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Ananas_comosus Aco017860.1

Cenchrus_americanus Pgl_GLEAN_10034442

Eragrostis_tef maker-scaffold315-snap-gene-0.36-mRNA-1.mrna1

Oryza_rufipogon Orufi01g12070.1

Oryza_rufipogon Orufi04g02420.1

Triticum_uratu TuG1812G0700005670.01.T01

Oryza_officinalis OoffiChr01g01095.1

Triticum_aestivum Traes_3DS_57EA31670.1

Oryza_nivara Oniva01g13420.1

Oryza_glaberrima Oglab01g09570.1

Aegilops_tauschii AET7Gv21159300.1

Brachypodium_distachyon Bradi2g10360.2.p

Oryza_sativa LOC_Os04g06770.2

Panicum_hallii Pahal.C01666.1

Oryza_eichingeri maker-scaffold1253-snap-gene-0.6-mRNA-1

Zoysia_japonica Zjn_sc00026.1.g02500.1.sm.mkhc

Eragrostis_curvula TVU22667.1

Zea_mays Zm00001d040429_P003

Leersia_perrieri Lperr07g12530.1

Puccinellia_tenuiflora Pt_Chr0402553

Aegilops_tauschii AET1Gv21048600.10

Zea_mays Zm00001d008249_P001

Triticum_aestivum Traes_3AS_8EE711E2C.2

Panicum_millaceum RLN22429.1

Arabidopsis_thaliana AT2G27040.1

Oryza_glaberrima Oglab01g09580.1

Setaria_italica Seita.5G043300.1.p

Oryza_glumaepatula Oglum04g01630.1

Triticum_turgidum TRIDC7AG073050.1

Oryza_sativa LOC_Os01g16870.3

Oryza_longistaminata KN541600.1_FGT001

Raddia_guianensis Rgu001279

Eragrostis_curvula TVU22668.1

Panicum_hallii Pahal.E03348.1

Oropetium_thomaeum Oropetium_20150105_09617A

Oryza_sativa LOC_Os01g16850.1

Triticum_uratu TuG1812G0300002157.01.T01

Eragrostis_tef maker-scaffold315-snap-gene-0.38-mRNA-1.mrna1

Phyllostachys_edulis PH02Gene34933.t1

Eragrostis_curvula TVT97533.1

Panicum_millaceum RLM91261.1

Arabidopsis_thaliana AT5G21150.1

Saccharum_spontaneum Sspon.03G0016720-1A

Setaria_italica Seita.3G117800.1.p

Bonia_amplexicaulis Bam036760.1

Triticum_uratu TuG1812G0700005121.01.T01

Oryza_meridionalis Omeri04g01900.1

Raddia_guianensis Rgu011469

Eragrostis_curvula TVU22610.1

Zea_mays GRMZM2G141818_P03

Panicum_millaceum RLN27935.1

Zoysia_matrella Zmw_sc04623.1.g00040.1.sm.mkhc

Oryza_officinalis OoffiChr04g00169.3

Eragrostis_tef maker-scaffold5917-augustus-gene-0.8-mRNA-1.mrna1

Panicum_millaceum RLN25256.1

Echinochloa_crus-galli EC_v6.g063406.t1

Saccharum_spontaneum Sspon.03G0042860-1C

Kobresia_littledalei KAF3327037.1

Panicum_hallii Pahal.E03353.1

Puccinellia_tenuiflora Pt_Chr0203212

Oryza_glumaepatula Oglum01g12570.1

Triticum_aestivum Traes_7AL_1BAB53DCE.1

Eragrostis_tef snap_masked-scaffold1886-abinit-gene-0.21-mRNA-1.mrna1

Dichanthelium_oligosanthes OEL24890.1

Brachypodium_distachyon Bradi2g10370.1.p

Lolium_perenne maker-scaffold_14873_ref0028207-exonerate_est2genome-gene-0.2-mRNA-1

Oryza_glumaepatula Oglum01g12540.1

Phyllostachys_edulis PH02Gene12212.t1

Oryza_nivara Oniva04g01630.1

Olyra_latifolia Ola018684.1

Hordeum_vulgare HORVU1Hr1G095300.15

Saccharum_spontaneum Sspon.03G0042850-1C

Kobresia_littledalei KAF3327035.1
Sorghum_bicolor Sobic.003G129200.1.p

Triticum_turgidum TRIDC3BG029860.11

Lolium_perenne maker-scaffold_1666_ref0005602-exonerate_est2genome-gene-0.0-mRNA-1

