Supplementary information, Fig. S3
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Fig. S3. Purification and characterization of the Omicron spike protein complex.

(a-d) Gel filtration profile of the Omicron BA.2 ECD-hACE2 complex (a), Omicron BA.2 ECD-Fab complex (b),
Omicron BA.1 ECD-mACE2 complex (c), Omicron BA.2 ECD-mACE2 complex (d), all showing a sharp peak, and
corresponding SDS gel showing balanced ratios for each subunit.



