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Fig. S1. NOS2 induces LINE-1 expression and DNA damage.

A Recombinant human DNMT1 activity treated with DEANO compared to vehicle (10 mM NaOH)
treatment. Graph shows mean activity (tsem; n = 3). Significance was calculated by one-way
ANOVA with Dunnett’s multiple comparisons test. Immunoblot showing DNMT1-SNO PTM and
total DNMT1 from rhDNMT1 reacted with DEANO (100 uM) or vehicle for 30 minutes. B Total
cytosine methyltransferase activity from isolated nuclei treated with DEANO. Graph shows mean
activity (xsem; n = 3). Statistical significance from control was determined by one-way ANOVA with
Dunnett’s multiple comparison test and calculated P values are displayed above bars. C Cytometric
histogram of DNMT1 expression in MDA-MB-231 cells treated with DETANO or vehicle and
compared isotype control stained cells. D Graph depicting the mean percentages of gated DNMT1-
positive MDA-MB-231 cells after indicated treatment (£sem; n = 2-4). Gating strategy is shown in
E and F. Statistical significance from control was determined by one-way ANOVA with Dunnett’s
multiple comparisons test. E Gating strategy for obtaining whole (left) and single cells (right) for
DNMT1-PE analysis. F Histogram plots of untreated control MDA-MB-231, DETANO- and 5-
azacytidine-treated cells stained with DNMT1-PE and IgG-PE isotype stained control cells.
DNMT1-PE gating was established from the isotype control as shown by the horizontal bar.G Cell
viability of cell lines treated with DETANO for 48 hours. Data shown are mean values (+tsem; n =
3). H DNMT3A protein expression in MDA-MB-231 cells treated with DETANO (300 pM) or 5-
azacytidine (5 pM) for 48 hours. | Principle component analysis of lllumina MethylationEPIC bead
chip array. J Immunoblot of relative DNMT1 protein expression in MDA-MB-231 cells treated with
vehicle or DETANO and 1 uM ODQ (soluble guanylyl cyclase inhibitor). Graph represents mean
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normalized DNMT1 expression (+sem; n = 4). Significance was calculated by two-way ANOVA with
Sidak multiple comparisons test. K Immunoblot of relative DNMT1 protein expression in MDA-MB-
231 cells treated with DETANO or 8-pCPT-cGMP for 24 hours and compared to untreated cells.
Graph represents mean normalized DNMT1 expression (xsem; n = 4). Statistical significance from
control was determined by one-way ANOVA with Dunnett’s multiple comparison test and calculated
P values are displayed above bars. L Immunoblot of relative TET2 protein expression in MDA-MB-
231 cells cultured with DETANO or vehicle for 48 hours. Graph depicts mean normalized
DNMT1expression levels (xsem; n = 3). Significance was calculated by two-tailed, unpaired t test.
M TET activity from MDA-MB-231 cells treated with vehicle or DETANO for 48 hours. Mean activity
is shown (xsem; n = 4). Significance was calculated by two-tailed, unpaired t test. N 5-
hydroxymethylcytosine content from MDA-MB-231 cells treated with vehicle or DETANO for 48
hours. Data is shown as percent of total cytosine measured and mean percentages are displayed
(xsem; n = 5). Significance was calculated by two-tailed, unpaired t test. O Immunoblot of relative
DNMT1 and Myc-tag expression in MDA-MB-231 cells transiently transfected with empty vector or
Myc-DNMT1 expression plasmid and then cultured with DETANO or vehicle for 48 hours. P 5-
methylcytosine content (B) from cells described in N (B = 5-methylcytosine/total cytosine). Graph
represents mean 5mC content (xsem; n = 4). Significance was calculated by two-way ANOVA with
Sidak multiple comparisons test. Q Representative immunoblot of NOS2 and DNMT1 protein
expression in NOS2-GFP transfected MDA-MB-231 and MCF7 cell lines.
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Fig. $2. Non-canonical S-nitrosothiol (SNO) signaling induces passive DNA demethylation.
A Cell viability of cell lines treated with DETANO for 48 hours. Data shown are mean values (sem;
n = 3). B Relative DNMT3A protein expression in MDA-MB-231 cells treted with DETANO or 5-
azacytidine for 48 hours. C Principle component analysis of lllumina MethylationEPIC bead chip
array. D Immunoblot of relative DNMT1 protein expression in MDA-MB-231 cells treated with
vehicle or DETANO and 1 uM ODQ (soluble guanylyl cyclase inhibitor). Graph represents mean
normalized DNMT1 expression (+sem; n = 4). Significance was calculated by two-way ANOVA with
Sidak multiple comparisons test. E Immunoblot of relative DNMT1 protein expression in MDA-MB-
231 cells treated with DETANO or 8-pCPT-cGMP for 24 hours and compared to untreated cells.
Graph represents mean normalized DNMT1 expression (xsem; n = 4). Statistical significance from
control was determined by one-way ANOVA with Dunnett’s multiple comparison test and calculated
P values are displayed above bars. F Immunoblot of relative TET2 protein expression in MDA-MB-
231 cells cultured with DETANO or vehicle for 48 hours. Graph depicts mean normalized
DNMT1expression levels (xsem; n = 3). Significance was calculated by two-tailed, unpaired t test.
G TET activity from MDA-MB-231 cells treated with vehicle or DETANO for 48 hours. Mean activity
is shown (xsem; n = 4). Significance was calculated by two-tailed, unpaired t test. H 5-
hydroxymethylcytosine content from MDA-MB-231 cells treated with vehicle or DETANO for 48
hours. Data is shown as percent of total cytosine measured and mean percentages are displayed
(xsem; n = 5). Significance was calculated by two-tailed, unpaired t test. | Immunoblot of relative
DNMT1 and Myc-tag expression in MDA-MB-231 cells transiently transfected with empty vector or
Myc-DNMT1 expression plasmid and then cultured with DETANO or vehicle for 48 hours. J 5-
methylcytosine content (B) from cells described in N (B = 5-methylcytosine/total cytosine). Graph
represents mean 5mC content (xsem; n = 4). Significance was calculated by two-way ANOVA with
Sidak multiple comparisons test. K Immunoblots of NOS2 and DNMT1 protein expression in MCF7
and MDA-MB-231 cells 48 hours after transfection with or without NOS-GFP plasmid.
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Fig. $3. SNO signaling induces DNMT1 protein degradation.

