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Community-1 T5473C C8782T T11418C C25490T T28144C
C28926T

Community-2  T490A C8782T C24034T T26729C
G28077C
T28144C
C28369T

Community-3 T1564C C22264T 25518delT
25532delT
25533delT

G26144T
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