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$1-1 tr|Q5XIF0|Q5XIF0_RAT Protein Tex264 OS=Rattus norvegicus GN=Tex264 PE=1 SV=1286 18 71.20% 33770.6 4.94
R15076_4_1,17361K.CWELVEATDTQTDGTGADTSDASSVSLEVRPGSR.E3597.625 -0.00086 3 1 33.64 0
R15076_4_1,18242K.CWELVEATDTQTDGTGADTSDASSVSLEVRPGSR.E3597.625 -0.00086 3 1 53.24 0
R15076_4_1,18797K.CWELVEATDTQTDGTGADTSDASSVSLEVRPGSR.E3597.625 0.00641 4 1 20.66 0
R15076_4_1,20754K.CWELVEATDTQTDGTGADTSDASSVSLEVRPGSR.E3597.625 -0.00086 3 1 55.18 0
R15076_4_1,21840K.CWELVEATDTQTDGTGADTSDASSVSLEVRPGSR.E3597.625 -0.00086 3 1 105.22 0
R15076_4_1,23906K.CWELVEATDTQTDGTGADTSDASSVSLEVRPGSR.E3597.625 -0.00086 3 1 65.57 0
R15076_4_1,11836K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.01688 3 1 65.35 0
R15076_4_1,11848K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00436 4 1 43.85 0
R15076_4_1,13227K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00125 3 1 76.81 0
R15076_4_1,13415K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.0041 2 1 154.32 0
R15076_4_1,13609K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00257 3 1 96.51 0
R15076_4_1,13672K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.0096 4 1 89.06 0
R15076_4_1,13789K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00434 2 1 154.48 0
R15076_4_1,14272K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00146 2 1 129.39 0
R15076_4_1,14486K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00278 3 1 81.91 0
R15076_4_1,14651K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.0055 2 1 140.98 0
R15076_4_1,14867K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00215 3 1 97.94 0
R15076_4_1,15045K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.0006 2 1 107.77 0
R15076_4_1,15441K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00154 2 1 160.12 0
R15076_4_1,15669K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00161 3 1 94.04 0
R15076_4_1,16092K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00284 3 1 83.19 0
R15076_4_1,16639K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00116 3 1 92.27 0
R15076_4_1,16845K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00302 2 1 142.79 0
R15076_4_1,17198K.FHVGPYGDTGQLFTESCSISPK.L2427.129 0.00166 3 1 50.7 0
R15076_4_1,17690K.FHVGPYGDTGQLFTESCSISPK.L2427.129 0.00694 3 1 69.74 0
R15076_4_1,18048K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00416 2 1 95.59 0
R15076_4_1,18791K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00053 3 1 85.84 0
R15076_4_1,18943K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00416 2 1 109.16 0
R15076_4_1,19896K.FHVGPYGDTGQLFTESCSISPK.L2427.129 0.01584 2 1 68.35 0
R15076_4_1,20236K.FHVGPYGDTGQLFTESCSISPK.L2427.129 0.01312 3 1 68.26 0
R15076_4_1,20729K.FHVGPYGDTGQLFTESCSISPK.L2427.129 0.01312 3 1 81.1 0
R15076_4_1,21165K.FHVGPYGDTGQLFTESCSISPK.L2427.129 0.01312 3 1 98.01 0
R15076_4_1,21604K.FHVGPYGDTGQLFTESCSISPK.L2427.129 0.00082 3 1 81.77 0
R15076_4_1,21851K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00416 2 1 65.07 0
R15076_4_1,22065K.FHVGPYGDTGQLFTESCSISPK.L2427.129 0.01312 3 1 81.12 0
R15076_4_1,22533K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00074 3 1 85.63 0
R15076_4_1,22948K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.0063 2 1 62.54 0
R15076_4_1,23575K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00119 3 1 91.68 0
R15076_4_1,23967K.FHVGPYGDTGQLFTESCSISPK.L2427.129 -0.00416 2 1 24.8 0
R15076_4_1,24561K.FHVGPYGDTGQLFTESCSISPK.L2427.129 0.00118 3 1 94 0
R15076_4_1,3757K.LCAHPR.L753.3824 0.00018 2 1 33 0
R15076_4_1,4157K.LIASPR.F ! K.LLASPR.E656.409 -0.00064 2 1 40.96 0
R15076_4_1,3800R.AWDDGDNR.S948.3806 -0.01213 2 1 30.38 0
R15076_4_1,4308R.AWDDGDNR.S948.3806 -0.00131 2 1 41.96 0
R15076_4_1,12838R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00115 4 1 49.4 0
R15076_4_1,12878R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 0.0043 2 1 24.8 0
R15076_4_1,13900R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 0.00158 3 1 87.97 0
R15076_4_1,14317R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00058 3 1 20.52 0
R15076_4_1,14361R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00114 2 1 94.81 0
R15076_4_1,14577R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00331 4 1 45.69 0
R15076_4_1,14743R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00138 2 1 111.44 0



R15076_4_1,14860R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00307 3 1 74.48 0
R15076_4_1,14971R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00203 4 1 70.08 0
R15076_4_1,15149R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00356 2 1 115.14 0
R15076_4_1,15374R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00307 4 1 48.74 0
R15076_4_1,15504R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.0025 3 1 22.5 0
R15076_4_1,15543R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.003 2 1 99.42 0
R15076_4_1,15683R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00337 3 1 65.2 0
R15076_4_1,15950R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00322 2 1 112.13 0
R15076_4_1,16108R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.0022 3 1 72.3 0
R15076_4_1,16457R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.0042 2 1 128.51 0
R15076_4_1,16849R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00115 4 1 36.17 0
R15076_4_1,17221R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00088 3 1 52.64 0
R15076_4_1,17516R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 0.0043 2 1 98.36 0
R15076_4_1,18229R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00145 3 1 52.02 0
R15076_4_1,18328R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 0.0043 2 1 60.83 0
R15076_4_1,18663R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00019 3 1 51.82 0
R15076_4_1,18788R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00115 4 1 29.39 0
R15076_4_1,18843R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 0.0043 2 1 70.67 0
R15076_4_1,19145R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00016 3 1 67.81 0
R15076_4_1,20070R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 0.0043 2 1 39.13 0
R15076_4_1,20210R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 0.00158 3 1 65.6 0
R15076_4_1,21143R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 0.00158 3 1 77.49 0
R15076_4_1,22049R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 0.00158 3 1 78.86 0
R15076_4_1,22522R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00226 3 1 69.11 0
R15076_4_1,24071R.CAVGSILSEGEESPSPELIHLYQK.F2643.297 -0.00175 3 1 53.54 0
R15076_4_1,4358R.ELSTPER.G831.4207 -0.00031 2 1 30.49 0
R15076_4_1,4241R.ELSTPERGEE.-1146.527 -0.00163 2 1 21.19 0
R15076_4_1,4347R.ETSATPFSPGASNR.A1421.666 -0.00158 2 1 50.58 0
R15076_4_1,5050R.ETSATPFSPGASNR.A1421.666 -0.00718 2 1 52.27 0
R15076_4_1,5167R.ETSATPFSPGASNR.A1421.666 -0.00312 3 1 40.82 0
R15076_4_1,5457R.ETSATPFSPGASNR.A1421.666 -0.00188 2 1 51.2 0
R15076_4_1,6041R.ETSATPFSPGASNR.A1421.666 -0.00718 2 1 51.5 0
R15076_4_1,9383R.ETSATPFSPGASNR.A1421.666 -0.00718 2 1 36.22 0
R15076_4_1,9787R.ETSATPFSPGASNR.A1421.666 -0.00718 2 1 30.88 0
R15076_4_1,10987R.ETSATPFSPGASNR.A1421.666 -0.00718 2 1 43.04 0
R15076_4_1,3773R.KLCAHPR.L881.4774 0.00001 2 1 36.06 0
R15076_4_1,12435R.LEIYQQDQIHFM*CPLAR.Q2178.047 -0.00841 3 1 49.96 0
R15076_4_1,13459R.LEIYQQDQIHFM*CPLAR.Q2178.047 -0.00841 3 1 54.44 0
R15076_4_1,13654R.LEIYQQDQIHFM*CPLAR.Q2178.047 -0.00568 2 1 48.84 0
R15076_4_1,14340R.LEIYQQDQIHFM*CPLAR.Q2178.047 -0.00841 3 1 29.31 0
R15076_4_1,15095R.LEIYQQDQIHFM*CPLAR.Q2178.047 -0.00568 2 1 41.61 0
R15076_4_1,15131R.LEIYQQDQIHFM*CPLAR.Q2178.047 -0.00841 3 1 53.83 0
R15076_4_1,15523R.LEIYQQDQIHFM*CPLAR.Q2178.047 -0.00073 3 1 50.27 0
R15076_4_1,18875R.LEIYQQDQIHFM*CPLAR.Q2178.047 -0.00841 3 1 27.73 0
R15076_4_1,21567R.LEIYQQDQIHFM*CPLAR.Q2178.047 -0.00841 3 1 25.01 0
R15076_4_1,13931R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00052 2 1 127.54 0
R15076_4_1,14346R.LEIYQQDQIHFMCPLAR.Q2162.052 0.00029 3 1 67.86 0
R15076_4_1,14357R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00186 2 1 107.38 0
R15076_4_1,14738R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00042 2 1 141.51 0
R15076_4_1,15136R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00091 3 1 67.8 0
R15076_4_1,15146R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00206 2 1 115.12 0
R15076_4_1,15527R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00148 3 1 71.9 0
R15076_4_1,15537R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00142 2 1 97.42 0
R15076_4_1,15935R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00172 3 1 80.9 0



R15076_4_1,15945R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00172 2 1 101.82 0
R15076_4_1,16439R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00022 3 1 68.52 0
R15076_4_1,16450R.LEIYQQDQIHFMCPLAR.Q2162.052 0.00034 2 1 84.9 0
R15076_4_1,16982R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00166 3 1 74.95 0
R15076_4_1,16996R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00194 2 1 82.19 0
R15076_4_1,17497R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00331 3 1 60.13 0
R15076_4_1,18032R.LEIYQQDQIHFMCPLAR.Q2162.052 0.00266 3 1 88.16 0
R15076_4_1,18042R.LEIYQQDQIHFMCPLAR.Q2162.052 0.00312 2 1 81.06 0
R15076_4_1,18480R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00118 3 1 76.04 0
R15076_4_1,18490R.LEIYQQDQIHFMCPLAR.Q2162.052 0.00032 2 1 81.22 0
R15076_4_1,18925R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00106 3 1 75.87 0
R15076_4_1,18934R.LEIYQQDQIHFMCPLAR.Q2162.052 0.00218 2 1 93.1 0
R15076_4_1,19413R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.0004 3 1 83.33 0
R15076_4_1,19423R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.0013 2 1 114.94 0
R15076_4_1,19872R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00277 3 1 71.52 0
R15076_4_1,19888R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.0019 2 1 106.86 0
R15076_4_1,20398R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00148 3 1 71.45 0
R15076_4_1,20421R.LEIYQQDQIHFMCPLAR.Q2162.052 0.0007 2 1 120.38 0
R15076_4_1,20851R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00163 3 1 81.14 0
R15076_4_1,21288R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00058 3 1 56.55 0
R15076_4_1,21310R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.0006 2 1 85.4 0
R15076_4_1,21733R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00118 3 1 62.17 0
R15076_4_1,22223R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00055 3 1 71.41 0
R15076_4_1,22249R.LEIYQQDQIHFMCPLAR.Q2162.052 0.00224 2 1 71.18 0
R15076_4_1,22713R.LEIYQQDQIHFMCPLAR.Q2162.052 0.00212 2 1 84.79 0
R15076_4_1,23219R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.00409 3 1 59.59 0
R15076_4_1,23702R.LEIYQQDQIHFMCPLAR.Q2162.052 0.0017 3 1 64.34 0
R15076_4_1,23734R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.0006 2 1 102.18 0
R15076_4_1,24266R.LEIYQQDQIHFMCPLAR.Q2162.052 -0.0006 2 1 107.5 0
R15076_4_1,5669R.NITLAYK.F822.472 -0.00041 2 1 38.04 0
R15076_4_1,6128R.NITLAYK.F822.472 -0.00121 2 1 25.55 0
R15076_4_1,6476R.NITLAYK.F822.472 -0.00123 2 1 40.16 0
R15076_4_1,6994R.NITLAYK.F822.472 -0.00171 2 1 30.42 0
R15076_4_1,7379R.NITLAYK.F822.472 -0.00101 2 1 30.25 0
R15076_4_1,9154R.NITLAYK.F822.472 -0.00077 2 1 38.17 0
R15076_4_1,9531R.NITLAYK.F822.472 -0.00077 2 1 38.09 0
R15076_4_1,9972R.NITLAYK.F822.472 -0.00215 2 1 38.03 0
R15076_4_1,10491R.NITLAYK.F822.472 -0.00135 2 1 27.71 0
R15076_4_1,10929R.NITLAYK.F822.472 -0.00015 2 1 38.24 0
R15076_4_1,11497R.NITLAYK.F822.472 -0.00077 2 1 32.91 0
R15076_4_1,12073R.NITLAYK.F822.472 -0.00077 2 1 38.08 0
R15076_4_1,12781R.NITLAYK.F822.472 -0.00077 2 1 28.09 0
R15076_4_1,13455R.NITLAYK.F822.472 -0.00077 2 1 25.13 0
R15076_4_1,15255R.NITLAYK.F822.472 -0.00077 2 1 29.14 0
R15076_4_1,15651R.NITLAYK.F822.472 -0.00077 2 1 42.53 0
R15076_4_1,16072R.NITLAYK.F822.472 -0.00077 2 1 40.37 0
R15076_4_1,16630R.NITLAYK.F822.472 -0.00077 2 1 40.34 0
R15076_4_1,17325R.NITLAYK.F822.472 -0.00077 2 1 21.52 0
R15076_4_1,18770R.NITLAYK.F822.472 -0.00077 2 1 40.66 0
R15076_4_1,20125R.NITLAYK.F822.472 -0.00077 2 1 29.33 0
R15076_4_1,21029R.NITLAYK.F822.472 -0.00077 2 1 23.57 0
R15076_4_1,21529R.NITLAYK.F822.472 -0.00057 2 1 26.65 0
R15076_4_1,22871R.NITLAYK.F822.472 -0.00077 2 1 28.64 0
R15076_4_1,23439R.NITLAYK.F822.472 -0.00077 2 1 30.62 0



R15076_4_1,8978R.QGDFYVPEVK.E1181.584 -0.0026 2 1 56.33 0
R15076_4_1,9254R.QGDFYVPEVK.E1181.584 0.00827 3 1 27.25 0
R15076_4_1,9366R.QGDFYVPEVK.E1181.584 -0.00238 2 1 56.4 0
R15076_4_1,9632R.QGDFYVPEVK.E1181.584 -0.00235 3 1 32.15 0
R15076_4_1,9762R.QGDFYVPEVK.E1181.584 -0.00242 2 1 66.45 0
R15076_4_1,10270R.QGDFYVPEVK.E1181.584 -0.00228 2 1 57.86 0
R15076_4_1,10750R.QGDFYVPEVK.E1181.584 -0.0026 2 1 65.58 0
R15076_4_1,11232R.QGDFYVPEVK.E1181.584 -0.00024 2 1 64.2 0
R15076_4_1,11893R.QGDFYVPEVK.E1181.584 -0.00132 2 1 44.7 0
R15076_4_1,12480R.QGDFYVPEVK.E1181.584 -0.009 2 1 24.76 0
R15076_4_1,13573R.QGDFYVPEVK.E1181.584 -0.009 2 1 42.47 0
R15076_4_1,14353R.QGDFYVPEVK.E1181.584 0.011 2 1 43.77 0
R15076_4_1,14752R.QGDFYVPEVK.E1181.584 -0.009 2 1 35.44 0
R15076_4_1,15161R.QGDFYVPEVK.E1181.584 -0.009 2 1 44.96 0
R15076_4_1,15554R.QGDFYVPEVK.E1181.584 -0.00108 2 1 68.22 0
R15076_4_1,15985R.QGDFYVPEVK.E1181.584 -0.009 2 1 53.28 0
R15076_4_1,16508R.QGDFYVPEVK.E1181.584 -0.009 2 1 46.56 0
R15076_4_1,18588R.QGDFYVPEVK.E1181.584 -0.009 2 1 47.07 0
R15076_4_1,19272R.QGDFYVPEVK.E1181.584 -0.009 2 1 28.32 0
R15076_4_1,19843R.QGDFYVPEVK.E1181.584 -0.009 2 1 25.97 0
R15076_4_1,20857R.QGDFYVPEVK.E1181.584 -0.009 2 1 28.92 0
R15076_4_1,21295R.QGDFYVPEVK.E1181.584 -0.009 2 1 43.28 0
R15076_4_1,21750R.QGDFYVPEVK.E1181.584 -0.009 2 1 43.76 0
R15076_4_1,23463R.QGDFYVPEVK.E1181.584 -0.009 2 1 40.14 0
R15076_4_1,24268R.QGDFYVPEVK.E1181.584 -0.009 2 1 45.16 0
R15076_4_1,7803R.QGDFYVPEVKETER.K1696.818 -0.00518 3 1 40.4 0
R15076_4_1,7809R.QGDFYVPEVKETER.K1696.818 0.00496 2 1 57.51 0
R15076_4_1,5645R.RVHPALDVYIK.E1310.758 -0.00398 3 1 25.1 0
R15076_4_1,6081R.RVHPALDVYIK.E1310.758 0.00247 3 1 29.66 0
R15076_4_1,6924R.RVHPALDVYIK.E1310.758 -0.00281 2 1 34.85 0
R15076_4_1,6972R.RVHPALDVYIK.E1310.758 0.00247 3 1 35.39 0
R15076_4_1,7351R.RVHPALDVYIK.E1310.758 0.00247 3 1 51.5 0
R15076_4_1,7370R.RVHPALDVYIK.E1310.758 0.00519 2 1 33.63 0
R15076_4_1,7739R.RVHPALDVYIK.E1310.758 0.00247 3 1 32.17 0
R15076_4_1,7761R.RVHPALDVYIK.E1310.758 0.00519 2 1 46.3 0
R15076_4_1,8281R.RVHPALDVYIK.E1310.758 0.00247 3 1 33.94 0
R15076_4_1,8353R.RVHPALDVYIK.E1310.758 0.00519 2 1 20.69 0
R15076_4_1,9113R.RVHPALDVYIK.E1310.758 0.00519 2 1 47.44 0
R15076_4_1,9373R.RVHPALDVYIK.E1310.758 -0.00206 3 1 36.87 0
R15076_4_1,9514R.RVHPALDVYIK.E1310.758 -0.00135 2 1 31.56 0
R15076_4_1,10768R.RVHPALDVYIK.E1310.758 -0.00242 3 1 38.19 0
R15076_4_1,11332R.RVHPALDVYIK.E1310.758 0.00247 3 1 41.86 0
R15076_4_1,12602R.RVHPALDVYIK.E1310.758 0.00247 3 1 39.24 0
R15076_4_1,11643R.SEHSYSESGASGSSFEELDM*EGEGPLGEPR.L3173.312 -0.00092 3 1 128.49 0
R15076_4_1,13090R.SEHSYSESGASGSSFEELDM*EGEGPLGEPR.L3173.312 -0.02309 3 1 26.89 0
R15076_4_1,21922R.SEHSYSESGASGSSFEELDM*EGEGPLGEPR.L3173.312 -0.02309 3 1 28.25 0
R15076_4_1,11312R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 0.00472 2 1 61.09 0
R15076_4_1,12433R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 0.00109 3 1 135.16 0
R15076_4_1,12988R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.00134 3 1 113.68 0
R15076_4_1,13305R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.00688 2 1 117.16 0
R15076_4_1,13470R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.00455 3 1 116.37 0
R15076_4_1,13777R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.02073 4 1 83.46 0
R15076_4_1,14513R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 0.00472 2 1 59.54 0
R15076_4_1,15114R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 0.00013 3 1 117.27 0



R15076_4_1,15356R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 0.01927 4 1 57.79 0
R15076_4_1,15956R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.02073 4 1 35.97 0
R15076_4_1,16404R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.00029 3 1 124.28 0
R15076_4_1,16675R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.01528 2 1 89.85 0
R15076_4_1,16938R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.0029 3 1 121.56 0
R15076_4_1,17424R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.01528 2 1 67.26 0
R15076_4_1,19489R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 0.00472 2 1 104.21 0
R15076_4_1,19589R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 0.01927 4 1 51.25 0
R15076_4_1,19841R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.00176 3 1 138.64 0
R15076_4_1,20512R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 0.00472 2 1 107.2 0
R15076_4_1,21258R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.00155 3 1 117.6 0
R15076_4_1,21698R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 0.00337 3 1 119.54 0
R15076_4_1,24301R.SEHSYSESGASGSSFEELDMEGEGPLGEPR.L3157.317 -0.00548 3 1 113.19 0
R15076_4_1,8719R.SIAVYYDNPQTVPPEK.C1820.906 -0.00431 2 1 33.46 0
R15076_4_1,9010R.SIAVYYDNPQTVPPEK.C1820.906 -0.00076 3 1 43.92 0
R15076_4_1,9196R.SIAVYYDNPQTVPPEK.C1820.906 -0.00235 2 1 61.69 0
R15076_4_1,9390R.SIAVYYDNPQTVPPEK.C1820.906 0.00104 3 1 78.98 0
R15076_4_1,9569R.SIAVYYDNPQTVPPEK.C1820.906 -0.00373 2 1 58.9 0
R15076_4_1,9789R.SIAVYYDNPQTVPPEK.C1820.906 -0.00079 3 1 55.46 0
R15076_4_1,10025R.SIAVYYDNPQTVPPEK.C1820.906 -0.00379 2 1 53.89 0
R15076_4_1,10305R.SIAVYYDNPQTVPPEK.C1820.906 -0.00148 3 1 46.94 0
R15076_4_1,10533R.SIAVYYDNPQTVPPEK.C1820.906 -0.00519 2 1 50.98 0
R15076_4_1,10778R.SIAVYYDNPQTVPPEK.C1820.906 -0.00274 3 1 58.85 0
R15076_4_1,10978R.SIAVYYDNPQTVPPEK.C1820.906 -0.00001 2 1 47.97 0
R15076_4_1,11281R.SIAVYYDNPQTVPPEK.C1820.906 0.00104 3 1 49.86 0
R15076_4_1,11560R.SIAVYYDNPQTVPPEK.C1820.906 -0.00187 2 1 51.83 0
R15076_4_1,12129R.SIAVYYDNPQTVPPEK.C1820.906 -0.00033 2 1 54 0
R15076_4_1,12671R.SIAVYYDNPQTVPPEK.C1820.906 0.00339 2 1 50.39 0
R15076_4_1,13267R.SIAVYYDNPQTVPPEK.C1820.906 0.00255 2 1 47.99 0
R15076_4_1,13647R.SIAVYYDNPQTVPPEK.C1820.906 -0.00623 2 1 58.51 0
R15076_4_1,14151R.SIAVYYDNPQTVPPEK.C1820.906 -0.00623 2 1 49.67 0
R15076_4_1,14950R.SIAVYYDNPQTVPPEK.C1820.906 0.01377 2 1 38.77 0
R15076_4_1,15459R.SIAVYYDNPQTVPPEK.C1820.906 -0.00385 2 1 63.17 0
R15076_4_1,15868R.SIAVYYDNPQTVPPEK.C1820.906 -0.00623 2 1 48.72 0
R15076_4_1,16348R.SIAVYYDNPQTVPPEK.C1820.906 0.00025 2 1 57.77 0
R15076_4_1,16879R.SIAVYYDNPQTVPPEK.C1820.906 -0.00095 2 1 65.67 0
R15076_4_1,17417R.SIAVYYDNPQTVPPEK.C1820.906 -0.00145 2 1 32.32 0
R15076_4_1,19825R.SIAVYYDNPQTVPPEK.C1820.906 -0.00623 2 1 42.87 0
R15076_4_1,20863R.SIAVYYDNPQTVPPEK.C1820.906 -0.00623 2 1 40.14 0
R15076_4_1,21406R.SIAVYYDNPQTVPPEK.C1820.906 -0.00623 2 1 43.44 0
R15076_4_1,6542R.VHPALDVYIK.E1154.657 0.00409 2 1 31.46 0
R15076_4_1,6556R.VHPALDVYIK.E1154.657 -0.00171 3 1 48.38 0
R15076_4_1,7032R.VHPALDVYIK.E1154.657 -0.00247 2 1 38.73 0
R15076_4_1,7041R.VHPALDVYIK.E1154.657 -0.00084 3 1 47.61 0
R15076_4_1,7425R.VHPALDVYIK.E1154.657 -0.00247 2 1 37.06 0
R15076_4_1,7436R.VHPALDVYIK.E1154.657 -0.00234 3 1 39.88 0
R15076_4_1,7839R.VHPALDVYIK.E1154.657 -0.00253 2 1 34.85 0
R15076_4_1,7859R.VHPALDVYIK.E1154.657 -0.00261 3 1 47.8 0
R15076_4_1,8359R.VHPALDVYIK.E1154.657 -0.00114 3 1 30.51 0
R15076_4_1,8633R.VHPALDVYIK.E1154.657 -0.00169 2 1 33.52 0
R15076_4_1,9216R.VHPALDVYIK.E1154.657 -0.00287 2 1 26.4 0
R15076_4_1,9574R.VHPALDVYIK.E1154.657 -0.00135 3 1 44.82 0
R15076_4_1,9591R.VHPALDVYIK.E1154.657 -0.00269 2 1 34.26 0
R15076_4_1,10032R.VHPALDVYIK.E1154.657 -0.00864 3 1 28.11 0