Zoysia_matrella Zmw_sc00717.1.g00300.1.sm.mkhc

Oryza_eichingeri maker-scaffold2115-snap-gene-0.0-mRNA-1

Triticum_turgidum TRIDC1BG074640.1

Echinochloa_crus-galli EC_v6.g037232.t1

Saccharum_spontaneum Sspon.02G0016200-2D

Zea_mays GRMZM2G589579_P01

Triticum_aestivum Traes_3B_F4E4667F8.1

Saccharum_spontaneum Sspon.03G0034750-2C

Eragrostis_curvula TVU22665.1

Eragrostis_curvula TVU12323.1

Brachypodium_distachyon Bradi2g14147.1.p

Oryza_meridionalis Omeri01g10970.1

Bonia_amplexicaulis Bam026663.1

Oryza_longistaminata KN538971.1_FGT002

Triticum_aestivum Traes_1AL_095416BC0.1

Triticum_aestivum Traes_7AL_D88450A3C.2

Ananas_comosus Aco010716.1

Oryza_eichingeri maker-scaffold1253-snap-gene-0.5-mRNA-1

Oryza_nivara Oniva01g13440.1

Oryza_punctata Opunc04g01770.1

Triticum_uratu TuG1812S0002453500.01.T01

Saccharum_spontaneum Sspon.02G0016200-1A

Cenchrus_americanus Pgl_GLEAN_10013995

Bonia_amplexicaulis Bam013384.1

Puccinellia_tenuiflora Pt_Chr0305031

Arabidopsis_thaliana AT5G21030.1

Leersia_perrieri Lperr04g01170.1

Sorghum_bicolor Sobic.009G259900.1.p

Zoysia_pacifica Zpz_sc00644.1.g00040.1.am.mkhc

Dichanthelium_oligosanthes OEL13472.1

Panicum_millaceum RLM98316.1

Triticum_turgidum TRIDC1AG065360.9

Sorghum_bicolor Sobic.003G129500.3.p

Oryza_glaberrima Oglab04g01740.1

Triticum_aestivum Traes_1DL_64B330BBB.2

Triticum_turgidum TRIDC7AG074360.2

Hordeum_vulgare HORVU3Hr1G038830.1

Oryza_meridionalis Omeri01g10980.1

Phyllostachys_edulis PH02Gene13178.t1

Triticum_uratu TuG1812G0700005622.01.T01

Cenchrus_americanus Pgl_GLEAN_10019210

Oryza_brachyantha Obrac01g08630.1

Eragrostis_curvula TVU22650.1

Triticum_aestivum Traes_1BL_7C037D478.2

Triticum_turgidum TRIDC3AG026180.1

Eragrostis_tef snap_masked-scaffold652-abinit-gene-0.14-mRNA-1.mrna1

Zea_mays Zm00001d039214_P003

Lolium_perenne maker-scaffold_1081_ref0000353-exonerate_est2genome-gene-0.0-mRNA-1

Eragrostis_tef maker-scaffold9808-snap-gene-0.3-mRNA-1.mrna1

Raddia_guianensis Rgu011470

Oryza_longistaminata KN538971.1_FGT011

Echinochloa_crus-galli EC_v6.g103960.t1

Eragrostis_tef maker-scaffold1490-snap-gene-1.50-mRNA-1.mrna1

Oryza_brachyantha Obrac04g01370.1

Guadua_angustifolia Gan005250
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Arabidopsis_thaliana AT2G32940.1

Phyllostachys_edulis PH02Gene42660.t1

Eragrostis_curvula TVU10901.1

Hordeum_vulgare HORVU0Hr1G012490.26

Triticum_uratu TuG1812G0500001983.01.T01

Eragrostis_tef maker-scaffold944-augustus-gene-1.35-mRNA-1.mrna1

Triticum_aestivum Traes_5DL_672EE3605.1

Ananas_comosus Aco024014.1

Oryza_brachyantha Obrac09g00670.1

Echinochloa_crus-galli EC_v6.g030324.t1

Cenchrus_americanus Pgl_GLEAN_10004485

Triticum_aestivum Traes_1BL_05F7B7DFA.1

Echinochloa_crus-galli EC_v6.g018973.t1

Oropetium_thomaeum Oropetium_20150105_25165A

Oryza_punctata Opunc09g01180.1

Oryza_longistaminata KN539190.1_FGT002

Eragrostis_tef maker-scaffold857-augustus-gene-0.26-mRNA-1.mrna1

Oryza_rufipogon Orufi07g09720.1

Brachypodium_distachyon Bradi4g08587.1.p

Lolium_perenne maker-scaffold_2630_ref0048137-exonerate_est2genome-gene-0.0-mRNA-2

