Supplementary Figure legends

Supplementary Figure 1. Gut microbiome changes in lean vs obese animals :Relative abundance was
observed at the class level as well (A). There was no observable difference in the relative abundance
between the lean and obese animals treated with Gem/Pac (B).

Supplementary Figure 2: Metabolic and physiological changes in obese animals Animals on high fat
diet predictably showed increase in body weight after 30 days on their diet, whether adjusted
control/lean or high fat/obesogenic (A). An increase in blood glucose (B), triglyceride (C) and cholesterol
(D) levels was observed in the obese mice on high fat diet compared to those on adjusted control diet.
There was no significant difference in the tumor take between the two groups (E). In the animals on high
fat diet, the tumor progressed faster compared to those in the adjusted control diet (F) and showed
accumulation of lipids (G). Tumor volume in PANCO2 cell derived tumors in Adjusted control diet and
high fat diet fed mice. * represents significant difference in the results (H).

Supplementary Figure 3. Queuosine induced proliferation in pancreatic cancer cells Mia-PACA2(A) and
S2VP10 (B). Estimation of SAM in adjusted control diet fed and high fat diet fed mice. * represents
significant difference in the results (C)

Supplementary Figure 4. Gene expression changes with queuosine. Treatment of pancreatic cancer
cells with queuosine changed expression of genes as seen in oxidative stress PCR array analysis A-C.
Efficacy of silencing PRDX1 in pancreatic cancer cells (D). Silencing PRDX1 did not lead to cell death (E).

Supplementary Figure 5. Obesity and stemness: Serum cytokine analysis of lean vs obese animals (A)
Quantitation of CD133+ staining near lipid droplets (B). Summary of adipocyte conditioned media
induced increase in CD133+ population n=3 (C). Treatment with adipocyte conditioned media as well as
preQ increased expression of drug resistance genes (D) Treatment with pre-Q did not change CSC gene
expression (E).
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