A Relative DNMT1 mRNA expression in MDA-MB-231 and MCF7 cells cultured with DETANO or
vehicle for 48 hours. Graph shows mean expression (xsem; n = 3) and significance was calculated
by two-tailed, unpaired t test. B Immunoblot and graph showing relative DNMT1 expression in
MDA-MB-231 cells treated with DETANO and/or MG-132 (10 yM) compared to vehicle control.
Graph shows mean expression (xsem; n = 4) and significance was calculated by two-way ANOVA
with Sidak multiple comparisons test. C Immunoblots of input and Myc-tag immunoprecipitated
lysates from HEK293 cells expressing Myc-DNMT1 and HA-Ubiquitin and treated with vehicle or
DETANO and MG132. Graph shows mean HA normalized to Myc intensities (+tsem; n = 3) and
significance was calculated by two-tailed, unpaired t test.
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Fig. S4. p38-MAPK mediates NOS2-induced DNMT1 degradation.

A Graph depicting the relative number of NOS2-associated upregulated genes (Additional File 1,
Supplementary Table S4) that are either directly or indirectly controlled by p38-MAPK activity
identified from the TRANSFAC database (Additional File 1, Supplementary Table S5). B Graph
depicting the relative number of NOS2-associated upregulated genes (Additional File 1,
Supplementary Table S4) that are controlled by p38-MAPK activity identified from the oPOSSUM
database (Additional File 1, Supplementary Table S6). C Relative contribution of p38-regulated
compared to p38-independent transcription factors in the NOS2-associated gene signature. The
graph depicts Fisher score compared to the number of gene hits from oPOSSUM transcription
factor cluster analysis grouped into p38-independent (grey) and p38-regulated (blue) transcription
factor families. X represent the mean of each group and statistical difference between the means
was calculated by unpaired, two-tailed t test. D Immunoblots of relative phospho-p38
(Thr180/Tyr182) expression in Jurkat and MCF7 cells cultured with DETANO for 48 hours. E
Densitometric analyses of phospho-p38 (Thr180/Tyr182) expression in human cell lines cultured
with DETANO for 48 hours. Data shows mean normalized phospho-p38 expression as fold change
of controls (xsem; n = 3-6). Significance was calculated by one-way ANOVA with Dunnett’s multiple
comparisons test. F Immunoblots of relative DNMT1 and phospho-p38 (Thr180/Tyr182) expression
in MDA-MB-231 cells cultured for 24 hours with or without DETANO or 10 yM SB203580 (p38
inhibitor). G Immunoblot of relative DNMT1 expression in vehicle- or DETANO-treated HEK293
cells expressing wild-type or inactive p38a and compared to mock transfected cells.



