4991
Chr26 178158 G GTA Chr26_178158_G_GTAG_GTA INDEL 1362.35 24 10 9 0 0 0 0 0 0 0 0 0 0 0 24 10 9 18 21 17 22 6 19 14 11 11 11 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c26_440 Pp3c26_440 transcript PAC:32917246protein_codingNA c.*5584_*5585insTANA NA NA NA 4934
Chr26 178158 G GTA Chr26_178158_G_GTAG_GTA INDEL 1362.35 24 10 9 0 0 0 0 0 0 0 0 0 0 0 24 10 9 18 21 17 22 6 19 14 11 11 11 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c26_450 Pp3c26_450 transcript PAC:32917706protein_codingNA c.*2027_*2028insTANA NA NA NA 940
Chr26 178158 G GTA Chr26_178158_G_GTAG_GTA INDEL 1362.35 24 10 9 0 0 0 0 0 0 0 0 0 0 0 24 10 9 18 21 17 22 6 19 14 11 11 11 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c26_450-Pp3c26_470Pp3c26_450-Pp3c26_470intergenic_regionPp3c26_450-Pp3c26_470NA NA n.178158_178159insTANA NA NA NA NA
Chr26 221114 CGAAG C Chr26_221114_CGAAG_CCGAAG_C INDEL 12971.59 14 12 13 15 11 14 16 13 16 18 6 8 4 6 14 12 13 15 11 14 16 13 16 18 6 8 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_560 Pp3c26_560 transcript PAC:32917112protein_coding 01-avr c.29_32delCTTCp.Ala10fs 272/2716 29/1737 10/578 NA
Chr26 221114 CGAAG C Chr26_221114_CGAAG_CCGAAG_C INDEL 12971.59 14 12 13 15 11 14 16 13 16 18 6 8 4 6 14 12 13 15 11 14 16 13 16 18 6 8 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_560 Pp3c26_560 transcript PAC:32917113protein_coding 01-avr c.29_32delCTTCp.Ala10fs 272/2791 29/1737 10/578 NA
Chr26 221114 CGAAG C Chr26_221114_CGAAG_CCGAAG_C INDEL 12971.59 14 12 13 15 11 14 16 13 16 18 6 8 4 6 14 12 13 15 11 14 16 13 16 18 6 8 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917483protein_codingNA c.-4385_-4382delCTTCNA NA NA NA 4030
Chr26 221114 CGAAG C Chr26_221114_CGAAG_CCGAAG_C INDEL 12971.59 14 12 13 15 11 14 16 13 16 18 6 8 4 6 14 12 13 15 11 14 16 13 16 18 6 8 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917485protein_codingNA c.-4905_-4902delCTTCNA NA NA NA 4845
Chr26 221114 CGAAG C Chr26_221114_CGAAG_CCGAAG_C INDEL 12971.59 14 12 13 15 11 14 16 13 16 18 6 8 4 6 14 12 13 15 11 14 16 13 16 18 6 8 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917484protein_codingNA c.-4385_-4382delCTTCNA NA NA NA 4068
Chr26 221114 CGAAG C Chr26_221114_CGAAG_CCGAAG_C INDEL 12971.59 14 12 13 15 11 14 16 13 16 18 6 8 4 6 14 12 13 15 11 14 16 13 16 18 6 8 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_570 Pp3c26_570 transcript PAC:32916957protein_codingNA c.*3040_*3043delCTTCNA NA NA NA 3043
Chr26 221120 TTGGA T Chr26_221120_TTGGA_TTTGGA_T INDEL 13466.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_560 Pp3c26_560 transcript PAC:32917112protein_coding 01-avr c.23_26delTCCAp.Phe8fs 266/2716 23/1737 8/578 NA
Chr26 221120 TTGGA T Chr26_221120_TTGGA_TTTGGA_T INDEL 13466.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_560 Pp3c26_560 transcript PAC:32917113protein_coding 01-avr c.23_26delTCCAp.Phe8fs 266/2791 23/1737 8/578 NA
Chr26 221120 TTGGA T Chr26_221120_TTGGA_TTTGGA_T INDEL 13466.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917483protein_codingNA c.-4391_-4388delTCCANA NA NA NA 4036
Chr26 221120 TTGGA T Chr26_221120_TTGGA_TTTGGA_T INDEL 13466.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917485protein_codingNA c.-4911_-4908delTCCANA NA NA NA 4851
Chr26 221120 TTGGA T Chr26_221120_TTGGA_TTTGGA_T INDEL 13466.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917484protein_codingNA c.-4391_-4388delTCCANA NA NA NA 4074
Chr26 221120 TTGGA T Chr26_221120_TTGGA_TTTGGA_T INDEL 13466.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_570 Pp3c26_570 transcript PAC:32916957protein_codingNA c.*3034_*3037delTCCANA NA NA NA 3037
Chr26 221124 A ACCCC Chr26_221124_A_ACCCCA_ACCCC INDEL 13376.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_560 Pp3c26_560 transcript PAC:32917112protein_coding 01-avr c.22_23insGGGGp.Phe8fs 262/2716 22/1737 8/578 NA
Chr26 221124 A ACCCC Chr26_221124_A_ACCCCA_ACCCC INDEL 13376.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_560 Pp3c26_560 transcript PAC:32917113protein_coding 01-avr c.22_23insGGGGp.Phe8fs 262/2791 22/1737 8/578 NA
Chr26 221124 A ACCCC Chr26_221124_A_ACCCCA_ACCCC INDEL 13376.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917483protein_codingNA c.-4392_-4391insGGGGNA NA NA NA 4040
Chr26 221124 A ACCCC Chr26_221124_A_ACCCCA_ACCCC INDEL 13376.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917485protein_codingNA c.-4912_-4911insGGGGNA NA NA NA 4855
Chr26 221124 A ACCCC Chr26_221124_A_ACCCCA_ACCCC INDEL 13376.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917484protein_codingNA c.-4392_-4391insGGGGNA NA NA NA 4078
Chr26 221124 A ACCCC Chr26_221124_A_ACCCCA_ACCCC INDEL 13376.59 15 12 13 15 11 15 17 13 16 18 6 9 4 5 15 12 13 15 11 15 17 13 16 18 6 9 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_570 Pp3c26_570 transcript PAC:32916957protein_codingNA c.*3033_*3034insGGGGNA NA NA NA 3033
Chr26 221128 C CAAA Chr26_221128_C_CAAAC_CAAA INDEL 13826.59 15 12 13 16 8 16 17 12 16 16 4 8 4 5 15 12 13 16 8 16 17 12 16 16 4 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 conservative_inframe_insertionMODERATE Pp3c26_560 Pp3c26_560 transcript PAC:32917112protein_coding 01-avr c.18_19insTTTp.Arg6_Glu7insPhe258/2716 18/1737 6/578 NA
Chr26 221128 C CAAA Chr26_221128_C_CAAAC_CAAA INDEL 13826.59 15 12 13 16 8 16 17 12 16 16 4 8 4 5 15 12 13 16 8 16 17 12 16 16 4 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 conservative_inframe_insertionMODERATE Pp3c26_560 Pp3c26_560 transcript PAC:32917113protein_coding 01-avr c.18_19insTTTp.Arg6_Glu7insPhe258/2791 18/1737 6/578 NA
Chr26 221128 C CAAA Chr26_221128_C_CAAAC_CAAA INDEL 13826.59 15 12 13 16 8 16 17 12 16 16 4 8 4 5 15 12 13 16 8 16 17 12 16 16 4 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917483protein_codingNA c.-4396_-4395insTTTNA NA NA NA 4044
Chr26 221128 C CAAA Chr26_221128_C_CAAAC_CAAA INDEL 13826.59 15 12 13 16 8 16 17 12 16 16 4 8 4 5 15 12 13 16 8 16 17 12 16 16 4 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917485protein_codingNA c.-4916_-4915insTTTNA NA NA NA 4859
Chr26 221128 C CAAA Chr26_221128_C_CAAAC_CAAA INDEL 13826.59 15 12 13 16 8 16 17 12 16 16 4 8 4 5 15 12 13 16 8 16 17 12 16 16 4 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917484protein_codingNA c.-4396_-4395insTTTNA NA NA NA 4082
Chr26 221128 C CAAA Chr26_221128_C_CAAAC_CAAA INDEL 13826.59 15 12 13 16 8 16 17 12 16 16 4 8 4 5 15 12 13 16 8 16 17 12 16 16 4 8 4 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_570 Pp3c26_570 transcript PAC:32916957protein_codingNA c.*3029_*3030insTTTNA NA NA NA 3029
Chr26 221135 C CA Chr26_221135_C_CAC_CA INDEL 13430.59 15 10 13 17 11 17 20 11 16 17 4 7 4 4 15 10 13 17 11 17 20 11 16 17 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_560 Pp3c26_560 transcript PAC:32917112protein_coding 01-avr c.11_12insT p.Lys4fs 251/2716 11/1737 4/578 NA
Chr26 221135 C CA Chr26_221135_C_CAC_CA INDEL 13430.59 15 10 13 17 11 17 20 11 16 17 4 7 4 4 15 10 13 17 11 17 20 11 16 17 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_560 Pp3c26_560 transcript PAC:32917113protein_coding 01-avr c.11_12insT p.Lys4fs 251/2791 11/1737 4/578 NA
Chr26 221135 C CA Chr26_221135_C_CAC_CA INDEL 13430.59 15 10 13 17 11 17 20 11 16 17 4 7 4 4 15 10 13 17 11 17 20 11 16 17 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917483protein_codingNA c.-4403_-4402insTNA NA NA NA 4051
Chr26 221135 C CA Chr26_221135_C_CAC_CA INDEL 13430.59 15 10 13 17 11 17 20 11 16 17 4 7 4 4 15 10 13 17 11 17 20 11 16 17 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917485protein_codingNA c.-4923_-4922insTNA NA NA NA 4866
Chr26 221135 C CA Chr26_221135_C_CAC_CA INDEL 13430.59 15 10 13 17 11 17 20 11 16 17 4 7 4 4 15 10 13 17 11 17 20 11 16 17 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_540 Pp3c26_540 transcript PAC:32917484protein_codingNA c.-4403_-4402insTNA NA NA NA 4089
Chr26 221135 C CA Chr26_221135_C_CAC_CA INDEL 13430.59 15 10 13 17 11 17 20 11 16 17 4 7 4 4 15 10 13 17 11 17 20 11 16 17 4 7 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_570 Pp3c26_570 transcript PAC:32916957protein_codingNA c.*3022_*3023insTNA NA NA NA 3022
Chr26 543941 G GTA Chr26_543941_G_GTAG_GTA INDEL 1084.35 16 10 7 1 0 0 0 0 0 0 0 0 0 0 16 10 7 17 19 20 13 17 18 22 10 7 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c26_1390Pp3c26_1390transcript PAC:32918557protein_codingNA c.-4824_-4823insTANA NA NA NA 3555
Chr26 543941 G GTA Chr26_543941_G_GTAG_GTA INDEL 1084.35 16 10 7 1 0 0 0 0 0 0 0 0 0 0 16 10 7 17 19 20 13 17 18 22 10 7 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c26_1390Pp3c26_1390transcript PAC:32918558protein_codingNA c.-4824_-4823insTANA NA NA NA 4019
Chr26 543941 G GTA Chr26_543941_G_GTAG_GTA INDEL 1084.35 16 10 7 1 0 0 0 0 0 0 0 0 0 0 16 10 7 17 19 20 13 17 18 22 10 7 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c26_1400Pp3c26_1400transcript PAC:32918264protein_codingNA c.*1250_*1251insTANA NA NA NA 1250
Chr26 543941 G GTA Chr26_543941_G_GTAG_GTA INDEL 1084.35 16 10 7 1 0 0 0 0 0 0 0 0 0 0 16 10 7 17 19 20 13 17 18 22 10 7 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 downstream_gene_variantMODIFIER Pp3c26_1400Pp3c26_1400transcript PAC:32918265protein_codingNA c.*1250_*1251insTANA NA NA NA 1109
Chr26 543941 G GTA Chr26_543941_G_GTAG_GTA INDEL 1084.35 16 10 7 1 0 0 0 0 0 0 0 0 0 0 16 10 7 17 19 20 13 17 18 22 10 7 8 8 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c26_1390-Pp3c26_1400Pp3c26_1390-Pp3c26_1400intergenic_regionPp3c26_1390-Pp3c26_1400NA NA n.543941_543942insTANA NA NA NA NA
Chr26 576643 T TTA Chr26_576643_T_TTAT_TTA INDEL 993.35 26 4 9 0 1 1 0 0 0 1 2 0 1 0 26 4 9 13 10 13 23 10 9 10 7 7 6 8 1 1 1 0 0 0 0 0 0 0 0.286 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918352protein_codingNA c.-2484_-2483insTANA NA NA NA 2319
Chr26 576643 T TTA Chr26_576643_T_TTAT_TTA INDEL 993.35 26 4 9 0 1 1 0 0 0 1 2 0 1 0 26 4 9 13 10 13 23 10 9 10 7 7 6 8 1 1 1 0 0 0 0 0 0 0 0.286 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918354protein_codingNA c.-2484_-2483insTANA NA NA NA 2319
Chr26 576643 T TTA Chr26_576643_T_TTAT_TTA INDEL 993.35 26 4 9 0 1 1 0 0 0 1 2 0 1 0 26 4 9 13 10 13 23 10 9 10 7 7 6 8 1 1 1 0 0 0 0 0 0 0 0.286 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918353protein_codingNA c.-2484_-2483insTANA NA NA NA 2483
Chr26 576643 T TTA Chr26_576643_T_TTAT_TTA INDEL 993.35 26 4 9 0 1 1 0 0 0 1 2 0 1 0 26 4 9 13 10 13 23 10 9 10 7 7 6 8 1 1 1 0 0 0 0 0 0 0 0.286 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918355protein_codingNA c.-3698_-3697insTANA NA NA NA 3606
Chr26 576643 T TTA Chr26_576643_T_TTAT_TTA INDEL 993.35 26 4 9 0 1 1 0 0 0 1 2 0 1 0 26 4 9 13 10 13 23 10 9 10 7 7 6 8 1 1 1 0 0 0 0 0 0 0 0.286 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918357protein_codingNA c.-4169_-4168insTANA NA NA NA 3606
Chr26 576643 T TTA Chr26_576643_T_TTAT_TTA INDEL 993.35 26 4 9 0 1 1 0 0 0 1 2 0 1 0 26 4 9 13 10 13 23 10 9 10 7 7 6 8 1 1 1 0 0 0 0 0 0 0 0.286 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918356protein_codingNA c.-4581_-4580insTANA NA NA NA 4417
Chr26 576643 T TTA Chr26_576643_T_TTAT_TTA INDEL 993.35 26 4 9 0 1 1 0 0 0 1 2 0 1 0 26 4 9 13 10 13 23 10 9 10 7 7 6 8 1 1 1 0 0 0 0 0 0 0 0.286 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c26_1400-Pp3c26_1430Pp3c26_1400-Pp3c26_1430intergenic_regionPp3c26_1400-Pp3c26_1430NA NA n.576643_576644insTANA NA NA NA NA
Chr26 587261 G C Chr26_587261_G_CG_C SNP 18042.63 26 15 22 17 20 30 17 8 28 18 8 17 13 7 26 15 22 17 20 30 17 8 28 18 8 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918352protein_codingNA c.*4077G>C NA NA NA NA 3639
Chr26 587261 G C Chr26_587261_G_CG_C SNP 18042.63 26 15 22 17 20 30 17 8 28 18 8 17 13 7 26 15 22 17 20 30 17 8 28 18 8 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918354protein_codingNA c.*5060G>C NA NA NA NA 3613
Chr26 587261 G C Chr26_587261_G_CG_C SNP 18042.63 26 15 22 17 20 30 17 8 28 18 8 17 13 7 26 15 22 17 20 30 17 8 28 18 8 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918353protein_codingNA c.*4077G>C NA NA NA NA 4077
Chr26 587261 G C Chr26_587261_G_CG_C SNP 18042.63 26 15 22 17 20 30 17 8 28 18 8 17 13 7 26 15 22 17 20 30 17 8 28 18 8 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918355protein_codingNA c.*4077G>C NA NA NA NA 3639
Chr26 587261 G C Chr26_587261_G_CG_C SNP 18042.63 26 15 22 17 20 30 17 8 28 18 8 17 13 7 26 15 22 17 20 30 17 8 28 18 8 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918357protein_codingNA c.*4077G>C NA NA NA NA 3639
Chr26 587261 G C Chr26_587261_G_CG_C SNP 18042.63 26 15 22 17 20 30 17 8 28 18 8 17 13 7 26 15 22 17 20 30 17 8 28 18 8 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918356protein_codingNA c.*4077G>C NA NA NA NA 3639
Chr26 587261 G C Chr26_587261_G_CG_C SNP 18042.63 26 15 22 17 20 30 17 8 28 18 8 17 13 7 26 15 22 17 20 30 17 8 28 18 8 17 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1430-Pp3c26_1460Pp3c26_1430-Pp3c26_1460intergenic_regionPp3c26_1430-Pp3c26_1460NA NA n.587261G>CNA NA NA NA NA
Chr26 587262 C A Chr26_587262_C_AC_A SNP 18042.63 26 15 22 17 20 31 17 8 28 18 8 17 12 7 26 15 22 17 20 31 17 8 28 18 8 17 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918352protein_codingNA c.*4078C>A NA NA NA NA 3640
Chr26 587262 C A Chr26_587262_C_AC_A SNP 18042.63 26 15 22 17 20 31 17 8 28 18 8 17 12 7 26 15 22 17 20 31 17 8 28 18 8 17 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918354protein_codingNA c.*5061C>A NA NA NA NA 3614
Chr26 587262 C A Chr26_587262_C_AC_A SNP 18042.63 26 15 22 17 20 31 17 8 28 18 8 17 12 7 26 15 22 17 20 31 17 8 28 18 8 17 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918353protein_codingNA c.*4078C>A NA NA NA NA 4078
Chr26 587262 C A Chr26_587262_C_AC_A SNP 18042.63 26 15 22 17 20 31 17 8 28 18 8 17 12 7 26 15 22 17 20 31 17 8 28 18 8 17 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918355protein_codingNA c.*4078C>A NA NA NA NA 3640
Chr26 587262 C A Chr26_587262_C_AC_A SNP 18042.63 26 15 22 17 20 31 17 8 28 18 8 17 12 7 26 15 22 17 20 31 17 8 28 18 8 17 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918357protein_codingNA c.*4078C>A NA NA NA NA 3640
Chr26 587262 C A Chr26_587262_C_AC_A SNP 18042.63 26 15 22 17 20 31 17 8 28 18 8 17 12 7 26 15 22 17 20 31 17 8 28 18 8 17 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918356protein_codingNA c.*4078C>A NA NA NA NA 3640
Chr26 587262 C A Chr26_587262_C_AC_A SNP 18042.63 26 15 22 17 20 31 17 8 28 18 8 17 12 7 26 15 22 17 20 31 17 8 28 18 8 17 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1430-Pp3c26_1460Pp3c26_1430-Pp3c26_1460intergenic_regionPp3c26_1430-Pp3c26_1460NA NA n.587262C>ANA NA NA NA NA
Chr26 587301 A G Chr26_587301_A_GA_G SNP 17590.63 26 13 19 15 17 25 23 11 28 19 7 16 11 6 26 13 19 15 17 25 23 11 28 19 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918352protein_codingNA c.*4117A>G NA NA NA NA 3679
Chr26 587301 A G Chr26_587301_A_GA_G SNP 17590.63 26 13 19 15 17 25 23 11 28 19 7 16 11 6 26 13 19 15 17 25 23 11 28 19 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918354protein_codingNA c.*5100A>G NA NA NA NA 3653
Chr26 587301 A G Chr26_587301_A_GA_G SNP 17590.63 26 13 19 15 17 25 23 11 28 19 7 16 11 6 26 13 19 15 17 25 23 11 28 19 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918353protein_codingNA c.*4117A>G NA NA NA NA 4117
Chr26 587301 A G Chr26_587301_A_GA_G SNP 17590.63 26 13 19 15 17 25 23 11 28 19 7 16 11 6 26 13 19 15 17 25 23 11 28 19 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918355protein_codingNA c.*4117A>G NA NA NA NA 3679
Chr26 587301 A G Chr26_587301_A_GA_G SNP 17590.63 26 13 19 15 17 25 23 11 28 19 7 16 11 6 26 13 19 15 17 25 23 11 28 19 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918357protein_codingNA c.*4117A>G NA NA NA NA 3679
Chr26 587301 A G Chr26_587301_A_GA_G SNP 17590.63 26 13 19 15 17 25 23 11 28 19 7 16 11 6 26 13 19 15 17 25 23 11 28 19 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918356protein_codingNA c.*4117A>G NA NA NA NA 3679
Chr26 587301 A G Chr26_587301_A_GA_G SNP 17590.63 26 13 19 15 17 25 23 11 28 19 7 16 11 6 26 13 19 15 17 25 23 11 28 19 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1430-Pp3c26_1460Pp3c26_1430-Pp3c26_1460intergenic_regionPp3c26_1430-Pp3c26_1460NA NA n.587301A>GNA NA NA NA NA
Chr26 587302 G T Chr26_587302_G_TG_T SNP 17590.63 26 13 19 15 18 25 23 11 28 18 7 16 11 6 26 13 19 15 18 25 23 11 28 18 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918352protein_codingNA c.*4118G>T NA NA NA NA 3680
Chr26 587302 G T Chr26_587302_G_TG_T SNP 17590.63 26 13 19 15 18 25 23 11 28 18 7 16 11 6 26 13 19 15 18 25 23 11 28 18 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918354protein_codingNA c.*5101G>T NA NA NA NA 3654
Chr26 587302 G T Chr26_587302_G_TG_T SNP 17590.63 26 13 19 15 18 25 23 11 28 18 7 16 11 6 26 13 19 15 18 25 23 11 28 18 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918353protein_codingNA c.*4118G>T NA NA NA NA 4118
Chr26 587302 G T Chr26_587302_G_TG_T SNP 17590.63 26 13 19 15 18 25 23 11 28 18 7 16 11 6 26 13 19 15 18 25 23 11 28 18 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918355protein_codingNA c.*4118G>T NA NA NA NA 3680
Chr26 587302 G T Chr26_587302_G_TG_T SNP 17590.63 26 13 19 15 18 25 23 11 28 18 7 16 11 6 26 13 19 15 18 25 23 11 28 18 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918357protein_codingNA c.*4118G>T NA NA NA NA 3680
Chr26 587302 G T Chr26_587302_G_TG_T SNP 17590.63 26 13 19 15 18 25 23 11 28 18 7 16 11 6 26 13 19 15 18 25 23 11 28 18 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918356protein_codingNA c.*4118G>T NA NA NA NA 3680
Chr26 587302 G T Chr26_587302_G_TG_T SNP 17590.63 26 13 19 15 18 25 23 11 28 18 7 16 11 6 26 13 19 15 18 25 23 11 28 18 7 16 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1430-Pp3c26_1460Pp3c26_1430-Pp3c26_1460intergenic_regionPp3c26_1430-Pp3c26_1460NA NA n.587302G>TNA NA NA NA NA
Chr26 587375 T A Chr26_587375_T_AT_A SNP 17374.63 23 14 15 15 23 27 31 14 20 19 14 14 7 14 23 14 15 15 23 27 31 14 20 19 14 14 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918352protein_codingNA c.*4191T>A NA NA NA NA 3753
Chr26 587375 T A Chr26_587375_T_AT_A SNP 17374.63 23 14 15 15 23 27 31 14 20 19 14 14 7 14 23 14 15 15 23 27 31 14 20 19 14 14 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918354protein_codingNA c.*5174T>A NA NA NA NA 3727
Chr26 587375 T A Chr26_587375_T_AT_A SNP 17374.63 23 14 15 15 23 27 31 14 20 19 14 14 7 14 23 14 15 15 23 27 31 14 20 19 14 14 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918353protein_codingNA c.*4191T>A NA NA NA NA 4191
Chr26 587375 T A Chr26_587375_T_AT_A SNP 17374.63 23 14 15 15 23 27 31 14 20 19 14 14 7 14 23 14 15 15 23 27 31 14 20 19 14 14 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918355protein_codingNA c.*4191T>A NA NA NA NA 3753
Chr26 587375 T A Chr26_587375_T_AT_A SNP 17374.63 23 14 15 15 23 27 31 14 20 19 14 14 7 14 23 14 15 15 23 27 31 14 20 19 14 14 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918357protein_codingNA c.*4191T>A NA NA NA NA 3753
Chr26 587375 T A Chr26_587375_T_AT_A SNP 17374.63 23 14 15 15 23 27 31 14 20 19 14 14 7 14 23 14 15 15 23 27 31 14 20 19 14 14 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918356protein_codingNA c.*4191T>A NA NA NA NA 3753
Chr26 587375 T A Chr26_587375_T_AT_A SNP 17374.63 23 14 15 15 23 27 31 14 20 19 14 14 7 14 23 14 15 15 23 27 31 14 20 19 14 14 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1430-Pp3c26_1460Pp3c26_1430-Pp3c26_1460intergenic_regionPp3c26_1430-Pp3c26_1460NA NA n.587375T>ANA NA NA NA NA
Chr26 587467 AT A Chr26_587467_AT_AAT_A INDEL 23403.59 34 11 15 25 28 35 29 17 32 28 23 20 8 15 34 11 15 25 28 35 29 17 32 28 23 20 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918352protein_codingNA c.*4284delT NA NA NA NA 3846
Chr26 587467 AT A Chr26_587467_AT_AAT_A INDEL 23403.59 34 11 15 25 28 35 29 17 32 28 23 20 8 15 34 11 15 25 28 35 29 17 32 28 23 20 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918354protein_codingNA c.*5267delT NA NA NA NA 3820
Chr26 587467 AT A Chr26_587467_AT_AAT_A INDEL 23403.59 34 11 15 25 28 35 29 17 32 28 23 20 8 15 34 11 15 25 28 35 29 17 32 28 23 20 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918353protein_codingNA c.*4284delT NA NA NA NA 4284
Chr26 587467 AT A Chr26_587467_AT_AAT_A INDEL 23403.59 34 11 15 25 28 35 29 17 32 28 23 20 8 15 34 11 15 25 28 35 29 17 32 28 23 20 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918355protein_codingNA c.*4284delT NA NA NA NA 3846
Chr26 587467 AT A Chr26_587467_AT_AAT_A INDEL 23403.59 34 11 15 25 28 35 29 17 32 28 23 20 8 15 34 11 15 25 28 35 29 17 32 28 23 20 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918357protein_codingNA c.*4284delT NA NA NA NA 3846
Chr26 587467 AT A Chr26_587467_AT_AAT_A INDEL 23403.59 34 11 15 25 28 35 29 17 32 28 23 20 8 15 34 11 15 25 28 35 29 17 32 28 23 20 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918356protein_codingNA c.*4284delT NA NA NA NA 3846
Chr26 587467 AT A Chr26_587467_AT_AAT_A INDEL 23403.59 34 11 15 25 28 35 29 17 32 28 23 20 8 15 34 11 15 25 28 35 29 17 32 28 23 20 8 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1430-Pp3c26_1460Pp3c26_1430-Pp3c26_1460intergenic_regionPp3c26_1430-Pp3c26_1460NA NA n.587468delTNA NA NA NA NA
Chr26 587470 T TA Chr26_587470_T_TAT_TA INDEL 23539.59 34 11 15 25 30 35 29 17 32 28 23 20 8 16 34 11 15 25 30 35 29 17 32 28 23 20 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918352protein_codingNA c.*4286_*4287insANA NA NA NA 3849
Chr26 587470 T TA Chr26_587470_T_TAT_TA INDEL 23539.59 34 11 15 25 30 35 29 17 32 28 23 20 8 16 34 11 15 25 30 35 29 17 32 28 23 20 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918354protein_codingNA c.*5269_*5270insANA NA NA NA 3823
Chr26 587470 T TA Chr26_587470_T_TAT_TA INDEL 23539.59 34 11 15 25 30 35 29 17 32 28 23 20 8 16 34 11 15 25 30 35 29 17 32 28 23 20 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918353protein_codingNA c.*4286_*4287insANA NA NA NA 4287
Chr26 587470 T TA Chr26_587470_T_TAT_TA INDEL 23539.59 34 11 15 25 30 35 29 17 32 28 23 20 8 16 34 11 15 25 30 35 29 17 32 28 23 20 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918355protein_codingNA c.*4286_*4287insANA NA NA NA 3849
Chr26 587470 T TA Chr26_587470_T_TAT_TA INDEL 23539.59 34 11 15 25 30 35 29 17 32 28 23 20 8 16 34 11 15 25 30 35 29 17 32 28 23 20 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918357protein_codingNA c.*4286_*4287insANA NA NA NA 3849
Chr26 587470 T TA Chr26_587470_T_TAT_TA INDEL 23539.59 34 11 15 25 30 35 29 17 32 28 23 20 8 16 34 11 15 25 30 35 29 17 32 28 23 20 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1430Pp3c26_1430transcript PAC:32918356protein_codingNA c.*4286_*4287insANA NA NA NA 3849
Chr26 587470 T TA Chr26_587470_T_TAT_TA INDEL 23539.59 34 11 15 25 30 35 29 17 32 28 23 20 8 16 34 11 15 25 30 35 29 17 32 28 23 20 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1430-Pp3c26_1460Pp3c26_1430-Pp3c26_1460intergenic_regionPp3c26_1430-Pp3c26_1460NA NA n.587470_587471insANA NA NA NA NA
Chr26 626756 G GGATTTTAATTAGGATTAAAATAAChr26_626756_G_GGATTTTAATTAGGATTAAAATAAG_GGATTTTAATTAGGATTAAAATAAINDEL 21755.59 44 12 14 21 13 18 19 16 22 28 12 14 9 11 44 12 14 21 13 18 19 16 22 28 12 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1510Pp3c26_1510transcript PAC:32918064protein_codingNA c.*4763_*4764insTTATTTTAATCCTAATTAAAATCNA NA NA NA 4711
Chr26 626756 G GGATTTTAATTAGGATTAAAATAAChr26_626756_G_GGATTTTAATTAGGATTAAAATAAG_GGATTTTAATTAGGATTAAAATAAINDEL 21755.59 44 12 14 21 13 18 19 16 22 28 12 14 9 11 44 12 14 21 13 18 19 16 22 28 12 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1510Pp3c26_1510transcript PAC:32918065protein_codingNA c.*4763_*4764insTTATTTTAATCCTAATTAAAATCNA NA NA NA 4559
Chr26 626756 G GGATTTTAATTAGGATTAAAATAAChr26_626756_G_GGATTTTAATTAGGATTAAAATAAG_GGATTTTAATTAGGATTAAAATAAINDEL 21755.59 44 12 14 21 13 18 19 16 22 28 12 14 9 11 44 12 14 21 13 18 19 16 22 28 12 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1510Pp3c26_1510transcript PAC:32918067protein_codingNA c.*4763_*4764insTTATTTTAATCCTAATTAAAATCNA NA NA NA 4602
Chr26 626756 G GGATTTTAATTAGGATTAAAATAAChr26_626756_G_GGATTTTAATTAGGATTAAAATAAG_GGATTTTAATTAGGATTAAAATAAINDEL 21755.59 44 12 14 21 13 18 19 16 22 28 12 14 9 11 44 12 14 21 13 18 19 16 22 28 12 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1510Pp3c26_1510transcript PAC:32918068protein_codingNA c.*4763_*4764insTTATTTTAATCCTAATTAAAATCNA NA NA NA 4602
Chr26 626756 G GGATTTTAATTAGGATTAAAATAAChr26_626756_G_GGATTTTAATTAGGATTAAAATAAG_GGATTTTAATTAGGATTAAAATAAINDEL 21755.59 44 12 14 21 13 18 19 16 22 28 12 14 9 11 44 12 14 21 13 18 19 16 22 28 12 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1510Pp3c26_1510transcript PAC:32918066protein_codingNA c.*4763_*4764insTTATTTTAATCCTAATTAAAATCNA NA NA NA 4602
Chr26 626756 G GGATTTTAATTAGGATTAAAATAAChr26_626756_G_GGATTTTAATTAGGATTAAAATAAG_GGATTTTAATTAGGATTAAAATAAINDEL 21755.59 44 12 14 21 13 18 19 16 22 28 12 14 9 11 44 12 14 21 13 18 19 16 22 28 12 14 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1500-Pp3c26_1510Pp3c26_1500-Pp3c26_1510intergenic_regionPp3c26_1500-Pp3c26_1510NA NA n.626756_626757insGATTTTAATTAGGATTAAAATAANA NA NA NA NA
Chr26 805299 T A Chr26_805299_T_AT_A SNP 14281.63 32 4 12 26 13 15 18 20 9 25 10 8 8 6 32 4 12 27 13 15 18 20 9 25 10 8 8 6 1 1 1 0.963 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1720Pp3c26_1720transcript PAC:32918430protein_codingNA c.*2882T>A NA NA NA NA 2882
Chr26 805299 T A Chr26_805299_T_AT_A SNP 14281.63 32 4 12 26 13 15 18 20 9 25 10 8 8 6 32 4 12 27 13 15 18 20 9 25 10 8 8 6 1 1 1 0.963 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1720-Pp3c26_1740Pp3c26_1720-Pp3c26_1740intergenic_regionPp3c26_1720-Pp3c26_1740NA NA n.805299T>ANA NA NA NA NA
Chr26 806497 T C Chr26_806497_T_CT_C SNP 33627.63 48 35 21 31 39 42 57 49 36 43 34 26 26 20 48 35 21 31 39 42 57 49 36 43 34 26 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1720Pp3c26_1720transcript PAC:32918430protein_codingNA c.*4080T>C NA NA NA NA 4080
Chr26 806497 T C Chr26_806497_T_CT_C SNP 33627.63 48 35 21 31 39 42 57 49 36 43 34 26 26 20 48 35 21 31 39 42 57 49 36 43 34 26 26 20 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1720-Pp3c26_1740Pp3c26_1720-Pp3c26_1740intergenic_regionPp3c26_1720-Pp3c26_1740NA NA n.806497T>CNA NA NA NA NA
Chr26 806565 T G Chr26_806565_T_GT_G SNP 36064.63 51 28 21 36 38 46 59 45 44 51 40 25 29 23 51 28 21 36 38 46 59 45 44 51 40 25 29 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_1720Pp3c26_1720transcript PAC:32918430protein_codingNA c.*4148T>G NA NA NA NA 4148
Chr26 806565 T G Chr26_806565_T_GT_G SNP 36064.63 51 28 21 36 38 46 59 45 44 51 40 25 29 23 51 28 21 36 38 46 59 45 44 51 40 25 29 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1720-Pp3c26_1740Pp3c26_1720-Pp3c26_1740intergenic_regionPp3c26_1720-Pp3c26_1740NA NA n.806565T>GNA NA NA NA NA
Chr26 812461 A T Chr26_812461_A_TA_T SNP 17025.63 22 18 17 14 18 16 22 24 23 23 18 17 8 11 22 18 17 14 18 16 22 24 23 23 18 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1720-Pp3c26_1740Pp3c26_1720-Pp3c26_1740intergenic_regionPp3c26_1720-Pp3c26_1740NA NA n.812461A>TNA NA NA NA NA
Chr26 812462 A T Chr26_812462_A_TA_T SNP 17250.63 22 18 17 14 18 17 22 25 23 23 18 17 8 11 22 18 17 14 18 17 22 25 23 23 18 17 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1720-Pp3c26_1740Pp3c26_1720-Pp3c26_1740intergenic_regionPp3c26_1720-Pp3c26_1740NA NA n.812462A>TNA NA NA NA NA
Chr26 812464 C G Chr26_812464_C_GC_G SNP 17536.63 23 18 17 14 17 17 23 26 23 23 18 17 8 13 23 18 17 14 17 17 23 26 23 23 18 17 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1720-Pp3c26_1740Pp3c26_1720-Pp3c26_1740intergenic_regionPp3c26_1720-Pp3c26_1740NA NA n.812464C>GNA NA NA NA NA
Chr26 812466 A G Chr26_812466_A_GA_G SNP 17446.63 23 18 17 14 17 17 23 28 23 27 18 17 8 13 23 18 17 14 17 17 23 28 23 27 18 17 8 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_1720-Pp3c26_1740Pp3c26_1720-Pp3c26_1740intergenic_regionPp3c26_1720-Pp3c26_1740NA NA n.812466A>GNA NA NA NA NA
Chr26 1260170 T TA Chr26_1260170_T_TAT_TA INDEL 17296.59 35 15 14 19 21 33 34 19 31 32 22 19 14 11 35 15 14 19 21 33 34 19 31 32 22 19 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_2640-Pp3c26_2670Pp3c26_2640-Pp3c26_2670intergenic_regionPp3c26_2640-Pp3c26_2670NA NA n.1260170_1260171insANA NA NA NA NA
