
ST372
ST127
ST73
ST80
ST1193
ST141
ST135
ST95
ST12

ST961

ST117
ST131

Sequence Type

ST963
ST38
ST58
ST155
ST88
ST10

Phylogroup
A
B1
B2
C
D
E
F
G
Cryptic

Yes
No

pUTI89-like Plasmid

Yes
No

ColV Plasmid 

Ph
ylo
gro
up

ST Co
lV
pU
TI8
9

Am
p.2
5

Am
c.3
0

CL
.10
0

Eft
.30
En
r.5
Te
.30
SF
.30
0
W.
5
Cn
10
Er
y.5
Tic
.75
Ak
.30
int
I1
int
I2
AA
C_
3−
IId

AA
C_
3−
IIe

AA
C_
3−
IV

AA
C_
6'−
Ib−
cr6

aa
dA
2
aa
dA
5
am
pC
am
pC
1

AN
T_
3''−
IIa

AP
H_
3'−
Ia

AP
H_
3''−
Ib

AP
H_
4−
Ia

AP
H_
6−
Id

arr
−3
ca
tB3
ca
tI
cm
lA1
CM
Y−
59

CT
X−
M−
1

CT
X−
M−
14

CT
X−
M−
15

CT
X−
M−
27

CT
X−
M−
3

dfr
A1
dfr
A1
2
dfr
A1
4
dfr
A1
7
dfr
A5
dfr
A8
dfr
E
EC
−1
3
EC
−1
5
EC
−1
8
EC
−1
9
EC
−5
EC
−8
efr
A
efr
B
em
eA
em
rE
flo
R
lsa
A
md
tM
mp
hA
OX
A−
1

