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Figure S1 Sequence comparison of pNDM_SCLZS30 with other GR59 plasmids.
pNDM_SCLZS30 was used as a reference, and its gene annotations are indicated by
black arrows in the outer circle. parAB and repB are highlighted in pink. Gaps
indicate regions that are missing in the respective plasmid when compared to the
reference plasmid.
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pNDM SCLZS30 TTGTCACT[AAMGTGGAJ\G(‘T TTGTCACTGAAAGET GGAAAGE TTGTCACTGAAAAGTGGAAGGC TTGTCACTGAAAGGTGGAAAGC TTGTCAC TGAAAAGTGGAAGAC TTGTCACTATGGTGGAAGACTT
pM ITGICACCGAAAAGLGGAAGGC TTGTCACCGAAAGGTGGAAGGT TTGTCACC GAAAAGTGGAAGLT TTGTCACTGAAAAGTGGAGGGT 1TGICAC L GAAAAGIGGAAGG] TTGTCACTATGGIGGAAGC ITT
psa 1 21015 TTGTCACCAMAMAGTGGAAGAC TTGTCACTAAAAGGTGGAAGAC TTGTCACT ARAAGGTGGAAGAC TTGICACTAAAAAGTGGAAGGT CTGTCATCTAAMAGTGGAAGGT TTGTCACTATGGTGGAAGGTTT
PXMCEX702495k EIGICACC GAARAGTGGAAGGT TTGTCACT GAAAGGTOGAAGAC TTGTCACT GAAAGGTGEAAGAC TTGTCACTCAMMGETGGAAGAG CIGICACTGAAAGGIGGAAGAC TTGTCACTATGGTGOAAGACTT

22 44 66 83 1i0 132

PXMC5XT02-195k

8 ACCGARAAGTGEAAGGC. "CAABRAAGTGGAAGAC ITGTCACCGARAAGTGEAAGGT
Repeat 2 TTGTC/ 4CT(:4A AGHTGGAAAGC TTGTCACN AAGGTGGAAGGT. . TTGTCALT"\AAA\(:GTGGAAG‘\( TTGTCACTGAAAGGT GGAAGAC
Repeat 3 TTGTCACT GAAAAGTGGAAGGC . TTGTCACCGAAANGTGGAAGGT . TIGTCACT AAAAGGTGGAAGAC TTGTCACTGAAAGGTGGAAGAC
Repeat 4 TTGICACI GAAAGGTGGAAAGC TTGICAC L GAAAAGTGGAGGGT TTGTCACTAAAAAGTGGAAGGT TIGTCACTGAAAGGTGGAAGAG.
Ropoat 5 TTGTCACT GAAAAGTGRAAGAC. TTGTCACTGAAAAGTGGAAGGT. . CTGTCATCTAAAAGTGGAAGGT CTGTCACTGAAAGGLGGAAGAC

Repeat 8 TTGICACT. . ATGGTGGAAGACTT  TTGICACT. . ATGGTGGAAGUITT  TIGTCACT. . ATGGTGGAAGGTTT  TIGTCACT. . ATGGTGGAAGACTT

Figure S2 Characterization of the conserved region of GR59 plasmids. (a)
Comparison of the different repeats between plasmids. parAB and repB are indicated
by red and blue arrows. Yellow vertical bars indicate tandem repeats, and ‘A+T’
represents the AT-rich region. (b) Comparison of the repeats in different plasmids.
Identical nucleotide sequences are indicated by pink shading.