Puccinellia_tenuiflora Pt_Chr0705036

Triticum_turgidum TRIDC5BG028560.1

Oryza_glumaepatula Oglum07g08640.1

Setaria_italica Seita.2G148000.1.p

Saccharum_spontaneum Sspon.07G0020900-1A

Bonia_amplexicaulis Bam014332.1

Triticum_turgidum TRIDC5AG027420.3

Oryza_glaberrima Oglab07g09300.1

Puccinellia_tenuiflora Pt_Chr0705272

Kobresia_littledalei KAF3334610.1

Sorghum_bicolor Sobic.008G087200.1.p

Oryza_eichingeri augustus_masked-scaffold1307-processed-gene-0.1-mRNA-1

Triticum_aestivum Traes_5AL_07EFD5712.1

Setaria_italica Seita.5G185000.1.p

Olyra_latifolia Ola023095.1

Leersia_perrieri Lperr09g00110.1

Zea_mays Zm00001d019905_P003

Kobresia_littledalei KAF3334658.1

Oryza_nivara Oniva07g08380.1

Oryza_officinalis OoffiChr09g00030.2

Dichanthelium_oligosanthes OEL16157.1

Zea_mays GRMZM2G347402_P01

Triticum_aestivum Traes_5BL_F611D65E0.1
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Arabidopsis_thaliana AT1G31280.1

Triticum_turgidum TRIDC2BG064010.2

Eragrostis_curvula TVU15756.1

Oryza_sativa LOC_Os04g52540.1

 Leersia_perrieri Lperr04g20840.1

Raddia_guianensis.Rgu008356

Echinochloa_crus-galli EC_v6.g073434.t1

Brachypodium_distachyon Bradi5g21810.1.p

Oryza_brachyantha Obrac04g17390.1

Oryza_meridionalis Omeri04g20940.1

Panicum_hallii Pahal.G02287.1

Leersia_perrieri Lperr04g20830.1

Oryza_longistaminata KN539342.1_FGT008

Triticum_uratu TuG1812G0200004704.01.T01

Triticum_turgidum TRIDC2AG060560.1

Setaria_italica Seita.7G236800.1.p

Oryza_sativa LOC_Os04g52550.1

Brachypodium_distachyon Bradi5g21800.1.p

Triticum_aestivum Traes_2AL_DFE4C65F6.2

Triticum_aestivum Traes_2BL_7713B3533.2

Zea_mays Zm00001d026300_P001
  Zea_mays GRMZM2G354867_P01

Guadua_angustifolia Gan013009

Oryza_officinalis OoffiChr04g01795.1

Dichanthelium_oligosanthes OEL29306.1

Saccharum_spontaneum Sspon.05G0037340-1D

Eragrostis_curvula TVU15745.1

Triticum_turgidum TRIDC2BG063960.2

Saccharum_spontaneum Sspon.05G0030960-1C

Lolium_perenne maker-scaffold_2518_ref0039695-exonerate_est2genome-gene-0.2-mRNA-2

Arabidopsis_thaliana AT1G31290.1

Triticum_aestivum Traes_2DL_A77212060.2

Phyllostachys_edulis PH02Gene01782.t1

Olyra_latifolia Ola022401.1

Panicum_millaceum RLM73612.1

Raddia_guianensis Rgu001069

Bonia_amplexicaulis Bam034737.2

Oryza_officinalis OoffiChr04g01796.1

Echinochloa_crus-galli EC_v6.g030429.t1

Zoysia_pacifica Zpz_sc00627.1.g00410.1.sm.mkhc

Puccinellia_tenuiflora Pt_Chr0306787

Lolium_perenne maker-scaffold_520_ref0042155-exonerate_est2genome-gene-0.5-mRNA-1

 Triticum_uratu TuG1812G0200004698.01.T01

Eragrostis_tef maker-scaffold9471-snap-gene-0.36-mRNA-1.mrna1

Hordeum_vulgare HORVU2Hr1G098620.2

Sorghum_bicolor Sobic.006G215000.1.p

Oropetium_thomaeum Oropetium_20150105_01691A

Zoysia_japonica Zjn_sc00023.1.g03170.1.sm.mkhc

Aegilops_tauschii AET2Gv20927300.1

Zea_mays Zm00001d002316_P001

Cenchrus_americanus Pgl_GLEAN_10000756

Oryza_longistaminata KN539342.1_FGT010

Saccharum_spontaneum Sspon.05G0030950-1C

Hordeum_vulgare HORVU2Hr1G098650.1

Ananas_comosus Aco005013.1

Triticum_uratu TuG1812G0200004706.01.T01

Triticum_aestivum Traes_2DL_927828A7B.1

Zea_mays GRMZM2G007791_P01

Aegilops_tauschii AET2Gv20925700.1

Echinochloa_crus-galli EC_v6.g019074.t1

Bonia_amplexicaulis Bam044270.1
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Arabidopsis_thaliana AT1G69440.1

