Table S3. Colony morphotype and motility phenotype of all Clostridium botulinum isolates.

Isolate Origin Colony Motility ® Flagellar associated mutations
morphotype
H4 household dust smooth n.d. none
H18 household dust smooth n.d. none
V4l household dust smooth n.d. none
V62 household dust smooth n.d. none
V134 household dust smooth n.d. none
V206 household dust smooth n.d. none
V1 household dust smooth n.d. none
V4 household dust smooth n.d. none
V73 household dust smooth n.d. none
ST25 infant stool smooth n.d. none
ST7B infant stool smooth + none
ST19 infant stool smooth + FlaA (GIn255Lys)
ST4 infant stool smooth n.d. none
ST7 infant stool smooth n.d. none
ST21 infant stool smooth n.d. none
ST29 infant stool smooth n.d. none
ST31 infant stool smooth n.d. none
ST32 infant stool smooth n.d. none
ST33 infant stool smooth n.d. none
ST34 infant stool rough - FIhA (GIn327%*)
ST39 infant stool rough +/- FIgN (Glu3fs)
ST40 infant stool rough +/- FIgN (Glu3fs)
ST41 infant stool smooth n.d. none
ST43 infant stool rough +/- FIgN (Glu3fs)
ST44 infant stool rough +/- FIgN (Glu3fs)

a+, motile; -, non-motile; +/-, reduced motility; n.d., not determined; *, stop codon; fs, frame-shift mutation.



