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E5 B-cell-like: GM19201_Lymphoblastoid | H3K4me1 | ID:54938
E5 B-cell-like: GM12878_B_Lymphocyte_Blood | EP300 | ID:47885

E5 B-cell-like: GM12878_B_Lymphocyte_Blood | RELA | ID:4969
E5 B-cell-like: GM12878_B_Lymphocyte_Blood | EP300 | ID:47884
E5 B-cell-like: GM18951_Lymphoblastoid_Blood | RELA | ID:4964

E5 B-cell-like: GM12878_B_Lymphocyte_Blood | EP300 | ID:47876
E5 B-cell-like: GM12878 | p300 | ENCODE

E5 B-cell-like: B_Lymphocyte | EP300 | ID:55572
E5 B-cell-like: GM12878_B_Lymphocyte_Blood | EP300 | ID:47875
E5 B-cell-like: GM12878_B_Lymphocyte_Blood | EP300 | ID:48269

E5 B-cell-like: GM12878_B_Lymphocyte_Blood | H3K4me1 | ID:36598
E5 B-cell-like: GM12878_B_Lymphocyte_Blood | H2BK20ac | ID:67994

E5 B-cell-like: GM12878 | IKZF1 | ENCODE
E5 B-cell-like: GM19239_Lymphoblastoid_Blood | H3K4me1 | ID:41657

E5 B-cell-like: GM19093_Lymphoblastoid | H3K4me1 | ID:54841
E5 B-cell-like: GM12878_B_Lymphocyte_Blood | EP300 | ID:48268

E5 B-cell-like: GM12878_B_Lymphocyte_Blood | H3K4me1 | ID:36581
E5 B-cell-like: B_Lymphocyte | CD74 | ID:76928

E5 B-cell-like: GM12878 | JunD | ENCODE
E5 B-cell-like: GM12878_B_Lymphocyte_Blood | BATF3 | ID:74651

E5 B-cell-like: GM19193 (TNFa) | NFKB | ENCODE
E5 B-cell-like: B_Lymphocyte | CD74 | ID:76925

E5 B-cell-like: GM19193_Lymphoblastoid_Blood | RELA | ID:4940
E5 B-cell-like: LCL_Lymphoblastoid_Blood | RBPJ | ID:59347

E5 B-cell-like: GM19203_Lymphoblastoid | H3K4me1 | ID:54758
E5 B-cell-like: GM12878_B_Lymphocyte_Blood | HMG20A | ID:77262

E7 Monocyte / Macrophage: Macrophage_Blood | SPI1 | ID:88936
E7 Monocyte / Macrophage: Macrophage_Blood | SPI1 | ID:85055

E7 Monocyte / Macrophage: Monocyte_Blood | SPI1 | ID:85986
E7 Monocyte / Macrophage: Macrophage_Blood | SPI1 | ID:85056
E7 Monocyte / Macrophage: Macrophage_Blood | SPI1 | ID:85115
E7 Monocyte / Macrophage: Macrophage_Blood | SPI1 | ID:85057

E7 Monocyte / Macrophage: Haematopoietic_Progenitor_Cell_Cord_blood | SPI1 | ID:4551
E7 Monocyte / Macrophage: Haematopoietic_Progenitor_Cell_Cord_blood | SPI1 | ID:4550

E7 Monocyte / Macrophage: RS4_B_Lymphocyte | SPI1 | ID:56943
E7 Monocyte / Macrophage: Hematopoietic_stem_and_progenitor_cell_Fetal_Liver | SPI1 | ID:67765

E7 Monocyte / Macrophage: RS4_B_Lymphocyte | SPI1 | ID:56953
E7 Monocyte / Macrophage: THP-1_Monocyte_Blood | SPI1 | ID:82613

E7 Monocyte / Macrophage: Hematopoietic_stem_and_progenitor_cell_Bone_Marrow | SPI1 | ID:67764
E7 Monocyte / Macrophage: Macrophage | SPI1 | ID:34565

E7 Monocyte / Macrophage: THP-1_Monocyte_Blood | SPI1 | ID:82612
E7 Monocyte / Macrophage: THP-1_Monocyte_Blood | SPI1 | ID:82611
E7 Monocyte / Macrophage: THP-1_Monocyte_Blood | SPI1 | ID:82610

E7 Monocyte / Macrophage: Kasumi-1_Myeloblast_Blood | SPI1 | ID:49740
E7 Monocyte / Macrophage: Monocyte | SPI1 | ID:50365
E7 Monocyte / Macrophage: Monocyte | SPI1 | ID:50367

E7 Monocyte / Macrophage: THP-1_Monocyte_Blood | SPI1 | ID:82609
E7 Monocyte / Macrophage: THP-1_Monocyte_Blood | SPI1 | ID:82608

E7 Monocyte / Macrophage: Kasumi-1_Myeloblast_Blood | RUNX1 | ID:49741
E7 Monocyte / Macrophage: Monocyte | SPI1 | ID:34929

E7 Monocyte / Macrophage: HL-60_Promyeloblast_Blood | SPI1 | ID:46259
E7 Monocyte / Macrophage: Macrophage_Blood | H3K4me1 | ID:49057

E11 T-cell: Jurkat_E6-1_T_Lymphocyte_Blood | RUNX1 | ID:1955
E11 T-cell: Jurkat_E6-1_T_Lymphocyte_Blood | TCF12 | ID:37389

E11 T-cell: Jurkat_E6-1_T_Lymphocyte_Blood | TAL1 | ID:37390
E11 T-cell: Jurkat_E6-1_T_Lymphocyte_Blood | RUNX1 | ID:37388
E11 T-cell: Jurkat_E6-1_T_Lymphocyte_Blood | RUNX1 | ID:37384

E11 T-cell: Jurkat_T_Lymphocyte_Blood | TAL1 | ID:1957
E11 T-cell: CCRF-CEM_T_Lymphocyte_Blood | TAL1 | ID:35476

E11 T-cell: Jurkat_T_Lymphocyte_Blood | ERG | ID:47415
E11 T-cell: Jurkat_T_Lymphocyte_Blood | RUNX1 | ID:39674

E11 T-cell: Jurkat_E6-1_T_Lymphocyte_Blood | GATA3 | ID:37391
E11 T-cell: RPMI-8402_T_cell_leukemia_Blood | GATA3 | ID:9196

E11 T-cell: RPMI-8402_T_cell_leukemia_Blood | TCF7L1 | ID:9194
E11 T-cell: Th2 | GATA3 | ID:58811

E11 T-cell: RPMI-8402_T_cell_leukemia_Blood | GATA3 | ID:9195
E11 T-cell: Jurkat_T_Lymphocyte_Blood | GATA3 | ID:59417
E11 T-cell: Jurkat_T_Lymphocyte_Blood | GATA3 | ID:54236

E11 T-cell: RPMI-8402_T_cell_leukemia_Blood | TAL1 | ID:9199
E11 T-cell: Jurkat_T_Lymphocyte_Blood | POLR2A | ID:53714

E11 T-cell: Jurkat_T_Lymphocyte_Blood | TAT | ID:53704
E11 T-cell: RPMI-8402_T_cell_leukemia_Blood | TAL1 | ID:9201
E11 T-cell: CCRF-CEM_T_Lymphocyte_Blood | TAL1 | ID:35489

E11 T-cell: RPMI-8402_T_cell_leukemia_Blood | TCF7L1 | ID:9193
E11 T-cell: Jurkat_T_Lymphocyte_Blood | POLR2A | ID:53715

E11 T-cell: MOLT-3_T_Lymphoblast_Peripheral_Blood | TAL1 | ID:50576
E11 T-cell: Jurkat_T_Lymphocyte_Blood | RUNX1 | ID:54234
E11 T-cell: Jurkat_T_Lymphocyte_Blood | RUNX1 | ID:59416

E12 Erythroblast-like: Proerythroblast_Fetal_Liver | TAL1 | ID:33284
E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | GATA1 | ID:84534

E12 Erythroblast-like: Proerythroblast_Bone_Marrow | TAL1 | ID:33293
E12 Erythroblast-like: PBDEFetal | GATA-1 | ENCODE

E12 Erythroblast-like: PBDE_Erythroblast_Blood | GATA1 | ID:46026
E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | TAL1 | ID:84535

E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | SMAD1 | ID:8433
E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | EP300 | ID:45972
E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | GATA1 | ID:84686

E12 Erythroblast-like: K562 | GATA-1 | ENCODE
E12 Erythroblast-like: Proerythroblast_Blood | SMAD1 | ID:8413
E12 Erythroblast-like: Proerythroblast_Blood | SMAD1 | ID:8414

E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | TAL1 | ID:84536
E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | GATA1 | ID:2001

E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | GATA1 | ID:45970
E12 Erythroblast-like: Erythroid_Cell | TAL1 | ID:47080

E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | GATA1 | ID:88355
E12 Erythroblast-like: Proerythroblast_Bone_Marrow | TAL1 | ID:4615

E12 Erythroblast-like: Erythroid_Cell | TAL1 | ID:47078
E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | SMAD1 | ID:8432
E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | CEBPA | ID:8455
E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | TAL1 | ID:88353

E12 Erythroblast-like: Erythroid_Cell | TAL1 | ID:47077
E12 Erythroblast-like: K562_Erythroblast_Bone_Marrow | TAL1 | ID:84685

E12 Erythroblast-like: Blood | EP300 | ID:33436
E12 Erythroblast-like: Erythroid_progenitor_Bone_Marrow | GATA2 | ID:68820

E1 Stem cell: iPS_cells_iPSC | POU5F1 | ID:86398
E1 Stem cell: H1_Embryonic_Stem_Cell_Embryo | EP300 | ID:4928

E1 Stem cell: hESC | SMAD3 | ID:71285
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | SOX2 | ID:34118

E1 Stem cell: hESC | SMAD3 | ID:71284
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | SOX2 | ID:51582
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | SOX2 | ID:51586
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | SOX2 | ID:34092
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | SOX2 | ID:51585

