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Supplementary Figure S1 : 

 

Supplementary Figure S1: tdTomato expression in basophils from CT-M8 mice  

Basophil-specific tdTomato expression (red) imaged by confocal microscopy on basophil-enriched 

splenocytes from Mcpt8+/+ (left) and Mcpt8CT/CT (right) mice stained with anti-IgE antibody (green) 

and DNA staining (DAPI, blue) (see methods). Scale bar = 20 µm. The upper panels correspond to the 

uncropped images from Figure 1C. The lower panels are from another independent experiment. 

 

 