R15076_4_1,10539R.VHPALDVYIK.E1154.657 -0.00864 3 1 42.5 0
R15076_4_1,10561R.VHPALDVYIK.E1154.657 -0.00329 2 1 30.88 0
R15076_4_1,10985R.VHPALDVYIK.E1154.657 0.00015 3 1 44.78 0
R15076_4_1,11001R.VHPALDVYIK.E1154.657 0.00047 2 1 37.33 0
R15076_4_1,11569R.VHPALDVYIK.E1154.657 -0.00864 3 1 47.89 0
R15076_4_1,11613R.VHPALDVYIK.E1154.657 0.00097 2 1 27.24 0
R15076_4_1,12389R.VHPALDVYIK.E1154.657 -0.00864 3 1 39.97 0
R15076_4_1,13045R.VHPALDVYIK.E1154.657 -0.00864 3 1 41.16 0
R15076_4_1,13428R.VHPALDVYIK.E1154.657 0.00409 2 1 30.13 0
R15076_4_1,13504R.VHPALDVYIK.E1154.657 -0.00864 3 1 44.79 0
R15076_4_1,13808R.VHPALDVYIK.E1154.657 0.00009 2 1 44.54 0
R15076_4_1,14744R.VHPALDVYIK.E1154.657 -0.00864 3 1 45.48 0
R15076_4_1,15309R.VHPALDVYIK.E1154.657 -0.00864 3 1 38.68 0
R15076_4_1,15516R.VHPALDVYIK.E1154.657 -0.00117 2 1 21.22 0
R15076_4_1,15710R.VHPALDVYIK.E1154.657 -0.00042 3 1 47.8 0
R15076_4_1,16147R.VHPALDVYIK.E1154.657 -0.00864 3 1 42.23 0
R15076_4_1,16702R.VHPALDVYIK.E1154.657 -0.00864 3 1 42.31 0
R15076_4_1,18812R.VHPALDVYIK.E1154.657 -0.00864 3 1 38.74 0
R15076_4_1,21323R.VHPALDVYIK.E1154.657 -0.00864 3 1 43.98 0

$2-1 sp|P69897|TBB5_RAT Tubulin beta-5 chain OS=Rattus norvegicus GN=Tubb5 PE=1 SV=118 13 40.09% 49670.28 4.78
R15076_4_1,4943K.EVDEQM*LNVQNK.N1462.684 -0.00851 2 1 34.71 0
R15076_4_1,6762K.EVDEQMLNVQNK.N1446.689 -0.00343 2 1 46.08 0
R15076_4_1,4052K.IREEYPDR.I1077.532 -0.00313 3 1 33.59 0
R15076_4_1,10718K.LAVNM*VPFPR.L1159.629 -0.0028 2 1 27.72 0
R15076_4_1,12890K.LAVNMVPFPR.L1143.634 -0.00016 2 1 56.59 0
R15076_4_1,21448K.LTTPTYGDLNHLVSATMSGVTTCLR.F2708.338 0.00279 3 1 28.22 0
R15076_4_1,3973K.NMM*AACDPR.H1081.422 -0.00217 2 1 37.23 0
R15076_4_1,4702K.NMMAACDPR.H1065.427 -0.00201 2 1 40.18 0
R15076_4_1,16791K.NSSYFVEWIPNNVK.T ! K.NSSYFVEWIPNNVK.V1696.833 0.00021 2 1 50.35 0
R15076_4_1,12164R.AILVDLEPGTM*DSVR.S1631.831 -0.00182 2 1 36.34 0
R15076_4_1,17154R.ALTVPELTQQVFDAK.N1659.895 -0.00209 2 1 47.05 0
R15076_4_1,8513R.FPGQLNADLR.K1130.595 0.00255 2 1 52.18 0
R15076_4_1,9793R.FPGQLNADLR.K1130.595 0.00119 2 1 51.96 0
R15076_4_1,10523R.FPGQLNADLR.K1130.595 0.00255 2 1 40.76 0
R15076_4_1,11369R.IMNTFSVVPSPK.V1319.703 -0.00994 2 1 77.19 0
R15076_4_1,11130R.ISEQFTAM*FR.R1245.593 -0.00279 2 1 34.95 0
R15076_4_1,6477R.ISVYYNEATGGK.Y1301.637 0.00446 2 1 70.26 0
R15076_4_1,19188R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G2798.343 0.00795 3 1 21.04 0

$3-1 sp|Q3KRE8|TBB2B_RAT Tubulin beta-2B chain OS=Rattus norvegicus GN=Tubb2b PE=1 SV=118 13 39.78% 49952.54 4.78
R15076_4_1,4943K.EVDEQM*LNVQNK.N1462.684 -0.00851 2 1 34.71 0
R15076_4_1,6762K.EVDEQMLNVQNK.N1446.689 -0.00343 2 1 46.08 0
R15076_4_1,4052K.IREEYPDR.I1077.532 -0.00313 3 1 33.59 0
R15076_4_1,10718K.LAVNM*VPFPR.L1159.629 -0.0028 2 1 27.72 0
R15076_4_1,12890K.LAVNMVPFPR.L1143.634 -0.00016 2 1 56.59 0
R15076_4_1,21448K.LTTPTYGDLNHLVSATMSGVTTCLR.F2708.338 0.00279 3 1 28.22 0
R15076_4_1,20094K.MSATFIGNSTAIQELFK.R1857.942 -0.00109 2 1 61.18 0
R15076_4_1,3973K.NMM*AACDPR.H1081.422 -0.00217 2 1 37.23 0
R15076_4_1,4702K.NMMAACDPR.H1065.427 -0.00201 2 1 40.18 0
R15076_4_1,16791K.NSSYFVEWIPNNVK.T ! K.NSSYFVEWIPNNVK.V1696.833 0.00021 2 1 50.35 0
R15076_4_1,12164R.AILVDLEPGTM*DSVR.S1631.831 -0.00182 2 1 36.34 0
R15076_4_1,8513R.FPGQLNADLR.K1130.595 0.00255 2 1 52.18 0
R15076_4_1,9793R.FPGQLNADLR.K1130.595 0.00119 2 1 51.96 0
R15076_4_1,10523R.FPGQLNADLR.K1130.595 0.00255 2 1 40.76 0
R15076_4_1,6387R.INVYYNEATGNK.Y1385.67 -0.00319 2 1 56.44 0



R15076_4_1,11130R.ISEQFTAM*FR.R1245.593 -0.00279 2 1 34.95 0
R15076_4_1,19188R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G2798.343 0.00795 3 1 21.04 0
R15076_4_1,16612R.YLTVAAIFR.G1053.609 -0.0036 2 1 45.97 0

$4-1 tr|G3V7C6|G3V7C6_RAT RCG45400 OS=Rattus norvegicus GN=Tubb4b PE=1 SV=116 11 34.38% 49830.48 4.79
R15076_4_1,4943K.EVDEQM*LNVQNK.N1462.684 -0.00851 2 1 34.71 0
R15076_4_1,6762K.EVDEQMLNVQNK.N1446.689 -0.00343 2 1 46.08 0
R15076_4_1,4052K.IREEYPDR.I1077.532 -0.00313 3 1 33.59 0
R15076_4_1,10718K.LAVNM*VPFPR.L1159.629 -0.0028 2 1 27.72 0
R15076_4_1,12890K.LAVNMVPFPR.L1143.634 -0.00016 2 1 56.59 0
R15076_4_1,21448K.LTTPTYGDLNHLVSATMSGVTTCLR.F2708.338 0.00279 3 1 28.22 0
R15076_4_1,20094K.MSATFIGNSTAIQELFK.R1857.942 -0.00109 2 1 61.18 0
R15076_4_1,3973K.NMM*AACDPR.H1081.422 -0.00217 2 1 37.23 0
R15076_4_1,4702K.NMMAACDPR.H1065.427 -0.00201 2 1 40.18 0
R15076_4_1,16791K.NSSYFVEWIPNNVK.T ! K.NSSYFVEWIPNNVK.V1696.833 0.00021 2 1 50.35 0
R15076_4_1,8513R.FPGQLNADLR.K1130.595 0.00255 2 1 52.18 0
R15076_4_1,9793R.FPGQLNADLR.K1130.595 0.00119 2 1 51.96 0
R15076_4_1,10523R.FPGQLNADLR.K1130.595 0.00255 2 1 40.76 0
R15076_4_1,11369R.IMNTFSVVPSPK.V1319.703 -0.00994 2 1 77.19 0
R15076_4_1,11130R.ISEQFTAM*FR.R1245.593 -0.00279 2 1 34.95 0
R15076_4_1,19188R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G2798.343 0.00795 3 1 21.04 0

$5-1 sp|P68370|TBA1A_RAT Tubulin alpha-1A chain OS=Rattus norvegicus GN=Tuba1a PE=1 SV=113 10 29.49% 50135.07 4.94
$5-2 sp|Q6P9V9|TBA1B_RAT Tubulin alpha-1B chain OS=Rattus norvegicus GN=Tuba1b PE=1 SV=113 10 29.49% 50151.07 4.94

R15076_4_1,7819K.DVNAAIATIK.T1015.578 -0.00145 2 1 52.62 0
R15076_4_1,15907K.EIIDLVLDR.I1085.62 -0.00186 2 1 57.16 0
R15076_4_1,16405K.EIIDLVLDR.I1085.62 -0.0014 2 1 49.24 0
R15076_4_1,9729K.FDLMYAK.R ! K.FDLMYAK.K887.4331 0.00041 2 1 33.18 0
R15076_4_1,16172K.TIGGGDDSFNTFFSETGAGK.H2007.893 -0.00237 3 1 45.4 0
R15076_4_1,11910K.VGINYQPPTVVPGGDLAK.V1824.985 -0.00202 2 1 34.57 0
R15076_4_1,17125R.AVFVDLEPTVIDEVR.T1701.906 -0.00035 2 1 89.94 0
R15076_4_1,20864R.FDGALNVDLTEFQTNLVPYPR.I2409.209 0.01578 2 1 34.11 0
R15076_4_1,4871R.LSVDYGK.K781.409 -0.00094 2 1 46.26 0
R15076_4_1,7776R.NLDIERPTYTNLNR.L1718.882 -0.00402 3 1 33.79 0
R15076_4_1,7792R.NLDIERPTYTNLNR.L1718.882 -0.01074 2 1 62.82 0
R15076_4_1,11871R.QLFHPEQLITGK.E1410.774 -0.00002 2 1 69.92 0
R15076_4_1,11890R.QLFHPEQLITGK.E1410.774 -0.00112 3 1 39.82 0

$6-1 sp|Q4QRB4|TBB3_RAT Tubulin beta-3 chain OS=Rattus norvegicus GN=Tubb3 PE=1 SV=113 8 20.44% 50418.13 4.82
R15076_4_1,10718K.LAVNM*VPFPR.L1159.629 -0.0028 2 1 27.72 0
R15076_4_1,12890K.LAVNMVPFPR.L1143.634 -0.00016 2 1 56.59 0
R15076_4_1,3973K.NMM*AACDPR.H1081.422 -0.00217 2 1 37.23 0
R15076_4_1,4702K.NMMAACDPR.H1065.427 -0.00201 2 1 40.18 0
R15076_4_1,16791K.NSSYFVEWIPNNVK.T ! K.NSSYFVEWIPNNVK.V1696.833 0.00021 2 1 50.35 0
R15076_4_1,12164R.AILVDLEPGTM*DSVR.S1631.831 -0.00182 2 1 36.34 0
R15076_4_1,8513R.FPGQLNADLR.K1130.595 0.00255 2 1 52.18 0
R15076_4_1,9793R.FPGQLNADLR.K1130.595 0.00119 2 1 51.96 0
R15076_4_1,10523R.FPGQLNADLR.K1130.595 0.00255 2 1 40.76 0
R15076_4_1,11369R.IMNTFSVVPSPK.V1319.703 -0.00994 2 1 77.19 0
R15076_4_1,11130R.ISEQFTAM*FR.R1245.593 -0.00279 2 1 34.95 0
R15076_4_1,4970R.ISVYYNEASSHK.Y1397.67 -0.00319 2 1 64.33 0
R15076_4_1,4974R.ISVYYNEASSHK.Y1397.67 0.00409 3 1 52.12 0

$7-1 tr|Q4KM71|Q4KM71_RAT Splicing factor proline/glutamine rich (Polypyrimidine tract binding protein associated) OS=Rattus norvegicus GN=Sfpq PE=2 SV=19 7 10.01% 75485.88 9.45
$7-2 tr|F1LQW3|F1LQW3_RAT Protein Sfpq (Fragment) OS=Rattus norvegicus GN=Sfpq PE=1 SV=19 7 11.55% 65695.05 8.87

R15076_4_1,5459K.AELDDTPMR.G1047.478 0.0048 2 1 35.84 0
R15076_4_1,6846K.ANLSLLR.R786.4832 -0.00954 2 1 49.77 0
R15076_4_1,4427K.ISDSEGFK.A882.4203 -0.01239 2 1 27.96 0



R15076_4_1,5082R.AVVIVDDR.G886.4993 -0.01346 2 1 60.36 0
R15076_4_1,5088R.AVVIVDDR.G886.4993 0.00654 2 1 42.16 0
R15076_4_1,5019R.FATHAAALSVR.N1143.627 -0.00582 2 1 47.9 0
R15076_4_1,5024R.FATHAAALSVR.N1143.627 0.00146 3 1 51.47 0
R15076_4_1,17406R.LFVGNLPADITEDEFK.R1807.911 -0.00147 2 1 70.93 0
R15076_4_1,4317R.MEELHSQEMQK.R1389.614 -0.01177 3 1 20.25 0

$8-1 sp|Q6AY56|TBA8_RAT Tubulin alpha-8 chain OS=Rattus norvegicus GN=Tuba8 PE=2 SV=18 6 19.60% 50036.93 4.98
R15076_4_1,9729K.FDLMYAK.R ! K.FDLMYAK.K887.4331 0.00041 2 1 33.18 0
R15076_4_1,11910K.VGINYQPPTVVPGGDLAK.V1824.985 -0.00202 2 1 34.57 0
R15076_4_1,20864R.FDGALNVDLTEFQTNLVPYPR.I2409.209 0.01578 2 1 34.11 0
R15076_4_1,20667R.GHYTVGKESIDLVLDR.I1801.944 -0.00116 3 1 23.04 0
R15076_4_1,7776R.NLDIERPTYTNLNR.L1718.882 -0.00402 3 1 33.79 0
R15076_4_1,7792R.NLDIERPTYTNLNR.L1718.882 -0.01074 2 1 62.82 0
R15076_4_1,11871R.QLFHPEQLITGK.E1410.774 -0.00002 2 1 69.92 0
R15076_4_1,11890R.QLFHPEQLITGK.E1410.774 -0.00112 3 1 39.82 0

$9-1 tr|M0RBS9|M0RBS9_RAT Sorting nexin family member 27, isoform CRA_a OS=Rattus norvegicus GN=Snx27 PE=1 SV=16 6 12.24% 60984.15 5.95
$9-2 sp|Q8K4V4|SNX27_RAT Sorting nexin-27 OS=Rattus norvegicus GN=Snx27 PE=1 SV=26 6 12.24% 61014.18 5.95

R15076_4_1,10380K.NSTTDQVYQAIAAK.V1509.754 0.00162 2 1 50.77 0
R15076_4_1,6583K.SESGYGFNVR.G1115.512 0.00507 2 1 22.18 0
R15076_4_1,13053R.EFANFTFPR.L1128.547 -0.00545 2 1 28.68 0
R15076_4_1,10395R.GLEEYLEK.V980.4935 0.00074 2 1 28.85 0
R15076_4_1,4064R.GQVSEGGQLR.S1030.528 -0.00512 2 1 45.83 0
R15076_4_1,6779R.ILEVNGVNVEGATHK.Q1579.844 -0.00888 2 1 83.84 0

$10-1 sp|Q5FVM4|NONO_RAT Non-POU domain-containing octamer-binding protein OS=Rattus norvegicus GN=Nono PE=1 SV=37 5 11.13% 54924.67 9.01
R15076_4_1,8794K.VELDNMPLR.G1086.561 -0.0018 2 1 35.57 0
R15076_4_1,5082R.AVVIVDDR.G886.4993 -0.01346 2 1 60.36 0
R15076_4_1,5088R.AVVIVDDR.G886.4993 0.00654 2 1 42.16 0
R15076_4_1,4899R.FACHSASLTVR.N1248.615 0.00265 2 1 61.83 0
R15076_4_1,4906R.FACHSASLTVR.N1248.615 -0.0024 3 1 47.07 0
R15076_4_1,12307R.FAQPGSFEYEYAMR.W1695.747 -0.00558 2 1 45.7 0
R15076_4_1,4115R.MEELHNQEVQK.R1384.653 -0.00022 2 1 72.8 0

$11-1 sp|P62630|EF1A1_RAT Elongation factor 1-alpha 1 OS=Rattus norvegicus GN=Eef1a1 PE=2 SV=16 5 14.50% 50113.26 9.1
$11-2 tr|M0R757|M0R757_RAT Elongation factor 1-alpha OS=Rattus norvegicus GN=LOC100360413 PE=3 SV=16 5 14.50% 50107.29 9.1

R15076_4_1,20608K.DGSASGTTLLEALDCILPPTRPTDKPLR.L2994.556 -0.00899 3 1 58.13 0
R15076_4_1,5503K.QLIVGVNK.M870.5407 -0.00176 2 1 23.05 0
R15076_4_1,4430K.STTTGHLIYK.C ! K.STTTGHLIYK.V1120.6 -0.00139 2 1 47.36 0
R15076_4_1,8610K.YYVTIIDAPGHR.D ! K.YYVTIIDAPGHR.N1404.727 0.01157 3 1 37.9 0
R15076_4_1,8684K.YYVTIIDAPGHR.D ! K.YYVTIIDAPGHR.N1404.727 -0.00571 2 1 55.64 0
R15076_4_1,5423R.QTVAVGVIK.A ! R.QTVAVGVIK.N ! R.QTVAVGVIK.T914.567 -0.00577 2 1 55.82 0

$12-1 tr|G3V908|G3V908_RAT Protein Kb15 OS=Rattus norvegicus GN=Kb15 PE=2 SV=25 5 9.40% 57608.89 8.04
R15076_4_1,7326K.FASFIDK.V827.4298 -0.00295 2 1 35.7 0
R15076_4_1,16274K.LALDIEIATYR.K1277.71 -0.00278 2 1 61.28 0
R15076_4_1,4433K.LLEGEECR.M ! K.LLEGEECR.L ! K.LLEGEECR.I1005.467 -0.00226 2 1 47.66 0
R15076_4_1,6710R.FLEQQNKVLETK.W ! R.FLEQQNQVLETK.W1476.806 0.01292 2 1 36.02 0
R15076_4_1,19164R.SLDLDSIIAEVK.A1302.715 -0.00026 2 1 66.76 0

$13-1 sp|P48721|GRP75_RAT Stress-70 protein, mitochondrial OS=Rattus norvegicus GN=Hspa9 PE=1 SV=35 5 9.87% 73856.85 5.97
$13-2 tr|F1M953|F1M953_RAT Stress-70 protein, mitochondrial OS=Rattus norvegicus GN=Hspa9 PE=1 SV=15 5 9.87% 73743.69 5.87

R15076_4_1,17164K.STNGDTFLGGEDFDQALLR.H2055.962 -0.01092 2 1 53.37 0
R15076_4_1,3992K.VLENAEGAR.T958.4952 0.00216 2 1 53.5 0
R15076_4_1,11469K.VQQTVQDLFGR.A1290.68 0.00737 2 1 66.55 0
R15076_4_1,17230R.AQFEGIVTDLIK.R1333.736 -0.0032 2 1 43.44 0
R15076_4_1,12937R.VINEPTAAALAYGLDK.S1645.88 0.0068 2 1 42.01 0

$14-1 sp|P63018|HSP7C_RAT Heat shock cognate 71 kDa protein OS=Rattus norvegicus GN=Hspa8 PE=1 SV=15 5 9.60% 70870.22 5.37
$14-2 tr|M0RCB1|M0RCB1_RAT Protein LOC102549957 OS=Rattus norvegicus GN=LOC102549957 PE=3 SV=15 5 9.67% 70428.7 5.43



