
 

 

 

\Supplementary Figure 1: Forest plot of the pooled proportion of MDR in Enterococcus spp. in human 



 

Supplementary Figure 2: Forest plot of the pooled proportion of MDR E. coli. from all sources (human, animal, 

environment or food).  
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Supplementary Figure 3: Forest plot of the pooled proportion of MDR Klebsiella spp. from human, environment 

or food sources.  
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Supplementary Figure 4: Forest plot of the pooled proportion of MDR Enterobacter spp. from human, 

environment or food sources.  
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Supplementary Figure 5: Forest plot of the pooled proportion of MDR Citrobacter spp. from human, 

environment or food sources.  
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Supplementary Figure 6: Forest plot of the pooled proportion of MDR Salmonella spp. from humans, animals, 

and environment/food sources.  
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Supplementary Figure 7: Forest plot of the pooled proportion of MDR Shigella spp. from humans, animals, and 

environment/food sources.  
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Supplementary Figure 8: Forest plot of the pooled proportion of MDR Proteus spp. from human sources  
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Supplementary Figure 9: Forest plot of the pooled proportion of MDR Serattia spp. from human sources 
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Supplementary Figure 10: Forest plot of the pooled proportion of MDR Acinetobacter spp. from human sources. 
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Supplementary Figure 11: Forest plot of the pooled proportion of MDR Pseudomonas spp from human, 

environment/food sources.  
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Supplementary Figure 12: Forest plot of the pooled proportion of MDR N. gonorrhoae from human sources. 
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Supplementary Figure 13: Forest plot of the pooled proportion of MDR N. meningitidis from human sources. 
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Supplementary Figure 14: Forest plot of the pooled proportion of MDR H. influenzae from human sources. 
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