E1 Stem cell: H1-hESC | POU5F1 | ENCODE
E1 Stem cell: hESC | SMAD3 | ID:71283

E1 Stem cell: Embryonic_Stem_Cell | POU5F1 | ID:86531
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | PAX6 | ID:51532

E1 Stem cell: H9_Embryonic_Stem_Cell_Embryo | SOX2 | ID:44233
E1 Stem cell: H9_Embryonic_Stem_Cell_Embryo | POU5F1 | ID:86532

E1 Stem cell: Stem_cell | EP300 | ID:83198
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | NANOG | ID:51520
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | NANOG | ID:34102

E1 Stem cell: H1-hESC | BCL11A | ENCODE
E1 Stem cell: H1_Embryonic_Stem_Cell_Embryo | NANOG | ID:4932

E1 Stem cell: NCCIT_Embryo | POU5F1 | ID:33866
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | NANOG | ID:51513

E1 Stem cell: hESC | SMAD3 | ID:71282
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | NANOG | ID:34089
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | SMAD1 | ID:51564
E1 Stem cell: HUES64_Embryonic_Stem_Cell_Embryo | NANOG | ID:51516

E10 Brain: Fetal_Brain | DNase | ID:3201
E10 Brain: Fetal_Brain | DNase | ID:3215

E10 Brain: Fetal_Brain_Male | DNase.all.peaks | Roadmap
E10 Brain: Fetal_Brain | DNase | ID:3194

E10 Brain: Fetal_Brain_Male | DNase.fdr0.01.peaks | Roadmap
E10 Brain: Fetal_Brain | DNase | ID:3186
E10 Brain: Fetal_Brain | DNase | ID:3188

E10 Brain: Fetal_Brain | DNase | ID:41024
E10 Brain: Fetal_Brain | DNase | ID:40714

E10 Brain: Fetal_Brain_Female | DNase.all.peaks | Roadmap
E10 Brain: Fetal_Brain | DNase | ID:40727

E10 Brain: Fetal_Brain_Female | DNase.fdr0.01.peaks | Roadmap
E10 Brain: Fetal_Brain_Male | DNase.fdr0.01.hot | Roadmap

E10 Brain: Fetal_Brain_Male | DNase | Roadmap
E10 Brain: Fetal_Brain | DNase | ID:40829

E10 Brain: Fetal_Brain_Male | DNase.hot | Roadmap
E10 Brain: Fetal_Brain_Female | DNase.fdr0.01.hot | Roadmap

E10 Brain: Fetal_Brain | DNase | ID:3166
E10 Brain: Fetal_Brain_Female | DNase | Roadmap

E10 Brain: Fetal_Brain_Female | DNase.hot | Roadmap
E10 Brain: Fetal_Brain | DNase | ID:3181

E10 Brain: Fetal_Spinal_Cord | DNase | ID:40529
E10 Brain: 9.4_Neuron_Prefrontal | ATAC-seq | ID:78242

E10 Brain: Fetal_Brain | DNase | ID:40754
E10 Brain: Fetal_Spinal_Cord | DNase | ID:40736

E10 Brain: NCI-H524 | NEUROD1 | ID:70118
E3 Brain / Melanocyte: 501-Mel_Melanoma_Cell | SOX10 | ID:52549

E3 Brain / Melanocyte: CHL-1_melanoma_Skin | BRD4 | ID:85029
E3 Brain / Melanocyte: SKmel239_melanoma | H3K27ac | ID:81792

E3 Brain / Melanocyte: IN528 | H3K27ac | ID:67116
E3 Brain / Melanocyte: SKmel239_melanoma | H3K4me1 | ID:85891
E3 Brain / Melanocyte: Melanocyte_Foreskin | H3K4me1 | ID:85888

E3 Brain / Melanocyte: CHL-1_melanoma_Skin | H3K27ac | ID:85030
E3 Brain / Melanocyte: Free_cell | H3K27ac | ID:67115

E3 Brain / Melanocyte: 501-Mel_Melanoma_Cell | SMARCA4 | ID:52550
E3 Brain / Melanocyte: 501-Mel_melanoma | H3K4me1 | ID:85892

E3 Brain / Melanocyte: CHL-1_melanoma_Skin | H3K27ac | ID:88858
E3 Brain / Melanocyte: CHL-1_melanoma_Skin | H3K27ac | ID:88860

E3 Brain / Melanocyte: 501-Mel_Melanoma_Cell | SMARCA4 | ID:52551
E3 Brain / Melanocyte: CHL-1_melanoma_Skin | H3K27ac | ID:88861

E3 Brain / Melanocyte: 501-Mel_melanoma | H3K27ac | ID:84979
E3 Brain / Melanocyte: Melanocyte_Foreskin | H3K27ac | ID:85885

E3 Brain / Melanocyte: Neurosphere | NOTCH1 | ID:73405
E3 Brain / Melanocyte: CHL-1_melanoma_Skin | H3K27ac | ID:84729

E3 Brain / Melanocyte: SKMEL2_melanoma | H3K27ac | ID:81793
E3 Brain / Melanocyte: CHL-1_melanoma_Skin | H3K27ac | ID:88859
E3 Brain / Melanocyte: CHL-1_melanoma_Skin | H3K27ac | ID:88864
E3 Brain / Melanocyte: Melanocyte_Foreskin | H3K4me1 | ID:85887

E3 Brain / Melanocyte: SKMEL5_melanoma | BRD4 | ID:40032
E3 Brain / Melanocyte: Neurosphere | H3K27ac | ID:66614

E3 Brain / Melanocyte: SKMEL5_melanoma | BRD4 | ID:86522
E3 Brain / Melanocyte: Melanocyte_Foreskin | ATAC-seq | ID:79019

E9 Liver / Intestine: HepG2_Epithelium_Liver | HNF4A | ID:1448
E9 Liver / Intestine: LNCaP_Epithelium_Prostate | HNF4G | ID:84232

E9 Liver / Intestine: HepG2_Epithelium_Liver | HNF4A | ID:1449
E9 Liver / Intestine: LoVo_Colon | HNF4A | ID:38713
E9 Liver / Intestine: LoVo_Colon | HNF4A | ID:42947
E9 Liver / Intestine: GP5d_Colon | HNF4A | ID:42920

E9 Liver / Intestine: HepG2 (forskolin) | HNF4A | ENCODE
E9 Liver / Intestine: HepG2 | HNF4A | ENCODE

E9 Liver / Intestine: Caco-2_Epithelium_Colon | HNF4A | ID:372
E9 Liver / Intestine: HepG2 | HNF4G | ENCODE

E9 Liver / Intestine: GP5d_Colon | HNF4A | ID:42934
E9 Liver / Intestine: Caco-2_Epithelium_Colon | HNF4A | ID:371
E9 Liver / Intestine: 22RV1_Epithelium_Prostate | AR | ID:84225

E9 Liver / Intestine: HepG2 | TCF12 | ENCODE
E9 Liver / Intestine: Liver | HNF4G | ID:63225

E9 Liver / Intestine: HepG2_Epithelium_Liver | HNF1A | ID:64547
E9 Liver / Intestine: HepG2_Epithelium_Liver | TCF7L2 | ID:45825

E9 Liver / Intestine: HepG2_Epithelium_Liver | HNF4A | ID:1447
E9 Liver / Intestine: Liver | HNF4G | ID:63224

E9 Liver / Intestine: HepG2 | TCF7L2 | ENCODE
E9 Liver / Intestine: HepG2_Epithelium_Liver | ARID3A | ID:74657

E9 Liver / Intestine: HepG2 (forskolin) | ERRA | ENCODE
E9 Liver / Intestine: HepG2_Epithelium_Liver | HNF4A | ID:7343

E9 Liver / Intestine: HUES64_Embryonic_Stem_Cell_Embryo | HNF1B | ID:51498
E9 Liver / Intestine: HepG2_Epithelium_Liver | HNF4G | ID:46239

E9 Liver / Intestine: LS174T_Epithelium_Colon | GATA6 | ID:47432
E2 Multi-tissue: Fibroblast | H3K4me1 | ID:64808
E2 Multi-tissue: Fibroblast | H3K4me1 | ID:64811

E2 Multi-tissue: RWPE1_Epithelium_Prostate | H3K4me1 | ID:72763
E2 Multi-tissue: Fibroblast | H3K4me1 | ID:64809

E2 Multi-tissue: Melanocytic_cell | H2BK15ac | ID:76011
E2 Multi-tissue: Fibroblast | H3K4me1 | ID:64810

E2 Multi-tissue: IMR90_Cell_Line | H2BK20ac | Roadmap
E2 Multi-tissue: Stromal_Cell_Adipose | H3K4me1 | ID:3617

E2 Multi-tissue: Melanocytic_cell | H2AK5ac | ID:76013
E2 Multi-tissue: Melanocytic_cell | H4K91ac | ID:75982

E2 Multi-tissue: Fibroblast | H3 | ID:88627
E2 Multi-tissue: IMEC_Epithelium_Breast | H3K4me1 | ID:84544

E2 Multi-tissue: Fibroblast | H3K27ac | ID:81285
E2 Multi-tissue: IMR90_Cell_Line | H2BK12ac | Roadmap

E2 Multi-tissue: Fibroblast | H3 | ID:81283
E2 Multi-tissue: IMEC_Epithelium_Breast | H3K4me1 | ID:88608

E2 Multi-tissue: IMR90_Cell_Line | H2BK120ac | Roadmap
E2 Multi-tissue: RWPE1_Epithelium_Prostate | H3K4me1 | ID:72762

E2 Multi-tissue: IMR90_Cell_Line | H2BK15ac | Roadmap
E2 Multi-tissue: NHDF_Ad_Adult_Dermal_Fibroblasts | H3K4me1 | Roadmap