R15076_4_1,12549K.DAGTIAGLNVLR.I1199.674 0.00153 2 1 33.03 0
R15076_4_1,13031K.LLQDFFNGK.E1081.568 -0.00505 2 1 35.99 0
R15076_4_1,8775K.NQVAMNPTNTVFDAK.R ! K.NQVAMNPTNTVFDAK.C1649.795 -0.00289 2 1 36.48 0
R15076_4_1,13870R.FEELNADLFR.G1253.616 -0.00233 2 1 51.37 0
R15076_4_1,13011R.IINEPTAAAIAYGLDK.R ! R.IINEPTAAAIAYGLDK.G ! R.IINEPTAAAIAYGLDK.K1659.895 0.00027 2 1 89.88 0

$15-1 tr|F1M1D0|F1M1D0_RAT Protein Krt79 OS=Rattus norvegicus GN=Krt79 PE=1 SV=25 4 7.77% 57308.33 7.6
R15076_4_1,7326K.FASFIDK.V827.4298 -0.00295 2 1 35.7 0
R15076_4_1,4267K.NKYEDEINKR.T1308.654 -0.00124 3 1 45.87 0
R15076_4_1,4283K.NKYEDEINKR.T1308.654 0.00148 2 1 51.42 0
R15076_4_1,6710R.FLEQQNKVLETK.W ! R.FLEQQNQVLETK.W1476.806 0.01292 2 1 36.02 0
R15076_4_1,19164R.SLDLDSIIAEVK.A1302.715 -0.00026 2 1 66.76 0

$16-1 tr|M0R3X6|M0R3X6_RAT Carbonyl reductase [NADPH] 1 OS=Rattus norvegicus GN=Cbr1 PE=1 SV=15 4 18.05% 30610.76 6.97
$16-2 sp|P47727|CBR1_RAT Carbonyl reductase [NADPH] 1 OS=Rattus norvegicus GN=Cbr1 PE=1 SV=25 4 18.05% 30577.76 8.21

R15076_4_1,12308K.ILLNACCPGWVR.T1458.734 0.00171 2 1 63.26 0
R15076_4_1,5038K.QLQTEGLSPR.F1128.601 -0.00251 2 1 53.23 0
R15076_4_1,7849R.FHQLDIDNPQSIR.A1582.797 0.00178 3 1 36.49 0
R15076_4_1,7850R.FHQLDIDNPQSIR.A1582.797 0.0045 2 1 27.51 0
R15076_4_1,16673R.SETITEEELVGLMNK.F1692.836 -0.00173 2 1 80.72 0

$17-1 sp|P15205|MAP1B_RAT Microtubule-associated protein 1B OS=Rattus norvegicus GN=Map1b PE=1 SV=24 4 2.68% 269496.5 4.74
$17-2 tr|F1LRL9|F1LRL9_RAT Microtubule-associated protein 1B OS=Rattus norvegicus GN=Map1b PE=1 SV=14 4 2.68% 269639.6 4.74

R15076_4_1,22881K.NLISPDLGVVFLNVPENLK.N2081.164 -0.00862 2 1 66.38 0
R15076_4_1,16478K.TTEAAATAVGTAAVAAAAGVAASGPAK.E2256.183 0.00755 3 1 24.96 0
R15076_4_1,13787R.AVLDALLEGK.A1028.599 0.00589 2 1 38.75 0
R15076_4_1,11949R.HNLQDFINIK.L1241.664 0.01095 2 1 38.44 0

$18-1 sp|P97576|GRPE1_RAT GrpE protein homolog 1, mitochondrial OS=Rattus norvegicus GN=Grpel1 PE=1 SV=24 3 17.05% 24296.74 8.57
R15076_4_1,11224K.FDPYEHEALFHTPVEGK.E2015.95 -0.00779 3 1 23.62 0
R15076_4_1,11237K.FDPYEHEALFHTPVEGK.E2015.95 0.01159 4 1 36.59 0
R15076_4_1,5000R.ALADTENLR.Q1002.521 -0.0113 2 1 63.69 0
R15076_4_1,5830R.TLRPALVGVVK.D1152.746 -0.00642 2 1 61.41 0

$19-1 sp|P01946|HBA_RAT Hemoglobin subunit alpha-1/2 OS=Rattus norvegicus GN=Hba1 PE=1 SV=33 3 32.39% 15328.35 7.81
$19-2 tr|B1H216|B1H216_RAT Hemoglobin alpha, adult chain 2 OS=Rattus norvegicus GN=Hba1 PE=2 SV=13 3 32.39% 15328.35 7.81

R15076_4_1,12283K.AADHVEDLPGALSTLSDLHAHK.L2297.152 -0.00341 3 1 46.84 0
R15076_4_1,5016K.IGGHGGEYGEEALQR.M1572.74 0.00737 2 1 48.75 0
R15076_4_1,8952R.MFAAFPTTK.T1013.512 -0.00026 2 1 46.76 0

$20-1 sp|P11517|HBB2_RAT Hemoglobin subunit beta-2 OS=Rattus norvegicus PE=1 SV=23 3 21.77% 15982.24 8.91
R15076_4_1,6506K.LHVDPENFR.L ! -.LHVDPENFR.L ! K.LHVDPENFR.V1126.564 -0.00875 2 1 35.99 0
R15076_4_1,7468K.VINAFNDGLK.H1090.589 -0.0036 2 1 56.01 0
R15076_4_1,6459K.VNADNVGAEALGR.L1285.649 -0.00324 2 1 89.58 0

$21-1 sp|Q63716|PRDX1_RAT Peroxiredoxin-1 OS=Rattus norvegicus GN=Prdx1 PE=1 SV=13 3 12.06% 22109.14 8.27
R15076_4_1,7762K.DISLSDYK.G940.4622 -0.00122 2 1 37.68 0
R15076_4_1,4368K.IGHPAPSFK.A953.5203 0.00487 3 1 20.71 0
R15076_4_1,6354R.SVDEILR.L831.457 -0.0013 2 1 29.12 0

$22-1 sp|Q9JJ54|HNRPD_RAT Heterogeneous nuclear ribonucleoprotein D0 OS=Rattus norvegicus GN=Hnrnpd PE=1 SV=23 3 8.22% 38217.52 7.61
R15076_4_1,9907K.IFVGGLSPDTPEEK.I1488.758 -0.00469 2 1 46.75 0
R15076_4_1,5063K.LDPITGR.S771.4359 0.0032 2 1 29.41 0
R15076_4_1,17753R.GFGFVLFK.D ! R.GFGFVLFK.E914.5135 0.00075 2 1 28.66 0

$23-1 tr|V9GZ85|V9GZ85_RAT Actin, cytoplasmic 2 (Fragment) OS=Rattus norvegicus GN=LOC100361457 PE=3 SV=13 3 8.82% 41619.23 5.46
$23-2 tr|D3ZRN3|D3ZRN3_RAT Protein Actbl2 OS=Rattus norvegicus GN=Actbl2 PE=1 SV=13 3 8.78% 41962.62 5.3
$23-3 sp|P60711|ACTB_RAT Actin, cytoplasmic 1 OS=Rattus norvegicus GN=Actb PE=1 SV=13 3 8.80% 41736.29 5.29
$23-4 sp|P63259|ACTG_RAT Actin, cytoplasmic 2 OS=Rattus norvegicus GN=Actg1 PE=1 SV=13 3 8.80% 41792.4 5.31

R15076_4_1,4348K.CDVDIR.K 777.356 0.00325 2 1 30.17 0
R15076_4_1,13943K.SYELPDGQVITIGNER.F ! R.SYELPDGQVITIGNER.F ! -.SYELPDGQVITIGNER.F1790.892 -0.00082 2 1 68.83 0
R15076_4_1,4494R.HQGVMVGMGQK.D ! -.HQGVMVGMGQK.D1171.571 -0.00207 2 1 51.58 0

$24-1 tr|D3ZH98|D3ZH98_RAT Uncharacterized protein OS=Rattus norvegicus PE=1 SV=13 2 6.10% 68856.3 5.54



R15076_4_1,21047K.NINADEAVAYGAAVQAAILSGDK.S2261.141 -0.01195 2 1 23.47 0
R15076_4_1,21080K.NINADEAVAYGAAVQAAILSGDK.S2261.141 -0.01467 3 1 30.72 0
R15076_4_1,8775K.NQVAMNPTNTVFDAK.R ! K.NQVAMNPTNTVFDAK.C1649.795 -0.00289 2 1 36.48 0

$25-1 tr|D3ZN95|D3ZN95_RAT Protein Hcfc1 OS=Rattus norvegicus GN=Hcfc1 PE=1 SV=12 2 1.03% 209150.3 6.57
R15076_4_1,4133R.ESHTAVVYTEK.D1263.622 -0.01118 2 1 46.39 0
R15076_4_1,12930R.GPFSEISAFK.T1082.552 0.00036 2 1 51.09 0

$26-1 tr|D3ZPW4|D3ZPW4_RAT Protein Ppp1r26 OS=Rattus norvegicus GN=Ppp1r26 PE=4 SV=12 2 1.80% 125018.8 8.98
R15076_4_1,6517K.LGGIGVEDAIPTFLPR.R1654.916 -0.01644 2 1 22.4 0
R15076_4_1,4902R.VIDLR.A ! K.VIDLR.I ! K.VLDIR.E ! K.VLDLR.K ! R.VLDLR.N ! K.VLDLR.G ! R.VLDLR.R ! K.VLDLR.V ! K.VLDLR.R ! K.VLDLR.I ! K.VLDLR.Y615.3824 -0.00038 2 1 28.55 0

$27-1 tr|M0R584|M0R584_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 2 10.41% 29118.74 6.6
$27-2 tr|F7FEZ6|F7FEZ6_RAT Heterogeneous nuclear ribonucleoprotein A1 OS=Rattus norvegicus GN=Hnrnpa1 PE=1 SV=12 2 8.75% 34222.82 9.27
$27-3 tr|Q6P6G9|Q6P6G9_RAT Hnrpa1 protein OS=Rattus norvegicus GN=Hnrnpa1 PE=2 SV=12 2 8.95% 33619.24 9.27
$27-4 tr|Q5I0M7|Q5I0M7_RAT Hnrpa1 protein OS=Rattus norvegicus GN=Hnrpa1 PE=2 SV=12 2 8.75% 34195.8 9.27
$27-5 sp|P04256|ROA1_RAT Heterogeneous nuclear ribonucleoprotein A1 OS=Rattus norvegicus GN=Hnrnpa1 PE=1 SV=32 2 8.75% 34211.86 9.2

R15076_4_1,4116R.EDSQRPGAHLTVK.K1437.744 -0.00826 2 1 41.49 0
R15076_4_1,12942R.GFAFVTFDDHDSVDK.I1699.76 0.00716 2 1 38.96 0

$28-1 sp|P00762|TRY1_RAT Anionic trypsin-1 OS=Rattus norvegicus GN=Prss1 PE=1 SV=12 2 10.57% 25959.22 4.71
R15076_4_1,12420K.SRIQVRLGEHNINVLEGDEQFINAAK.I2950.549 0.05113 4 1 36.7 0
R15076_4_1,12526R.LGEHNINVLEGDEQFINAAK.I2211.104 -0.00424 2 1 88.19 0

$29-1 sp|P04905|GSTM1_RAT Glutathione S-transferase Mu 1 OS=Rattus norvegicus GN=Gstm1 PE=1 SV=22 2 11.47% 25913.66 8.27
$29-2 tr|B6DYQ1|B6DYQ1_RAT Glutathione S-transferase mu 1 OS=Rattus norvegicus PE=2 SV=12 2 11.47% 25968.78 8.78
$29-3 tr|Q6LDP3|Q6LDP3_RAT Rat glutathione S-transferase OS=Rattus norvegicus GN=Gstm1 PE=2 SV=12 2 11.57% 25685.34 8.27
$29-4 tr|G3V983|G3V983_RAT Glutathione S-transferase Mu 1 OS=Rattus norvegicus GN=Gstm1 PE=1 SV=12 2 11.47% 25894.61 7.67

R15076_4_1,11401K.CLDAFPNLK.D1077.54 0.00059 2 1 28.08 0
R15076_4_1,22839K.LGLDFPNLPYLIDGSR.K1789.948 0.00066 2 1 56.62 0

$30-1 sp|P06761|GRP78_RAT 78 kDa glucose-regulated protein OS=Rattus norvegicus GN=Hspa5 PE=1 SV=12 2 2.60% 72346.1 5.07
R15076_4_1,13011R.IINEPTAAAIAYGLDK.R ! R.IINEPTAAAIAYGLDK.G ! R.IINEPTAAAIAYGLDK.K1659.895 0.00027 2 1 89.88 0
R15076_4_1,12248R.IINEPTAAAIAYGLDKR.E1815.996 0.00355 2 1 52.74 0

$31-1 sp|P35704|PRDX2_RAT Peroxiredoxin-2 OS=Rattus norvegicus GN=Prdx2 PE=1 SV=32 2 9.09% 21783.41 5.34
R15076_4_1,6581K.SLSQNYGVLK.N1108.6 -0.00228 2 1 48.53 0
R15076_4_1,12431R.GLFIIDAK.G876.5189 0.00619 2 1 40.59 0

$32-1 tr|Q0QEU1|Q0QEU1_RAT Glyceraldehyde-3-phosphate dehydrogenase (Fragment) OS=Rattus norvegicus GN=GAPDH PE=2 SV=12 2 15.13% 25535.14 8.84
$32-2 sp|P04797|G3P_RAT Glyceraldehyde-3-phosphate dehydrogenase OS=Rattus norvegicus GN=Gapdh PE=1 SV=32 2 10.81% 35827.59 8.14
$32-3 tr|D3ZGY4|D3ZGY4_RAT Glyceraldehyde-3-phosphate dehydrogenase OS=Rattus norvegicus GN=Gapdh-ps2 PE=3 SV=12 2 10.81% 35822.57 7.63
$32-4 tr|M0R590|M0R590_RAT Glyceraldehyde-3-phosphate dehydrogenase OS=Rattus norvegicus GN=LOC685186 PE=3 SV=12 2 10.81% 35813.56 8.14

R15076_4_1,19078K.WGDAGAEYVVESTGVFTTMEK.A ! K.WGDAGAEYVVESTGVFTTMEK.V2277.038 -0.01472 2 1 68.15 0
R15076_4_1,5592R.GAAQNIIPASTGAAK.A ! R.GAAQNIIPASTGAAK.T1369.743 -0.00407 2 1 45.3 0

$33-1 tr|Q64715|Q64715_RAT Microtubule-associated protein OS=Rattus norvegicus GN=Map2 PE=2 SV=12 2 1.21% 198564.1 4.76
$33-2 tr|F1MAQ5|F1MAQ5_RAT Microtubule-associated protein OS=Rattus norvegicus GN=Map2 PE=1 SV=22 2 1.20% 198902.4 4.75
$33-3 tr|F1LNK0|F1LNK0_RAT Microtubule-associated protein OS=Rattus norvegicus GN=Map2 PE=1 SV=22 2 1.18% 202242.2 4.79
$33-4 sp|P15146|MTAP2_RAT Microtubule-associated protein 2 OS=Rattus norvegicus GN=Map2 PE=1 SV=32 2 1.18% 202408.3 4.77

R15076_4_1,8850R.LINQPLPDLK.N1150.683 -0.00075 2 1 44.25 0
R15076_4_1,13027R.SILTEQLETIPK.E1371.773 0.00022 2 1 32.3 0

$34-1 tr|Q6AYI1|Q6AYI1_RAT DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 OS=Rattus norvegicus GN=Ddx5 PE=1 SV=12 2 3.74% 69238.36 9.06
$34-2 tr|B6DTP5|B6DTP5_RAT DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 (Fragment) OS=Rattus norvegicus GN=Ddx5 PE=2 SV=12 2 3.75% 69111.22 9.01

R15076_4_1,12850R.ELAQQVQQVAAEYCR.A1792.865 0.01191 2 1 48.03 0
R15076_4_1,10552R.QLAEDFLK.D963.5146 0.00183 2 1 50.84 0

$35-1 sp|Q9JLT0|MYH10_RAT Myosin-10 OS=Rattus norvegicus GN=Myh10 PE=2 SV=12 2 1.11% 228962.5 5.49
$35-2 tr|G3V9Y1|G3V9Y1_RAT Myosin, heavy polypeptide 10, non-muscle, isoform CRA_b OS=Rattus norvegicus GN=Myh10 PE=1 SV=12 2 1.11% 228995.5 5.44

R15076_4_1,17185K.KQELEEILHDLESR.V1738.897 0.00431 3 1 30.75 0
R15076_4_1,3577R.DRAEAEAR.E917.4435 0.00055 2 1 21.32 0

$36-1 tr|D4A8X8|D4A8X8_RAT CTTNBP2 N-terminal like (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Cttnbp2nl PE=1 SV=110 1 0.94% 70075.66 7.19
R15076_4_1,5607R.DFETLK.E752.3825 -0.00111 2 1 30.66 0
R15076_4_1,6159R.DFETLK.E752.3825 0.00049 2 1 35.17 0



R15076_4_1,6512R.DFETLK.E752.3825 -0.00123 2 1 32.69 0
R15076_4_1,7671R.DFETLK.E752.3825 -0.01023 2 1 34.84 0
R15076_4_1,9262R.DFETLK.E752.3825 -0.00103 2 1 37.27 0
R15076_4_1,9644R.DFETLK.E752.3825 -0.01023 2 1 38.1 0
R15076_4_1,10118R.DFETLK.E752.3825 -0.01023 2 1 37.21 0
R15076_4_1,10633R.DFETLK.E752.3825 -0.01023 2 1 32.85 0
R15076_4_1,11069R.DFETLK.E752.3825 0.00977 2 1 37.28 0
R15076_4_1,23706R.DFETLK.E752.3825 0.00977 2 1 24.72 0

$37-1 tr|D4A4U8|D4A4U8_RAT Protein LOC299277 OS=Rattus norvegicus GN=LOC299277 PE=3 SV=13 1 2.14% 47465.31 5.91
R15076_4_1,8159K.ELALKNPNK.N1026.594 0.00575 2 1 22.9 0
R15076_4_1,9127K.ELALKNPNK.N1026.594 0.00145 2 1 20.54 0
R15076_4_1,15917K.ELALKNPNK.N1026.594 0.00145 2 1 23.61 0

$38-1 tr|M0RA91|M0RA91_RAT Protein Macrod2 (Fragment) OS=Rattus norvegicus GN=Macrod2 PE=4 SV=13 1 10.67% 8182.27 8
R15076_4_1,9342K.LVKENNLR.S985.5789 0.00615 2 1 22.33 0
R15076_4_1,9766K.LVKENNLR.S985.5789 0.00615 2 1 20.16 0
R15076_4_1,11139K.LVKENNLR.S985.5789 0.00615 2 1 22.11 0

$39-1 tr|Q4KLM0|Q4KLM0_RAT Nei endonuclease VIII-like 1 (E. coli) OS=Rattus norvegicus GN=Neil1 PE=2 SV=13 1 1.55% 43348.13 9.7
R15076_4_1,6427K.IPPFEK.A730.4134 -0.00468 2 1 23.26 0
R15076_4_1,9215K.IPPFEK.A730.4134 -0.00414 2 1 20.01 0
R15076_4_1,17856K.IPPFEK.A730.4134 -0.00428 2 1 20.11 0

$40-1 tr|D3ZB99|D3ZB99_RAT Protein Nek1 OS=Rattus norvegicus GN=Nek1 PE=1 SV=22 1 0.50% 136011.2 5.48
R15076_4_1,6077R.LNENLK.A730.4094 -0.00886 2 1 22.11 0
R15076_4_1,15565R.LNENLK.A730.4094 -0.00834 2 1 20.97 0

$41-1 tr|D4A7T9|D4A7T9_RAT Protein Mysm1 OS=Rattus norvegicus GN=Mysm1 PE=1 SV=12 1 1.60% 92801.57 5.31
R15076_4_1,22291K.SNSDLQVKNKDER.T1532.766 -0.01915 3 1 27 0
R15076_4_1,22967K.SNSDLQVKNKDER.T1532.766 -0.01915 3 1 24.62 0

$42-1 sp|Q8VIP2|MLXPL_RAT Carbohydrate-responsive element-binding protein OS=Rattus norvegicus GN=Mlxipl PE=1 SV=12 1 1.50% 94920.14 8.35
$42-2 tr|C7C5T1|C7C5T1_RAT Carbohydrate response element binding protein OS=Rattus norvegicus GN=ChREBP PE=2 SV=12 1 1.50% 95064.31 8.35

R15076_4_1,5020R.ALADLSVNLQVPR.V1395.795 0.01725 4 1 21.85 0
R15076_4_1,7920R.ALADLSVNLQVPR.V1395.795 0.01725 4 1 22.58 0

$43-1 tr|A0JN13|A0JN13_RAT Crystallin, alpha A OS=Rattus norvegicus GN=Cryaa PE=2 SV=11 1 8.09% 19791.9 5.78
R15076_4_1,21351R.TVLDSGISEVRSDR.D1533.787 -0.01872 3 1 22.12 0

$44-1 tr|A1A5R0|A1A5R0_RAT LOC100125368 protein OS=Rattus norvegicus GN=LOC100125368 PE=2 SV=11 1 1.60% 58217.5 8.89
$44-2 tr|F1LPJ8|F1LPJ8_RAT Protein LOC100125368 (Fragment) OS=Rattus norvegicus GN=LOC100125368 PE=4 SV=11 1 1.60% 58086.31 8.89

R15076_4_1,6565R.NLTAIGYK.L879.4934 0.0007 2 1 23.56 0
$45-1 tr|A1L1J7|A1L1J7_RAT PDZ binding kinase OS=Rattus norvegicus GN=Pbk PE=1 SV=11 1 2.08% 37569.31 4.94

R15076_4_1,6058K.GDFETIK.I809.404 -0.00876 2 1 24.49 0
$46-1 tr|A5I9F0|A5I9F0_RAT Protein-tyrosine-phosphatase OS=Rattus norvegicus GN=Ptprk PE=2 SV=11 1 0.49% 162181.4 5.69
$46-2 tr|Q9WUL3|Q9WUL3_RAT Receptor-like protein tyrosine phosphatase kappa extracellular region OS=Rattus norvegicus GN=Ptprk PE=1 SV=11 1 1.39% 56157.97 5.69
$46-3 tr|F1LPL4|F1LPL4_RAT Protein Ptprk (Fragment) OS=Rattus norvegicus GN=Ptprk PE=1 SV=21 1 0.66% 119467.7 5.84

R15076_4_1,4450K.IAEIQAR.R800.4625 -0.01028 2 1 22.42 0
$47-1 tr|B0BN75|B0BN75_RAT Protein Rnf26 OS=Rattus norvegicus GN=Rnf26 PE=2 SV=11 1 1.89% 46939.17 8.85

