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Appendix Figure S1. Alignment of Gid4 and Gid10

Sequence alignment of Gid4 and Gid10 based on the structure of Gid4 (PDB: 7NS3). The
alignment was generated using hierarchical clustering-based multiple sequence alignment
(ESPript 3.0). Here beta strands are indicated with arrows and alpha helices are shown as
coils. The residues displayed in white within red boxes indicate strict identity and the ones
displayed in red inside black-framed boxes indicate similarity.
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