E2 Multi-tissue: SF8628_Pontine | H3K4me1 | ID:74203
E2 Multi-tissue: MDA-MB-231_mDA | H3K4me1 | ID:86162

E2 Multi-tissue: Melanocytic_cell | H3K4me1 | ID:75998
E2 Multi-tissue: Melanocytic_cell | H2BK120ac | ID:76012

E2 Multi-tissue: Mesenchymal_Stem_Cell_Bone_Marrow | H3K4me1 | ID:3679
E2 Multi-tissue: SF8628_Pontine | H3.3 | ID:74205

E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:62717
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:62627
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:63299
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:62628
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:62626
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:64788
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:63171
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:64486
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:63079
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:63918
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:64223
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:63827
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:63917
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:62753
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:63170
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:64222
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:63984
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:64790

E4 Multi-tissue: HCT-116_colorectal_carcinoma_derived_cell_line | SMARCC1 | ID:72101
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:63983
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:64484
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:64485
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:63080
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:62755

E4 Multi-tissue: MDA-MB-231_Breast | FOSL1 | ID:75045
E4 Multi-tissue: A549_Epithelium_Lung | FOSL2 | ID:63081

E8 Weak multi-tissue: SK-N-MC_Brain | H3K4me1 | ID:49858
E8 Weak multi-tissue: Endothelial_Cell | H3 | ID:84780
E8 Weak multi-tissue: Endothelial_Cell | H3 | ID:85376

E8 Weak multi-tissue: Fetal_Muscle_Leg | DNase | ID:3126
E8 Weak multi-tissue: Mesenchymal_Stem_Cell_Adipose | H3K4me1 | ID:6641
E8 Weak multi-tissue: Mesenchymal_Stem_Cell_Adipose | H3K4me1 | ID:6626

E8 Weak multi-tissue: Fetal_Muscle_Trunk | DNase | ID:40527
E8 Weak multi-tissue: Endothelial_Cell | H3K27ac | ID:84778
E8 Weak multi-tissue: Fetal_Muscle_Leg | DNase | ID:40528

E8 Weak multi-tissue: Stromal_Cell_Adipose | H3K4me1 | ID:3617
E8 Weak multi-tissue: Adipose_Derived_Mesenchymal_Stem_Cell_Cultured_Cells | H3K4me1 | Roadmap

E8 Weak multi-tissue: Fetal_Muscle_Leg | DNase.fdr0.01.hot | Roadmap
E8 Weak multi-tissue: Fetal_Muscle_Back | DNase | ID:40525

E8 Weak multi-tissue: Fibroblast | H3K4me1 | ID:64808
E8 Weak multi-tissue: Mesenchymal_Stem_Cell_Derived_Adipocyte_Cultured_Cells | H3K4me1 | Roadmap

E8 Weak multi-tissue: Fetal_Muscle_Leg | DNase.hot | Roadmap
E8 Weak multi-tissue: Mesenchymal_Stem_Cell_Adipose | H3K4me1 | ID:6629

E8 Weak multi-tissue: Fetal_Muscle_Leg | DNase | ID:40720
E8 Weak multi-tissue: hMADS-3_Adipocyte_Adipose | PPARG | ID:50409
E8 Weak multi-tissue: hMADS-3_Adipocyte_Adipose | PPARG | ID:50408

E8 Weak multi-tissue: Bone_Marrow_Derived_Mesenchymal_Stem_Cell_Cultured_Cells | H3K4me1 | Roadmap
E8 Weak multi-tissue: SKmel147_melanoma | H3K4me1 | ID:85886

E8 Weak multi-tissue: Mesenchymal_Stem_Cell_Adipose | H3K4me1 | ID:6677
E8 Weak multi-tissue: Fetal_Muscle_Leg | DNase | ID:40841

E8 Weak multi-tissue: Adipocyte | RELA | ID:53598
E8 Weak multi-tissue: Fetal_Muscle_Arm | DNase | ID:3125

E6 Weak epithelial: Keratinocyte_Foreskin | TP53 | ID:44763
E6 Weak epithelial: Keratinocyte_Foreskin | TP53 | ID:44768
E6 Weak epithelial: Keratinocyte_Foreskin | TP53 | ID:44770

E6 Weak epithelial: HCT-116_Colon | TP53 | ID:50345
E6 Weak epithelial: Keratinocyte_Foreskin | TP53 | ID:44762

E6 Weak epithelial: U2OS_Bone | TP53 | ID:2794
E6 Weak epithelial: Keratinocyte_Foreskin | TP63 | ID:44766
E6 Weak epithelial: Keratinocyte_Foreskin | TP63 | ID:44760
E6 Weak epithelial: Keratinocyte_Foreskin | TP53 | ID:44764

E6 Weak epithelial: U2OS_Bone | TP53 | ID:33077
E6 Weak epithelial: Keratinocyte_Foreskin | TP53 | ID:44769

E6 Weak epithelial: HCT-116_colorectal_adenocarcinoma_HCT116 | TP53 | ID:82545
E6 Weak epithelial: U2OS_Bone | TP53 | ID:2796

E6 Weak epithelial: SW480_Colon | TP53 | ID:55387
E6 Weak epithelial: EP156T_Epithelium_Prostate | TP63 | ID:41284

E6 Weak epithelial: U2OS_Bone | TP53 | ID:2793
E6 Weak epithelial: Keratinocyte_Foreskin | TP63 | ID:44761
E6 Weak epithelial: Keratinocyte_Foreskin | TP63 | ID:44765
E6 Weak epithelial: MCF-7_Epithelium_Breast | T | ID:88588
E6 Weak epithelial: MCF-7_Epithelium_Breast | T | ID:88593
E6 Weak epithelial: MCF-7_Epithelium_Breast | T | ID:88590
E6 Weak epithelial: MCF-7_Epithelium_Breast | T | ID:88587

E6 Weak epithelial: HCT-116_colorectal_adenocarcinoma_HCT116 | TP53 | ID:82544
E6 Weak epithelial: Keratinocyte_Foreskin | TP63 | ID:34559

E6 Weak epithelial: U2OS_Bone | TP53 | ID:2795
E6 Weak epithelial: Keratinocyte | TP63 | ID:68211

CTCF CTCF-Cohesin: LoVo_Colon | RAD21 | ID:42686
CTCF CTCF-Cohesin: Endothelial_Cell_Umbilical_Vein | RAD21 | ID:81584

CTCF CTCF-Cohesin: U2OS_Bone | CTCF | ID:72362
CTCF CTCF-Cohesin: GM12801 | CTCF | ENCODE

CTCF CTCF-Cohesin: HeLa_Epithelium_Cervix | SMC3 | ID:87201
CTCF CTCF-Cohesin: HeLa_Epithelium_Cervix | SMC3 | ID:88347

CTCF CTCF-Cohesin: K562 | Rad21 | ENCODE
CTCF CTCF-Cohesin: Macrophage | CTCF | ID:33561

CTCF CTCF-Cohesin: A549_Epithelium_Lung | SMC3 | ID:63688
CTCF CTCF-Cohesin: Embryonic_Kidney | CTCF | ID:57283
CTCF CTCF-Cohesin: Epithelium_Breast | CTCF | ID:76250

CTCF CTCF-Cohesin: HEK293_Epithelium_Embryonic_Kidney | CTCF | ID:57284
CTCF CTCF-Cohesin: Epithelium_Mammary_Gland | CTCF | ID:36573

CTCF CTCF-Cohesin: GP5d_Colon | SMC3 | ID:42945
CTCF CTCF-Cohesin: HeLa_Epithelium_Cervix | CTCF | ID:1203
CTCF CTCF-Cohesin: ECC-1 (DMSO_0.02pct) | CTCF | ENCODE

CTCF CTCF-Cohesin: GM12801_B_Lymphocyte_Blood | CTCF | ID:45588
CTCF CTCF-Cohesin: Endothelial_Cell_Umbilical_Vein | RAD21 | ID:81586

CTCF CTCF-Cohesin: HL-60 | CTCF | ENCODE
CTCF CTCF-Cohesin: LoVo_Colon | RAD21 | ID:42951

CTCF CTCF-Cohesin: Stromal_Cell_Adipose | CTCF | ID:3057
CTCF CTCF-Cohesin: HeLa_Epithelium_Cervix | SMC3 | ID:84733

CTCF CTCF-Cohesin: Endothelial_Cell_Umbilical_Vein | RAD21 | ID:81585
CTCF CTCF-Cohesin: ECC-1_Epithelium_Endometrium | CTCF | ID:46091
CTCF CTCF-Cohesin: K562_Erythroblast_Bone_Marrow | CTCF | ID:42156

CTCF CTCF-Cohesin: BJAB_B_cell_lymphoma | CTCF | ID:5828
P Promoter: Brain | H3K4me3 | ID:57085

P Promoter: HeLa_Epithelium_Cervix | H3K4me3 | ID:56959
P Promoter: Brain | H3K4me3 | ID:57087
P Promoter: hESC | H3K4me3 | ID:82986

P Promoter: HCT-116_HCT116 | H3K4me3 | ID:81266
P Promoter: Epithelium_Pancreatic_Islet | H3K4me3 | ID:3746

P Promoter: Brain | H3K4me3 | ID:57083
P Promoter: HeLa_Epithelium_Cervix | H3K4me2 | ID:1252

P Promoter: IMR90_Fibroblast_Lung | H3K4me3 | ID:9931
P Promoter: Epithelium_Mammary_Gland | H3K4me3 | ID:3738

P Promoter: HEK293_Epithelium_Embryonic_Kidney | H3K4me3 | ID:88061
P Promoter: Trophoblast_Progenitors | H3K4me3 | ID:86738

P Promoter: C6661 | H3K4me3 | ID:88809
P Promoter: JJN-3 | H3K4me3 | ID:54569

P Promoter: Astrocyte | H3K4me3 | ID:82665
P Promoter: iPSC | H3K4me3 | ID:81823

P Promoter: MDA-231_Epithelium_Mammary_Gland | H3K4me3 | ID:41404
P Promoter: HEK | H3K9ac | ID:87122