R15076_4_1,12302K.LLKEQEER.K1044.568 -0.01887 2 1 24.2 0
$48-1 sp|B0BNK9|EFC4A_RAT EF-hand calcium-binding domain-containing protein 4A OS=Rattus norvegicus GN=Cracr2b PE=2 SV=11 1 2.04% 44552.44 5.21

R15076_4_1,4434K.LLGSSHRK.A897.5265 0.01373 2 1 28.38 0
$49-1 tr|B0BNM8|B0BNM8_RAT Cyclin-dependent kinase 2-interacting protein OS=Rattus norvegicus GN=Cinp PE=2 SV=11 1 3.30% 24169.27 5.65

R15076_4_1,5688K.IQM*KMEK.L923.4689 -0.00387 2 1 27.48 0
$50-1 sp|B1WBT0|TM232_RAT Transmembrane protein 232 OS=Rattus norvegicus GN=Tmem232 PE=2 SV=11 1 0.97% 71913.06 6.35
$50-2 sp|Q5U2W6|PTVO1_RAT Prostate tumor-overexpressed gene 1 protein homolog OS=Rattus norvegicus GN=Ptov1 PE=2 SV=11 1 1.44% 46848.01 10.8

R15076_4_1,6711K.DM*ETLK.S ! K.DM*ETLK.Q752.3495 -0.00325 2 1 30.49 0
$51-1 tr|B1WBX7|B1WBX7_RAT Coatomer protein complex, subunit epsilon OS=Rattus norvegicus GN=Cope PE=2 SV=11 1 5.42% 18663.96 4.88
$51-2 tr|G3V8Q1|G3V8Q1_RAT Protein Cope OS=Rattus norvegicus GN=Cope PE=1 SV=21 1 5.45% 18507.77 4.78

R15076_4_1,6237R.DSIVLELDR.E1059.568 0.01533 2 1 20.15 0
$52-1 tr|B2GUW2|B2GUW2_RAT LOC687105 protein OS=Rattus norvegicus GN=Arhgef16 PE=1 SV=11 1 1.27% 79868.7 6.86



R15076_4_1,9507K.SLPLISASR.W943.5571 0.00436 2 1 31.7 0
$53-1 tr|B6DYQ7|B6DYQ7_RAT Glutathione S-transferase pi OS=Rattus norvegicus GN=Gstp1 PE=2 SV=11 1 5.24% 23438.61 6.89
$53-2 tr|D4A8S2|D4A8S2_RAT Protein RGD1307603 OS=Rattus norvegicus GN=RGD1307603 PE=1 SV=11 1 6.32% 20065.23 7
$53-3 sp|P04906|GSTP1_RAT Glutathione S-transferase P OS=Rattus norvegicus GN=Gstp1 PE=1 SV=21 1 5.24% 23438.61 6.89

R15076_4_1,8851R.MLLADQGQSWK.E1276.635 -0.00153 2 1 26.13 0
$54-1 tr|C0LP03|C0LP03_RAT Toll-like receptor 5 OS=Rattus norvegicus GN=Tlr5 PE=2 SV=11 1 0.70% 98052.06 6.79
$54-2 tr|G3V6F8|G3V6F8_RAT Protein Tlr5 OS=Rattus norvegicus GN=Tlr5 PE=4 SV=11 1 0.69% 99623.93 6.99

R15076_4_1,7624R.LFETLK.D750.4396 -0.00064 2 1 31.13 0
$55-1 tr|C9WPN6|C9WPN6_RAT Eif2s3y (Fragment) OS=Rattus norvegicus GN=Eif2s3y PE=2 SV=11 1 11.29% 13636.84 9.92
$55-2 tr|W8CEN7|W8CEN7_RAT EIF2S3Y OS=Rattus norvegicus GN=EIF2S3Y PE=4 SV=11 1 2.97% 51153.05 8.76
$55-3 sp|P81795|IF2G_RAT Eukaryotic translation initiation factor 2 subunit 3 OS=Rattus norvegicus GN=Eif2s3 PE=1 SV=21 1 2.97% 51078.88 8.66

R15076_4_1,10023K.IVLTNPVCTEVGEK.I1558.815 0.0018 2 1 29.31 0
$56-1 tr|D3Z8B0|D3Z8B0_RAT Protein Cox16 OS=Rattus norvegicus GN=Cox16 PE=1 SV=11 1 6.60% 12252.19 9.82

R15076_4_1,5216M.VAPAVLR.A725.4668 0.00014 2 1 22.57 0
$57-1 tr|D3Z954|D3Z954_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Patl2 PE=4 SV=21 1 1.34% 59219.92 6.81

R15076_4_1,9336K.RM*FLLAR.R922.5291 -0.00363 2 1 21.97 0
$58-1 tr|D3ZE49|D3ZE49_RAT Protein Trappc12 OS=Rattus norvegicus GN=Trappc12 PE=1 SV=11 1 0.75% 87545.83 4.66
$58-2 tr|M0R780|M0R780_RAT Protein Trappc12 OS=Rattus norvegicus GN=Trappc12 PE=1 SV=11 1 1.03% 63199.99 4.49

R15076_4_1,4432K.DSLVPR.E686.3832 -0.0002 2 1 31.82 0
$59-1 tr|D3ZFN9|D3ZFN9_RAT Kinesin-like protein OS=Rattus norvegicus GN=Kif16b PE=1 SV=11 1 0.53% 150044 6.08

R15076_4_1,4566K.LQLEKRR.L942.5843 0.01156 2 1 22.98 0
$60-1 tr|D3ZFQ7|D3ZFQ7_RAT Protein Spata9 OS=Rattus norvegicus GN=Spata9 PE=1 SV=11 1 3.97% 28377.65 9.68

R15076_4_1,6376R.QPLNSIQVRK.G1182.695 0.00925 2 1 30.88 0
$61-1 tr|D3ZG47|D3ZG47_RAT Protein LOC100911233 OS=Rattus norvegicus GN=LOC100911233 PE=4 SV=21 1 0.91% 87759.15 8.69
$61-2 tr|D4A2P1|D4A2P1_RAT Protein Ccar1 OS=Rattus norvegicus GN=Ccar1 PE=1 SV=21 1 0.61% 132151.8 5.74

R15076_4_1,4707K.LQGERKK.A858.5156 0.00282 2 1 20.39 0
$62-1 tr|D3ZH11|D3ZH11_RAT Protein LOC678817 OS=Rattus norvegicus GN=LOC678817 PE=4 SV=21 1 0.39% 145991.7 6.58
$62-2 tr|D3ZH16|D3ZH16_RAT Protein LOC691811 OS=Rattus norvegicus GN=LOC688241 PE=4 SV=21 1 0.39% 145260.3 8.8
$62-3 tr|F1M841|F1M841_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=LOC678817 PE=4 SV=21 1 0.75% 75456.28 8.92
$62-4 tr|Q4V8M7|Q4V8M7_RAT LOC304239 protein (Fragment) OS=Rattus norvegicus GN=LOC304239 PE=2 SV=11 1 0.64% 88403.05 5.74
$62-5 tr|B2GV26|B2GV26_RAT LOC304239 protein (Fragment) OS=Rattus norvegicus GN=LOC304239 PE=2 SV=11 1 0.42% 135814.5 6.22
$62-6 tr|D3ZFT5|D3ZFT5_RAT Protein LOC689629 (Fragment) OS=Rattus norvegicus GN=LOC499607 PE=4 SV=21 1 0.63% 90730.64 8.49
$62-7 tr|Q5Y9B8|Q5Y9B8_RAT GTPase activating protein testicular GAP1 OS=Rattus norvegicus GN=tGap1 PE=2 SV=11 1 0.39% 146103 6.2
$62-8 tr|F1M6I1|F1M6I1_RAT Protein LOC691044 OS=Rattus norvegicus GN=LOC691044 PE=4 SV=21 1 0.70% 79322.34 7.53
$62-9 tr|A0A096MJZ5|A0A096MJZ5_RAT Protein LOC685294 (Fragment) OS=Rattus norvegicus GN=LOC304239 PE=4 SV=11 1 0.70% 81716.7 5.72
$62-10 tr|D3ZRJ5|D3ZRJ5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=LOC294887 PE=4 SV=21 1 0.40% 142783.6 8.84
$62-11 tr|E9PTA9|E9PTA9_RAT Protein tGap1 OS=Rattus norvegicus GN=tGap1 PE=4 SV=11 1 0.62% 91364.7 5.87
$62-12 tr|F1LR97|F1LR97_RAT Protein LOC685294 (Fragment) OS=Rattus norvegicus GN=LOC304239 PE=4 SV=21 1 0.64% 88299.94 5.82
$62-13 tr|Q5Y9B7|Q5Y9B7_RAT GTPase activating protein testicular GAP1 variant 2C OS=Rattus norvegicus PE=2 SV=11 1 0.62% 91377.74 5.92
$62-14 tr|G3V905|G3V905_RAT Protein tGap1 OS=Rattus norvegicus GN=tGap1 PE=1 SV=11 1 0.39% 146090 6.16
$62-15 tr|D3Z8H5|D3Z8H5_RAT Protein LOC100365525 OS=Rattus norvegicus GN=LOC100365525 PE=4 SV=21 1 0.39% 146956.3 6.12
$62-16 tr|A0A0A0MY44|A0A0A0MY44_RAT Butyrophilin-like protein 2 OS=Rattus norvegicus GN=Btnl2 PE=1 SV=11 1 0.97% 57687.6 5.32
$62-17 sp|Q6MG97|BTNL2_RAT Butyrophilin-like protein 2 OS=Rattus norvegicus GN=Btnl2 PE=3 SV=11 1 1.10% 50766.7 4.97

R15076_4_1,5379R.CLFGK.D ! K.CLFGK.S ! K.CLFGK.N ! K.CLFGK.T624.3174 -0.00137 2 1 22.3 0
$63-1 tr|D3ZH42|D3ZH42_RAT Protein Mov10l1 OS=Rattus norvegicus GN=Mov10l1 PE=4 SV=21 1 0.48% 138350.5 6.34

R15076_4_1,5358K.VSNGLK.A617.3617 -0.01103 2 1 24.28 0
$64-1 tr|D3ZHF9|D3ZHF9_RAT Protein Arap2 OS=Rattus norvegicus GN=Arap2 PE=1 SV=21 1 0.42% 189941.8 6.55
$64-2 tr|A0A096MK16|A0A096MK16_RAT Protein Arap2 (Fragment) OS=Rattus norvegicus GN=Arap2 PE=4 SV=11 1 0.53% 150928.7 7.3

R15076_4_1,4550K.LSPQGKR.M785.4628 0.01007 2 1 33.09 0
$65-1 tr|D3ZI44|D3ZI44_RAT Protein Ldoc1l OS=Rattus norvegicus GN=Ldoc1l PE=4 SV=11 1 3.70% 26668.24 10.9

R15076_4_1,4510R.EASTLRAEK.A1004.537 -0.01566 2 1 24.53 0
$66-1 tr|D3ZNQ2|D3ZNQ2_RAT Protein Sbk3 (Fragment) OS=Rattus norvegicus GN=Sbk3 PE=3 SV=21 1 2.63% 37094.97 4.92

R15076_4_1,5118K.GLPELM*MKR.V1090.575 -0.01073 3 1 20.63 0
$67-1 tr|D3ZPP5|D3ZPP5_RAT Protein Slc45a3 OS=Rattus norvegicus GN=Slc45a3 PE=4 SV=11 1 1.81% 59606.57 7.45



R15076_4_1,4392R.VVVGEPPEAK.V1024.567 0.01189 3 1 21.8 0
$68-1 tr|D3ZRE3|D3ZRE3_RAT Casein kinase I isoform alpha OS=Rattus norvegicus GN=Csnk1a1 PE=1 SV=11 1 5.75% 41932.8 9.62
$68-2 tr|A0JPL2|A0JPL2_RAT Casein kinase 1, alpha 1, isoform CRA_d OS=Rattus norvegicus GN=Csnk1a1 PE=1 SV=11 1 6.23% 38914.42 9.59

R15076_4_1,3803K.AAQQAASSSGQGQQAQTPTGK.Q2001.958 0.00298 3 1 21.33 0
$69-1 tr|D3ZXS4|D3ZXS4_RAT Protein Lrrc39 OS=Rattus norvegicus GN=Lrrc39 PE=4 SV=11 1 2.10% 38715.16 5.63

R15076_4_1,5305K.HHEDVKR.E920.4697 -0.01445 2 1 20.31 0
$70-1 tr|D3ZYM5|D3ZYM5_RAT Metastasis suppressor 1 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Mtss1 PE=1 SV=21 1 0.89% 85767.15 7.24

R15076_4_1,6055K.VANQLDK.D787.4308 -0.00189 2 1 22.31 0
$71-1 tr|D4A0G9|D4A0G9_RAT Protein Ercc6l OS=Rattus norvegicus GN=Ercc6l PE=1 SV=11 1 0.57% 138172.6 5

R15076_4_1,5023K.ENVVVYR.L878.473 -0.00155 2 1 24.23 0
$72-1 tr|D4A1X2|D4A1X2_RAT Protein Exosc10 OS=Rattus norvegicus GN=Exosc10 PE=1 SV=21 1 0.68% 100717.4 7.83
$72-2 tr|D4A2C3|D4A2C3_RAT Protein Exosc10 OS=Rattus norvegicus GN=Exosc10 PE=1 SV=21 1 0.70% 97914.28 7.84
$72-3 tr|M0R8N6|M0R8N6_RAT Protein Exosc10 OS=Rattus norvegicus GN=Exosc10 PE=1 SV=11 1 0.85% 80720.22 5.86

R15076_4_1,22665R.EMPLLK.S730.4168 -0.00026 2 1 20.11 0
$73-1 tr|D4A3X1|D4A3X1_RAT Protein LOC100909715 OS=Rattus norvegicus GN=LOC100909715 PE=1 SV=11 1 1.25% 42680.93 4.86

R15076_4_1,3363R.CAHPR.G 640.2984 0.00566 2 1 32.21 0
$74-1 tr|D4A5W5|D4A5W5_RAT Protein Recql4 OS=Rattus norvegicus GN=Recql4 PE=4 SV=11 1 0.58% 134674 8.86

R15076_4_1,5149R.LATVRAR.L786.4944 0.0017 2 1 21.05 0
$75-1 tr|D4A6C6|D4A6C6_RAT Protein Tab1 OS=Rattus norvegicus GN=Tab1 PE=1 SV=11 1 1.59% 54600.42 5.31

R15076_4_1,5619R.VTNFVAQR.L934.5105 -0.00151 2 1 21.25 0
$76-1 tr|D4A7X9|D4A7X9_RAT Myosin IF (Predicted) OS=Rattus norvegicus GN=Myo1f PE=1 SV=11 1 1.00% 125317.3 9.25

R15076_4_1,10331K.CVYVIGREKVK.K1350.756 0.00348 2 1 22.22 0
$77-1 tr|D4A961|D4A961_RAT Protein Slc25a48 OS=Rattus norvegicus GN=Slc25a48 PE=3 SV=21 1 2.61% 33548.44 9.12

R15076_4_1,5219R.GASAMLLR.D818.4553 0.00253 2 1 33.39 0
$78-1 tr|D4A9Q5|D4A9Q5_RAT Carboxypeptidase M (Predicted) OS=Rattus norvegicus GN=Cpm PE=4 SV=11 1 2.26% 50319.91 8.05

R15076_4_1,7030K.EHRVGIPEFK.Y1211.653 -0.01233 3 1 25.46 0
$79-1 tr|D4AA10|D4AA10_RAT Pentatricopeptide repeat-containing protein 1, mitochondrial OS=Rattus norvegicus GN=Ptcd1 PE=4 SV=11 1 0.92% 73235.73 9.15
$79-2 sp|A2VD13|PTCD1_RAT Pentatricopeptide repeat-containing protein 1, mitochondrial OS=Rattus norvegicus GN=Ptcd1 PE=2 SV=11 1 0.87% 77120.26 9.08

R15076_4_1,4525R.LQPDIK.T713.4192 -0.00046 2 1 23.26 0
$80-1 tr|D4AAW3|D4AAW3_RAT Protein Efcab6 OS=Rattus norvegicus GN=Efcab6 PE=1 SV=11 1 1.04% 78321.42 8.05
$80-2 tr|F1LZH7|F1LZH7_RAT Protein Efcab6 (Fragment) OS=Rattus norvegicus GN=Efcab6 PE=1 SV=21 1 0.49% 166665.5 8.71

R15076_4_1,6292K.YQDFLSK.L900.4462 -0.01118 2 1 30.14 0
$81-1 tr|D4ADE4|D4ADE4_RAT AT rich interactive domain 4A (Rbp1 like) (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Arid4a PE=1 SV=11 1 0.52% 108886.9 4.92
$81-2 sp|Q9JKB5|ARI4B_RAT AT-rich interactive domain-containing protein 4B OS=Rattus norvegicus GN=Arid4b PE=2 SV=11 1 0.41% 137078.7 5.35
$81-3 tr|F1LYA4|F1LYA4_RAT AT-rich interactive domain-containing protein 4B (Fragment) OS=Rattus norvegicus GN=Arid4b PE=1 SV=21 1 0.41% 136732.2 5.35

R15076_4_1,3943K.FM*EDR.G ! K.FM*EDR.V713.2923 -0.00047 2 1 20.04 0
$82-1 tr|D4ADZ9|D4ADZ9_RAT Protein Pus7 OS=Rattus norvegicus GN=Pus7 PE=1 SV=21 1 1.97% 74639.86 5.76

R15076_4_1,17264K.SLFPGLETKTEER.E1506.78 0.00438 3 1 24.42 0
$83-1 tr|E9PSL7|E9PSL7_RAT Protein Cit OS=Rattus norvegicus GN=Cit PE=1 SV=11 1 0.34% 235307.8 6.16
$83-2 tr|Q9QX19|Q9QX19_RAT Postsynaptic density protein OS=Rattus norvegicus GN=Cit PE=1 SV=11 1 0.43% 185923.9 6.22

R15076_4_1,6015K.VLDNQIK.K829.4778 -0.01494 2 1 32.61 0
$84-1 tr|F1LNS0|F1LNS0_RAT A-kinase anchor protein SPHKAP (Fragment) OS=Rattus norvegicus GN=Sphkap PE=1 SV=21 1 0.42% 184326.9 5
$84-2 sp|P0C6C0|SPKAP_RAT A-kinase anchor protein SPHKAP OS=Rattus norvegicus GN=Sphkap PE=1 SV=11 1 0.42% 184449.1 4.98

R15076_4_1,13152R.IIETTSK.T791.4509 -0.00183 2 1 20.43 0
$85-1 tr|F1LNS7|F1LNS7_RAT Protein Dnah5 (Fragment) OS=Rattus norvegicus GN=Dnah5 PE=4 SV=21 1 0.34% 332820.1 5.74

R15076_4_1,3779K.DSSGGGDETR.E980.3916 0.01884 2 1 32.76 0
$86-1 tr|F1LQG0|F1LQG0_RAT Huntingtin-associated protein 1 OS=Rattus norvegicus GN=Hap1 PE=1 SV=11 1 1.75% 70226.5 4.71
$86-2 sp|P54256|HAP1_RAT Huntingtin-associated protein 1 OS=Rattus norvegicus GN=Hap1 PE=1 SV=11 1 1.75% 70212.47 4.71

R15076_4_1,7113K.EITQLQAEITK.L1273.7 -0.01294 2 1 23.48 0
$87-1 tr|F1LSL1|F1LSL1_RAT Transcription factor Pur-beta OS=Rattus norvegicus GN=Purb PE=1 SV=21 1 1.89% 33541.67 5.26
$87-2 tr|F1LUA1|F1LUA1_RAT Protein Eea1 (Fragment) OS=Rattus norvegicus GN=Eea1 PE=1 SV=11 1 0.43% 161104.1 5.6
$87-3 sp|Q68A21|PURB_RAT Transcriptional activator protein Pur-beta OS=Rattus norvegicus GN=Purb PE=1 SV=31 1 1.90% 33417.53 5.35

R15076_4_1,19481R.LDIQNK.R ! K.LDLQNK.S730.4094 -0.00336 2 1 20.31 0
$88-1 tr|F1LT35|F1LT35_RAT Protein RGD1564606 (Fragment) OS=Rattus norvegicus GN=RGD1564606 PE=3 SV=11 1 8.33% 17733.89 10.46



$88-2 tr|B5DES1|B5DES1_RAT RCG33340 OS=Rattus norvegicus GN=Rpl23a PE=2 SV=11 1 8.33% 17694.83 10.44
$88-3 tr|D3ZTH8|D3ZTH8_RAT Protein LOC689899 OS=Rattus norvegicus GN=LOC689899 PE=3 SV=11 1 8.33% 17752.87 10.38
$88-4 sp|P62752|RL23A_RAT 60S ribosomal protein L23a OS=Rattus norvegicus GN=Rpl23a PE=2 SV=11 1 8.33% 17694.83 10.44

R15076_4_1,10030R.LAPDYDALDVANK.I1404.701 -0.01221 2 1 66.63 0
$89-1 tr|F1LTJ8|F1LTJ8_RAT Protein Prpf40b OS=Rattus norvegicus GN=Prpf40b PE=1 SV=21 1 0.81% 99025.55 6.62
$89-2 tr|D3ZJ92|D3ZJ92_RAT Pre-mRNA processing factor 40 homolog A (Yeast) (Predicted) OS=Rattus norvegicus GN=Prpf40a PE=1 SV=11 1 0.73% 108472.4 7.18

R15076_4_1,6689K.EQAKQLR.K ! K.EQAKQLR.R872.4948 0.01089 2 1 27.56 0
$90-1 tr|F1LV13|F1LV13_RAT Heterogeneous nuclear ribonucleoprotein M OS=Rattus norvegicus GN=Hnrnpm PE=1 SV=11 1 1.45% 73721.45 8.9
$90-2 tr|F1M3D3|F1M3D3_RAT Heterogeneous nuclear ribonucleoprotein M OS=Rattus norvegicus GN=Hnrnpm PE=1 SV=11 1 1.37% 77629.01 8.8
$90-3 sp|Q62826|HNRPM_RAT Heterogeneous nuclear ribonucleoprotein M OS=Rattus norvegicus GN=Hnrnpm PE=1 SV=41 1 1.45% 73781.5 8.9

R15076_4_1,10480R.INEILSNALK.R1114.647 -0.00612 2 1 30.84 0
$91-1 tr|F1LWF5|F1LWF5_RAT Neogenin (Fragment) OS=Rattus norvegicus GN=Neo1 PE=1 SV=11 1 1.04% 157331.6 5.9
$91-2 sp|P97603|NEO1_RAT Neogenin (Fragment) OS=Rattus norvegicus GN=Neo1 PE=2 SV=11 1 1.09% 150636.2 5.87
$91-3 tr|F1M4H1|F1M4H1_RAT Neogenin (Fragment) OS=Rattus norvegicus GN=Neo1 PE=1 SV=11 1 1.08% 151588.3 5.78