Setaria_italica Seita.9G359200.1.p

Guadua_angustifolia Gan023070

Oryza_eichingeri maker-scaffold2223-snap-gene-0.5-mRNA-1

Oropetium_thomaeum Oropetium_20150105_25150A

Sorghum_bicolor Sobic.001G331800.1.p

Oryza_officinalis OoffiChr02g01407.1

Hordeum_vulgare HORVU0Hr1G005350.1

Panicum_millaceum RLN41694.1

Triticum_aestivum Traes_2AL_3F3117458.1

Triticum_turgidum TRIDC2AG059880.1

Triticum_aestivum Traes_2BL_24111235C.1

Lolium_perenne maker-scaffold_1205_ref0020791-exonerate_est2genome-gene-0.0-mRNA-1

Echinochloa_crus-galli EC_v6.g064331.t1

Oryza_longistaminata KN542819.1_FGT001

Triticum_turgidum TRIDC2BG063380.1

Bonia_amplexicaulis Bam015446.1

Eragrostis_tef snap_masked-scaffold6953-abinit-gene-0.27-mRNA-1.mrna1

Oryza_nivara Oniva03g24440.1

Brachypodium_distachyon Bradi1g16060.3.p

Guadua_angustifolia Gan025372

Bonia_amplexicaulis Bam020940.1

Phyllostachys_edulis PH02Gene40395.t1

Panicum_hallii Pahal.B00488.1

Panicum_millaceum RLN16403.1

Oryza_rufipogon Orufi03g23570.1

Aegilops_tauschii AET2Gv20918300.1

Eragrostis_curvula TVU46499.1

Ananas_comosus Aco012380.1

Eragrostis_tef maker-scaffold2604-snap-gene-1.8-mRNA-1.mrna1

Echinochloa_crus-galli EC_v6.g049660.t1

Oryza_brachyantha Obrac03g17980.1

Leersia_perrieri Lperr03g19080.1

Raddia_guianensis Rgu014340

Echinochloa_crus-galli EC_v6.g026817.t1

Cenchrus_americanus Pgl_GLEAN_10024893

Oryza_glaberrima Oglab03g22940.1

Saccharum_spontaneum Sspon.01G0012750-1A

Oryza_glumaepatula Oglum03g23650.1

Phyllostachys_edulis PH02Gene38899.t1

Kobresia_littledalei KAF3323257.1

Olyra_latifolia Ola004432.1

Oryza_punctata Opunc03g21420.1

Triticum_uratu TuG1812G0200004648.01.T01

Dichanthelium_oligosanthes OEL33820.1

Zea_mays Zm00001d029573_P001

Zea_mays GRMZM5G892991_P01

Oryza_sativa LOC_Os03g33650.1
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Arabidopsis_thaliana AT2G27880.1

Raddia_guianensis Rgu005205

Echinochloa_crus-galli EC_v6.g029039.t1

Phyllostachys_edulis PH02Gene34443.t1

Brachypodium_distachyon Bradi1g05162.2.p

Oryza_officinalis OoffiChr03g02869.1

Triticum_aestivum Traes_5BL_F505BF164.1

Puccinellia_tenuiflora Pt_Chr0104676

Zea_mays Zm00001d007786_P001

Oryza_eichingeri maker-scaffold1910-snap-gene-0.17-mRNA-1

Triticum_turgidum TRIDC4BG004540.1

Puccinellia_tenuiflora Pt_Chr0105510

Lolium_perenne maker-scaffold_3386_ref0021924-exonerate_est2genome-gene-0.0-mRNA-1

Sorghum_bicolor Sobic.001G053350.1.p

Oryza_glaberrima Oglab03g28800.1

Oryza_meridionalis Omeri03g26070.1

Phyllostachys_edulis PH02Gene11961.t1

Eragrostis_curvula TVU45677.1

Oryza_punctata Opunc07g05530.1

Eragrostis_curvula TVU41245.1

Dichanthelium_oligosanthes OEL33433.1

Eragrostis_tef maker-scaffold4628-snap-gene-0.40-mRNA-1.mrna1

Setaria_italica Seita.2G066500.1.p

Saccharum_spontaneum Sspon.01G0030290-2B

Brachypodium_distachyon Bradi1g12431.2.p

Eragrostis_tef maker-scaffold491-snap-gene-0.31-mRNA-1.mrna1

Lolium_perenne maker-scaffold_3388_ref0021932-exonerate_est2genome-gene-0.0-mRNA-2

Olyra_latifolia Ola004652.1

Leersia_perrieri Lperr07g04970.1

Eragrostis_tef maker-scaffold4438-snap-gene-1.10-mRNA-1.mrna1

Saccharum_spontaneum Sspon.02G0023200-1A

Zea_mays GRMZM2G059033_P01

Cenchrus_americanus Pgl_GLEAN_10010944

Lolium_perenne maker-scaffold_15102_ref0037645-exonerate_est2genome-gene-0.0-mRNA-1