Chr26 1262417 A AT Chr26_1262417_A_ATA_AT INDEL 22198.59 31 13 12 37 30 23 31 32 31 28 15 14 14 13 31 13 12 37 30 23 31 32 31 28 15 14 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_2640-Pp3c26_2670Pp3c26_2640-Pp3c26_2670intergenic_regionPp3c26_2640-Pp3c26_2670NA NA n.1262417_1262418insTNA NA NA NA NA
Chr26 1262419 A T Chr26_1262419_A_TA_T SNP 22207.63 31 12 12 36 30 25 32 32 30 28 16 14 14 14 31 12 12 36 30 25 32 32 30 28 16 14 14 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_2640-Pp3c26_2670Pp3c26_2640-Pp3c26_2670intergenic_regionPp3c26_2640-Pp3c26_2670NA NA n.1262419A>TNA NA NA NA NA
Chr26 1262436 A T Chr26_1262436_A_TA_T SNP 20554.63 27 13 12 35 28 27 31 33 30 26 17 12 14 13 27 13 12 35 28 27 31 33 30 26 17 12 14 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_2640-Pp3c26_2670Pp3c26_2640-Pp3c26_2670intergenic_regionPp3c26_2640-Pp3c26_2670NA NA n.1262436A>TNA NA NA NA NA
Chr26 1265067 GCTT G Chr26_1265067_GCTT_GGCTT_G INDEL 11491.59 18 6 6 15 10 13 24 19 13 8 4 7 4 6 18 6 6 15 10 13 24 19 13 8 4 7 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_2640-Pp3c26_2670Pp3c26_2640-Pp3c26_2670intergenic_regionPp3c26_2640-Pp3c26_2670NA NA n.1265068_1265070delCTTNA NA NA NA NA
Chr26 1265070 T TGAAA Chr26_1265070_T_TGAAAT_TGAAA INDEL 11491.59 18 6 6 15 10 13 24 19 13 8 4 7 4 6 18 6 6 15 10 13 24 19 13 8 4 7 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_2640-Pp3c26_2670Pp3c26_2640-Pp3c26_2670intergenic_regionPp3c26_2640-Pp3c26_2670NA NA n.1265070_1265071insGAAANA NA NA NA NA
Chr26 1348176 G T Chr26_1348176_G_TG_T SNP 10958.63 16 11 11 16 16 11 25 8 7 12 4 12 4 4 16 11 11 16 16 11 25 8 7 12 4 12 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918586protein_coding 08-oct c.996G>T p.Arg332Ser 1564/7443 996/5466 332/1821 NA
Chr26 1348176 G T Chr26_1348176_G_TG_T SNP 10958.63 16 11 11 16 16 11 25 8 7 12 4 12 4 4 16 11 11 16 16 11 25 8 7 12 4 12 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918587protein_coding 09-nov c.996G>T p.Arg332Ser 1609/7488 996/5466 332/1821 NA
Chr26 1348176 G T Chr26_1348176_G_TG_T SNP 10958.63 16 11 11 16 16 11 25 8 7 12 4 12 4 4 16 11 11 16 16 11 25 8 7 12 4 12 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918588protein_coding 08-oct c.996G>T p.Arg332Ser 1809/7688 996/5466 332/1821 NA
Chr26 1348176 G T Chr26_1348176_G_TG_T SNP 10958.63 16 11 11 16 16 11 25 8 7 12 4 12 4 4 16 11 11 16 16 11 25 8 7 12 4 12 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918590protein_coding 09-nov c.996G>T p.Arg332Ser 1609/7452 996/5454 332/1817 NA
Chr26 1348176 G T Chr26_1348176_G_TG_T SNP 10958.63 16 11 11 16 16 11 25 8 7 12 4 12 4 4 16 11 11 16 16 11 25 8 7 12 4 12 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918589protein_coding 08-sept c.996G>T p.Arg332Ser 1729/7548 996/5466 332/1821 NA
Chr26 1348176 G T Chr26_1348176_G_TG_T SNP 10958.63 16 11 11 16 16 11 25 8 7 12 4 12 4 4 16 11 11 16 16 11 25 8 7 12 4 12 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_2819Pp3c26_2819transcript PAC:32917074protein_codingNA c.-4930C>A NA NA NA NA 4825
Chr26 1348181 A G Chr26_1348181_A_GA_G SNP 10598.63 19 12 11 16 16 11 27 8 8 11 4 13 4 4 19 12 11 16 16 11 27 8 8 11 4 13 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918586protein_coding 08-oct c.1001A>G p.Lys334Arg 1569/7443 1001/5466 334/1821 NA
Chr26 1348181 A G Chr26_1348181_A_GA_G SNP 10598.63 19 12 11 16 16 11 27 8 8 11 4 13 4 4 19 12 11 16 16 11 27 8 8 11 4 13 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918587protein_coding 09-nov c.1001A>G p.Lys334Arg 1614/7488 1001/5466 334/1821 NA
Chr26 1348181 A G Chr26_1348181_A_GA_G SNP 10598.63 19 12 11 16 16 11 27 8 8 11 4 13 4 4 19 12 11 16 16 11 27 8 8 11 4 13 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918588protein_coding 08-oct c.1001A>G p.Lys334Arg 1814/7688 1001/5466 334/1821 NA
Chr26 1348181 A G Chr26_1348181_A_GA_G SNP 10598.63 19 12 11 16 16 11 27 8 8 11 4 13 4 4 19 12 11 16 16 11 27 8 8 11 4 13 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918590protein_coding 09-nov c.1001A>G p.Lys334Arg 1614/7452 1001/5454 334/1817 NA
Chr26 1348181 A G Chr26_1348181_A_GA_G SNP 10598.63 19 12 11 16 16 11 27 8 8 11 4 13 4 4 19 12 11 16 16 11 27 8 8 11 4 13 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918589protein_coding 08-sept c.1001A>G p.Lys334Arg 1734/7548 1001/5466 334/1821 NA
Chr26 1348181 A G Chr26_1348181_A_GA_G SNP 10598.63 19 12 11 16 16 11 27 8 8 11 4 13 4 4 19 12 11 16 16 11 27 8 8 11 4 13 4 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_2819Pp3c26_2819transcript PAC:32917074protein_codingNA c.-4935T>C NA NA NA NA 4830
Chr26 1351918 C G Chr26_1351918_C_GC_G SNP 27243.63 48 27 17 27 38 51 50 33 31 26 28 31 14 18 48 27 17 27 38 51 50 33 31 26 28 31 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918586protein_coding 09-oct c.4490C>G p.Ala1497Gly5058/7443 4490/5466 1497/1821 NA
Chr26 1351918 C G Chr26_1351918_C_GC_G SNP 27243.63 48 27 17 27 38 51 50 33 31 26 28 31 14 18 48 27 17 27 38 51 50 33 31 26 28 31 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918587protein_coding 10-nov c.4490C>G p.Ala1497Gly5103/7488 4490/5466 1497/1821 NA
Chr26 1351918 C G Chr26_1351918_C_GC_G SNP 27243.63 48 27 17 27 38 51 50 33 31 26 28 31 14 18 48 27 17 27 38 51 50 33 31 26 28 31 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918588protein_coding 09-oct c.4490C>G p.Ala1497Gly5303/7688 4490/5466 1497/1821 NA
Chr26 1351918 C G Chr26_1351918_C_GC_G SNP 27243.63 48 27 17 27 38 51 50 33 31 26 28 31 14 18 48 27 17 27 38 51 50 33 31 26 28 31 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918590protein_coding 10-nov c.4490C>G p.Ala1497Gly5103/7452 4490/5454 1497/1817 NA
Chr26 1351918 C G Chr26_1351918_C_GC_G SNP 27243.63 48 27 17 27 38 51 50 33 31 26 28 31 14 18 48 27 17 27 38 51 50 33 31 26 28 31 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_2830Pp3c26_2830transcript PAC:32918589protein_coding 09-sept c.4490C>G p.Ala1497Gly5223/7548 4490/5466 1497/1821 NA
Chr26 1351918 C G Chr26_1351918_C_GC_G SNP 27243.63 48 27 17 27 38 51 50 33 31 26 28 31 14 18 48 27 17 27 38 51 50 33 31 26 28 31 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_2880Pp3c26_2880transcript PAC:32917253protein_codingNA c.*4112G>C NA NA NA NA 3690
Chr26 1351918 C G Chr26_1351918_C_GC_G SNP 27243.63 48 27 17 27 38 51 50 33 31 26 28 31 14 18 48 27 17 27 38 51 50 33 31 26 28 31 14 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_2880Pp3c26_2880transcript PAC:32917254protein_codingNA c.*4112G>C NA NA NA NA 3727
Chr26 1435976 TTA T Chr26_1435976_TTA_TTTA_T INDEL 3001.24 0 0 0 22 8 14 29 10 0 0 0 0 0 0 23 13 6 22 8 15 29 10 20 16 9 13 6 7 0 0 0 1 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c26_3070Pp3c26_3070transcript PAC:32918005protein_codingNA c.-3201_-3200delTANA NA NA NA 2565
Chr26 1435976 TTA T Chr26_1435976_TTA_TTTA_T INDEL 3001.24 0 0 0 22 8 14 29 10 0 0 0 0 0 0 23 13 6 22 8 15 29 10 20 16 9 13 6 7 0 0 0 1 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c26_3070Pp3c26_3070transcript PAC:32918006protein_codingNA c.-3201_-3200delTANA NA NA NA 2809
Chr26 1435976 TTA T Chr26_1435976_TTA_TTTA_T INDEL 3001.24 0 0 0 22 8 14 29 10 0 0 0 0 0 0 23 13 6 22 8 15 29 10 20 16 9 13 6 7 0 0 0 1 1 0.933 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c26_3040-Pp3c26_3070Pp3c26_3040-Pp3c26_3070intergenic_regionPp3c26_3040-Pp3c26_3070NA NA n.1435977_1435978delTANA NA NA NA NA
Chr26 1454777 C CAT Chr26_1454777_C_CATC_CAT INDEL 1981.93 0 0 0 1 0 1 0 0 10 15 10 11 5 6 21 9 8 15 9 16 23 24 10 15 10 11 5 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c26_3100Pp3c26_3100transcript PAC:32918347protein_codingNA c.-1883_-1882insATNA NA NA NA 1722
Chr26 1454777 C CAT Chr26_1454777_C_CATC_CAT INDEL 1981.93 0 0 0 1 0 1 0 0 10 15 10 11 5 6 21 9 8 15 9 16 23 24 10 15 10 11 5 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c26_3100Pp3c26_3100transcript PAC:32918348protein_codingNA c.-1883_-1882insATNA NA NA NA 1713
Chr26 1454777 C CAT Chr26_1454777_C_CATC_CAT INDEL 1981.93 0 0 0 1 0 1 0 0 10 15 10 11 5 6 21 9 8 15 9 16 23 24 10 15 10 11 5 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c26_3100-Pp3c26_3130Pp3c26_3100-Pp3c26_3130intergenic_regionPp3c26_3100-Pp3c26_3130NA NA n.1454777_1454778insATNA NA NA NA NA
Chr26 1457468 TTGTGGAAAGCTTCCTAGAT Chr26_1457468_TTGTGGAAAGCTTCCTAGA_TTTGTGGAAAGCTTCCTAGA_TINDEL 22127.59 34 17 18 32 25 30 40 25 22 27 18 15 9 12 34 17 18 32 25 30 40 25 22 27 18 15 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_3100Pp3c26_3100transcript PAC:32918347protein_codingNA c.-4591_-4574delTCTAGGAAGCTTTCCACANA NA NA NA 4413
Chr26 1457468 TTGTGGAAAGCTTCCTAGAT Chr26_1457468_TTGTGGAAAGCTTCCTAGA_TTTGTGGAAAGCTTCCTAGA_TINDEL 22127.59 34 17 18 32 25 30 40 25 22 27 18 15 9 12 34 17 18 32 25 30 40 25 22 27 18 15 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_3100Pp3c26_3100transcript PAC:32918348protein_codingNA c.-4591_-4574delTCTAGGAAGCTTTCCACANA NA NA NA 4404
Chr26 1457468 TTGTGGAAAGCTTCCTAGAT Chr26_1457468_TTGTGGAAAGCTTCCTAGA_TTTGTGGAAAGCTTCCTAGA_TINDEL 22127.59 34 17 18 32 25 30 40 25 22 27 18 15 9 12 34 17 18 32 25 30 40 25 22 27 18 15 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_3100-Pp3c26_3130Pp3c26_3100-Pp3c26_3130intergenic_regionPp3c26_3100-Pp3c26_3130NA NA n.1457469_1457486delTGTGGAAAGCTTCCTAGANA NA NA NA NA
Chr26 1457562 A AAAATTGCCAAAAAGGAAGCCChr26_1457562_A_AAAATTGCCAAAAAGGAAGCCA_AAAATTGCCAAAAAGGAAGCCINDEL 32301.59 42 19 25 39 31 39 54 37 35 26 24 13 14 11 42 19 25 39 31 39 54 37 35 26 24 13 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_3100Pp3c26_3100transcript PAC:32918347protein_codingNA c.-4668_-4667insGGCTTCCTTTTTGGCAATTTNA NA NA NA 4507
Chr26 1457562 A AAAATTGCCAAAAAGGAAGCCChr26_1457562_A_AAAATTGCCAAAAAGGAAGCCA_AAAATTGCCAAAAAGGAAGCCINDEL 32301.59 42 19 25 39 31 39 54 37 35 26 24 13 14 11 42 19 25 39 31 39 54 37 35 26 24 13 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_3100Pp3c26_3100transcript PAC:32918348protein_codingNA c.-4668_-4667insGGCTTCCTTTTTGGCAATTTNA NA NA NA 4498
Chr26 1457562 A AAAATTGCCAAAAAGGAAGCCChr26_1457562_A_AAAATTGCCAAAAAGGAAGCCA_AAAATTGCCAAAAAGGAAGCCINDEL 32301.59 42 19 25 39 31 39 54 37 35 26 24 13 14 11 42 19 25 39 31 39 54 37 35 26 24 13 14 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_3100-Pp3c26_3130Pp3c26_3100-Pp3c26_3130intergenic_regionPp3c26_3100-Pp3c26_3130NA NA n.1457562_1457563insAAATTGCCAAAAAGGAAGCCNA NA NA NA NA
Chr26 1694332 TGG T Chr26_1694332_TGG_TTGG_T INDEL 19959.59 20 21 18 24 18 21 28 28 20 22 16 16 8 10 20 21 18 24 18 21 28 28 20 22 16 16 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_3510-Pp3c26_3540Pp3c26_3510-Pp3c26_3540intergenic_regionPp3c26_3510-Pp3c26_3540NA NA n.1694333_1694334delGGNA NA NA NA NA
Chr26 1694338 G GAC Chr26_1694338_G_GACG_GAC INDEL 20195.59 21 21 18 24 19 21 28 28 19 22 18 14 8 10 21 21 18 24 19 21 28 28 19 22 18 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_3510-Pp3c26_3540Pp3c26_3510-Pp3c26_3540intergenic_regionPp3c26_3510-Pp3c26_3540NA NA n.1694338_1694339insACNA NA NA NA NA
Chr26 1845886 G T Chr26_1845886_G_TG_T SNP 11852.63 12 11 11 14 8 18 18 11 20 19 17 12 10 4 12 11 11 14 8 18 18 11 20 19 17 12 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_3670-Pp3c26_3770Pp3c26_3670-Pp3c26_3770intergenic_regionPp3c26_3670-Pp3c26_3770NA NA n.1845886G>TNA NA NA NA NA
Chr26 1924125 G GT Chr26_1924125_G_GTG_GT INDEL 10777.59 13 13 7 22 7 19 14 22 31 16 8 13 9 5 13 13 7 22 7 19 14 22 31 16 8 13 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_3830-Pp3c26_3860Pp3c26_3830-Pp3c26_3860intergenic_regionPp3c26_3830-Pp3c26_3860NA NA n.1924125_1924126insTNA NA NA NA NA
Chr26 1943928 G GCA Chr26_1943928_G_GCAG_GCA INDEL 17385.59 22 20 8 22 17 20 25 25 16 21 9 13 10 9 22 20 8 22 17 20 25 25 16 21 9 13 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_3860-Pp3c26_3900Pp3c26_3860-Pp3c26_3900intergenic_regionPp3c26_3860-Pp3c26_3900NA NA n.1943928_1943929insCANA NA NA NA NA
Chr26 2038653 A AT Chr26_2038653_A_ATA_AT INDEL 17690.59 33 22 12 22 26 14 22 22 26 34 21 16 18 11 33 22 12 22 26 14 22 22 26 34 21 16 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_4030Pp3c26_4030transcript PAC:32917849protein_codingNA c.-3528_-3527insTNA NA NA NA 3166
Chr26 2038653 A AT Chr26_2038653_A_ATA_AT INDEL 17690.59 33 22 12 22 26 14 22 22 26 34 21 16 18 11 33 22 12 22 26 14 22 22 26 34 21 16 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_4030Pp3c26_4030transcript PAC:32917850protein_codingNA c.-3528_-3527insTNA NA NA NA 3149
Chr26 2038653 A AT Chr26_2038653_A_ATA_AT INDEL 17690.59 33 22 12 22 26 14 22 22 26 34 21 16 18 11 33 22 12 22 26 14 22 22 26 34 21 16 18 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_4000-Pp3c26_4030Pp3c26_4000-Pp3c26_4030intergenic_regionPp3c26_4000-Pp3c26_4030NA NA n.2038653_2038654insTNA NA NA NA NA
Chr26 2115301 T TTA Chr26_2115301_T_TTAT_TTA INDEL 2475.24 0 0 1 13 14 16 22 13 0 2 1 0 0 0 25 13 20 13 14 16 22 14 12 12 5 4 4 9 0 0 0 1 1 1 1 0.929 0 0.167 0 0 0 0 0 5 5 1 0 5 0 downstream_gene_variantMODIFIER Pp3c26_4200Pp3c26_4200transcript PAC:32918275protein_codingNA c.*3133_*3134insTANA NA NA NA 3133
Chr26 2115301 T TTA Chr26_2115301_T_TTAT_TTA INDEL 2475.24 0 0 1 13 14 16 22 13 0 2 1 0 0 0 25 13 20 13 14 16 22 14 12 12 5 4 4 9 0 0 0 1 1 1 1 0.929 0 0.167 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c26_4181-Pp3c26_4200Pp3c26_4181-Pp3c26_4200intergenic_regionPp3c26_4181-Pp3c26_4200NA NA n.2115301_2115302insTANA NA NA NA NA
Chr26 2124170 T TTA Chr26_2124170_T_TTAT_TTA INDEL 9962.59 28 16 7 16 14 17 27 9 13 16 11 8 6 6 30 16 8 16 14 17 27 9 14 16 11 8 6 6 0.933 1 0.875 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_4220Pp3c26_4220transcript PAC:32918533protein_codingNA c.-2709_-2708insTANA NA NA NA 1697
Chr26 2124170 T TTA Chr26_2124170_T_TTAT_TTA INDEL 9962.59 28 16 7 16 14 17 27 9 13 16 11 8 6 6 30 16 8 16 14 17 27 9 14 16 11 8 6 6 0.933 1 0.875 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_4220Pp3c26_4220transcript PAC:32918534protein_codingNA c.-2015_-2014insTANA NA NA NA 1625
Chr26 2124170 T TTA Chr26_2124170_T_TTAT_TTA INDEL 9962.59 28 16 7 16 14 17 27 9 13 16 11 8 6 6 30 16 8 16 14 17 27 9 14 16 11 8 6 6 0.933 1 0.875 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_4220Pp3c26_4220transcript PAC:32918535protein_codingNA c.-2015_-2014insTANA NA NA NA 1697
Chr26 2124170 T TTA Chr26_2124170_T_TTAT_TTA INDEL 9962.59 28 16 7 16 14 17 27 9 13 16 11 8 6 6 30 16 8 16 14 17 27 9 14 16 11 8 6 6 0.933 1 0.875 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_4220Pp3c26_4220transcript PAC:32918536protein_codingNA c.-2985_-2984insTANA NA NA NA 1697
Chr26 2124170 T TTA Chr26_2124170_T_TTAT_TTA INDEL 9962.59 28 16 7 16 14 17 27 9 13 16 11 8 6 6 30 16 8 16 14 17 27 9 14 16 11 8 6 6 0.933 1 0.875 1 1 1 1 1 0.929 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_4200-Pp3c26_4220Pp3c26_4200-Pp3c26_4220intergenic_regionPp3c26_4200-Pp3c26_4220NA NA n.2124170_2124171insTANA NA NA NA NA
Chr26 2328945 T A Chr26_2328945_T_AT_A SNP 17852.63 23 5 22 24 17 26 25 18 22 25 23 16 12 13 23 5 22 24 17 26 25 18 22 25 23 16 12 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_4630-Pp3c26_4660Pp3c26_4630-Pp3c26_4660intergenic_regionPp3c26_4630-Pp3c26_4660NA NA n.2328945T>ANA NA NA NA NA
Chr26 2328974 G T Chr26_2328974_G_TG_T SNP 19826.63 24 5 20 27 19 26 26 20 21 24 25 16 9 12 24 5 20 27 19 26 26 20 21 24 25 16 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_4630-Pp3c26_4660Pp3c26_4630-Pp3c26_4660intergenic_regionPp3c26_4630-Pp3c26_4660NA NA n.2328974G>TNA NA NA NA NA
Chr26 2328977 CG C Chr26_2328977_CG_CCG_C INDEL 19923.59 25 6 17 27 19 26 26 20 21 25 24 16 9 13 25 6 17 27 19 26 26 20 21 25 24 16 9 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_4630-Pp3c26_4660Pp3c26_4630-Pp3c26_4660intergenic_regionPp3c26_4630-Pp3c26_4660NA NA n.2328978delGNA NA NA NA NA
Chr26 2599363 C CAT Chr26_2599363_C_CATC_CAT INDEL 4495.24 0 0 0 22 19 21 29 17 0 0 0 1 0 0 34 7 12 23 19 21 29 17 14 19 13 18 16 7 0 0 0 0.957 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c26_5230Pp3c26_5230transcript PAC:32918150protein_codingNA c.-4540_-4539insATNA NA NA NA 3654
Chr26 2599363 C CAT Chr26_2599363_C_CATC_CAT INDEL 4495.24 0 0 0 22 19 21 29 17 0 0 0 1 0 0 34 7 12 23 19 21 29 17 14 19 13 18 16 7 0 0 0 0.957 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c26_5230Pp3c26_5230transcript PAC:32918151protein_codingNA c.-4823_-4822insATNA NA NA NA 4822
Chr26 2599363 C CAT Chr26_2599363_C_CATC_CAT INDEL 4495.24 0 0 0 22 19 21 29 17 0 0 0 1 0 0 34 7 12 23 19 21 29 17 14 19 13 18 16 7 0 0 0 0.957 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c26_5200Pp3c26_5200transcript PAC:32918591protein_codingNA c.*1777_*1778insATNA NA NA NA 1778
Chr26 2599363 C CAT Chr26_2599363_C_CATC_CAT INDEL 4495.24 0 0 0 22 19 21 29 17 0 0 0 1 0 0 34 7 12 23 19 21 29 17 14 19 13 18 16 7 0 0 0 0.957 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c26_5200Pp3c26_5200transcript PAC:32918592protein_codingNA c.*2619_*2620insATNA NA NA NA 1824
Chr26 2599363 C CAT Chr26_2599363_C_CATC_CAT INDEL 4495.24 0 0 0 22 19 21 29 17 0 0 0 1 0 0 34 7 12 23 19 21 29 17 14 19 13 18 16 7 0 0 0 0.957 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c26_5200-Pp3c26_5230Pp3c26_5200-Pp3c26_5230intergenic_regionPp3c26_5200-Pp3c26_5230NA NA n.2599363_2599364insATNA NA NA NA NA
Chr26 2691022 A T Chr26_2691022_A_TA_T SNP 14926.63 27 12 16 23 14 22 21 29 12 15 12 13 8 11 27 12 16 23 14 22 21 29 12 15 14 13 8 11 1 1 1 1 1 1 1 1 1 1 0.857 1 1 1 0 15 15 0 7 5 3 synonymous_variantLOW Pp3c26_5339Pp3c26_5339transcript PAC:32918445protein_coding 01-janv c.24T>A p.Ile8Ile 24/390 24/390 8/129 NA
Chr26 2691023 A T Chr26_2691023_A_TA_T SNP 14926.63 28 12 16 23 14 22 21 29 12 15 12 13 8 11 28 12 16 23 14 22 21 29 12 15 14 13 8 11 1 1 1 1 1 1 1 1 1 1 0.857 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_5339Pp3c26_5339transcript PAC:32918445protein_coding 01-janv c.23T>A p.Ile8Asn 23/390 23/390 8/129 NA
Chr26 2742757 A AT Chr26_2742757_A_ATA_AT INDEL 13643.59 32 15 16 15 19 24 22 20 17 20 11 15 22 14 32 15 16 15 19 24 22 20 17 20 11 15 22 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_5390Pp3c26_5390transcript PAC:32917030protein_codingNA c.*4728_*4729insTNA NA NA NA 4113
Chr26 2742757 A AT Chr26_2742757_A_ATA_AT INDEL 13643.59 32 15 16 15 19 24 22 20 17 20 11 15 22 14 32 15 16 15 19 24 22 20 17 20 11 15 22 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_5390Pp3c26_5390transcript PAC:32917031protein_codingNA c.*4728_*4729insTNA NA NA NA 3916
Chr26 2742757 A AT Chr26_2742757_A_ATA_AT INDEL 13643.59 32 15 16 15 19 24 22 20 17 20 11 15 22 14 32 15 16 15 19 24 22 20 17 20 11 15 22 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_5390-Pp3c26_5410Pp3c26_5390-Pp3c26_5410intergenic_regionPp3c26_5390-Pp3c26_5410NA NA n.2742757_2742758insTNA NA NA NA NA
Chr26 2783185 A AT Chr26_2783185_A_ATA_AT INDEL 18229.59 29 12 15 23 24 36 17 26 34 26 13 20 10 15 29 12 15 23 24 36 17 26 34 26 13 20 10 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_5450-Pp3c26_5480Pp3c26_5450-Pp3c26_5480intergenic_regionPp3c26_5450-Pp3c26_5480NA NA n.2783185_2783186insTNA NA NA NA NA
Chr26 2827764 A AT Chr26_2827764_A_ATA_AT INDEL 14378.59 25 18 17 14 15 17 29 21 18 13 14 16 14 8 25 18 17 14 15 17 29 21 18 13 14 16 14 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_5450-Pp3c26_5480Pp3c26_5450-Pp3c26_5480intergenic_regionPp3c26_5450-Pp3c26_5480NA NA n.2827764_2827765insTNA NA NA NA NA
Chr26 2856139 T C Chr26_2856139_T_CT_C SNP 21543.63 38 26 14 24 33 27 29 24 24 33 17 20 13 22 38 26 14 24 33 27 29 24 24 33 17 20 13 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_5493-Pp3c26_5560Pp3c26_5493-Pp3c26_5560intergenic_regionPp3c26_5493-Pp3c26_5560NA NA n.2856139T>CNA NA NA NA NA
Chr26 2865730 G A Chr26_2865730_G_AG_A SNP 8646.29 24 11 10 0 0 1 0 0 9 13 18 10 6 10 24 11 10 23 15 18 27 10 9 13 18 10 6 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c26_5560Pp3c26_5560transcript PAC:32918158protein_codingNA c.*3508C>T NA NA NA NA 2535
Chr26 2865730 G A Chr26_2865730_G_AG_A SNP 8646.29 24 11 10 0 0 1 0 0 9 13 18 10 6 10 24 11 10 23 15 18 27 10 9 13 18 10 6 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c26_5560Pp3c26_5560transcript PAC:32918159protein_codingNA c.*3508C>T NA NA NA NA 2716
Chr26 2865730 G A Chr26_2865730_G_AG_A SNP 8646.29 24 11 10 0 0 1 0 0 9 13 18 10 6 10 24 11 10 23 15 18 27 10 9 13 18 10 6 10 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c26_5493-Pp3c26_5560Pp3c26_5493-Pp3c26_5560intergenic_regionPp3c26_5493-Pp3c26_5560NA NA n.2865730G>ANA NA NA NA NA
Chr26 2905027 A AAT Chr26_2905027_A_AATA_AAT INDEL 2146.93 0 0 0 0 0 0 0 0 17 16 9 9 4 7 25 11 5 19 10 17 22 20 17 16 9 9 4 7 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c26_5630-Pp3c26_5669Pp3c26_5630-Pp3c26_5669intergenic_regionPp3c26_5630-Pp3c26_5669NA NA n.2905027_2905028insATNA NA NA NA NA
Chr26 2961987 C T Chr26_2961987_C_TC_T SNP 19145.63 29 16 14 20 18 29 24 33 16 26 15 19 11 8 29 16 14 20 18 29 24 33 16 26 15 19 11 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_5689-Pp3c26_5720Pp3c26_5689-Pp3c26_5720intergenic_regionPp3c26_5689-Pp3c26_5720NA NA n.2961987C>TNA NA NA NA NA
Chr26 2962003 C A Chr26_2962003_C_AC_A SNP 19276.63 30 15 16 23 15 28 28 34 19 27 14 18 12 7 30 15 16 23 15 28 28 34 19 27 14 18 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_5689-Pp3c26_5720Pp3c26_5689-Pp3c26_5720intergenic_regionPp3c26_5689-Pp3c26_5720NA NA n.2962003C>ANA NA NA NA NA
Chr26 2962876 G A Chr26_2962876_G_AG_A SNP 12186.29 34 19 16 0 0 0 0 0 20 15 22 15 7 8 34 19 16 24 22 18 34 22 20 15 22 15 7 8 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c26_5689-Pp3c26_5720Pp3c26_5689-Pp3c26_5720intergenic_regionPp3c26_5689-Pp3c26_5720NA NA n.2962876G>ANA NA NA NA NA
Chr26 3009457 T C Chr26_3009457_T_CT_C SNP 14461.63 20 10 6 21 16 28 20 24 18 27 11 15 20 9 20 10 6 21 16 28 20 24 18 27 11 15 20 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_5770-Pp3c26_5800Pp3c26_5770-Pp3c26_5800intergenic_regionPp3c26_5770-Pp3c26_5800NA NA n.3009457T>CNA NA NA NA NA
Chr26 3146266 TC T Chr26_3146266_TC_TTC_T INDEL 19832.59 26 16 23 29 33 30 30 15 31 28 20 23 9 11 26 16 23 29 33 30 30 15 31 28 20 23 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_5890-Pp3c26_5950Pp3c26_5890-Pp3c26_5950intergenic_regionPp3c26_5890-Pp3c26_5950NA NA n.3146267delCNA NA NA NA NA
Chr26 3151862 T TA Chr26_3151862_T_TAT_TA INDEL 19780.59 26 30 20 23 24 31 40 31 14 21 11 13 9 12 26 30 20 23 24 31 40 31 14 21 11 13 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_5890-Pp3c26_5950Pp3c26_5890-Pp3c26_5950intergenic_regionPp3c26_5890-Pp3c26_5950NA NA n.3151862_3151863insANA NA NA NA NA
Chr26 3232954 G A Chr26_3232954_G_AG_A SNP 5021.29 0 0 0 23 16 25 26 19 0 0 0 0 0 0 23 15 15 23 16 25 26 19 16 17 20 9 6 5 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c26_6060-Pp3c26_6160Pp3c26_6060-Pp3c26_6160intergenic_regionPp3c26_6060-Pp3c26_6160NA NA n.3232954G>ANA NA NA NA NA
Chr26 3296121 T C Chr26_3296121_T_CT_C SNP 10531.63 13 10 9 20 10 16 15 18 11 13 4 7 8 5 13 10 9 20 10 16 15 18 11 13 4 7 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6060-Pp3c26_6160Pp3c26_6060-Pp3c26_6160intergenic_regionPp3c26_6060-Pp3c26_6160NA NA n.3296121T>CNA NA NA NA NA
Chr26 3296416 T C Chr26_3296416_T_CT_C SNP 13502.63 20 17 19 7 10 19 20 19 16 17 14 7 6 7 20 17 19 7 10 19 20 19 16 17 14 8 6 7 1 1 1 1 1 1 1 1 1 1 1 0.875 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6060-Pp3c26_6160Pp3c26_6060-Pp3c26_6160intergenic_regionPp3c26_6060-Pp3c26_6160NA NA n.3296416T>CNA NA NA NA NA
Chr26 3296425 A T Chr26_3296425_A_TA_T SNP 13462.63 20 18 18 6 8 20 21 18 18 18 13 8 6 8 20 18 18 6 8 20 21 18 18 18 13 9 6 8 1 1 1 1 1 1 1 1 1 1 1 0.889 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6060-Pp3c26_6160Pp3c26_6060-Pp3c26_6160intergenic_regionPp3c26_6060-Pp3c26_6160NA NA n.3296425A>TNA NA NA NA NA
Chr26 3296427 A T Chr26_3296427_A_TA_T SNP 13366.63 20 18 18 6 8 20 21 18 18 18 13 8 6 7 20 18 18 6 8 20 21 18 18 18 13 9 6 7 1 1 1 1 1 1 1 1 1 1 1 0.889 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6060-Pp3c26_6160Pp3c26_6060-Pp3c26_6160intergenic_regionPp3c26_6060-Pp3c26_6160NA NA n.3296427A>TNA NA NA NA NA
Chr26 3354502 A T Chr26_3354502_A_TA_T SNP 8086.63 6 4 5 10 8 15 14 6 15 13 11 7 4 12 6 4 5 10 8 15 14 6 15 13 11 7 4 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6220-Pp3c26_6250Pp3c26_6220-Pp3c26_6250intergenic_regionPp3c26_6220-Pp3c26_6250NA NA n.3354502A>TNA NA NA NA NA
Chr26 3452238 TA T Chr26_3452238_TA_TTA_T INDEL 16011.59 22 12 15 26 25 22 29 17 21 28 9 20 16 13 22 12 15 26 25 22 29 17 21 28 9 20 16 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6400-Pp3c26_6430Pp3c26_6400-Pp3c26_6430intergenic_regionPp3c26_6400-Pp3c26_6430NA NA n.3452239delANA NA NA NA NA
Chr26 3458903 G T Chr26_3458903_G_TG_T SNP 16533.63 30 15 8 19 15 29 26 23 22 17 13 12 11 13 30 15 8 19 15 29 26 23 22 17 13 12 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6400-Pp3c26_6430Pp3c26_6400-Pp3c26_6430intergenic_regionPp3c26_6400-Pp3c26_6430NA NA n.3458903G>TNA NA NA NA NA



Chr26 3474180 T TTA Chr26_3474180_T_TTAT_TTA INDEL 14024.59 15 12 14 25 21 16 27 21 18 22 7 10 12 8 15 12 14 25 21 16 27 21 18 22 7 10 13 8 1 1 1 1 1 1 1 1 1 1 1 1 0.923 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_6430Pp3c26_6430transcript PAC:32917684protein_codingNA c.-3741_-3740insTANA NA NA NA 2841
Chr26 3474180 T TTA Chr26_3474180_T_TTAT_TTA INDEL 14024.59 15 12 14 25 21 16 27 21 18 22 7 10 12 8 15 12 14 25 21 16 27 21 18 22 7 10 13 8 1 1 1 1 1 1 1 1 1 1 1 1 0.923 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_6430Pp3c26_6430transcript PAC:32917685protein_codingNA c.-3741_-3740insTANA NA NA NA 2801
Chr26 3474180 T TTA Chr26_3474180_T_TTAT_TTA INDEL 14024.59 15 12 14 25 21 16 27 21 18 22 7 10 12 8 15 12 14 25 21 16 27 21 18 22 7 10 13 8 1 1 1 1 1 1 1 1 1 1 1 1 0.923 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_6440Pp3c26_6440transcript PAC:32918146protein_codingNA c.*3671_*3672insTANA NA NA NA 3671
Chr26 3474180 T TTA Chr26_3474180_T_TTAT_TTA INDEL 14024.59 15 12 14 25 21 16 27 21 18 22 7 10 12 8 15 12 14 25 21 16 27 21 18 22 7 10 13 8 1 1 1 1 1 1 1 1 1 1 1 1 0.923 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_6440Pp3c26_6440transcript PAC:32918147protein_codingNA c.*3671_*3672insTANA NA NA NA 2874
Chr26 3474180 T TTA Chr26_3474180_T_TTAT_TTA INDEL 14024.59 15 12 14 25 21 16 27 21 18 22 7 10 12 8 15 12 14 25 21 16 27 21 18 22 7 10 13 8 1 1 1 1 1 1 1 1 1 1 1 1 0.923 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6430-Pp3c26_6440Pp3c26_6430-Pp3c26_6440intergenic_regionPp3c26_6430-Pp3c26_6440NA NA n.3474180_3474181insTANA NA NA NA NA
Chr26 3563595 G A Chr26_3563595_G_AG_A SNP 6176.29 0 0 0 23 21 28 33 20 0 0 0 0 0 0 29 23 14 23 21 28 33 20 26 33 16 22 6 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c26_6600-Pp3c26_6630Pp3c26_6600-Pp3c26_6630intergenic_regionPp3c26_6600-Pp3c26_6630NA NA n.3563595G>ANA NA NA NA NA
Chr26 3571654 A AAT Chr26_3571654_A_AATA_AAT INDEL 195.37 0 0 0 0 0 1 0 1 1 0 0 0 8 1 15 9 10 15 12 13 16 12 14 13 9 7 8 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c26_6630Pp3c26_6630transcript PAC:32917713protein_codingNA c.*1176_*1177insATNA NA NA NA 1177
Chr26 3571654 A AAT Chr26_3571654_A_AATA_AAT INDEL 195.37 0 0 0 0 0 1 0 1 1 0 0 0 8 1 15 9 10 15 12 13 16 12 14 13 9 7 8 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c26_6631Pp3c26_6631transcript PAC:32917276protein_codingNA c.*1176_*1177insATNA NA NA NA 1177
Chr26 3571654 A AAT Chr26_3571654_A_AATA_AAT INDEL 195.37 0 0 0 0 0 1 0 1 1 0 0 0 8 1 15 9 10 15 12 13 16 12 14 13 9 7 8 8 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c26_6630-Pp3c26_6670Pp3c26_6630-Pp3c26_6670intergenic_regionPp3c26_6630-Pp3c26_6670NA NA n.3571654_3571655insATNA NA NA NA NA
Chr26 3654039 A G Chr26_3654039_A_GA_G SNP 16345.63 23 14 18 21 15 19 30 15 17 17 16 14 10 13 23 14 18 21 15 19 30 15 17 17 16 14 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6740-Pp3c26_6810Pp3c26_6740-Pp3c26_6810intergenic_regionPp3c26_6740-Pp3c26_6810NA NA n.3654039A>GNA NA NA NA NA
Chr26 3741818 G A Chr26_3741818_G_AG_A SNP 17962.63 29 15 15 18 20 28 19 13 26 26 17 16 9 16 29 15 15 19 20 28 19 13 26 26 20 17 9 16 1 1 1 0.947 1 1 1 1 1 1 0.85 0.941 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6810-Pp3c26_6890Pp3c26_6810-Pp3c26_6890intergenic_regionPp3c26_6810-Pp3c26_6890NA NA n.3741818G>ANA NA NA NA NA
