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Figure S6. Optimization of sampling of RBD mutants during the virtual scan analysis. (A-B) RBD
mutation observation cutoffs were optimized for model performance to ensure virtual scans were performed
only on sequences with mutations that had been sufficiently observed in the training dataset. (A) No benefit
of increasing mutation observations was observed for the ACE2 affinity model. (B) An optimal value of six
observations in the training dataset was identified for the antibody escape model in accordance with the
maximum Spearman’s p values for the test set. All subsequent RBD virtual mutational scans were conducted
only for mutations observed in more than six RBD sequences in the training dataset.