R15076_4_1,3565K.M*PNDQALGSAGKGGR.L1474.707 0.00124 3 1 21.5 0
$92-1 tr|F1LXQ8|F1LXQ8_RAT Phosphoinositide-3-kinase adaptor protein 1 (Predicted) OS=Rattus norvegicus GN=Pik3ap1 PE=1 SV=21 1 1.90% 88545.65 5.04
$92-2 tr|F1M784|F1M784_RAT Protein Pik3ap1 OS=Rattus norvegicus GN=Pik3ap1 PE=1 SV=21 1 1.85% 91088.45 5.08
$92-3 tr|B5DFG9|B5DFG9_RAT Pik3ap1 protein OS=Rattus norvegicus GN=Pik3ap1 PE=2 SV=11 1 1.85% 91060.43 5.08

R15076_4_1,17439R.KFLEGNSMKLASLER.E1722.921 -0.00074 2 1 23.48 0
$93-1 tr|F1M1J6|F1M1J6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=RGD1562165 PE=3 SV=21 1 5.93% 13639.68 9.04
$93-2 sp|P60522|GBRL2_RAT Gamma-aminobutyric acid receptor-associated protein-like 2 OS=Rattus norvegicus GN=Gabarapl2 PE=3 SV=11 1 5.98% 13666.68 7.81
$93-3 sp|Q0VGK0|GBRL1_RAT Gamma-aminobutyric acid receptor-associated protein-like 1 OS=Rattus norvegicus GN=Gabarapl1 PE=1 SV=11 1 5.98% 14043.88 8.67
$93-4 sp|P60517|GBRAP_RAT Gamma-aminobutyric acid receptor-associated protein OS=Rattus norvegicus GN=Gabarap PE=1 SV=11 1 5.98% 13917.86 8.73

R15076_4_1,4777R.VPVIVEK.A ! R.VPVIVEK.V783.4975 -0.00114 2 1 35.73 0
$94-1 tr|F1M6F6|F1M6F6_RAT Protein Asap2 (Fragment) OS=Rattus norvegicus GN=Asap2 PE=1 SV=21 1 0.87% 102757.5 6.25
$94-2 tr|F1LZT6|F1LZT6_RAT Protein Asap2 (Fragment) OS=Rattus norvegicus GN=Asap2 PE=1 SV=21 1 0.86% 103156.9 6.38
$94-3 tr|F1M7E9|F1M7E9_RAT Protein Asap2 (Fragment) OS=Rattus norvegicus GN=Asap2 PE=1 SV=21 1 0.83% 107481.7 6.55

R15076_4_1,6751K.EIISEVQR.M973.5313 -0.00274 2 1 36.69 0
$95-1 tr|F1M832|F1M832_RAT POU domain protein OS=Rattus norvegicus GN=Pou2f2 PE=1 SV=21 1 0.86% 59852.78 7.73
$95-2 tr|F1LMZ3|F1LMZ3_RAT POU domain protein OS=Rattus norvegicus GN=Pou2f2 PE=1 SV=21 1 1.19% 45178.57 8.99
$95-3 tr|F1LP97|F1LP97_RAT POU domain protein OS=Rattus norvegicus GN=Pou2f2 PE=1 SV=21 1 1.04% 51304.51 8.53
$95-4 tr|Q63388|Q63388_RAT POU domain protein (Fragment) OS=Rattus norvegicus GN=Pou2f2 PE=2 SV=11 1 4.07% 13821.7 8.06

R15076_4_1,4792R.FALEK.S 607.345 -0.00242 2 1 26.27 0
$96-1 tr|F1M8N8|F1M8N8_RAT Protein Mroh2a OS=Rattus norvegicus GN=Mroh2a PE=4 SV=21 1 0.30% 189643.1 6.06
$96-2 tr|Q80XZ1|Q80XZ1_RAT Polypyrimidine tract-binding protein OS=Rattus norvegicus GN=Smptb PE=1 SV=11 1 0.85% 63721.12 8.89
$96-3 tr|M0R427|M0R427_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=11 1 1.16% 48729.43 8.42
$96-4 sp|P13437|THIM_RAT 3-ketoacyl-CoA thiolase, mitochondrial OS=Rattus norvegicus GN=Acaa2 PE=2 SV=11 1 1.26% 41870.45 8.09
$96-5 tr|Q68FT8|Q68FT8_RAT Protein Serpinf2 OS=Rattus norvegicus GN=Serpinf2 PE=1 SV=11 1 1.02% 54892.33 5.74
$96-6 tr|M0R3W6|M0R3W6_RAT Olfactory receptor (Fragment) OS=Rattus norvegicus GN=Olr1498 PE=3 SV=11 1 1.62% 35253.13 8.46
$96-7 tr|B0BMY3|B0BMY3_RAT LOC682902 protein OS=Rattus norvegicus GN=Taf12 PE=1 SV=11 1 3.11% 17933.26 7.78
$96-8 tr|F1LZS0|F1LZS0_RAT Olfactory receptor (Fragment) OS=Rattus norvegicus GN=Olr1498 PE=3 SV=21 1 1.60% 35660.57 8.27
$96-9 tr|F7ESU6|F7ESU6_RAT Protein Ccnb2 OS=Rattus norvegicus GN=Ccnb2 PE=3 SV=11 1 1.31% 42858.18 8.73
$96-10 tr|G3V9U2|G3V9U2_RAT 3-ketoacyl-CoA thiolase, mitochondrial OS=Rattus norvegicus GN=Acaa2 PE=1 SV=21 1 1.26% 41783.42 8.37
$96-11 tr|Q5M857|Q5M857_RAT Cyclin B2 OS=Rattus norvegicus GN=Ccnb2 PE=2 SV=11 1 1.26% 45123.96 8.98

R15076_4_1,4789R.MAILR.I ! K.MALIR.M ! R.MALIR.K ! K.MALIR.V ! -.MALLR.G ! -.MALLR.R603.3647 -0.00075 2 1 30.34 0
$97-1 tr|F1M9D3|F1M9D3_RAT Protein S1pr3 OS=Rattus norvegicus GN=S1pr3 PE=3 SV=11 1 1.58% 42293.78 9.64
$97-2 tr|Q9QZG4|Q9QZG4_RAT Cardiac sphingosine-1-phosphate specific receptor (Fragment) OS=Rattus norvegicus GN=S1pr3 PE=3 SV=11 1 2.70% 25099.1 9.67

R15076_4_1,5087R.SMALLR.T690.3967 0.00396 2 1 31.21 0
$98-1 tr|F1MAP9|F1MAP9_RAT E3 ubiquitin-protein ligase HUWE1 OS=Rattus norvegicus GN=Huwe1 PE=1 SV=21 1 0.17% 460500 5.18

R15076_4_1,8053K.SGETSVR.F735.3632 0.00411 2 1 24.04 0
$99-1 tr|F7FBM8|F7FBM8_RAT Cytochrome P450 2B2 OS=Rattus norvegicus GN=Cyp2b2 PE=1 SV=11 1 3.60% 56827.95 7
$99-2 tr|Q63143|Q63143_RAT Rat (Sprague-Dawley) phenobarbitol-inducible cytochrome P-450b mRNA insert, 3' end (Fragment) OS=Rattus norvegicus PE=2 SV=11 1 54.55% 3584.1 8.14
$99-3 tr|F1LSA2|F1LSA2_RAT Cytochrome P450 2B2 OS=Rattus norvegicus GN=Cyp2b2 PE=1 SV=21 1 3.67% 55999.91 6.64
$99-4 sp|P04167|CP2B2_RAT Cytochrome P450 2B2 OS=Rattus norvegicus GN=Cyp2b2 PE=1 SV=21 1 3.67% 55931.92 6.8



R15076_4_1,3778K.ESGIAKIPPTYQICFSAR.-2038.043 -0.01557 4 1 22.02 0
$100-1 tr|G3V811|G3V811_RAT Coagulation factor XIII A chain OS=Rattus norvegicus GN=F13a1 PE=1 SV=11 1 1.50% 83053.16 5.41

R15076_4_1,12580K.TLNTEGVVKSR.S1203.669 0.00213 2 1 20.91 0
$101-1 tr|G3V8J5|G3V8J5_RAT PH and SEC7 domain-containing protein 1 OS=Rattus norvegicus GN=Psd PE=1 SV=11 1 0.78% 109527.6 6.51
$101-2 sp|Q9ESQ7|PSD1_RAT PH and SEC7 domain-containing protein 1 OS=Rattus norvegicus GN=Psd PE=2 SV=11 1 1.23% 70817.15 7.31

R15076_4_1,4339K.LVAGEYLK.F892.5138 -0.00072 2 1 23.39 0
$102-1 tr|G3V931|G3V931_RAT Centrosomal protein 76 OS=Rattus norvegicus GN=Cep76 PE=1 SV=11 1 0.91% 74245.38 6.31

R15076_4_1,3678M.SLPPEK.A 670.377 0.00015 2 1 21.66 0
$103-1 tr|G3V9E7|G3V9E7_RAT Protein Lhx3 OS=Rattus norvegicus GN=Lhx3 PE=4 SV=11 1 2.24% 44200.49 8.17
$103-2 tr|G3V8E3|G3V8E3_RAT Protein Lhx3 OS=Rattus norvegicus GN=Lhx3 PE=4 SV=11 1 2.25% 43877.14 7.5

R15076_4_1,3537K.QREAEATAK.R1003.517 0.01136 2 1 34.98 0
$104-1 tr|G3V9Q3|G3V9Q3_RAT Heterogeneous nuclear ribonucleoprotein H OS=Rattus norvegicus GN=Hnrnph1 PE=1 SV=11 1 3.79% 49198.9 5.89
$104-2 tr|D3ZYW2|D3ZYW2_RAT Heterogeneous nuclear ribonucleoprotein H OS=Rattus norvegicus GN=Hnrnph1 PE=1 SV=11 1 3.96% 47074.63 5.93
$104-3 sp|Q8VHV7|HNRH1_RAT Heterogeneous nuclear ribonucleoprotein H OS=Rattus norvegicus GN=Hnrnph1 PE=1 SV=21 1 3.79% 49187.79 5.7
$104-4 sp|Q794E4|HNRPF_RAT Heterogeneous nuclear ribonucleoprotein F OS=Rattus norvegicus GN=Hnrnpf PE=1 SV=31 1 4.10% 45729.37 5.31
$104-5 tr|F1LV61|F1LV61_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=11 1 4.17% 44752.19 5.56

R15076_4_1,20288R.ATENDIYNFFSPLNPVR.V ! K.ATENDIYNFFSPLNPVR.V1996.976 0.00358 2 1 69.28 0
$105-1 tr|M0R4F6|M0R4F6_RAT Protein RGD1563496 OS=Rattus norvegicus GN=LOC102556791 PE=4 SV=11 1 1.15% 66914.46 8.13

R15076_4_1,4994R.ILHLYQK.E914.5458 -0.00161 3 1 21.13 0
$106-1 tr|M0R4Q5|M0R4Q5_RAT Protein Kbtbd6 OS=Rattus norvegicus GN=Kbtbd6 PE=4 SV=11 1 1.23% 54475.59 6.28
$106-2 tr|Q5U218|Q5U218_RAT Kelch repeat and BTB (POZ) domain containing 7 OS=Rattus norvegicus GN=Kbtbd6 PE=2 SV=11 1 1.28% 51932.79 6.24

R15076_4_1,8631R.RLASPR.G 699.426 0.01328 2 1 32.87 0
$107-1 tr|M0RBQ5|M0RBQ5_RAT Histone H2B OS=Rattus norvegicus GN=Hist3h2bb PE=3 SV=11 1 6.35% 13907.94 10.31
$107-2 tr|D3ZNH4|D3ZNH4_RAT Histone H2B OS=Rattus norvegicus GN=Hist1h2bo PE=3 SV=11 1 5.80% 15492.84 10.25
$107-3 tr|G3V9C7|G3V9C7_RAT Histone H2B OS=Rattus norvegicus GN=Hist1h2bk PE=3 SV=11 1 6.35% 13889.97 10.31
$107-4 tr|D3ZLY9|D3ZLY9_RAT Histone H2B OS=Rattus norvegicus GN=Hist1h2bh PE=3 SV=21 1 6.35% 13920 10.31
$107-5 tr|D3ZNZ9|D3ZNZ9_RAT Histone H2B OS=Rattus norvegicus GN=Hist3h2ba PE=3 SV=11 1 6.35% 13994.04 10.37
$107-6 tr|M0R4L7|M0R4L7_RAT Histone H2B OS=Rattus norvegicus GN=Hist1h2bl PE=3 SV=11 1 6.35% 13909.96 10.31
$107-7 tr|D4A817|D4A817_RAT Histone H2B OS=Rattus norvegicus GN=LOC100912338 PE=3 SV=21 1 6.35% 13907.99 10.31
$107-8 tr|G3V8B3|G3V8B3_RAT Histone H2B OS=Rattus norvegicus GN=LOC100910200 PE=3 SV=11 1 6.35% 13905.97 10.31
$107-9 sp|Q00715|H2B1_RAT Histone H2B type 1 OS=Rattus norvegicus PE=1 SV=21 1 6.40% 13990.05 10.37
$107-10 tr|D3ZWM5|D3ZWM5_RAT Histone H2B OS=Rattus norvegicus GN=Hist1h2bb PE=3 SV=21 1 6.35% 13964.05 10.31
$107-11 sp|Q00729|H2B1A_RAT Histone H2B type 1-A OS=Rattus norvegicus GN=Hist1h2ba PE=1 SV=21 1 6.30% 14224.4 10.29

R15076_4_1,3497K.HAVSEGTK.A828.421 0.00012 2 1 41.91 0
$108-1 tr|M0RBW6|M0RBW6_RAT ATP synthase-coupling factor 6, mitochondrial OS=Rattus norvegicus GN=RGD1562484 PE=3 SV=11 1 4.63% 12364.1 9.4
$108-2 tr|M0RC73|M0RC73_RAT Protein Naa16 OS=Rattus norvegicus GN=Naa16 PE=1 SV=11 1 0.58% 101348.6 8.43

R15076_4_1,4817K.IFVDK.D ! K.LFVDK.I621.3606 0.00791 2 1 20.91 0
$109-1 tr|M0RC53|M0RC53_RAT Olfactory receptor OS=Rattus norvegicus GN=LOC100910479 PE=3 SV=11 1 2.21% 34798.11 9.26

R15076_4_1,3435R.KDESTGK.Q764.3785 0.01014 2 1 22.55 0
$110-1 tr|M0RCX3|M0RCX3_RAT Protein Mast4 (Fragment) OS=Rattus norvegicus GN=Mast4 PE=1 SV=11 1 0.51% 258557.7 8.76
$110-2 tr|M0R3L1|M0R3L1_RAT Protein Mast4 OS=Rattus norvegicus GN=Mast4 PE=1 SV=11 1 0.46% 283411.5 8.85
$110-3 tr|F1M4F5|F1M4F5_RAT Protein Mast4 OS=Rattus norvegicus GN=Mast4 PE=4 SV=21 1 1.15% 115019.5 6.34
$110-4 tr|F1M4F3|F1M4F3_RAT Protein Mast4 (Fragment) OS=Rattus norvegicus GN=Mast4 PE=1 SV=21 1 0.51% 257977 8.74

R15076_4_1,7278R.RKPRESDFETIK.L1505.807 0.02886 4 1 24.27 0
$111-1 sp|O08722|UNC5B_RAT Netrin receptor UNC5B OS=Rattus norvegicus GN=Unc5b PE=1 SV=11 1 0.53% 103519.6 5.84
$111-2 tr|F1LM73|F1LM73_RAT Netrin receptor UNC5C OS=Rattus norvegicus GN=Unc5c PE=1 SV=21 1 0.54% 103134.7 5.68
$111-3 tr|F1LNE2|F1LNE2_RAT Netrin receptor UNC5B OS=Rattus norvegicus GN=Unc5b PE=4 SV=11 1 0.53% 103672.8 5.84
$111-4 tr|F1LRD2|F1LRD2_RAT Netrin receptor UNC5A (Fragment) OS=Rattus norvegicus GN=Unc5a PE=4 SV=11 1 0.57% 96175.54 6.34
$111-5 tr|F1LW30|F1LW30_RAT Protein Unc5d OS=Rattus norvegicus GN=Unc5d PE=1 SV=21 1 0.52% 106806.5 5.71
$111-6 sp|Q5PPN7|CCD51_RAT Coiled-coil domain-containing protein 51 OS=Rattus norvegicus GN=Ccdc51 PE=2 SV=21 1 1.22% 45812.78 8.22
$111-7 sp|O08721|UNC5A_RAT Netrin receptor UNC5A OS=Rattus norvegicus GN=Unc5a PE=1 SV=11 1 0.56% 98839.82 6.48
$111-8 sp|Q761X5|UNC5C_RAT Netrin receptor UNC5C OS=Rattus norvegicus GN=Unc5c PE=2 SV=11 1 0.54% 103133.7 5.72
$111-9 tr|R9PXV5|R9PXV5_RAT Retinoblastoma-associated protein (Fragment) OS=Rattus norvegicus GN=Rb1 PE=1 SV=11 1 0.55% 103719.6 8.45
$111-10 sp|Q6DGF5|ZDH12_RAT Probable palmitoyltransferase ZDHHC12 OS=Rattus norvegicus GN=Zdhhc12 PE=2 SV=11 1 1.87% 31028.82 6.75



$111-11 sp|P33568|RB_RAT Retinoblastoma-associated protein OS=Rattus norvegicus GN=Rb1 PE=1 SV=31 1 0.54% 105023.9 7.97
R15076_4_1,5079R.IAYLR.A ! R.IAYLR.K ! R.IAYLR.Q ! R.LAYLR.L635.3875 -0.00523 2 1 29.86 0

$112-1 tr|O55157|O55157_RAT Cyclic nucleotide-gated cation channel beta subunit OS=Rattus norvegicus GN=CNG4.3 PE=2 SV=11 1 0.70% 96357.74 7.82
$112-2 tr|F1LQB8|F1LQB8_RAT Protein Cngb1 OS=Rattus norvegicus GN=Cngb1 PE=4 SV=21 1 0.45% 150351.3 4.46
$112-3 tr|G3V6A2|G3V6A2_RAT Protein Slain2 OS=Rattus norvegicus GN=Slain2 PE=1 SV=11 1 0.99% 65358.82 9.73
$112-4 tr|O35788|O35788_RAT Cyclic nucleotide-gated channel beta subunit OS=Rattus norvegicus GN=Cngb1 PE=2 SV=11 1 0.45% 151044.9 4.44

R15076_4_1,5547K.LQELVK.K ! R.LQELVK.M729.4505 -0.00165 2 1 20.23 0
$113-1 sp|O88181|BARH2_RAT BarH-like 2 homeobox protein OS=Rattus norvegicus GN=Barhl2 PE=2 SV=11 1 4.17% 41462.85 8.6

R15076_4_1,5131R.TPPAPHPQLQRPLVPR.V1804.034 0.01587 4 1 20.2 0
$114-1 tr|O88311|O88311_RAT AlF-C1 OS=Rattus norvegicus GN=alf-c1 PE=2 SV=11 1 2.42% 36205.35 6.48
$114-2 tr|Q7M032|Q7M032_RAT Telomeric and tetraplex DNA binding protein qTBP42 III (Fragment) OS=Rattus norvegicus PE=1 SV=11 1 100.00% 928.13 8.75
$114-3 tr|Q9Z0U8|Q9Z0U8_RAT Nucleic acid binding factor pRM10 OS=Rattus norvegicus GN=Hnrnpab PE=2 SV=11 1 2.68% 33814.89 9.39
$114-4 tr|Q9QX80|Q9QX80_RAT CArG-binding factor A OS=Rattus norvegicus GN=Hnrnpab PE=1 SV=11 1 2.81% 30852.95 7.69
$114-5 tr|Q9QX81|Q9QX81_RAT Protein Hnrnpab OS=Rattus norvegicus GN=Hnrnpab PE=1 SV=11 1 2.41% 36232.38 6.48

R15076_4_1,18347R.GFGFILFK.D ! -.GFGFILFK.-928.5291 -0.00361 2 1 33.12 0
$115-1 sp|P07936|NEUM_RAT Neuromodulin OS=Rattus norvegicus GN=Gap43 PE=1 SV=11 1 4.42% 23603.06 4.61

R15076_4_1,3927K.EDPEADQEHA.-1140.444 -0.00876 2 1 37.99 0
$116-1 sp|P14925|AMD_RAT Peptidyl-glycine alpha-amidating monooxygenase OS=Rattus norvegicus GN=Pam PE=1 SV=11 1 0.72% 108673.9 5.78
$116-2 tr|F1LPH3|F1LPH3_RAT Peptidyl-glycine alpha-amidating monooxygenase OS=Rattus norvegicus GN=Pam PE=1 SV=21 1 0.72% 108744.9 5.78
$116-3 tr|D4A1N9|D4A1N9_RAT Peptidyl-glycine alpha-amidating monooxygenase OS=Rattus norvegicus GN=Pam PE=1 SV=21 1 0.80% 96895.09 5.92

R15076_4_1,5594R.SPLSVFK.R777.4505 -0.00115 2 1 20.74 0
$117-1 sp|P29314|RS9_RAT 40S ribosomal protein S9 OS=Rattus norvegicus GN=Rps9 PE=1 SV=41 1 4.64% 22591.14 10.66
$117-2 tr|D3ZV50|D3ZV50_RAT Protein LOC100364509 OS=Rattus norvegicus GN=LOC100364509 PE=1 SV=11 1 4.64% 22647.23 10.32

R15076_4_1,4793R.LFEGNALLR.R1032.584 -0.01182 3 1 20.41 0
$118-1 sp|P42123|LDHB_RAT L-lactate dehydrogenase B chain OS=Rattus norvegicus GN=Ldhb PE=1 SV=21 1 5.99% 36611.95 5.7

R15076_4_1,23191K.ITVVGVGQVGMACAISILGK.S1973.092 -0.00049 2 1 76.03 0
$119-1 sp|P47942|DPYL2_RAT Dihydropyrimidinase-related protein 2 OS=Rattus norvegicus GN=Dpysl2 PE=1 SV=11 1 1.75% 62276.84 5.95

R15076_4_1,5127K.SAAEVIAQAR.K1015.553 0.00033 2 1 31.47 0
$120-1 sp|P59215|GNAO_RAT Guanine nucleotide-binding protein G(o) subunit alpha OS=Rattus norvegicus GN=Gnao1 PE=1 SV=21 1 4.24% 40068.11 5.34
$120-2 tr|D4ABT0|D4ABT0_RAT Guanine nucleotide-binding protein G(o) subunit alpha OS=Rattus norvegicus GN=Gnao1 PE=4 SV=21 1 4.24% 40020 5.69

R15076_4_1,11230R.IGAADYQPTEQDILR.T1689.844 -0.0085 2 1 40.3 0
$121-1 sp|P59382|PXMP4_RAT Peroxisomal membrane protein 4 OS=Rattus norvegicus GN=Pxmp4 PE=1 SV=21 1 5.66% 24135.9 10.05