2 1 .
-+ FLAGMKK3b(GW) § ' o ] <0000 S0 £ 157 00ss - ossy
- DNMT1 £ o075 33 — LR € 10 ]
3 = 1.0 = 1
E e - 4+ - + FLAGMKK3bGl) 2 I = p38WT
% o050 23 = DT < 0s p38 D168A
== | at/B-tubulin 3 3205 o Y s
-| FLAG c 025 £a g 00
a/B-tubulin H] 8 Actin -+ -4
Phospho-p38 Z 0.00 0.0 FLAG-MKK3b (Glu)
MCF7 FLAG-MKK3b (Glu) FLAG-MKK3b (Glu)
< 257 +p=0.0002 ip: Myc E o F
= | — - = 2
£ + +  Myc-DNMTA -+ - + FLAGMKK3b(Gl) = § 0100700050 - oszgo
E Tl ?ﬁ%ﬁﬂﬂ'},mel ) - e g %?(3)2 3o +
s L : U | - ONMT s 5 0050 . &
£ + o+ MG-132 = 2 o02s{ +
: " - | Actin ] Ty T 2 0.000 —
FLAG-MKK3b (Glu) © et
FLAG-MKK3b (Glu)
=
&
Qc‘?
09978 0.3988 °
H _ 10 — : 0.10 — J = 06842
® 29 = 0 008 g 0.0
£ 01510m oo 2E & E 006 -+ wmkkbEew  F 9%
£ ®E 4 6 0.04 .
300 ®* o ool B2 2f %4+ = o] +%F [ ]rem g o
8 Aphidicoli ~= ' = 0 +
§ phidicolin 0 0.00 El GAPDH ﬁ 0.00 -+
: rey =
N O W) -
FLAG-MKK3b (Glu) v-C"»o\O ‘,ef:\" *
P PN MKK3b (Glu)
N W
Y‘o v-("
Q\' Q\«
2 L
=
: : ©
15 120 240 time (minutes) S 10 15 60 120 720 time (minutes) °
— + — + — + CD3/CD28beads E 0.8 — 4+ — 4+ — + — + EGF(10ng/mL) ® 10
DNMT1 < o064, I -CD3/CD28 [ = £ o8
) @ 04 | = +CD3/CD28 DNMT1 3.
[FT—— R 3 o2 , ERL | ||
-~ w+| phospho-p38 E 0.0 — e ———— | q/B-tubulin Ea- 04
Jurkat s 15 120 240 A = 02
a minutes W e e e e e | a/B-tubulin E 0.0 P
- .- phospho-p38 z 3238
MDA-MB-231 hours

Fig. S5. Direct p38 activation induces passive demethylation.