Chr26 3741837 C T Chr26_3741837_C_TC_T SNP 20077.63 38 16 18 20 26 27 23 18 31 30 18 19 13 18 38 16 18 21 26 27 23 18 31 30 20 20 13 18 1 1 1 0.952 1 1 1 1 1 1 0.9 0.95 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6810-Pp3c26_6890Pp3c26_6810-Pp3c26_6890intergenic_regionPp3c26_6810-Pp3c26_6890NA NA n.3741837C>TNA NA NA NA NA
Chr26 3758736 A G Chr26_3758736_A_GA_G SNP 20973.63 50 24 22 48 31 42 50 39 25 38 14 27 21 16 55 24 25 52 37 47 53 43 30 44 16 29 23 17 0.909 1 0.88 0.923 0.838 0.894 0.943 0.907 0.833 0.864 0.875 0.931 0.913 0.941 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_6901Pp3c26_6901transcript PAC:32917551protein_codingNA c.*3512A>G NA NA NA NA 3512
Chr26 3758736 A G Chr26_3758736_A_GA_G SNP 20973.63 50 24 22 48 31 42 50 39 25 38 14 27 21 16 55 24 25 52 37 47 53 43 30 44 16 29 23 17 0.909 1 0.88 0.923 0.838 0.894 0.943 0.907 0.833 0.864 0.875 0.931 0.913 0.941 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_6910Pp3c26_6910transcript PAC:32916920protein_codingNA c.*4113T>C NA NA NA NA 4113
Chr26 3758736 A G Chr26_3758736_A_GA_G SNP 20973.63 50 24 22 48 31 42 50 39 25 38 14 27 21 16 55 24 25 52 37 47 53 43 30 44 16 29 23 17 0.909 1 0.88 0.923 0.838 0.894 0.943 0.907 0.833 0.864 0.875 0.931 0.913 0.941 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6901-Pp3c26_6910Pp3c26_6901-Pp3c26_6910intergenic_regionPp3c26_6901-Pp3c26_6910NA NA n.3758736A>GNA NA NA NA NA
Chr26 3759914 T A Chr26_3759914_T_AT_A SNP 13650.63 26 11 9 27 17 17 14 20 15 19 7 11 9 9 30 11 9 33 18 20 16 23 16 22 8 12 10 10 0.867 1 1 0.818 0.944 0.85 0.875 0.87 0.938 0.864 0.875 0.917 0.9 0.9 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_6901Pp3c26_6901transcript PAC:32917551protein_codingNA c.*4690T>A NA NA NA NA 4690
Chr26 3759914 T A Chr26_3759914_T_AT_A SNP 13650.63 26 11 9 27 17 17 14 20 15 19 7 11 9 9 30 11 9 33 18 20 16 23 16 22 8 12 10 10 0.867 1 1 0.818 0.944 0.85 0.875 0.87 0.938 0.864 0.875 0.917 0.9 0.9 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_6910Pp3c26_6910transcript PAC:32916920protein_codingNA c.*2935A>T NA NA NA NA 2935
Chr26 3759914 T A Chr26_3759914_T_AT_A SNP 13650.63 26 11 9 27 17 17 14 20 15 19 7 11 9 9 30 11 9 33 18 20 16 23 16 22 8 12 10 10 0.867 1 1 0.818 0.944 0.85 0.875 0.87 0.938 0.864 0.875 0.917 0.9 0.9 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6901-Pp3c26_6910Pp3c26_6901-Pp3c26_6910intergenic_regionPp3c26_6901-Pp3c26_6910NA NA n.3759914T>ANA NA NA NA NA
Chr26 3762108 A T Chr26_3762108_A_TA_T SNP 39641.63 72 38 33 51 46 43 65 65 39 50 15 21 21 26 72 38 33 51 46 43 65 65 39 50 15 21 21 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_6910Pp3c26_6910transcript PAC:32916920protein_codingNA c.*741T>A NA NA NA NA 741
Chr26 3762108 A T Chr26_3762108_A_TA_T SNP 39641.63 72 38 33 51 46 43 65 65 39 50 15 21 21 26 72 38 33 51 46 43 65 65 39 50 15 21 21 26 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6901-Pp3c26_6910Pp3c26_6901-Pp3c26_6910intergenic_regionPp3c26_6901-Pp3c26_6910NA NA n.3762108A>TNA NA NA NA NA
Chr26 3762180 A T Chr26_3762180_A_TA_T SNP 37750.63 69 33 29 35 29 58 62 60 37 47 20 22 16 21 69 33 29 35 29 58 62 60 37 47 20 22 16 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_6910Pp3c26_6910transcript PAC:32916920protein_codingNA c.*669T>A NA NA NA NA 669
Chr26 3762180 A T Chr26_3762180_A_TA_T SNP 37750.63 69 33 29 35 29 58 62 60 37 47 20 22 16 21 69 33 29 35 29 58 62 60 37 47 20 22 16 21 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6901-Pp3c26_6910Pp3c26_6901-Pp3c26_6910intergenic_regionPp3c26_6901-Pp3c26_6910NA NA n.3762180A>TNA NA NA NA NA
Chr26 3762264 T C Chr26_3762264_T_CT_C SNP 37673.63 69 30 29 41 40 58 73 47 52 43 28 32 16 24 69 30 29 41 40 58 73 47 52 43 28 32 16 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_6910Pp3c26_6910transcript PAC:32916920protein_codingNA c.*585A>G NA NA NA NA 585
Chr26 3762264 T C Chr26_3762264_T_CT_C SNP 37673.63 69 30 29 41 40 58 73 47 52 43 28 32 16 24 69 30 29 41 40 58 73 47 52 43 28 32 16 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6901-Pp3c26_6910Pp3c26_6901-Pp3c26_6910intergenic_regionPp3c26_6901-Pp3c26_6910NA NA n.3762264T>CNA NA NA NA NA
Chr26 3828007 C CTA Chr26_3828007_C_CTAC_CTA INDEL 1751.25 2 1 2 8 10 11 17 12 1 0 1 1 0 0 17 12 12 8 10 11 17 12 16 10 14 16 5 8 0.118 0 0.167 1 1 1 1 1 0 0 0 0 0 0 0 5 5 3 0 5 0 intergenic_regionMODIFIER Pp3c26_6962-Pp3c26_6990Pp3c26_6962-Pp3c26_6990intergenic_regionPp3c26_6962-Pp3c26_6990NA NA n.3828007_3828008insTANA NA NA NA NA
Chr26 3841147 C A Chr26_3841147_C_AC_A SNP 16664.63 27 16 10 25 11 28 27 27 30 16 16 13 10 4 27 16 10 25 11 28 27 27 30 16 16 13 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_6990Pp3c26_6990transcript PAC:32917200protein_codingNA c.-873C>A NA NA NA NA 543
Chr26 3841147 C A Chr26_3841147_C_AC_A SNP 16664.63 27 16 10 25 11 28 27 27 30 16 16 13 10 4 27 16 10 25 11 28 27 27 30 16 16 13 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_6990Pp3c26_6990transcript PAC:32917201protein_codingNA c.-873C>A NA NA NA NA 770
Chr26 3841147 C A Chr26_3841147_C_AC_A SNP 16664.63 27 16 10 25 11 28 27 27 30 16 16 13 10 4 27 16 10 25 11 28 27 27 30 16 16 13 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_6990Pp3c26_6990transcript PAC:32917202protein_codingNA c.-3622C>A NA NA NA NA 3622
Chr26 3841147 C A Chr26_3841147_C_AC_A SNP 16664.63 27 16 10 25 11 28 27 27 30 16 16 13 10 4 27 16 10 25 11 28 27 27 30 16 16 13 10 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_6962-Pp3c26_6990Pp3c26_6962-Pp3c26_6990intergenic_regionPp3c26_6962-Pp3c26_6990NA NA n.3841147C>ANA NA NA NA NA
Chr26 3858539 A AG Chr26_3858539_A_AGA_AG INDEL 25157.59 34 19 20 53 39 33 47 52 47 36 27 23 18 20 39 22 22 55 40 37 50 53 53 40 29 25 21 20 0.872 0.864 0.909 0.964 0.975 0.892 0.94 0.981 0.887 0.9 0.931 0.92 0.857 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7020-Pp3c26_7090Pp3c26_7020-Pp3c26_7090intergenic_regionPp3c26_7020-Pp3c26_7090NA NA n.3858539_3858540insGNA NA NA NA NA
Chr26 3859354 C T Chr26_3859354_C_TC_T SNP 27353.63 40 23 21 39 29 50 51 53 20 23 23 25 19 24 43 24 22 39 32 51 55 55 23 23 23 26 19 25 0.93 0.958 0.955 1 0.906 0.98 0.927 0.964 0.87 1 1 0.962 1 0.96 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7020-Pp3c26_7090Pp3c26_7020-Pp3c26_7090intergenic_regionPp3c26_7020-Pp3c26_7090NA NA n.3859354C>TNA NA NA NA NA
Chr26 3866284 A T Chr26_3866284_A_TA_T SNP 7973.63 13 5 8 10 12 18 11 11 10 14 5 6 6 5 13 5 8 10 12 18 11 11 10 14 5 6 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7020-Pp3c26_7090Pp3c26_7020-Pp3c26_7090intergenic_regionPp3c26_7020-Pp3c26_7090NA NA n.3866284A>TNA NA NA NA NA
Chr26 3916438 G A Chr26_3916438_G_AG_A SNP 28903.63 45 26 34 38 38 53 51 33 47 51 26 27 16 24 46 26 34 40 38 53 51 33 48 53 32 28 16 25 0.978 1 1 0.95 1 1 1 1 0.979 0.962 0.812 0.964 1 0.96 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7020-Pp3c26_7090Pp3c26_7020-Pp3c26_7090intergenic_regionPp3c26_7020-Pp3c26_7090NA NA n.3916438G>ANA NA NA NA NA
Chr26 3939569 C T Chr26_3939569_C_TC_T SNP 12197.63 31 12 8 19 12 25 17 18 17 20 12 16 7 5 34 13 8 21 15 29 18 18 17 21 12 16 8 5 0.912 0.923 1 0.905 0.8 0.862 0.944 1 1 0.952 1 1 0.875 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_7090Pp3c26_7090transcript PAC:32918609protein_codingNA c.*179G>A NA NA NA NA 179
Chr26 3939569 C T Chr26_3939569_C_TC_T SNP 12197.63 31 12 8 19 12 25 17 18 17 20 12 16 7 5 34 13 8 21 15 29 18 18 17 21 12 16 8 5 0.912 0.923 1 0.905 0.8 0.862 0.944 1 1 0.952 1 1 0.875 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7020-Pp3c26_7090Pp3c26_7020-Pp3c26_7090intergenic_regionPp3c26_7020-Pp3c26_7090NA NA n.3939569C>TNA NA NA NA NA
Chr26 3982383 G A Chr26_3982383_G_AG_A SNP 13687.63 20 14 15 19 11 24 27 21 20 23 11 11 11 7 22 14 16 22 11 25 28 21 21 26 12 11 11 7 0.909 1 0.938 0.864 1 0.96 0.964 1 0.952 0.885 0.917 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.3982383G>ANA NA NA NA NA
Chr26 3986141 G A Chr26_3986141_G_AG_A SNP 25711.63 41 20 26 39 23 30 38 31 37 40 16 25 15 11 45 20 29 42 25 34 39 32 39 41 16 30 16 12 0.911 1 0.897 0.929 0.92 0.882 0.974 0.969 0.949 0.976 1 0.833 0.938 0.917 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.3986141G>ANA NA NA NA NA
Chr26 3986151 C T Chr26_3986151_C_TC_T SNP 26475.63 42 20 24 35 24 29 42 37 38 39 19 25 15 10 45 20 27 37 26 33 43 38 40 40 19 30 16 11 0.933 1 0.889 0.946 0.923 0.879 0.977 0.974 0.95 0.975 1 0.833 0.938 0.909 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.3986151C>TNA NA NA NA NA
Chr26 3990453 G C Chr26_3990453_G_CG_C SNP 31800.63 44 23 28 41 34 39 48 40 46 36 29 27 25 9 45 23 28 43 35 40 52 42 46 36 29 27 26 11 0.978 1 1 0.953 0.971 0.975 0.923 0.952 1 1 1 1 0.962 0.818 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.3990453G>CNA NA NA NA NA
Chr26 3993112 A T Chr26_3993112_A_TA_T SNP 26662.63 37 18 15 37 36 25 39 31 29 26 17 28 15 17 37 18 15 37 36 25 39 31 29 26 17 28 15 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.3993112A>TNA NA NA NA NA
Chr26 3993336 A G Chr26_3993336_A_GA_G SNP 31009.63 35 22 20 34 41 31 41 39 26 36 27 18 15 19 35 22 20 34 41 31 41 39 26 36 27 18 15 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.3993336A>GNA NA NA NA NA
Chr26 3993488 G T Chr26_3993488_G_TG_T SNP 41560.63 58 24 34 40 45 53 69 49 56 64 23 33 23 31 58 24 34 40 45 53 69 49 56 64 23 33 23 31 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.3993488G>TNA NA NA NA NA
Chr26 3993512 G GA Chr26_3993512_G_GAG_GA INDEL 43430.59 60 28 33 39 45 55 61 48 52 63 26 38 21 24 60 28 33 39 45 55 61 48 52 63 26 38 21 24 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.3993512_3993513insANA NA NA NA NA
Chr26 3993519 A G Chr26_3993519_A_GA_G SNP 44398.63 61 29 34 43 47 63 63 50 52 62 29 41 25 22 61 29 34 43 47 63 63 50 52 62 29 41 25 22 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.3993519A>GNA NA NA NA NA
Chr26 3997621 A G Chr26_3997621_A_GA_G SNP 45726.63 60 41 37 52 47 66 57 70 64 46 47 61 32 23 60 41 37 52 47 66 57 70 64 46 47 61 32 23 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.3997621A>GNA NA NA NA NA
Chr26 3997996 T TCTAATAAAATCChr26_3997996_T_TCTAATAAAATCT_TCTAATAAAATCINDEL 21752.59 24 12 14 21 21 24 28 24 16 18 16 18 9 15 24 12 14 21 21 24 28 24 16 18 16 18 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.3997996_3997997insCTAATAAAATCNA NA NA NA NA
Chr26 4022097 A C Chr26_4022097_A_CA_C SNP 8836.63 15 7 12 11 9 9 16 13 16 13 4 4 7 6 15 7 12 11 9 9 16 13 16 13 4 4 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_7140Pp3c26_7140transcript PAC:32918155protein_codingNA c.*1248T>G NA NA NA NA 1248
Chr26 4022097 A C Chr26_4022097_A_CA_C SNP 8836.63 15 7 12 11 9 9 16 13 16 13 4 4 7 6 15 7 12 11 9 9 16 13 16 13 4 4 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_7150Pp3c26_7150transcript PAC:32918419protein_codingNA c.*2195T>G NA NA NA NA 2195
Chr26 4022097 A C Chr26_4022097_A_CA_C SNP 8836.63 15 7 12 11 9 9 16 13 16 13 4 4 7 6 15 7 12 11 9 9 16 13 16 13 4 4 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7120-Pp3c26_7140Pp3c26_7120-Pp3c26_7140intergenic_regionPp3c26_7120-Pp3c26_7140NA NA n.4022097A>CNA NA NA NA NA
Chr26 4066161 C A Chr26_4066161_C_AC_A SNP 21298.63 24 13 11 24 23 28 29 33 22 35 20 22 12 11 24 13 12 24 23 28 29 33 22 35 20 22 12 11 1 1 0.917 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7180-Pp3c26_7190Pp3c26_7180-Pp3c26_7190intergenic_regionPp3c26_7180-Pp3c26_7190NA NA n.4066161C>ANA NA NA NA NA
Chr26 4180552 CT C Chr26_4180552_CT_CCT_C INDEL 8206.59 8 13 9 11 9 12 15 9 10 13 7 9 7 4 8 13 9 11 9 12 15 9 10 13 7 9 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7290-Pp3c26_7330Pp3c26_7290-Pp3c26_7330intergenic_regionPp3c26_7290-Pp3c26_7330NA NA n.4180553delTNA NA NA NA NA
Chr26 4243738 A C Chr26_4243738_A_CA_C SNP 18193.63 34 18 11 22 21 23 34 24 23 27 19 16 10 8 34 18 11 22 21 23 35 24 23 27 19 16 10 8 1 1 1 1 1 1 0.971 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_7390Pp3c26_7390transcript PAC:32918018protein_codingNA c.*3448A>C NA NA NA NA 2991
Chr26 4243738 A C Chr26_4243738_A_CA_C SNP 18193.63 34 18 11 22 21 23 34 24 23 27 19 16 10 8 34 18 11 22 21 23 35 24 23 27 19 16 10 8 1 1 1 1 1 1 0.971 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_7390Pp3c26_7390transcript PAC:32918020protein_codingNA c.*3448A>C NA NA NA NA 3122
Chr26 4243738 A C Chr26_4243738_A_CA_C SNP 18193.63 34 18 11 22 21 23 34 24 23 27 19 16 10 8 34 18 11 22 21 23 35 24 23 27 19 16 10 8 1 1 1 1 1 1 0.971 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_7390Pp3c26_7390transcript PAC:32918019protein_codingNA c.*3448A>C NA NA NA NA 3186
Chr26 4243738 A C Chr26_4243738_A_CA_C SNP 18193.63 34 18 11 22 21 23 34 24 23 27 19 16 10 8 34 18 11 22 21 23 35 24 23 27 19 16 10 8 1 1 1 1 1 1 0.971 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7390-Pp3c26_7430Pp3c26_7390-Pp3c26_7430intergenic_regionPp3c26_7390-Pp3c26_7430NA NA n.4243738A>CNA NA NA NA NA
Chr26 4255125 T C Chr26_4255125_T_CT_C SNP 10532.63 17 10 9 14 7 22 20 17 17 13 5 10 8 5 17 10 9 14 7 22 20 17 17 13 5 10 8 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7390-Pp3c26_7430Pp3c26_7390-Pp3c26_7430intergenic_regionPp3c26_7390-Pp3c26_7430NA NA n.4255125T>CNA NA NA NA NA
Chr26 4420325 C A Chr26_4420325_C_AC_A SNP 18298.63 27 19 21 18 22 31 13 19 16 26 16 13 15 13 27 19 21 18 22 31 13 19 16 26 16 13 15 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7530-Pp3c26_7640Pp3c26_7530-Pp3c26_7640intergenic_regionPp3c26_7530-Pp3c26_7640NA NA n.4420325C>ANA NA NA NA NA
Chr26 4420382 C G Chr26_4420382_C_GC_G SNP 19220.63 37 14 27 22 19 32 18 22 20 24 12 15 15 10 37 14 27 22 19 32 18 22 20 24 12 15 15 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7530-Pp3c26_7640Pp3c26_7530-Pp3c26_7640intergenic_regionPp3c26_7530-Pp3c26_7640NA NA n.4420382C>GNA NA NA NA NA
Chr26 4597378 AG A Chr26_4597378_AG_AAG_A INDEL 17733.59 27 15 17 16 13 30 23 27 22 21 10 15 4 6 27 15 17 16 13 30 23 27 22 21 10 15 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7960-Pp3c26_7990Pp3c26_7960-Pp3c26_7990intergenic_regionPp3c26_7960-Pp3c26_7990NA NA n.4597379delGNA NA NA NA NA
Chr26 4597386 G C Chr26_4597386_G_CG_C SNP 17785.63 26 14 15 18 16 27 23 25 21 18 9 14 5 6 26 14 15 18 16 27 23 25 21 18 9 14 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7960-Pp3c26_7990Pp3c26_7960-Pp3c26_7990intergenic_regionPp3c26_7960-Pp3c26_7990NA NA n.4597386G>CNA NA NA NA NA
Chr26 4597387 C T Chr26_4597387_C_TC_T SNP 17630.63 27 14 15 18 16 27 23 25 21 18 9 14 5 6 27 14 15 18 16 27 23 25 21 18 9 14 5 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7960-Pp3c26_7990Pp3c26_7960-Pp3c26_7990intergenic_regionPp3c26_7960-Pp3c26_7990NA NA n.4597387C>TNA NA NA NA NA
Chr26 4597389 G T Chr26_4597389_G_TG_T SNP 17660.63 27 14 15 18 16 27 23 25 21 17 9 14 4 6 27 14 15 18 16 27 23 25 21 17 9 14 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7960-Pp3c26_7990Pp3c26_7960-Pp3c26_7990intergenic_regionPp3c26_7960-Pp3c26_7990NA NA n.4597389G>TNA NA NA NA NA
Chr26 4597394 G A Chr26_4597394_G_AG_A SNP 17472.63 28 13 15 18 18 27 23 24 23 18 10 15 4 7 28 13 15 18 18 27 23 24 23 18 10 15 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7960-Pp3c26_7990Pp3c26_7960-Pp3c26_7990intergenic_regionPp3c26_7960-Pp3c26_7990NA NA n.4597394G>ANA NA NA NA NA
Chr26 4597398 C CT Chr26_4597398_C_CTC_CT INDEL 17224.59 27 13 14 18 18 26 20 25 24 18 9 15 4 7 27 13 14 18 18 26 20 25 24 18 9 15 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_7960-Pp3c26_7990Pp3c26_7960-Pp3c26_7990intergenic_regionPp3c26_7960-Pp3c26_7990NA NA n.4597398_4597399insTNA NA NA NA NA
Chr26 4874988 TG T Chr26_4874988_TG_TTG_T INDEL 19397.59 20 14 14 19 23 30 25 29 24 27 15 22 18 10 20 14 14 19 23 30 25 29 24 27 15 22 18 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_8420Pp3c26_8420transcript PAC:32918226protein_codingNA c.-3893delG NA NA NA NA 3450
Chr26 4874988 TG T Chr26_4874988_TG_TTG_T INDEL 19397.59 20 14 14 19 23 30 25 29 24 27 15 22 18 10 20 14 14 19 23 30 25 29 24 27 15 22 18 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_8420Pp3c26_8420transcript PAC:32918227protein_codingNA c.-3893delG NA NA NA NA 3154
Chr26 4874988 TG T Chr26_4874988_TG_TTG_T INDEL 19397.59 20 14 14 19 23 30 25 29 24 27 15 22 18 10 20 14 14 19 23 30 25 29 24 27 15 22 18 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_8400-Pp3c26_8420Pp3c26_8400-Pp3c26_8420intergenic_regionPp3c26_8400-Pp3c26_8420NA NA n.4874989delGNA NA NA NA NA
Chr26 5029456 G GA Chr26_5029456_G_GAG_GA INDEL 11129.59 17 4 7 13 17 12 16 12 13 14 6 10 8 4 17 4 7 13 17 12 16 12 13 14 6 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_8650-Pp3c26_8670Pp3c26_8650-Pp3c26_8670intergenic_regionPp3c26_8650-Pp3c26_8670NA NA n.5029456_5029457insANA NA NA NA NA
Chr26 5029458 C A Chr26_5029458_C_AC_A SNP 11270.63 16 5 6 12 16 12 16 12 14 12 5 10 8 4 16 5 6 12 16 12 16 12 14 12 5 10 8 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_8650-Pp3c26_8670Pp3c26_8650-Pp3c26_8670intergenic_regionPp3c26_8650-Pp3c26_8670NA NA n.5029458C>ANA NA NA NA NA
Chr26 5029465 A AT Chr26_5029465_A_ATA_AT INDEL 10987.59 16 5 6 12 17 13 16 11 13 12 5 10 10 6 16 5 6 12 17 13 16 11 13 12 5 10 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_8650-Pp3c26_8670Pp3c26_8650-Pp3c26_8670intergenic_regionPp3c26_8650-Pp3c26_8670NA NA n.5029465_5029466insTNA NA NA NA NA
Chr26 5029513 C T Chr26_5029513_C_TC_T SNP 10388.63 20 6 9 12 16 7 7 17 9 14 4 9 9 6 20 6 9 12 16 7 7 17 9 14 4 9 9 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_8650-Pp3c26_8670Pp3c26_8650-Pp3c26_8670intergenic_regionPp3c26_8650-Pp3c26_8670NA NA n.5029513C>TNA NA NA NA NA
Chr26 5029520 C A Chr26_5029520_C_AC_A SNP 11205.63 17 6 11 11 17 11 9 17 8 13 4 9 10 7 17 6 11 11 17 11 9 17 8 13 4 9 10 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_8650-Pp3c26_8670Pp3c26_8650-Pp3c26_8670intergenic_regionPp3c26_8650-Pp3c26_8670NA NA n.5029520C>ANA NA NA NA NA
Chr26 5029531 G A Chr26_5029531_G_AG_A SNP 11135.63 15 10 9 10 16 11 10 18 10 8 5 9 10 6 15 10 9 10 16 11 10 18 10 8 5 9 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_8650-Pp3c26_8670Pp3c26_8650-Pp3c26_8670intergenic_regionPp3c26_8650-Pp3c26_8670NA NA n.5029531G>ANA NA NA NA NA
Chr26 5029535 C A Chr26_5029535_C_AC_A SNP 11417.63 15 10 11 12 16 12 10 18 11 8 6 9 9 9 15 10 11 12 16 12 10 18 11 8 6 9 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_8650-Pp3c26_8670Pp3c26_8650-Pp3c26_8670intergenic_regionPp3c26_8650-Pp3c26_8670NA NA n.5029535C>ANA NA NA NA NA
Chr26 5029547 T TA Chr26_5029547_T_TAT_TA INDEL 12301.59 16 11 11 12 19 16 15 19 11 8 6 10 9 11 16 11 11 12 19 16 15 19 11 8 6 10 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_8650-Pp3c26_8670Pp3c26_8650-Pp3c26_8670intergenic_regionPp3c26_8650-Pp3c26_8670NA NA n.5029547_5029548insANA NA NA NA NA
Chr26 5314135 T C Chr26_5314135_T_CT_C SNP 5428.29 0 0 0 17 16 17 30 23 0 0 0 0 0 0 26 11 23 17 16 17 30 23 28 27 16 8 10 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c26_8990Pp3c26_8990transcript PAC:32917515protein_codingNA c.*1535T>C NA NA NA NA 973
Chr26 5314135 T C Chr26_5314135_T_CT_C SNP 5428.29 0 0 0 17 16 17 30 23 0 0 0 0 0 0 26 11 23 17 16 17 30 23 28 27 16 8 10 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c26_8990Pp3c26_8990transcript PAC:32917516protein_codingNA c.*1535T>C NA NA NA NA 973
Chr26 5314135 T C Chr26_5314135_T_CT_C SNP 5428.29 0 0 0 17 16 17 30 23 0 0 0 0 0 0 26 11 23 17 16 17 30 23 28 27 16 8 10 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c26_8990Pp3c26_8990transcript PAC:32917517protein_codingNA c.*1535T>C NA NA NA NA 973
Chr26 5314135 T C Chr26_5314135_T_CT_C SNP 5428.29 0 0 0 17 16 17 30 23 0 0 0 0 0 0 26 11 23 17 16 17 30 23 28 27 16 8 10 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c26_8990Pp3c26_8990transcript PAC:32917518protein_codingNA c.*1535T>C NA NA NA NA 973
Chr26 5314135 T C Chr26_5314135_T_CT_C SNP 5428.29 0 0 0 17 16 17 30 23 0 0 0 0 0 0 26 11 23 17 16 17 30 23 28 27 16 8 10 12 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c26_8990-Pp3c26_9010Pp3c26_8990-Pp3c26_9010intergenic_regionPp3c26_8990-Pp3c26_9010NA NA n.5314135T>CNA NA NA NA NA
Chr26 5360864 C CA Chr26_5360864_C_CAC_CA INDEL 15342.59 31 10 11 20 19 28 24 15 23 15 16 19 13 9 31 10 11 20 19 28 24 15 23 15 16 19 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9010-Pp3c26_9030Pp3c26_9010-Pp3c26_9030intergenic_regionPp3c26_9010-Pp3c26_9030NA NA n.5360864_5360865insANA NA NA NA NA
Chr26 5361011 T C Chr26_5361011_T_CT_C SNP 17708.63 29 12 15 16 23 27 34 19 24 14 21 14 8 8 29 12 15 16 23 27 34 19 24 14 21 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9010-Pp3c26_9030Pp3c26_9010-Pp3c26_9030intergenic_regionPp3c26_9010-Pp3c26_9030NA NA n.5361011T>CNA NA NA NA NA
Chr26 5375974 A AATAT Chr26_5375974_A_AATATA_AATAT INDEL 2995.93 0 1 0 2 0 0 1 0 18 15 7 8 9 5 21 5 14 17 17 22 33 17 18 15 7 8 9 5 0 0 0 0.118 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c26_9030Pp3c26_9030transcript PAC:32918349protein_codingNA c.-3542_-3541insATATNA NA NA NA 2957
Chr26 5375974 A AATAT Chr26_5375974_A_AATATA_AATAT INDEL 2995.93 0 1 0 2 0 0 1 0 18 15 7 8 9 5 21 5 14 17 17 22 33 17 18 15 7 8 9 5 0 0 0 0.118 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c26_9030Pp3c26_9030transcript PAC:32918350protein_codingNA c.-3542_-3541insATATNA NA NA NA 2804
Chr26 5375974 A AATAT Chr26_5375974_A_AATATA_AATAT INDEL 2995.93 0 1 0 2 0 0 1 0 18 15 7 8 9 5 21 5 14 17 17 22 33 17 18 15 7 8 9 5 0 0 0 0.118 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c26_9030Pp3c26_9030transcript PAC:32918351protein_codingNA c.-3542_-3541insATATNA NA NA NA 2804
Chr26 5375974 A AATAT Chr26_5375974_A_AATATA_AATAT INDEL 2995.93 0 1 0 2 0 0 1 0 18 15 7 8 9 5 21 5 14 17 17 22 33 17 18 15 7 8 9 5 0 0 0 0.118 0 0 0 0 1 1 1 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c26_9030-Pp3c26_9050Pp3c26_9030-Pp3c26_9050intergenic_regionPp3c26_9030-Pp3c26_9050NA NA n.5375974_5375975insATATNA NA NA NA NA
Chr26 5509465 A G Chr26_5509465_A_GA_G SNP 17942.63 31 13 18 20 18 19 24 27 16 27 18 13 13 13 31 13 18 20 18 19 24 27 16 27 18 13 13 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9050-Pp3c26_9180Pp3c26_9050-Pp3c26_9180intergenic_regionPp3c26_9050-Pp3c26_9180NA NA n.5509465A>GNA NA NA NA NA
Chr26 5537905 TA T Chr26_5537905_TA_TTA_T INDEL 15399.59 36 8 11 18 16 38 31 17 20 20 16 11 10 8 36 8 11 18 16 38 31 17 20 20 16 11 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5537906delANA NA NA NA NA
Chr26 5548425 C T Chr26_5548425_C_TC_T SNP 17598.63 26 16 15 16 14 25 30 23 22 28 17 21 5 13 26 16 15 16 14 25 30 23 22 28 17 21 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5548425C>TNA NA NA NA NA
Chr26 5548532 C G Chr26_5548532_C_GC_G SNP 20549.63 38 20 13 22 14 24 36 23 15 31 26 13 5 13 38 20 13 22 14 24 36 23 15 31 26 13 5 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5548532C>GNA NA NA NA NA
Chr26 5550091 C G Chr26_5550091_C_GC_G SNP 6613.63 9 6 11 6 6 10 9 11 11 7 15 9 4 6 9 6 11 6 6 10 9 11 11 7 15 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5550091C>GNA NA NA NA NA
Chr26 5550124 C T Chr26_5550124_C_TC_T SNP 8734.63 12 10 16 12 8 15 11 15 14 16 16 9 6 4 12 10 16 12 8 15 11 15 14 16 16 9 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5550124C>TNA NA NA NA NA
Chr26 5555092 G T Chr26_5555092_G_TG_T SNP 9980.63 13 9 11 9 13 12 25 14 14 5 12 10 5 4 13 9 11 9 13 12 25 14 14 5 12 10 5 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5555092G>TNA NA NA NA NA
Chr26 5582657 AT A Chr26_5582657_AT_AAT_A INDEL 9073.59 16 12 7 8 17 20 13 12 14 19 15 10 9 5 16 12 7 8 17 20 13 12 14 19 15 10 9 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5582658delTNA NA NA NA NA
Chr26 5582709 G T Chr26_5582709_G_TG_T SNP 13081.63 16 14 11 9 16 20 17 16 18 22 12 7 11 6 16 14 11 9 16 20 17 16 18 22 12 7 11 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5582709G>TNA NA NA NA NA
Chr26 5582710 A T Chr26_5582710_A_TA_T SNP 13081.63 16 14 11 9 16 21 17 16 18 23 13 7 10 6 16 14 11 9 16 21 17 16 18 23 13 7 10 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5582710A>TNA NA NA NA NA
Chr26 5584000 C A Chr26_5584000_C_AC_A SNP 17066.63 32 12 18 32 11 23 31 20 23 23 12 16 6 12 32 12 18 32 11 23 31 20 23 23 12 16 6 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5584000C>ANA NA NA NA NA
Chr26 5584309 TC T Chr26_5584309_TC_TTC_T INDEL 16696.59 32 10 16 27 17 23 26 21 23 20 15 16 6 14 32 10 16 27 17 23 26 21 23 20 15 16 6 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5584310delCNA NA NA NA NA
Chr26 5584856 C A Chr26_5584856_C_AC_A SNP 14867.63 27 16 12 23 19 13 30 13 18 21 10 17 11 10 27 16 12 23 19 13 30 13 18 21 10 17 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5584856C>ANA NA NA NA NA
Chr26 5587858 A T Chr26_5587858_A_TA_T SNP 10561.63 17 6 9 10 13 14 13 14 17 18 8 20 6 5 17 6 9 10 13 14 13 14 17 18 8 20 6 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5587858A>TNA NA NA NA NA
Chr26 5591821 G GT Chr26_5591821_G_GTG_GT INDEL 16968.59 26 17 17 24 22 26 36 20 24 24 13 18 9 11 26 17 17 24 22 26 36 20 24 24 13 18 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5591821_5591822insTNA NA NA NA NA
Chr26 5591918 T G Chr26_5591918_T_GT_G SNP 16978.63 19 16 13 17 23 29 28 23 15 21 12 15 10 9 19 16 13 17 23 29 28 23 15 21 12 15 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5591918T>GNA NA NA NA NA
Chr26 5591920 A T Chr26_5591920_A_TA_T SNP 17203.63 20 16 13 18 24 29 29 24 16 19 12 14 9 9 20 16 13 18 24 29 29 24 16 19 12 14 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5591920A>TNA NA NA NA NA
Chr26 5591922 A G Chr26_5591922_A_GA_G SNP 17153.63 19 17 13 18 24 30 26 24 16 19 12 14 9 10 19 17 13 18 24 30 26 24 16 19 12 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5591922A>GNA NA NA NA NA
Chr26 5591933 T G Chr26_5591933_T_GT_G SNP 17483.63 18 19 13 15 24 31 23 27 18 22 15 21 9 10 18 19 13 15 24 31 23 27 18 22 15 21 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5591933T>GNA NA NA NA NA
Chr26 5592042 A G Chr26_5592042_A_GA_G SNP 15837.63 28 18 21 20 13 23 25 16 17 15 17 21 8 11 28 18 21 20 13 23 25 16 17 15 17 21 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5592042A>GNA NA NA NA NA
Chr26 5593721 A C Chr26_5593721_A_CA_C SNP 9292.63 11 4 7 18 8 5 15 11 9 14 14 5 7 7 11 4 7 18 8 5 15 11 9 14 14 5 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5593721A>CNA NA NA NA NA
Chr26 5624058 G GT Chr26_5624058_G_GTG_GT INDEL 18711.59 30 16 10 19 15 31 32 18 21 20 16 20 9 12 30 16 10 19 15 31 32 18 21 20 16 20 9 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5624058_5624059insTNA NA NA NA NA
Chr26 5624077 C CT Chr26_5624077_C_CTC_CT INDEL 19329.59 28 16 14 17 16 30 28 21 22 22 17 18 9 11 28 16 14 17 16 30 28 21 22 22 17 18 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5624077_5624078insTNA NA NA NA NA
Chr26 5624095 C A Chr26_5624095_C_AC_A SNP 17840.63 28 15 12 22 17 32 17 20 24 22 15 19 7 9 28 15 12 22 17 32 17 20 24 22 15 19 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5624095C>ANA NA NA NA NA
Chr26 5624132 C G Chr26_5624132_C_GC_G SNP 16287.63 31 14 11 21 15 31 20 25 25 25 15 16 8 9 31 14 11 21 15 31 20 25 25 25 15 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5624132C>GNA NA NA NA NA
Chr26 5630187 GA G Chr26_5630187_GA_GGA_G INDEL 15874.59 36 19 17 17 20 27 33 23 27 19 14 22 12 19 36 19 17 17 20 27 33 23 27 19 14 22 12 19 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5630188delANA NA NA NA NA
Chr26 5630235 T C Chr26_5630235_T_CT_C SNP 17902.63 36 17 20 19 21 21 40 20 25 11 12 24 10 13 36 17 20 19 21 21 40 20 25 11 12 24 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5630235T>CNA NA NA NA NA
Chr26 5658302 A T Chr26_5658302_A_TA_T SNP 17805.63 26 14 14 27 21 25 20 21 20 27 16 12 9 8 26 14 14 27 21 25 20 21 20 27 16 12 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_9180-Pp3c26_9320Pp3c26_9180-Pp3c26_9320intergenic_regionPp3c26_9180-Pp3c26_9320NA NA n.5658302A>TNA NA NA NA NA
Chr26 5961113 G A Chr26_5961113_G_AG_A SNP 3630.98 0 0 0 0 0 0 0 0 23 16 12 11 10 6 34 18 18 32 22 22 32 23 23 16 12 11 10 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c26_9700Pp3c26_9700transcript PAC:32918266protein_codingNA c.-4136G>A NA NA NA NA 3750
Chr26 5961113 G A Chr26_5961113_G_AG_A SNP 3630.98 0 0 0 0 0 0 0 0 23 16 12 11 10 6 34 18 18 32 22 22 32 23 23 16 12 11 10 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c26_9700Pp3c26_9700transcript PAC:32918267protein_codingNA c.-4136G>A NA NA NA NA 3679