P Promoter: Embryonic_Stem_Cell_Embryo | H3K4me3 | ID:43382
P Promoter: SH-SY5Y_Bone_Marrow | H3K4me3 | ID:2683

P Promoter: Fibroblast_Skin | H3K4me3 | ID:85518
P Promoter: Embryonic_Stem_Cell_Embryo | H3K4me3 | ID:38247

P Promoter: HEK293T_Epithelium_Embryonic_Kidney | H3K4me3 | ID:43069
P Promoter: MSC | H3K4me3 | ID:83608

P Promoter: IMR90_Fibroblast_Lung | H3K4me3 | ID:9930
P Promoter: LIS2_Embryonic_Stem_Cell_Embryo | H3K4me3 | ID:50904

PC4 Polycomb / Bivalent stem cell Enh: Epithelium_Heart | H3K27me3 | ID:3449
PC4 Polycomb / Bivalent stem cell Enh: Stromal_Cell_Adipose | H3K27me3 | ID:3401

PC4 Polycomb / Bivalent stem cell Enh: CD19_Primary_Cells_Cord_BI | H3K27me3 | Roadmap
PC4 Polycomb / Bivalent stem cell Enh: iPSC | H3K27me3 | ID:63447
PC4 Polycomb / Bivalent stem cell Enh: iPSC | H3K27me3 | ID:63448

PC4 Polycomb / Bivalent stem cell Enh: Epithelium_Kidney | H3K27me3 | ID:3452
PC4 Polycomb / Bivalent stem cell Enh: iPS-15b_iPSC | H3K27me3 | ID:1909

PC4 Polycomb / Bivalent stem cell Enh: HUES48_Embryonic_Stem_Cell_Embryo | H3K27me3 | ID:6645
PC4 Polycomb / Bivalent stem cell Enh: Neural_Progenitor_Cell | H3K27me3 | ID:49923

PC4 Polycomb / Bivalent stem cell Enh: Epithelium_Lung | H3K27me3 | ID:3455
PC4 Polycomb / Bivalent stem cell Enh: Brain | H3K27me3 | ID:3454

PC4 Polycomb / Bivalent stem cell Enh: H1_Embryonic_Stem_Cell_Embryo | H3K27me3 | ID:35354
PC4 Polycomb / Bivalent stem cell Enh: Endothelial_Cell_Umbilical_Vein | H3K27me3 | ID:35443

PC4 Polycomb / Bivalent stem cell Enh: H9_Embryonic_Stem_Cell_Embryo | H3K27me3 | ID:1032
PC4 Polycomb / Bivalent stem cell Enh: iPS-20b_iPSC | H3K27me3 | ID:1924

PC4 Polycomb / Bivalent stem cell Enh: Glial_Cell | H3K27me3 | ID:62760
PC4 Polycomb / Bivalent stem cell Enh: Stem_cell | H3K27me3 | ID:63505
PC4 Polycomb / Bivalent stem cell Enh: Stem_cell | H3K27me3 | ID:84774

PC4 Polycomb / Bivalent stem cell Enh: CD34_Primary_Cells | H3K27me3 | Roadmap
PC4 Polycomb / Bivalent stem cell Enh: 5637_Stem_cell | H3K27me3 | ID:83073

PC4 Polycomb / Bivalent stem cell Enh: hESC | H3K27me3 | ID:84271
PC4 Polycomb / Bivalent stem cell Enh: CD3_Primary_Cells_Cord_BI | H3K27me3 | Roadmap

PC4 Polycomb / Bivalent stem cell Enh: Stem_cell | H3K27me3 | ID:74798
PC4 Polycomb / Bivalent stem cell Enh: H9_Cell_Line | H3K27me3 | Roadmap

PC4 Polycomb / Bivalent stem cell Enh: Neuron | H3K27me3 | ID:63661
PC4 Polycomb / Bivalent stem cell Enh: Stem_cell | H3K27me3 | ID:85692

PC1 Polycomb / Heterochromatin: HeLa_Epithelium_Cervix | SETDB1 | ID:85129
PC1 Polycomb / Heterochromatin: Endothelial_Cell_Artery | H3K9me3 | ID:43813
PC1 Polycomb / Heterochromatin: Endothelial_Cell_Artery | H3K9me3 | ID:43971
PC1 Polycomb / Heterochromatin: Endothelial_Cell_Artery | H3K9me3 | ID:43810
PC1 Polycomb / Heterochromatin: Endothelial_Cell_Artery | H3K9me3 | ID:43980

PC1 Polycomb / Heterochromatin: Astrocyte | H4K20me3 | ID:83470
PC1 Polycomb / Heterochromatin: MDA-MB-231_Epithelium_Mammary_Gland | H3K9me2 | ID:71090

PC1 Polycomb / Heterochromatin: PAR_Astrocyte | H4K20me3 | ID:87418
PC1 Polycomb / Heterochromatin: PAR_Astrocyte | H3K9me3 | ID:87672

PC1 Polycomb / Heterochromatin: Endothelial_Cell_Artery | H3K9me3 | ID:43964
PC1 Polycomb / Heterochromatin: Endothelial_Cell_Artery | H3K9me3 | ID:43808

PC1 Polycomb / Heterochromatin: Astrocyte | H3K9me3 | ID:83783
PC1 Polycomb / Heterochromatin: PC-9_Lung_Cancer_Cell_Lung | H3K27me3 | ID:67410

PC1 Polycomb / Heterochromatin: Epithelium_Mammary_Gland | ESR1 | ID:36096
PC1 Polycomb / Heterochromatin: Blast_Cells_Blood | H3K9me2 | ID:75073

PC1 Polycomb / Heterochromatin: PAR_Astrocyte | H3K9me3 | ID:82478
PC1 Polycomb / Heterochromatin: Epithelium_Mammary_Gland | H3 | ID:43464

PC1 Polycomb / Heterochromatin: PAR_Astrocyte | H3K9me3 | ID:83786
PC1 Polycomb / Heterochromatin: Adrenal_Gland | H3K9me3 | ID:35177

PC1 Polycomb / Heterochromatin: Astrocyte | H4K20me3 | ID:87540
PC1 Polycomb / Heterochromatin: T_Lymphocyte_Blood | H2A | ID:33112

PC1 Polycomb / Heterochromatin: Astrocyte | H3K27me3 | ID:82892
PC1 Polycomb / Heterochromatin: Astrocyte | H4K20me3 | ID:83468

PC1 Polycomb / Heterochromatin: PC-9_Lung_Cancer_Cell_Lung | H3K27me3 | ID:67409
PC1 Polycomb / Heterochromatin: HEK293_Epithelium_Embryonic_Kidney | H3K36me3 | ID:71741

PC1 Polycomb / Heterochromatin: PAR_Astrocyte | H4K20me3 | ID:87420
PC2 Weak Polycomb: Gastric_Primary_Sample | H3K4me1 | ID:71402
PC2 Weak Polycomb: Gastric_Primary_Sample | H3K4me1 | ID:71455

PC2 Weak Polycomb: Clear_cell_renal_cell_carcinoma_tumor | H3K27ac | ID:83690
PC2 Weak Polycomb: Kidney | H3K4me3 | ID:87829

PC2 Weak Polycomb: Clear_cell_renal_cell_carcinoma_tumor | H3K4me1 | ID:83692
PC2 Weak Polycomb: Kidney | H3K4me1 | ID:87821

PC2 Weak Polycomb: Gastric_Primary_Sample | H3K4me1 | ID:71348
PC2 Weak Polycomb: Kidney | H3K27ac | ID:81562

PC2 Weak Polycomb: Clear_cell_renal_cell_carcinoma_tumor | H3K4me3 | ID:83691
PC2 Weak Polycomb: Kidney | H3K4me3 | ID:87822

PC2 Weak Polycomb: Clear_cell_renal_cell_carcinoma_tumor | H3K27ac | ID:84009
PC2 Weak Polycomb: Kidney | H3K27ac | ID:88144

PC2 Weak Polycomb: Gastric_Primary_Sample | H3K4me1 | ID:71389
PC2 Weak Polycomb: Kidney | H3K27ac | ID:84016

PC2 Weak Polycomb: T_Lymphocyte_Blood | H3K4me2 | ID:47997
PC2 Weak Polycomb: Stomach | H3K4me1 | ID:47671

PC2 Weak Polycomb: Kidney | H3K4me1 | ID:84015
PC2 Weak Polycomb: Patient | H3K27me3 | ID:85796

PC2 Weak Polycomb: T_Lymphocyte_Blood | H3K4me2 | ID:47922
PC2 Weak Polycomb: Gastric_Primary_Sample | H3K4me1 | ID:71345

PC2 Weak Polycomb: T_Lymphocyte_Blood | H3K4me2 | ID:47920
PC2 Weak Polycomb: Kidney | H3K4me3 | ID:85026

PC2 Weak Polycomb: Clear_cell_renal_cell_carcinoma_tumor | H3K4me1 | ID:86644
PC2 Weak Polycomb: T_Lymphocyte_Blood | H3K4me2 | ID:47938
PC2 Weak Polycomb: T_Lymphocyte_Blood | H3K4me2 | ID:48006
PC2 Weak Polycomb: T_Lymphocyte_Blood | H3K4me2 | ID:47950

PC3 Polycomb: TIVE-LTC_T_Lymphocyte_Blood | H3K27me3 | ID:47732
PC3 Polycomb: TIVE-LTC_T_Lymphocyte_Blood | LANA | ID:47739

PC3 Polycomb: HepG2_Epithelium_Liver | YBX1 | ID:64543
PC3 Polycomb: Plasma_Cell | H3K27me3 | ID:59385

PC3 Polycomb: TIVE-LTC_T_Lymphocyte_Blood | POLR2A | ID:47733
PC3 Polycomb: HeLa-S3_Epithelium_Cervix | BRDU | ID:35295

