Term

Male only

neuropeptide signaling pathway GO:0007218 - _
fat WBPhenotype:0000542 -
forward point velocity increased WBPhenotype:0002322 -
backward point velocity increased WBPhenotype:0002325 -
path curvature decreased WBPhenotype:0002337 -
sinusoidal movement variant WBPhenotype:0004018 -
body posture amplitude decreased WBPhenotype:0002292 -
foraging hyperactive WBPhenotype:0000237 -
mitotic chromosome segregation variant WBPhenotype:0001378 - TEA
velocity of movement variant WBPhenotype:0004025 - . GO
nose movement increased WBPhenotype:0002303 -
forward locomotion increased WBPhenotype:0002346 -
RNAI resistant WBPhenotype:0001208 - . Tissue
body posture wavelength increased WBPhenotype:0002296 -
turning variant WBPhenotype:0002311 -
turning frequency reduced WBPhenotype:0002314 -
ectopic cleavage furrow early emb WBPhenotype:0002501 -
unfolded protein response variant WBPhenotype:0001719 -
amplitude of sinusoidal movement increased WBPhenotype:0002328 -
exploded through vulva WBPhenotype:0000038 -

ALA WBbt:0003955 - [
o - ~ ®
-log10(Q.value)

Phenotype

Response to ivermectin treatment

neuropeptide signaling pathway GO:0007218 - _
extracellular space GO:0005615 - _
purine nucleotide metabolic process GO:0006163 - _
peptidase activity GO:0008233 - _
ribose phosphate metabolic process GO:0019693 - _
lytic vacuole G0:0000323 - | NNEGEE
nucleoside phosphate metabolic process GO:0006753 - _
protein catabolic process G0:0030163 - | NN
paraquat hypersensitive WBPhenotype:0000462 -
body wall muscle thick filament variant WBPhenotype:0000782 -
muscle system morphology variant WBPhenotype:0000603 -
muscle cell morphology variant WBPhenotype:0000904 -
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