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MIC

p.Trp65* =

p.Leu70fs =

p.Thr103Ser =
p.GIn166*
p.Phe170Leu
p.Tyr283*
p.Lys296GIn
p.GIn301Glu
p.Trp339*
p.Leu347Met

p.GluPro185GInGly
p.Gly335fs

p.Asp43Asn «
p.SerGlySer57GluGlyArg =
p.Lys115Thr
p.Val127Leu
p.Met141fs
p.Thr276Ala
p.Ala281Gly
p.Arg310Gly
p.Arg310Glu
p.Ala315Gly
p.Val359Leu
p.GIn402
p.Ser403Al
p.Trp4171
p.Gly425Al
p.Ter444Ter

Intermediate
Susceptible

CIA positive

CIA intermediate
CIA negative

Resistant
carbapenemase presence =

Antimicrobial Susceptibility
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