Saccharum_spontaneum Sspon.01G0014460-1A

Saccharum_spontaneum Sspon.01G0028360-2B

Oryza_eichingeri maker-scaffold1222-snap-gene-0.5-mRNA-1

Puccinellia_tenuiflora Pt_Chr0405119

Raddia_guianensis Rgu005206

Oryza_eichingeri maker-scaffold3458-snap-gene-0.9-mRNA-1

Panicum_millaceum RLN39040.1

Oryza_eichingeri maker-scaffold654-snap-gene-0.60-mRNA-1

Oryza_officinalis OoffiChr03g02510.2

Oryza_punctata Opunc03g34730.1

Oryza_punctata Opunc03g27090.1

Oryza_sativa LOC_Os03g57560.1

Sorghum_bicolor Sobic.001G053700.2.p

Oryza_rufipogon Orufi03g39250.1

Cenchrus_americanus Pgl_GLEAN_10013195

Panicum_hallii Pahal.I01423.1

Hordeum_vulgare HORVU2Hr1G031130.2

Raddia_guianensis Rgu020570

Panicum_millaceum RLN33503.1

Hordeum_vulgare HORVU4Hr1G004030.3

Eragrostis_tef maker-scaffold5342-snap-gene-0.27-mRNA-1.mrna1

Brachypodium_distachyon Bradi1g54977.1.p

Aegilops_tauschii AET5Gv20464700.32

Oryza_meridionalis Omeri03g34030.1

Oryza_glaberrima Oglab07g05410.1

Cenchrus_americanus Pgl_GLEAN_10027107

Oryza_nivara Oniva03g39030.1

Oryza_officinalis OoffiChr06g01637.1

Triticum_turgidum TRIDC5BG070630.6

Triticum_aestivum Traes_2DS_4CC8FD7E3.1

Phyllostachys_edulis PH02Gene43108.t1

Oryza_punctata Opunc03g27100.1

Oryza_nivara Oniva03g31030.1

Panicum_hallii Pahal.I01378.1

Echinochloa_crus-galli EC_v6.g041132.t1

Oryza_officinalis OoffiChr03g03194.1

Oryza_sativa LOC_Os03g58600.1

Triticum_uratu TuG1812G0100002849.01.T01

Oropetium_thomaeum Oropetium_20150105_23070A

Leersia_perrieri Lperr03g31840.1

Aegilops_tauschii AET4Gv20041700.4

Eragrostis_tef maker-scaffold309-snap-gene-0.27-mRNA-1.mrna1

Oryza_officinalis OoffiChr03g03186.1

Oryza_rufipogon Orufi03g30950.1

Panicum_millaceum RLM86725.1

Setaria_italica Seita.9G052000.1.p

Oryza_brachyantha Obrac07g03500.1

Zoysia_matrella Zmw_sc05170.1.g00020.1.sm.mk

Bonia_amplexicaulis Bam038104.1

Oryza_meridionalis Omeri07g03720.1

Oryza_glumaepatula Oglum02g24500.1

Eragrostis_tef snap_masked-scaffold13144-abinit-gene-0.2-mRNA-1.mrna1

Panicum_millaceum RLM85364.1

Oryza_longistaminata KN539704.1_FGT010

Triticum_aestivum Traes_5AL_481F73E59.2

Oryza_longistaminata KN539179.1_FGT001

Eragrostis_tef augustus_masked-scaffold647-abinit-gene-2.1-mRNA-1.mrna1

Cenchrus_americanus Pgl_GLEAN_10005571

Aegilops_tauschii AET5Gv21033300.11

Echinochloa_crus-galli EC_v6.g079957.t1

Phyllostachys_edulis PH02Gene32851.t1

Guadua_angustifolia Gan027906

Oryza_glumaepatula Oglum03g37390.1

Zea_mays Zm00001d033518_P001

Triticum_aestivum Traes_2BS_8368F6B5D.1

Oryza_officinalis OoffiChr02g02146.1

Leersia_perrieri Lperr03g31000.1

Oryza_sativa LOC_Os03g47820.1

Puccinellia_tenuiflora Pt_Chr0303752

Echinochloa_crus-galli EC_v6.g075484.t1

Oryza_nivara Oniva03g38100.1

Zea_mays GRMZM2G123063_P01

Oryza_longistaminata KN538788.1_FGT005

Eragrostis_tef maker-scaffold8435-snap-gene-0.22-mRNA-1.mrna1
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Sorghum_bicolor Sobic.001G136000.4.p
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Oryza_sativa LOC_Os03g47830.1
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Oryza_nivara Oniva03g31020.1
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Ananas_comosus Aco017433.1

