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SI. Figure 1. Flowchart with number of samples collected from each specimen and available in each assay 

DNA and RNA were extracted from peripheral blood. DNA was used in Next Generation Sequencing (NGS) to study the variants in the genes of the cytokines 
and their receptor. RNA was used to quantify different functional isoforms of APRIL and BAFF.
Serum and urine samples were used to quantify the cytokines.
The number of individuals included in the correlation analysis (with available data in all the assays) was: patients without nephritis N=32, with nephritis N=29, 
healthy controls  N=51



SI. Figure 2.  TaqMan Gene Expression Assays for ΔBAFF and β and εAPRIL 

Concerning BAFF, the m

pression

RNA expression levels of the isoform ΔBAFF (mRNA-expression of isoform 

2, NM_001145645.2) were relativized to the isoform 1  (NM_006573.4) used as reference. In the case 

of APRIL, the mRNA ex  levels of the isoforms β and ε (βAPRIL, NM_172087.2 and εAPRIL, 

NR_073490.2) were referenced to the functional isoforms α and γ (αAPRIL, NM_003808.3 and 

γAPRIL, NM_172088.2). The figure shows the location of the primers and probes in each assay, de-

signed at the junctions of the corresponding exons (BAFF exons 3-4, ΔBAFF exons 2-4, α and γAPRIL 

exons 2-3, βAPRIL exon 2-4 and εAPRIL exons 1-3). 



 

Median sBAFF: Patients with nephritis 0.34, IQR 0.28 Vs. patients without 0.34, 

IQR 0.47; p>0.05 

Median sAPRIL: Patients with nephritis 2.21, IQR 1.57 Vs. patients without 1.51, 

IQR 2.0; p>0.05 

SI Figure 3. Levels of sBAFF (2a) and sAPRIL (2b) in patients with and without 

nephritis. 

                          SI Figure 3a         SI Figure 3b 



 

Median sBAFF patients with dsDNA antibodies 0.34, IQR 0.33 Vs. patients without 0.34, 

IQR 0.36; p>0.05 

Median sAPRIL in patients with dsDNA antibodies 2.19, IQR 0.96 Vs. patients without   

1.93, IQR 2.1; p>0.05 

SI Figure 4. Levels of sBAFF (3a) and APRIL (3b) in patients with and without 

dsDNA antibodies. 

                            SI Figure 4a     SI Figure 4b 



 

Median levels of sBAFF in patients with an active 0.33, IQR 0.39 and an inactive disease 0.34, IQR 

0.32; p>0.05 

Median levels of sAPRIL in patients with an active 2.21, IQR 1.44 and an inactive disease sAPRIL 

1.78, IQR 2.12; p>0.05 

SI Figure 5. Levels sBAFF (4a) and APRIL (4b) in patients stratified according 

their activity index score (SLEDAI). 

    SI Figure 5a           SI Figure 5b 



SI Figure 6. Number of variants in each gene and classification according to their MAF 



Supplementary information. 
 
SI Table 1. List and description of the genetic variants found in the study 

ACMG American College of Medical Genetics and Genomics 

MAF Minor Allele Frequency 

VUS variant of uncertain significance 

SNV Single Nucleotide Variant 

INDEL Insertion/Deletion Variant 

MNV MultiNucleotide Variant 

IBS Iberian populations in Spain 

 


