Figure S1. RT-qPCR analysis of plasmid transfection efficiency. (A) Overexpression of miR-328-3p in HK-2 cells using
miR-328-3p mimic was validated using RT-qPCR. (B) The expression of miR-328-3p in HK-2 cells was examined using
RT-qPCR to verify the efficiency of interference following miR-328-3p inhibitor transfection. (C) The expression levels of
PIM1 in siNC/siPIM1-transfected HK-2 cells were examined using RT-qPCR. (D) The expression level of circITGB1 in
siRNAs-transfected HK-2 cells was examined using RT-qPCR. (E) The expression level of UBR4 in siRNAs-transfected HK-2
cells was examined using RT-qPCR. (F) RT-qPCR illustrating an increase in GATA1 mRNA expression levels upon ov-GATA 1
transfection, in comparison to the empty vector. (G) GATA1 expression analysis using RT-qPCR illustrating the siRNA knock-
down of GATA1 in HK-2 cells. “P<0.01 and "“P<0.001 ns, not significant; RT-qPCR, reverse transcription-quantitative PCR;
PIM1, pim-1 proto-oncogene; GATA1, GATA binding protein 1; GATA1, GATA binding protein 1; ITGB1, integrin beta 1;
UBRA4, ubiquitin protein ligase E3 component n-recognin 4.
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