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Supplementary Figure 1. SROCs of the subgroup bivariate models based on the most important
model of each study A) Plasma vs Serum B) Single vs Multiple panel miRNAs C) Endogenous v
Exogenous normalizer D) With vs Without stage Ill and stage IV cases.
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Supplementary Figure 2. SROCs on miRNA-21-5p bivariate models. A) miRNA-21-5p SROC of all
reported models. Points with the same colour in the graph represent models which come from the
same study. B) miRNA-21-5p SROC of the most important model from each study.
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Supplementary Figure 3. Pooled estimates of sensitivity and specificity calculated on all models of
studies stratified by year of publication. Linear regression was performed on both sensitivity and
specificity across the years and no significant linear trend was observed. For both sensitivity and

specificity, the linear regression estimates were around 0.



