Supplemental Figure S3. Original data of western blot bands used in Figure 3, Figure 4, and Supplemental Figure S2.

A. Western blot bands of LSR (i) and GAPDH (ii) after transfection of control-siRNA or LSR-siRNA in HEC1 cells (Original data of Figure 3A).

Red boxes denote the regions of original blots used in Figure 3A. Arrows indicate the edge of the membrane. Abbreviations: C, Control-siRNA; L, LSR-siRNA.

(i) LSR (65 kDa) (ii) GAPDH (37 kDa)
HEC 1 HEC 1
[
@ L © L
= = -
250— 250—
75— = - 75—
o = . e Ee o B
ey — e [ ] - RYd— 7 —.i -
20w 25 :
15 15— >
_)

>



B. Western blot bands of LSR (i) and GAPDH (ii) after transfection of control-siRNA or LSR-siRNA in HEC116 cells (Original data of Figure 3A).

Red boxes denote the regions of original blots used in Figure 3A. Arrows indicate the edge of the membrane. Abbreviations: C, Control-siRNA; L, LSR-siRNA.
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C. Western blot bands of LSR (i), phospho-MEK1/2 (ii), MEK1/2 (iii), phospho-ERK1/2 (iv), ERK1/2 (v), phospho-p90RSK (vi), p90RSK (vii), and GAPDH (viii)
after transfection of control-siRNA or LSR-siRNA in HEC1 cells (Original data of Figure 3C).

Red boxes denote the regions of original blots used in Figure 3C. Arrows indicate the edge of the membrane. Abbreviations: C, Control-siRNA; L, LSR-siRNA.
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(iii) MEK1/2 (45 kDa) (iv) phospho-ERK1/2 (42,44 kDa)
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(v) ERK1/2 (42,44 kDa) Jong-exposure blot (vi) phospho-p90RSK (90 kDa)
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(vii) p9ORSK (90 kDa) (viii) GAPDH (37 kDa)
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D. Western blot bands of LSR (i), phospho-MEK1/2 (ii), MEK1/2 (iii), phospho-ERK1/2 (iv), ERK1/2 (v), phospho-p90RSK (vi), p90RSK (vii), and GAPDH (viii)

after transfection of control-siRNA or LSR-siRNA in HEC116 cells (Original data of Figure 3C).
Red boxes denote the regions of original blots used in Figure 3C. Arrows indicate the edge of the membrane. Abbreviations: C, Control-siRNA; L, LSR-siRNA.
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(vii) p90RSK (90 kDa) (viii) GAPDH (37 kDa)
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E. Western blot bands of LSR (i), MT1-MMP (ii), MMP2 (iii), and GAPDH (iv) after transfection of control-siRNA or LSR-siRNA in HEC1 cells (Original data of

Figure 4D).

Red boxes denote the regions of original blots used in Figure 4D. Arrows indicate the edge of the membrane. Abbreviations: C, Control-siRNA; L, LSR-siRNA.
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HEC 1

(ii) MT1-MMP (50,62 kDa) (iii) MMP2 (72 kDa)
HEC 1 HEC 1
Tl
© L (& (K
>
250—
150— -
100 —
75—
50 —
37— ®
25— e
15—
>



F. Western blot bands of LSR (i), MT1-MMP (ii), MMP2 (iii), and GAPDH (iv) after transfection of control-siRNA or LSR-siRNA in HEC116 cells (Original data of

Figure 4D).

Red boxes denote the regions of original blots used in Figure 4D. Arrows indicate the edge of the membrane. Abbreviations: C, Control-siRNA; L, LSR-siRNA.
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G. Western blot bands of LSR (i), phospho-ERK1/2 (ii), ERK1/2 (iii), MT1-MMP (iv), MMP2 (v), and GAPDH (vi) after transfection of control-siRNA or
ERK1/2-siRNA in HEC1 cells (Original data of Figure 4G).
Red boxes denote the regions of original blots used in Figure 4G. Arrows indicate the edge of the membrane. Abbreviations: C, Control-siRNA; E, ERK1/2-siRNA.
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(ii) phospho-ERK1/2 (42,44 kDa)
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H. Western blot bands of LSR (i), phospho-ERK1/2 (ii), ERK1/2 (iii), MT1-MMP (iv), MMP2 (v), and GAPDH (vi) after transfection of control-siRNA or
ERK1/2-siRNA in HEC116 cells (Original data of Figure 4G).
Red boxes denote the regions of original blots used in Figure 4G. Arrows indicate the edge of the membrane. Abbreviations: C, Control-siRNA; E, ERK1/2-siRNA.
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I. Western blot bands of LSR (i), phospho-SAPK/JNK (ii), SAPK/JNK (iii), phospho-p38 MAPK (iv), p38 MAPK (v), and GAPDH (vi) after transfection of
control-siRNA or LSR-siRNA in HEC1 cells (Original data of Supplemental Figure S2).

Red boxes denote the regions of original blots used in Supplemental Figure S2. Arrows indicate the edge of the membrane. Abbreviations: C, Control-siRNA; L, LSR-siRNA.
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(iv) phospho-p38 MAPK (38 kDa)
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(vi) GAPDH (37 kDa)
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J. Western blot bands of LSR (i), phospho-SAPK/JNK (ii), SAPK/JNK (iii), phospho-p38 MAPK (iv), p38 MAPK (v), and GAPDH (vi) after transfection of
control-siRNA or LSR-siRNA in HEC116 cells (Original data of Supplemental Figure S2).

Red boxes denote the regions of original blots used in Supplemental Figure S2. Arrows indicate the edge of the membrane. Abbreviations: C, Control-siRNA; L, LSR-siRNA.
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(iv) phospho-p38 MAPK (38 kDa)
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