Analysis Type

Program

Datasets

Cell Identity

Gene
Ontology

Cell State

Intercellular
Interaction

Trajectory

Chromosomal
Variation

Survival

Cancer Gene
Expression

SingleR (Aran D, et al. 2019)

dynamicTreeCut (Langerfelder P, et al. 2008)
scHCL (Han X, et al. 2020)

CIBERSORT (bulk RNA seq) (Newman AM, et al.

2015)

EnrichR (Chen EY, et al. 2013, Kuleshov MV, et al.

HCL (Han X, et al. 2020)

MSigDB (Subramanian A, et al.

2016)
Metascape (Zhou Y, et al. 2019)

clusterProfiler (Yu G, et al. 2012)
GSVA (Hanzelmann S, et al. 2013)
WebGestalt (Wang J, et al. 2017)

SCENIC (Aibar S, et al. 2017)
CellCycleScoring (Butler A, et al. 2018)

FANTOMS5 (Ramilowski JA, et al. 2015)
STRING (Szklarczyk D, et al. 2019)
CellPhoneDB (Vento-Tormo R, et al. 2018,
Elfremova M, et al. 2020)

CellChat (Jin S, et al. 2021)

Monocle2/3 (Trapnell C, et al. 2014)
Slingshot (Street K, et al. 2018)
SCORPIUS (Cannoodt R, et al. 2016)
MarkovHC (Wang Z, et al. 2022)
RNA velocity (La Manno, et al. 2018)

inferCNV (Patel AP, et al. 2014, Wang R, et al.
2021)

LIAYSON (Andor N, et al. 2020)

VarTrix (Kim J, et al. 2022)

GISTIC2 (Mermel CH, et al. 2011)

Mutect?2 (Cibulskis K, et al. 2013)

CopyKAT (Gao R, et al. 2021)

survminer (Zhang P, et al. 2019)
KaplanMeier Plotter (Gyorffy B, et al. 2010)

CIPHER (Wu X, et al. 2008)
CancerSEA (Yuan H, et al. 2019)
GEPIA2 (Tang Z, et al. 2019)

UCSC Xena (Goldman M et al. 2020)

2005)

Hallmark (Liberzon A, et al.
2015)

REACTOME (Croft D, et al.
2014)

KEGG

HAdb (Tong T, et al. 2021)

TCGA STAD (Liu J, et al. 2018)
Firebrowse (Deng M, et al.

2017)

PanCanAtlas



https://bioconductor.org/packages/release/bioc/html/SingleR.html
https://horvath.genetics.ucla.edu/html/CoexpressionNetwork/BranchCutting/
https://github.com/ggjlab/scHCL
https://cibersort.stanford.edu/
https://db.cngb.org/HCL/
https://maayanlab.cloud/Enrichr/
https://metascape.org/gp/index.html#/main/step1
https://github.com/YuLab-SMU/clusterProfiler
http://www.bioconductor.org/packages/release/bioc/html/GSVA.html
http://www.webgestalt.org/
http://www.gsea-msigdb.org/gsea/msigdb/index.jsp
http://autophagy.lu/clustering/index.html
https://scenic.aertslab.org/
https://satijalab.org/seurat/reference/cellcyclescoring
https://fantom.gsc.riken.jp/
https://string-db.org/cgi/input?sessionId=bRDMvZAIx0Dn&input_page_show_search=on
https://www.cellphonedb.org/
https://github.com/sqjin/CellChat
http://cole-trapnell-lab.github.io/monocle-release/monocle3/
https://bioconductor.org/packages/release/bioc/html/slingshot.html
https://github.com/rcannood/SCORPIUS
https://github.com/ZhenyiWangTHU/MarkovHC
http://velocyto.org/
https://github.com/broadinstitute/inferCNV
https://cran.r-project.org/web/packages/liayson/
https://github.com/10xgenomics/vartrix
https://github.com/broadinstitute/gistic2
https://software.broadinstitute.org/cancer/cga/mutect
https://github.com/navinlabcode/copykat
https://cran.r-project.org/package=survminer
http://kmplot.com/analysis/index.php?p=background
http://biocc.hrbmu.edu.cn/CancerSEA/
http://gepia2.cancer-pku.cn/#index
https://xenabrowser.net/
https://portal.gdc.cancer.gov/projects/TCGA-STAD
http://firebrowse.org/

