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Fig.S1. Shannon (a) and Simpson (b) indices of maternal and fetal mice samples (MG,
maternal gastric mucus group; MJ, maternal jejunum mucus group; MI, maternal ileum
mucus group; MC, maternal cecum mucus group; MS, maternal stool group; P, placenta
group; FMG, fetal mice gastric group; FMS, fetal mice small intestine group; FML, fetal mice
large intestine group). Data are shown as the mean £ SEM. Groups marked with the same
lower-case letter were not significantly different from one another, and those marked with
different letters differed significantly (P < 0.05) by Kruskal-Wallis tests and one-way ANOVA.
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Fig.S2. Microbiota composition of maternal and fetal gastrointestinal bacteria in mice.(a) The
relative abundance of bacterial in fetal mice gastric (FMG) and maternal gastric mucus (MG)
at the genus level. (b) The relative abundance of bacterial in fetal mice small intestine (FMS)
and maternal jejunum mucus (MJ) at the genus level. (c) The relative abundance of bacterial
In fetal mice large intestine (FML), maternal ileum mucus (Ml), and placenta (P) at the genus

level.
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Fig.S53. Shannon (a) and Simpson (b) indices of gastrointestinal microbiota in the gastric
mucus (G), ileum mucus (l), cecum mucus (C), and stools (S) from mice at birth (OW group).
Shannon index (c¢) and Simpson index (d) of gastrointestinal microbiota in the G, I, C, and S
from mice at 2 weeks old (2W group). Shannon index (e ) and Simpson index (f) of
gastrointestinal microbiota in the G, I, C, and S from mice at 6 weeks old (WF group). Data
are shown as the mean + SEM. Groups marked with the same lower-case letter were not
significantly different from one another, and those marked with different letters differed
significantly (P < 0.05) by Kruskal-Wallis tests and one-way ANOVA.
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Fig.S4. Chaol index, Shannon index, and Simpson index of microbiota in the gastric mucus
(a, b, c),ileum mucus (d, e, f), cecum mucus (g, h, 1), and stools (j, k, I) from mice at birth
(OW group), 2 weeks old (2W group), and 6 weeks old (WF group), respectively. Data are
shown as the mean + SEM. Groups marked with the same lower-case letter were not
significantly different from one another, and those marked with different letters differed
significantly (P < 0.05) by Kruskal-Wallis tests and one-way ANOVA.
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Fig.S5. Shannon index and Simpson index of microbiota in the gastric mucus (a,b), ileum
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