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Supplementary Fig. 9

a 4ezz: Hsp70 SBD + 7 residue peptide b 4ezt: Hsp70 SBD + 7 residue peptide
18 18
16 /\ 7\ SIVPATL s 1 SIVPATL s
14 /\ / '\ IVPATLP s 12 N\ IVPATLP s
12 N \\ \ It / N
£ 10 [/ \ \ £ 10 / SN\
R ), & 4 W g0 YA 4 ) -
S I\ \ N\ o ¢ /. 7 NN\ =\
M Y i N\ NN K g \ N/
M \/ / ~ N M \ i/ AN
2 \V4 ~/ N 2 ./ N N”
-720 -715 -710 -705 -700 -695 -690 -685 -730 -725 -720 -715 =710 -705 -700 -695 -690
Rosetta Energy Rosetta Energy
7 residue peptide energy 7 residue peptide energy
45 25
40 SIVPATL s /\ SIVPATL s
35 / IVPATLP s 20 I \ IVPATLP s
2 [\ - /[
; A [\ : [ | [\
g 20 8 1o
S s 7\ I\ I \ /
I / [0\ s
: / N v
: VALY b 4 \ PN —— 0
-15 -14 -13 -12 -1 -10 -9 -8 -7 -6 -18 -17 -16 -15 -14 -13 -12 -1
Rosetta Energy Rosetta Energy
c 4ezq: Hsp70 SBD + 7 residue peptide d
20

SIVPATL e
VP,

ATLP

Count
o 3
NS
\

1 LT NA

HSp?OCSBD_Q

0
-725 -720 -715 -710 -705 -700 -695 -690 -685
Rosetta Energy
7 residue peptide energy
18 HSp?OCSBD_B
16 SIVPATL s
14 ‘ IVPATLP s
" A \
. B2 YN\ \ A
3 g I \J\ ™\ N\ /
© o I /-\J /
4
11/ \/ v/ - GRsjvpaTL
-19 -18 -17 -16 -15 -14 -13 12 -1 10

Rosetta Energy

GRsjvpaTL

f




Supplementary Fig. 10

ED fig. 4f

oI shiiidecln (BB ' s

250 — {

130 — 4 #

.. 5. . |

70‘i‘ ' ......... I‘- }

R ' ‘ i

§ Sales - |
Skt T

Ssai/2 resin

kDa

250 —
130 —

100 —
70—

55—

35—

Sti1 lysates

Sti1 resin

kDa

250
130

100
70

55

35

His-Hsc82 lysates

kDa
250
130

100
70

55

35-

Ssal lysates



Supplementary Fig. 10

ED fig. 6h

I
<t
o
(ap)
|_
<C
(Q\|
(q\|
=8
5
Hh D
+ +
KDa EEE 5
250 )
100 G et o
70 4= === oSt
55



Supplementary Fig. 10

ED fig. 8f

kDa

250 —
130 —

100 —
70—

55—

35—

a-Sti1

kD

250
130

100
70

55

35

a-Tim44



