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Supplementary Figure S4. Phenotypes in response to heat treatments.
(a) Chlorophyll content of WT, ataf1-4, anac055-1 and dKO (ataf1-4/anac055) plants. Seedlings were exposed to the HS
regime primed+triggered, just triggered, or control, without a HS treatment. Seedlings were analysed 14 d after exposure to the
triggering stimulus. Chlorophyll content of the transgenic lines was normalized to the respective control’s chlorophyll content; n
was at least 3 independent biological replicates, each biological replicate containing 10 seedlings. Standard error of the mean is
displayed. (b), (c) and (d) Phenotype of plants with overexpression or knock out of ATAF1 and ANAC055. Seedlings of WT,
ataf1-4, anac055-1, ATAF1-OE, ANAC055-OE and dKO (ataf1-4/anac055-1) were exposed to the corresponding heat stress
(HS) regimes. The phenotype of one representative replicate of at least three independent biological replicates is shown for full
recovery (FR), weak recovery (WR) and no recovery (NR).

(d) 

0

0.2
0.4

0.6
0.8

1

1.2
1.4

1.6

WT ataf1-4 anacc55-1 dKO

Re
la

tiv
e 

ch
lo

ro
ph

yl
l c

on
te

nt

Control Triggered Primed+ Trigge red
WT


