PCA: top 1000 variable proteins
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BP terms

mitochondrial gene expression
cellular protein complex disassembly
quinone biosynthetic process

mitochondrial respiratory chain complex
assembly

cellular respiration

ribonucleoprotein complex subunit
organization

ribonucleoprotein complex biogenesis
RNA splicing

cotranslational protein targeting to
membrane

nuclear-transcribed mRNA catabolic
process, nonsense-mediated decay

translational initiation
viral transcription

o positive regulation of response to DNA
damage stimulus
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IDH2
IVNS1ABP
MTHFD1L
PRPF31
DKFZ1p686E2459
PWP
STK38L
STK38
EIF4B
WDR77
JAK1

PPM1B
C11orfg4
SPIN1

CC terms

mitochondrial matrix ™
mitochondrial inner membrane

nucleoid

extrinsic component of membrane
methyltransferase complex

structural constituent of ribosome
rRNA binding
ribonucleoprotein complex binding
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polysome
focal adhesion CoV2 CoV1
postsynaptic density

integral component of endoplasmic
reticulum membrane

ligase activity
cadherin binding
mRNA 5'-UTR binding
@ translation regulator activity
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