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Figure S1.

(it has no open reading frame), so no protein feature is

predicted.
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Figure S3.
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Figure S4.



A miR-377 miR-494 B Relative IGF1R expression

- 4
* k%
c 407 e 3
i) N
® 30 n 2
b4 =
"E’_ o 1
s 20 0
o 4
2 10-
s ~ 3
)
Z 0 T 2
NC + - + - 1
miR-377 mimic = + = = r] |-'r-|
miR-494 mimic - - - 4 0
NC + - + -+ -
miR-377 mimic - + - - - - -
miR-377 inhibitor . . + - - - a
miR-494 mimic . . - - 4+ = -
miR-494 inhibitor . . - - - - -
y =-3.2023x + 38.081 D y =-3.572x + 38.421 E y =-3.363x + 36.876
25 - 2 =0.9999 25 2 =0.9999 30+ 2 =0.9999
22 P<0.01 20 - P<0.01 25 | P<0.01
o o o
3197 3 15 3
S 16 - g 10, S 20+
6 13 1 6 5 154
10 A 57
7 T T 1 0 T T 1 10 T T 1
4 6 8 10 4 6 8 10 2 4 6 8
Logio[Mass of the amplification Logi[Mass of the amplification Logic[Mass of the amplification
for miR-377-3p (ng)] for miR-494-3p (ng)] for IGF1R (ng)]
F 3
210007 = pMs273
o
é 600 -
S 400 4
P4
-y 200 -
8 o —“ =

miR-377-3p miR-494-3p IGF1R

Figure S5.



ns
* %k ns

A 22007 T
2150
S 100
©
S 50
o 0
© B+ - - -+ - - -
circVAPA - + - + -+ -+
IGFIRi - - + + - - + +
DMS273 H82
B C * %%
SCR * - -~ - - =
si-circVAPA - + - + 5120 ETTH
IGFIRi - - + + 2 90
sore==— | z ®
I [
SCR + - - -
si-circVAPA - + - +
IGFIRi - - + +
H82
D E
@ Vector
s DMS273 B sh-circVAPA
@ 1.5
o ns
s 1.0
s
4,0.5 *k*
SCR + - - - 2
si-circVAPA - + - + « 0.0
IGF1Ri - - + + & circVAPA VAPA
H82
F SCR+IGF1Ri sh-circVAPA+IGF1Ri
A TR g R & 2

Ki67 5.
IHC

Figure S6.





