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Supplementary Figure 32. The leave-one-out analysis, single nucleotide polymorphism (SNP) analysis, sensitivity analysis, and funnel plot for diastolic blood
pressure and large-artery atherosclerotic stroke (LAS). (A) Leave-one-out analysis, (B) forest plot, (C) comparison of results using different Mendelian random-
ization (MR) methods, (D) funnel plot of inverse-variance weighted (IVW) and MR-Egger regression. SE, standard error.
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