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\Supplementary Figure 1: Forest plot of the pooled proportion of MDR in Enterococcus spp. in human
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Supplementary Figure 2: Forest plot of the pooled proportion of MDR E. coli. from all sources (human, animal,
environment or food).
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Supplementary Figure 3: Forest plot of the pooled proportion of MDR Kilebsiella spp. from human, environment
or food sources.
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Supplementary Figure 4: Forest plot of the pooled proportion of MDR Enterobacter spp. from human,

environment or food sources.
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Supplementary Figure 5: Forest plot of the pooled proportion of MDR Citrobacter spp. from human,
environment or food sources.
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Supplementary Figure 6: Forest plot of the pooled proportion of MDR Salmonella spp. from humans, animals,
and environment/food sources.
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Supplementary Figure 7: Forest plot of the pooled proportion of MDR Shigella spp. from humans, animals, and

environment/food sources.



Overall (I1"2 =57.50%, p = 0.01

Study

Getahun et al. (2017)
Gebremariam et al. (2019)
Alemayohu et al. (2019)
Teweldemedhin et al. (2017)m

Proteus spp MDR

%
ES(95% Cl)  Weight

. 0.50 (0.01, 0.99)5.46

. 0.50 (0.01, 0.99)5.46
- = 0.63 (0.35, 0.85)12.94

Mulu et al. (2017)

Balyhun et al. (2018)
Gesesse et al. (2017)
Molla et al. (2019)
Teklu et al. (2019)
Mamuye, (2016)
Diriba et al. (2020)

0.00 (0.00, 0.71)6.78

- 0.50 (0.07, 0.93)7.83

= 0.40 (0.05, 0.85)8.69

f  1.00 (0.54, 1.00)9.40
. 0.50 (0.26, 0.74)13.29
J m 1.00 (0.48, 1.00)8.69

- ﬁ 0.25 (0.03, 0.65)10.52

» ﬁ 0.33 (0.07, 0.70)10.96

e 0.54 (0.34, 0.75)100.00

T T T \

.25 5 .
Proportion

Supplementary Figure 8: Forest plot of the pooled proportion of MDR Proteus spp. from human sources
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Supplementary Figure 9: Forest plot of the pooled proportion of MDR Serattia spp. from human sources
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Supplementary Figure 10: Forest plot of the pooled proportion of MDR Acinetobacter spp. from human sources.
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Supplementary Figure 11: Forest plot of the pooled proportion of MDR Pseudomonas spp from human,

environment/food sources.
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Supplementary Figure 12: Forest plot of the pooled proportion of MDR N. gonorrhoae from human sources.
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Supplementary Figure 13: Forest plot of the pooled proportion of MDR N. meningitidis from human sources.
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Supplementary Figure 14: Forest plot of the pooled proportion of MDR H. influenzae from human sources.