Oryza_meridionalis Omeri02g23630.1

Aegilops_tauschii AET2Gv20352000.11

Triticum_uratu TuG1812G0500004584.01.T01

Oryza_officinalis OoffiChr07g00591.1

Oryza_meridionalis Omeri03g34840.1

Sorghum_bicolor Sobic.002G061800.2.p

Bonia_amplexicaulis Bam038103.1

Eragrostis_curvula TVU41189.1

Oryza_glumaepatula Oglum07g05220.1

Triticum_uratu TuG1812G0500004710.01.T02

Panicum_millaceum RLN15945.1

Oryza_eichingeri maker-scaffold905-snap-gene-0.29-mRNA-1

Oryza_officinalis OoffiChr03g03106.1

Phyllostachys_edulis PH02Gene32993.t1
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Sorghum_bicolor Sobic.001G136150.1.p

Oropetium_thomaeum Oropetium_20150105_08401A

Eragrostis_curvula TVU45671.1

Guadua_angustifolia Gan013425

Eragrostis_curvula TVU45670.1

Panicum_hallii Pahal.I02233.1

Triticum_turgidum TRIDC2BG025430.7

Kobresia_littledalei KAF3330154.1

Oryza_meridionalis Omeri03g31640.1

Triticum_turgidum TRIDC5BG068800.1

Hordeum_vulgare HORVU4Hr1G004010.8

Eragrostis_tef maker-scaffold2594-snap-gene-0.24-mRNA-1.mrna1

Triticum_aestivum Traes_3B_119F6A405.1

Oryza_rufipogon Orufi03g30960.1

Zea_mays GRMZM2G461936_P02

Eragrostis_curvula TVU45676.1

Eragrostis_curvula TVU44552.1

Kobresia_littledalei KAF3333035.1
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Triticum_aestivum Traes_4AL_7CC35DF1D.2
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Leersia_perrieri Lperr03g32460.1
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Panicum_millaceum RLN12734.1
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Aegilops_tauschii AET4Gv20041300.3
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Kobresia_littledalei KAF3340296.1

Oryza_rufipogon Orufi02g40070.1

Oryza_rufipogon Orufi02g28910.1

Triticum_aestivum Traes_4AL_A118C6C84.2

Lolium_perenne maker-scaffold_1920_ref0013949-exonerate_est2genome-gene-0.0-mRNA-1

Zoysia_pacifica Zpz_sc04071.1.g00030.1.sm.mkhc

Triticum_turgidum TRIDC7AG004020.1

Oryza_officinalis OoffiChr06g02504.1

Triticum_turgidum TRIDC2AG036410.5

Lolium_perenne maker-scaffold_133_ref0020071-exonerate_est2genome-gene-1.0-mRNA-1

Oryza_glumaepatula Oglum04g21950.1

Oryza_glumaepatula Oglum02g39560.1

Aegilops_tauschii AET6Gv21012400.16

Aegilops_tauschii AET6Gv20657300.2

Eragrostis_curvula TVU14872.1

Oryza_meridionalis Omeri02g06160.5

Zoysia_pacifica Zpz_sc01638.1.g00080.1.sm.mkhc

Sorghum_bicolor Sobic.010G276600.1.p

Setaria_italica Seita.7G201100.1.p

Eragrostis_curvula TVU07530.1

Oryza_rufipogon Orufi06g30130.1

Oryza_sativa LOC_Os04g47870.1

Triticum_turgidum TRIDC2BG061220.4

Oryza_sativa LOC_Os02g07310.1

Brachypodium_distachyon Bradi3g51077.3.p

Echinochloa_crus-galli EC_v6.g029897.t1

Aegilops_tauschii AET7Gv21343000.1

Triticum_uratu TuG1812G0200004545.01.T01

Oryza_rufipogon Orufi04g23530.1

Phyllostachys_edulis PH02Gene13398.t1

Puccinellia_tenuiflora Pt_Chr0405753

Oropetium_thomaeum Oropetium_20150105_01399A

Sorghum_bicolor Sobic.009G003700.1.p

Zoysia_japonica Zjn_sc00115.1.g00200.1.sm.mkhc

Triticum_turgidum TRIDC7BG073750.2

Oryza_punctata Opunc04g19660.1

Triticum_turgidum TRIDC6AG039200.4

Triticum_aestivum Traes_7AS_56569A5AC.2

Cenchrus_americanus Pgl_GLEAN_10012825

Eragrostis_tef maker-scaffold8404-augustus-gene-0.40-mRNA-1.mrna1

Lolium_perenne maker-scaffold_1253_ref0026325-exonerate_est2genome-gene-0.1-mRNA-1

