
 
Table S1. The YxxQ motif-containing proteins identified from Swiss-Port/TrEMBL databases  
____________________________________________________________________________________ 
 
Identity            Name of entry     Accession number              Species      Fragment size (aa) 
____________________________________________________________________________________ 
 
CoAA   CoAA    Q96PK6  human  669 
   SYT-IP    O75932  human  669 

CoAA    Q920B2        rat  278 
RBM14    Q91Z21  mouse  618 
16 kDa protein   Q62019  mouse  573 
RBM14    Q9DBI6  mouse  669 
EST     Q8C2Q3  mouse  669  

 
EWS     EWS    Q01884  human  656 

EWS-Fli   Q9BZD1  human  476 
FLJ31747 (EWS)  Q96MX4  human  661 
Similar to EWS  Q9BWA2  human   354 
FLJ32119 (EWS)  Q96MN4  human  600 
Similar to EWS  Q96FE8  human   655 
EWS fragment   Q7Z6Z3  human    75 
EWS homolog   Q9D2P0  mouse  655 
EWS    Q61545  mouse  655 
EWS    Q6NVA3  mouse  656 

 
FUS   FUS    P35637  human  526 

FUS-ATF1   Q9H4A8  human  226 
Fusion t(12,16)   Q8TBR3  human  526 
FUS-CHOP   Q16273  human  126 
FUS-like   Q13344  human  528 
FUS    P56959  mouse  518 
Similar to FUS  Q91VQ2  mouse  280 
Similar to FUS  Q8CFQ9  mouse  517 
FUS    Q28009  bovine  512 

 
TAFII68   TAFII68   Q92804  human  592 

TAFII68   Q86X94  human   501 
TAFII68   Q8BQ46  mouse  557 

 
SYT    SYT    Q15532  human  418 

SYT homolog-1  Q75177  human  396 
SS18 (SYT)   Q6FGL9  human  391 
SS18L1   Q8NE69  human  396 
SYT fragment   Q8TDQ9  human  414 
SYT    Q62280  mouse  418 



SS18    Q6P1I1  mouse   392 
SS18-like1   Q7TQF3  mouse  402 

   
BAF250   SWI/SNF p270  O14497  human           1902 
   SWI/SNF subunit OSA1 Q8NFD6  human           1999 

Chromatin remodeling p250 Q9BY33  human           1939 
SWI related   Q96TA9  human           1208 
OSA1    Q96T89  human           1685 
BRG1-associated 250a Q9HBJ5  human           2285 
OSA1    Q925Q1  mouse           1902  

____________________________________________________________________________________ 
  
The protein databases of Swiss-Port (release 44.3; 156998 entries) and TrEMBL (release 27.3; 1379120 
entries) were analyzed with ScanProsite program. Prosite format scanned for the YxxQ motifs: Y-
{P}(1,2)-Q(1,2)-X(1,4)-Y-{P}(1,2)-Q(1,2)-X(1,4)-Y-{P}(1,2)-Q(1,2). The taxonomic species filter was 
set as Homo sapiens, Mus musculus, Rattus norvegicus, and Bos taurus.  
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P1-F: AAGAGCGCGGGCACAGCAAC
P1-B: CGGGATGTGGAGCGAAGGTCA

P2-F: AGGAGGCTGAGTTGGGAGGAT
P2-B: AGGAGGCTCTGGGAGGAAAGG

P3-F: CCAGCCCATTTTTATTGAGTTCCT
P3-B: CCAAGGCTGAAAGGTAACCCTCTA

P4-F: GCCGGCATGATCTTCCCTCAGAGGATG
P4-B: AGGACTTGGAGTAATCAAGGGAACTA

P5-F: CGACGGGGCGGATACGACTCCGGAGGA
P5-B: GCACTTCCCCACCCCTCCCA

P6-F: CTTCGACTACCAGCAGGCTTTT 
P6-B: GAATACACCGAGGAGACTGCC Erratum: CCGTCAGAGGAGCCACATAAG 

P7-F: GTATGGTTCCGACCGGCGTTTAGCCGAG
P7-B: GCTGCTCTCGAGCTACATGCGGCGCTGGT

P8-F: GGTACTGTCCGCAAGGTTCATGTG
P8-B: TCTGTTGAAGGCTTGGGGATGG

P9-F: CTGCTCTGTGTAGGGCTCGTCC
P9-B: CATCAGGCTGCACAGGCGG

P10-F: CCACAAGCTAGACCATCAGGAAGG
P10-B: GCAACAGCAGGTGAATCAAAGTAGG

P11-F: TGAGACCCTGTGCCAGCCCTG
P11-B: GCCGGAATACCATCAGCCACA

P12-F: ACCAAGAACCTGAAGCCTGTACCC
P12-B: GTGAAACAGCTCAGCTCCAGC

P13-F: AGTCGCGCCACCAGCATCTTC
P13-B: GGTGACGTTGGGATCCAGGGTAA

P14-F: CCTCGGTGTCCTACTTCAAAT
P14-B: TCCAGGTGGCGACGATCTTC

P15-F: GCCGGCATGATCTTCCCTCAGAGGATG
P15-B: AACATAGACATGTGACAAACTCAGGGAA

P16-F: CTGCCAGGACCTCAGCAACCCCAGG
P16-B: TGAGTGTACGGGGGAAGGCCGG

P17-F: TCGCTGGACGCGCGGGATGCGAGTCCCC
P17-B: CCACCTTCCTGGAGAGCCCGGACCTCT

TRalpha-F: TCACCTGGCAACTTCAATGC
TRalpha-B: CCTGATTTTCCCAGCGATGT

LKO
Cross-Out

LKO
Typewritten Text
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