PC3 Polycomb: TIVE-LTC_T_Lymphocyte_Blood | H3K4me3 | ID:47731
PC3 Polycomb: HepG2_Epithelium_Liver | YBX1 | ID:64544

PC3 Polycomb: HeLa-S3_Epithelium_Cervix | BRDU | ID:35289
PC3 Polycomb: HeLa-S3_Epithelium_Cervix | BRDU | ID:35284

PC3 Polycomb: Patient | H3K9me2 | ID:77505
PC3 Polycomb: HeLa-S3_Epithelium_Cervix | BRDU | ID:35287

PC3 Polycomb: Patient | H3K9me2 | ID:77507
PC3 Polycomb: Epithelium_Mammary_Gland | H3K27me3 | ID:53911
PC3 Polycomb: K562_Erythroblast_Bone_Marrow | CREBBP | ID:8782

PC3 Polycomb: K562_Erythroblast_Bone_Marrow | CREBBP | ID:45422
PC3 Polycomb: MDA-MB-453_Epithelium_Mammary_Gland | H3K27me3 | ID:53916

PC3 Polycomb: HeLa-S3_Epithelium_Cervix | BRDU | ID:35290
PC3 Polycomb: MCF-7_Epithelium_Breast | YBX1 | ID:64705

PC3 Polycomb: HeLa-S3_Epithelium_Cervix | BRDU | ID:35291
PC3 Polycomb: Colorectal_cancer_cell_line_Lung | H3K27me3 | ID:74944

PC3 Polycomb: 21NT_Epithelium_Breast | H3K27me3 | ID:53915
PC3 Polycomb: HEK293_Epithelium_Embryonic_Kidney | ZNF366 | ID:62731

PC3 Polycomb: K562_Leukemia | SIRT1 | ID:83889
PC3 Polycomb: HeLa-S3_Epithelium_Cervix | BRDU | ID:35293

PC3 Polycomb: 293T | ZNF671 | ID:77066
HET1 Heterochromatin: 293T | ZNF136 | ID:73974

HET1 Heterochromatin: K562_Erythroblast_Bone_Marrow | TRIM28 | ID:2146
HET1 Heterochromatin: K562_Erythroblast_Bone_Marrow | TRIM28 | ID:45933

HET1 Heterochromatin: Mesenchymal_Cell | H3K9me3 | ID:67856
HET1 Heterochromatin: 293T | ZNF627 | ID:77069

HET1 Heterochromatin: K562 | KAP1 | ENCODE
HET1 Heterochromatin: T_Lymphocyte_Blood | H3K9me3 | ID:8128

HET1 Heterochromatin: MCF-10A_Epithelium_Breast | H3K9me3 | ID:86058
HET1 Heterochromatin: Mesenchymal_Stem_Cell_Bone_Marrow | H3K9me3 | ID:4062

HET1 Heterochromatin: iPSC | H3K9me3 | ID:8357
HET1 Heterochromatin: iPSC | H3K9me3 | ID:63025

HET1 Heterochromatin: HUES64_Embryonic_Stem_Cell_Embryo | H3K9me3 | ID:6636
HET1 Heterochromatin: Mesenchymal_Stem_Cell_Adipose | H3K9me3 | ID:6623

HET1 Heterochromatin: B_Lymphocyte_Spleen | H3K9me3 | ID:38130
HET1 Heterochromatin: iPSC | H3K9me3 | ID:63024

HET1 Heterochromatin: Neuron | H3K9me3 | ID:63092
HET1 Heterochromatin: Proerythroblast_Blood | H3K9me3 | ID:4025
HET1 Heterochromatin: T_Lymphocyte_Blood | H3K9me3 | ID:8219

HET1 Heterochromatin: 293T | ZNF707 | ID:73931
HET1 Heterochromatin: Neuron | H3K9me3 | ID:63091

HET1 Heterochromatin: 293T | ZNF430 | ID:77126
HET1 Heterochromatin: HEK293_Epithelium_Embryonic_Kidney | H3K9me3 | ID:67880

HET1 Heterochromatin: Monocyte_Blood | H3K9me3 | ID:72241
HET1 Heterochromatin: U2OS | SETDB1 | ENCODE

HET1 Heterochromatin: Mesenchymal_Stem_Cell_Adipose | H3K9me3 | ID:6675
HET1 Heterochromatin: A673_Polygonal_Muscle | H3K9me3 | ID:65044

HET2 Heterochromatin: HEK293_Epithelium_Embryonic_Kidney | ZNF490 | ID:65069
HET2 Heterochromatin: 293T | ZNF248 | ID:77155

HET2 Heterochromatin: Pfeiffer_B_Lymphocyte_Lymph_Node | H3K27me3 | ID:57615
HET2 Heterochromatin: 293T | ZNF382 | ID:73952

HET2 Heterochromatin: Pfeiffer_B_Lymphocyte_Lymph_Node | H3K27me3 | ID:57597
HET2 Heterochromatin: Bone_Marrow | H3K9me2 | ID:58436

HET2 Heterochromatin: HEK293_Epithelium_Embryonic_Kidney | ZNF382 | ID:65074
HET2 Heterochromatin: 293T | ZNF382 | ID:73951

HET2 Heterochromatin: Mesenchymal_Stem_Cell_Derived_Adipocyte_Cultured_Cells | H3K9me3 | Roadmap
HET2 Heterochromatin: Brain_Anterior_Caudate | H3K9me3 | Roadmap

HET2 Heterochromatin: Ewing_sacroma | H3K9me3 | ID:73368
HET2 Heterochromatin: 293T | ZNF136 | ID:73974

HET2 Heterochromatin: Fetal_Adrenal_Gland | H3K9me3 | Roadmap
HET2 Heterochromatin: Mesenchymal_Stem_Cell_Adipose | H3K9me3 | ID:6623

HET2 Heterochromatin: Adipose_Derived_Mesenchymal_Stem_Cell_Cultured_Cells | H3K9me3 | Roadmap
HET2 Heterochromatin: Neuron | H3K9me3 | ID:63092

HET2 Heterochromatin: Brain_Hippocampus_Middle | H3K9me3 | Roadmap
HET2 Heterochromatin: Breast_Myoepithelial_Cells | H3K9me3 | Roadmap

HET2 Heterochromatin: Brain_Substantia_Nigra | H3K9me3 | Roadmap
HET2 Heterochromatin: K562_Erythroblast_Bone_Marrow | H3K9me3 | ID:68197

HET2 Heterochromatin: Duodenum_Smooth_Muscle | H3K9me3 | Roadmap
HET2 Heterochromatin: Neuron | H3K9me3 | ID:63091

HET2 Heterochromatin: HCT-116_Colon | H3K9me3 | ID:88802
HET2 Heterochromatin: Brain_Inferior_Temporal_Lobe | H3K9me3 | Roadmap

HET2 Heterochromatin: H1_Embryonic_Stem_Cell_Embryo | H3K9me3 | ID:925
HET2 Heterochromatin: Brain_Cingulate_Gyrus | H3K9me3 | Roadmap

HET3 Heterochromatin: HEK293T_Epithelium_Embryonic_Kidney | H3K9me2 | ID:56464
HET3 Heterochromatin: HepG2_Hepatocellular_Carcinoma | H3K9me3 | Roadmap

HET3 Heterochromatin: K562_Erythroblast_Bone_Marrow | H3K9me2 | ID:75059
HET3 Heterochromatin: HUVEC_Umbilical_Vein_Endothelial_Cells | H3K9me3 | Roadmap

HET3 Heterochromatin: Osteoblasts | H3K9me3 | Roadmap
HET3 Heterochromatin: K562_Erythroblast_Bone_Marrow | H3K9me2 | ID:75060

HET3 Heterochromatin: IMR90_Fibroblast_Lung | H3K4me3 | ID:34647
HET3 Heterochromatin: Blood | H3K9me3 | ID:37691

HET3 Heterochromatin: H1_BMP4_Derived_Trophoblast_Cultured_Cells | H3K23ac | Roadmap
HET3 Heterochromatin: HeLa_Epithelium_Cervix | SETDB1 | ID:71056

HET3 Heterochromatin: Blast_Cells_Blood | H3K9me2 | ID:75063
HET3 Heterochromatin: Penis_Foreskin_Fibroblast_Primary_Cells_skin02 | H3K9me3 | Roadmap

HET3 Heterochromatin: IMR90_Fibroblast_Lung | H3K4me3 | ID:34657
HET3 Heterochromatin: Breast_vHMEC | H3K9me3 | Roadmap

HET3 Heterochromatin: Blast_Cells_Blood | H3K9me2 | ID:75076
HET3 Heterochromatin: IMR90_Fibroblast_Lung | H3K4me3 | ID:34670

HET3 Heterochromatin: Duodenum_Mucosa | H3K9me3 | Roadmap
HET3 Heterochromatin: Myoblast_Muscle | DUX4 | ID:5822

HET3 Heterochromatin: Penis_Foreskin_Fibroblast_Primary_Cells_skin01 | H3K9me3 | Roadmap
HET3 Heterochromatin: HepG2_Epithelium_Liver | H3K9me3 | ID:45300

HET3 Heterochromatin: Muscle_Satellite_Cultured_Cells | H3K9me3 | Roadmap
HET3 Heterochromatin: HeLa_Epithelium_Cervix | H3K9me3 | ID:53438

HET3 Heterochromatin: Left_Ventricle | H3K9me3 | Roadmap
HET3 Heterochromatin: Monocyte_Blood | H3K9me3 | ID:36157

HET3 Heterochromatin: Penis_Foreskin_Keratinocyte_Primary_Cells_skin03 | H3K9me3 | Roadmap
HET3 Heterochromatin: Fibroblast_Foreskin | H3K9me3 | ID:33365

HET4 Heterochromatin: HeLa-S3 | ZNF274 | ENCODE
HET4 Heterochromatin: HepG2 | ZNF274 | ENCODE
HET4 Heterochromatin: 293T | ZNF649 | ID:77068

