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Supplementary Figure 3. Comparison of VAF in somatic mutations in 16 samples 

processed on v1 and v2.1. The VAF of 59 variants was compared in the same 16 samples 

between versions 1 and 2.1 of the panel.  The correlation coefficient was R2=0.9817. This 

indicates good reproducibility of data between the versions of the panel. 
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