Chr26 5961113 G A Chr26_5961113_G_AG_A SNP 3630.98 0 0 0 0 0 0 0 0 23 16 12 11 10 6 34 18 18 32 22 22 32 23 23 16 12 11 10 6 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c26_9450-Pp3c26_9700Pp3c26_9450-Pp3c26_9700intergenic_regionPp3c26_9450-Pp3c26_9700NA NA n.5961113G>ANA NA NA NA NA
Chr26 6308377 G T Chr26_6308377_G_TG_T SNP 17263.63 28 15 10 21 28 30 36 22 17 26 8 14 13 8 28 15 10 21 28 30 36 22 17 26 8 14 13 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_10150-Pp3c26_10210Pp3c26_10150-Pp3c26_10210intergenic_regionPp3c26_10150-Pp3c26_10210NA NA n.6308377G>TNA NA NA NA NA
Chr26 6424200 G GA Chr26_6424200_G_GAG_GA INDEL 13561.59 35 12 9 14 12 18 31 16 20 13 11 11 8 8 35 12 9 14 12 18 31 16 20 13 11 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_10280Pp3c26_10280transcript PAC:32918732protein_codingNA c.*3263_*3264insANA NA NA NA 3264
Chr26 6424200 G GA Chr26_6424200_G_GAG_GA INDEL 13561.59 35 12 9 14 12 18 31 16 20 13 11 11 8 8 35 12 9 14 12 18 31 16 20 13 11 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_10280Pp3c26_10280transcript PAC:32918733protein_codingNA c.*3263_*3264insANA NA NA NA 3006
Chr26 6424200 G GA Chr26_6424200_G_GAG_GA INDEL 13561.59 35 12 9 14 12 18 31 16 20 13 11 11 8 8 35 12 9 14 12 18 31 16 20 13 11 11 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_10280-Pp3c26_10310Pp3c26_10280-Pp3c26_10310intergenic_regionPp3c26_10280-Pp3c26_10310NA NA n.6424200_6424201insANA NA NA NA NA
Chr26 6514012 AC A Chr26_6514012_AC_AAC_A INDEL 16178.59 28 12 20 32 12 27 30 27 19 31 12 20 11 18 28 12 20 32 12 27 30 27 19 31 12 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_10390Pp3c26_10390transcript PAC:32916972protein_codingNA c.-872delC NA NA NA NA 862
Chr26 6514012 AC A Chr26_6514012_AC_AAC_A INDEL 16178.59 28 12 20 32 12 27 30 27 19 31 12 20 11 18 28 12 20 32 12 27 30 27 19 31 12 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_10390Pp3c26_10390transcript PAC:32916973protein_codingNA c.-872delC NA NA NA NA 851
Chr26 6514012 AC A Chr26_6514012_AC_AAC_A INDEL 16178.59 28 12 20 32 12 27 30 27 19 31 12 20 11 18 28 12 20 32 12 27 30 27 19 31 12 20 11 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_10380-Pp3c26_10390Pp3c26_10380-Pp3c26_10390intergenic_regionPp3c26_10380-Pp3c26_10390NA NA n.6514013delCNA NA NA NA NA
Chr26 6630678 G GT Chr26_6630678_G_GTG_GT INDEL 14484.59 23 9 11 19 18 28 24 16 26 14 9 15 12 9 23 9 11 19 18 28 24 16 26 14 9 15 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_10501Pp3c26_10501transcript PAC:32917579protein_coding 01-févr c.*596dupT NA NA NA NA 597
Chr26 6630678 G GT Chr26_6630678_G_GTG_GT INDEL 14484.59 23 9 11 19 18 28 24 16 26 14 9 15 12 9 23 9 11 19 18 28 24 16 26 14 9 15 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_10501Pp3c26_10501transcript PAC:32917577protein_coding 02-mars c.*228-107dupTNA NA NA NA NA
Chr26 6630678 G GT Chr26_6630678_G_GTG_GT INDEL 14484.59 23 9 11 19 18 28 24 16 26 14 9 15 12 9 23 9 11 19 18 28 24 16 26 14 9 15 12 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_10501Pp3c26_10501transcript PAC:32917578protein_coding 01-févr c.*422-107dupTNA NA NA NA NA
Chr26 6642282 C A Chr26_6642282_C_AC_A SNP 20472.63 28 17 19 21 29 23 26 30 25 24 13 12 13 14 28 17 19 21 29 23 26 30 25 24 13 12 13 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_10501-Pp3c26_10520Pp3c26_10501-Pp3c26_10520intergenic_regionPp3c26_10501-Pp3c26_10520NA NA n.6642282C>ANA NA NA NA NA
Chr26 6746525 C T Chr26_6746525_C_TC_T SNP 15718.63 29 15 14 28 13 16 29 20 15 21 17 14 8 9 29 15 14 28 13 16 29 20 15 21 17 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_10700Pp3c26_10700transcript PAC:32918539protein_codingNA c.-2645G>A NA NA NA NA 927
Chr26 6746525 C T Chr26_6746525_C_TC_T SNP 15718.63 29 15 14 28 13 16 29 20 15 21 17 14 8 9 29 15 14 28 13 16 29 20 15 21 17 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_10700Pp3c26_10700transcript PAC:32918545protein_codingNA c.-2645G>A NA NA NA NA 927
Chr26 6746525 C T Chr26_6746525_C_TC_T SNP 15718.63 29 15 14 28 13 16 29 20 15 21 17 14 8 9 29 15 14 28 13 16 29 20 15 21 17 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_10700Pp3c26_10700transcript PAC:32918540protein_codingNA c.-2645G>A NA NA NA NA 927
Chr26 6746525 C T Chr26_6746525_C_TC_T SNP 15718.63 29 15 14 28 13 16 29 20 15 21 17 14 8 9 29 15 14 28 13 16 29 20 15 21 17 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_10700Pp3c26_10700transcript PAC:32918541protein_codingNA c.-2645G>A NA NA NA NA 927
Chr26 6746525 C T Chr26_6746525_C_TC_T SNP 15718.63 29 15 14 28 13 16 29 20 15 21 17 14 8 9 29 15 14 28 13 16 29 20 15 21 17 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_10700Pp3c26_10700transcript PAC:32918543protein_codingNA c.-2645G>A NA NA NA NA 927
Chr26 6746525 C T Chr26_6746525_C_TC_T SNP 15718.63 29 15 14 28 13 16 29 20 15 21 17 14 8 9 29 15 14 28 13 16 29 20 15 21 17 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_10700Pp3c26_10700transcript PAC:32918544protein_codingNA c.-2645G>A NA NA NA NA 927
Chr26 6746525 C T Chr26_6746525_C_TC_T SNP 15718.63 29 15 14 28 13 16 29 20 15 21 17 14 8 9 29 15 14 28 13 16 29 20 15 21 17 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_10700Pp3c26_10700transcript PAC:32918546protein_codingNA c.-2645G>A NA NA NA NA 927
Chr26 6746525 C T Chr26_6746525_C_TC_T SNP 15718.63 29 15 14 28 13 16 29 20 15 21 17 14 8 9 29 15 14 28 13 16 29 20 15 21 17 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_10700Pp3c26_10700transcript PAC:32918547protein_codingNA c.-2645G>A NA NA NA NA 927
Chr26 6746525 C T Chr26_6746525_C_TC_T SNP 15718.63 29 15 14 28 13 16 29 20 15 21 17 14 8 9 29 15 14 28 13 16 29 20 15 21 17 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_10700Pp3c26_10700transcript PAC:32918542protein_codingNA c.-2645G>A NA NA NA NA 1191
Chr26 6746525 C T Chr26_6746525_C_TC_T SNP 15718.63 29 15 14 28 13 16 29 20 15 21 17 14 8 9 29 15 14 28 13 16 29 20 15 21 17 14 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_10700-Pp3c26_10740Pp3c26_10700-Pp3c26_10740intergenic_regionPp3c26_10700-Pp3c26_10740NA NA n.6746525C>TNA NA NA NA NA
Chr26 6814291 A AT Chr26_6814291_A_ATA_AT INDEL 16280.59 31 15 12 17 14 20 23 25 21 22 16 16 15 12 31 15 12 17 14 20 23 25 21 22 16 16 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_10810Pp3c26_10810transcript PAC:32917883protein_codingNA c.*5030_*5031insANA NA NA NA 4446
Chr26 6814291 A AT Chr26_6814291_A_ATA_AT INDEL 16280.59 31 15 12 17 14 20 23 25 21 22 16 16 15 12 31 15 12 17 14 20 23 25 21 22 16 16 15 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_10800-Pp3c26_10810Pp3c26_10800-Pp3c26_10810intergenic_regionPp3c26_10800-Pp3c26_10810NA NA n.6814291_6814292insTNA NA NA NA NA
Chr26 6943752 T TG Chr26_6943752_T_TGT_TG INDEL 18266.59 35 12 22 25 18 40 26 30 19 26 15 15 4 10 35 12 22 25 18 40 26 30 19 26 15 15 4 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_11060-Pp3c26_11090Pp3c26_11060-Pp3c26_11090intergenic_regionPp3c26_11060-Pp3c26_11090NA NA n.6943752_6943753insGNA NA NA NA NA
Chr26 6946608 A T Chr26_6946608_A_TA_T SNP 13836.63 35 8 12 16 19 25 15 11 10 14 15 9 7 7 35 8 12 16 19 25 15 11 10 14 15 9 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_11060-Pp3c26_11090Pp3c26_11060-Pp3c26_11090intergenic_regionPp3c26_11060-Pp3c26_11090NA NA n.6946608A>TNA NA NA NA NA
Chr26 6946615 T A Chr26_6946615_T_AT_A SNP 13922.63 35 7 13 17 20 24 16 11 11 15 16 9 7 7 35 7 13 17 20 24 16 11 11 15 16 9 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_11060-Pp3c26_11090Pp3c26_11060-Pp3c26_11090intergenic_regionPp3c26_11060-Pp3c26_11090NA NA n.6946615T>ANA NA NA NA NA
Chr26 7244829 C CAT Chr26_7244829_C_CATC_CAT INDEL 1365.35 26 12 10 0 0 1 1 1 1 0 1 1 0 0 28 12 10 15 13 22 20 25 14 10 9 9 5 4 0.929 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_11540Pp3c26_11540transcript PAC:32918195protein_codingNA c.-3016_-3015insATNA NA NA NA 1845
Chr26 7244829 C CAT Chr26_7244829_C_CATC_CAT INDEL 1365.35 26 12 10 0 0 1 1 1 1 0 1 1 0 0 28 12 10 15 13 22 20 25 14 10 9 9 5 4 0.929 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_11540Pp3c26_11540transcript PAC:32918196protein_codingNA c.-3016_-3015insATNA NA NA NA 1817
Chr26 7244829 C CAT Chr26_7244829_C_CATC_CAT INDEL 1365.35 26 12 10 0 0 1 1 1 1 0 1 1 0 0 28 12 10 15 13 22 20 25 14 10 9 9 5 4 0.929 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_11540Pp3c26_11540transcript PAC:32918197protein_codingNA c.-3016_-3015insATNA NA NA NA 1817
Chr26 7244829 C CAT Chr26_7244829_C_CATC_CAT INDEL 1365.35 26 12 10 0 0 1 1 1 1 0 1 1 0 0 28 12 10 15 13 22 20 25 14 10 9 9 5 4 0.929 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c26_11550Pp3c26_11550transcript PAC:32918426protein_codingNA c.*3235_*3236insATNA NA NA NA 3235
Chr26 7244829 C CAT Chr26_7244829_C_CATC_CAT INDEL 1365.35 26 12 10 0 0 1 1 1 1 0 1 1 0 0 28 12 10 15 13 22 20 25 14 10 9 9 5 4 0.929 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c26_11550Pp3c26_11550transcript PAC:32918427protein_codingNA c.*3235_*3236insATNA NA NA NA 1140
Chr26 7244829 C CAT Chr26_7244829_C_CATC_CAT INDEL 1365.35 26 12 10 0 0 1 1 1 1 0 1 1 0 0 28 12 10 15 13 22 20 25 14 10 9 9 5 4 0.929 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c26_11540-Pp3c26_11550Pp3c26_11540-Pp3c26_11550intergenic_regionPp3c26_11540-Pp3c26_11550NA NA n.7244829_7244830insATNA NA NA NA NA
Chr26 7323313 A T Chr26_7323313_A_TA_T SNP 15989.63 17 16 17 17 18 26 28 23 22 24 15 19 12 6 17 16 17 17 18 26 28 23 22 24 15 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_11650Pp3c26_11650transcript PAC:32917258protein_codingNA c.-5334T>A NA NA NA NA 4673
Chr26 7323313 A T Chr26_7323313_A_TA_T SNP 15989.63 17 16 17 17 18 26 28 23 22 24 15 19 12 6 17 16 17 17 18 26 28 23 22 24 15 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_11670Pp3c26_11670transcript PAC:32917184protein_codingNA c.-2070T>A NA NA NA NA 2070
Chr26 7323313 A T Chr26_7323313_A_TA_T SNP 15989.63 17 16 17 17 18 26 28 23 22 24 15 19 12 6 17 16 17 17 18 26 28 23 22 24 15 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_11680Pp3c26_11680transcript PAC:32917506protein_codingNA c.-6A>T NA NA NA NA 6
Chr26 7323313 A T Chr26_7323313_A_TA_T SNP 15989.63 17 16 17 17 18 26 28 23 22 24 15 19 12 6 17 16 17 17 18 26 28 23 22 24 15 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_11700Pp3c26_11700transcript PAC:32917027protein_codingNA c.*2718T>A NA NA NA NA 2548
Chr26 7323313 A T Chr26_7323313_A_TA_T SNP 15989.63 17 16 17 17 18 26 28 23 22 24 15 19 12 6 17 16 17 17 18 26 28 23 22 24 15 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_11702Pp3c26_11702transcript PAC:32917405protein_codingNA c.*2718T>A NA NA NA NA 2718
Chr26 7323313 A T Chr26_7323313_A_TA_T SNP 15989.63 17 16 17 17 18 26 28 23 22 24 15 19 12 6 17 16 17 17 18 26 28 23 22 24 15 19 12 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_11670-Pp3c26_11680Pp3c26_11670-Pp3c26_11680intergenic_regionPp3c26_11670-Pp3c26_11680NA NA n.7323313A>TNA NA NA NA NA
Chr26 7446826 TA T Chr26_7446826_TA_TTA_T INDEL 16124.59 26 18 22 37 28 35 28 36 13 26 12 15 8 16 26 18 22 37 28 35 28 36 13 26 12 15 8 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_11830-Pp3c26_11890Pp3c26_11830-Pp3c26_11890intergenic_regionPp3c26_11830-Pp3c26_11890NA NA n.7446827delANA NA NA NA NA
Chr26 7674519 C CGTCCTTGTATTTChr26_7674519_C_CGTCCTTGTATTTC_CGTCCTTGTATTTINDEL 18446.59 18 9 16 22 20 17 33 25 15 10 7 13 7 5 18 9 16 22 20 17 33 25 15 10 7 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32916998protein_coding 06-juin c.*93_*94insGTCCTTGTATTTNA NA NA NA 94
Chr26 7674519 C CGTCCTTGTATTTChr26_7674519_C_CGTCCTTGTATTTC_CGTCCTTGTATTTINDEL 18446.59 18 9 16 22 20 17 33 25 15 10 7 13 7 5 18 9 16 22 20 17 33 25 15 10 7 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32916999protein_coding 06-juin c.*93_*94insGTCCTTGTATTTNA NA NA NA 94
Chr26 7674519 C CGTCCTTGTATTTChr26_7674519_C_CGTCCTTGTATTTC_CGTCCTTGTATTTINDEL 18446.59 18 9 16 22 20 17 33 25 15 10 7 13 7 5 18 9 16 22 20 17 33 25 15 10 7 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32917000protein_coding 05-mai c.*93_*94insGTCCTTGTATTTNA NA NA NA 94
Chr26 7674519 C CGTCCTTGTATTTChr26_7674519_C_CGTCCTTGTATTTC_CGTCCTTGTATTTINDEL 18446.59 18 9 16 22 20 17 33 25 15 10 7 13 7 5 18 9 16 22 20 17 33 25 15 10 7 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916969protein_codingNA c.*4586_*4587insAAATACAAGGACNA NA NA NA 4155
Chr26 7674519 C CGTCCTTGTATTTChr26_7674519_C_CGTCCTTGTATTTC_CGTCCTTGTATTTINDEL 18446.59 18 9 16 22 20 17 33 25 15 10 7 13 7 5 18 9 16 22 20 17 33 25 15 10 7 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32917001protein_codingNA c.*453_*454insGTCCTTGTATTTNA NA NA NA 405
Chr26 7674519 C CGTCCTTGTATTTChr26_7674519_C_CGTCCTTGTATTTC_CGTCCTTGTATTTINDEL 18446.59 18 9 16 22 20 17 33 25 15 10 7 13 7 5 18 9 16 22 20 17 33 25 15 10 7 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916970protein_codingNA c.*4586_*4587insAAATACAAGGACNA NA NA NA 4126
Chr26 7674519 C CGTCCTTGTATTTChr26_7674519_C_CGTCCTTGTATTTC_CGTCCTTGTATTTINDEL 18446.59 18 9 16 22 20 17 33 25 15 10 7 13 7 5 18 9 16 22 20 17 33 25 15 10 7 13 7 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916971protein_codingNA c.*4946_*4947insAAATACAAGGACNA NA NA NA 4155
Chr26 7674521 C CG Chr26_7674521_C_CGC_CG INDEL 18806.59 19 7 14 23 21 19 32 24 15 13 8 13 9 4 19 7 14 23 21 19 32 24 15 13 8 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32916998protein_coding 06-juin c.*95_*96insGNA NA NA NA 96
Chr26 7674521 C CG Chr26_7674521_C_CGC_CG INDEL 18806.59 19 7 14 23 21 19 32 24 15 13 8 13 9 4 19 7 14 23 21 19 32 24 15 13 8 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32916999protein_coding 06-juin c.*95_*96insGNA NA NA NA 96
Chr26 7674521 C CG Chr26_7674521_C_CGC_CG INDEL 18806.59 19 7 14 23 21 19 32 24 15 13 8 13 9 4 19 7 14 23 21 19 32 24 15 13 8 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32917000protein_coding 05-mai c.*95_*96insGNA NA NA NA 96
Chr26 7674521 C CG Chr26_7674521_C_CGC_CG INDEL 18806.59 19 7 14 23 21 19 32 24 15 13 8 13 9 4 19 7 14 23 21 19 32 24 15 13 8 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916969protein_codingNA c.*4584_*4585insCNA NA NA NA 4153
Chr26 7674521 C CG Chr26_7674521_C_CGC_CG INDEL 18806.59 19 7 14 23 21 19 32 24 15 13 8 13 9 4 19 7 14 23 21 19 32 24 15 13 8 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32917001protein_codingNA c.*455_*456insGNA NA NA NA 407
Chr26 7674521 C CG Chr26_7674521_C_CGC_CG INDEL 18806.59 19 7 14 23 21 19 32 24 15 13 8 13 9 4 19 7 14 23 21 19 32 24 15 13 8 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916970protein_codingNA c.*4584_*4585insCNA NA NA NA 4124
Chr26 7674521 C CG Chr26_7674521_C_CGC_CG INDEL 18806.59 19 7 14 23 21 19 32 24 15 13 8 13 9 4 19 7 14 23 21 19 32 24 15 13 8 13 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916971protein_codingNA c.*4944_*4945insCNA NA NA NA 4153
Chr26 7674524 T A Chr26_7674524_T_AT_A SNP 17795.63 19 7 13 23 20 19 27 23 15 14 9 12 9 4 19 7 13 23 20 19 27 23 15 14 9 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32916998protein_coding 06-juin c.*98T>A NA NA NA NA 98
Chr26 7674524 T A Chr26_7674524_T_AT_A SNP 17795.63 19 7 13 23 20 19 27 23 15 14 9 12 9 4 19 7 13 23 20 19 27 23 15 14 9 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32916999protein_coding 06-juin c.*98T>A NA NA NA NA 98
Chr26 7674524 T A Chr26_7674524_T_AT_A SNP 17795.63 19 7 13 23 20 19 27 23 15 14 9 12 9 4 19 7 13 23 20 19 27 23 15 14 9 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32917000protein_coding 05-mai c.*98T>A NA NA NA NA 98
Chr26 7674524 T A Chr26_7674524_T_AT_A SNP 17795.63 19 7 13 23 20 19 27 23 15 14 9 12 9 4 19 7 13 23 20 19 27 23 15 14 9 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916969protein_codingNA c.*4582A>T NA NA NA NA 4151
Chr26 7674524 T A Chr26_7674524_T_AT_A SNP 17795.63 19 7 13 23 20 19 27 23 15 14 9 12 9 4 19 7 13 23 20 19 27 23 15 14 9 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32917001protein_codingNA c.*458T>A NA NA NA NA 409
Chr26 7674524 T A Chr26_7674524_T_AT_A SNP 17795.63 19 7 13 23 20 19 27 23 15 14 9 12 9 4 19 7 13 23 20 19 27 23 15 14 9 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916970protein_codingNA c.*4582A>T NA NA NA NA 4122
Chr26 7674524 T A Chr26_7674524_T_AT_A SNP 17795.63 19 7 13 23 20 19 27 23 15 14 9 12 9 4 19 7 13 23 20 19 27 23 15 14 9 12 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916971protein_codingNA c.*4942A>T NA NA NA NA 4151
Chr26 7674527 G GGCTT Chr26_7674527_G_GGCTTG_GGCTT INDEL 18281.59 19 8 13 24 20 20 27 24 15 15 9 16 9 4 19 8 13 24 20 20 27 24 15 15 9 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32916998protein_coding 06-juin c.*101_*102insGCTTNA NA NA NA 102
Chr26 7674527 G GGCTT Chr26_7674527_G_GGCTTG_GGCTT INDEL 18281.59 19 8 13 24 20 20 27 24 15 15 9 16 9 4 19 8 13 24 20 20 27 24 15 15 9 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32916999protein_coding 06-juin c.*101_*102insGCTTNA NA NA NA 102
Chr26 7674527 G GGCTT Chr26_7674527_G_GGCTTG_GGCTT INDEL 18281.59 19 8 13 24 20 20 27 24 15 15 9 16 9 4 19 8 13 24 20 20 27 24 15 15 9 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32917000protein_coding 05-mai c.*101_*102insGCTTNA NA NA NA 102
Chr26 7674527 G GGCTT Chr26_7674527_G_GGCTTG_GGCTT INDEL 18281.59 19 8 13 24 20 20 27 24 15 15 9 16 9 4 19 8 13 24 20 20 27 24 15 15 9 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916969protein_codingNA c.*4578_*4579insAAGCNA NA NA NA 4147
Chr26 7674527 G GGCTT Chr26_7674527_G_GGCTTG_GGCTT INDEL 18281.59 19 8 13 24 20 20 27 24 15 15 9 16 9 4 19 8 13 24 20 20 27 24 15 15 9 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32917001protein_codingNA c.*461_*462insGCTTNA NA NA NA 413
Chr26 7674527 G GGCTT Chr26_7674527_G_GGCTTG_GGCTT INDEL 18281.59 19 8 13 24 20 20 27 24 15 15 9 16 9 4 19 8 13 24 20 20 27 24 15 15 9 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916970protein_codingNA c.*4578_*4579insAAGCNA NA NA NA 4118
Chr26 7674527 G GGCTT Chr26_7674527_G_GGCTTG_GGCTT INDEL 18281.59 19 8 13 24 20 20 27 24 15 15 9 16 9 4 19 8 13 24 20 20 27 24 15 15 9 16 9 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916971protein_codingNA c.*4938_*4939insAAGCNA NA NA NA 4147
Chr26 7674546 CTTTTG C Chr26_7674546_CTTTTG_CCTTTTG_C INDEL 17426.59 22 8 10 28 19 19 33 26 12 20 8 14 11 4 22 8 10 28 19 19 33 26 12 20 8 14 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32916998protein_coding 06-juin c.*121_*125delTTTTGNA NA NA NA 121
Chr26 7674546 CTTTTG C Chr26_7674546_CTTTTG_CCTTTTG_C INDEL 17426.59 22 8 10 28 19 19 33 26 12 20 8 14 11 4 22 8 10 28 19 19 33 26 12 20 8 14 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32916999protein_coding 06-juin c.*121_*125delTTTTGNA NA NA NA 121
Chr26 7674546 CTTTTG C Chr26_7674546_CTTTTG_CCTTTTG_C INDEL 17426.59 22 8 10 28 19 19 33 26 12 20 8 14 11 4 22 8 10 28 19 19 33 26 12 20 8 14 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32917000protein_coding 05-mai c.*121_*125delTTTTGNA NA NA NA 121
Chr26 7674546 CTTTTG C Chr26_7674546_CTTTTG_CCTTTTG_C INDEL 17426.59 22 8 10 28 19 19 33 26 12 20 8 14 11 4 22 8 10 28 19 19 33 26 12 20 8 14 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916969protein_codingNA c.*4555_*4559delCAAAANA NA NA NA 4128
Chr26 7674546 CTTTTG C Chr26_7674546_CTTTTG_CCTTTTG_C INDEL 17426.59 22 8 10 28 19 19 33 26 12 20 8 14 11 4 22 8 10 28 19 19 33 26 12 20 8 14 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12230Pp3c26_12230transcript PAC:32917001protein_codingNA c.*481_*485delTTTTGNA NA NA NA 432
Chr26 7674546 CTTTTG C Chr26_7674546_CTTTTG_CCTTTTG_C INDEL 17426.59 22 8 10 28 19 19 33 26 12 20 8 14 11 4 22 8 10 28 19 19 33 26 12 20 8 14 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916970protein_codingNA c.*4555_*4559delCAAAANA NA NA NA 4099
Chr26 7674546 CTTTTG C Chr26_7674546_CTTTTG_CCTTTTG_C INDEL 17426.59 22 8 10 28 19 19 33 26 12 20 8 14 11 4 22 8 10 28 19 19 33 26 12 20 8 14 11 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12240Pp3c26_12240transcript PAC:32916971protein_codingNA c.*4915_*4919delCAAAANA NA NA NA 4128
Chr26 7766959 AAT A Chr26_7766959_AAT_AAAT_A INDEL 8260.59 20 7 9 19 16 18 19 12 7 13 14 13 5 9 21 7 9 19 16 18 20 12 8 14 16 13 5 9 0.952 1 1 1 1 1 0.95 1 0.875 0.929 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12400Pp3c26_12400transcript PAC:32917123protein_codingNA c.*4993_*4994delATNA NA NA NA 4300
Chr26 7766959 AAT A Chr26_7766959_AAT_AAAT_A INDEL 8260.59 20 7 9 19 16 18 19 12 7 13 14 13 5 9 21 7 9 19 16 18 20 12 8 14 16 13 5 9 0.952 1 1 1 1 1 0.95 1 0.875 0.929 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12400Pp3c26_12400transcript PAC:32917124protein_codingNA c.*4993_*4994delATNA NA NA NA 4993
Chr26 7766959 AAT A Chr26_7766959_AAT_AAAT_A INDEL 8260.59 20 7 9 19 16 18 19 12 7 13 14 13 5 9 21 7 9 19 16 18 20 12 8 14 16 13 5 9 0.952 1 1 1 1 1 0.95 1 0.875 0.929 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12400Pp3c26_12400transcript PAC:32917125protein_codingNA c.*4993_*4994delATNA NA NA NA 4300
Chr26 7766959 AAT A Chr26_7766959_AAT_AAAT_A INDEL 8260.59 20 7 9 19 16 18 19 12 7 13 14 13 5 9 21 7 9 19 16 18 20 12 8 14 16 13 5 9 0.952 1 1 1 1 1 0.95 1 0.875 0.929 0.875 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_12420Pp3c26_12420transcript PAC:32918739protein_codingNA c.*1477_*1478delATNA NA NA NA 1282
Chr26 7766959 AAT A Chr26_7766959_AAT_AAAT_A INDEL 8260.59 20 7 9 19 16 18 19 12 7 13 14 13 5 9 21 7 9 19 16 18 20 12 8 14 16 13 5 9 0.952 1 1 1 1 1 0.95 1 0.875 0.929 0.875 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_12420Pp3c26_12420transcript PAC:32918738protein_coding 07-déc c.1057+54_1057+55delATNA NA NA NA NA
Chr26 7766959 AAT A Chr26_7766959_AAT_AAAT_A INDEL 8260.59 20 7 9 19 16 18 19 12 7 13 14 13 5 9 21 7 9 19 16 18 20 12 8 14 16 13 5 9 0.952 1 1 1 1 1 0.95 1 0.875 0.929 0.875 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_12460Pp3c26_12460transcript PAC:32917486protein_coding 01-avr c.-434+54_-434+55delATNA NA NA NA NA
Chr26 7803532 A AAT Chr26_7803532_A_AATA_AAT INDEL 3789.24 19 8 10 0 1 1 0 0 11 14 4 8 5 5 19 8 10 13 13 16 16 5 13 14 4 8 6 5 1 1 1 0 0 0 0 0 0.846 1 1 1 0.833 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c26_12520Pp3c26_12520transcript PAC:32917864protein_codingNA c.-4423_-4422insATNA NA NA NA 4422
Chr26 7803532 A AAT Chr26_7803532_A_AATA_AAT INDEL 3789.24 19 8 10 0 1 1 0 0 11 14 4 8 5 5 19 8 10 13 13 16 16 5 13 14 4 8 6 5 1 1 1 0 0 0 0 0 0.846 1 1 1 0.833 1 0 10 10 0 7 0 3 upstream_gene_variantMODIFIER Pp3c26_12520Pp3c26_12520transcript PAC:32917865protein_codingNA c.-4423_-4422insATNA NA NA NA 4389
Chr26 7803532 A AAT Chr26_7803532_A_AATA_AAT INDEL 3789.24 19 8 10 0 1 1 0 0 11 14 4 8 5 5 19 8 10 13 13 16 16 5 13 14 4 8 6 5 1 1 1 0 0 0 0 0 0.846 1 1 1 0.833 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c26_12510-Pp3c26_12520Pp3c26_12510-Pp3c26_12520intergenic_regionPp3c26_12510-Pp3c26_12520NA NA n.7803532_7803533insATNA NA NA NA NA
Chr26 7827420 AAAGATAGTAAAATATTAAAACTGAAATTGA Chr26_7827420_AAAGATAGTAAAATATTAAAACTGAAATTG_AAAAGATAGTAAAATATTAAAACTGAAATTG_AINDEL 17422.59 23 7 11 24 12 25 19 24 17 21 13 10 13 9 23 7 11 24 12 25 19 24 17 21 13 10 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_12520-Pp3c26_12550Pp3c26_12520-Pp3c26_12550intergenic_regionPp3c26_12520-Pp3c26_12550NA NA n.7827421_7827449delAAGATAGTAAAATATTAAAACTGAAATTGNA NA NA NA NA
Chr26 7919246 T A Chr26_7919246_T_AT_A SNP 19229.63 28 7 22 29 15 30 35 24 13 15 17 17 6 8 28 7 22 29 15 30 35 24 13 15 17 17 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_12740-Pp3c26_12800Pp3c26_12740-Pp3c26_12800intergenic_regionPp3c26_12740-Pp3c26_12800NA NA n.7919246T>ANA NA NA NA NA



Chr26 7919257 A T Chr26_7919257_A_TA_T SNP 19524.63 24 8 24 28 15 28 34 24 13 19 20 18 7 8 24 8 24 28 15 28 34 24 13 19 20 18 7 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_12740-Pp3c26_12800Pp3c26_12740-Pp3c26_12800intergenic_regionPp3c26_12740-Pp3c26_12800NA NA n.7919257A>TNA NA NA NA NA
Chr26 7919261 A T Chr26_7919261_A_TA_T SNP 18968.63 24 8 23 27 13 27 32 24 14 21 20 19 6 8 24 8 23 27 13 27 32 24 14 21 20 19 6 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_12740-Pp3c26_12800Pp3c26_12740-Pp3c26_12800intergenic_regionPp3c26_12740-Pp3c26_12800NA NA n.7919261A>TNA NA NA NA NA
Chr26 8021982 C T Chr26_8021982_C_TC_T SNP 18604.63 25 18 26 23 15 28 31 17 24 32 9 20 9 10 25 18 26 23 15 28 31 17 24 32 9 20 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_12949-Pp3c26_13000Pp3c26_12949-Pp3c26_13000intergenic_regionPp3c26_12949-Pp3c26_13000NA NA n.8021982C>TNA NA NA NA NA
Chr26 8022167 G T Chr26_8022167_G_TG_T SNP 11534.63 23 6 13 23 24 20 33 23 12 18 9 20 10 12 24 6 13 23 24 20 33 23 13 18 11 20 10 12 0.958 1 1 1 1 1 1 1 0.923 1 0.818 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_12949-Pp3c26_13000Pp3c26_12949-Pp3c26_13000intergenic_regionPp3c26_12949-Pp3c26_13000NA NA n.8022167G>TNA NA NA NA NA
Chr26 8022222 G T Chr26_8022222_G_TG_T SNP 20016.63 21 8 18 30 18 22 33 25 22 23 10 11 4 11 21 8 18 30 18 22 33 25 22 23 10 11 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_12949-Pp3c26_13000Pp3c26_12949-Pp3c26_13000intergenic_regionPp3c26_12949-Pp3c26_13000NA NA n.8022222G>TNA NA NA NA NA
Chr26 8022234 TG T Chr26_8022234_TG_TTG_T INDEL 19784.59 22 9 18 29 18 21 34 28 21 25 11 10 8 11 22 9 18 29 18 21 34 28 21 25 11 10 8 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_12949-Pp3c26_13000Pp3c26_12949-Pp3c26_13000intergenic_regionPp3c26_12949-Pp3c26_13000NA NA n.8022235delGNA NA NA NA NA
Chr26 8037579 T TTA Chr26_8037579_T_TTAT_TTA INDEL 4993.59 14 10 10 14 10 12 10 11 9 5 4 5 5 4 14 11 10 14 10 13 10 11 9 5 4 5 5 4 1 0.909 1 1 1 0.923 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_12949-Pp3c26_13000Pp3c26_12949-Pp3c26_13000intergenic_regionPp3c26_12949-Pp3c26_13000NA NA n.8037579_8037580insTANA NA NA NA NA
Chr26 8245924 C CT Chr26_8245924_C_CTC_CT INDEL 16082.59 19 15 14 19 20 19 30 18 18 18 14 25 8 7 19 15 14 19 20 19 30 18 18 18 14 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_13270Pp3c26_13270transcript PAC:32918465protein_coding août-27 c.2350-13_2350-12insANA NA NA NA NA
Chr26 8245924 C CT Chr26_8245924_C_CTC_CT INDEL 16082.59 19 15 14 19 20 19 30 18 18 18 14 25 8 7 19 15 14 19 20 19 30 18 18 18 14 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_13274Pp3c26_13274transcript PAC:32916989protein_coding août-27 c.2350-13_2350-12insANA NA NA NA NA
Chr26 8245924 C CT Chr26_8245924_C_CTC_CT INDEL 16082.59 19 15 14 19 20 19 30 18 18 18 14 25 8 7 19 15 14 19 20 19 30 18 18 18 14 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_13274Pp3c26_13274transcript PAC:32916993protein_coding août-28 c.2281-13_2281-12insANA NA NA NA NA
Chr26 8245924 C CT Chr26_8245924_C_CTC_CT INDEL 16082.59 19 15 14 19 20 19 30 18 18 18 14 25 8 7 19 15 14 19 20 19 30 18 18 18 14 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_13274Pp3c26_13274transcript PAC:32916994protein_coding août-28 c.2281-13_2281-12insANA NA NA NA NA
Chr26 8245924 C CT Chr26_8245924_C_CTC_CT INDEL 16082.59 19 15 14 19 20 19 30 18 18 18 14 25 8 7 19 15 14 19 20 19 30 18 18 18 14 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_13274Pp3c26_13274transcript PAC:32916991protein_coding août-28 c.2350-13_2350-12insANA NA NA NA NA
Chr26 8245924 C CT Chr26_8245924_C_CTC_CT INDEL 16082.59 19 15 14 19 20 19 30 18 18 18 14 25 8 7 19 15 14 19 20 19 30 18 18 18 14 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_13274Pp3c26_13274transcript PAC:32916990protein_coding août-27 c.2350-13_2350-12insANA NA NA NA NA
Chr26 8245924 C CT Chr26_8245924_C_CTC_CT INDEL 16082.59 19 15 14 19 20 19 30 18 18 18 14 25 8 7 19 15 14 19 20 19 30 18 18 18 14 25 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_13274Pp3c26_13274transcript PAC:32916992protein_coding août-28 c.2350-13_2350-12insANA NA NA NA NA
Chr26 8339280 G T Chr26_8339280_G_TG_T SNP 17102.63 29 4 17 19 28 24 26 25 23 35 13 10 10 9 29 4 17 19 28 24 26 25 23 35 13 10 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_13460Pp3c26_13460transcript PAC:32917647protein_coding oct-28 c.2603C>A p.Ala868Asp 3040/7364 2603/6609 868/2202 NA