HET4 Heterochromatin: GM12878 | ZNF274 | ENCODE
HET4 Heterochromatin: K562 | ZNF274 | ENCODE | 1

HET4 Heterochromatin: HEK293_Epithelium_Embryonic_Kidney | ZNF586 | ID:65196
HET4 Heterochromatin: GM08714 | ZNF274 | ENCODE

HET4 Heterochromatin: 293T | ZNF675 | ID:77064
HET4 Heterochromatin: HUES64_Embryonic_Stem_Cell_Embryo | TRIM28 | ID:51617
HET4 Heterochromatin: HUES64_Embryonic_Stem_Cell_Embryo | TRIM28 | ID:51616

HET4 Heterochromatin: WIBR3_Embryonic_Stem_Cell_Embryo | TRIM28 | ID:70222
HET4 Heterochromatin: 293T | ZNF765 | ID:77045

HET4 Heterochromatin: NT2-D1 | ZNF274 | ENCODE
HET4 Heterochromatin: LNCaP_Epithelium_Prostate | TRIM28 | ID:88682

HET4 Heterochromatin: K562_Erythroblast_Bone_Marrow | TRIM28 | ID:2145
HET4 Heterochromatin: WIBR3_Embryonic_Stem_Cell_Embryo | H3K9me3 | ID:70220

HET4 Heterochromatin: H1_Embryonic_Stem_Cell_Embryo | ZNF274 | ID:45702
HET4 Heterochromatin: NT2-D1_Embryo | ZNF274 | ID:46020

HET4 Heterochromatin: iPS_DF_19.11_iPSC_Foreskin | H3K9me3 | ID:1896
HET4 Heterochromatin: GM08714_Blood | ZNF274 | ID:45583

HET4 Heterochromatin: Brain | H3K9me3 | ID:38599
HET4 Heterochromatin: WIBR3_Embryonic_Stem_Cell_Embryo | H3K9me3 | ID:70218

HET4 Heterochromatin: iPS_C1_iPSC | H3K9me3 | ID:43329
HET4 Heterochromatin: LNCaP_Epithelium_Prostate | TRIM28 | ID:88688

HET4 Heterochromatin: 293T | ZNF93 | ID:77018
HET4 Heterochromatin: K562 (MNaseD) | SETDB1 | ENCODE

HET5 Centromere: HuRef_Lymphoblastoid | CENPA | ID:69230
HET5 Centromere: HuRef_Lymphoblast | CENPA | ID:40153

HET5 Centromere: IMS13q_Lymphoblast | CENPA | ID:33947
HET5 Centromere: HuRef_Lymphoblastoid | CENPC | ID:76574

HET5 Centromere: HeLa_Epithelium_Cervix | CENPA | ID:41251
HET5 Centromere: HeLa_Epithelium_Cervix | CENPA | ID:41255
HET5 Centromere: HepG2_Epithelium_Liver | NR3C1 | ID:73725

HET5 Centromere: Proerythroblast_Fetal_Liver | H3K9me3 | ID:33290
HET5 Centromere: HuRef_Lymphoblastoid | CENPT | ID:69236

HET5 Centromere: Cardiomyocyte | ATAC-seq | ID:79711
HET5 Centromere: CHL-1_melanoma_Skin | BRD4 | ID:88863

HET5 Centromere: LNCaP_Monocyte_Blood | ATAC-seq | ID:78557
HET5 Centromere: iPSC | H3K9me3 | ID:63026

HET5 Centromere: HeLa_Epithelium_Cervix | CENPA | ID:41254
HET5 Centromere: iPSC | H3K9me3 | ID:63027

HET5 Centromere: Monocyte_Blood | ATAC-seq | ID:78398
HET5 Centromere: melanoma | H3K27me3 | ID:69918

HET5 Centromere: CHL-1_melanoma_Skin | BRD4 | ID:88862
HET5 Centromere: LS174T_Goblet_Cell | CDX2 | ID:75366

HET5 Centromere: Neutrophile | ATAC-seq | ID:65248
HET5 Centromere: caki-1_Kidney | H3K9me3 | ID:58890

HET5 Centromere: iPSC | H3K9me3 | ID:63024
HET5 Centromere: LNCaP_Monocyte_Blood | ATAC-seq | ID:78393

HET5 Centromere: GM12878_B_Lymphocyte_Blood | ATAC-seq | ID:65262
HET5 Centromere: HepG2_Epithelium_Liver | H3K4me1 | ID:51255

HET5 Centromere: caki-1_Kidney | H3K9me3 | ID:58889
HET6 Centromere: HuRef_Lymphoblastoid | CENPA | ID:69230

HET6 Centromere: HuRef_Lymphoblast | CENPA | ID:40153
HET6 Centromere: HuRef_Lymphoblastoid | CENPC | ID:76574

HET6 Centromere: IMS13q_Lymphoblast | CENPA | ID:33947
HET6 Centromere: HepG2_Epithelium_Liver | NR3C1 | ID:73725
HET6 Centromere: HeLa_Epithelium_Cervix | CENPA | ID:41251
HET6 Centromere: HeLa_Epithelium_Cervix | CENPA | ID:41255

HET6 Centromere: HuRef_Lymphoblastoid | CENPT | ID:69236
HET6 Centromere: PC-9_Lung_Cancer_Cell_Lung | H3K9me3 | ID:86109
HET6 Centromere: PC-9_Lung_Cancer_Cell_Lung | H3K9me3 | ID:86108
HET6 Centromere: PC-9_Lung_Cancer_Cell_Lung | H3K9me3 | ID:86110

HET6 Centromere: H1_Embryonic_Stem_Cell_Embryo | TRIM28 | ID:48930
HET6 Centromere: PAR_Astrocyte | H3K27me3 | ID:86870

HET6 Centromere: MDA-MB-231_Epithelium_Breast | ATAC-seq | ID:61709
HET6 Centromere: U2OS_Bone | H3K9me3 | ID:68202

HET6 Centromere: embryonic_facial_prominence | DNase | ID:63575
HET6 Centromere: Macrophage | FAIRE | ID:52153

HET6 Centromere: Th17_Blood | ATAC-seq | ID:80150
HET6 Centromere: Embryonic_Stem_Cell | H3K4me3 | ID:83994

HET6 Centromere: Th2 | ATAC-seq | ID:65917
HET6 Centromere: Macrophage | ATAC-seq | ID:66151

HET6 Centromere: VCaP_Epithelium_Prostate | AR | ID:50258
HET6 Centromere: CFPAC-1_Pancreatic_ductal | H3K9me3 | ID:67620

HET6 Centromere: T_Lymphocyte | ATAC-seq | ID:65924
HET6 Centromere: MOLT-4_T_Lymphoblast | BRD4 | ID:83903

HET6 Centromere: Th17 | ATAC-seq | ID:65914
TN1 Transcription: HEK293_Epithelium_Embryonic_Kidney | H3K36me3 | ID:71737

TN1 Transcription: Epithelium_Fetal_Placenta | H3K36me3 | ID:36153
TN1 Transcription: Epithelium_Colon | H3K36me3 | ID:3530
TN1 Transcription: Monocyte_Blood | H3K36me3 | ID:39852

TN1 Transcription: HEK293_Epithelium_Embryonic_Kidney | H3K36me3 | ID:71740
TN1 Transcription: Rectal_Mucosa | H3K36me3 | ID:3534

TN1 Transcription: HEK293_Epithelium_Embryonic_Kidney | H3K36me3 | ID:71739
TN1 Transcription: Duodenum_Mucosa | H3K36me3 | ID:3541

TN1 Transcription: Rectal_Mucosa | H3K36me3 | ID:3528
TN1 Transcription: Right_Ventricle | H3K36me3 | ID:36950

TN1 Transcription: T_Lymphocyte_Blood | H3K36me3 | ID:8143
TN1 Transcription: Smooth_Muscle_Cell_Duodenum | H3K36me3 | ID:6698

TN1 Transcription: Sigmoid_Colon | H3K36me3 | ID:36866
TN1 Transcription: T_Lymphocyte_Blood | H3K36me3 | ID:8221

TN1 Transcription: H9_Embryonic_Stem_Cell_Embryo | H3K36me3 | ID:1035
TN1 Transcription: Monocyte_Blood | H3K36me3 | ID:36165

TN1 Transcription: Fetal_Stomach | H3K36me3 | ID:3533
TN1 Transcription: Skeletal_Muscle | H3K36me3 | ID:3529

TN1 Transcription: Spleen | H3K36me3 | ID:37021
TN1 Transcription: Embryonic_Stem_Cell_Embryo | H3K36me3 | ID:38594

TN1 Transcription: CD4_Memory_Primary_Cells | H3K36me3 | Roadmap
TN1 Transcription: HUES48_Embryonic_Stem_Cell_Embryo | H3K36me3 | ID:6667

TN1 Transcription: Hepatocyte_Liver | H3K36me3 | ID:3554
TN1 Transcription: Skeletal_Muscle | H3K36me3 | ID:3527

TN1 Transcription: T_Lymphocyte_Blood | H3K36me3 | ID:38138
TN1 Transcription: Muscle | H3K36me3 | ID:3532

TN2 Transcription: GM2610_Lymphoblastoid_Blood | H3K36me3 | ID:42544
TN2 Transcription: Haematopoietic_Progenitor_Cell_Bone_Marrow | H3K36me3 | ID:3504

TN2 Transcription: Proerythroblast_Blood | H3K36me3 | ID:3503
TN2 Transcription: Breast_vHMEC | H3K36me3 | Roadmap

TN2 Transcription: GM2588_Lymphoblastoid_Blood | H3K36me3 | ID:42528
TN2 Transcription: GM2630_Lymphoblastoid_Blood | H3K36me3 | ID:42560

TN2 Transcription: Monocytes-CD14+_RO01746 | H3K36me3 | Roadmap
TN2 Transcription: GM12891_Lymphoblastoid_Blood | H3K36me3 | ID:42323

