Figure S1: gRNA38-guided editing in MIR482a_A04 (1 mismatch) and
MIR482c_DO04 (0 mismatch) in M482-26-1 (T,)

A04: -30 bp PAM gRNA3S8 (in reverse orientation)
ghr-miR482a_AD4 TGGGTGGAAAGATTTGTA-TTTT-CTCTCT-TGATTTTCTAAGAATGTAAAGCAAATCTTTCCTACTCCTCCCA- TACCACTTATTTCCAGTT-CTTCCT

Consensus TGGGTGGAAAGATTTGTA-TTTT-CTCTCT-TGATTTT

------------------------------ CTCCCA-TACCACTTATTTCCAGTT-CTTCCT

DO04: -8 bp and -2 bp PAM ¢ gRNA38 (in reverse orientation)

ghr-miR482c_D04 3AAAGATTTGTATTTTCTCTCTTGATTTTCCAAGAATCTAAAGCAAATCTTTCCTACTCCTCCCATTCCACTTATTTCCAGTTCTTCCTCTCCA-TTTCT

Consensus AAAGATTTGTATTTTCTCTCTTGATTTTCCAAGAATGTAAAGCAAATCTTTCCTA------=-- ATTCCACTTATTTCCAGTTCTTCCTCTCCA-TTTCT




Figure S2: gRNA35-guided editing in MIR482b_A13 (0 mismatch) and
MIR482b_D13 (0 mismatch) in M482-13-1 (T,)

A13:-4bp and -5 bp gRNA35 l PAM
ghr-miR482b_A13 GAAGGAGCTTAGGATTCTAGAAAGCTCGTGGGATGEGT GAGGGEGGTAAGACAATGGACTGTTTCAGTC-TTTTGGAAACAGAAATAAAGAAGAAGGBLCTG

Consensus GAAGGAGCTTAGGATTCTAGAAAGCTCGTGGGATGGGTGAGGGGGT -~ -CAATGGACTGTTTCAGTC- TTTTGGAAACAGAAATAAAGAAGAAGGCTG

D13: WT gRNA35 ¢ PAM
ghr-miR482b_D13 ;TTAGGATTCTAGGAAGCTCGTGGGATGGGTGA- GGOGG- TCAG- A- CAATGGACTGTTTCAGT-CTTTTGGAAAC- AAACAAAGAAGAAGGCTGGTT'

Consensus s TTAGGATTCTAGGAAGCTCGTGGGATGGGTGA- GGGGG- TCAG- A-CAATGGACTGTTTCAGT-CTTTTGGAAAC- AAACAAAGAAGAAGGCTGGTT”




Figure S3: Comparison of the secondary structures of MIR482a and MIR482c before
and after editing by gRNA38.
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Figure S4: Comparison of the secondary structures of MIR482k before and after
editing by gRNA50.
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