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Gibbin KO (Fig. 1d)
(high percentage gel, not cropped)

Gibbin ChIP-seq construct
(Extended Data Fig. 2a)
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Supplementary Figure 2: Gating strategy for FACS sorting of surface ectoderm
and mesoderm. For both unstained (a) and stained (b) samples, cells were first sorted
for live cells and then for singlets. Negative control gates were applied to antibody-
stained samples to set a threshold for positive vs negative staining. Stained cells were
then sorted into ABCG2-/PDGFRA+ mesoderm or ABCG2+/VTCN1+ surface ectoderm.