TN2 Transcription: Adipose_Derived_Mesenchymal_Stem_Cell_Cultured_Cells | H3K36me3 | Roadmap
TN2 Transcription: Cardiomyocyte | H3K36me3 | ID:72920

TN2 Transcription: hESC_Derived_CD184+_Endoderm_Cultured_Cells | H3K36me3 | Roadmap
TN2 Transcription: H9_Derived_Neuronal_Progenitor_Cultured_Cells | H3K36me3 | Roadmap

TN2 Transcription: Mesenchymal_Stem_Cell_Derived_Adipocyte_Cultured_Cells | H3K36me3 | Roadmap
TN2 Transcription: CD4+_CD25_Th_Primary_Cells | H3K36me3 | Roadmap

TN2 Transcription: Chondrocytes_from_Bone_Marrow_Derived_Mesenchymal_Stem_Cell_Cultured_Cells | H3K36me3 | Roadmap
TN2 Transcription: CD14_Primary_Cells | H3K36me3 | Roadmap

TN2 Transcription: GM2255_Lymphoblastoid_Blood | H3K36me3 | ID:42512
TN2 Transcription: B_Lymphocyte | MEF2B | ID:55563

TN2 Transcription: Bone_Marrow_Derived_Mesenchymal_Stem_Cell_Cultured_Cells | H3K36me3 | Roadmap
TN2 Transcription: GM12891_Lymphoblastoid_Blood | H3K36me3 | ID:42322

TN2 Transcription: HUES64_Cell_Line | H3K36me3 | Roadmap
TN2 Transcription: Adult_Liver | H3K36me3 | Roadmap

TN2 Transcription: GM19238_Lymphoblastoid_Blood | H3K36me3 | ID:42453
TN2 Transcription: Mobilized_CD34_Primary_Cells_Male | H3K36me3 | Roadmap

TN2 Transcription: hESC_Derived_CD56+_Mesoderm_Cultured_Cells | H3K36me3 | Roadmap
TN2 Transcription: GM12892_Lymphoblastoid_Blood | H3K36me3 | ID:42342

TN3 Transcription: HUVEC_Umbilical_Vein_Endothelial_Cells | H4K20me1 | Roadmap
TN3 Transcription: HepG2_Hepatocellular_Carcinoma | H3K79me2 | Roadmap

TN3 Transcription: H9_Cell_Line | H3K79me2 | Roadmap
TN3 Transcription: HSMM_Skeletal_Muscle_Myoblasts | H3K79me2 | Roadmap

TN3 Transcription: HSMMtube_Skeletal_Muscle_Myotubes_Derived_from_HSMM | H4K20me1 | Roadmap
TN3 Transcription: NHDF_Ad_Adult_Dermal_Fibroblasts | H3K79me2 | Roadmap

TN3 Transcription: H1_BMP4_Derived_Mesendoderm_Cultured_Cells | H3K79me2 | Roadmap
TN3 Transcription: HSMM_Skeletal_Muscle_Myoblasts | H4K20me1 | Roadmap

TN3 Transcription: NHLF_Lung_Fibroblasts | H3K79me2 | Roadmap
TN3 Transcription: NHLF_Lung_Fibroblasts | H4K20me1 | Roadmap

TN3 Transcription: HepG2_Hepatocellular_Carcinoma | H4K20me1 | Roadmap
TN3 Transcription: HSMMtube_Skeletal_Muscle_Myotubes_Derived_from_HSMM | H3K79me2 | Roadmap

TN3 Transcription: HUVEC_Umbilical_Vein_Endothelial_Cells | H3K79me2 | Roadmap
TN3 Transcription: K562 | H3K79me2 | Roadmap

TN3 Transcription: HMEC_Mammary_Epithelial | H4K20me1 | Roadmap
TN3 Transcription: NH_A_Astrocytes | H3K79me2 | Roadmap

TN3 Transcription: HeLa | H3K79me2 | Roadmap
TN3 Transcription: NHEK_Epidermal_Keratinocytes | H3K79me2 | Roadmap

TN3 Transcription: IMR90_Cell_Line | H4K20me1 | Roadmap
TN3 Transcription: GM12878_Lymphoblastoid | H3K79me2 | Roadmap

TN3 Transcription: H1-hESC | H3K79me2 | Roadmap
TN3 Transcription: HMEC_Mammary_Epithelial | H3K79me2 | Roadmap

TN3 Transcription: Osteoblasts | H3K79me2 | Roadmap
TN3 Transcription: MCF-10A_Epithelium_Breast | H2BK120ub | ID:86408

TN3 Transcription: Dnd41_TCell_Leukemia | H3K79me2 | Roadmap
TN3 Transcription: HeLa_Epithelium_Cervix | H2Bub | ID:47795
TN4 Transcription: Nalm6_Leukemia_Cell | POLR2A | ID:69534

TN4 Transcription: MCF-7_Breast | H3K36me3 | ID:74299
TN4 Transcription: K562_Erythroblast_Bone_Marrow | POLR2A | ID:45875

TN4 Transcription: FFPE | H3K36me3 | ID:68562
TN4 Transcription: MV4-11_Leukemia_Cell | H3K36me3 | ID:69555

TN4 Transcription: HCT-116_HCT116 | POLR2A | ID:82412
TN4 Transcription: HCT-116_Colon | LEO1 | ID:55661

TN4 Transcription: LX2_Hepatic_Stellate_Cell | POLR2A | ID:57812
TN4 Transcription: U2OS_Bone | POLR2A | ID:87224

TN4 Transcription: HEK293_Epithelium_Embryonic_Kidney | H3K36me3 | ID:71744
TN4 Transcription: HEK293_Epithelium_Embryonic_Kidney | POLR2A | ID:76221

TN4 Transcription: LNCaP-abl_Epithelium_Prostate | POLR2A | ID:58632
TN4 Transcription: IMEC_Epithelium_Breast | POLR2A | ID:59552
TN4 Transcription: IMEC_Epithelium_Breast | POLR2A | ID:59553

TN4 Transcription: U2OS_Bone | POLR2A | ID:47496
TN4 Transcription: HCT-116_Colon | POLR2A | ID:55679
TN4 Transcription: HCT-116_Colon | POLR2A | ID:55677

TN4 Transcription: LNCaP_Epithelium_Prostate | H3K36me3 | ID:9314
TN4 Transcription: FFPE | H3K36me3 | ID:68521

TN4 Transcription: LNCaP-abl_Epithelium_Prostate | POLR2A | ID:58631
TN4 Transcription: Rh4_rhabdomyosarcoma | H3K36me3 | ID:75845

TN4 Transcription: Astrocyte | H3K36me3 | ID:82482
TN4 Transcription: Fetal_Intestine_Small | H3K36me3 | Roadmap

TN4 Transcription: Fetal_Stomach | H3K36me3 | Roadmap
TN4 Transcription: A549_Epithelium_Lung | POLR2A | ID:45555

TN4 Transcription: chondroblastoma | H3K36me3 | ID:71118
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:69280
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:69278
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:69285
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:69282
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:69284
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:69281

TF5 AR: LNCaP_Epithelium_Prostate | NR3C1 | ID:2242
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:69279
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:69283
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:69277

TF5 AR: U2OS_Bone | NR3C1 | ID:58057
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:2910

TF5 AR: VCaP_Epithelium_Prostate | AR | ID:44578
TF5 AR: U2OS_Bone | NR3C1 | ID:58054

TF5 AR: VCaP_Epithelium_Prostate | AR | ID:71107
TF5 AR: U2OS_Bone | NR3C1 | ID:58056

TF5 AR: VCaP_Epithelium_Prostate | AR | ID:71108
TF5 AR: U2OS_Bone | NR3C1 | ID:58055

TF5 AR: VCaP_Epithelium_Prostate | AR | ID:51049
TF5 AR: LNCaP_Epithelium_Prostate | NR3C1 | ID:37100

TF5 AR: HEK293_Epithelium_Embryonic_Kidney | AR | ID:48088
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:69288

TF5 AR: VCaP_Epithelium_Prostate | AR | ID:8653
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:51267

TF5 AR: DUCaP_Epithelium_Prostate | AR | ID:55752
TF5 AR: VCaP_Epithelium_Prostate | AR | ID:44579

TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | FOXA1 | ID:84345
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:44323

TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | FOXA1 | ID:33919
TF3 FOXA1 / AR / ESR1: VCaP_Epithelium_Prostate | FOXA1 | ID:84447

TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:44338
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:44331
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:56254
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:71223
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:44315
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:40346
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:39378
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:44314
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:44330

TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:9261
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:87051

TF3 FOXA1 / AR / ESR1: BicR_Epithelium_Prostate | AR | ID:55277
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:56257
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:81774
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:50042
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:68217

TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | ARID1A | ID:88427
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | AR | ID:83108

TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | HOXB13 | ID:84347
TF3 FOXA1 / AR / ESR1: 22RV1_Epithelium_Prostate | FOXA1 | ID:84210

TF3 FOXA1 / AR / ESR1: 22RV1_Epithelium_Prostate | HOXB13 | ID:84205
TF3 FOXA1 / AR / ESR1: LNCaP_Epithelium_Prostate | SMARCA4 | ID:84341

TF2 CEBPB: Mesenchymal_Stem_Cell | ATF4 | ID:54139
TF2 CEBPB: Mesenchymal_Stem_Cell | CEBPB | ID:54131

TF2 CEBPB: Mesenchymal_Stem_Cell | ATF4 | ID:54140
TF2 CEBPB: Mesenchymal_Stem_Cell | CEBPB | ID:54136
TF2 CEBPB: Mesenchymal_Stem_Cell | CEBPB | ID:54137
TF2 CEBPB: Mesenchymal_Stem_Cell | CEBPB | ID:54132
TF2 CEBPB: Mesenchymal_Stem_Cell | CEBPB | ID:54138
TF2 CEBPB: Mesenchymal_Stem_Cell | CEBPB | ID:54133