A Immunoblot of relative DNMT1, phospho-p38 and FLAG-tag expression in MCF7 cells
transfected with control or FLAG-MKK3b (Glu) plasmids. Graphs depict mean normalized DNMT1
and phospho-p38 expression (xsem; n = 3) and significance was calculated by two-tailed, unpaired
t test. B Immunoblot of relative DNMT1 expression in HEK293 cells co-transfected with either
control or FLAG-MKK3b (Glu) plasmids and either wild-type or inactive p38. Graph shows mean
normalized DNMT1 expression (tsem; n = 3) and significance was calculated by two-way ANOVA
with Sidak’s multiple comparisons test. C Relative DNMT1 mRNA expression in HEK293 cells
transfected with control or MKK3b (Glu) plasmids. Graph depicts mean expression values (tsem;
n = 3). Significance was calculated by two-tailed, unpaired t test. D Immunoblots showing DNMT1
ubiquitination in control or MKK3b (Glu) expressing HEK293 cells. Cells were co-transfected with
Myc-DNMT1, HA-ubiquitin and either control or FLAG-MKK3b (Glu) and incubated with MG132 for
3 hours. E Immunoblot of relative DNMT1 expression in control or MKK3b (Glu) expressing
HEK293 cells treated with vehicle or MG132 for 3 hours. Graph shows mean normalized DNMT1
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expression (xsem; n = 3) and significance was calculated by two-way ANOVA with Sidak’s multiple
comparisons test. F 5-methylcytosine content from HEK293 cells co-transfected with control or
MKK3b (Glu) and wild-type or inactive mutant p38 expression plasmids. Graph shows mean values
(xsem; n = 6) and significance was calculated by two-way ANOVA with Sidak’s multiple
comparisons test. G 5-methylcytosine content from HEK293 cells transfected with either control or
MKK3b (Glu) plasmids and incubated with or without aphidicolin. Graph shows mean values (sem;
n = 6) and significance was calculated by two-way ANOVA with Sidak’s multiple comparisons test.
H TET enzymatic activity from cells transfected with control or MKK3b (Glu) plasmids. Graph shows
mean activity (xsem; n = 3) and significance was calculated by two-tailed, unpaired t test. | 5-
hydroxymethylcytosine content from HEK293 cells transfected with either control or MKK3b (Glu)
plasmids. Graph shows mean activity (xsem; n = 6) and significance was calculated by two-tailed,
unpaired t test. J Immunoblot of TET2 expression in HEK293 cells transfected with either control
or MKK3b (Glu) plasmids. Graph shows mean expression (xsem; n = 4) and significance was
calculated by two-tailed, unpaired t test. K Immunoblot of relative DNMT1 and phospho-p38
(Thr180/Tyr182) expression in Jurkat cells stimulated with CD3/CD28 beads for the indicated times.
Graph shows mean normalized DNMT1 expression (zsem; n = 3). L Immunoblot of relative DNMT1
and phospho-p38 (Thr180/Tyr182) expression in MDA-MB-231 cells stimulated with recombinant
human EGF for the indicated times. Graph shows mean normalized DNMT1 expression (xsem; n
=3).
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Fig. S6. p38 signaling induces passive DNA demethylation via KAT5 activation.

A Immunoblot showing relative DNMT1 protein and FLAG- and HA-epitope expression in HEK293
cells co-transfected with either WT or T191A HA-KATS and control or FLAG-MKK3b (Glu) plasmids.
Graph shows mean normalized DNMT1 expression (£sem; n = 3) and significance was calculated
by two-way ANOVA with Sidak’s multiple comparisons test. B Immunoblots of Myc-DNMT1, FLAG
and acetyl-lysine from input and Myc-tag immunoprecipitated lysate from HEK293 cells co-
expressing Myc-DNMT1 and either HA-KATS5 WT or HA-KAT5 (T191A) and control or FLAG-
MKK3b (Glu) plasmids. C DNMT1 acetyl-lysine formation in an in vitro acetyltransferase activity
assay using HA-immunoprecipitated KAT5 from WT or T191A expressing cells which have been
co-transfected with either control or FLAG-MKK3b (Glu) plasmids. Densitometric analysis shows
mean acetylation (£sem; n = 3) and significance was determined by two-way ANOVA with Sidak’s
multiple comparisons test. D DNMT1 protein expression in MDA-MB-231 cells treated with vehicle
or DETANO and cultured with the KAT5-specific inhibitor TH1834 (50 uM) or vehicle. Graph shows
normalized mean densitometric values (xsem; n = 3) and significance was determined by two-way
ANOVA with Sidak’s multiple comparisons test. E DNMT1 protein expression in MCF7 cells
transfected with either control or FLAG-MKK3b (Glu) plasmids and treated with vehicle or TH1834.
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Fig. S7. NOS2 induces LINE-1 expression and DNA damage.

A LINE-1 promoter methylation in MDA-MB-231 cells treated with DETANO (300 puM) or 5-
azacytidine (1 yM) for 48 hours. Data shown represent the mean % 5-mC associated per CpG
cytosine residues (xsem; n=3). Significance was calculated by one-way ANOVA with Dunnett’s
multiple comparisons test. B Immunoblots of relative LINE-1 Orf2p expression from HL-60 or Jurkat
cell lines cultured with DETANO or vehicle for 48 hours. C Immunoblot of relative y-H2AX
expression from MCF10A cells cultured with DETANO or vehicle for 48 hours. D Immunoblot of
relative y-H2AX expression from HEK293 cells 48 hours after transfection with either full-length
human L1.3 element or NOS2-GFP plasmids. E Immunofluorescent images of formalin-fixed
HEK293 cells that have been mock or NOS2-GFP transfected. NOS2 and y-H2AX expression are
displayed individually and merged with DAPI counterstain. Images recorded at 20X magnification
and white bar represents 25 uym. F Graphs showing mean glucose and lactate in culture media
from MCF10A control or NO-transformed cells after 96 hours in culture. Data shown are mean
normalized concentrations (xsem; n=4) and significance calculated by unpaired, two-way t test.
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Table S1. Promoter methylation of NOS2-associated genes.

