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Extended Data Figure 4i
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Supplementary Figure 1. 
Flow cytometry and gating 
strategies for Extended 
Data Figure 4i, Extended 
Data Figure 5d, Extended 
Data Figure 5i and 
Extended Data Figure 7b.
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Extended Data Figure 4i
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Passage 8 Trophoblast
(ASECRiAV)

Gating strategy: Forward scatter area (FSC-A) and side scatter area (SSC-A)
were used to select for cells from debris (gate labeled all cells, top right). 
Then FSC-A and forward scatter height (FSC-H) were used to separate single 
cells from multiplets (gate labeled as single cells, bottom right).
The gated single cells were then used in the main plot.

Extended Data Figure 5d
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Gating strategy: Forward scatter area (FSC-A) and side scatter area (SSC-A)
were used to select for cells from debris (gate labeled all cells, top right). 
Then FSC-A and forward scatter height (FSC-H) were used to separate single 
cells from multiplets (gate labeled as single cells, bottom right).
The gated single cells were then used in the main plot.

Extended Data Figure 5i



Trop2High
12.6

Trop2Low
86.6

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

36hrs_blastoid_PRCi_NoPretreatment_withoutPRCi_004.fcs
Single Cells
9769

Trop2High
17.9

Trop2Low
81.4

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

36hrs_blastoid_PRCi_PretreatedwithPRCi_002.fcs
Single Cells
10013

Trop2High
30.3

Trop2Low
68.7

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

60hrs_blastoid_PRCi_001_NoPretreatment_withoutPRCi_003.fcs
Single Cells
8106

Trop2High
43.8

Trop2Low
55.0

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

60hrs_blastoid_PRCi_001_Pretreated_withPRCi_005.fcs
Single Cells
9364

Trop2High
5.75

Trop2Low
93.6

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

Specimen_001_36hours_Control_002.fcs
Single Cells
5580

Trop2High
9.12

Trop2Low
90.4

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

Specimen_001_36hours_PRC2i_003.fcs
Single Cells
6263

Trop2High
38.4

Trop2Low
60.7

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

Specimen_001_60hours_PRC2i_003.fcs
Single Cells
8276

Trop2High
16.8

Trop2Low
82.7

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

Specimen_001_60hours_Wt_002.fcs
Single Cells
8596

Trop2High
41.6

Trop2Low
57.5

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

20211211_60hours_prc2i_002.fcs
Single Cells
11206

Trop2High
25.2

Trop2Low
74.2

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

20211211_60hours_wt_001.fcs
Single Cells
9500

Trop2High
9.50

Trop2Low
90.1

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

Specimen_001_36hours_wt_002.fcs
Single Cells
9827

Trop2High
14.5

Trop2Low
85.1

0-103 103 104 105

FITC-A

0

-10 3

103

104

105

D
AP

I-A

Specimen_001_36hours_prc2i_003.fcs
Single Cells
11158

Experiment 1:

Experiment 2:

Experiment 3:

Extended Data Figure 7b
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