
Variant type

frameshift variant

missense variant

splice region variant & stop retained variant

stop gained

wt Carbapenemase present

Carbapenemase absent

Antimicrobial Susceptibility
Resistant

Intermediate
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CIA positive

CIA intermediate

CIA negative

N/A

carbapenemase presence

p.Ter444Ter
p.Gly425Ala
p.Gln424Glu

p.Trp417fs
p.Ser403Ala

p.Gln402fs
p.Val359Leu

p.Leu347Met
p.Trp339*
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p.Lys296Gln
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p.Ser240Thr
p.Glu230Lys

p.Ile210Ala
p.Glu202Gln
p.Val189Thr

p.GluPro185GlnGly
p.Phe170Leu

p.Gln166*
p.Met141fs

p.Val127Leu
p.Lys115Thr
p.Thr103Ser

p.Leu70fs
p.Trp65*

p.SerGlySer57GluGlyArg
p.Asp43Asn
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