Chr26 8339280 G T Chr26_8339280_G_TG_T SNP 17102.63 29 4 17 19 28 24 26 25 23 35 13 10 10 9 29 4 17 19 28 24 26 25 23 35 13 10 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_13463Pp3c26_13463transcript PAC:32918273protein_coding sept-27 c.2603C>A p.Ala868Asp 2603/7161 2603/5694 868/1897 NA
Chr26 8339414 G C Chr26_8339414_G_CG_C SNP 19512.63 34 8 25 21 26 25 36 29 21 16 9 17 10 10 34 8 25 21 26 25 36 29 21 16 9 17 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c26_13460Pp3c26_13460transcript PAC:32917647protein_coding sept-27 c.2473-4C>G NA NA NA NA NA
Chr26 8339414 G C Chr26_8339414_G_CG_C SNP 19512.63 34 8 25 21 26 25 36 29 21 16 9 17 10 10 34 8 25 21 26 25 36 29 21 16 9 17 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 splice_region_variant&intron_variantLOW Pp3c26_13463Pp3c26_13463transcript PAC:32918273protein_coding août-26 c.2473-4C>G NA NA NA NA NA
Chr26 8340746 A G Chr26_8340746_A_GA_G SNP 17936.63 23 12 22 18 23 28 37 25 25 20 17 14 8 8 23 12 22 18 23 28 37 25 25 20 17 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_13460Pp3c26_13460transcript PAC:32917647protein_coding juin-27 c.1941+30T>CNA NA NA NA NA
Chr26 8340746 A G Chr26_8340746_A_GA_G SNP 17936.63 23 12 22 18 23 28 37 25 25 20 17 14 8 8 23 12 22 18 23 28 37 25 25 20 17 14 8 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_13463Pp3c26_13463transcript PAC:32918273protein_coding mai-26 c.1941+30T>CNA NA NA NA NA
Chr26 8353737 AAT A Chr26_8353737_AAT_AAAT_A INDEL 1144.35 21 8 11 0 0 0 0 0 0 1 0 2 0 0 21 9 11 13 16 18 32 15 17 10 6 15 5 9 1 0.889 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_13490Pp3c26_13490transcript PAC:32918748protein_codingNA c.-1935_-1934delATNA NA NA NA 235
Chr26 8353737 AAT A Chr26_8353737_AAT_AAAT_A INDEL 1144.35 21 8 11 0 0 0 0 0 0 1 0 2 0 0 21 9 11 13 16 18 32 15 17 10 6 15 5 9 1 0.889 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_13490Pp3c26_13490transcript PAC:32918749protein_codingNA c.-1935_-1934delATNA NA NA NA 235
Chr26 8353737 AAT A Chr26_8353737_AAT_AAAT_A INDEL 1144.35 21 8 11 0 0 0 0 0 0 1 0 2 0 0 21 9 11 13 16 18 32 15 17 10 6 15 5 9 1 0.889 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_13490Pp3c26_13490transcript PAC:32918750protein_codingNA c.-1935_-1934delATNA NA NA NA 235
Chr26 8353737 AAT A Chr26_8353737_AAT_AAAT_A INDEL 1144.35 21 8 11 0 0 0 0 0 0 1 0 2 0 0 21 9 11 13 16 18 32 15 17 10 6 15 5 9 1 0.889 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 upstream_gene_variantMODIFIER Pp3c26_13490Pp3c26_13490transcript PAC:32918751protein_codingNA c.-1935_-1934delATNA NA NA NA 1385
Chr26 8353737 AAT A Chr26_8353737_AAT_AAAT_A INDEL 1144.35 21 8 11 0 0 0 0 0 0 1 0 2 0 0 21 9 11 13 16 18 32 15 17 10 6 15 5 9 1 0.889 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c26_13480Pp3c26_13480transcript PAC:32917839protein_codingNA c.*4610_*4611delATNA NA NA NA 3144
Chr26 8353737 AAT A Chr26_8353737_AAT_AAAT_A INDEL 1144.35 21 8 11 0 0 0 0 0 0 1 0 2 0 0 21 9 11 13 16 18 32 15 17 10 6 15 5 9 1 0.889 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c26_13480Pp3c26_13480transcript PAC:32917841protein_codingNA c.*4610_*4611delATNA NA NA NA 4119
Chr26 8353737 AAT A Chr26_8353737_AAT_AAAT_A INDEL 1144.35 21 8 11 0 0 0 0 0 0 1 0 2 0 0 21 9 11 13 16 18 32 15 17 10 6 15 5 9 1 0.889 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 downstream_gene_variantMODIFIER Pp3c26_13480Pp3c26_13480transcript PAC:32917840protein_codingNA c.*4610_*4611delATNA NA NA NA 3194
Chr26 8353737 AAT A Chr26_8353737_AAT_AAAT_A INDEL 1144.35 21 8 11 0 0 0 0 0 0 1 0 2 0 0 21 9 11 13 16 18 32 15 17 10 6 15 5 9 1 0.889 1 0 0 0 0 0 0 0 0 0.133 0 0 0 3 3 1 0 0 3 intergenic_regionMODIFIER Pp3c26_13490-Pp3c26_13600Pp3c26_13490-Pp3c26_13600intergenic_regionPp3c26_13490-Pp3c26_13600NA NA n.8353738_8353739delATNA NA NA NA NA
Chr26 8521070 G A Chr26_8521070_G_AG_A SNP 15994.63 35 11 8 21 21 26 35 16 20 16 14 13 11 15 35 11 8 21 21 26 35 16 20 16 14 13 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917013protein_codingNA c.*2544C>T NA NA NA NA 1788
Chr26 8521070 G A Chr26_8521070_G_AG_A SNP 15994.63 35 11 8 21 21 26 35 16 20 16 14 13 11 15 35 11 8 21 21 26 35 16 20 16 14 13 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917014protein_codingNA c.*2544C>T NA NA NA NA 1763
Chr26 8521070 G A Chr26_8521070_G_AG_A SNP 15994.63 35 11 8 21 21 26 35 16 20 16 14 13 11 15 35 11 8 21 21 26 35 16 20 16 14 13 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917015protein_codingNA c.*2544C>T NA NA NA NA 1763
Chr26 8521070 G A Chr26_8521070_G_AG_A SNP 15994.63 35 11 8 21 21 26 35 16 20 16 14 13 11 15 35 11 8 21 21 26 35 16 20 16 14 13 11 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_13490-Pp3c26_13600Pp3c26_13490-Pp3c26_13600intergenic_regionPp3c26_13490-Pp3c26_13600NA NA n.8521070G>ANA NA NA NA NA
Chr26 8521151 G T Chr26_8521151_G_TG_T SNP 19729.63 33 9 15 20 19 24 39 24 22 17 14 14 10 17 33 9 15 20 19 24 39 24 22 17 14 14 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917013protein_codingNA c.*2463C>A NA NA NA NA 1707
Chr26 8521151 G T Chr26_8521151_G_TG_T SNP 19729.63 33 9 15 20 19 24 39 24 22 17 14 14 10 17 33 9 15 20 19 24 39 24 22 17 14 14 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917014protein_codingNA c.*2463C>A NA NA NA NA 1682
Chr26 8521151 G T Chr26_8521151_G_TG_T SNP 19729.63 33 9 15 20 19 24 39 24 22 17 14 14 10 17 33 9 15 20 19 24 39 24 22 17 14 14 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917015protein_codingNA c.*2463C>A NA NA NA NA 1682
Chr26 8521151 G T Chr26_8521151_G_TG_T SNP 19729.63 33 9 15 20 19 24 39 24 22 17 14 14 10 17 33 9 15 20 19 24 39 24 22 17 14 14 10 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_13490-Pp3c26_13600Pp3c26_13490-Pp3c26_13600intergenic_regionPp3c26_13490-Pp3c26_13600NA NA n.8521151G>TNA NA NA NA NA
Chr26 8521172 C G Chr26_8521172_C_GC_G SNP 20586.63 32 9 15 24 19 26 37 25 22 17 17 16 9 15 32 9 15 24 19 26 37 25 22 17 17 16 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917013protein_codingNA c.*2442G>C NA NA NA NA 1686
Chr26 8521172 C G Chr26_8521172_C_GC_G SNP 20586.63 32 9 15 24 19 26 37 25 22 17 17 16 9 15 32 9 15 24 19 26 37 25 22 17 17 16 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917014protein_codingNA c.*2442G>C NA NA NA NA 1661
Chr26 8521172 C G Chr26_8521172_C_GC_G SNP 20586.63 32 9 15 24 19 26 37 25 22 17 17 16 9 15 32 9 15 24 19 26 37 25 22 17 17 16 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917015protein_codingNA c.*2442G>C NA NA NA NA 1661
Chr26 8521172 C G Chr26_8521172_C_GC_G SNP 20586.63 32 9 15 24 19 26 37 25 22 17 17 16 9 15 32 9 15 24 19 26 37 25 22 17 17 16 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_13490-Pp3c26_13600Pp3c26_13490-Pp3c26_13600intergenic_regionPp3c26_13490-Pp3c26_13600NA NA n.8521172C>GNA NA NA NA NA
Chr26 8521173 A C Chr26_8521173_A_CA_C SNP 20648.63 32 9 15 24 19 26 37 25 23 17 17 17 9 15 32 9 15 24 19 26 37 25 23 17 17 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917013protein_codingNA c.*2441T>G NA NA NA NA 1685
Chr26 8521173 A C Chr26_8521173_A_CA_C SNP 20648.63 32 9 15 24 19 26 37 25 23 17 17 17 9 15 32 9 15 24 19 26 37 25 23 17 17 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917014protein_codingNA c.*2441T>G NA NA NA NA 1660
Chr26 8521173 A C Chr26_8521173_A_CA_C SNP 20648.63 32 9 15 24 19 26 37 25 23 17 17 17 9 15 32 9 15 24 19 26 37 25 23 17 17 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917015protein_codingNA c.*2441T>G NA NA NA NA 1660
Chr26 8521173 A C Chr26_8521173_A_CA_C SNP 20648.63 32 9 15 24 19 26 37 25 23 17 17 17 9 15 32 9 15 24 19 26 37 25 23 17 17 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_13490-Pp3c26_13600Pp3c26_13490-Pp3c26_13600intergenic_regionPp3c26_13490-Pp3c26_13600NA NA n.8521173A>CNA NA NA NA NA
Chr26 8521178 CT C Chr26_8521178_CT_CCT_C INDEL 20210.59 31 9 16 26 18 26 35 24 22 17 16 17 8 14 31 9 16 26 18 26 35 24 22 17 16 17 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917013protein_codingNA c.*2435delA NA NA NA NA 1679
Chr26 8521178 CT C Chr26_8521178_CT_CCT_C INDEL 20210.59 31 9 16 26 18 26 35 24 22 17 16 17 8 14 31 9 16 26 18 26 35 24 22 17 16 17 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917014protein_codingNA c.*2435delA NA NA NA NA 1654
Chr26 8521178 CT C Chr26_8521178_CT_CCT_C INDEL 20210.59 31 9 16 26 18 26 35 24 22 17 16 17 8 14 31 9 16 26 18 26 35 24 22 17 16 17 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_13600Pp3c26_13600transcript PAC:32917015protein_codingNA c.*2435delA NA NA NA NA 1654
Chr26 8521178 CT C Chr26_8521178_CT_CCT_C INDEL 20210.59 31 9 16 26 18 26 35 24 22 17 16 17 8 14 31 9 16 26 18 26 35 24 22 17 16 17 8 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_13490-Pp3c26_13600Pp3c26_13490-Pp3c26_13600intergenic_regionPp3c26_13490-Pp3c26_13600NA NA n.8521179delTNA NA NA NA NA
Chr26 8581598 T G Chr26_8581598_T_GT_G SNP 19256.63 36 17 15 25 20 32 35 26 20 28 14 22 15 7 36 17 15 25 20 32 35 27 20 28 14 22 15 7 1 1 1 1 1 1 1 0.963 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_13660-Pp3c26_13700Pp3c26_13660-Pp3c26_13700intergenic_regionPp3c26_13660-Pp3c26_13700NA NA n.8581598T>GNA NA NA NA NA
Chr26 8758252 A G Chr26_8758252_A_GA_G SNP 20127.63 26 16 17 26 21 23 31 22 23 35 16 20 15 14 26 16 17 26 21 23 31 22 23 35 16 20 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14000Pp3c26_14000transcript PAC:32917097protein_codingNA c.-2991T>C NA NA NA NA 2808
Chr26 8758252 A G Chr26_8758252_A_GA_G SNP 20127.63 26 16 17 26 21 23 31 22 23 35 16 20 15 14 26 16 17 26 21 23 31 22 23 35 16 20 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14020Pp3c26_14020transcript PAC:32917604protein_codingNA c.-830A>G NA NA NA NA 830
Chr26 8758252 A G Chr26_8758252_A_GA_G SNP 20127.63 26 16 17 26 21 23 31 22 23 35 16 20 15 14 26 16 17 26 21 23 31 22 23 35 16 20 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14030Pp3c26_14030transcript PAC:32918340protein_codingNA c.-3965A>G NA NA NA NA 3845
Chr26 8758252 A G Chr26_8758252_A_GA_G SNP 20127.63 26 16 17 26 21 23 31 22 23 35 16 20 15 14 26 16 17 26 21 23 31 22 23 35 16 20 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14030Pp3c26_14030transcript PAC:32918342protein_codingNA c.-3965A>G NA NA NA NA 3793
Chr26 8758252 A G Chr26_8758252_A_GA_G SNP 20127.63 26 16 17 26 21 23 31 22 23 35 16 20 15 14 26 16 17 26 21 23 31 22 23 35 16 20 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14030Pp3c26_14030transcript PAC:32918341protein_codingNA c.-4562A>G NA NA NA NA 3845
Chr26 8758252 A G Chr26_8758252_A_GA_G SNP 20127.63 26 16 17 26 21 23 31 22 23 35 16 20 15 14 26 16 17 26 21 23 31 22 23 35 16 20 15 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_14000-Pp3c26_14020Pp3c26_14000-Pp3c26_14020intergenic_regionPp3c26_14000-Pp3c26_14020NA NA n.8758252A>GNA NA NA NA NA
Chr26 8778944 C A Chr26_8778944_C_AC_A SNP 18766.63 19 13 15 24 19 25 34 18 18 32 20 21 12 14 19 13 15 24 19 25 34 18 18 32 20 21 12 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_14040-Pp3c26_14069Pp3c26_14040-Pp3c26_14069intergenic_regionPp3c26_14040-Pp3c26_14069NA NA n.8778944C>ANA NA NA NA NA
Chr26 8800628 G GAT Chr26_8800628_G_GATG_GAT INDEL 1933.24 0 0 0 15 10 14 14 5 1 0 0 0 0 0 14 8 9 15 11 14 14 5 13 5 7 4 4 6 0 0 0 1 0.909 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c26_14100Pp3c26_14100transcript PAC:32917722protein_codingNA c.*3559_*3560insATNA NA NA NA 2720
Chr26 8800628 G GAT Chr26_8800628_G_GATG_GAT INDEL 1933.24 0 0 0 15 10 14 14 5 1 0 0 0 0 0 14 8 9 15 11 14 14 5 13 5 7 4 4 6 0 0 0 1 0.909 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c26_14110Pp3c26_14110transcript PAC:32918564protein_codingNA c.*5462_*5463insATNA NA NA NA 4814
Chr26 8800628 G GAT Chr26_8800628_G_GATG_GAT INDEL 1933.24 0 0 0 15 10 14 14 5 1 0 0 0 0 0 14 8 9 15 11 14 14 5 13 5 7 4 4 6 0 0 0 1 0.909 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c26_14100Pp3c26_14100transcript PAC:32917723protein_codingNA c.*3559_*3560insATNA NA NA NA 3559
Chr26 8800628 G GAT Chr26_8800628_G_GATG_GAT INDEL 1933.24 0 0 0 15 10 14 14 5 1 0 0 0 0 0 14 8 9 15 11 14 14 5 13 5 7 4 4 6 0 0 0 1 0.909 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c26_14110Pp3c26_14110transcript PAC:32918565protein_codingNA c.*5462_*5463insATNA NA NA NA 4699
Chr26 8800628 G GAT Chr26_8800628_G_GATG_GAT INDEL 1933.24 0 0 0 15 10 14 14 5 1 0 0 0 0 0 14 8 9 15 11 14 14 5 13 5 7 4 4 6 0 0 0 1 0.909 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c26_14069-Pp3c26_14100Pp3c26_14069-Pp3c26_14100intergenic_regionPp3c26_14069-Pp3c26_14100NA NA n.8800628_8800629insATNA NA NA NA NA
Chr26 8820794 C CAT Chr26_8820794_C_CATC_CAT INDEL 6678.24 21 12 15 2 0 0 0 1 9 14 7 16 6 6 23 13 15 26 17 17 19 14 9 14 7 16 6 6 0.913 0.923 1 0.077 0 0 0 0 1 1 1 1 1 1 0 10 10 1 7 0 3 intergenic_regionMODIFIER Pp3c26_14110-Pp3c26_14140Pp3c26_14110-Pp3c26_14140intergenic_regionPp3c26_14110-Pp3c26_14140NA NA n.8820794_8820795insATNA NA NA NA NA
Chr26 8901656 A G Chr26_8901656_A_GA_G SNP 16407.63 28 8 19 30 25 24 25 26 28 14 12 16 8 9 28 8 19 30 25 24 25 26 28 14 12 16 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_14180-Pp3c26_14210Pp3c26_14180-Pp3c26_14210intergenic_regionPp3c26_14180-Pp3c26_14210NA NA n.8901656A>GNA NA NA NA NA
Chr26 8929083 A AT Chr26_8929083_A_ATA_AT INDEL 21774.59 34 18 15 26 30 31 35 23 29 27 20 16 13 7 34 18 15 26 30 31 35 23 29 27 20 16 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14210Pp3c26_14210transcript PAC:32917487protein_codingNA c.-1000_-999insANA NA NA NA 1000
Chr26 8929083 A AT Chr26_8929083_A_ATA_AT INDEL 21774.59 34 18 15 26 30 31 35 23 29 27 20 16 13 7 34 18 15 26 30 31 35 23 29 27 20 16 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_14210-Pp3c26_14290Pp3c26_14210-Pp3c26_14290intergenic_regionPp3c26_14210-Pp3c26_14290NA NA n.8929083_8929084insTNA NA NA NA NA
Chr26 8929102 A T Chr26_8929102_A_TA_T SNP 22425.63 40 21 16 29 31 28 37 28 28 24 21 19 12 8 40 21 16 29 31 28 37 28 28 24 21 19 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14210Pp3c26_14210transcript PAC:32917487protein_codingNA c.-1018T>A NA NA NA NA 1018
Chr26 8929102 A T Chr26_8929102_A_TA_T SNP 22425.63 40 21 16 29 31 28 37 28 28 24 21 19 12 8 40 21 16 29 31 28 37 28 28 24 21 19 12 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_14210-Pp3c26_14290Pp3c26_14210-Pp3c26_14290intergenic_regionPp3c26_14210-Pp3c26_14290NA NA n.8929102A>TNA NA NA NA NA
Chr26 8929153 G T Chr26_8929153_G_TG_T SNP 20693.63 37 24 16 26 32 28 36 30 27 23 20 19 16 6 37 24 16 26 32 28 36 30 27 23 20 19 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14210Pp3c26_14210transcript PAC:32917487protein_codingNA c.-1069C>A NA NA NA NA 1069
Chr26 8929153 G T Chr26_8929153_G_TG_T SNP 20693.63 37 24 16 26 32 28 36 30 27 23 20 19 16 6 37 24 16 26 32 28 36 30 27 23 20 19 16 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_14210-Pp3c26_14290Pp3c26_14210-Pp3c26_14290intergenic_regionPp3c26_14210-Pp3c26_14290NA NA n.8929153G>TNA NA NA NA NA
Chr26 9105021 C CAAAGCT Chr26_9105021_C_CAAAGCTC_CAAAGCT INDEL 20498.59 22 17 19 34 16 20 33 14 23 15 15 17 10 8 22 17 19 34 16 20 33 14 23 15 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_insertionMODERATE Pp3c26_14520Pp3c26_14520transcript PAC:32918422protein_coding15/15 c.1649_1650insAAAGCTp.Pro550_Phe551insLysLeu2084/2798 1650/1743 550/580 NA
Chr26 9105021 C CAAAGCT Chr26_9105021_C_CAAAGCTC_CAAAGCT INDEL 20498.59 22 17 19 34 16 20 33 14 23 15 15 17 10 8 22 17 19 34 16 20 33 14 23 15 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_insertionMODERATE Pp3c26_14520Pp3c26_14520transcript PAC:32918423protein_coding15/16 c.1649_1650insAAAGCTp.Pro550_Phe551insLysLeu2458/3005 1650/1686 550/561 NA
Chr26 9105021 C CAAAGCT Chr26_9105021_C_CAAAGCTC_CAAAGCT INDEL 20498.59 22 17 19 34 16 20 33 14 23 15 15 17 10 8 22 17 19 34 16 20 33 14 23 15 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 disruptive_inframe_insertionMODERATE Pp3c26_14520Pp3c26_14520transcript PAC:32918424protein_coding14/15 c.1565_1566insAAAGCTp.Pro522_Phe523insLysLeu3080/3627 1566/1602 522/533 NA
Chr26 9105021 C CAAAGCT Chr26_9105021_C_CAAAGCTC_CAAAGCT INDEL 20498.59 22 17 19 34 16 20 33 14 23 15 15 17 10 8 22 17 19 34 16 20 33 14 23 15 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14540Pp3c26_14540transcript PAC:32917991protein_codingNA c.-1563_-1562insAAAGCTNA NA NA NA 1387
Chr26 9105021 C CAAAGCT Chr26_9105021_C_CAAAGCTC_CAAAGCT INDEL 20498.59 22 17 19 34 16 20 33 14 23 15 15 17 10 8 22 17 19 34 16 20 33 14 23 15 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14540Pp3c26_14540transcript PAC:32917992protein_codingNA c.-1563_-1562insAAAGCTNA NA NA NA 14
Chr26 9105024 T TGG Chr26_9105024_T_TGGT_TGG INDEL 20519.59 24 16 20 35 19 20 35 16 23 18 16 17 10 8 24 16 20 35 19 20 35 16 23 18 16 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_14520Pp3c26_14520transcript PAC:32918422protein_coding15/15 c.1652_1653insGGp.Phe551fs 2087/2798 1653/1743 551/580 NA
Chr26 9105024 T TGG Chr26_9105024_T_TGGT_TGG INDEL 20519.59 24 16 20 35 19 20 35 16 23 18 16 17 10 8 24 16 20 35 19 20 35 16 23 18 16 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_14520Pp3c26_14520transcript PAC:32918423protein_coding15/16 c.1652_1653insGGp.Phe551fs 2461/3005 1653/1686 551/561 NA
Chr26 9105024 T TGG Chr26_9105024_T_TGGT_TGG INDEL 20519.59 24 16 20 35 19 20 35 16 23 18 16 17 10 8 24 16 20 35 19 20 35 16 23 18 16 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_14520Pp3c26_14520transcript PAC:32918424protein_coding14/15 c.1568_1569insGGp.Phe523fs 3083/3627 1569/1602 523/533 NA
Chr26 9105024 T TGG Chr26_9105024_T_TGGT_TGG INDEL 20519.59 24 16 20 35 19 20 35 16 23 18 16 17 10 8 24 16 20 35 19 20 35 16 23 18 16 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14540Pp3c26_14540transcript PAC:32917991protein_codingNA c.-1560_-1559insGGNA NA NA NA 1384
Chr26 9105024 T TGG Chr26_9105024_T_TGGT_TGG INDEL 20519.59 24 16 20 35 19 20 35 16 23 18 16 17 10 8 24 16 20 35 19 20 35 16 23 18 16 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14540Pp3c26_14540transcript PAC:32917992protein_codingNA c.-1560_-1559insGGNA NA NA NA 11
Chr26 9105025 TCCAGC T Chr26_9105025_TCCAGC_TTCCAGC_T INDEL 20429.59 24 15 21 35 19 20 34 18 21 16 15 17 10 8 24 15 21 35 19 20 34 18 21 16 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variantHIGH Pp3c26_14520Pp3c26_14520transcript PAC:32918422protein_coding15/15 c.1654_1658delCCAGCp.Pro552fs 2088/2798 1654/1743 552/580 NA
Chr26 9105025 TCCAGC T Chr26_9105025_TCCAGC_TTCCAGC_T INDEL 20429.59 24 15 21 35 19 20 34 18 21 16 15 17 10 8 24 15 21 35 19 20 34 18 21 16 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&splice_region_variantHIGH Pp3c26_14520Pp3c26_14520transcript PAC:32918423protein_coding15/16 c.1654_1658delCCAGCp.Pro552fs 2462/3005 1654/1686 552/561 NA
Chr26 9105025 TCCAGC T Chr26_9105025_TCCAGC_TTCCAGC_T INDEL 20429.59 24 15 21 35 19 20 34 18 21 16 15 17 10 8 24 15 21 35 19 20 34 18 21 16 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 frameshift_variant&splice_region_variantHIGH Pp3c26_14520Pp3c26_14520transcript PAC:32918424protein_coding14/15 c.1570_1574delCCAGCp.Pro524fs 3084/3627 1570/1602 524/533 NA
Chr26 9105025 TCCAGC T Chr26_9105025_TCCAGC_TTCCAGC_T INDEL 20429.59 24 15 21 35 19 20 34 18 21 16 15 17 10 8 24 15 21 35 19 20 34 18 21 16 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14540Pp3c26_14540transcript PAC:32917991protein_codingNA c.-1558_-1554delCCAGCNA NA NA NA 1383
Chr26 9105025 TCCAGC T Chr26_9105025_TCCAGC_TTCCAGC_T INDEL 20429.59 24 15 21 35 19 20 34 18 21 16 15 17 10 8 24 15 21 35 19 20 34 18 21 16 15 17 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_14540Pp3c26_14540transcript PAC:32917992protein_codingNA c.-1558_-1554delCCAGCNA NA NA NA 10
Chr26 9312394 G T Chr26_9312394_G_TG_T SNP 17450.63 27 10 19 25 19 24 24 20 19 16 6 16 8 7 27 10 19 25 19 24 24 20 19 16 6 16 8 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_14760-Pp3c26_14860Pp3c26_14760-Pp3c26_14860intergenic_regionPp3c26_14760-Pp3c26_14860NA NA n.9312394G>TNA NA NA NA NA
Chr26 9312409 A T Chr26_9312409_A_TA_T SNP 18819.63 27 12 21 27 22 30 25 24 19 17 7 18 9 9 27 12 21 27 22 30 25 24 19 17 7 18 9 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_14760-Pp3c26_14860Pp3c26_14760-Pp3c26_14860intergenic_regionPp3c26_14760-Pp3c26_14860NA NA n.9312409A>TNA NA NA NA NA
Chr26 9467165 G T Chr26_9467165_G_TG_T SNP 5287.29 1 1 0 21 12 23 36 14 2 1 0 1 0 0 32 14 17 21 12 23 36 14 30 31 14 12 10 10 0 0 0 1 1 1 1 1 0.067 0 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c26_15030-Pp3c26_15150Pp3c26_15030-Pp3c26_15150intergenic_regionPp3c26_15030-Pp3c26_15150NA NA n.9467165G>TNA NA NA NA NA
Chr26 9493468 C A Chr26_9493468_C_AC_A SNP 7389.63 13 4 6 13 5 10 14 8 4 11 9 10 4 7 13 4 6 13 5 10 14 8 4 11 9 10 4 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_15030-Pp3c26_15150Pp3c26_15030-Pp3c26_15150intergenic_regionPp3c26_15030-Pp3c26_15150NA NA n.9493468C>ANA NA NA NA NA
Chr26 9574811 A G Chr26_9574811_A_GA_G SNP 19902.63 26 18 27 32 29 34 25 20 19 30 18 14 8 10 26 18 27 32 29 34 25 20 19 30 18 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_15030-Pp3c26_15150Pp3c26_15030-Pp3c26_15150intergenic_regionPp3c26_15030-Pp3c26_15150NA NA n.9574811A>GNA NA NA NA NA
Chr26 9574812 G T Chr26_9574812_G_TG_T SNP 19902.63 27 17 27 31 28 34 25 20 19 30 18 14 8 10 27 17 27 31 28 34 25 20 19 30 18 14 8 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_15030-Pp3c26_15150Pp3c26_15030-Pp3c26_15150intergenic_regionPp3c26_15030-Pp3c26_15150NA NA n.9574812G>TNA NA NA NA NA
Chr26 9574933 TG T Chr26_9574933_TG_TTG_T INDEL 15369.59 32 12 18 31 17 19 27 18 12 28 13 9 12 7 32 12 18 31 17 19 27 18 12 28 13 9 12 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_15030-Pp3c26_15150Pp3c26_15030-Pp3c26_15150intergenic_regionPp3c26_15030-Pp3c26_15150NA NA n.9574934delGNA NA NA NA NA
Chr26 9590319 T TTA Chr26_9590319_T_TTAT_TTA INDEL 5499.24 18 7 7 0 0 1 0 0 9 14 9 10 6 8 18 7 7 18 10 16 26 13 10 15 9 10 6 8 1 1 1 0 0 0 0 0 0.9 0.933 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c26_15150Pp3c26_15150transcript PAC:32917867protein_codingNA c.*3378_*3379insTANA NA NA NA 2285
Chr26 9590319 T TTA Chr26_9590319_T_TTAT_TTA INDEL 5499.24 18 7 7 0 0 1 0 0 9 14 9 10 6 8 18 7 7 18 10 16 26 13 10 15 9 10 6 8 1 1 1 0 0 0 0 0 0.9 0.933 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c26_15150Pp3c26_15150transcript PAC:32917868protein_codingNA c.*3378_*3379insTANA NA NA NA 2285
Chr26 9590319 T TTA Chr26_9590319_T_TTAT_TTA INDEL 5499.24 18 7 7 0 0 1 0 0 9 14 9 10 6 8 18 7 7 18 10 16 26 13 10 15 9 10 6 8 1 1 1 0 0 0 0 0 0.9 0.933 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c26_15150Pp3c26_15150transcript PAC:32917872protein_codingNA c.*3378_*3379insTANA NA NA NA 2285
Chr26 9590319 T TTA Chr26_9590319_T_TTAT_TTA INDEL 5499.24 18 7 7 0 0 1 0 0 9 14 9 10 6 8 18 7 7 18 10 16 26 13 10 15 9 10 6 8 1 1 1 0 0 0 0 0 0.9 0.933 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c26_15150Pp3c26_15150transcript PAC:32917874protein_codingNA c.*3664_*3665insTANA NA NA NA 2285
Chr26 9590319 T TTA Chr26_9590319_T_TTAT_TTA INDEL 5499.24 18 7 7 0 0 1 0 0 9 14 9 10 6 8 18 7 7 18 10 16 26 13 10 15 9 10 6 8 1 1 1 0 0 0 0 0 0.9 0.933 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c26_15150Pp3c26_15150transcript PAC:32917869protein_codingNA c.*3378_*3379insTANA NA NA NA 2632
Chr26 9590319 T TTA Chr26_9590319_T_TTAT_TTA INDEL 5499.24 18 7 7 0 0 1 0 0 9 14 9 10 6 8 18 7 7 18 10 16 26 13 10 15 9 10 6 8 1 1 1 0 0 0 0 0 0.9 0.933 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c26_15150Pp3c26_15150transcript PAC:32917871protein_codingNA c.*3378_*3379insTANA NA NA NA 2285
Chr26 9590319 T TTA Chr26_9590319_T_TTAT_TTA INDEL 5499.24 18 7 7 0 0 1 0 0 9 14 9 10 6 8 18 7 7 18 10 16 26 13 10 15 9 10 6 8 1 1 1 0 0 0 0 0 0.9 0.933 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c26_15150Pp3c26_15150transcript PAC:32917870protein_codingNA c.*3664_*3665insTANA NA NA NA 2285
Chr26 9590319 T TTA Chr26_9590319_T_TTAT_TTA INDEL 5499.24 18 7 7 0 0 1 0 0 9 14 9 10 6 8 18 7 7 18 10 16 26 13 10 15 9 10 6 8 1 1 1 0 0 0 0 0 0.9 0.933 1 1 1 1 0 10 10 0 7 0 3 downstream_gene_variantMODIFIER Pp3c26_15150Pp3c26_15150transcript PAC:32917873protein_codingNA c.*3378_*3379insTANA NA NA NA 2285
Chr26 9590319 T TTA Chr26_9590319_T_TTAT_TTA INDEL 5499.24 18 7 7 0 0 1 0 0 9 14 9 10 6 8 18 7 7 18 10 16 26 13 10 15 9 10 6 8 1 1 1 0 0 0 0 0 0.9 0.933 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c26_15150-Pp3c26_15160Pp3c26_15150-Pp3c26_15160intergenic_regionPp3c26_15150-Pp3c26_15160NA NA n.9590319_9590320insTANA NA NA NA NA
Chr26 9965620 G C Chr26_9965620_G_CG_C SNP 18168.63 25 8 16 23 17 22 24 30 20 24 21 20 23 8 25 8 16 23 17 22 24 30 20 24 21 20 23 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_15470Pp3c26_15470transcript PAC:32917728protein_codingNA c.*4865G>C NA NA NA NA 4401
Chr26 9965620 G C Chr26_9965620_G_CG_C SNP 18168.63 25 8 16 23 17 22 24 30 20 24 21 20 23 8 25 8 16 23 17 22 24 30 20 24 21 20 23 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_15470-Pp3c26_15490Pp3c26_15470-Pp3c26_15490intergenic_regionPp3c26_15470-Pp3c26_15490NA NA n.9965620G>CNA NA NA NA NA
Chr26 10013915 A T Chr26_10013915_A_TA_T SNP 26337.63 29 18 27 32 24 39 38 28 30 26 23 34 13 16 29 18 27 32 24 39 38 28 30 26 23 34 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_15490Pp3c26_15490transcript PAC:32917468protein_coding 02-juil c.482T>A p.Val161Asp 804/2582 482/1869 161/622 NA
Chr26 10013915 A T Chr26_10013915_A_TA_T SNP 26337.63 29 18 27 32 24 39 38 28 30 26 23 34 13 16 29 18 27 32 24 39 38 28 30 26 23 34 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_15490Pp3c26_15490transcript PAC:32917469protein_coding 02-juil c.482T>A p.Val161Asp 830/2707 482/1869 161/622 NA
Chr26 10013915 A T Chr26_10013915_A_TA_T SNP 26337.63 29 18 27 32 24 39 38 28 30 26 23 34 13 16 29 18 27 32 24 39 38 28 30 26 23 34 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_15490Pp3c26_15490transcript PAC:32917471protein_coding 01-juin c.110T>A p.Val37Asp 267/2045 110/1497 37/498 NA
Chr26 10013915 A T Chr26_10013915_A_TA_T SNP 26337.63 29 18 27 32 24 39 38 28 30 26 23 34 13 16 29 18 27 32 24 39 38 28 30 26 23 34 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_15490Pp3c26_15490transcript PAC:32917472protein_coding 01-juin c.110T>A p.Val37Asp 267/2161 110/1194 37/397 NA
Chr26 10013915 A T Chr26_10013915_A_TA_T SNP 26337.63 29 18 27 32 24 39 38 28 30 26 23 34 13 16 29 18 27 32 24 39 38 28 30 26 23 34 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_15490Pp3c26_15490transcript PAC:32917470protein_coding 02-juil c.482T>A p.Val161Asp 804/2698 482/1566 161/521 NA
Chr26 10013916 C G Chr26_10013916_C_GC_G SNP 26337.63 30 18 27 32 24 39 38 28 30 26 23 34 13 16 30 18 27 32 24 39 38 28 30 26 23 34 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_15490Pp3c26_15490transcript PAC:32917468protein_coding 02-juil c.481G>C p.Val161Leu 803/2582 481/1869 161/622 NA
Chr26 10013916 C G Chr26_10013916_C_GC_G SNP 26337.63 30 18 27 32 24 39 38 28 30 26 23 34 13 16 30 18 27 32 24 39 38 28 30 26 23 34 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_15490Pp3c26_15490transcript PAC:32917469protein_coding 02-juil c.481G>C p.Val161Leu 829/2707 481/1869 161/622 NA
Chr26 10013916 C G Chr26_10013916_C_GC_G SNP 26337.63 30 18 27 32 24 39 38 28 30 26 23 34 13 16 30 18 27 32 24 39 38 28 30 26 23 34 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_15490Pp3c26_15490transcript PAC:32917471protein_coding 01-juin c.109G>C p.Val37Leu 266/2045 109/1497 37/498 NA
Chr26 10013916 C G Chr26_10013916_C_GC_G SNP 26337.63 30 18 27 32 24 39 38 28 30 26 23 34 13 16 30 18 27 32 24 39 38 28 30 26 23 34 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_15490Pp3c26_15490transcript PAC:32917472protein_coding 01-juin c.109G>C p.Val37Leu 266/2161 109/1194 37/397 NA
Chr26 10013916 C G Chr26_10013916_C_GC_G SNP 26337.63 30 18 27 32 24 39 38 28 30 26 23 34 13 16 30 18 27 32 24 39 38 28 30 26 23 34 13 16 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c26_15490Pp3c26_15490transcript PAC:32917470protein_coding 02-juil c.481G>C p.Val161Leu 803/2698 481/1566 161/521 NA
Chr26 10016094 C T Chr26_10016094_C_TC_T SNP 17778.63 26 8 12 17 15 22 26 33 25 23 16 15 12 4 26 8 12 17 15 22 26 33 25 23 16 15 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_15490Pp3c26_15490transcript PAC:32917468protein_codingNA c.-1359G>A NA NA NA NA 1037
