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Figure S1. Venn diagram of the number of peptides observed in the IT100T90 and IT100T100 
parameters.  
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Figure S2. Comparison of the number of identified proteins by different search engines. The search 
engines were used Scafold DIA and DIA-NN. 
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Figure S3. A mouse model of repeated social defeat stress (R-SDS). (A) The time schedule of animal 
experiments in this study. Male C57BL/6N mice received social defeat stress through an encounter 
with an aggressor Institute of Cancer Research (ICR) mouse for 10 min daily for 10 consecutive days, 
and the depressive-like and anxiety-like behaviors of these stressed mice and control mice were 
evaluated using two behavioral tests, namely the social interaction test and the elevated plus maze test. 
(B) A behavioral chamber used in social interaction test. After R-SDS, defeated and control mice were 
placed in the chamber with a novel ICR mouse enclosed in a metal meshwork placed at one end of the 
chamber. The experimental mice were allowed to freely explore the chamber for 150 s. The area at the 
opposite side of the metal meshwork was defined as an avoidance zone, and the time spent in this zone 
was measured as an index for depressive-like behaviors. (C) Time spent in the avoidance zone in the 
social interaction test. Values are expressed as means ± SEM. *P < 0.05 for Chi-square test (see Main 
text).  
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Figure S4. Principal component analysis of the fecal proteome data in R-SDS model mice and control 
mice. 
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