Table S1. Promoter methylation of NOS2-associated genes

TSsCGl

(ucsc

GenBankID Gene SymbolFold Change p value hg38)
AL569511 KRT6A/B/C/E 52.7 0.002 -
J00269 KRT6A/C/E 421 0.002 -
NM_021804 ACE2 17 0.005 -
L42612 KRT6EB 15.9 0.001 -
Al831452 KRT6B 14.3 <0.001 -
NM_025087 FLJ21511 12.2 0.001 +
NM_000422 KRT17 8.6 0.009 -
219574 KRT17 8.3 0.005 -
NM_000584 IL8 6.8 0.003 -
NM_003064 SLPI 6 0.001 -
NM_018004 TMEM45A 56 0.001 +
NM_002964 S100A8 5 0.01 -
L25541 LAMB3 4.9 0.002 -
NM_001793 CDH3 43 0.005 +
ABO018009 SLC7A5 4.2 0.008 +
NM_018455  C160rf60 4.1 0.002 +
X57348 SFN 4 0.001 +
NM_001630 ANXAS8 3.9 0.006 +
NM_005629  SLC6A8 3.9 0.006 +
NM_012101 TRIM29 3.8 0.002 +
NM_002061 GCLM 3.4 <0.001 +
AF132818 KLF5 34 <0.001 +
NM_022121 PERP 34 0.003 +
NM_003878 GGH 3.2 0.004 +
NM_007196 KLK8 3.2 0.002 +
NM_016593 CYP39A1 3.1 0.01 +
NM_003662 PIR 3 0.002 +
NM_001047  SRD5A1 29 0.003 +
X57348 SFN 2.8 0.005 +
NM_005342 HMGB3 2.8 0.002 +
NM_006623 PHGDH 27 0.002 +
AV712602 PTPLB 26 <0.001 +
X16447 CD59 25 0.001 +
NM_003392 WNT5A 24 0.002 +
NM_000611 CD59 24 0.002 +
BE964473 RPE 23 0.001 +
NM_000050 ASS 23 0.008 +
NM_002633 PGM1 2.1 0.003 +
D84454 SLC35A2 2.1 0.002 +
BF116254 TPI1 2 0.001 +
NM_005333 HCCS 2 0.001 +
NM_001428 ENO1 2 <0.001 +
NM_000610 CD44 2 0.003 +
BF939365 CALU 1.9 0.002 +
NM_014637 MTFR1 1.9 0.004 +
NM_000365 TPI1 1.9 0.002 +
AF289489 ASPH 1.9 0.006 +
BC003375 MRPL3 1.8 0.002 +
Al186712 PPP1CB 1.7 <0.001 +



Table S2. Patient metadata.

Table S2. Patient metadata

Tumor NOS2
Low High p valuel

n 10 43
Ethnicity

WestAfrican 0.446 0.398 0.756

NativeAm 0.016 0.003 0.419

European 0.538 0.599 0.704
Age 54.4 52.7 0.817
Education? 1 1 0.912
Income? 1.2 1 0.415
Smoking (pack years) 171 14.2 0.797
BMI rank? 15 0.976 0.061
Survival (months) 67.5 54.8 0.48
Tumour stage 1.4 1.14 0.179
ER expression? 0.7 0.45 0.17

1 p value calculated from two-tailed heteroscedastic t test

2 Rankings are described in Terunuma A, et al. The Journal of Clinical
Investigation 2014, 124(1):398-412.

3 ER-positive = 1; ER-negative = 0



Table S3. TRANSFAC analysis: ER-negative NOS2 gene signature.

Gene set
188
377
135
557
268
409
269
339
611
162
213
344
411
206
72
444
121
400
214
140
120
396
170
603
352
397
384
202
224
320
104
275
385