Chr26 10016094 C T Chr26_10016094_C_TC_T SNP 17778.63 26 8 12 17 15 22 26 33 25 23 16 15 12 4 26 8 12 17 15 22 26 33 25 23 16 15 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_15490Pp3c26_15490transcript PAC:32917469protein_codingNA c.-1359G>A NA NA NA NA 1011
Chr26 10016094 C T Chr26_10016094_C_TC_T SNP 17778.63 26 8 12 17 15 22 26 33 25 23 16 15 12 4 26 8 12 17 15 22 26 33 25 23 16 15 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_15490Pp3c26_15490transcript PAC:32917471protein_codingNA c.-2070G>A NA NA NA NA 1913
Chr26 10016094 C T Chr26_10016094_C_TC_T SNP 17778.63 26 8 12 17 15 22 26 33 25 23 16 15 12 4 26 8 12 17 15 22 26 33 25 23 16 15 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_15490Pp3c26_15490transcript PAC:32917472protein_codingNA c.-2070G>A NA NA NA NA 1913
Chr26 10016094 C T Chr26_10016094_C_TC_T SNP 17778.63 26 8 12 17 15 22 26 33 25 23 16 15 12 4 26 8 12 17 15 22 26 33 25 23 16 15 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_15490Pp3c26_15490transcript PAC:32917470protein_codingNA c.-1359G>A NA NA NA NA 1037
Chr26 10016094 C T Chr26_10016094_C_TC_T SNP 17778.63 26 8 12 17 15 22 26 33 25 23 16 15 12 4 26 8 12 17 15 22 26 33 25 23 16 15 12 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_15490-Pp3c26_15510Pp3c26_15490-Pp3c26_15510intergenic_regionPp3c26_15490-Pp3c26_15510NA NA n.10016094C>TNA NA NA NA NA
Chr26 10103989 C T Chr26_10103989_C_TC_T SNP 15525.63 32 20 22 13 19 24 26 21 16 20 12 13 13 6 32 20 22 14 19 24 26 21 16 20 12 13 13 6 1 1 1 0.929 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_15710Pp3c26_15710transcript PAC:32917507protein_codingNA c.*1369G>A NA NA NA NA 1369
Chr26 10103989 C T Chr26_10103989_C_TC_T SNP 15525.63 32 20 22 13 19 24 26 21 16 20 12 13 13 6 32 20 22 14 19 24 26 21 16 20 12 13 13 6 1 1 1 0.929 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_15720Pp3c26_15720transcript PAC:32918455protein_codingNA c.*1369G>A NA NA NA NA 1369
Chr26 10103989 C T Chr26_10103989_C_TC_T SNP 15525.63 32 20 22 13 19 24 26 21 16 20 12 13 13 6 32 20 22 14 19 24 26 21 16 20 12 13 13 6 1 1 1 0.929 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_15730Pp3c26_15730transcript PAC:32917724protein_codingNA c.*6058G>A NA NA NA NA 4272
Chr26 10103989 C T Chr26_10103989_C_TC_T SNP 15525.63 32 20 22 13 19 24 26 21 16 20 12 13 13 6 32 20 22 14 19 24 26 21 16 20 12 13 13 6 1 1 1 0.929 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_15720Pp3c26_15720transcript PAC:32918456protein_codingNA c.*2238G>A NA NA NA NA 2238
Chr26 10103989 C T Chr26_10103989_C_TC_T SNP 15525.63 32 20 22 13 19 24 26 21 16 20 12 13 13 6 32 20 22 14 19 24 26 21 16 20 12 13 13 6 1 1 1 0.929 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c26_15620-Pp3c26_15710Pp3c26_15620-Pp3c26_15710intergenic_regionPp3c26_15620-Pp3c26_15710NA NA n.10103989C>TNA NA NA NA NA
Chr26 10110162 C A Chr26_10110162_C_AC_A SNP 7601.63 13 6 8 15 16 15 16 12 8 8 7 5 7 4 13 6 8 15 16 15 16 12 8 8 7 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_15710Pp3c26_15710transcript PAC:32917507protein_codingNA c.-3886G>T NA NA NA NA 3886
Chr26 10110162 C A Chr26_10110162_C_AC_A SNP 7601.63 13 6 8 15 16 15 16 12 8 8 7 5 7 4 13 6 8 15 16 15 16 12 8 8 7 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_15720Pp3c26_15720transcript PAC:32918455protein_codingNA c.-3886G>T NA NA NA NA 3886
Chr26 10110162 C A Chr26_10110162_C_AC_A SNP 7601.63 13 6 8 15 16 15 16 12 8 8 7 5 7 4 13 6 8 15 16 15 16 12 8 8 7 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c26_15720Pp3c26_15720transcript PAC:32918456protein_codingNA c.-3615G>T NA NA NA NA 3615
Chr26 10110162 C A Chr26_10110162_C_AC_A SNP 7601.63 13 6 8 15 16 15 16 12 8 8 7 5 7 4 13 6 8 15 16 15 16 12 8 8 7 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_15740Pp3c26_15740transcript PAC:32917545protein_codingNA c.*4367G>T NA NA NA NA 3921
Chr26 10110162 C A Chr26_10110162_C_AC_A SNP 7601.63 13 6 8 15 16 15 16 12 8 8 7 5 7 4 13 6 8 15 16 15 16 12 8 8 7 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c26_15740Pp3c26_15740transcript PAC:32917546protein_codingNA c.*4367G>T NA NA NA NA 4021
Chr26 10110162 C A Chr26_10110162_C_AC_A SNP 7601.63 13 6 8 15 16 15 16 12 8 8 7 5 7 4 13 6 8 15 16 15 16 12 8 8 7 5 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c26_15730Pp3c26_15730transcript PAC:32917724protein_coding 05-oct c.97-47G>T NA NA NA NA NA
Chr27 11273 C A Chr27_11273_C_AC_A SNP 16299.63 17 17 15 14 17 21 22 18 13 22 12 9 7 7 17 17 15 14 17 21 22 18 13 22 12 9 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c27_30CHR_START-Pp3c27_30intergenic_regionCHR_START-Pp3c27_30NA NA n.11273C>A NA NA NA NA NA
Chr27 11275 C T Chr27_11275_C_TC_T SNP 16947.63 17 16 15 12 16 21 22 17 13 22 12 9 7 7 17 16 15 12 16 21 22 17 13 22 12 9 7 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c27_30CHR_START-Pp3c27_30intergenic_regionCHR_START-Pp3c27_30NA NA n.11275C>T NA NA NA NA NA
Chr27 11277 C A Chr27_11277_C_AC_A SNP 16671.63 19 18 15 12 17 22 21 19 15 23 12 9 9 8 19 18 15 12 17 22 21 19 15 23 12 9 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c27_30CHR_START-Pp3c27_30intergenic_regionCHR_START-Pp3c27_30NA NA n.11277C>A NA NA NA NA NA
Chr27 12683 TTATA TTA Chr27_12683_TTATA_TTATTATA_TTA INDEL 8029.59 15 11 9 20 15 16 17 12 7 9 7 4 9 4 15 11 10 22 17 17 18 12 7 9 7 4 9 4 1 1 0.9 0.909 0.882 0.941 0.944 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_30 Pp3c27_30 transcript PAC:32951834protein_codingNA c.*4696_*4697delTANA NA NA NA 4668
Chr27 12683 TTATA TTA Chr27_12683_TTATA_TTATTATA_TTA INDEL 8029.59 15 11 9 20 15 16 17 12 7 9 7 4 9 4 15 11 10 22 17 17 18 12 7 9 7 4 9 4 1 1 0.9 0.909 0.882 0.941 0.944 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_30 Pp3c27_30 transcript PAC:32951835protein_codingNA c.*4696_*4697delTANA NA NA NA 4315
Chr27 12683 TTATA TTA Chr27_12683_TTATA_TTATTATA_TTA INDEL 8029.59 15 11 9 20 15 16 17 12 7 9 7 4 9 4 15 11 10 22 17 17 18 12 7 9 7 4 9 4 1 1 0.9 0.909 0.882 0.941 0.944 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER CHR_START-Pp3c27_30CHR_START-Pp3c27_30intergenic_regionCHR_START-Pp3c27_30NA NA n.12686_12687delTANA NA NA NA NA
Chr27 74870 T TTA Chr27_74870_T_TTAT_TTA INDEL 2506.24 1 0 1 12 6 14 20 8 1 2 1 0 0 0 17 9 8 12 7 14 20 10 11 14 8 6 6 6 0 0 0 1 0.857 1 1 0.8 0 0.143 0 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c27_70-Pp3c27_90Pp3c27_70-Pp3c27_90intergenic_regionPp3c27_70-Pp3c27_90NA NA n.74870_74871insTANA NA NA NA NA
Chr27 355394 T A Chr27_355394_T_AT_A SNP 9663.63 9 6 8 21 14 23 20 16 23 22 8 10 6 5 10 6 8 22 14 24 20 16 23 24 8 10 6 5 0.9 1 1 0.955 1 0.958 1 1 1 0.917 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_550-Pp3c27_570Pp3c27_550-Pp3c27_570intergenic_regionPp3c27_550-Pp3c27_570NA NA n.355394T>ANA NA NA NA NA
Chr27 355398 T TA Chr27_355398_T_TAT_TA INDEL 9655.59 9 6 9 21 14 24 20 17 24 23 8 10 6 5 10 6 9 22 14 25 20 17 24 25 8 10 6 5 0.9 1 1 0.955 1 0.96 1 1 1 0.92 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_550-Pp3c27_570Pp3c27_550-Pp3c27_570intergenic_regionPp3c27_550-Pp3c27_570NA NA n.355398_355399insANA NA NA NA NA
Chr27 355400 T A Chr27_355400_T_AT_A SNP 9663.63 9 6 9 21 14 24 20 17 24 23 8 10 6 5 10 6 9 22 14 25 20 17 24 25 8 10 6 5 0.9 1 1 0.955 1 0.96 1 1 1 0.92 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_550-Pp3c27_570Pp3c27_550-Pp3c27_570intergenic_regionPp3c27_550-Pp3c27_570NA NA n.355400T>ANA NA NA NA NA
Chr27 355402 T A Chr27_355402_T_AT_A SNP 16932.63 13 6 10 28 19 32 24 19 25 30 9 13 7 6 13 6 10 28 19 32 24 19 25 30 9 13 7 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_550-Pp3c27_570Pp3c27_550-Pp3c27_570intergenic_regionPp3c27_550-Pp3c27_570NA NA n.355402T>ANA NA NA NA NA
Chr27 648795 A AT Chr27_648795_A_ATA_AT INDEL 14043.59 25 14 13 25 20 23 22 19 24 21 14 11 8 9 25 14 13 25 20 23 22 19 24 21 14 11 8 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_1080-Pp3c27_1110Pp3c27_1080-Pp3c27_1110intergenic_regionPp3c27_1080-Pp3c27_1110NA NA n.648795_648796insTNA NA NA NA NA
Chr27 660912 AT A Chr27_660912_AT_AAT_A INDEL 18474.59 29 22 10 20 12 19 27 17 19 33 16 17 10 9 29 22 10 20 12 19 27 17 19 33 16 17 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951612protein_codingNA c.-5868delT NA NA NA NA 4907
Chr27 660912 AT A Chr27_660912_AT_AAT_A INDEL 18474.59 29 22 10 20 12 19 27 17 19 33 16 17 10 9 29 22 10 20 12 19 27 17 19 33 16 17 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951617protein_codingNA c.-5868delT NA NA NA NA 4920
Chr27 660912 AT A Chr27_660912_AT_AAT_A INDEL 18474.59 29 22 10 20 12 19 27 17 19 33 16 17 10 9 29 22 10 20 12 19 27 17 19 33 16 17 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951613protein_codingNA c.-5868delT NA NA NA NA 4920
Chr27 660912 AT A Chr27_660912_AT_AAT_A INDEL 18474.59 29 22 10 20 12 19 27 17 19 33 16 17 10 9 29 22 10 20 12 19 27 17 19 33 16 17 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951614protein_codingNA c.-5868delT NA NA NA NA 4920
Chr27 660912 AT A Chr27_660912_AT_AAT_A INDEL 18474.59 29 22 10 20 12 19 27 17 19 33 16 17 10 9 29 22 10 20 12 19 27 17 19 33 16 17 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951615protein_codingNA c.-5868delT NA NA NA NA 4920
Chr27 660912 AT A Chr27_660912_AT_AAT_A INDEL 18474.59 29 22 10 20 12 19 27 17 19 33 16 17 10 9 29 22 10 20 12 19 27 17 19 33 16 17 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951616protein_codingNA c.-6275delT NA NA NA NA 4920
Chr27 660912 AT A Chr27_660912_AT_AAT_A INDEL 18474.59 29 22 10 20 12 19 27 17 19 33 16 17 10 9 29 22 10 20 12 19 27 17 19 33 16 17 10 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_1080-Pp3c27_1110Pp3c27_1080-Pp3c27_1110intergenic_regionPp3c27_1080-Pp3c27_1110NA NA n.660913delTNA NA NA NA NA
Chr27 660919 G GA Chr27_660919_G_GAG_GA INDEL 18956.59 34 21 10 20 13 19 28 17 21 34 18 16 11 13 34 21 10 20 13 19 28 17 21 34 18 16 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951612protein_codingNA c.-5862_-5861insANA NA NA NA 4900
Chr27 660919 G GA Chr27_660919_G_GAG_GA INDEL 18956.59 34 21 10 20 13 19 28 17 21 34 18 16 11 13 34 21 10 20 13 19 28 17 21 34 18 16 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951617protein_codingNA c.-5862_-5861insANA NA NA NA 4913
Chr27 660919 G GA Chr27_660919_G_GAG_GA INDEL 18956.59 34 21 10 20 13 19 28 17 21 34 18 16 11 13 34 21 10 20 13 19 28 17 21 34 18 16 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951613protein_codingNA c.-5862_-5861insANA NA NA NA 4913
Chr27 660919 G GA Chr27_660919_G_GAG_GA INDEL 18956.59 34 21 10 20 13 19 28 17 21 34 18 16 11 13 34 21 10 20 13 19 28 17 21 34 18 16 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951614protein_codingNA c.-5862_-5861insANA NA NA NA 4913
Chr27 660919 G GA Chr27_660919_G_GAG_GA INDEL 18956.59 34 21 10 20 13 19 28 17 21 34 18 16 11 13 34 21 10 20 13 19 28 17 21 34 18 16 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951615protein_codingNA c.-5862_-5861insANA NA NA NA 4913
Chr27 660919 G GA Chr27_660919_G_GAG_GA INDEL 18956.59 34 21 10 20 13 19 28 17 21 34 18 16 11 13 34 21 10 20 13 19 28 17 21 34 18 16 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1110Pp3c27_1110transcript PAC:32951616protein_codingNA c.-6269_-6268insANA NA NA NA 4913
Chr27 660919 G GA Chr27_660919_G_GAG_GA INDEL 18956.59 34 21 10 20 13 19 28 17 21 34 18 16 11 13 34 21 10 20 13 19 28 17 21 34 18 16 11 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_1080-Pp3c27_1110Pp3c27_1080-Pp3c27_1110intergenic_regionPp3c27_1080-Pp3c27_1110NA NA n.660919_660920insANA NA NA NA NA
Chr27 706030 G GAT Chr27_706030_G_GATG_GAT INDEL 1665.35 24 15 17 0 0 0 0 0 0 1 0 1 0 0 25 15 18 23 24 24 28 19 15 19 17 13 7 9 0.96 1 0.944 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c27_1230-Pp3c27_1270Pp3c27_1230-Pp3c27_1270intergenic_regionPp3c27_1230-Pp3c27_1270NA NA n.706030_706031insATNA NA NA NA NA
Chr27 723426 T A Chr27_723426_T_AT_A SNP 16508.63 22 12 15 10 15 21 27 21 16 26 14 17 16 17 22 12 15 10 15 21 27 21 16 26 14 17 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_1270Pp3c27_1270transcript PAC:32951936protein_codingNA c.*696A>T NA NA NA NA 73
Chr27 723426 T A Chr27_723426_T_AT_A SNP 16508.63 22 12 15 10 15 21 27 21 16 26 14 17 16 17 22 12 15 10 15 21 27 21 16 26 14 17 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_1270Pp3c27_1270transcript PAC:32951937protein_codingNA c.*696A>T NA NA NA NA 76
Chr27 723426 T A Chr27_723426_T_AT_A SNP 16508.63 22 12 15 10 15 21 27 21 16 26 14 17 16 17 22 12 15 10 15 21 27 21 16 26 14 17 16 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_1230-Pp3c27_1270Pp3c27_1230-Pp3c27_1270intergenic_regionPp3c27_1230-Pp3c27_1270NA NA n.723426T>ANA NA NA NA NA
Chr27 743755 T TTA Chr27_743755_T_TTAT_TTA INDEL 1992.93 0 0 0 1 1 0 1 2 12 18 8 12 6 7 17 10 4 20 12 18 14 13 13 18 9 12 6 7 0 0 0 0 0 0 0 0.154 0.923 1 0.889 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c27_1350Pp3c27_1350transcript PAC:32951867protein_codingNA c.*2900_*2901insTANA NA NA NA 2679
Chr27 743755 T TTA Chr27_743755_T_TTAT_TTA INDEL 1992.93 0 0 0 1 1 0 1 2 12 18 8 12 6 7 17 10 4 20 12 18 14 13 13 18 9 12 6 7 0 0 0 0 0 0 0 0.154 0.923 1 0.889 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c27_1350Pp3c27_1350transcript PAC:32951868protein_codingNA c.*2900_*2901insTANA NA NA NA 2717
Chr27 743755 T TTA Chr27_743755_T_TTAT_TTA INDEL 1992.93 0 0 0 1 1 0 1 2 12 18 8 12 6 7 17 10 4 20 12 18 14 13 13 18 9 12 6 7 0 0 0 0 0 0 0 0.154 0.923 1 0.889 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c27_1320-Pp3c27_1350Pp3c27_1320-Pp3c27_1350intergenic_regionPp3c27_1320-Pp3c27_1350NA NA n.743755_743756insTANA NA NA NA NA
Chr27 770951 TTA TTATA Chr27_770951_TTA_TTATATTA_TTATA INDEL 6699.11 1 1 0 25 14 28 16 18 1 0 0 1 0 1 19 9 9 25 14 29 16 19 8 12 10 10 9 7 0 0 0 1 1 0.966 1 0.947 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c27_1389-Pp3c27_1420Pp3c27_1389-Pp3c27_1420intergenic_regionPp3c27_1389-Pp3c27_1420NA NA n.770953_770954insTANA NA NA NA NA
Chr27 773039 C T Chr27_773039_C_TC_T SNP 21841.63 38 15 20 29 22 29 20 24 33 24 24 26 11 12 38 15 20 29 22 29 20 24 33 24 24 26 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1420Pp3c27_1420transcript PAC:32952027protein_codingNA c.-3252C>T NA NA NA NA 3252
Chr27 773039 C T Chr27_773039_C_TC_T SNP 21841.63 38 15 20 29 22 29 20 24 33 24 24 26 11 12 38 15 20 29 22 29 20 24 33 24 24 26 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_1389-Pp3c27_1420Pp3c27_1389-Pp3c27_1420intergenic_regionPp3c27_1389-Pp3c27_1420NA NA n.773039C>T NA NA NA NA NA
Chr27 869515 C CTA Chr27_869515_C_CTAC_CTA INDEL 7317.59 15 10 7 10 5 21 10 16 15 16 8 13 5 6 15 11 7 10 5 21 10 17 15 16 8 13 6 6 1 0.909 1 1 1 1 1 0.941 1 1 1 1 0.833 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_1556Pp3c27_1556transcript PAC:32952028protein_codingNA c.-4931_-4930insTANA NA NA NA 4836
Chr27 869515 C CTA Chr27_869515_C_CTAC_CTA INDEL 7317.59 15 10 7 10 5 21 10 16 15 16 8 13 5 6 15 11 7 10 5 21 10 17 15 16 8 13 6 6 1 0.909 1 1 1 1 1 0.941 1 1 1 1 0.833 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_1556-Pp3c27_1590Pp3c27_1556-Pp3c27_1590intergenic_regionPp3c27_1556-Pp3c27_1590NA NA n.869515_869516insTANA NA NA NA NA
Chr27 1000500 TGG T Chr27_1000500_TGG_TTGG_T INDEL 19353.59 29 19 18 16 16 29 23 23 12 25 9 11 9 8 29 19 18 16 16 29 23 23 12 25 9 11 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_1800-Pp3c27_1820Pp3c27_1800-Pp3c27_1820intergenic_regionPp3c27_1800-Pp3c27_1820NA NA n.1000501_1000502delGGNA NA NA NA NA
Chr27 1000502 G GCAA Chr27_1000502_G_GCAAG_GCAA INDEL 19353.59 29 19 18 16 16 29 23 23 12 25 9 11 9 8 29 19 18 16 16 29 23 23 12 25 9 11 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_1800-Pp3c27_1820Pp3c27_1800-Pp3c27_1820intergenic_regionPp3c27_1800-Pp3c27_1820NA NA n.1000502_1000503insCAANA NA NA NA NA
Chr27 1363479 A AT Chr27_1363479_A_ATA_AT INDEL 14244.59 23 9 12 33 14 21 24 16 18 14 14 15 6 11 23 9 12 33 14 21 24 16 18 14 14 15 6 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_2450-Pp3c27_2480Pp3c27_2450-Pp3c27_2480intergenic_regionPp3c27_2450-Pp3c27_2480NA NA n.1363479_1363480insTNA NA NA NA NA
Chr27 1377587 T C Chr27_1377587_T_CT_C SNP 11814.63 16 9 5 20 15 17 21 13 8 12 21 9 5 5 16 9 5 20 15 17 21 13 8 12 21 9 5 5 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_2450-Pp3c27_2480Pp3c27_2450-Pp3c27_2480intergenic_regionPp3c27_2450-Pp3c27_2480NA NA n.1377587T>CNA NA NA NA NA
Chr27 1390448 T TA Chr27_1390448_T_TAT_TA INDEL 8479.59 17 10 13 10 9 24 24 14 15 14 10 14 5 6 17 10 13 10 9 24 24 15 15 14 10 14 5 6 1 1 1 1 1 1 1 0.933 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_2480Pp3c27_2480transcript PAC:32951498protein_codingNA c.*800_*801insTNA NA NA NA 291
Chr27 1390448 T TA Chr27_1390448_T_TAT_TA INDEL 8479.59 17 10 13 10 9 24 24 14 15 14 10 14 5 6 17 10 13 10 9 24 24 15 15 14 10 14 5 6 1 1 1 1 1 1 1 0.933 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_2480Pp3c27_2480transcript PAC:32951499protein_codingNA c.*800_*801insTNA NA NA NA 800
Chr27 1390448 T TA Chr27_1390448_T_TAT_TA INDEL 8479.59 17 10 13 10 9 24 24 14 15 14 10 14 5 6 17 10 13 10 9 24 24 15 15 14 10 14 5 6 1 1 1 1 1 1 1 0.933 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_2450-Pp3c27_2480Pp3c27_2450-Pp3c27_2480intergenic_regionPp3c27_2450-Pp3c27_2480NA NA n.1390448_1390449insANA NA NA NA NA
Chr27 1390449 T TA Chr27_1390449_T_TAT_TA INDEL 15226.59 19 13 14 12 13 29 28 16 18 16 14 15 6 9 19 13 14 12 13 29 28 16 18 16 14 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_2480Pp3c27_2480transcript PAC:32951498protein_codingNA c.*799_*800insTNA NA NA NA 290
Chr27 1390449 T TA Chr27_1390449_T_TAT_TA INDEL 15226.59 19 13 14 12 13 29 28 16 18 16 14 15 6 9 19 13 14 12 13 29 28 16 18 16 14 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_2480Pp3c27_2480transcript PAC:32951499protein_codingNA c.*799_*800insTNA NA NA NA 799
Chr27 1390449 T TA Chr27_1390449_T_TAT_TA INDEL 15226.59 19 13 14 12 13 29 28 16 18 16 14 15 6 9 19 13 14 12 13 29 28 16 18 16 14 15 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_2450-Pp3c27_2480Pp3c27_2450-Pp3c27_2480intergenic_regionPp3c27_2450-Pp3c27_2480NA NA n.1390449_1390450insANA NA NA NA NA
Chr27 1501615 A C Chr27_1501615_A_CA_C SNP 6566.29 0 0 0 22 19 27 37 22 0 0 0 0 0 0 36 16 11 22 19 27 37 22 13 36 12 17 11 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c27_2681Pp3c27_2681transcript PAC:32951444protein_codingNA c.-1345A>C NA NA NA NA 1167
Chr27 1501615 A C Chr27_1501615_A_CA_C SNP 6566.29 0 0 0 22 19 27 37 22 0 0 0 0 0 0 36 16 11 22 19 27 37 22 13 36 12 17 11 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c27_2680Pp3c27_2680transcript PAC:32951642protein_codingNA c.*772T>G NA NA NA NA 772
Chr27 1501615 A C Chr27_1501615_A_CA_C SNP 6566.29 0 0 0 22 19 27 37 22 0 0 0 0 0 0 36 16 11 22 19 27 37 22 13 36 12 17 11 6 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c27_2650-Pp3c27_2680Pp3c27_2650-Pp3c27_2680intergenic_regionPp3c27_2650-Pp3c27_2680NA NA n.1501615A>CNA NA NA NA NA
Chr27 1543577 CTA C Chr27_1543577_CTA_CCTA_C INDEL 5229.24 0 0 0 21 24 33 29 14 0 0 0 0 0 0 28 14 19 21 24 33 29 14 22 24 9 9 11 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c27_2730-Pp3c27_2750Pp3c27_2730-Pp3c27_2750intergenic_regionPp3c27_2730-Pp3c27_2750NA NA n.1543578_1543579delTANA NA NA NA NA
Chr27 1702056 C A Chr27_1702056_C_AC_A SNP 8969.63 9 6 10 10 8 16 15 14 10 7 4 9 4 6 9 6 10 10 8 16 15 14 10 7 4 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3040Pp3c27_3040transcript PAC:32951357protein_codingNA c.*2022C>A NA NA NA NA 1161
Chr27 1702056 C A Chr27_1702056_C_AC_A SNP 8969.63 9 6 10 10 8 16 15 14 10 7 4 9 4 6 9 6 10 10 8 16 15 14 10 7 4 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3040Pp3c27_3040transcript PAC:32951359protein_codingNA c.*2022C>A NA NA NA NA 1070
Chr27 1702056 C A Chr27_1702056_C_AC_A SNP 8969.63 9 6 10 10 8 16 15 14 10 7 4 9 4 6 9 6 10 10 8 16 15 14 10 7 4 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3040Pp3c27_3040transcript PAC:32951358protein_codingNA c.*2022C>A NA NA NA NA 1070
Chr27 1702056 C A Chr27_1702056_C_AC_A SNP 8969.63 9 6 10 10 8 16 15 14 10 7 4 9 4 6 9 6 10 10 8 16 15 14 10 7 4 9 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_3040-Pp3c27_3060Pp3c27_3040-Pp3c27_3060intergenic_regionPp3c27_3040-Pp3c27_3060NA NA n.1702056C>ANA NA NA NA NA
Chr27 1730052 C CAT Chr27_1730052_C_CATC_CAT INDEL 1308.35 31 7 7 0 0 0 1 1 0 0 0 0 0 0 32 7 7 10 14 14 18 17 9 18 13 12 4 12 0.969 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c27_3080Pp3c27_3080transcript PAC:32952003protein_codingNA c.-3853_-3852insATNA NA NA NA 3221
Chr27 1730052 C CAT Chr27_1730052_C_CATC_CAT INDEL 1308.35 31 7 7 0 0 0 1 1 0 0 0 0 0 0 32 7 7 10 14 14 18 17 9 18 13 12 4 12 0.969 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c27_3080Pp3c27_3080transcript PAC:32952006protein_codingNA c.-3853_-3852insATNA NA NA NA 2922
Chr27 1730052 C CAT Chr27_1730052_C_CATC_CAT INDEL 1308.35 31 7 7 0 0 0 1 1 0 0 0 0 0 0 32 7 7 10 14 14 18 17 9 18 13 12 4 12 0.969 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c27_3080Pp3c27_3080transcript PAC:32952004protein_codingNA c.-3853_-3852insATNA NA NA NA 3169
Chr27 1730052 C CAT Chr27_1730052_C_CATC_CAT INDEL 1308.35 31 7 7 0 0 0 1 1 0 0 0 0 0 0 32 7 7 10 14 14 18 17 9 18 13 12 4 12 0.969 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 upstream_gene_variantMODIFIER Pp3c27_3080Pp3c27_3080transcript PAC:32952005protein_codingNA c.-3853_-3852insATNA NA NA NA 3191
Chr27 1730052 C CAT Chr27_1730052_C_CATC_CAT INDEL 1308.35 31 7 7 0 0 0 1 1 0 0 0 0 0 0 32 7 7 10 14 14 18 17 9 18 13 12 4 12 0.969 1 1 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 3 intergenic_regionMODIFIER Pp3c27_3060-Pp3c27_3080Pp3c27_3060-Pp3c27_3080intergenic_regionPp3c27_3060-Pp3c27_3080NA NA n.1730052_1730053insATNA NA NA NA NA
Chr27 1771990 A AAT Chr27_1771990_A_AATA_AAT INDEL 7835.59 21 10 10 11 9 14 27 20 11 16 6 12 4 5 22 10 10 12 11 14 27 20 12 18 6 12 4 5 0.955 1 1 0.917 0.818 1 1 1 0.917 0.889 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3130Pp3c27_3130transcript PAC:32952045protein_codingNA c.*1352_*1353insATNA NA NA NA 742
Chr27 1771990 A AAT Chr27_1771990_A_AATA_AAT INDEL 7835.59 21 10 10 11 9 14 27 20 11 16 6 12 4 5 22 10 10 12 11 14 27 20 12 18 6 12 4 5 0.955 1 1 0.917 0.818 1 1 1 0.917 0.889 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3140Pp3c27_3140transcript PAC:32951593protein_codingNA c.*3720_*3721insATNA NA NA NA 3720
Chr27 1771990 A AAT Chr27_1771990_A_AATA_AAT INDEL 7835.59 21 10 10 11 9 14 27 20 11 16 6 12 4 5 22 10 10 12 11 14 27 20 12 18 6 12 4 5 0.955 1 1 0.917 0.818 1 1 1 0.917 0.889 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3130Pp3c27_3130transcript PAC:32952046protein_codingNA c.*1352_*1353insATNA NA NA NA 990
Chr27 1771990 A AAT Chr27_1771990_A_AATA_AAT INDEL 7835.59 21 10 10 11 9 14 27 20 11 16 6 12 4 5 22 10 10 12 11 14 27 20 12 18 6 12 4 5 0.955 1 1 0.917 0.818 1 1 1 0.917 0.889 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3140Pp3c27_3140transcript PAC:32951594protein_codingNA c.*3720_*3721insATNA NA NA NA 3698
Chr27 1771990 A AAT Chr27_1771990_A_AATA_AAT INDEL 7835.59 21 10 10 11 9 14 27 20 11 16 6 12 4 5 22 10 10 12 11 14 27 20 12 18 6 12 4 5 0.955 1 1 0.917 0.818 1 1 1 0.917 0.889 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_3090-Pp3c27_3130Pp3c27_3090-Pp3c27_3130intergenic_regionPp3c27_3090-Pp3c27_3130NA NA n.1771990_1771991insATNA NA NA NA NA
Chr27 1774642 C T Chr27_1774642_C_TC_T SNP 14668.63 26 8 10 27 16 20 34 29 10 7 11 12 4 6 26 8 10 27 16 20 34 29 10 7 11 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c27_3130Pp3c27_3130transcript PAC:32952045protein_coding 01-févr c.338G>A p.Arg113Gln 2411/4192 338/1509 113/502 NA
Chr27 1774642 C T Chr27_1774642_C_TC_T SNP 14668.63 26 8 10 27 16 20 34 29 10 7 11 12 4 6 26 8 10 27 16 20 34 29 10 7 11 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c27_3130Pp3c27_3130transcript PAC:32952046protein_coding 01-févr c.338G>A p.Arg113Gln 703/2236 338/1509 113/502 NA
Chr27 1774642 C T Chr27_1774642_C_TC_T SNP 14668.63 26 8 10 27 16 20 34 29 10 7 11 12 4 6 26 8 10 27 16 20 34 29 10 7 11 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3140Pp3c27_3140transcript PAC:32951593protein_codingNA c.*1069G>A NA NA NA NA 1069
Chr27 1774642 C T Chr27_1774642_C_TC_T SNP 14668.63 26 8 10 27 16 20 34 29 10 7 11 12 4 6 26 8 10 27 16 20 34 29 10 7 11 12 4 6 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3140Pp3c27_3140transcript PAC:32951594protein_codingNA c.*1069G>A NA NA NA NA 1047
Chr27 1877399 A AT Chr27_1877399_A_ATA_AT INDEL 13427.59 21 13 15 20 9 16 21 23 14 15 10 14 6 10 21 13 15 20 9 16 21 23 14 15 10 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951661protein_codingNA c.*1956_*1957insTNA NA NA NA 1957
Chr27 1877399 A AT Chr27_1877399_A_ATA_AT INDEL 13427.59 21 13 15 20 9 16 21 23 14 15 10 14 6 10 21 13 15 20 9 16 21 23 14 15 10 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952407protein_codingNA c.*679_*680insANA NA NA NA 679
Chr27 1877399 A AT Chr27_1877399_A_ATA_AT INDEL 13427.59 21 13 15 20 9 16 21 23 14 15 10 14 6 10 21 13 15 20 9 16 21 23 14 15 10 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951662protein_codingNA c.*2166_*2167insTNA NA NA NA 2167



Chr27 1877399 A AT Chr27_1877399_A_ATA_AT INDEL 13427.59 21 13 15 20 9 16 21 23 14 15 10 14 6 10 21 13 15 20 9 16 21 23 14 15 10 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952408protein_codingNA c.*679_*680insANA NA NA NA 662
Chr27 1877399 A AT Chr27_1877399_A_ATA_AT INDEL 13427.59 21 13 15 20 9 16 21 23 14 15 10 14 6 10 21 13 15 20 9 16 21 23 14 15 10 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952411protein_codingNA c.*1521_*1522insANA NA NA NA 1497
Chr27 1877399 A AT Chr27_1877399_A_ATA_AT INDEL 13427.59 21 13 15 20 9 16 21 23 14 15 10 14 6 10 21 13 15 20 9 16 21 23 14 15 10 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952409protein_codingNA c.*1538_*1539insANA NA NA NA 1497
Chr27 1877399 A AT Chr27_1877399_A_ATA_AT INDEL 13427.59 21 13 15 20 9 16 21 23 14 15 10 14 6 10 21 13 15 20 9 16 21 23 14 15 10 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952410protein_codingNA c.*1521_*1522insANA NA NA NA 1497
Chr27 1877399 A AT Chr27_1877399_A_ATA_AT INDEL 13427.59 21 13 15 20 9 16 21 23 14 15 10 14 6 10 21 13 15 20 9 16 21 23 14 15 10 14 6 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_3280-Pp3c27_3290Pp3c27_3280-Pp3c27_3290intergenic_regionPp3c27_3280-Pp3c27_3290NA NA n.1877399_1877400insTNA NA NA NA NA
Chr27 1877408 AACTCGCCCCCTTTA Chr27_1877408_AACTCGCCCCCTTT_AAACTCGCCCCCTTT_AINDEL 14428.59 22 12 17 24 12 19 21 20 14 14 11 14 7 11 22 12 17 24 12 19 21 20 14 14 11 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951661protein_codingNA c.*1966_*1978delACTCGCCCCCTTTNA NA NA NA 1966
Chr27 1877408 AACTCGCCCCCTTTA Chr27_1877408_AACTCGCCCCCTTT_AAACTCGCCCCCTTT_AINDEL 14428.59 22 12 17 24 12 19 21 20 14 14 11 14 7 11 22 12 17 24 12 19 21 20 14 14 11 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952407protein_codingNA c.*658_*670delAAAGGGGGCGAGTNA NA NA NA 670
Chr27 1877408 AACTCGCCCCCTTTA Chr27_1877408_AACTCGCCCCCTTT_AAACTCGCCCCCTTT_AINDEL 14428.59 22 12 17 24 12 19 21 20 14 14 11 14 7 11 22 12 17 24 12 19 21 20 14 14 11 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951662protein_codingNA c.*2176_*2188delACTCGCCCCCTTTNA NA NA NA 2176
Chr27 1877408 AACTCGCCCCCTTTA Chr27_1877408_AACTCGCCCCCTTT_AAACTCGCCCCCTTT_AINDEL 14428.59 22 12 17 24 12 19 21 20 14 14 11 14 7 11 22 12 17 24 12 19 21 20 14 14 11 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952408protein_codingNA c.*658_*670delAAAGGGGGCGAGTNA NA NA NA 653
Chr27 1877408 AACTCGCCCCCTTTA Chr27_1877408_AACTCGCCCCCTTT_AAACTCGCCCCCTTT_AINDEL 14428.59 22 12 17 24 12 19 21 20 14 14 11 14 7 11 22 12 17 24 12 19 21 20 14 14 11 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952411protein_codingNA c.*1500_*1512delAAAGGGGGCGAGTNA NA NA NA 1488
Chr27 1877408 AACTCGCCCCCTTTA Chr27_1877408_AACTCGCCCCCTTT_AAACTCGCCCCCTTT_AINDEL 14428.59 22 12 17 24 12 19 21 20 14 14 11 14 7 11 22 12 17 24 12 19 21 20 14 14 11 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952409protein_codingNA c.*1517_*1529delAAAGGGGGCGAGTNA NA NA NA 1488
Chr27 1877408 AACTCGCCCCCTTTA Chr27_1877408_AACTCGCCCCCTTT_AAACTCGCCCCCTTT_AINDEL 14428.59 22 12 17 24 12 19 21 20 14 14 11 14 7 11 22 12 17 24 12 19 21 20 14 14 11 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952410protein_codingNA c.*1500_*1512delAAAGGGGGCGAGTNA NA NA NA 1488
