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Fig. S3. Expression levels of genes in the Cpk1 pathway during bilateral mating of
HAP complex mutant strains

gRT-PCR was used to monitor the expression levels of various genes in the Cpk1 pathway
using RNA isolated from co-cultures of HAP mutants on V8 medium. RNA was isolated from
co-cultures at 0, 6, and 12 h following mating, and the expression levels of these genes were
normalized to the expression levels of the housekeeping gene ACT1. The expression levels
of these genes at 0 h were set at 1. (A) Results for the second biological replicate and (B)
third biological replicate of this experiment.



