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High-throughput sequencing data can be accessed via NCBI Sequence Read Archive database with SRA accession code PRJNA795906. All data supporting the
findings of this study are available within the article and Supplementary information files, and also are available from the corresponding author upon reasonable
request. Source data are provided with this paper.

No statistical methods were used to predetermine sample size for zebrafish experiments.

No data were excluded.

Reported results were replicated three times. All attempts at replication were successfull.

Zebrafish in-crossing was performed by random selection of mating pairs. The allocation of zebrafish into control or editing group was done at
random.

Zebrafish husbandry was performed under identical conditions, blinding was not used. Blinding was not necessary in our quantitative
experiments.

Wild-type AB line embryos were raised under standard conditions. The selection of mating pairs (12-15 months) was random from a
pool of 30 males and 30 females.

The study did not involve wild animals.

The study did not involve samples collected from the field.




