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Figure S1. MASTL expression correlates with β3-integrin (ITGB3)-positive breast cancers, Related to Figure 1. 

A) Patient median age, breast tumour size, Ki-67 expression, histological grade/type, p53 expression, and axillary nodal 

status among MASTL-negative and -positive patients in the FinHer series. B) Tumour size, axillary nodal status, 

histological type/grade, hormone receptor (ER, PR) expression, HER2 status, Ki-67 expression, and p53 expression 

among ITGB3-negative and -positive patients. C) Survival of FinHer patients with negative (MASTL-), or high 

(MASTL+) MASTL expression. Kaplan–Meier survival-table method and log-rank test. 

 



 



Figure S2. High MASTL levels correlate with OCT1 and mammosphere formation, Related to Figure 2. A) MASTL 

expression in breast cancer cell lines with high or low ITGB3 expression based on Cancer Cell Line Encyclopedia (CCLE) 

data, unpaired t-test. B) Western blotting of OCT1, MASTL, and GAPDH in MDA-MB-436 cells grown as a monolayer 

(2D) or in mammosphere culture conditions. C) Relative protein expression of MASTL to GAPDH, experimental setup 

shown in A. (n=3 biologically independent experiments, unpaired t-test, mean ± SD). D) Predicted binding sites for OCT1 

in the promoter region of MASTL based on the consensus binding sequence TGCAAA. E) Western blotting of MASTL 

and GAPDH in tetracycline-inducible shControl or shMASTL#3 MDA-MB-231 cells pretreated with tetracycline (1 

μg/ml) for 5 days. F) Western blotting of MASTL and GAPDH in siControl, siMASTL#6 and siMASTL#7 treated MDA-

MB-436 cells after 48 hours. G) Representative images of siControl, siMASTL#6 and siMASTL#7 treated MDA-MB-

436 cells grown 5 days in mammosphere culture conditions and stained with Calcein (Nikon Eclipse Ti-E widefield 

microscope, Hamamatsu Orca C13440 Flash 4.0 ERG [b/w] sCMOS camera and Plan Apo lambda 20×/0.80, WD 1,000-

μm objective). H) Average mammosphere size (average ferret diameter of spheres in μm) and sphere number/1000 cells 

plated, experimental setup shown in E. (n=3 biologically independent experiments, 8 replicate wells/experiment, unpaired 

t-test, mean ± SEM). I) Representative flow cytometry histograms of CD24 expression in tetracycline-induced (4 days) 

shControl and shMASTL#3 MDA-MB-231 cells. 

 

 

 

Figure S3. MASTL is highly expressed in pluripotent stem cells and supports pluripotency, Related to Figure 3.  

A) Immunostaining of MASTL, SOX2 (pluripotency indicator), and DAPI in hiPSCs and in differentiated fibroblasts, 

Scale bar, 10 µm. B) Crystal violet staining of hiPSC colonies and differentiated fibroblasts treated with DMSO or GKI-

1 (2.5-100 µM) for 24h. C) Relative Crystal violet intensity, experimental setup shown in E. (n=3 biologically 

independent experiments, unpaired t-test, mean ± SEM). D) Western blotting of MASTL, OCT4, NANOG, and GAPDH 

in hiPSCs treated with DMSO or GKI-1 (2.5-3.5 µM) for 48h. 



 

Figure S4. MASTL depletion influences stem-cell-associated surface proteins, Related to Figure 4. A) Comparison 

of the significantly altered surface proteins, surfaceome (SILAC siMastl/siControl Ratio >0.5/<-0.5) to previously 

published (Taskinen et al., 2020) transcriptional changes, mRNA, (FDR < 0.05) measured with Illumina HT-12 and total 

protein levels, proteome (SILAC siMastl/siControl Ratio (log2)  >0.5/<-0.5) in MASTL-silenced cells. N.A (not 

applicable based on the parameters set in the analysis).  

 

 

Figure S5. MASTL effect on TGFBR1 and TGFBR3, Related to Figure 5. A-B) Relative mRNA expression of 

TGFBR1 or TGFBR3 in siControl, siMASTL#6 and siMASTL#7 treated MDA-MB-231 cells after 48 hours (n=4-5 

biologically independent experiments, unpaired t-test, mean ± SD). 