R15076_4_1,4214R.QRRYHAALAVIK.G1425.844 -0.01448 4 1 21.34 0
$122-1 sp|P63155|CRNL1_RAT Crooked neck-like protein 1 OS=Rattus norvegicus GN=Crnkl1 PE=2 SV=11 1 1.59% 83414.67 6.53

R15076_4_1,13331R.ISKQEAQELFK.N1320.716 -0.00125 2 1 21.35 0
$123-1 sp|P68101|IF2A_RAT Eukaryotic translation initiation factor 2 subunit 1 OS=Rattus norvegicus GN=Eif2s1 PE=1 SV=21 1 3.81% 36107.75 5.02

R15076_4_1,5452K.VVTDTDETELAR.Q1348.659 0.00635 2 1 60.13 0
$124-1 sp|Q05175|BASP1_RAT Brain acid soluble protein 1 OS=Rattus norvegicus GN=Basp1 PE=1 SV=21 1 6.36% 21790.01 4.5

R15076_4_1,3952K.ETPAASEAPSSAAK.A1316.633 -0.00129 2 1 58.93 0
$125-1 sp|Q05683|DCE2_RAT Glutamate decarboxylase 2 OS=Rattus norvegicus GN=Gad2 PE=1 SV=11 1 1.37% 65401.59 6.45

R15076_4_1,4077R.VLEDNEER.M1003.469 -0.00367 2 1 25.06 0
$126-1 tr|Q2KP10|Q2KP10_RAT SMN splice variant OS=Rattus norvegicus PE=2 SV=11 1 5.05% 21783.36 7.45

R15076_4_1,4312R.KMSIPESEEK.Q1177.577 -0.01241 2 1 21.89 0
$127-1 sp|Q32Q90|APOP1_RAT Apoptogenic protein 1, mitochondrial OS=Rattus norvegicus GN=Apopt1 PE=2 SV=11 1 2.59% 22768.64 10.05
$127-2 tr|D4A3V2|D4A3V2_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6 OS=Rattus norvegicus GN=Ndufa6 PE=1 SV=11 1 3.85% 15223.58 10.15

R15076_4_1,5317K.DFLSK.N ! K.DFLSK.F609.3243 -0.00098 2 1 24.18 0
$128-1 sp|Q499N4|COQ2_RAT 4-hydroxybenzoate polyprenyltransferase, mitochondrial OS=Rattus norvegicus GN=Coq2 PE=2 SV=11 1 2.94% 40405.49 9.17

R15076_4_1,4350R.LGGAGLVRGLR.V1068.664 0.01027 2 1 28.39 0
$129-1 sp|Q4KLH4|PSPC1_RAT Paraspeckle component 1 OS=Rattus norvegicus GN=Pspc1 PE=2 SV=11 1 3.07% 58758.93 6.26

R15076_4_1,17005R.LFVGNLPTDITEEDFK.R1837.922 -0.0109 2 1 49.47 0
$130-1 sp|Q4V7D6|GTPC1_RAT NIF3-like protein 1 OS=Rattus norvegicus GN=Nif3l1 PE=1 SV=11 1 4.26% 41518.28 6.57
$130-2 tr|Q4V8D5|Q4V8D5_RAT NIF3 NGG1 interacting factor 3-like 1 (S. pombe) OS=Rattus norvegicus GN=Nif3l1 PE=1 SV=11 1 4.78% 37399.9 9.07

R15076_4_1,23209K.ADLILSYHPPIFRPMK.H1898.036 0.03021 3 1 23.04 0
$131-1 tr|Q4V8H9|Q4V8H9_RAT Interferon-induced protein with tetratricopeptide repeats 2 OS=Rattus norvegicus GN=Ifit2 PE=1 SV=11 1 2.80% 53943.49 6.09



R15076_4_1,12319K.LEALIQPALNHLR.K1487.869 0.02219 2 1 21.21 0
$132-1 sp|Q5EB59|MED23_RAT Mediator of RNA polymerase II transcription subunit 23 OS=Rattus norvegicus GN=Med23 PE=2 SV=21 1 0.59% 156230 7

R15076_4_1,5411K.LAGRGLIK.G827.5461 0.0134 2 1 40.92 0
$133-1 sp|Q5FWY5|AIP_RAT AH receptor-interacting protein OS=Rattus norvegicus GN=Aip PE=1 SV=11 1 1.82% 37598.49 6.08

R15076_4_1,3931R.VIQEGR.G701.3941 0.00133 2 1 27.08 0
$134-1 tr|Q5M852|Q5M852_RAT Leupaxin OS=Rattus norvegicus GN=Lpxn PE=1 SV=11 1 1.55% 43309.89 6.15

R15076_4_1,4762K.LPQTPK.T683.4086 -0.01196 2 1 23.29 0
$135-1 sp|Q5M9I6|MMTA2_RAT Multiple myeloma tumor-associated protein 2 homolog OS=Rattus norvegicus GN=Mmtag2 PE=2 SV=21 1 3.08% 29299.34 9.86
$135-2 tr|B1WC47|B1WC47_RAT RGD1304587 protein OS=Rattus norvegicus GN=RGD1304587 PE=2 SV=11 1 3.08% 29299.34 9.86

R15076_4_1,21091R.KQPTGLSK.E858.5043 0.01161 2 1 22.65 0
$136-1 sp|Q5PQL3|SPP2B_RAT Signal peptide peptidase-like 2B OS=Rattus norvegicus GN=Sppl2b PE=2 SV=11 1 1.04% 63735.93 6.84
$136-2 tr|B1H292|B1H292_RAT Intramembrane protease 5 OS=Rattus norvegicus GN=Sppl2c PE=2 SV=11 1 0.87% 76414.71 5.92

R15076_4_1,4531K.LPMVLK.V ! R.LPMVLK.V700.4426 0.00986 2 1 28.15 0
$137-1 sp|Q5U2V4|PLBL1_RAT Phospholipase B-like 1 OS=Rattus norvegicus GN=Plbd1 PE=2 SV=11 1 2.73% 63026.7 8.73

R15076_4_1,6209K.HIM*RYNNYKVDPYSK.G1943.943 0.00503 4 1 21.69 0
$138-1 sp|Q5XIK6|CP071_RAT Uncharacterized protein C16orf71 homolog OS=Rattus norvegicus PE=2 SV=11 1 1.25% 52997.23 5.35

R15076_4_1,4788R.LAIEPR.S698.4195 -0.00088 2 1 23.19 0
$139-1 sp|Q5YLM1|DGLA_RAT Sn1-specific diacylglycerol lipase alpha OS=Rattus norvegicus GN=Dagla PE=2 SV=11 1 0.48% 115300.1 6

R15076_4_1,4685K.DLVPR.I 599.3511 -0.00159 2 1 24.02 0
$140-1 sp|Q63092|CAMKV_RAT CaM kinase-like vesicle-associated protein OS=Rattus norvegicus GN=Camkv PE=1 SV=11 1 2.58% 54104.88 5.37
$140-2 tr|F1LR80|F1LR80_RAT CaM kinase-like vesicle-associated protein OS=Rattus norvegicus GN=Camkv PE=1 SV=21 1 2.58% 54143.98 5.37

R15076_4_1,3809K.GEEATGCAQESQR.V1422.591 -0.00134 2 1 67.57 0
$141-1 sp|Q63396|TCP4_RAT Activated RNA polymerase II transcriptional coactivator p15 OS=Rattus norvegicus GN=Sub1 PE=2 SV=31 1 8.66% 14441.31 9.6

R15076_4_1,7473K.EQISDIDDAVR.K1260.607 -0.0061 2 1 43.74 0
$142-1 sp|Q63624|SFR19_RAT Splicing factor, arginine/serine-rich 19 OS=Rattus norvegicus GN=Scaf1 PE=1 SV=21 1 0.56% 133854.1 9.38

R15076_4_1,5482R.WGGLDLR.R816.4363 0.0136 2 1 25.68 0
$143-1 sp|Q64620|PPP6_RAT Serine/threonine-protein phosphatase 6 catalytic subunit OS=Rattus norvegicus GN=Ppp6c PE=2 SV=21 1 3.93% 35158.85 5.43

R15076_4_1,5640R.AVPDSERVIPPR.T1335.738 -0.00026 4 1 26.21 0
$144-1 tr|Q6QI30|Q6QI30_RAT LRRGT00178 OS=Rattus norvegicus GN=LOC499542 PE=2 SV=11 1 3.80% 17670.72 9.38

R15076_4_1,7055-.MMKKSK.T752.4157 -0.00397 2 1 23.98 0
$145-1 sp|Q6WRH9|IGS10_RAT Immunoglobulin superfamily member 10 OS=Rattus norvegicus GN=Igsf10 PE=1 SV=11 1 0.27% 284739.2 9.34
$145-2 tr|G3V7S1|G3V7S1_RAT Immunoglobulin superfamily member 10 OS=Rattus norvegicus GN=Igsf10 PE=1 SV=11 1 0.27% 284479.9 9.34

R15076_4_1,4486R.AEMRAER.L862.4199 0.00998 2 1 25.14 0
$146-1 tr|Q71DI1|Q71DI1_RAT Dermcidin OS=Rattus norvegicus PE=2 SV=11 1 10.00% 11283.74 6.09

R15076_4_1,10843K.DAVEDLESVGK.G1161.563 -0.00936 2 1 29.12 0
$147-1 tr|Q76MJ6|Q76MJ6_RAT Brain Y-box binding protein 1 OS=Rattus norvegicus GN=Ybx1 PE=2 SV=11 1 4.66% 35801.58 9.82
$147-2 tr|F1LPL7|F1LPL7_RAT Protein LOC100912427 OS=Rattus norvegicus GN=LOC100912427 PE=4 SV=11 1 4.66% 35676.48 9.77
$147-3 tr|Q3ZAV2|Q3ZAV2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ybx1 PE=2 SV=11 1 4.60% 36200.04 9.87
$147-4 sp|P62961|YBOX1_RAT Nuclease-sensitive element-binding protein 1 OS=Rattus norvegicus GN=Ybx1 PE=2 SV=31 1 4.66% 35729.52 9.87
$147-5 tr|D3ZEV0|D3ZEV0_RAT Protein LOC100912427 OS=Rattus norvegicus GN=LOC100912427 PE=4 SV=11 1 4.66% 35716.52 9.87

R15076_4_1,3856K.NEGSESAPEGQAQQR.R1587.699 0.00033 2 1 88.15 0
$148-1 sp|Q78P75|DYL2_RAT Dynein light chain 2, cytoplasmic OS=Rattus norvegicus GN=Dynll2 PE=1 SV=11 1 12.36% 10349.73 6.81
$148-2 sp|P63170|DYL1_RAT Dynein light chain 1, cytoplasmic OS=Rattus norvegicus GN=Dynll1 PE=1 SV=11 1 12.36% 10365.77 6.89

R15076_4_1,5112R.NFGSYVTHETK.H1282.606 -0.00648 2 1 51.93 0
$149-1 tr|Q7TMA9|Q7TMA9_RAT Aa1249 OS=Rattus norvegicus GN=Crp PE=2 SV=11 1 0.59% 116460.2 9.21
$149-2 tr|F1M9H4|F1M9H4_RAT Protein Hivep1 (Fragment) OS=Rattus norvegicus GN=Hivep1 PE=1 SV=21 1 0.28% 225601.4 6.39

R15076_4_1,5649R.LLISPR.W ! K.LLLSPR.S698.4559 -0.00075 2 1 20.87 0
$150-1 sp|Q8CGZ2|ADIP_RAT Afadin- and alpha-actinin-binding protein OS=Rattus norvegicus GN=Ssx2ip PE=1 SV=11 1 1.63% 70677.78 6.15

R15076_4_1,5234K.QILLENAELK.K1170.673 -0.01635 2 1 23.81 0
$151-1 sp|Q920A6|RISC_RAT Retinoid-inducible serine carboxypeptidase OS=Rattus norvegicus GN=Scpep1 PE=2 SV=11 1 1.77% 51174.15 5.37

R15076_4_1,15509K.LKWPQLSR.F1027.605 0.01198 2 1 22.07 0
$152-1 sp|Q9EPH2|MRP_RAT MARCKS-related protein OS=Rattus norvegicus GN=Marcksl1 PE=2 SV=31 1 6.53% 19846.89 4.66

R15076_4_1,3921K.AAATPESQEPQAK.G1327.649 0.00118 2 1 66.31 0
$153-1 tr|Q9ER32|Q9ER32_RAT Cyclic nucleotide gated channel alpha 3, isoform CRA_b OS=Rattus norvegicus GN=Cnga3 PE=2 SV=11 1 1.74% 72535.36 7.94



$153-2 tr|Q9ER33|Q9ER33_RAT Cyclic nucleotide gated channel alpha 3, isoform CRA_a OS=Rattus norvegicus GN=Cnga3 PE=2 SV=11 1 1.64% 76419.54 6.89
$153-3 tr|Q9QWN7|Q9QWN7_RAT Cyclic nucleotide-gated channel OS=Rattus norvegicus GN=Cnga3 PE=2 SV=11 1 1.80% 70399.01 7.59
$153-4 tr|F1LR88|F1LR88_RAT Protein Cnga3 OS=Rattus norvegicus GN=Cnga3 PE=4 SV=21 1 1.80% 70079.6 7.11

R15076_4_1,13341R.TGFLEQGLMVR.D1250.656 0.02345 2 1 22.79 0
$154-1 tr|Q9ESV7|Q9ESV7_RAT CDX2 protein OS=Rattus norvegicus GN=Cdx2 PE=2 SV=11 1 5.16% 33127.74 9.65

R15076_4_1,5895R.KAELAATLGLSERQVK.I1713.986 -0.00701 2 1 21.39 0
$155-1 sp|Q9JKF8|RASD1_RAT Dexamethasone-induced Ras-related protein 1 OS=Rattus norvegicus GN=Rasd1 PE=1 SV=11 1 2.14% 31713.23 9.14

R15076_4_1,5203K.LAAMIK.K646.3956 0.00289 2 1 23.25 0
$156-1 sp|Q9JMD2|SMBT1_RAT Scm-like with four MBT domains protein 1 OS=Rattus norvegicus GN=Sfmbt1 PE=2 SV=21 1 1.04% 97504.7 6.22

R15076_4_1,4375R.KIAVVQPEK.Q1011.62 -0.00576 3 1 20.89 0
$157-1 sp|Q9QX69|LANC1_RAT LanC-like protein 1 OS=Rattus norvegicus GN=Lancl1 PE=2 SV=21 1 3.01% 45239.44 7.57

R15076_4_1,10003K.SLAENYFDSTGR.L1359.618 -0.0152 2 1 56.77 0
$158-1 sp|Q9QZM6|NCKX1_RAT Sodium/potassium/calcium exchanger 1 OS=Rattus norvegicus GN=Slc24a1 PE=2 SV=11 1 0.85% 129979.6 4.59
$158-2 tr|D3ZTI0|D3ZTI0_RAT Sodium/potassium/calcium exchanger 1 OS=Rattus norvegicus GN=Slc24a1 PE=4 SV=21 1 0.87% 126924.5 4.62
$158-3 tr|D3ZTS6|D3ZTS6_RAT Sodium/potassium/calcium exchanger 1 OS=Rattus norvegicus GN=Slc24a1 PE=4 SV=21 1 0.92% 119735.7 4.63
$158-4 tr|F1LN54|F1LN54_RAT Sodium/potassium/calcium exchanger 1 OS=Rattus norvegicus GN=Slc24a1 PE=4 SV=21 1 0.85% 130006.8 4.63
$158-5 tr|D3ZIL4|D3ZIL4_RAT Sodium/potassium/calcium exchanger 1 OS=Rattus norvegicus GN=Slc24a1 PE=4 SV=21 1 0.94% 117955.5 4.58

R15076_4_1,6437K.LIRM*GTQERR.L1275.695 0.02227 2 1 23.54 0
$159-1 sp|Q9QZR8|PDZD2_RAT PDZ domain-containing protein 2 OS=Rattus norvegicus GN=Pdzd2 PE=1 SV=11 1 0.80% 293886.5 8.44
$159-2 tr|F1M785|F1M785_RAT PDZ domain-containing protein 2 (Fragment) OS=Rattus norvegicus GN=Pdzd2 PE=1 SV=11 1 0.84% 276424.7 8.5

R15076_4_1,13297R.RSLSSCSESQSEASSLLPQM*TK.S2429.128 -0.00992 4 1 20.07 0

----- summary -----
Total protein: 322
Total protein group: 159
UniPepCountProteinGroupCountPercent ProteinCountPercent

1 124 77.99% 260 80.75%
2 12 7.55% 27 8.39%
3 6 3.77% 10 3.11%
4 3 1.89% 5 1.55%
5 5 3.14% 8 2.48%
6 2 1.26% 3 0.93%
7 1 0.63% 2 0.62%
8 1 0.63% 1 0.31%

10 1 0.63% 2 0.62%
11 1 0.63% 1 0.31%
13 2 1.26% 2 0.62%
18 1 0.63% 1 0.31%



ExpectValueIons ReferenceDIFF_MODIFIED_CANDIDATEPI MissCleavageModificationMatchedTICNumProteaseTermini

7.42E-03 0|0 Q5XIF0 3.9 0 0 2
8.13E-05 0|0 Q5XIF0 3.9 0 0 2
1.85E-01 0|0 Q5XIF0 3.9 0 0 2
5.20E-05 0|0 Q5XIF0 3.9 0 0 2
5.16E-10 0|0 Q5XIF0 3.9 0 0 2
4.76E-06 0|0 Q5XIF0 3.9 0 0 2
6.91E-06 0|0 Q5XIF0 5.32 0 0 2
7.75E-04 0|0 Q5XIF0 5.32 0 0 2
3.77E-07 0|0 Q5XIF0 5.32 0 0 2
6.97E-15 0|0 Q5XIF0 5.32 0 0 2
4.15E-09 0|0 Q5XIF0 5.32 0 0 2
2.48E-08 0|0 Q5XIF0 5.32 0 0 2
6.70E-15 0|0 Q5XIF0 5.32 0 0 2
2.08E-12 0|0 Q5XIF0 5.32 0 0 2
1.20E-07 0|0 Q5XIF0 5.32 0 0 2
1.52E-13 0|0 Q5XIF0 5.32 0 0 2
2.96E-09 0|0 Q5XIF0 5.32 0 0 2
3.01E-10 0|0 Q5XIF0 5.32 0 0 2
1.79E-15 0|0 Q5XIF0 5.32 0 0 2
7.26E-09 0|0 Q5XIF0 5.32 0 0 2
8.92E-08 0|0 Q5XIF0 5.32 0 0 2
1.07E-08 0|0 Q5XIF0 5.32 0 0 2
9.86E-14 0|0 Q5XIF0 5.32 0 0 2
1.51E-04 0|0 Q5XIF0 5.32 0 0 2
1.85E-06 0|0 Q5XIF0 5.32 0 0 2
7.95E-09 0|0 Q5XIF0 5.32 0 0 2
4.69E-08 0|0 Q5XIF0 5.32 0 0 2
3.49E-10 0|0 Q5XIF0 5.32 0 0 2
3.32E-06 0|0 Q5XIF0 5.32 0 0 2
3.02E-06 0|0 Q5XIF0 5.32 0 0 2
1.57E-07 0|0 Q5XIF0 5.32 0 0 2
3.20E-09 0|0 Q5XIF0 5.32 0 0 2
1.20E-07 0|0 Q5XIF0 5.32 0 0 2
8.96E-06 0|0 Q5XIF0 5.32 0 0 2
1.56E-07 0|0 Q5XIF0 5.32 0 0 2
4.92E-08 0|0 Q5XIF0 5.32 0 0 2
1.08E-05 0|0 Q5XIF0 5.32 0 0 2
1.23E-08 0|0 Q5XIF0 5.32 0 0 2
9.54E-02 0|0 Q5XIF0 5.32 0 0 2
7.09E-09 0|0 Q5XIF0 5.32 0 0 2
9.35E-03 0|0 Q5XIF0 8.26 0 0 2
9.02E-04 0|0 D3ZGW2 ! Q5XIF0 9.75 0 0 2
4.35E-03 0|0 Q5XIF0 3.93 0 0 2
9.55E-05 0|0 Q5XIF0 3.93 0 0 2
3.11E-04 0|0 Q5XIF0 4.48 0 0 2
1.25E-01 0|0 Q5XIF0 4.48 0 0 2
4.48E-08 0|0 Q5XIF0 4.48 0 0 2
2.39E-01 0|0 Q5XIF0 4.48 0 0 2
8.89E-09 0|0 Q5XIF0 4.48 0 0 2
7.32E-04 0|0 Q5XIF0 4.48 0 0 2
1.92E-10 0|0 Q5XIF0 4.48 0 0 2



9.70E-07 0|0 Q5XIF0 4.48 0 0 2
2.65E-06 0|0 Q5XIF0 4.48 0 0 2
8.34E-11 0|0 Q5XIF0 4.48 0 0 2
3.64E-04 0|0 Q5XIF0 4.48 0 0 2
1.52E-01 0|0 Q5XIF0 4.48 0 0 2
3.10E-09 0|0 Q5XIF0 4.48 0 0 2
8.20E-06 0|0 Q5XIF0 4.48 0 0 2
1.67E-10 0|0 Q5XIF0 4.48 0 0 2
1.59E-06 0|0 Q5XIF0 4.48 0 0 2
3.81E-12 0|0 Q5XIF0 4.48 0 0 2
6.53E-03 0|0 Q5XIF0 4.48 0 0 2
1.46E-04 0|0 Q5XIF0 4.48 0 0 2
5.50E-09 0|0 Q5XIF0 4.48 0 0 2
1.68E-04 0|0 Q5XIF0 4.48 0 0 2
3.11E-05 0|0 Q5XIF0 4.48 0 0 2
1.77E-04 0|0 Q5XIF0 4.48 0 0 2
3.11E-02 0|0 Q5XIF0 4.48 0 0 2
3.23E-06 0|0 Q5XIF0 4.48 0 0 2
4.45E-06 0|0 Q5XIF0 4.48 0 0 2
4.61E-03 0|0 Q5XIF0 4.48 0 0 2
7.73E-06 0|0 Q5XIF0 4.48 0 0 2
5.00E-07 0|0 Q5XIF0 4.48 0 0 2
3.65E-07 0|0 Q5XIF0 4.48 0 0 2
3.32E-06 0|0 Q5XIF0 4.48 0 0 2
1.18E-04 0|0 Q5XIF0 4.48 0 0 2
2.47E-02 0|0 Q5XIF0 4.53 0 0 2
8.93E-02 0|0 Q5XIF0 4.33 1 0 2
1.87E-04 0|0 Q5XIF0 6.1 0 0 2
3.67E-04 0|0 Q5XIF0 6.1 0 0 2
1.76E-03 0|0 Q5XIF0 6.1 0 0 2
1.62E-04 0|0 Q5XIF0 6.1 0 0 2
4.38E-04 0|0 Q5XIF0 6.1 0 0 2
1.48E-02 0|0 Q5XIF0 6.1 0 0 2
5.05E-02 0|0 Q5XIF0 6.1 0 0 2
3.07E-03 0|0 Q5XIF0 6.1 0 0 2
3.58E-03 0|0 Q5XIF0 9.51 1 0 2
2.66E-04 0|0 Q5XIF0 5.32 0 15.994919 Oxidation (M)0 2
9.50E-05 0|0 Q5XIF0 5.32 0 15.994919 Oxidation (M)0 2
7.56E-04 0|0 Q5XIF0 5.32 0 15.994919 Oxidation (M)0 2
3.09E-02 0|0 Q5XIF0 5.32 0 15.994919 Oxidation (M)0 2
4.00E-03 0|0 Q5XIF0 5.32 0 15.994919 Oxidation (M)0 2
1.09E-04 0|0 Q5XIF0 5.32 0 15.994919 Oxidation (M)0 2
2.19E-04 0|0 Q5XIF0 5.32 0 15.994919 Oxidation (M)0 2
4.45E-02 0|0 Q5XIF0 5.32 0 15.994919 Oxidation (M)0 2
8.33E-02 0|0 Q5XIF0 5.32 0 15.994919 Oxidation (M)0 2
4.18E-12 0|0 Q5XIF0 5.32 0 0 2
3.85E-06 0|0 Q5XIF0 5.32 0 0 2
4.33E-10 0|0 Q5XIF0 5.32 0 0 2
1.68E-13 0|0 Q5XIF0 5.32 0 0 2
3.94E-06 0|0 Q5XIF0 5.32 0 0 2
7.24E-11 0|0 Q5XIF0 5.32 0 0 2
1.54E-06 0|0 Q5XIF0 5.32 0 0 2
4.32E-09 0|0 Q5XIF0 5.32 0 0 2
1.93E-07 0|0 Q5XIF0 5.32 0 0 2