Chr27 1877408 AACTCGCCCCCTTTA Chr27_1877408_AACTCGCCCCCTTT_AAACTCGCCCCCTTT_AINDEL 14428.59 22 12 17 24 12 19 21 20 14 14 11 14 7 11 22 12 17 24 12 19 21 20 14 14 11 14 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_3280-Pp3c27_3290Pp3c27_3280-Pp3c27_3290intergenic_regionPp3c27_3280-Pp3c27_3290NA NA n.1877409_1877421delACTCGCCCCCTTTNA NA NA NA NA
Chr27 1877423 T A Chr27_1877423_T_AT_A SNP 14915.63 23 12 17 23 13 20 22 19 15 15 11 16 7 11 23 12 17 23 13 20 22 19 15 15 11 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951661protein_codingNA c.*1980T>A NA NA NA NA 1980
Chr27 1877423 T A Chr27_1877423_T_AT_A SNP 14915.63 23 12 17 23 13 20 22 19 15 15 11 16 7 11 23 12 17 23 13 20 22 19 15 15 11 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952407protein_codingNA c.*656A>T NA NA NA NA 656
Chr27 1877423 T A Chr27_1877423_T_AT_A SNP 14915.63 23 12 17 23 13 20 22 19 15 15 11 16 7 11 23 12 17 23 13 20 22 19 15 15 11 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951662protein_codingNA c.*2190T>A NA NA NA NA 2190
Chr27 1877423 T A Chr27_1877423_T_AT_A SNP 14915.63 23 12 17 23 13 20 22 19 15 15 11 16 7 11 23 12 17 23 13 20 22 19 15 15 11 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952408protein_codingNA c.*656A>T NA NA NA NA 639
Chr27 1877423 T A Chr27_1877423_T_AT_A SNP 14915.63 23 12 17 23 13 20 22 19 15 15 11 16 7 11 23 12 17 23 13 20 22 19 15 15 11 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952411protein_codingNA c.*1498A>T NA NA NA NA 1474
Chr27 1877423 T A Chr27_1877423_T_AT_A SNP 14915.63 23 12 17 23 13 20 22 19 15 15 11 16 7 11 23 12 17 23 13 20 22 19 15 15 11 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952409protein_codingNA c.*1515A>T NA NA NA NA 1474
Chr27 1877423 T A Chr27_1877423_T_AT_A SNP 14915.63 23 12 17 23 13 20 22 19 15 15 11 16 7 11 23 12 17 23 13 20 22 19 15 15 11 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952410protein_codingNA c.*1498A>T NA NA NA NA 1474
Chr27 1877423 T A Chr27_1877423_T_AT_A SNP 14915.63 23 12 17 23 13 20 22 19 15 15 11 16 7 11 23 12 17 23 13 20 22 19 15 15 11 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_3280-Pp3c27_3290Pp3c27_3280-Pp3c27_3290intergenic_regionPp3c27_3280-Pp3c27_3290NA NA n.1877423T>ANA NA NA NA NA
Chr27 1877424 T TGA Chr27_1877424_T_TGAT_TGA INDEL 14996.59 23 12 17 23 13 19 22 19 15 15 10 16 7 11 23 12 17 23 13 19 22 19 15 15 10 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951661protein_codingNA c.*1981_*1982insGANA NA NA NA 1982
Chr27 1877424 T TGA Chr27_1877424_T_TGAT_TGA INDEL 14996.59 23 12 17 23 13 19 22 19 15 15 10 16 7 11 23 12 17 23 13 19 22 19 15 15 10 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952407protein_codingNA c.*654_*655insTCNA NA NA NA 654
Chr27 1877424 T TGA Chr27_1877424_T_TGAT_TGA INDEL 14996.59 23 12 17 23 13 19 22 19 15 15 10 16 7 11 23 12 17 23 13 19 22 19 15 15 10 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951662protein_codingNA c.*2191_*2192insGANA NA NA NA 2192
Chr27 1877424 T TGA Chr27_1877424_T_TGAT_TGA INDEL 14996.59 23 12 17 23 13 19 22 19 15 15 10 16 7 11 23 12 17 23 13 19 22 19 15 15 10 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952408protein_codingNA c.*654_*655insTCNA NA NA NA 637
Chr27 1877424 T TGA Chr27_1877424_T_TGAT_TGA INDEL 14996.59 23 12 17 23 13 19 22 19 15 15 10 16 7 11 23 12 17 23 13 19 22 19 15 15 10 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952411protein_codingNA c.*1496_*1497insTCNA NA NA NA 1472
Chr27 1877424 T TGA Chr27_1877424_T_TGAT_TGA INDEL 14996.59 23 12 17 23 13 19 22 19 15 15 10 16 7 11 23 12 17 23 13 19 22 19 15 15 10 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952409protein_codingNA c.*1513_*1514insTCNA NA NA NA 1472
Chr27 1877424 T TGA Chr27_1877424_T_TGAT_TGA INDEL 14996.59 23 12 17 23 13 19 22 19 15 15 10 16 7 11 23 12 17 23 13 19 22 19 15 15 10 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952410protein_codingNA c.*1496_*1497insTCNA NA NA NA 1472
Chr27 1877424 T TGA Chr27_1877424_T_TGAT_TGA INDEL 14996.59 23 12 17 23 13 19 22 19 15 15 10 16 7 11 23 12 17 23 13 19 22 19 15 15 10 16 7 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_3280-Pp3c27_3290Pp3c27_3280-Pp3c27_3290intergenic_regionPp3c27_3280-Pp3c27_3290NA NA n.1877424_1877425insGANA NA NA NA NA
Chr27 1877426 T A Chr27_1877426_T_AT_A SNP 15185.63 22 12 18 26 15 18 21 19 15 13 9 17 9 11 22 12 18 26 15 18 21 19 15 13 9 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951661protein_codingNA c.*1983T>A NA NA NA NA 1983
Chr27 1877426 T A Chr27_1877426_T_AT_A SNP 15185.63 22 12 18 26 15 18 21 19 15 13 9 17 9 11 22 12 18 26 15 18 21 19 15 13 9 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952407protein_codingNA c.*653A>T NA NA NA NA 653
Chr27 1877426 T A Chr27_1877426_T_AT_A SNP 15185.63 22 12 18 26 15 18 21 19 15 13 9 17 9 11 22 12 18 26 15 18 21 19 15 13 9 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951662protein_codingNA c.*2193T>A NA NA NA NA 2193
Chr27 1877426 T A Chr27_1877426_T_AT_A SNP 15185.63 22 12 18 26 15 18 21 19 15 13 9 17 9 11 22 12 18 26 15 18 21 19 15 13 9 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952408protein_codingNA c.*653A>T NA NA NA NA 636
Chr27 1877426 T A Chr27_1877426_T_AT_A SNP 15185.63 22 12 18 26 15 18 21 19 15 13 9 17 9 11 22 12 18 26 15 18 21 19 15 13 9 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952411protein_codingNA c.*1495A>T NA NA NA NA 1471
Chr27 1877426 T A Chr27_1877426_T_AT_A SNP 15185.63 22 12 18 26 15 18 21 19 15 13 9 17 9 11 22 12 18 26 15 18 21 19 15 13 9 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952409protein_codingNA c.*1512A>T NA NA NA NA 1471
Chr27 1877426 T A Chr27_1877426_T_AT_A SNP 15185.63 22 12 18 26 15 18 21 19 15 13 9 17 9 11 22 12 18 26 15 18 21 19 15 13 9 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952410protein_codingNA c.*1495A>T NA NA NA NA 1471
Chr27 1877426 T A Chr27_1877426_T_AT_A SNP 15185.63 22 12 18 26 15 18 21 19 15 13 9 17 9 11 22 12 18 26 15 18 21 19 15 13 9 17 9 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_3280-Pp3c27_3290Pp3c27_3280-Pp3c27_3290intergenic_regionPp3c27_3280-Pp3c27_3290NA NA n.1877426T>ANA NA NA NA NA
Chr27 1877429 T TGACACATCAAChr27_1877429_T_TGACACATCAAT_TGACACATCAAINDEL 16777.59 23 12 18 26 15 19 22 19 15 15 11 15 10 12 23 12 18 26 15 19 22 19 15 15 11 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951661protein_codingNA c.*1986_*1987insGACACATCAANA NA NA NA 1987
Chr27 1877429 T TGACACATCAAChr27_1877429_T_TGACACATCAAT_TGACACATCAAINDEL 16777.59 23 12 18 26 15 19 22 19 15 15 11 15 10 12 23 12 18 26 15 19 22 19 15 15 11 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952407protein_codingNA c.*649_*650insTTGATGTGTCNA NA NA NA 649
Chr27 1877429 T TGACACATCAAChr27_1877429_T_TGACACATCAAT_TGACACATCAAINDEL 16777.59 23 12 18 26 15 19 22 19 15 15 11 15 10 12 23 12 18 26 15 19 22 19 15 15 11 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951662protein_codingNA c.*2196_*2197insGACACATCAANA NA NA NA 2197
Chr27 1877429 T TGACACATCAAChr27_1877429_T_TGACACATCAAT_TGACACATCAAINDEL 16777.59 23 12 18 26 15 19 22 19 15 15 11 15 10 12 23 12 18 26 15 19 22 19 15 15 11 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952408protein_codingNA c.*649_*650insTTGATGTGTCNA NA NA NA 632
Chr27 1877429 T TGACACATCAAChr27_1877429_T_TGACACATCAAT_TGACACATCAAINDEL 16777.59 23 12 18 26 15 19 22 19 15 15 11 15 10 12 23 12 18 26 15 19 22 19 15 15 11 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952411protein_codingNA c.*1491_*1492insTTGATGTGTCNA NA NA NA 1467
Chr27 1877429 T TGACACATCAAChr27_1877429_T_TGACACATCAAT_TGACACATCAAINDEL 16777.59 23 12 18 26 15 19 22 19 15 15 11 15 10 12 23 12 18 26 15 19 22 19 15 15 11 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952409protein_codingNA c.*1508_*1509insTTGATGTGTCNA NA NA NA 1467
Chr27 1877429 T TGACACATCAAChr27_1877429_T_TGACACATCAAT_TGACACATCAAINDEL 16777.59 23 12 18 26 15 19 22 19 15 15 11 15 10 12 23 12 18 26 15 19 22 19 15 15 11 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952410protein_codingNA c.*1491_*1492insTTGATGTGTCNA NA NA NA 1467
Chr27 1877429 T TGACACATCAAChr27_1877429_T_TGACACATCAAT_TGACACATCAAINDEL 16777.59 23 12 18 26 15 19 22 19 15 15 11 15 10 12 23 12 18 26 15 19 22 19 15 15 11 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_3280-Pp3c27_3290Pp3c27_3280-Pp3c27_3290intergenic_regionPp3c27_3280-Pp3c27_3290NA NA n.1877429_1877430insGACACATCAANA NA NA NA NA
Chr27 1877444 G GT Chr27_1877444_G_GTG_GT INDEL 15215.59 22 15 14 22 17 24 19 21 17 17 12 15 7 9 22 15 14 22 17 24 19 21 17 17 12 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951661protein_codingNA c.*2001_*2002insTNA NA NA NA 2002
Chr27 1877444 G GT Chr27_1877444_G_GTG_GT INDEL 15215.59 22 15 14 22 17 24 19 21 17 17 12 15 7 9 22 15 14 22 17 24 19 21 17 17 12 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952407protein_codingNA c.*634_*635insANA NA NA NA 634
Chr27 1877444 G GT Chr27_1877444_G_GTG_GT INDEL 15215.59 22 15 14 22 17 24 19 21 17 17 12 15 7 9 22 15 14 22 17 24 19 21 17 17 12 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3280Pp3c27_3280transcript PAC:32951662protein_codingNA c.*2211_*2212insTNA NA NA NA 2212
Chr27 1877444 G GT Chr27_1877444_G_GTG_GT INDEL 15215.59 22 15 14 22 17 24 19 21 17 17 12 15 7 9 22 15 14 22 17 24 19 21 17 17 12 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952408protein_codingNA c.*634_*635insANA NA NA NA 617
Chr27 1877444 G GT Chr27_1877444_G_GTG_GT INDEL 15215.59 22 15 14 22 17 24 19 21 17 17 12 15 7 9 22 15 14 22 17 24 19 21 17 17 12 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952411protein_codingNA c.*1476_*1477insANA NA NA NA 1452
Chr27 1877444 G GT Chr27_1877444_G_GTG_GT INDEL 15215.59 22 15 14 22 17 24 19 21 17 17 12 15 7 9 22 15 14 22 17 24 19 21 17 17 12 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952409protein_codingNA c.*1493_*1494insANA NA NA NA 1452
Chr27 1877444 G GT Chr27_1877444_G_GTG_GT INDEL 15215.59 22 15 14 22 17 24 19 21 17 17 12 15 7 9 22 15 14 22 17 24 19 21 17 17 12 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_3290Pp3c27_3290transcript PAC:32952410protein_codingNA c.*1476_*1477insANA NA NA NA 1452
Chr27 1877444 G GT Chr27_1877444_G_GTG_GT INDEL 15215.59 22 15 14 22 17 24 19 21 17 17 12 15 7 9 22 15 14 22 17 24 19 21 17 17 12 15 7 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_3280-Pp3c27_3290Pp3c27_3280-Pp3c27_3290intergenic_regionPp3c27_3280-Pp3c27_3290NA NA n.1877444_1877445insTNA NA NA NA NA
Chr27 1933576 T TTTATTTATTTATTAAAATAAATAAAChr27_1933576_T_TTTATTTATTTATTAAAATAAATAAAT_TTTATTTATTTATTAAAATAAATAAAINDEL 6138.24 0 0 0 24 17 19 22 11 0 0 0 0 0 0 17 11 11 24 17 19 22 11 17 16 17 8 7 7 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c27_3300-Pp3c27_3320Pp3c27_3300-Pp3c27_3320intergenic_regionPp3c27_3300-Pp3c27_3320NA NA n.1933576_1933577insTTATTTATTTATTAAAATAAATAAANA NA NA NA NA
Chr27 2013203 T TTA Chr27_2013203_T_TTAT_TTA INDEL 401.37 0 0 1 0 0 0 16 0 0 0 0 0 0 0 24 8 13 12 17 11 16 18 10 19 4 11 6 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c27_3440Pp3c27_3440transcript PAC:32951940protein_codingNA c.-4365_-4364insTANA NA NA NA 3805
Chr27 2013203 T TTA Chr27_2013203_T_TTAT_TTA INDEL 401.37 0 0 1 0 0 0 16 0 0 0 0 0 0 0 24 8 13 12 17 11 16 18 10 19 4 11 6 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c27_3440Pp3c27_3440transcript PAC:32951941protein_codingNA c.-4365_-4364insTANA NA NA NA 3800
Chr27 2013203 T TTA Chr27_2013203_T_TTAT_TTA INDEL 401.37 0 0 1 0 0 0 16 0 0 0 0 0 0 0 24 8 13 12 17 11 16 18 10 19 4 11 6 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 upstream_gene_variantMODIFIER Pp3c27_3440Pp3c27_3440transcript PAC:32951942protein_codingNA c.-4365_-4364insTANA NA NA NA 3800
Chr27 2013203 T TTA Chr27_2013203_T_TTAT_TTA INDEL 401.37 0 0 1 0 0 0 16 0 0 0 0 0 0 0 24 8 13 12 17 11 16 18 10 19 4 11 6 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c27_3460Pp3c27_3460transcript PAC:32951909protein_codingNA c.*1452_*1453insTANA NA NA NA 920
Chr27 2013203 T TTA Chr27_2013203_T_TTAT_TTA INDEL 401.37 0 0 1 0 0 0 16 0 0 0 0 0 0 0 24 8 13 12 17 11 16 18 10 19 4 11 6 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c27_3460Pp3c27_3460transcript PAC:32951912protein_codingNA c.*1452_*1453insTANA NA NA NA 843
Chr27 2013203 T TTA Chr27_2013203_T_TTAT_TTA INDEL 401.37 0 0 1 0 0 0 16 0 0 0 0 0 0 0 24 8 13 12 17 11 16 18 10 19 4 11 6 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c27_3460Pp3c27_3460transcript PAC:32951914protein_codingNA c.*1761_*1762insTANA NA NA NA 843
Chr27 2013203 T TTA Chr27_2013203_T_TTAT_TTA INDEL 401.37 0 0 1 0 0 0 16 0 0 0 0 0 0 0 24 8 13 12 17 11 16 18 10 19 4 11 6 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c27_3460Pp3c27_3460transcript PAC:32951910protein_codingNA c.*1452_*1453insTANA NA NA NA 920
Chr27 2013203 T TTA Chr27_2013203_T_TTAT_TTA INDEL 401.37 0 0 1 0 0 0 16 0 0 0 0 0 0 0 24 8 13 12 17 11 16 18 10 19 4 11 6 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c27_3460Pp3c27_3460transcript PAC:32951913protein_codingNA c.*2365_*2366insTANA NA NA NA 920
Chr27 2013203 T TTA Chr27_2013203_T_TTAT_TTA INDEL 401.37 0 0 1 0 0 0 16 0 0 0 0 0 0 0 24 8 13 12 17 11 16 18 10 19 4 11 6 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 downstream_gene_variantMODIFIER Pp3c27_3460Pp3c27_3460transcript PAC:32951911protein_codingNA c.*1761_*1762insTANA NA NA NA 1666
Chr27 2013203 T TTA Chr27_2013203_T_TTAT_TTA INDEL 401.37 0 0 1 0 0 0 16 0 0 0 0 0 0 0 24 8 13 12 17 11 16 18 10 19 4 11 6 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 intergenic_regionMODIFIER Pp3c27_3440-Pp3c27_3460Pp3c27_3440-Pp3c27_3460intergenic_regionPp3c27_3440-Pp3c27_3460NA NA n.2013203_2013204insTANA NA NA NA NA
Chr27 2330313 C A Chr27_2330313_C_AC_A SNP 14967.63 30 14 11 16 22 24 25 14 15 8 13 7 6 17 30 14 11 16 22 24 25 14 15 8 13 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c27_4160Pp3c27_4160transcript PAC:32952416protein_coding 01-janv c.208C>A p.Leu70Met 326/1478 208/951 70/316 NA
Chr27 2330313 C A Chr27_2330313_C_AC_A SNP 14967.63 30 14 11 16 22 24 25 14 15 8 13 7 6 17 30 14 11 16 22 24 25 14 15 8 13 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c27_4160Pp3c27_4160transcript PAC:32952417protein_coding 01-janv c.58C>A p.Leu20Met 227/1328 58/801 20/266 NA
Chr27 2330313 C A Chr27_2330313_C_AC_A SNP 14967.63 30 14 11 16 22 24 25 14 15 8 13 7 6 17 30 14 11 16 22 24 25 14 15 8 13 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c27_4150Pp3c27_4150transcript PAC:32951726protein_coding 05-mai c.*1864G>T NA NA NA NA 1864
Chr27 2330313 C A Chr27_2330313_C_AC_A SNP 14967.63 30 14 11 16 22 24 25 14 15 8 13 7 6 17 30 14 11 16 22 24 25 14 15 8 13 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4140Pp3c27_4140transcript PAC:32951575protein_codingNA c.-2079G>T NA NA NA NA 1982
Chr27 2330313 C A Chr27_2330313_C_AC_A SNP 14967.63 30 14 11 16 22 24 25 14 15 8 13 7 6 17 30 14 11 16 22 24 25 14 15 8 13 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4140Pp3c27_4140transcript PAC:32951576protein_codingNA c.-2079G>T NA NA NA NA 1980
Chr27 2330313 C A Chr27_2330313_C_AC_A SNP 14967.63 30 14 11 16 22 24 25 14 15 8 13 7 6 17 30 14 11 16 22 24 25 14 15 8 13 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4140Pp3c27_4140transcript PAC:32951577protein_codingNA c.-2079G>T NA NA NA NA 1980
Chr27 2330313 C A Chr27_2330313_C_AC_A SNP 14967.63 30 14 11 16 22 24 25 14 15 8 13 7 6 17 30 14 11 16 22 24 25 14 15 8 13 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4150Pp3c27_4150transcript PAC:32951728protein_codingNA c.*1864G>T NA NA NA NA 1440
Chr27 2330313 C A Chr27_2330313_C_AC_A SNP 14967.63 30 14 11 16 22 24 25 14 15 8 13 7 6 17 30 14 11 16 22 24 25 14 15 8 13 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4150Pp3c27_4150transcript PAC:32951729protein_codingNA c.*1864G>T NA NA NA NA 1440
Chr27 2330313 C A Chr27_2330313_C_AC_A SNP 14967.63 30 14 11 16 22 24 25 14 15 8 13 7 6 17 30 14 11 16 22 24 25 14 15 8 13 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4150Pp3c27_4150transcript PAC:32951730protein_codingNA c.*1864G>T NA NA NA NA 1473
Chr27 2330313 C A Chr27_2330313_C_AC_A SNP 14967.63 30 14 11 16 22 24 25 14 15 8 13 7 6 17 30 14 11 16 22 24 25 14 15 8 13 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4150Pp3c27_4150transcript PAC:32951727protein_codingNA c.*1864G>T NA NA NA NA 1473
Chr27 2330318 C G Chr27_2330318_C_GC_G SNP 14942.63 30 14 11 17 22 25 25 12 17 6 12 7 6 17 30 14 11 17 22 25 25 12 17 6 12 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c27_4160Pp3c27_4160transcript PAC:32952416protein_coding 01-janv c.213C>G p.Asn71Lys 331/1478 213/951 71/316 NA
Chr27 2330318 C G Chr27_2330318_C_GC_G SNP 14942.63 30 14 11 17 22 25 25 12 17 6 12 7 6 17 30 14 11 17 22 25 25 12 17 6 12 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c27_4160Pp3c27_4160transcript PAC:32952417protein_coding 01-janv c.63C>G p.Asn21Lys 232/1328 63/801 21/266 NA
Chr27 2330318 C G Chr27_2330318_C_GC_G SNP 14942.63 30 14 11 17 22 25 25 12 17 6 12 7 6 17 30 14 11 17 22 25 25 12 17 6 12 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 3_prime_UTR_variantMODIFIER Pp3c27_4150Pp3c27_4150transcript PAC:32951726protein_coding 05-mai c.*1859G>C NA NA NA NA 1859
Chr27 2330318 C G Chr27_2330318_C_GC_G SNP 14942.63 30 14 11 17 22 25 25 12 17 6 12 7 6 17 30 14 11 17 22 25 25 12 17 6 12 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4140Pp3c27_4140transcript PAC:32951575protein_codingNA c.-2084G>C NA NA NA NA 1987
Chr27 2330318 C G Chr27_2330318_C_GC_G SNP 14942.63 30 14 11 17 22 25 25 12 17 6 12 7 6 17 30 14 11 17 22 25 25 12 17 6 12 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4140Pp3c27_4140transcript PAC:32951576protein_codingNA c.-2084G>C NA NA NA NA 1985
Chr27 2330318 C G Chr27_2330318_C_GC_G SNP 14942.63 30 14 11 17 22 25 25 12 17 6 12 7 6 17 30 14 11 17 22 25 25 12 17 6 12 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4140Pp3c27_4140transcript PAC:32951577protein_codingNA c.-2084G>C NA NA NA NA 1985
Chr27 2330318 C G Chr27_2330318_C_GC_G SNP 14942.63 30 14 11 17 22 25 25 12 17 6 12 7 6 17 30 14 11 17 22 25 25 12 17 6 12 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4150Pp3c27_4150transcript PAC:32951728protein_codingNA c.*1859G>C NA NA NA NA 1435
Chr27 2330318 C G Chr27_2330318_C_GC_G SNP 14942.63 30 14 11 17 22 25 25 12 17 6 12 7 6 17 30 14 11 17 22 25 25 12 17 6 12 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4150Pp3c27_4150transcript PAC:32951729protein_codingNA c.*1859G>C NA NA NA NA 1435
Chr27 2330318 C G Chr27_2330318_C_GC_G SNP 14942.63 30 14 11 17 22 25 25 12 17 6 12 7 6 17 30 14 11 17 22 25 25 12 17 6 12 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4150Pp3c27_4150transcript PAC:32951730protein_codingNA c.*1859G>C NA NA NA NA 1468
Chr27 2330318 C G Chr27_2330318_C_GC_G SNP 14942.63 30 14 11 17 22 25 25 12 17 6 12 7 6 17 30 14 11 17 22 25 25 12 17 6 12 7 6 17 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4150Pp3c27_4150transcript PAC:32951727protein_codingNA c.*1859G>C NA NA NA NA 1468
Chr27 2372340 C CA Chr27_2372340_C_CAC_CA INDEL 17407.59 23 15 17 29 22 21 30 25 28 25 12 17 18 9 23 15 17 29 22 21 30 25 28 25 12 17 18 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4250-Pp3c27_4260Pp3c27_4250-Pp3c27_4260intergenic_regionPp3c27_4250-Pp3c27_4260NA NA n.2372340_2372341insANA NA NA NA NA
Chr27 2379191 C A Chr27_2379191_C_AC_A SNP 12731.63 33 12 14 22 8 20 25 15 10 12 7 12 10 11 33 12 14 22 8 20 25 15 10 12 7 12 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c27_4260Pp3c27_4260transcript PAC:32951976protein_coding 01-avr c.5C>A p.Pro2Gln 186/1374 5/918 2/305 NA
Chr27 2379191 C A Chr27_2379191_C_AC_A SNP 12731.63 33 12 14 22 8 20 25 15 10 12 7 12 10 11 33 12 14 22 8 20 25 15 10 12 7 12 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c27_4260Pp3c27_4260transcript PAC:32951977protein_coding 01-avr c.5C>A p.Pro2Gln 168/1284 5/918 2/305 NA
Chr27 2379472 C G Chr27_2379472_C_GC_G SNP 9978.63 14 10 10 13 9 16 30 16 5 6 7 10 7 4 14 10 10 13 9 16 30 16 5 6 7 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c27_4260Pp3c27_4260transcript PAC:32951976protein_coding 01-avr c.286C>G p.Pro96Ala 467/1374 286/918 96/305 NA
Chr27 2379472 C G Chr27_2379472_C_GC_G SNP 9978.63 14 10 10 13 9 16 30 16 5 6 7 10 7 4 14 10 10 13 9 16 30 16 5 6 7 10 7 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 missense_variantMODERATE Pp3c27_4260Pp3c27_4260transcript PAC:32951977protein_coding 01-avr c.286C>G p.Pro96Ala 449/1284 286/918 96/305 NA
Chr27 2388132 C CAT Chr27_2388132_C_CATC_CAT INDEL 9223.59 23 4 16 9 14 16 33 9 23 11 9 11 5 5 23 4 16 9 14 16 33 9 23 11 9 13 6 5 1 1 1 1 1 1 1 1 1 1 1 0.846 0.833 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4260-Pp3c27_4280Pp3c27_4260-Pp3c27_4280intergenic_regionPp3c27_4260-Pp3c27_4280NA NA n.2388132_2388133insATNA NA NA NA NA
Chr27 2438202 T TTA Chr27_2438202_T_TTAT_TTA INDEL 62.37 0 0 5 0 1 0 0 0 0 0 0 2 0 0 20 8 6 16 9 12 19 10 10 10 5 14 7 5 0 0 0.833 0 0 0 0 0 0 0 0 0.143 0 0 0 1 1 1 0 0 1 intergenic_regionMODIFIER Pp3c27_4350-Pp3c27_4400Pp3c27_4350-Pp3c27_4400intergenic_regionPp3c27_4350-Pp3c27_4400NA NA n.2438202_2438203insTANA NA NA NA NA
Chr27 2486761 A AAT Chr27_2486761_A_AATA_AAT INDEL 6077.59 17 9 6 16 13 13 16 11 5 9 6 8 5 4 17 9 6 16 13 13 18 11 5 9 7 8 5 4 1 1 1 1 1 1 0.889 1 1 1 0.857 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4400Pp3c27_4400transcript PAC:32952197protein_codingNA c.*3067_*3068insATNA NA NA NA 2694
Chr27 2486761 A AAT Chr27_2486761_A_AATA_AAT INDEL 6077.59 17 9 6 16 13 13 16 11 5 9 6 8 5 4 17 9 6 16 13 13 18 11 5 9 7 8 5 4 1 1 1 1 1 1 0.889 1 1 1 0.857 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4400Pp3c27_4400transcript PAC:32952198protein_codingNA c.*3067_*3068insATNA NA NA NA 3068
Chr27 2486761 A AAT Chr27_2486761_A_AATA_AAT INDEL 6077.59 17 9 6 16 13 13 16 11 5 9 6 8 5 4 17 9 6 16 13 13 18 11 5 9 7 8 5 4 1 1 1 1 1 1 0.889 1 1 1 0.857 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4400-Pp3c27_4423Pp3c27_4400-Pp3c27_4423intergenic_regionPp3c27_4400-Pp3c27_4423NA NA n.2486761_2486762insATNA NA NA NA NA
Chr27 2534049 C CAT Chr27_2534049_C_CATC_CAT INDEL 45.37 1 0 0 0 0 1 2 0 1 1 1 0 1 5 23 14 9 15 13 21 31 17 9 13 14 4 4 6 0 0 0 0 0 0 0.065 0 0 0 0 0 0 0.833 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c27_4440-Pp3c27_4500Pp3c27_4440-Pp3c27_4500intergenic_regionPp3c27_4440-Pp3c27_4500NA NA n.2534049_2534050insATNA NA NA NA NA
Chr27 2627806 C T Chr27_2627806_C_TC_T SNP 19921.63 28 14 17 15 34 30 15 20 34 26 19 21 16 10 28 14 17 15 34 30 15 20 34 26 19 21 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4570Pp3c27_4570transcript PAC:32951540protein_codingNA c.*1483G>A NA NA NA NA 1483
Chr27 2627806 C T Chr27_2627806_C_TC_T SNP 19921.63 28 14 17 15 34 30 15 20 34 26 19 21 16 10 28 14 17 15 34 30 15 20 34 26 19 21 16 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4530-Pp3c27_4570Pp3c27_4530-Pp3c27_4570intergenic_regionPp3c27_4530-Pp3c27_4570NA NA n.2627806C>TNA NA NA NA NA
Chr27 2627943 G T Chr27_2627943_G_TG_T SNP 16826.63 23 14 14 14 27 30 22 22 9 20 13 10 10 11 23 14 14 14 27 30 22 22 9 20 13 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4570Pp3c27_4570transcript PAC:32951540protein_codingNA c.*1346C>A NA NA NA NA 1346
Chr27 2627943 G T Chr27_2627943_G_TG_T SNP 16826.63 23 14 14 14 27 30 22 22 9 20 13 10 10 11 23 14 14 14 27 30 22 22 9 20 13 10 10 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4530-Pp3c27_4570Pp3c27_4530-Pp3c27_4570intergenic_regionPp3c27_4530-Pp3c27_4570NA NA n.2627943G>TNA NA NA NA NA
Chr27 2628049 A T Chr27_2628049_A_TA_T SNP 18512.63 37 11 14 16 28 27 16 22 30 21 12 11 10 12 37 11 14 16 28 27 16 22 30 21 12 11 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4570Pp3c27_4570transcript PAC:32951540protein_codingNA c.*1240T>A NA NA NA NA 1240
Chr27 2628049 A T Chr27_2628049_A_TA_T SNP 18512.63 37 11 14 16 28 27 16 22 30 21 12 11 10 12 37 11 14 16 28 27 16 22 30 21 12 11 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4530-Pp3c27_4570Pp3c27_4530-Pp3c27_4570intergenic_regionPp3c27_4530-Pp3c27_4570NA NA n.2628049A>TNA NA NA NA NA
Chr27 2628070 C T Chr27_2628070_C_TC_T SNP 18825.63 41 13 14 20 27 27 17 22 33 20 12 12 10 13 41 13 14 20 27 27 17 22 33 20 12 12 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4570Pp3c27_4570transcript PAC:32951540protein_codingNA c.*1219G>A NA NA NA NA 1219
Chr27 2628070 C T Chr27_2628070_C_TC_T SNP 18825.63 41 13 14 20 27 27 17 22 33 20 12 12 10 13 41 13 14 20 27 27 17 22 33 20 12 12 10 13 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4530-Pp3c27_4570Pp3c27_4530-Pp3c27_4570intergenic_regionPp3c27_4530-Pp3c27_4570NA NA n.2628070C>TNA NA NA NA NA
Chr27 2659499 CAT C Chr27_2659499_CAT_CCAT_C INDEL 10754.59 29 20 16 16 16 27 27 12 15 8 13 10 5 5 29 21 17 16 16 27 27 12 15 9 13 10 5 6 1 0.952 0.941 1 1 1 1 1 1 0.889 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4610Pp3c27_4610transcript PAC:32951997protein_codingNA c.-1815_-1814delATNA NA NA NA 1370
Chr27 2659499 CAT C Chr27_2659499_CAT_CCAT_C INDEL 10754.59 29 20 16 16 16 27 27 12 15 8 13 10 5 5 29 21 17 16 16 27 27 12 15 9 13 10 5 6 1 0.952 0.941 1 1 1 1 1 1 0.889 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4610Pp3c27_4610transcript PAC:32951998protein_codingNA c.-1815_-1814delATNA NA NA NA 1473
Chr27 2659499 CAT C Chr27_2659499_CAT_CCAT_C INDEL 10754.59 29 20 16 16 16 27 27 12 15 8 13 10 5 5 29 21 17 16 16 27 27 12 15 9 13 10 5 6 1 0.952 0.941 1 1 1 1 1 1 0.889 1 1 1 0.833 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4610Pp3c27_4610transcript PAC:32951999protein_codingNA c.-1815_-1814delATNA NA NA NA 1368
Chr27 2659499 CAT C Chr27_2659499_CAT_CCAT_C INDEL 10754.59 29 20 16 16 16 27 27 12 15 8 13 10 5 5 29 21 17 16 16 27 27 12 15 9 13 10 5 6 1 0.952 0.941 1 1 1 1 1 1 0.889 1 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4590Pp3c27_4590transcript PAC:32951898protein_codingNA c.*3619_*3620delATNA NA NA NA 3297
Chr27 2659499 CAT C Chr27_2659499_CAT_CCAT_C INDEL 10754.59 29 20 16 16 16 27 27 12 15 8 13 10 5 5 29 21 17 16 16 27 27 12 15 9 13 10 5 6 1 0.952 0.941 1 1 1 1 1 1 0.889 1 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4590Pp3c27_4590transcript PAC:32951899protein_codingNA c.*3619_*3620delATNA NA NA NA 3334
Chr27 2659499 CAT C Chr27_2659499_CAT_CCAT_C INDEL 10754.59 29 20 16 16 16 27 27 12 15 8 13 10 5 5 29 21 17 16 16 27 27 12 15 9 13 10 5 6 1 0.952 0.941 1 1 1 1 1 1 0.889 1 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4590Pp3c27_4590transcript PAC:32951900protein_codingNA c.*3619_*3620delATNA NA NA NA 3334
Chr27 2659499 CAT C Chr27_2659499_CAT_CCAT_C INDEL 10754.59 29 20 16 16 16 27 27 12 15 8 13 10 5 5 29 21 17 16 16 27 27 12 15 9 13 10 5 6 1 0.952 0.941 1 1 1 1 1 1 0.889 1 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4590Pp3c27_4590transcript PAC:32951901protein_codingNA c.*3619_*3620delATNA NA NA NA 3334
Chr27 2659499 CAT C Chr27_2659499_CAT_CCAT_C INDEL 10754.59 29 20 16 16 16 27 27 12 15 8 13 10 5 5 29 21 17 16 16 27 27 12 15 9 13 10 5 6 1 0.952 0.941 1 1 1 1 1 1 0.889 1 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4590Pp3c27_4590transcript PAC:32951902protein_codingNA c.*3619_*3620delATNA NA NA NA 3334
Chr27 2659499 CAT C Chr27_2659499_CAT_CCAT_C INDEL 10754.59 29 20 16 16 16 27 27 12 15 8 13 10 5 5 29 21 17 16 16 27 27 12 15 9 13 10 5 6 1 0.952 0.941 1 1 1 1 1 1 0.889 1 1 1 0.833 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4590Pp3c27_4590transcript PAC:32951903protein_codingNA c.*3619_*3620delATNA NA NA NA 3334
Chr27 2659499 CAT C Chr27_2659499_CAT_CCAT_C INDEL 10754.59 29 20 16 16 16 27 27 12 15 8 13 10 5 5 29 21 17 16 16 27 27 12 15 9 13 10 5 6 1 0.952 0.941 1 1 1 1 1 1 0.889 1 1 1 0.833 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4610-Pp3c27_4630Pp3c27_4610-Pp3c27_4630intergenic_regionPp3c27_4610-Pp3c27_4630NA NA n.2659500_2659501delATNA NA NA NA NA
Chr27 2698988 G GAT Chr27_2698988_G_GATG_GAT INDEL 94.37 0 0 0 1 0 0 0 0 1 1 0 5 1 1 12 13 10 17 13 15 20 11 8 12 10 5 7 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c27_4660Pp3c27_4660transcript PAC:32951715protein_codingNA c.*2531_*2532insATNA NA NA NA 2532
Chr27 2698988 G GAT Chr27_2698988_G_GATG_GAT INDEL 94.37 0 0 0 1 0 0 0 0 1 1 0 5 1 1 12 13 10 17 13 15 20 11 8 12 10 5 7 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 downstream_gene_variantMODIFIER Pp3c27_4660Pp3c27_4660transcript PAC:32951716protein_codingNA c.*2531_*2532insATNA NA NA NA 2445
