Table S11. Mutations in ABCB transporters, nuclear exportins, relevant treatment targets including CD38, BCL2 and SLAMF7 (Figure 5), CGA genes and inhibitory and stimulatory receptors (Figure 6A).

RNA expression are shown for samples with genomic mutation present, when available. NA: no data, CCF: Cancer Cell Fraction

Patient_ID Gene
36 XPO4
34 ABCA1
34 ABCAS
34 ABCG1
35 ABCA1l
35 ABCC1

4 CD38

5 CFTR

9 ABCC9
9 ABCF3
24 ABCG1
24 CSE1L
26 CFTR
27 ABCA2
28 ABCA1
28 XPO1
31 ABCC9
31 ABCC9
31 ABCG2
41 ABCG2
43 ABCAS
43 ABCC9
47 ABCG1
53 ABCB8
57 ABCA1l
57 ABCG2
58 XPOT
61 MCL1
61 XPO6
58 MORC1
61 MORC1
44 WDR64
28 CD274
36 CTCFL
10 MORC1
9 TNFSF9
36 TNFSF9
39 WDR64

*For estimates of RNA depth and RNA alt frequency; for in-house cohort; see methods. For CoMMpass samples, data were from the file "MMRF_|
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chr9
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ExonicFunc.refGene
nonsynonymous SNV
nonsynonymous SNV
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S1 CCF
0.0123101
0.749639
0
0
0
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0
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0.202985
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