1.56E-09 0|0 Q5XIF0 5.32 0 0 2
3.32E-06 0|0 Q5XIF0 5.32 0 0 2
7.52E-08 0|0 Q5XIF0 5.32 0 0 2
7.58E-07 0|0 Q5XIF0 5.32 0 0 2
1.43E-07 0|0 Q5XIF0 5.32 0 0 2
2.31E-05 0|0 Q5XIF0 5.32 0 0 2
3.58E-08 0|0 Q5XIF0 5.32 0 0 2
1.84E-07 0|0 Q5XIF0 5.32 0 0 2
5.94E-07 0|0 Q5XIF0 5.32 0 0 2
1.77E-07 0|0 Q5XIF0 5.32 0 0 2
6.17E-07 0|0 Q5XIF0 5.32 0 0 2
1.15E-08 0|0 Q5XIF0 5.32 0 0 2
1.10E-07 0|0 Q5XIF0 5.32 0 0 2
7.65E-11 0|0 Q5XIF0 5.32 0 0 2
1.66E-06 0|0 Q5XIF0 5.32 0 0 2
4.88E-10 0|0 Q5XIF0 5.32 0 0 2
1.71E-06 0|0 Q5XIF0 5.32 0 0 2
2.14E-11 0|0 Q5XIF0 5.32 0 0 2
1.82E-07 0|0 Q5XIF0 5.32 0 0 2
5.26E-05 0|0 Q5XIF0 5.32 0 0 2
1.78E-07 0|0 Q5XIF0 5.32 0 0 2
1.45E-05 0|0 Q5XIF0 5.32 0 0 2
1.72E-06 0|0 Q5XIF0 5.32 0 0 2
1.79E-06 0|0 Q5XIF0 5.32 0 0 2
7.78E-08 0|0 Q5XIF0 5.32 0 0 2
2.71E-05 0|0 Q5XIF0 5.32 0 0 2
8.58E-06 0|0 Q5XIF0 5.32 0 0 2
3.73E-09 0|0 Q5XIF0 5.32 0 0 2
1.10E-09 0|0 Q5XIF0 5.32 0 0 2
2.98E-03 0|0 Q5XIF0 8.59 0 0 2
5.29E-02 0|0 Q5XIF0 8.59 0 0 2
1.83E-03 0|0 Q5XIF0 8.59 0 0 2
1.72E-02 0|0 Q5XIF0 8.59 0 0 2
1.79E-02 0|0 Q5XIF0 8.59 0 0 2
5.40E-03 0|0 Q5XIF0 8.59 0 0 2
5.50E-03 0|0 Q5XIF0 8.59 0 0 2
2.98E-03 0|0 Q5XIF0 8.59 0 0 2
3.22E-02 0|0 Q5XIF0 8.59 0 0 2
2.85E-03 0|0 Q5XIF0 8.59 0 0 2
1.81E-02 0|0 Q5XIF0 8.59 0 0 2
5.52E-03 0|0 Q5XIF0 8.59 0 0 2
5.50E-02 0|0 Q5XIF0 8.59 0 0 2
1.09E-01 0|0 Q5XIF0 8.59 0 0 2
4.32E-02 0|0 Q5XIF0 8.59 0 0 2
1.98E-03 0|0 Q5XIF0 8.59 0 0 2
3.26E-03 0|0 Q5XIF0 8.59 0 0 2
3.28E-03 0|0 Q5XIF0 8.59 0 0 2
2.50E-01 0|0 Q5XIF0 8.59 0 0 2
3.05E-03 0|0 Q5XIF0 8.59 0 0 2
4.14E-02 0|0 Q5XIF0 8.59 0 0 2
1.56E-01 0|0 Q5XIF0 8.59 0 0 2
4.11E-02 0|0 Q5XIF0 8.59 0 0 2
4.85E-02 0|0 Q5XIF0 8.59 0 0 2
3.07E-02 0|0 Q5XIF0 8.59 0 0 2



6.30E-05 0|0 Q5XIF0 4.37 0 0 2
4.17E-02 0|0 Q5XIF0 4.37 0 0 2
6.23E-05 0|0 Q5XIF0 4.37 0 0 2
1.66E-02 0|0 Q5XIF0 4.37 0 0 2
6.16E-06 0|0 Q5XIF0 4.37 0 0 2
4.45E-05 0|0 Q5XIF0 4.37 0 0 2
7.48E-06 0|0 Q5XIF0 4.37 0 0 2
8.82E-06 0|0 Q5XIF0 4.37 0 0 2
7.90E-04 0|0 Q5XIF0 4.37 0 0 2
2.78E-01 0|0 Q5XIF0 4.37 0 0 2
4.71E-03 0|0 Q5XIF0 4.37 0 0 2
3.06E-03 0|0 Q5XIF0 4.37 0 0 2
2.37E-02 0|0 Q5XIF0 4.37 0 0 2
2.65E-03 0|0 Q5XIF0 4.37 0 0 2
3.51E-06 0|0 Q5XIF0 4.37 0 0 2
3.90E-04 0|0 Q5XIF0 4.37 0 0 2
1.83E-03 0|0 Q5XIF0 4.37 0 0 2
1.63E-03 0|0 Q5XIF0 4.37 0 0 2
1.22E-01 0|0 Q5XIF0 4.37 0 0 2
2.10E-01 0|0 Q5XIF0 4.37 0 0 2
1.07E-01 0|0 Q5XIF0 4.37 0 0 2
3.90E-03 0|0 Q5XIF0 4.37 0 0 2
3.50E-03 0|0 Q5XIF0 4.37 0 0 2
8.05E-03 0|0 Q5XIF0 4.37 0 0 2
2.53E-03 0|0 Q5XIF0 4.37 0 0 2
2.07E-03 0|0 Q5XIF0 4.41 1 0 2
6.64E-05 0|0 Q5XIF0 4.41 1 0 2
3.92E-02 0|0 Q5XIF0 8.6 1 0 2
1.57E-02 0|0 Q5XIF0 8.6 1 0 2
4.45E-03 0|0 Q5XIF0 8.6 1 0 2
4.21E-03 0|0 Q5XIF0 8.6 1 0 2
1.03E-04 0|0 Q5XIF0 8.6 1 0 2
7.98E-03 0|0 Q5XIF0 8.6 1 0 2
8.83E-03 0|0 Q5XIF0 8.6 1 0 2
4.31E-04 0|0 Q5XIF0 8.6 1 0 2
5.87E-03 0|0 Q5XIF0 8.6 1 0 2
1.57E-01 0|0 Q5XIF0 8.6 1 0 2
3.32E-04 0|0 Q5XIF0 8.6 1 0 2
2.80E-03 0|0 Q5XIF0 8.6 1 0 2
9.50E-03 0|0 Q5XIF0 8.6 1 0 2
2.06E-03 0|0 Q5XIF0 8.6 1 0 2
9.48E-04 0|0 Q5XIF0 8.6 1 0 2
1.73E-03 0|0 Q5XIF0 8.6 1 0 2
3.11E-13 0|0 Q5XIF0 3.99 0 15.994919 Oxidation (M)0 2
2.13E-02 0|0 Q5XIF0 3.99 0 15.994919 Oxidation (M)0 2
1.56E-02 0|0 Q5XIF0 3.99 0 15.994919 Oxidation (M)0 2
8.32E-06 0|0 Q5XIF0 3.99 0 0 2
6.71E-14 0|0 Q5XIF0 3.99 0 0 2
1.14E-11 0|0 Q5XIF0 3.99 0 0 2
5.19E-12 0|0 Q5XIF0 3.99 0 0 2
6.11E-12 0|0 Q5XIF0 3.99 0 0 2
1.17E-07 0|0 Q5XIF0 3.99 0 0 2
1.19E-05 0|0 Q5XIF0 3.99 0 0 2
4.59E-12 0|0 Q5XIF0 3.99 0 0 2



4.80E-05 0|0 Q5XIF0 3.99 0 0 2
6.56E-03 0|0 Q5XIF0 3.99 0 0 2
9.70E-13 0|0 Q5XIF0 3.99 0 0 2
1.13E-08 0|0 Q5XIF0 3.99 0 0 2
1.85E-12 0|0 Q5XIF0 3.99 0 0 2
2.06E-06 0|0 Q5XIF0 3.99 0 0 2
4.06E-10 0|0 Q5XIF0 3.99 0 0 2
2.16E-04 0|0 Q5XIF0 3.99 0 0 2
3.62E-14 0|0 Q5XIF0 3.99 0 0 2
2.04E-10 0|0 Q5XIF0 3.99 0 0 2
4.61E-12 0|0 Q5XIF0 3.99 0 0 2
2.33E-12 0|0 Q5XIF0 3.99 0 0 2
1.30E-11 0|0 Q5XIF0 3.99 0 0 2
1.57E-02 0|0 Q5XIF0 4.37 0 0 2
1.39E-03 0|0 Q5XIF0 4.37 0 0 2
2.33E-05 0|0 Q5XIF0 4.37 0 0 2
4.26E-07 0|0 Q5XIF0 4.37 0 0 2
4.50E-05 0|0 Q5XIF0 4.37 0 0 2
9.74E-05 0|0 Q5XIF0 4.37 0 0 2
1.43E-04 0|0 Q5XIF0 4.37 0 0 2
6.96E-04 0|0 Q5XIF0 4.37 0 0 2
2.74E-04 0|0 Q5XIF0 4.37 0 0 2
4.48E-05 0|0 Q5XIF0 4.37 0 0 2
5.48E-04 0|0 Q5XIF0 4.37 0 0 2
3.48E-04 0|0 Q5XIF0 4.37 0 0 2
2.26E-04 0|0 Q5XIF0 4.37 0 0 2
1.37E-04 0|0 Q5XIF0 4.37 0 0 2
3.01E-04 0|0 Q5XIF0 4.37 0 0 2
5.31E-04 0|0 Q5XIF0 4.37 0 0 2
7.36E-05 0|0 Q5XIF0 4.37 0 0 2
5.63E-04 0|0 Q5XIF0 4.37 0 0 2
6.52E-03 0|0 Q5XIF0 4.37 0 0 2
1.68E-05 0|0 Q5XIF0 4.37 0 0 2
7.01E-04 0|0 Q5XIF0 4.37 0 0 2
5.66E-05 0|0 Q5XIF0 4.37 0 0 2
9.28E-06 0|0 Q5XIF0 4.37 0 0 2
2.02E-02 0|0 Q5XIF0 4.37 0 0 2
2.70E-03 0|0 Q5XIF0 4.37 0 0 2
5.05E-03 0|0 Q5XIF0 4.37 0 0 2
2.36E-03 0|0 Q5XIF0 4.37 0 0 2
1.92E-02 0|0 Q5XIF0 6.71 0 0 2
2.64E-04 0|0 Q5XIF0 6.71 0 0 2
2.43E-03 0|0 Q5XIF0 6.71 0 0 2
3.30E-04 0|0 Q5XIF0 6.71 0 0 2
3.57E-03 0|0 Q5XIF0 6.71 0 0 2
1.87E-03 0|0 Q5XIF0 6.71 0 0 2
5.94E-03 0|0 Q5XIF0 6.71 0 0 2
3.01E-04 0|0 Q5XIF0 6.71 0 0 2
1.69E-02 0|0 Q5XIF0 6.71 0 0 2
8.09E-03 0|0 Q5XIF0 6.71 0 0 2
4.23E-02 0|0 Q5XIF0 6.71 0 0 2
6.00E-04 0|0 Q5XIF0 6.71 0 0 2
6.81E-03 0|0 Q5XIF0 6.71 0 0 2
2.55E-02 0|0 Q5XIF0 6.71 0 0 2



9.28E-04 0|0 Q5XIF0 6.71 0 0 2
1.51E-02 0|0 Q5XIF0 6.71 0 0 2
6.34E-04 0|0 Q5XIF0 6.71 0 0 2
3.52E-03 0|0 Q5XIF0 6.71 0 0 2
2.68E-04 0|0 Q5XIF0 6.71 0 0 2
3.46E-02 0|0 Q5XIF0 6.71 0 0 2
1.66E-03 0|0 Q5XIF0 6.71 0 0 2
1.26E-03 0|0 Q5XIF0 6.71 0 0 2
2.61E-02 0|0 Q5XIF0 6.71 0 0 2
5.48E-04 0|0 Q5XIF0 6.71 0 0 2
6.70E-04 0|0 Q5XIF0 6.71 0 0 2
4.67E-04 0|0 Q5XIF0 6.71 0 0 2
2.24E-03 0|0 Q5XIF0 6.71 0 0 2
1.44E-01 0|0 Q5XIF0 6.71 0 0 2
3.16E-04 0|0 Q5XIF0 6.71 0 0 2
9.87E-04 0|0 Q5XIF0 6.71 0 0 2
9.69E-04 0|0 Q5XIF0 6.71 0 0 2
2.21E-03 0|0 Q5XIF0 6.71 0 0 2
6.60E-04 0|0 Q5XIF0 6.71 0 0 2

1.44E-02 0|0 P85108/Q3KRE8/Q6P9T8/P69897/G3V7C64.14 0 15.994919 Oxidation (M)0 2
1.09E-03 0|0 P85108/Q3KRE8/Q6P9T8/P69897/G3V7C64.14 0 0 2
1.28E-02 0|0 P85108/Q3KRE8/Q6P9T8/P69897/Q4QQV0/M0R8B6/G3V7C64.68 1 0 2
6.17E-02 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C69.75 0 15.994919 Oxidation (M)0 2
8.16E-05 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C69.75 0 0 2
1.14E-01 0|0 P85108/Q3KRE8/P69897/B4F7C2/G3V7C66.73 0 0 2
3.31E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/G3V7C65.83 0 15.994919 Oxidation (M)0 2
2.30E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/G3V7C65.83 0 0 2
4.37E-04 0|0 P85108/Q3KRE8/Q6P9T8/P69897/B4F7C2/G3V7C6 ! Q4QRB4/Q4QQV06 0 0 2
1.95E-02 0|0 P85108/Q3KRE8/Q4QRB4/P698974.03 0 15.994919 Oxidation (M)0 2
5.50E-04 0|0 P69897 4.37 0 0 2
3.71E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
2.44E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
5.14E-03 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
1.28E-06 0|0 Q4QRB4/Q6P9T8/P69897/B4F7C2/G3V7C68.75 0 0 2
6.45E-03 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/G3V7C66 0 15.994919 Oxidation (M)0 2
7.05E-06 0|0 P69897 6 0 0 2
4.73E-01 0|0 P85108/Q3KRE8/Q6P9T8/P69897/B4F7C2/G3V7C68.46 0 0 2

1.44E-02 0|0 P85108/Q3KRE8/Q6P9T8/P69897/G3V7C64.14 0 15.994919 Oxidation (M)0 2
1.09E-03 0|0 P85108/Q3KRE8/Q6P9T8/P69897/G3V7C64.14 0 0 2
1.28E-02 0|0 P85108/Q3KRE8/Q6P9T8/P69897/Q4QQV0/M0R8B6/G3V7C64.68 1 0 2
6.17E-02 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C69.75 0 15.994919 Oxidation (M)0 2
8.16E-05 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C69.75 0 0 2
1.14E-01 0|0 P85108/Q3KRE8/P69897/B4F7C2/G3V7C66.73 0 0 2
2.43E-05 0|0 P85108/Q3KRE8/Q6P9T8/G3V7C65.75 0 0 2
3.31E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/G3V7C65.83 0 15.994919 Oxidation (M)0 2
2.30E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/G3V7C65.83 0 0 2
4.37E-04 0|0 P85108/Q3KRE8/Q6P9T8/P69897/B4F7C2/G3V7C6 ! Q4QRB4/Q4QQV06 0 0 2
1.95E-02 0|0 P85108/Q3KRE8/Q4QRB4/P698974.03 0 15.994919 Oxidation (M)0 2
3.71E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
2.44E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
5.14E-03 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
1.69E-04 0|0 Q3KRE8 6 0 0 2



6.45E-03 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/G3V7C66 0 15.994919 Oxidation (M)0 2
4.73E-01 0|0 P85108/Q3KRE8/Q6P9T8/P69897/B4F7C2/G3V7C68.46 0 0 2
7.18E-04 0|0 P85108/Q3KRE8 8.75 0 0 2

1.44E-02 0|0 P85108/Q3KRE8/Q6P9T8/P69897/G3V7C64.14 0 15.994919 Oxidation (M)0 2
1.09E-03 0|0 P85108/Q3KRE8/Q6P9T8/P69897/G3V7C64.14 0 0 2
1.28E-02 0|0 P85108/Q3KRE8/Q6P9T8/P69897/Q4QQV0/M0R8B6/G3V7C64.68 1 0 2
6.17E-02 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C69.75 0 15.994919 Oxidation (M)0 2
8.16E-05 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C69.75 0 0 2
1.14E-01 0|0 P85108/Q3KRE8/P69897/B4F7C2/G3V7C66.73 0 0 2
2.43E-05 0|0 P85108/Q3KRE8/Q6P9T8/G3V7C65.75 0 0 2
3.31E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/G3V7C65.83 0 15.994919 Oxidation (M)0 2
2.30E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/G3V7C65.83 0 0 2
4.37E-04 0|0 P85108/Q3KRE8/Q6P9T8/P69897/B4F7C2/G3V7C6 ! Q4QRB4/Q4QQV06 0 0 2
3.71E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
2.44E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
5.14E-03 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
1.28E-06 0|0 Q4QRB4/Q6P9T8/P69897/B4F7C2/G3V7C68.75 0 0 2
6.45E-03 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/G3V7C66 0 15.994919 Oxidation (M)0 2
4.73E-01 0|0 P85108/Q3KRE8/Q6P9T8/P69897/B4F7C2/G3V7C68.46 0 0 2

1.94E-04 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/M0R5B45.84 0 0 2
5.87E-05 0|0 P68370/Q6P9V9/Q6AYZ1 4.03 0 0 2
3.63E-04 0|0 P68370/Q6P9V9/Q6AYZ1 4.03 0 0 2
2.84E-02 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY56 ! F1LUM55.84 0 0 2
3.75E-04 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/M0R5B44.03 0 0 2
7.28E-03 0|0 P68370/Q6P9V9/Q68FR8/Q5XIF6/Q6AY565.81 0 0 2
3.34E-08 0|0 P68370/Q6P9V9/Q6AYZ1/M0R5B43.92 0 0 2
1.55E-02 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY56/M0R5B44.03 0 0 2
5.69E-04 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF65.84 0 0 2
1.39E-02 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY566.07 0 0 2
2.65E-05 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY566.07 0 0 2
2.30E-06 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY56/M0R5B46.75 0 0 2
2.35E-03 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY56/M0R5B46.75 0 0 2

6.17E-02 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C69.75 0 15.994919 Oxidation (M)0 2
8.16E-05 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C69.75 0 0 2
3.31E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/G3V7C65.83 0 15.994919 Oxidation (M)0 2
2.30E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/G3V7C65.83 0 0 2
4.37E-04 0|0 P85108/Q3KRE8/Q6P9T8/P69897/B4F7C2/G3V7C6 ! Q4QRB4/Q4QQV06 0 0 2
1.95E-02 0|0 P85108/Q3KRE8/Q4QRB4/P698974.03 0 15.994919 Oxidation (M)0 2
3.71E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
2.44E-04 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
5.14E-03 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/Q4QQV0/M0R8B6/G3V7C65.84 0 0 2
1.28E-06 0|0 Q4QRB4/Q6P9T8/P69897/B4F7C2/G3V7C68.75 0 0 2
6.45E-03 0|0 P85108/Q3KRE8/Q4QRB4/Q6P9T8/P69897/B4F7C2/G3V7C66 0 15.994919 Oxidation (M)0 2
2.37E-05 0|0 Q4QRB4 6.75 0 0 2
1.23E-04 0|0 Q4QRB4 6.75 0 0 2

7.94E-03 0|0 F1LQW3/Q4KM71 4.03 0 0 2
3.56E-04 0|0 F1LQW3/Q4KM71 9.8 0 0 2
7.29E-02 0|0 F1LQW3/Q4KM71 4.37 0 0 2



4.09E-05 0|0 Q5FVM4/F1LQW3/Q4KM71 4.21 0 0 2
2.46E-03 0|0 Q5FVM4/F1LQW3/Q4KM71 4.21 0 0 2
1.15E-03 0|0 F1LQW3/Q4KM71 9.76 0 0 2
2.53E-04 0|0 F1LQW3/Q4KM71 9.76 0 0 2
2.46E-06 0|0 F1LQW3/Q4KM71 3.92 0 0 2
1.06E-01 0|0 F1LQW3/Q4KM71/O54725 4.75 0 0 2

2.84E-02 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY56 ! F1LUM55.84 0 0 2
7.28E-03 0|0 P68370/Q6P9V9/Q68FR8/Q5XIF6/Q6AY565.81 0 0 2
1.55E-02 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY56/M0R5B44.03 0 0 2
4.23E-01 0|0 Q6AY56 5.38 1 0 2
1.39E-02 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY566.07 0 0 2
2.65E-05 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY566.07 0 0 2
2.30E-06 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY56/M0R5B46.75 0 0 2
2.35E-03 0|0 P68370/Q6P9V9/Q6AYZ1/Q68FR8/Q5XIF6/Q6AY56/M0R5B46.75 0 0 2