Chr27 2698988 G GAT Chr27_2698988_G_GATG_GAT INDEL 94.37 0 0 0 1 0 0 0 0 1 1 0 5 1 1 12 13 10 17 13 15 20 11 8 12 10 5 7 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 0 intergenic_regionMODIFIER Pp3c27_4660-Pp3c27_4680Pp3c27_4660-Pp3c27_4680intergenic_regionPp3c27_4660-Pp3c27_4680NA NA n.2698988_2698989insATNA NA NA NA NA
Chr27 2712909 A AAT Chr27_2712909_A_AATA_AAT INDEL 8945.59 28 17 7 13 12 12 19 22 7 15 6 11 4 4 28 17 7 13 12 13 20 23 8 15 6 11 4 4 1 1 1 1 1 0.923 0.95 0.957 0.875 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4700Pp3c27_4700transcript PAC:32951619protein_codingNA c.-3724_-3723insATNA NA NA NA 2645
Chr27 2712909 A AAT Chr27_2712909_A_AATA_AAT INDEL 8945.59 28 17 7 13 12 12 19 22 7 15 6 11 4 4 28 17 7 13 12 13 20 23 8 15 6 11 4 4 1 1 1 1 1 0.923 0.95 0.957 0.875 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4700Pp3c27_4700transcript PAC:32951620protein_codingNA c.-3724_-3723insATNA NA NA NA 2645
Chr27 2712909 A AAT Chr27_2712909_A_AATA_AAT INDEL 8945.59 28 17 7 13 12 12 19 22 7 15 6 11 4 4 28 17 7 13 12 13 20 23 8 15 6 11 4 4 1 1 1 1 1 0.923 0.95 0.957 0.875 1 1 1 1 1 0 15 15 0 7 5 3 upstream_gene_variantMODIFIER Pp3c27_4700Pp3c27_4700transcript PAC:32951621protein_codingNA c.-3724_-3723insATNA NA NA NA 2653
Chr27 2712909 A AAT Chr27_2712909_A_AATA_AAT INDEL 8945.59 28 17 7 13 12 12 19 22 7 15 6 11 4 4 28 17 7 13 12 13 20 23 8 15 6 11 4 4 1 1 1 1 1 0.923 0.95 0.957 0.875 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4680Pp3c27_4680transcript PAC:32951987protein_codingNA c.*2625_*2626insATNA NA NA NA 1407
Chr27 2712909 A AAT Chr27_2712909_A_AATA_AAT INDEL 8945.59 28 17 7 13 12 12 19 22 7 15 6 11 4 4 28 17 7 13 12 13 20 23 8 15 6 11 4 4 1 1 1 1 1 0.923 0.95 0.957 0.875 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4680Pp3c27_4680transcript PAC:32951989protein_codingNA c.*2675_*2676insATNA NA NA NA 1407
Chr27 2712909 A AAT Chr27_2712909_A_AATA_AAT INDEL 8945.59 28 17 7 13 12 12 19 22 7 15 6 11 4 4 28 17 7 13 12 13 20 23 8 15 6 11 4 4 1 1 1 1 1 0.923 0.95 0.957 0.875 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4680Pp3c27_4680transcript PAC:32951988protein_codingNA c.*2470_*2471insATNA NA NA NA 2357
Chr27 2712909 A AAT Chr27_2712909_A_AATA_AAT INDEL 8945.59 28 17 7 13 12 12 19 22 7 15 6 11 4 4 28 17 7 13 12 13 20 23 8 15 6 11 4 4 1 1 1 1 1 0.923 0.95 0.957 0.875 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4680-Pp3c27_4700Pp3c27_4680-Pp3c27_4700intergenic_regionPp3c27_4680-Pp3c27_4700NA NA n.2712909_2712910insATNA NA NA NA NA
Chr27 2729390 A AT Chr27_2729390_A_ATA_AT INDEL 13340.59 24 16 9 18 11 32 24 21 16 16 10 19 6 9 24 16 9 18 11 32 24 21 16 16 10 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4730Pp3c27_4730transcript PAC:32951990protein_codingNA c.*526_*527insANA NA NA NA 526
Chr27 2729390 A AT Chr27_2729390_A_ATA_AT INDEL 13340.59 24 16 9 18 11 32 24 21 16 16 10 19 6 9 24 16 9 18 11 32 24 21 16 16 10 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4740Pp3c27_4740transcript PAC:32951419protein_codingNA c.*4125_*4126insANA NA NA NA 3787
Chr27 2729390 A AT Chr27_2729390_A_ATA_AT INDEL 13340.59 24 16 9 18 11 32 24 21 16 16 10 19 6 9 24 16 9 18 11 32 24 21 16 16 10 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4730Pp3c27_4730transcript PAC:32951991protein_codingNA c.*526_*527insANA NA NA NA 174
Chr27 2729390 A AT Chr27_2729390_A_ATA_AT INDEL 13340.59 24 16 9 18 11 32 24 21 16 16 10 19 6 9 24 16 9 18 11 32 24 21 16 16 10 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_4740Pp3c27_4740transcript PAC:32951420protein_codingNA c.*4125_*4126insANA NA NA NA 3547
Chr27 2729390 A AT Chr27_2729390_A_ATA_AT INDEL 13340.59 24 16 9 18 11 32 24 21 16 16 10 19 6 9 24 16 9 18 11 32 24 21 16 16 10 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c27_4710Pp3c27_4710transcript PAC:32952224protein_coding 12-déc c.1067-79_1067-78insTNA NA NA NA NA
Chr27 2729390 A AT Chr27_2729390_A_ATA_AT INDEL 13340.59 24 16 9 18 11 32 24 21 16 16 10 19 6 9 24 16 9 18 11 32 24 21 16 16 10 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c27_4710Pp3c27_4710transcript PAC:32952225protein_coding 12-déc c.1067-79_1067-78insTNA NA NA NA NA
Chr27 2729390 A AT Chr27_2729390_A_ATA_AT INDEL 13340.59 24 16 9 18 11 32 24 21 16 16 10 19 6 9 24 16 9 18 11 32 24 21 16 16 10 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c27_4710Pp3c27_4710transcript PAC:32952226protein_coding13/13 c.932-79_932-78insTNA NA NA NA NA
Chr27 2729390 A AT Chr27_2729390_A_ATA_AT INDEL 13340.59 24 16 9 18 11 32 24 21 16 16 10 19 6 9 24 16 9 18 11 32 24 21 16 16 10 19 6 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intron_variantMODIFIER Pp3c27_4710Pp3c27_4710transcript PAC:32952227protein_coding 12-déc c.932-79_932-78insTNA NA NA NA NA
Chr27 2742603 A AAT Chr27_2742603_A_AATA_AAT INDEL 99.37 0 0 0 3 0 1 0 0 1 0 0 0 0 5 23 6 10 20 11 16 16 17 10 20 14 7 5 5 0 0 0 0.15 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c27_4750Pp3c27_4750transcript PAC:32951473protein_codingNA c.-939_-938insATNA NA NA NA 938
Chr27 2742603 A AAT Chr27_2742603_A_AATA_AAT INDEL 99.37 0 0 0 3 0 1 0 0 1 0 0 0 0 5 23 6 10 20 11 16 16 17 10 20 14 7 5 5 0 0 0 0.15 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c27_4760Pp3c27_4760transcript PAC:32951915protein_codingNA c.-1582_-1581insATNA NA NA NA 1505
Chr27 2742603 A AAT Chr27_2742603_A_AATA_AAT INDEL 99.37 0 0 0 3 0 1 0 0 1 0 0 0 0 5 23 6 10 20 11 16 16 17 10 20 14 7 5 5 0 0 0 0.15 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 upstream_gene_variantMODIFIER Pp3c27_4760Pp3c27_4760transcript PAC:32951916protein_codingNA c.-1582_-1581insATNA NA NA NA 1581
Chr27 2742603 A AAT Chr27_2742603_A_AATA_AAT INDEL 99.37 0 0 0 3 0 1 0 0 1 0 0 0 0 5 23 6 10 20 11 16 16 17 10 20 14 7 5 5 0 0 0 0.15 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 intergenic_regionMODIFIER Pp3c27_4740-Pp3c27_4750Pp3c27_4740-Pp3c27_4750intergenic_regionPp3c27_4740-Pp3c27_4750NA NA n.2742603_2742604insATNA NA NA NA NA
Chr27 2767046 C CAT Chr27_2767046_C_CATC_CAT INDEL 3824.24 0 0 0 24 16 25 21 18 0 0 2 0 0 0 18 10 20 24 16 26 21 18 20 25 13 9 6 10 0 0 0 1 1 0.962 1 1 0 0 0.154 0 0 0 0 5 5 1 0 5 0 intergenic_regionMODIFIER Pp3c27_4780-Pp3c27_4790Pp3c27_4780-Pp3c27_4790intergenic_regionPp3c27_4780-Pp3c27_4790NA NA n.2767046_2767047insATNA NA NA NA NA
Chr27 2902928 C A Chr27_2902928_C_AC_A SNP 15398.63 18 16 19 26 12 22 22 16 17 22 11 13 4 8 18 16 19 26 12 22 22 16 17 22 11 13 4 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4970-Pp3c27_5030Pp3c27_4970-Pp3c27_5030intergenic_regionPp3c27_4970-Pp3c27_5030NA NA n.2902928C>ANA NA NA NA NA
Chr27 2902936 C CA Chr27_2902936_C_CAC_CA INDEL 15388.59 16 16 19 26 10 23 20 16 17 21 9 14 4 9 16 16 19 26 10 23 20 16 17 21 9 14 4 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4970-Pp3c27_5030Pp3c27_4970-Pp3c27_5030intergenic_regionPp3c27_4970-Pp3c27_5030NA NA n.2902936_2902937insANA NA NA NA NA
Chr27 2920707 G GA Chr27_2920707_G_GAG_GA INDEL 15996.59 33 4 25 20 22 18 30 28 21 24 18 22 10 8 33 4 25 20 22 18 30 28 21 24 18 22 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_5030Pp3c27_5030transcript PAC:32951966protein_codingNA c.*1632_*1633insTNA NA NA NA 1165
Chr27 2920707 G GA Chr27_2920707_G_GAG_GA INDEL 15996.59 33 4 25 20 22 18 30 28 21 24 18 22 10 8 33 4 25 20 22 18 30 28 21 24 18 22 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_5030Pp3c27_5030transcript PAC:32951967protein_codingNA c.*1632_*1633insTNA NA NA NA 1165
Chr27 2920707 G GA Chr27_2920707_G_GAG_GA INDEL 15996.59 33 4 25 20 22 18 30 28 21 24 18 22 10 8 33 4 25 20 22 18 30 28 21 24 18 22 10 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_4970-Pp3c27_5030Pp3c27_4970-Pp3c27_5030intergenic_regionPp3c27_4970-Pp3c27_5030NA NA n.2920707_2920708insANA NA NA NA NA
Chr27 3189033 G C Chr27_3189033_G_CG_C SNP 3332.29 0 0 0 19 11 10 19 19 0 0 0 0 0 0 22 10 4 21 11 11 20 21 11 13 9 12 5 4 0 0 0 0.905 1 0.909 0.95 0.905 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c27_5590Pp3c27_5590transcript PAC:32952117protein_codingNA c.*4468G>C NA NA NA NA 4468
Chr27 3189033 G C Chr27_3189033_G_CG_C SNP 3332.29 0 0 0 19 11 10 19 19 0 0 0 0 0 0 22 10 4 21 11 11 20 21 11 13 9 12 5 4 0 0 0 0.905 1 0.909 0.95 0.905 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c27_5590-Pp3c27_5700Pp3c27_5590-Pp3c27_5700intergenic_regionPp3c27_5590-Pp3c27_5700NA NA n.3189033G>CNA NA NA NA NA
Chr27 3197121 A G Chr27_3197121_A_GA_G SNP 18497.63 31 25 13 22 18 18 35 32 23 23 19 21 10 18 31 25 13 22 18 18 35 32 23 23 19 21 10 18 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_5590-Pp3c27_5700Pp3c27_5590-Pp3c27_5700intergenic_regionPp3c27_5590-Pp3c27_5700NA NA n.3197121A>GNA NA NA NA NA
Chr27 3197167 T TA Chr27_3197167_T_TAT_TA INDEL 12452.59 23 21 10 16 10 20 23 23 15 19 12 9 7 14 23 21 10 16 10 20 23 23 15 19 12 9 7 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_5590-Pp3c27_5700Pp3c27_5590-Pp3c27_5700intergenic_regionPp3c27_5590-Pp3c27_5700NA NA n.3197167_3197168insANA NA NA NA NA
Chr27 3347463 G A Chr27_3347463_G_AG_A SNP 15737.63 28 11 12 19 18 26 35 22 23 16 17 8 10 10 28 11 12 21 18 26 35 22 23 16 17 8 10 10 1 1 1 0.905 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_5980-Pp3c27_6030Pp3c27_5980-Pp3c27_6030intergenic_regionPp3c27_5980-Pp3c27_6030NA NA n.3347463G>ANA NA NA NA NA
Chr27 3352630 T C Chr27_3352630_T_CT_C SNP 6039.29 20 7 18 0 0 0 0 0 6 7 8 10 4 5 20 7 18 17 5 21 25 19 6 7 8 10 4 5 1 1 1 0 0 0 0 0 1 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c27_5980-Pp3c27_6030Pp3c27_5980-Pp3c27_6030intergenic_regionPp3c27_5980-Pp3c27_6030NA NA n.3352630T>CNA NA NA NA NA
Chr27 3434305 G A Chr27_3434305_G_AG_A SNP 17974.63 24 15 14 28 13 32 29 31 20 29 14 17 4 14 24 15 14 28 13 32 29 31 20 29 14 17 4 14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6100-Pp3c27_6140Pp3c27_6100-Pp3c27_6140intergenic_regionPp3c27_6100-Pp3c27_6140NA NA n.3434305G>ANA NA NA NA NA
Chr27 3434419 A T Chr27_3434419_A_TA_T SNP 22186.63 21 15 17 43 18 31 27 25 36 22 11 21 4 13 21 15 17 44 18 31 27 25 36 22 11 21 4 13 1 1 1 0.977 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6100-Pp3c27_6140Pp3c27_6100-Pp3c27_6140intergenic_regionPp3c27_6100-Pp3c27_6140NA NA n.3434419A>TNA NA NA NA NA
Chr27 3434423 A T Chr27_3434423_A_TA_T SNP 22413.63 24 15 17 41 18 29 28 25 37 22 12 22 4 15 24 15 17 41 18 29 28 25 37 22 12 22 4 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6100-Pp3c27_6140Pp3c27_6100-Pp3c27_6140intergenic_regionPp3c27_6100-Pp3c27_6140NA NA n.3434423A>TNA NA NA NA NA
Chr27 3445442 C T Chr27_3445442_C_TC_T SNP 16904.63 27 10 17 33 14 18 24 19 12 17 14 19 13 7 27 10 17 33 14 18 24 19 12 17 14 19 13 7 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6100-Pp3c27_6140Pp3c27_6100-Pp3c27_6140intergenic_regionPp3c27_6100-Pp3c27_6140NA NA n.3445442C>TNA NA NA NA NA
Chr27 3651276 A AT Chr27_3651276_A_ATA_AT INDEL 9890.59 13 7 8 14 6 10 13 9 13 8 10 4 5 11 13 7 8 14 6 10 13 9 13 8 10 4 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_6380Pp3c27_6380transcript PAC:32952336protein_codingNA c.*3506_*3507insANA NA NA NA 3122
Chr27 3651276 A AT Chr27_3651276_A_ATA_AT INDEL 9890.59 13 7 8 14 6 10 13 9 13 8 10 4 5 11 13 7 8 14 6 10 13 9 13 8 10 4 5 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6350-Pp3c27_6380Pp3c27_6350-Pp3c27_6380intergenic_regionPp3c27_6350-Pp3c27_6380NA NA n.3651276_3651277insTNA NA NA NA NA
Chr27 3651351 G A Chr27_3651351_G_AG_A SNP 14939.63 18 12 13 18 9 22 23 16 15 21 10 10 4 11 18 12 13 18 9 22 23 16 15 21 10 10 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_6380Pp3c27_6380transcript PAC:32952336protein_codingNA c.*3432C>T NA NA NA NA 3048
Chr27 3651351 G A Chr27_3651351_G_AG_A SNP 14939.63 18 12 13 18 9 22 23 16 15 21 10 10 4 11 18 12 13 18 9 22 23 16 15 21 10 10 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6350-Pp3c27_6380Pp3c27_6350-Pp3c27_6380intergenic_regionPp3c27_6350-Pp3c27_6380NA NA n.3651351G>ANA NA NA NA NA
Chr27 3651352 G A Chr27_3651352_G_AG_A SNP 14939.63 19 12 14 18 9 22 23 16 14 23 10 10 4 11 19 12 14 18 9 22 23 16 14 23 10 10 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_6380Pp3c27_6380transcript PAC:32952336protein_codingNA c.*3431C>T NA NA NA NA 3047
Chr27 3651352 G A Chr27_3651352_G_AG_A SNP 14939.63 19 12 14 18 9 22 23 16 14 23 10 10 4 11 19 12 14 18 9 22 23 16 14 23 10 10 4 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6350-Pp3c27_6380Pp3c27_6350-Pp3c27_6380intergenic_regionPp3c27_6350-Pp3c27_6380NA NA n.3651352G>ANA NA NA NA NA
Chr27 3651404 G T Chr27_3651404_G_TG_T SNP 15198.63 25 13 12 24 11 25 21 20 15 23 8 10 6 4 25 13 12 24 11 25 21 20 15 23 8 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_6380Pp3c27_6380transcript PAC:32952336protein_codingNA c.*3379C>A NA NA NA NA 2995
Chr27 3651404 G T Chr27_3651404_G_TG_T SNP 15198.63 25 13 12 24 11 25 21 20 15 23 8 10 6 4 25 13 12 24 11 25 21 20 15 23 8 10 6 4 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6350-Pp3c27_6380Pp3c27_6350-Pp3c27_6380intergenic_regionPp3c27_6350-Pp3c27_6380NA NA n.3651404G>TNA NA NA NA NA
Chr27 3805399 G GTA Chr27_3805399_G_GTAG_GTA INDEL 2795.93 1 1 0 1 0 1 2 0 12 23 12 15 10 9 26 9 13 21 16 16 31 19 13 23 15 15 10 9 0 0 0 0 0 0 0.065 0 0.923 1 0.8 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c27_6600Pp3c27_6600transcript PAC:32951687protein_codingNA c.-4768_-4767insTANA NA NA NA 4768
Chr27 3805399 G GTA Chr27_3805399_G_GTAG_GTA INDEL 2795.93 1 1 0 1 0 1 2 0 12 23 12 15 10 9 26 9 13 21 16 16 31 19 13 23 15 15 10 9 0 0 0 0 0 0 0.065 0 0.923 1 0.8 1 1 1 0 7 7 1 7 0 0 upstream_gene_variantMODIFIER Pp3c27_6600Pp3c27_6600transcript PAC:32951688protein_codingNA c.-4768_-4767insTANA NA NA NA 4601
Chr27 3805399 G GTA Chr27_3805399_G_GTAG_GTA INDEL 2795.93 1 1 0 1 0 1 2 0 12 23 12 15 10 9 26 9 13 21 16 16 31 19 13 23 15 15 10 9 0 0 0 0 0 0 0.065 0 0.923 1 0.8 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c27_6610Pp3c27_6610transcript PAC:32952279protein_codingNA c.*502_*503insTANA NA NA NA 23
Chr27 3805399 G GTA Chr27_3805399_G_GTAG_GTA INDEL 2795.93 1 1 0 1 0 1 2 0 12 23 12 15 10 9 26 9 13 21 16 16 31 19 13 23 15 15 10 9 0 0 0 0 0 0 0.065 0 0.923 1 0.8 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c27_6610Pp3c27_6610transcript PAC:32952280protein_codingNA c.*502_*503insTANA NA NA NA 42
Chr27 3805399 G GTA Chr27_3805399_G_GTAG_GTA INDEL 2795.93 1 1 0 1 0 1 2 0 12 23 12 15 10 9 26 9 13 21 16 16 31 19 13 23 15 15 10 9 0 0 0 0 0 0 0.065 0 0.923 1 0.8 1 1 1 0 7 7 1 7 0 0 downstream_gene_variantMODIFIER Pp3c27_6610Pp3c27_6610transcript PAC:32952281protein_codingNA c.*502_*503insTANA NA NA NA 46
Chr27 3805399 G GTA Chr27_3805399_G_GTAG_GTA INDEL 2795.93 1 1 0 1 0 1 2 0 12 23 12 15 10 9 26 9 13 21 16 16 31 19 13 23 15 15 10 9 0 0 0 0 0 0 0.065 0 0.923 1 0.8 1 1 1 0 7 7 1 7 0 0 intergenic_regionMODIFIER Pp3c27_6610-Pp3c27_6670Pp3c27_6610-Pp3c27_6670intergenic_regionPp3c27_6610-Pp3c27_6670NA NA n.3805399_3805400insTANA NA NA NA NA
Chr27 3822779 CT C Chr27_3822779_CT_CCT_C INDEL 13645.59 25 5 6 22 13 18 21 17 21 22 5 7 11 9 25 5 6 22 13 18 21 17 21 22 5 7 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6610-Pp3c27_6670Pp3c27_6610-Pp3c27_6670intergenic_regionPp3c27_6610-Pp3c27_6670NA NA n.3822780delTNA NA NA NA NA
Chr27 3822797 TC T Chr27_3822797_TC_TTC_T INDEL 14974.59 29 4 7 19 12 17 21 17 25 18 5 12 11 9 29 4 7 19 12 17 21 17 25 18 5 12 11 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6610-Pp3c27_6670Pp3c27_6610-Pp3c27_6670intergenic_regionPp3c27_6610-Pp3c27_6670NA NA n.3822798delCNA NA NA NA NA
Chr27 3822801 A T Chr27_3822801_A_TA_T SNP 14770.63 26 4 5 19 14 17 22 17 25 17 5 12 11 10 26 4 5 19 14 17 22 17 25 17 5 12 11 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6610-Pp3c27_6670Pp3c27_6610-Pp3c27_6670intergenic_regionPp3c27_6610-Pp3c27_6670NA NA n.3822801A>TNA NA NA NA NA
Chr27 3822824 A T Chr27_3822824_A_TA_T SNP 13748.63 25 5 5 21 17 20 17 15 24 14 8 13 10 12 25 5 5 21 17 20 17 15 24 14 8 13 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6610-Pp3c27_6670Pp3c27_6610-Pp3c27_6670intergenic_regionPp3c27_6610-Pp3c27_6670NA NA n.3822824A>TNA NA NA NA NA
Chr27 3822849 TA T Chr27_3822849_TA_TTA_T INDEL 14313.59 26 12 4 19 16 17 19 11 16 14 12 9 7 10 26 12 4 19 16 17 19 11 16 14 12 9 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6610-Pp3c27_6670Pp3c27_6610-Pp3c27_6670intergenic_regionPp3c27_6610-Pp3c27_6670NA NA n.3822850delANA NA NA NA NA
Chr27 3822859 TC T Chr27_3822859_TC_TTC_T INDEL 15160.59 30 14 4 22 17 17 21 15 18 17 14 14 7 10 30 14 4 22 17 17 21 15 18 17 14 14 7 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6610-Pp3c27_6670Pp3c27_6610-Pp3c27_6670intergenic_regionPp3c27_6610-Pp3c27_6670NA NA n.3822860delCNA NA NA NA NA
Chr27 3825673 G GT Chr27_3825673_G_GTG_GT INDEL 20329.59 39 18 15 28 27 30 26 20 32 19 18 13 9 10 39 18 15 28 27 30 26 20 32 19 18 13 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6610-Pp3c27_6670Pp3c27_6610-Pp3c27_6670intergenic_regionPp3c27_6610-Pp3c27_6670NA NA n.3825673_3825674insTNA NA NA NA NA
Chr27 3825681 G GA Chr27_3825681_G_GAG_GA INDEL 20780.59 39 20 15 27 28 28 26 19 31 18 18 14 9 10 39 20 15 27 28 28 26 19 31 18 18 14 9 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6610-Pp3c27_6670Pp3c27_6610-Pp3c27_6670intergenic_regionPp3c27_6610-Pp3c27_6670NA NA n.3825681_3825682insANA NA NA NA NA
Chr27 3825685 G GA Chr27_3825685_G_GAG_GA INDEL 20196.59 39 19 15 27 29 25 24 22 33 18 19 16 9 8 39 19 15 27 29 25 24 22 33 18 19 16 9 8 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_6610-Pp3c27_6670Pp3c27_6610-Pp3c27_6670intergenic_regionPp3c27_6610-Pp3c27_6670NA NA n.3825685_3825686insANA NA NA NA NA
Chr27 3922525 A AAT Chr27_3922525_A_AATA_AAT INDEL 2618.24 1 1 0 14 8 20 20 14 0 0 1 0 1 0 15 7 13 15 8 23 20 15 12 16 9 6 11 4 0 0 0 0.933 1 0.87 1 0.933 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c27_6710-Pp3c27_6760Pp3c27_6710-Pp3c27_6760intergenic_regionPp3c27_6710-Pp3c27_6760NA NA n.3922525_3922526insATNA NA NA NA NA
Chr27 4184756 C T Chr27_4184756_C_TC_T SNP 5820.29 0 0 0 25 15 23 36 17 0 0 0 0 0 0 24 19 16 26 15 24 36 17 25 26 17 12 12 9 0 0 0 0.962 1 0.958 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c27_7020-Pp3c27_7100Pp3c27_7020-Pp3c27_7100intergenic_regionPp3c27_7020-Pp3c27_7100NA NA n.4184756C>TNA NA NA NA NA
Chr27 4197375 G GA Chr27_4197375_G_GAG_GA INDEL 14811.59 33 14 12 34 23 30 20 25 18 21 16 14 15 9 33 14 12 34 23 30 20 25 18 21 16 14 15 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_7020-Pp3c27_7100Pp3c27_7020-Pp3c27_7100intergenic_regionPp3c27_7020-Pp3c27_7100NA NA n.4197375_4197376insANA NA NA NA NA
Chr27 4303749 C A Chr27_4303749_C_AC_A SNP 22782.63 37 18 19 30 15 45 29 23 17 17 14 17 11 12 37 18 19 30 15 45 29 23 17 17 14 17 11 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_7170-Pp3c27_7220Pp3c27_7170-Pp3c27_7220intergenic_regionPp3c27_7170-Pp3c27_7220NA NA n.4303749C>ANA NA NA NA NA
Chr27 4303757 T TA Chr27_4303757_T_TAT_TA INDEL 22756.59 35 17 20 30 16 40 28 25 16 18 13 15 10 12 35 17 20 30 16 40 28 25 16 18 13 15 10 12 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_7170-Pp3c27_7220Pp3c27_7170-Pp3c27_7220intergenic_regionPp3c27_7170-Pp3c27_7220NA NA n.4303757_4303758insANA NA NA NA NA
Chr27 4442090 G T Chr27_4442090_G_TG_T SNP 15816.63 17 9 13 20 23 22 22 28 18 20 12 11 13 9 17 9 13 20 23 22 22 28 18 20 12 11 13 9 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 intergenic_regionMODIFIER Pp3c27_7380-Pp3c27_7430Pp3c27_7380-Pp3c27_7430intergenic_regionPp3c27_7380-Pp3c27_7430NA NA n.4442090G>TNA NA NA NA NA
Chr27 4608859 A AAT Chr27_4608859_A_AATA_AAT INDEL 2874.93 1 1 0 0 0 0 0 0 17 17 13 15 13 6 24 11 6 15 19 24 28 12 17 17 13 17 14 6 0 0 0 0 0 0 0 0 1 1 1 0.882 0.929 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c27_7710Pp3c27_7710transcript PAC:32951830protein_codingNA c.-3735_-3734insATNA NA NA NA 3517
Chr27 4608859 A AAT Chr27_4608859_A_AATA_AAT INDEL 2874.93 1 1 0 0 0 0 0 0 17 17 13 15 13 6 24 11 6 15 19 24 28 12 17 17 13 17 14 6 0 0 0 0 0 0 0 0 1 1 1 0.882 0.929 1 0 7 7 0 7 0 0 upstream_gene_variantMODIFIER Pp3c27_7710Pp3c27_7710transcript PAC:32951831protein_codingNA c.-3735_-3734insATNA NA NA NA 3553
Chr27 4608859 A AAT Chr27_4608859_A_AATA_AAT INDEL 2874.93 1 1 0 0 0 0 0 0 17 17 13 15 13 6 24 11 6 15 19 24 28 12 17 17 13 17 14 6 0 0 0 0 0 0 0 0 1 1 1 0.882 0.929 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c27_7700Pp3c27_7700transcript PAC:32952130protein_codingNA c.*2417_*2418insATNA NA NA NA 1907
Chr27 4608859 A AAT Chr27_4608859_A_AATA_AAT INDEL 2874.93 1 1 0 0 0 0 0 0 17 17 13 15 13 6 24 11 6 15 19 24 28 12 17 17 13 17 14 6 0 0 0 0 0 0 0 0 1 1 1 0.882 0.929 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c27_7700Pp3c27_7700transcript PAC:32952131protein_codingNA c.*2417_*2418insATNA NA NA NA 1899
Chr27 4608859 A AAT Chr27_4608859_A_AATA_AAT INDEL 2874.93 1 1 0 0 0 0 0 0 17 17 13 15 13 6 24 11 6 15 19 24 28 12 17 17 13 17 14 6 0 0 0 0 0 0 0 0 1 1 1 0.882 0.929 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c27_7700Pp3c27_7700transcript PAC:32952134protein_codingNA c.*2417_*2418insATNA NA NA NA 1907
Chr27 4608859 A AAT Chr27_4608859_A_AATA_AAT INDEL 2874.93 1 1 0 0 0 0 0 0 17 17 13 15 13 6 24 11 6 15 19 24 28 12 17 17 13 17 14 6 0 0 0 0 0 0 0 0 1 1 1 0.882 0.929 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c27_7700Pp3c27_7700transcript PAC:32952132protein_codingNA c.*2417_*2418insATNA NA NA NA 1897
Chr27 4608859 A AAT Chr27_4608859_A_AATA_AAT INDEL 2874.93 1 1 0 0 0 0 0 0 17 17 13 15 13 6 24 11 6 15 19 24 28 12 17 17 13 17 14 6 0 0 0 0 0 0 0 0 1 1 1 0.882 0.929 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c27_7700Pp3c27_7700transcript PAC:32952133protein_codingNA c.*2417_*2418insATNA NA NA NA 1602
Chr27 4608859 A AAT Chr27_4608859_A_AATA_AAT INDEL 2874.93 1 1 0 0 0 0 0 0 17 17 13 15 13 6 24 11 6 15 19 24 28 12 17 17 13 17 14 6 0 0 0 0 0 0 0 0 1 1 1 0.882 0.929 1 0 7 7 0 7 0 0 downstream_gene_variantMODIFIER Pp3c27_7700Pp3c27_7700transcript PAC:32952135protein_codingNA c.*2417_*2418insATNA NA NA NA 1898
Chr27 4608859 A AAT Chr27_4608859_A_AATA_AAT INDEL 2874.93 1 1 0 0 0 0 0 0 17 17 13 15 13 6 24 11 6 15 19 24 28 12 17 17 13 17 14 6 0 0 0 0 0 0 0 0 1 1 1 0.882 0.929 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c27_7700-Pp3c27_7710Pp3c27_7700-Pp3c27_7710intergenic_regionPp3c27_7700-Pp3c27_7710NA NA n.4608859_4608860insATNA NA NA NA NA
Chr27 4647279 A AAT Chr27_4647279_A_AATA_AAT INDEL 3691.24 0 1 0 20 15 21 29 25 0 0 0 0 0 0 14 10 11 21 15 21 29 25 12 13 11 8 6 7 0 0 0 0.952 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c27_7820Pp3c27_7820transcript PAC:32952096protein_codingNA c.-750_-749insATNA NA NA NA 580
Chr27 4647279 A AAT Chr27_4647279_A_AATA_AAT INDEL 3691.24 0 1 0 20 15 21 29 25 0 0 0 0 0 0 14 10 11 21 15 21 29 25 12 13 11 8 6 7 0 0 0 0.952 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c27_7830Pp3c27_7830transcript PAC:32952282protein_codingNA c.-3094_-3093insATNA NA NA NA 1660
Chr27 4647279 A AAT Chr27_4647279_A_AATA_AAT INDEL 3691.24 0 1 0 20 15 21 29 25 0 0 0 0 0 0 14 10 11 21 15 21 29 25 12 13 11 8 6 7 0 0 0 0.952 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c27_7820Pp3c27_7820transcript PAC:32952097protein_codingNA c.-750_-749insATNA NA NA NA 559
Chr27 4647279 A AAT Chr27_4647279_A_AATA_AAT INDEL 3691.24 0 1 0 20 15 21 29 25 0 0 0 0 0 0 14 10 11 21 15 21 29 25 12 13 11 8 6 7 0 0 0 0.952 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c27_7830Pp3c27_7830transcript PAC:32952283protein_codingNA c.-3094_-3093insATNA NA NA NA 1660
Chr27 4647279 A AAT Chr27_4647279_A_AATA_AAT INDEL 3691.24 0 1 0 20 15 21 29 25 0 0 0 0 0 0 14 10 11 21 15 21 29 25 12 13 11 8 6 7 0 0 0 0.952 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 upstream_gene_variantMODIFIER Pp3c27_7830Pp3c27_7830transcript PAC:32952284protein_codingNA c.-3094_-3093insATNA NA NA NA 1744
Chr27 4647279 A AAT Chr27_4647279_A_AATA_AAT INDEL 3691.24 0 1 0 20 15 21 29 25 0 0 0 0 0 0 14 10 11 21 15 21 29 25 12 13 11 8 6 7 0 0 0 0.952 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c27_7810Pp3c27_7810transcript PAC:32951652protein_codingNA c.*4013_*4014insATNA NA NA NA 3239
Chr27 4647279 A AAT Chr27_4647279_A_AATA_AAT INDEL 3691.24 0 1 0 20 15 21 29 25 0 0 0 0 0 0 14 10 11 21 15 21 29 25 12 13 11 8 6 7 0 0 0 0.952 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c27_7810Pp3c27_7810transcript PAC:32951653protein_codingNA c.*4013_*4014insATNA NA NA NA 3951
Chr27 4647279 A AAT Chr27_4647279_A_AATA_AAT INDEL 3691.24 0 1 0 20 15 21 29 25 0 0 0 0 0 0 14 10 11 21 15 21 29 25 12 13 11 8 6 7 0 0 0 0.952 1 1 1 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c27_7820-Pp3c27_7830Pp3c27_7820-Pp3c27_7830intergenic_regionPp3c27_7820-Pp3c27_7830NA NA n.4647279_4647280insATNA NA NA NA NA
Chr27 4836074 G T Chr27_4836074_G_TG_T SNP 10380.29 20 11 15 0 0 1 0 0 16 30 10 21 11 17 20 11 15 20 28 39 38 25 18 30 10 21 11 17 1 1 1 0 0 0 0 0 0.889 1 1 1 1 1 0 10 10 0 7 0 3 intergenic_regionMODIFIER Pp3c27_7919-Pp3c27_8050Pp3c27_7919-Pp3c27_8050intergenic_regionPp3c27_7919-Pp3c27_8050NA NA n.4836074G>TNA NA NA NA NA
Chr27 4899384 T TTA Chr27_4899384_T_TTAT_TTA INDEL 3358.24 0 0 0 26 6 18 23 19 0 0 0 0 0 0 27 13 9 27 6 18 26 19 19 25 11 14 7 10 0 0 0 0.963 1 1 0.885 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c27_8050Pp3c27_8050transcript PAC:32952337protein_codingNA c.*2086_*2087insTANA NA NA NA 1551
Chr27 4899384 T TTA Chr27_4899384_T_TTAT_TTA INDEL 3358.24 0 0 0 26 6 18 23 19 0 0 0 0 0 0 27 13 9 27 6 18 26 19 19 25 11 14 7 10 0 0 0 0.963 1 1 0.885 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c27_8050Pp3c27_8050transcript PAC:32952339protein_codingNA c.*2086_*2087insTANA NA NA NA 1545
Chr27 4899384 T TTA Chr27_4899384_T_TTAT_TTA INDEL 3358.24 0 0 0 26 6 18 23 19 0 0 0 0 0 0 27 13 9 27 6 18 26 19 19 25 11 14 7 10 0 0 0 0.963 1 1 0.885 1 0 0 0 0 0 0 0 5 5 0 0 5 0 downstream_gene_variantMODIFIER Pp3c27_8050Pp3c27_8050transcript PAC:32952338protein_codingNA c.*2086_*2087insTANA NA NA NA 1551
Chr27 4899384 T TTA Chr27_4899384_T_TTAT_TTA INDEL 3358.24 0 0 0 26 6 18 23 19 0 0 0 0 0 0 27 13 9 27 6 18 26 19 19 25 11 14 7 10 0 0 0 0.963 1 1 0.885 1 0 0 0 0 0 0 0 5 5 0 0 5 0 intergenic_regionMODIFIER Pp3c27_7919-Pp3c27_8050Pp3c27_7919-Pp3c27_8050intergenic_regionPp3c27_7919-Pp3c27_8050NA NA n.4899384_4899385insTANA NA NA NA NA



Chr27 4975439 T C Chr27_4975439_T_CT_C SNP 14951.63 26 22 4 16 8 19 32 15 19 20 11 17 9 15 26 22 4 16 8 19 32 15 19 20 11 17 9 15 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c27_8249Pp3c27_8249transcript PAC:32951427protein_coding 01-janv c.-496T>C NA NA NA NA 496
Chr27 5115871 G A Chr27_5115871_G_AG_A SNP 5299.98 0 0 0 0 0 0 0 0 23 27 6 23 14 19 30 12 14 21 15 21 28 24 23 27 6 23 14 19 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 7 7 0 7 0 0 intergenic_regionMODIFIER Pp3c27_8410-Pp3c27_8510Pp3c27_8410-Pp3c27_8510intergenic_regionPp3c27_8410-Pp3c27_8510NA NA n.5115871G>ANA NA NA NA NA
Chr27 5293799 G C Chr27_5293799_G_CG_C SNP 19404.63 23 19 12 27 22 26 26 16 28 26 17 15 10 10 23 19 12 27 22 26 26 16 28 26 17 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 5_prime_UTR_variantMODIFIER Pp3c27_8831Pp3c27_8831transcript PAC:32951939protein_coding 01-janv c.-44G>C NA NA NA NA 44
Chr27 5293799 G C Chr27_5293799_G_CG_C SNP 19404.63 23 19 12 27 22 26 26 16 28 26 17 15 10 10 23 19 12 27 22 26 26 16 28 26 17 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_8820Pp3c27_8820transcript PAC:32951440protein_codingNA c.*2443G>C NA NA NA NA 2269
Chr27 5293799 G C Chr27_5293799_G_CG_C SNP 19404.63 23 19 12 27 22 26 26 16 28 26 17 15 10 10 23 19 12 27 22 26 26 16 28 26 17 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_8810Pp3c27_8810transcript PAC:32952256protein_codingNA c.*2443G>C NA NA NA NA 2443
Chr27 5293799 G C Chr27_5293799_G_CG_C SNP 19404.63 23 19 12 27 22 26 26 16 28 26 17 15 10 10 23 19 12 27 22 26 26 16 28 26 17 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_8840Pp3c27_8840transcript PAC:32952326protein_codingNA c.*721C>G NA NA NA NA 721
Chr27 5293799 G C Chr27_5293799_G_CG_C SNP 19404.63 23 19 12 27 22 26 26 16 28 26 17 15 10 10 23 19 12 27 22 26 26 16 28 26 17 15 10 10 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 15 15 0 7 5 3 downstream_gene_variantMODIFIER Pp3c27_8810Pp3c27_8810transcript PAC:32952257protein_codingNA c.*4609G>C NA NA NA NA 4609