PC
1_
bla
Z

qa
cE
de
lta
1

qa
cL
Qn
rS1
SA
T−
1
su
l1
su
l2
su
l3
TE
M−
18
1

tet
_A
tet
_B
tet
_C
tet
_D
tet
M
ug
d



ST372
ST127
ST73
ST80
ST1193
ST141
ST135
ST95
ST12

ST961

ST117
ST131

Sequence Type

ST963
ST38
ST58
ST155
ST88
ST10

Phylogroup
A
B1
B2
C
D
E
F
G
Cryptic

Yes
No

pUTI89-like Plasmid

Yes
No

ColV Plasmid 

Ph
ylo
gr
ou
p

ST Co
lV

pU
TI
89

as
lA

ch
uA

ch
uS

ch
uT

ch
uU

ch
uV

ch
uW

ch
uX

ch
uY

cjr
A

cjr
B

cjr
C

clb
A

clp
V/
tss
H

cn
f1

cv
aA

cv
aB

cv
aC

cv
i

en
tB

es
pL
1

es
pL
4

es
pR
1

es
pX
1

es
pX
4

es
pX
5

fd
eC

fec
A

fep
A

fes fh
a

fim
H

foc
A

foc
C

foc
D

foc
F

foc
G

foc
H

fyu
A

gs
pM

hc
p1
/ts
sD
1

hc
p2
/ts
sD
2

he
k

hly
A

hly
B

hly
C

hly
D

hy
lF

ibe
A

iro
B

iro
C

iro
D

iro
E

iro
N

irp
1

irp
2

iss iuc
A

iuc
B

iuc
C

iuc
D

iut
A

kp
sC

kp
sD

kp
sE

kp
sF

kp
sM

kp
sS

kp
sT

kp
sU

ne
uA

ne
uB

ne
uC

ne
uD

ne
uE

om
pA

om
pT
_1

om
pT
_2

pa
pB

pa
pC

pa
pD

pa
pE

pa
pF

pa
pH

pa
pI

pa
pJ

pa
pK

pa
pX

pic se
nB

sfa
B

sfa
C

sfa
D

sfa
E

sfa
F

sfa
G

sfa
H

sfa
S

sfa
X

sfa
Y

sh
uA

tcp
C

tra
T

tss
A

us
p

va
t

vg
rG
/ts
sI

yb
tA

yk
gK
/e
cp
R



ST372
ST127
ST73
ST80
ST1193
ST141
ST135
ST95
ST12

ST961

ST117
ST131

Sequence Type

ST963
ST38
ST58
ST155
ST88
ST10

Phylogroup
A
B1
B2
C
D
E
F
G
Cryptic

Yes
No

pUTI89-like Plasmid

Yes
No

ColV Plasmid 

Ph
ylo
gro
up

ST Co
lV

pU
TI8
9

Co
l_B
S5
12

Co
l_K
PH
S6

Co
l_M
G8
28

Co
l_p
HA
D2
8

Co
l15
6

Co
l44
0I

Co
l44
0II

Co
l82
82

Co
lpV
C

Co
lRN
AI

Inc
BO
KZ

Inc
FIA

Inc
FIB

Inc
FIC

Inc
FII

Inc
HI1
B_
pN
DM
−M
AR

Inc
HI2

Inc
HI2
A

Inc
I_G
am
ma

Inc
I1−
I_A
lph
a

Inc
I2

Inc
I2_
De
lta

Inc
N

Inc
X1

Inc
X4

Inc
Y

p0
11
1

pS
L4
83

rep
20



Yes
No

pUTI89-like plasmid (3)

ST372
ST127
ST73
ST80
ST1193
ST141
ST135
ST95

ST12

ST961

ST117

ST131

Sequence Type (2)

ST963
ST38
ST58

ST155
ST88
ST10

Phylogroup (1)
A
B1

B2
C

D

E
F
G
Cryptic

Genes

Virulence

Insertion sequence

Plasmid function

Putative function

Hypothetical protein

BLAST Identity
>90%

0

25

50

75

100
value

0

25

50

75

100
value

Transfer RegioncjrABC, senB
Maintenance 
and stabilityrepA

1 32



ColVSalmochelinets Transfer Region aerobactinColIaissompT sitrepA

1 32

Yes
No

ColV plasmid (3)

ST372
ST127
ST73
ST80

ST1193
ST141
ST135
ST95

ST12

ST961

ST117

ST131

Sequence Type (2)

ST963
ST38
ST58

ST155
ST88
ST10

Phylogroup (1)
A
B1

B2
C

D

E
F
G
Cryptic

Genes

Virulence

Insertion sequence

Plasmid function

Putative function

Hypothetical protein

BLAST Identity
>90%

Data
A
B1
B2
C
Cryptic
D
E
F
G
Other
ST10
ST117
ST1193
ST12
ST127

ST131
ST135
ST141
ST155
ST372
ST38
ST58
ST73
ST80
ST88
ST95
ST961
ST963
ColV−Pos
ColV−Neg



Reid, Cameron (L&W, Waite Campus)
Figure S1. Antimicrobial resistance heatmap. Binary heatmap of antimicrobial resistance phenotype (black/white) and resistance gene presence/absence (green/grey) aligned to core gene phylogeny with metadata.

Figure S2. Virulence-associated gene heatmap. Binary heatmap of virulence-associated gene presence/absence (green/grey) aligned to core gene phylogeny with metadata.

Figure S3. Plasmid-associated gene heatmap. Binary heatmap of plasmid-associated gene presence/absence (green/grey) aligned to core gene phyloge`ny with metadata.

Figure S4. Sequence mapping to pUTI89. Heatmap of nucleotide identity across 100bp segments of the pUTI89 backbone. Metadata for phylogroup and ST are shown. Pink metadata bars show isolates matching at least 90% of the backbone and/or carrying F29:A-:B10 RST.

Figure S5. Sequence mapping to pCERC4. Heatmap of nucleotide identity across 100bp segments of the pCERC4 backbone. Metadata for phylogroup and ST are shown. Green bars show isolates determined to carry a ColV plasmid based on the Liu criteria (see Methods).



