
A

B

Ex
pr

es
si

on
 L

ev
el

 o
f G

en
es

 
in

 th
e 

C
pk

1 
Pa

th
w

ay
(N

or
m

al
iz

ed
 b

y 
A
C
T1

)

10

20

30
30

100

200
200

1000
2000

0

STE50 STE7 CPK1 MAT2 ZNF2 MFα1

Ex
pr

es
si

on
 L

ev
el

 o
f G

en
es

 
in

 th
e 

C
pk

1 
Pa

th
w

ay
(N

or
m

al
iz

ed
 b

y 
A
C
T1

)

2
4
6
8

10
10

30

50

70

90

0

STE3 GPA2 GPB1 CRG1 STE20 STE11

0   6  12

h post mating

α x a

0   6  12

0   6  12

0   6  12

0   6  12

hap2Δ x hap2Δ

hap3Δ x hap3Δ

hap5Δ x hap5Δ

hapXΔ x hapXΔ

2nd Biological Replicate

Ex
pr

es
si

on
 L

ev
el

 o
f G

en
es

 
in

 th
e 

C
pk

1 
Pa

th
w

ay
(N

or
m

al
iz

ed
 b

y 
A
C
T1

)

10

20

30
30

200

400

1000
400

2000

0

STE50 STE7 CPK1 MAT2 ZNF2 MFα1

Ex
pr

es
si

on
 L

ev
el

 o
f G

en
es

 
in

 th
e 

C
pk

1 
Pa

th
w

ay
(N

or
m

al
iz

ed
 b

y 
A
C
T1

)

2
4
6
8

10
10
50

100

150

200

0

STE3 GPA2 GPB1 CRG1 STE20 STE11

0   6  12

h post mating

α x a

0   6  12

0   6  12

0   6  12

0   6  12

hap2Δ x hap2Δ

hap3Δ x hap3Δ

hap5Δ x hap5Δ

hapXΔ x hapXΔ

300

100

3rd Biological Replicate

Fig S3



Fig. S3. Expression levels of genes in the Cpk1 pathway during bilateral mating of
HAP complex mutant strains
qRT-PCR was used to monitor the expression levels of various genes in the Cpk1 pathway
using RNA isolated from co-cultures of HAP mutants on V8 medium. RNA was isolated from
co-cultures at 0, 6, and 12 h following mating, and the expression levels of these genes were
normalized to the expression levels of the housekeeping gene ACT1. The expression levels
of these genes at 0 h were set at 1. (A) Results for the second biological replicate and (B)
third biological replicate of this experiment.