Oryza_eichingeri maker-scaffold2632-snap-gene-0.20-mRNA-1

Dichanthelium_oligosanthes OEL29840.1

Triticum_aestivum Traes_6DL_58620B158.2

Zoysia_matrella Zmw_sc01964.1.g00210.1.sm.mkhc

Puccinellia_tenuiflora Pt_Chr0404162

Oryza_nivara Oniva02g41250.1

Triticum_uratu TuG1812G0700000492.01.T01

Oryza_punctata Opunc04g19650.1

Zea_mays AC209206.3_FGP011

Oryza_meridionalis Omeri02g36140.1

Saccharum_spontaneum Sspon.05G0005190-1A

Leersia_perrieri Lperr02g22330.1

Oryza_brachyantha Obrac06g20140.1

Oryza_eichingeri maker-scaffold7937-snap-gene-0.3-mRNA-1

Raddia_guianensis Rgu013091

Sorghum_bicolor Sobic.006G181000.1.p

Zea_mays Zm00001d002650_P003

Panicum_millaceum RLM55292.1

Kobresia_littledalei KAF3341276.1
Ananas_comosus Aco013001.1

Oropetium_thomaeum Oropetium_20150105_15234A

Oropetium_thomaeum Oropetium_20150105_16452A

Triticum_turgidum TRIDC4AG066230.1

Panicum_hallii Pahal.G01956.1

Setaria_italica Seita.3G070600.1.p

Oryza_brachyantha Obrac02g28500.1

Puccinellia_tenuiflora Pt_Chr0404266

Puccinellia_tenuiflora Pt_Chr0402359

Panicum_hallii Pahal.A04013.1

Leersia_perrieri Lperr04g17930.1

Dichanthelium_oligosanthes OEL24471.1

Echinochloa_crus-galli EC_v6.g099658.t1

Puccinellia_tenuiflora Pt_Chr0300314

Zoysia_japonica Zjn_sc00004.1.g07410.1.sm.mkhc

Ananas_comosus Aco011930.1

Bonia_amplexicaulis Bam042405.1

Zoysia_matrella Zmw_sc03003.1.g00020.1.sm.mkhc

Eragrostis_curvula TVU27575.1

Oryza_officinalis OoffiChr02g02432.1

Triticum_aestivum Traes_2AL_2512A7F91.1

Leersia_perrieri Lperr02g31840.1

Eragrostis_curvula TVU18406.1

Saccharum_spontaneum Sspon.07G0016240-1A

Bonia_amplexicaulis Bam013081.2

Oryza_officinalis OoffiChr02g00485.4

Brachypodium_distachyon Bradi5g18540.1.p

Triticum_uratu TuG1812G0700005948.01.T01

Oryza_sativa LOC_Os06g51310.2

Setaria_italica Seita.4G288700.1.p

Zea_mays GRMZM2G361518_P01

Oryza_nivara Oniva02g30290.1

Olyra_latifolia Ola038269.1

Oryza_sativa LOC_Os02g58490.1

Panicum_millaceum RLM99379.1

Zea_mays Zm00001d014875_P001

Oryza_nivara Oniva04g20470.1
Bonia_amplexicaulis Bam034585.1

Cenchrus_americanus Pgl_GLEAN_10018047

Triticum_turgidum TRIDC6BG068660.3

Raddia_guianensis Rgu007711

Oryza_glumaepatula Oglum02g28010.1

Eragrostis_curvula TVU18416.1

Zoysia_matrella Zmw_sc01632.1.g00080.1.sm.mkhc

Oryza_glumaepatula Oglum06g29580.1

Bonia_amplexicaulis Bam020781.1

Puccinellia_tenuiflora Pt_Chr0404255

Cenchrus_americanus Pgl_GLEAN_10002611
Panicum_millaceum RLN07443.1

Oryza_punctata Opunc02g25120.1

Phyllostachys_edulis PH02Gene01884.t2

Guadua_angustifolia Gan000210

Cenchrus_americanus Pgl_GLEAN_10032111

Oryza_nivara Oniva06g31160.1

Oryza_meridionalis Omeri04g18440.1

Oryza_officinalis OoffiChr04g01494.1

Echinochloa_crus-galli EC_v6.g030022.t1

Zoysia_pacifica Zpz_sc00372.1.g00210.1.sm.mkhc

Panicum_hallii Pahal.C00991.1

Triticum_aestivum Traes_6BL_9CFA54D4A.1

Aegilops_tauschii AET7Gv20087700.25

Leersia_perrieri Lperr06g23660.1

Zoysia_japonica Zjn_sc00008.1.g00190.1.sm.mk

Zea_mays GRMZM2G039455_P01

Brachypodium_distachyon Bradi1g29577.1.p

Bonia_amplexicaulis Bam024975.1

Raddia_guianensis Rgu014898

Phyllostachys_edulis PH02Gene01517.t1

Triticum_aestivum Traes_7DS_4D01B6175.1

Sorghum_bicolor Sobic.004G357700.3.p

Raddia_guianensis Rgu017093

Kobresia_littledalei KAF3320407.1

Oryza_punctata Opunc06g25710.1

Oryza_glaberrima Oglab02g05460.1

Panicum_millaceum RLN11193.1

Triticum_aestivum Traes_6DL_804FB7F75.1

Panicum_millaceum RLM78891.1

Lolium_perenne maker-scaffold_1631_ref0011041-exonerate_est2genome-gene-0.6-mRNA-1

