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Figure S1. Stop codon readthrough on the UGA stop codon in the Weak1 context after
addition of the aminoacylated tRNA from various sources: calf, rabbit, and yeast.
Examples of toe-printing analysis of the ribosomal complexes. r.u., relative units.
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Figure S2. Examples of toe-printing analysis of stop codon readthrough on different

stop codons and in different 3" contexts. r.u., relative units.



MVHL+ rabbit tRNA

MVHL

eRF1 +

eRF1 +

eRF3a

eRF3a

<.
5]
o/\@
ol e | == == = == =T N I I T et
6@ oeT
> 621
<
$)
o8
[o5
g —— | = | = | = | = = | == e ——— R et
0N oeT
> 621
4 h P 5 LA b L b L4 b 54 b 5k b &b b &4 b 5L 1 5
o o o o o o o o o o
ni .<ZDU JO Junowre aAne|al
<.
O
0/\@
el = J == === lo == == == == | = et
D 0eT
Pl 62T
0
NS
@\9 \\\\\\\ L | = | | =——— | == =" | =——— | = | == | e— Jtet
® 0eT
1 62T
4 5 &4 5 LP b & h 54 I L b 5L A Sk b Sk b 54 b 5
o o o o o o o o o o

[

'l “vNQO JO Junowe aAne|el

UAA Standard
UAG Standard
UGA Standard
UAA Weakl
UAG Weakl
UGA Weak1l
UGA Weak?2
UGA Weak3
UAG TMV

UAG Dyst

length of cDNA, nt

length of cDNA, nt
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Figure S4. Examples of raw data for all toe-printing experiments.
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Figure S4. Examples of raw data for all toe-printing experiments.



Raw data for Fig 5

preTC

preTC + eEFs + GTP

preTC+ rabbit tRNA

preTC+ sup tRNA
+ L*V* tRNAs

preTC+ eEFs +
GTP + L*V* tRNAs

preTC+ eEFs + GTP

+sup tRNA + L*V* tRNAs "™

300
2s0
200
150
100

so

; it

300
250
200
150

MM -
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Figure S4. Examples of raw data for all toe-printing experiments.
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Figure S4. Examples of raw data for all toe-printing experiments.
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Figure S4. Examples of raw data for all toe-printing experiments.




Raw data for Fig S3 (MVHL+rabbit tRNA)
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Raw data for Fig S3 (MVHL+rabbit tRNA+eRF1+eRF3)
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