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IRES Elements

 
Parameter Index 

Position (start-end) R Score 

129-277 1.577647 

167-315 1.330777 

Open Reading Frame (ORF) No open reading frame is found! 
(Protein length less than 100aa.) 

Protein Feature The possibility of encoding protein is relatively low 
(it has no open reading frame), so no protein feature is 
predicted. 

D

0.0

0.5

1.0

1.5 RNase R-
RNase R+ ***ns

DMS273

circHIPK3 circVAPA 18S rRNA

RNase R-
RNase R+ ***

H82

circHIPK3 circVAPA 18S rRNA
0.0

0.5

1.0

1.5

R
el

at
iv

e 
ex

pr
es

si
on

 

R
el

at
iv

e 
ex

pr
es

si
on

 
ns ns ns

B C

2 4 6 8
10

15

20

25

30

Log10[Mass of the amplification 
for circVAPA (ng)]

y = -3.1987x + 36.582
R²  = 0.9999
P<0.01

C
t v

al
ue

0

200

400

600

C
op

y 
nu

m
be

r p
er

 c
el

l DMS273
H82

circVAPA



Figure S2.
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Figure S3.
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Figure S4.
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