Gene set name
V$AML1_01

V$COREBINDINGFACTOR _

V$CEBP_Q2
RACCACAR_V$AML_Q6
V$STAT5A_01
V$AML_Q6
V$STAT5B_01
VSHOXA4_Q2

TTCYNRGAA_V$STAT5B_0

V$STAT3_01
V$ETS1_B
V$MAF_Q6
V$ETS_Q4
V$NFAT_Q6
V$CEBPB_01
V$CEBP_Q2_01
V$AP1_Q6
V$AML1_Q8
V$ETS2_B
V$NFKB_Q6
V$AP1_Q2
V$ELF1_Q6
VSNKX25_02
RGAGGAARY_V$PU1_Q6
V$PU1_Q6
V$IRF1_Q6
V$OSF2_Q6
V$FREAC4_01
V$MSX1_01
V$RP58_01
V$BRN2_01
V$POUBF1_01 (BRNS5)
V$SMAD4_Q6

score
0.3401
0.4361
0.216
0.3732
0.2414
0.3472
0.283
0.1717
0.1958
0.6984
0.2795
0.2
0.3525
0.1804
0.2123
0.2201
0.1654
0.3401
0.3049
0.329
0.1708
0.4535
0.2429
0.3258
0.3953
0.2665
0.1809
0.2742
0.2091
0.2973
0.1719
0.2099
0.112

p value
0.0067
0.0067
0.0133
0.0133
0.0167
0.0167
0.02
0.02
0.0233
0.03
0.03
0.03
0.04
0.0433
0
0.04
0.0033
0.0067
0.01
0.0133
0.04
0.01
0.0133
0.0133
0.02
0.02
0.0133
0.0167
0.0167
0.0367
0.04
0.0433
0.0467

FDR
0.5486
0.5486
0.5486
0.5486
0.5486
0.5486
0.5486
0.5486
0.6109
0.6912
0.6912
0.6912
0.7131
0.7131

0.7131
0.5486
0.5486
0.5486
0.5486
0.7131
0.5486
0.5486
0.5486
0.5486
0.5486
0.5486
0.5486
0.5486
0.7131
0.7131
0.7131
0.7467

Directly p38 regulated

Indirectly p38-regulated

p38-independent
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Table S5. Antibodies used in this study.

Table S5. Antibodies used in this study

Primary antibodies:
Acetyl-lysine
ALDH1A3

CD44

DNMT1

ERK1/2

FLAG

GAPDH

GFP

HA-tag

histone H2A X (phospho S139)
KAT5

LINE-1 Orf2p
Myc-tag

NOS2

Notch1

p38-MAPK (phospho T180/Y182)
TET2

total p38

a/B-tubulin

B-actin

Secondary antibodies:

anti-chicken

anti-mouse IgG (H+L) Alexa Fluor 488
anti-mouse IgG-HRP

anti-rabbit IgG-HRP

streptavidin-HRP

FACS antibodies:
DNMT1-PE
Rabbit IgG-PE

Immunofluorescence antibodies:
histone H2A X (phospho S139)
anti-rabbit IgG (H+L) Alexa Fluor 594

Immunoprecipitation antibodies:

anti-HA-tag conjugated magnetic beads
anti-Myc-tag conjugated magnetic beads

Supplier

Cell Signaling
Abcam
Cell Signaling
Cell Signaling
Cell Signaling
Sigma
Cell Signaling
Cell Signaling

Thermo Scientific

Cell Signaling
Novus
Abcam

Cell Signaling

Cell Signaling

Cell Signaling

Cell Signaling

Cell Signaling

Cell Signaling

Cell Signaling
Sigma

InVitrogen
InVitrogen
Cell Signaling
Cell Signaling
Cell Signaling

Cell Signaling
Cell Signaling

Cell Signaling
InVitrogen

Cell Signaling
Cell Signaling

Cat#

9441
ab129815
3570
5032
4695
F1804
2118
2955
26183
9718
NBP2-20647
ab106004
2276
13120
4380
9215
45010
8690
2148
A5316

A16054
A11008
7076
7074
3999

64503
5742

9718
A11021

11846
5698

Fold dilution

1000
1000
1000
1000
1000
5000
3000
1000
2000
2000
1000
500
2000
1000
1000
1000
1000
1000
3000
10000

2000
10000
5000
5000
10000

500
3000

500
5000

n/a
n/a
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Table S6. gPCR primers.

Table S6. gPCR primers

Gene UPL probe Right/Forward Primer Left/Reverse Primer

DNMT1 9 ACG GGA CTGGACAGC TTG ACC AAG AAC GGC ATC CTG TA
HPRT 22 :Ig TCAATT ATATCT TCC ACA ATC GAC CAG TCA ACA GGG GAC AT
hL1-ORF2 - GAG AGG ATG CGG AGA AATAGG A GGA TGG CTG GGT CAAATG GT
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Dataset S1 (separate file). Differentially methylated loci (beta = 0.2) MDA-MB-231 control 5AZA
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