7.14E-04 0|0 Q8K4V4/M0RBS9/G3V8U4 5.84 0 0 2
5.36E-02 0|0 Q8K4V4/M0RBS9 5.72 0 0 2
5.81E-02 0|0 Q8K4V4/M0RBS9/G3V8U4 6.1 0 0 2
6.74E-02 0|0 Q8K4V4/M0RBS9/G3V8U4 4.25 0 0 2
1.85E-03 0|0 Q8K4V4/M0RBS9 6 0 0 2
2.53E-07 0|0 Q8K4V4/M0RBS9 5.4 0 0 2

8.13E-03 0|0 Q5FVM4 4.37 0 0 2
4.09E-05 0|0 Q5FVM4/F1LQW3/Q4KM71 4.21 0 0 2
2.46E-03 0|0 Q5FVM4/F1LQW3/Q4KM71 4.21 0 0 2
3.54E-05 0|0 Q5FVM4 8.26 0 0 2
5.70E-04 0|0 Q5FVM4 8.26 0 0 2
6.72E-04 0|0 Q5FVM4 4.53 0 0 2
2.18E-06 0|0 Q5FVM4 4.75 0 0 2

3.12E-05 0|0 P62630/M0R757/F1M6C2 4.68 0 0 2
7.43E-02 0|0 P62630/P62632/M0R757/F1M6C2/D3ZXS6/D3ZA96/M0RAS88.75 0 0 2
6.46E-04 0|0 P62630/P62632/M0R757 ! D3ZA968.33 0 0 2
5.38E-03 0|0 P62630/M0R757/M0RAS8 ! D3ZXS66.74 0 0 2
1.57E-04 0|0 P62630/M0R757/M0RAS8 ! D3ZXS66.74 0 0 2
5.07E-05 0|0 P62630/M0R757/F1M6C2/D4A0X4/D3ZA96 ! P62632 ! D3ZXS68.75 0 0 2

2.20E-02 0|0 Q6IG01/Q6IG00/Q6P6Q2/Q4FZU2/Q6IMF3/Q6IG03/Q6IG04/Q6IG05/Q6IG12/Q10758/U3R7A7/Q6IFZ5/D3ZXB7/D3ZSY5/G3V712/G3V908/F1M1D0/F1M0B25.84 0 0 2
3.53E-05 0|0 P47819/Q6IG03/Q6IG12/Q10758/G3V908/A1E2524.37 0 0 2
2.81E-04 0|0 Q6IG02/Q6IG00/Q6IG03/M3ZCQ4 ! Q6P6Q2/Q6IG05/Q6IFZ5/G3V908/F7FFV2 ! P16884/F1LRZ74.25 0 0 2
1.26E-02 0|0 Q6IG00/Q6IG05/Q6IFZ5/G3V908/Q6IFT2/F1M1D0/F1MAC2/M0RCJ8 ! Q6IG04/U3R7A7/D3ZXB76.14 1 0 2
7.27E-06 0|0 Q6P6Q2/Q4FZU2/Q6IG05/G3V908/F7FFV2/F1M1D0/Q63280/F1M0B24.03 0 0 2

2.20E-04 0|0 P48721/F1M953 3.84 0 0 2
1.11E-04 0|0 P48721/M0R972/F1M953 4.53 0 0 2
1.30E-05 0|0 P48721/F1M953 5.81 0 0 2
1.19E-03 0|0 P48721/F1M953 4.37 0 0 2
4.46E-03 0|0 P48721/M0R972/F1M953 4.37 0 0 2



3.19E-02 0|0 P63018/M0R8M9/M0RDZ9/F1LZI1/M0RCB15.84 0 0 2
2.16E-02 0|0 P14659/P63018/F1LZI1/M0RCB1/D4A4S35.84 0 0 2
5.26E-03 0|0 P63018/D3ZH98/M0RDZ9/F1LZI1/M0RCB1 ! M0R8M95.84 0 0 2
2.00E-04 0|0 P14659/P63018/M0R8M9/F1LZI1/M0RCB1/D4A4S34.14 0 0 2
2.92E-08 0|0 P06761 ! P55063 ! P14659/P63018/M0RDZ9/M0RCB14.37 0 0 2

2.20E-02 0|0 Q6IG01/Q6IG00/Q6P6Q2/Q4FZU2/Q6IMF3/Q6IG03/Q6IG04/Q6IG05/Q6IG12/Q10758/U3R7A7/Q6IFZ5/D3ZXB7/D3ZSY5/G3V712/G3V908/F1M1D0/F1M0B25.84 0 0 2
7.80E-04 0|0 Q6IG01/Q6P6Q2/Q10758/F7FFV2/F1M1D06.18 2 0 2
3.92E-04 0|0 Q6IG01/Q6P6Q2/Q10758/F7FFV2/F1M1D06.18 2 0 2
1.26E-02 0|0 Q6IG00/Q6IG05/Q6IFZ5/G3V908/Q6IFT2/F1M1D0/F1MAC2/M0RCJ8 ! Q6IG04/U3R7A7/D3ZXB76.14 1 0 2
7.27E-06 0|0 Q6P6Q2/Q4FZU2/Q6IG05/G3V908/F7FFV2/F1M1D0/Q63280/F1M0B24.03 0 0 2

2.49E-05 0|0 P47727/M0R3X6/Q9QZI4/O35383/O08559/Q9QZI5/Q9QZI68.07 0 0 2
1.43E-04 0|0 P47727/M0R3X6/A0A096MJ24 6 0 0 2
1.79E-02 0|0 P47727/B2GV72/M0R3X6/A0A096MJ24/O085595.21 0 0 2
8.83E-02 0|0 P47727/B2GV72/M0R3X6/A0A096MJ24/O085595.21 0 0 2
2.52E-07 0|0 P47727/M0R3X6 4.09 0 0 2

3.25E-06 0|0 P15205/F1LRL9/B0BNK3 4.37 0 0 2
8.52E-02 0|0 P15205/F1LRL9 5.66 0 0 2
5.35E-03 0|0 P34926/P15205/G3V7U2/F1LRL94.37 0 0 2
1.20E-02 0|0 P15205/F1LRL9/B0BNK3 6.74 0 0 2

8.97E-02 0|0 P97576 4.8 0 0 2
7.21E-03 0|0 P97576 4.8 0 0 2
2.73E-05 0|0 P97576 4.37 0 0 2
1.99E-06 0|0 P97576 11 0 0 2

1.72E-03 0|0 P01946/B1H216 5.16 0 0 2
3.81E-04 0|0 P01946/B1H216 4.75 0 0 2
1.64E-03 0|0 P01946/B1H216 8.5 0 0 2

1.39E-02 0|0 P02091/P11517/Q62669/Q6PDU6/Q62670/Q63011 ! Q63223 ! M3ZCQ35.32 0 0 2
1.48E-04 0|0 P02091/P11517 5.81 0 0 2
9.15E-08 0|0 P11517 4.37 0 0 2

2.94E-03 0|0 Q63716 4.21 0 0 2
1.56E-01 0|0 Q63716 8.76 0 0 2
5.83E-02 0|0 Q63716 4.37 0 0 2

6.97E-04 0|0 Q9JJ54 4.14 0 0 2
8.01E-02 0|0 Q9JJ54 5.84 0 0 2
5.84E-02 0|0 Q3SWU3/M0RAX7/M0R9X3 ! Q9JJ548.75 0 0 2

3.88E-02 0|0 P60711/P63259/D3ZRN3/A1Z0K8/Q99NC6/V9GZ85/F1M6484.21 0 0 2
7.31E-06 0|0 P62738/P60711/P68035/P63259/P63269/P68136/B0BMT0/F1LTQ2/A1Z0K8/V9GZ85 ! D3ZRN3 ! Q99NC64.14 0 0 2
1.34E-04 0|0 P62738/P60711/P68035/P63259/P63269/P68136/D3ZRN3/B0BMT0/V9GZ85/A0A068F1Y2 ! F1LTQ28.76 0 0 2



1.80E-01 0|0 D3ZH98 4.03 0 0 2
6.84E-02 0|0 D3ZH98 4.03 0 0 2
5.26E-03 0|0 P63018/D3ZH98/M0RDZ9/F1LZI1/M0RCB1 ! M0R8M95.84 0 0 2

2.08E-03 0|0 D3ZN95 5.4 0 0 2
2.02E-04 0|0 D3ZN95 6 0 0 2

1.28E-01 0|0 D3ZPW4 4.37 0 0 2
6.84E-02 0|0 O88453/M0RBF0 ! D4A9M7 ! D3ZUD0/D3ZXE7/B5DF83 ! Q505I4 ! Q4KLL3 ! P13413/A0A096MIZ5/D4A6K7/F1LMC6 ! D3ZD67 ! D4A203 ! D4A204 ! D4A899/D4A4K4/D4A4H3 ! D3ZPW45.81 0 0 2

5.92E-03 0|0 P04256/Q5I0M7/Q6P6G9/M0R584/F7FEZ66.85 0 0 2
3.10E-03 0|0 P04256/Q5I0M7/Q6P6G9/M0R584/F1M6M1/F7FEZ64.13 0 0 2

1.83E-02 0|0 P00762 5.51 2 0 2
4.58E-08 0|0 P00762 4.4 0 0 2

4.58E-02 0|0 P04905/P08010/G3V983/B6DYQ2/Q5BK56/D4AB87/Q6LDP3/B6DYQ3/Q7M0F1/B6DYQ15.83 0 0 2
6.24E-05 0|0 P04905/G3V983/Q6LDP3/B6DYQ14.21 0 0 2

2.92E-08 0|0 P06761 ! P55063 ! P14659/P63018/M0RDZ9/M0RCB14.37 0 0 2
2.33E-04 0|0 P06761 6.07 1 0 2

3.86E-04 0|0 P35704 8.31 0 0 2
2.78E-03 0|0 P35704 5.84 0 0 2

3.76E-06 0|0 P04797/M0R590/D3ZGY4/Q0QEU1 ! M0RA224 0 0 2
6.94E-04 0|0 P04797/D3ZEN2/M0R660/D3ZKR3/M0R590/D3ZGY4/M0R634/Q0QEU1 ! D3ZME38.75 0 0 2

3.33E-04 0|0 P15146/Q78DZ1/F1LNK0/F1MAQ5/Q647155.84 0 0 2
2.96E-02 0|0 P15146/F1LNK0/F1MAQ5/Q647154.53 0 0 2

6.24E-04 0|0 Q6AYI1/B6DTP5 4.53 0 0 2
7.20E-04 0|0 Q6AYI1/B6DTP5 4.37 0 0 2

2.68E-02 0|0 Q9JLT0/G3V9Y1 4.57 1 0 2
1.73E-01 0|0 Q9JLT0/Q63862/Q62812/G3V9Y1/G3V6P7/E9PTU44.68 1 0 2

1.67E-02 0|0 D4A8X8 4.37 0 0 2
6.04E-03 0|0 D4A8X8 4.37 0 0 2



9.82E-03 0|0 D4A8X8 4.37 0 0 2
1.74E-02 0|0 D4A8X8 4.37 0 0 2
3.83E-03 0|0 D4A8X8 4.37 0 0 2
8.22E-03 0|0 D4A8X8 4.37 0 0 2
1.01E-02 0|0 D4A8X8 4.37 0 0 2
2.75E-02 0|0 D4A8X8 4.37 0 0 2
8.32E-03 0|0 D4A8X8 4.37 0 0 2
1.50E-01 0|0 D4A8X8 4.37 0 0 2

8.77E-02 0|0 D4A4U8 8.69 1 0 2
2.05E-01 0|0 D4A4U8 8.69 1 0 2
1.01E-01 0|0 D4A4U8 8.69 1 0 2

2.91E-01 0|0 M0RA91 8.75 1 0 2
4.80E-01 0|0 M0RA91 8.75 1 0 2
3.06E-01 0|0 M0RA91 8.75 1 0 2

2.12E-01 0|0 Q4KLM0 6 0 0 2
4.47E-01 0|0 Q4KLM0 6 0 0 2
4.37E-01 0|0 Q4KLM0 6 0 0 2

2.74E-01 0|0 D3ZB99 6 0 0 2
3.59E-01 0|0 D3ZB99 6 0 0 2

6.84E-02 0|0 D4A7T9 5.84 2 0 2
1.18E-01 0|0 D4A7T9 5.84 2 0 2

1.95E-01 0|0 Q8VIP2/C7C5T1 5.88 0 0 2
1.65E-01 0|0 Q8VIP2/C7C5T1 5.88 0 0 2

2.09E-01 0|0 A0JN13 4.56 1 0 2

3.26E-01 0|0 A1A5R0/F1LPJ8 8.59 0 0 2

2.84E-01 0|0 A1L1J7 4.37 0 0 2

2.52E-01 0|0 A5I9F0/Q9WUL3/F1LPL4 6 0 0 2

1.69E-01 0|0 B0BN75 4.79 1 0 2

6.93E-02 0|0 B0BNK9 11 1 0 2

1.42E-01 0|0 B0BNM8 8.59 1 15.994919 Oxidation (M)0 2

2.72E-02 0|0 Q5U2W6 ! B1WBT0 4.37 0 15.994919 Oxidation (M)0 2

9.91E-01 0|0 B1WBX7/G3V8Q1 4.03 0 0 2



3.92E-02 0|0 B2GUW2 9.47 0 0 2

8.22E-02 0|0 P04906/B6DYQ7/D4A8S2 5.59 0 0 2

1.26E-02 0|0 G3V6F8/C0LP03 6 0 0 2

6.64E-02 0|0 P81795/C9WPN6/W8CEN7 4.53 0 0 2

3.35E-02 0|0 D3Z8B0 9.72 0 0 2

1.66E-01 0|0 D3Z954 12 1 15.994919 Oxidation (M)0 2

1.31E-02 0|0 D3ZE49/M0R780 5.84 0 0 2

1.18E-01 0|0 D3ZFN9 10.84 2 0 2

1.02E-02 0|0 D3ZFQ7 11 1 0 2

3.94E-01 0|0 D4A2P1/D3ZG47 9.99 2 0 2

7.13E-02 0|0 Q6MG97/A0A0A0MY44 ! G3V905/D3Z8H5/Q5Y9B7/D3ZFT5/Q5Y9B8/B2GV26/F1M841/Q4V8M7/E9PTA9/F1LR97/D3ZRJ5/F1M6I1/A0A096MJZ5 ! G3V905/Q5Y9B7/Q5Y9B8/E9PTA9/D3ZRJ5/D3ZH16 ! D3ZH118.22 0 0 2

3.36E-01 0|0 D3ZH42 8.72 0 0 2

2.48E-02 0|0 D3ZHF9/A0A096MK16 11 1 0 2

1.89E-01 0|0 D3ZI44 6.24 1 0 2

7.02E-01 0|0 D3ZNQ2 8.75 1 15.994919 Oxidation (M)0 2



3.83E-01 0|0 D3ZPP5 4.53 0 0 2

1.77E-01 0|0 A0JPL2/D3ZRE3 8.8 0 0 2

2.99E-01 0|0 D3ZXS4 6.92 1 0 2

5.19E-01 0|0 D3ZYM5 5.81 0 0 2

9.87E-02 0|0 D4A0G9 6.1 0 0 2

3.57E-01 0|0 D4A1X2/D4A2C3/M0R8N6 6.1 0 0 2

1.14E-02 0|0 D4A3X1 8.26 0 0 2

2.65E-01 0|0 D4A5W5 12 1 0 2

2.07E-01 0|0 D4A6C6 9.72 0 0 2

1.90E-01 0|0 D4A7X9 9.2 2 0 2

3.36E-02 0|0 D4A961 9.75 0 0 2

5.87E-02 0|0 D4A9Q5 6.86 1 0 2

5.26E-02 0|0 A2VD13/D4AA10 5.84 0 0 2

1.47E-02 0|0 F1LZH7/D4AAW3 5.84 0 0 2

3.32E-02 0|0 Q9JKB5/F1LYA4 ! D4ADE4 4.37 0 15.994919 Oxidation (M)0 2

1.15E-01 0|0 D4ADZ9 4.78 1 0 2

3.59E-02 0|0 Q9QX19/E9PSL7 5.81 0 0 2

6.36E-01 0|0 P0C6C0/F1LNS0 6 0 0 2

5.30E-04 0|0 F1LNS7 4.03 0 0 2

2.61E-01 0|0 P54256/F1LQG0 4.53 0 0 2

5.83E-01 0|0 Q68A21/F1LSL1 ! F1LUA1 5.84 0 0 2



1.24E-05 0|0 P62752/B5DES1/D3ZTH8/F1LT353.93 0 0 2

5.79E-02 0|0 D3ZJ92 ! F1LTJ8 8.85 1 0 2

2.64E-02 0|0 Q62826/F1M3D3/F1LV13 6 0 0 2

4.56E-01 0|0 P97603/F1M4H1/F1LWF5 8.5 1 15.994919 Oxidation (M)0 2

1.30E-01 0|0 F1LXQ8/F1M784/B5DFG9 8.59 2 0 2

2.26E-03 0|0 P60517/Q0VGK0 ! P60522/F1M1J65.97 0 0 2

8.26E-03 0|0 F1M6F6/F1LZT6/F1M7E9 4.53 0 0 2

4.34E-02 0|0 F1M832/F1LMZ3/F1LP97/Q633886 0 0 2

2.67E-02 0|0 F1M8N8 ! Q80XZ1/M0R427 ! B0BMY3 ! F1LZS0/M0R3W6 ! P13437/Q68FT8/G3V9U2 ! Q5M857/F7ESU69.5 0 0 2

2.84E-02 0|0 F1M9D3/Q9QZG4 9.47 0 0 2

1.30E-01 0|0 F1MAP9 5.72 0 0 2



5.63E-01 0|0 P04167/F1LSA2/F7FBM8/Q631438.29 1 0 2

2.83E-01 0|0 G3V811 8.41 1 0 2

9.96E-02 0|0 Q9ESQ7/G3V8J5 6 0 0 2

1.02E-01 0|0 G3V931 5.72 0 0 2

9.53E-03 0|0 G3V8E3/G3V9E7 6.14 1 0 2

4.81E-06 0|0 Q8VHV7/G3V9Q3/D3ZYW2 ! Q794E4/F1LV614.37 0 0 2

2.32E-01 0|0 M0R4F6 8.6 0 0 2

2.41E-02 0|0 M0R4Q5/Q5U218 12 1 0 2

8.99E-04 0|0 Q00729/Q00715/D3ZWM5/G3V8B3/D3ZLY9/D3ZNZ9/G3V9C7/M0RBQ5/D3ZNH4/M0R4L7/D4A8176.75 0 0 2

6.88E-01 0|0 M0RC73 ! M0RBW6 5.84 0 0 2

1.33E-01 0|0 M0RC53 6.07 1 0 2

3.26E-01 0|0 F1M4F3/M0R3L1/M0RCX3/F1M4F58.59 2 0 2



3.27E-02 0|0 Q5PPN7 ! O08721/Q761X5/O08722/F1LM73/F1LNE2/F1LRD2/F1LW30 ! Q6DGF5 ! P33568/R9PXV58.75 0 0 2

3.03E-01 0|0 G3V6A2 ! O55157/F1LQB8/O357886 0 0 2

5.16E-01 0|0 O88181 12 0 0 2

1.98E-02 0|0 Q9QX80/Q9QX81/O88311/Q9Z0U8 ! Q7M0328.75 0 0 2

5.24E-04 0|0 P07936 3.83 0 0 2

1.80E-01 0|0 P14925/F1LPH3/D4A1N9 8.47 0 0 2

2.29E-01 0|0 P29314/D3ZV50 6 0 0 2

5.05E-07 0|0 P42123 8.22 0 0 2

5.42E-02 0|0 P47942 5.72 0 0 2

7.55E-03 0|0 P59215/D4ABT0 4.03 0 0 2

2.81E-01 0|0 P59382 11 2 0 2

2.37E-01 0|0 P63155 6.14 1 0 2

4.48E-05 0|0 P68101 3.92 0 0 2

2.93E-05 0|0 Q05175 4.53 0 0 2

1.50E-01 0|0 Q05683 4 0 0 2

1.95E-01 0|0 Q2KP10 4.79 1 0 2

1.01E-01 0|0 Q32Q90 ! D4A3V2 5.84 0 0 2

1.06E-02 0|0 Q499N4 12 1 0 2

8.52E-04 0|0 Q4KLH4 3.92 0 0 2

4.07E-01 0|0 Q4V7D6/Q4V8D5 8.64 0 0 2



1.52E-01 0|0 Q4V8H9 6.75 0 0 2

1.53E-03 0|0 Q5EB59 11 1 0 2

1.75E-01 0|0 Q5FWY5 5.97 0 0 2

3.05E-02 0|0 Q5M852 8.75 0 0 2

3.12E-01 0|0 Q5M9I6/B1WC47 10 1 0 2

6.34E-02 0|0 Q5PQL3 ! B1H292 8.75 0 0 2

2.40E-01 0|0 Q5U2V4 9.4 2 15.994919 Oxidation (M)0 2

4.37E-02 0|0 Q5XIK6 6 0 0 2

1.36E-01 0|0 Q5YLM1 5.84 0 0 2

9.54E-07 0|0 Q63092/F1LR80 4.25 0 0 2

1.95E-03 0|0 Q63396 3.84 0 0 2

7.75E-02 0|0 Q63624 5.84 0 0 2

1.02E-01 0|0 Q64620 6.12 1 0 2

5.46E-02 0|0 Q6QI30 10.3 2 0 2

7.73E-02 0|0 Q6WRH9/G3V7S1 6.19 1 0 2

9.56E-02 0|0 Q71DI1 3.92 0 0 2

1.55E-08 0|0 P62961/D3ZEV0/Q3ZAV2/Q76MJ6/F1LPL74.25 0 0 2

2.66E-04 0|0 P63170/Q78P75 6.75 0 0 2

6.10E-02 0|0 Q7TMA9 ! F1M9H4 9.75 0 0 2

7.72E-02 0|0 Q8CGZ2 4.53 0 0 2

2.70E-01 0|0 Q920A6 11 1 0 2

5.20E-06 0|0 Q9EPH2 4.53 0 0 2



3.00E-01 0|0 Q9ER33/Q9ER32/F1LR88/Q9QWN75.66 0 0 2

1.10E-01 0|0 Q9ESV7 8.59 2 0 2

2.16E-01 0|0 Q9JKF8 8.75 0 0 2

6.31E-02 0|0 Q9JMD2 8.59 1 0 2

1.06E-04 0|0 Q9QX69 4.37 0 0 2

3.57E-01 0|0 Q9QZM6/D3ZTI0/F1LN54/D3ZIL4/D3ZTS611.7 2 15.994919 Oxidation (M)0 2

1.88E-01 0|0 Q9QZR8/F1M785 6.14 1 15.994919 Oxidation (M)0 2



NumProteaseTermini


