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Figure S1. The GEPIA analysis of eIF6 expression in LGG, PAAD, KICH, LAMAL, and PCGP 

cancers. 

  



 

 

Figure S2. eIF6 level through all the stages of melanoma development. The eIF6 expression 

level was analyzed via GEPIA. 

 

 

Figure S3. eIF6 level in skin melanoma and metastatic skin melanoma. The eIF6 expression 

level was analyzed via TIMER. 



 

Figure S4. Survival analysis of eIF6 down-stream genes. 

  



 

 

Figure S5. Co-expression analysis of eIF6 in SKCM. 

  



 

Figure S6. Correlation analysis between immune infiltration and eIF6 level in READ, SARC, 

SKCM, STAD, TGCT, THCA and THYM. 

  



 

 

 



 

Figure S7. Correlation analysis between immune infiltration and eIF6 level in LGG, LIHC, 

LUAD, LUSC, MESO, OV, PAAD, PCPG and PRAD. 

  



 

Figure S8. Correlation analysis between immune infiltration and eIF6 level in DLBC, ESCA, 

GBM, HNSC, KICH, KIRC and KIRP. 

  



 

 

Figure S9. Correlation analysis between immune infiltration and eIF6 level in ACC, BLCA, 

BRCA, CESC, CHOL and COAD. 

  



 

Figure S10. Correlation analysis between immune infiltration and eIF6 level in UCEC, UCS and 

UVM.  


