
Supplementary Figure 4. Most represented fungal families based on ITS sequence data, in relation to the presence/absence of plants (A), age of crops (B), density levels of predatory 
(C) or free living nematodes (F), banana germplasm (D) and location of farms (E). Nematode densities (specimens · 100 cc soil -1, all stages) were classified as high (H), low (L), 
medium (M) and very high (VH) based on overall means (see Supplementary Table 6 for ranges).  Plots produced with R library mctoolsr. 

 