Panicum_hallii Pahal.D00250.1

Lolium_perenne maker-scaffold_2147_ref0028367-exonerate_est2genome-gene-0.2-mRNA-1

Dichanthelium_oligosanthes OEL21917.1

Echinochloa_crus-galli EC_v6.g033495.t1

Oryza_glaberrima Oglab02g35490.1

Zea_mays Zm00001d035747_P002

Zoysia_japonica Zjn_sc00023.1.g00270.1.sm.mkhc

Triticum_turgidum TRIDC2AG058270.9

Zoysia_pacifica Zpz_sc00124.1.g00640.1.sm.mk

Oryza_longistaminata KN538785.1_FGT010

Lolium_perenne maker-scaffold_3206_ref0012048-exonerate_est2genome-gene-0.0-mRNA-1

Eragrostis_tef snap_masked-scaffold7456-abinit-gene-0.10-mRNA-1.mrna1

Triticum_turgidum TRIDC7AG077350.2

Phyllostachys_edulis PH02Gene19718.t1

Oryza_punctata Opunc02g35610.1

Triticum_aestivum Traes_6AL_317133B3F.2

Oryza_longistaminata KN538746.1_FGT045

Zea_mays Zm00001d011096_P001

Oryza_glaberrima Oglab02g25580.1

Olyra_latifolia Ola007750.4

Triticum_aestivum Traes_6AL_616161AAB.1

Hordeum_vulgare HORVU7Hr1G120600.3

Oryza_rufipogon Orufi02g05410.1

Oryza_longistaminata KN539317.1_FGT002

Eragrostis_tef maker-scaffold461-snap-gene-3.30-mRNA-1.mrna1

Zoysia_japonica Zjn_sc00016.1.g06550.1.sm.mkhc

Bonia_amplexicaulis Bam022244.1

Zoysia_matrella Zmw_sc01940.1.g00100.1.sm.mkhc

Triticum_turgidum TRIDC6AG061450.8

Phyllostachys_edulis PH02Gene00553.t1

Eragrostis_tef maker-scaffold8403-augustus-gene-0.36-mRNA-1.mrna1

Setaria_italica Seita.1G378700.1.p

Triticum_aestivum Traes_7DL_C255A109C.1

Olyra_latifolia Ola009616.1

Puccinellia_tenuiflora Pt_Chr0301634

Oryza_meridionalis Omeri02g26750.1

Bonia_amplexicaulis Bam044072.1

Oryza_eichingeri maker-scaffold2646-snap-gene-0.34-mRNA-1

Brachypodium_distachyon Bradi3g60697.5.p

Olyra_latifolia Ola034041.1

Oryza_glaberrima Oglab04g20510.1

Echinochloa_crus-galli EC_v6.g049943.t1

Oryza_nivara Oniva02g05630.1

Eragrostis_tef maker-scaffold610-augustus-gene-0.36-mRNA-1.mrna1

Oryza_glumaepatula Oglum02g05150.1

Oryza_eichingeri maker-scaffold98-snap-gene-0.48-mRNA-1

Triticum_aestivum Traes_2BL_93099ACF4.1

Zoysia_matrella Zmw_sc01453.1.g00170.1.sm.mkhc

Oryza_officinalis OoffiChr02g03347.4

Aegilops_tauschii AET2Gv20895500.16

Triticum_aestivum Traes_1DL_62A869C44.2

Puccinellia_tenuiflora Pt_Chr0405758

Triticum_uratu TuG1812G0600002833.01.T03

Panicum_millaceum RLM65456.1

Eragrostis_tef maker-scaffold5502-augustus-gene-0.16-mRNA-1.mrna1

Arabidopsis_thaliana AT1G48410.2

Zea_mays GRMZM2G441583_P01

Triticum_turgidum TRIDC6BG046020.1

Lolium_perenne maker-scaffold_1035_ref0020114-exonerate_est2genome-gene-0.1-mRNA-1

Oryza_brachyantha Obrac04g14660.1

Puccinellia_tenuiflora Pt_Chr0203694

Zea_mays Zm00001d026111_P003

Echinochloa_crus-galli EC_v6.g100295.t1

Triticum_turgidum TRIDC5BG020390.11

Phyllostachys_edulis PH02Gene28054.t1

Oryza_longistaminata KN538711.1_FGT063

Saccharum_spontaneum Sspon.01G0037580-2D

Oryza_sativa LOC_Os02g45070.1

Saccharum_spontaneum Sspon.08G0000380-1A
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