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4. Settings/advanced configuration
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7. Instrument performance statistics

8. Performance comparison across standards



1. Select TKO standard and upload RAW file

2. Select the TMT reagent

1. Select the enzyme

3. Upload the file

• Example files

http://tko.hms.harvard.edu/



2. Email notification

1. Enter email address

2. Click to start search

3. Click on link

• Receive email 
notification (~15 min)



3. Viewer homepage

Click for options

Overall 
Numbers

Drop-list 
options



4. Settings/advanced configuration

2

1

Select isolation specificity (isolation purity threshold)

Define your own lists TKO protein

Select TMT summed signal-to-noise threshold



5. Assess interference with TKO proteins

Select from TKO proteins menu

𝑰𝑰𝑰𝑰𝑰𝑰 = 𝟏𝟏 −
𝒂𝒂𝒂𝒂𝒂𝒂(𝑻𝑻𝑻𝑻𝑻𝑻 𝑺𝑺:𝑵𝑵 𝒇𝒇𝒇𝒇𝒇𝒇 𝑲𝑲𝑲𝑲)

𝒂𝒂𝒂𝒂𝒂𝒂(𝑻𝑻𝑻𝑻𝑻𝑻 𝑺𝑺:𝑵𝑵 𝒇𝒇𝒇𝒇𝒇𝒇 𝒏𝒏𝒇𝒇𝒏𝒏𝑲𝑲𝑲𝑲)

Interference-Free Index (IFI): 
1  denotes no interference

KO peptide table

KO Graphs

Wild Type
MET6 

KO
IFI graph with all 

peptides

Interactive Graph (IFI)

Define your own threshold for 
“good” IFI



Select unchanging menu

𝑪𝑪𝑪𝑪 =
𝑺𝑺𝑺𝑺

𝑻𝑻𝑴𝑴𝒂𝒂𝒏𝒏

Calculates coefficient of 
variation (CV)

Unchanging Peptide Table

Unchanging protein plots

6. Check CVs of known unchanging proteins

CV graph of all peptides



7. Instrument performance statistics

1. Check tables and plots



8. Performance comparison across standards

1.

2. Enter other SIDs to compare
(Find SID in email - Section 2)
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