TF2 CEBPB: MCF-7_Epithelium_Breast | CEBPG | ID:62691
TF2 CEBPB: MCF-7_Epithelium_Breast | CEBPG | ID:62690

TF2 CEBPB: HepG2 | CEBPB | ENCODE
TF2 CEBPB: A549 | CEBPB | ENCODE

TF2 CEBPB: HepG2_Epithelium_Liver | CEBPB | ID:45814
TF2 CEBPB: Mesenchymal_Stem_Cell | CEBPB | ID:54134

TF2 CEBPB: A549_Epithelium_Lung | CEBPB | ID:45559
TF2 CEBPB: H1-hESC | CEBPB | ENCODE

TF2 CEBPB: HAP-1 | ATF4 | ID:55516
TF2 CEBPB: HAP-1 | ATF4 | ID:55518

TF2 CEBPB: SGBS_Adipocyte_Adipose | CEBPA | ID:41167
TF2 CEBPB: K562_Erythroblast_Bone_Marrow | CEBPB | ID:45923

TF2 CEBPB: K562 | CEBPB | ENCODE
TF2 CEBPB: LS180_Epithelium_Colon | CEBPB | ID:5459

TF2 CEBPB: HAP-1 | ATF4 | ID:55517
TF2 CEBPB: LS180_Epithelium_Colon | CEBPB | ID:5458

TF2 CEBPB: IMR90 | CEBPB | ENCODE
TF2 CEBPB: IMR90_Fibroblast_Lung | CEBPB | ID:45861

TF4 OTX2: D283_Med | NEUROD1 | ID:74341
TF4 OTX2: D283_Med | OTX2 | ID:74361
TF4 OTX2: D283_Med | OTX2 | ID:74362

TF4 OTX2: D-341 | OTX2 | ID:74356
TF4 OTX2: D283_Med | NEUROD1 | ID:74360

TF4 OTX2: D-341 | OTX2 | ID:74354
TF4 OTX2: D-341 | OTX2 | ID:74358

TF4 OTX2: D283_Med | OTX2 | ID:74345
TF4 OTX2: D283_Med | NEUROD1 | ID:74343

TF4 OTX2: D-341 | OTX2 | ID:74353
TF4 OTX2: D-341 | OTX2 | ID:74355
TF4 OTX2: D-341 | OTX2 | ID:74349
TF4 OTX2: D-341 | OTX2 | ID:74352

TF4 OTX2: D283_Med | OTX2 | ID:74344
TF4 OTX2: D-341 | OTX2 | ID:74351
TF4 OTX2: D-341 | OTX2 | ID:74350
TF4 OTX2: D-341 | OTX2 | ID:74359

TF4 OTX2: D283_Med | NEUROD1 | ID:74342
TF4 OTX2: D-341 | NEUROD1 | ID:74346

TF4 OTX2: NCI-H82 | ASCL1 | ID:70119
TF4 OTX2: WERI-Rb-1_Eye | DNase | ID:45084

TF4 OTX2: D-341 | NEUROD1 | ID:74348
TF4 OTX2: HUES64_Embryonic_Stem_Cell_Embryo | OTX2 | ID:51525

TF4 OTX2: D-341 | NEUROD1 | ID:74347
TF4 OTX2: WERI-Rb-1_Eye | DNase | ID:45083

TF4 OTX2: WERI-Rb-1 | DNase | ENCODE
TF1 NANOG / FOXA1: LNCaP_Epithelium_Prostate | NANOG | ID:71759

TF1 NANOG / FOXA1: HeLa_Epithelium_Cervix | H2AFY | ID:36243
TF1 NANOG / FOXA1: LNCaP_Epithelium_Prostate | NANOG | ID:71757
TF1 NANOG / FOXA1: LNCaP_Epithelium_Prostate | NANOG | ID:71760

TF1 NANOG / FOXA1: LHSAR_Epithelium_Prostate | HOXB13 | ID:56668
TF1 NANOG / FOXA1: DU145_Epithelium_Prostate | FOXA1 | ID:47329

TF1 NANOG / FOXA1: LNCaP_Epithelium_Prostate | H3K4me1 | ID:76147
TF1 NANOG / FOXA1: HEK293_Epithelium_Embryonic_Kidney | ZSCAN16 | ID:65086

TF1 NANOG / FOXA1: LHSAR_Epithelium_Prostate | HOXB13 | ID:56667
TF1 NANOG / FOXA1: DU145_Epithelium_Prostate | FOXA1 | ID:47330
TF1 NANOG / FOXA1: COLO-320_Epithelium_Colon | CDX2 | ID:36712
TF1 NANOG / FOXA1: LNCaP_Epithelium_Prostate | FOXA1 | ID:55166

TF1 NANOG / FOXA1: LNCaP_Epithelium_Prostate | H3K4me1 | ID:76148
TF1 NANOG / FOXA1: DU145_Epithelium_Prostate | FOXA1 | ID:47328

TF1 NANOG / FOXA1: SKmel147_melanoma | H2AFY2 | ID:84949
TF1 NANOG / FOXA1: HeLa_Epithelium_Cervix | H2A.Bbd | ID:36239

TF1 NANOG / FOXA1: BJ_Fibroblast_Skin | FOXA2 | ID:87396
TF1 NANOG / FOXA1: BJ_Fibroblast_Skin | FOXA2 | ID:88065

TF1 NANOG / FOXA1: DU145_Epithelium_Prostate | FOXA1 | ID:47327
TF1 NANOG / FOXA1: BJ_Fibroblast_Skin | FOXA2 | ID:82944
TF1 NANOG / FOXA1: BJ_Fibroblast_Skin | FOXA2 | ID:82945

TF1 NANOG / FOXA1: SKmel147_melanoma | H2AFY | ID:84948
TF1 NANOG / FOXA1: LNCaP_Epithelium_Prostate | FOXA1 | ID:71216
TF1 NANOG / FOXA1: LNCaP_Epithelium_Prostate | FOXA1 | ID:50039
TF1 NANOG / FOXA1: LNCaP_Epithelium_Prostate | FOXA1 | ID:71212

TF1 NANOG / FOXA1: LNCaP_Epithelium_Prostate | TLE3 | ID:88684
L3 Low signal: HeLa_Epithelium_Cervix | GAPDH | ID:2
L3 Low signal: HeLa_Epithelium_Cervix | BTAF1 | ID:1

L3 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF22 | ID:65178
L3 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF384 | ID:65106

L3 Low signal: NTERA-2_Testis | DDX5 | ID:49196
L3 Low signal: 293T | ZNF284 | ID:77146
L3 Low signal: 293T | ZNF182 | ID:77165

L3 Low signal: HeLa_Epithelium_Cervix | SUMO1 | ID:34366
L3 Low signal: HeLa_Epithelium_Cervix | SUMO1 | ID:34374

L3 Low signal: 293T | ZNF441 | ID:77120
L3 Low signal: Colon | DACOR1 | ID:56997

L3 Low signal: PAR_Astrocyte | H3K27me3 | ID:86870
L3 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF362 | ID:64321

L3 Low signal: U937_Pleura | H3K4me3 | ID:49700
L3 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF362 | ID:64322

L3 Low signal: K562_Erythroblast_Bone_Marrow | H3K9me3 | ID:56871
L3 Low signal: CUTLL1_T_Lymphocyte_Blood | GABPA | ID:43098

L3 Low signal: breast_triple_negative_tumor_cell_line_BCSC1_Breast | H3K9me3 | ID:84289
L3 Low signal: MCF-7_Epithelium_Breast | H3K27me3 | ID:48740

L3 Low signal: breast_triple_negative_tumor_cell_line_BCSC1_Breast | H3K9me3 | ID:84291
L3 Low signal: K562_Erythroblast_Bone_Marrow | H3K9me3 | ID:56858

L3 Low signal: Astrocyte | H3K27me3 | ID:83280
L3 Low signal: K562_Erythroblast_Bone_Marrow | H3K9me3 | ID:56865
L3 Low signal: K562_Erythroblast_Bone_Marrow | H3K9me3 | ID:56868
L3 Low signal: K562_Erythroblast_Bone_Marrow | H3K9me3 | ID:56870
L3 Low signal: K562_Erythroblast_Bone_Marrow | H3K9me3 | ID:56869

L4 Low signal: WI-38_Fibroblast_Lung | H3 | ID:84247
L4 Low signal: U937_Pleura | H3K4me3 | ID:49700

L4 Low signal: U2OS_Osteosarcoma_cell | LRWD1 | ID:76971
L4 Low signal: Blast_Cells_Blood | H3K9me2 | ID:75071
L4 Low signal: Blast_Cells_Blood | H3K9me2 | ID:75068

L4 Low signal: MCF-10A_Epithelium | SMARCA4 | ID:68958
L4 Low signal: U2OS | ZBTB48 | ID:75280

L4 Low signal: 7250_Fibroblast | FOXO1 | ID:75852
L4 Low signal: U2OS | ZBTB48 | ID:75277

L4 Low signal: Fibroblast_Skin | H1.0 | ID:71334
L4 Low signal: Fibroblast_Skin | H1.0 | ID:71335

L4 Low signal: Blast_Cells_Blood | H3K9me2 | ID:75061
L4 Low signal: OCI-Ly3_B_Lymphocyte_Bone_Marrow | SPIB | ID:48642

L4 Low signal: U2OS | ZBTB48 | ID:75279
L4 Low signal: 293T | ZNF441 | ID:77120

L4 Low signal: PC-3_Epithelium_Prostate | EP300 | ID:57305
L4 Low signal: U2OS | ZBTB48 | ID:75278

L4 Low signal: Astrocyte | H3K27me3 | ID:82669
L4 Low signal: Granulocyte_Blood | H3K9me2 | ID:75069

L4 Low signal: Astrocyte | H3K9me3 | ID:86319
L4 Low signal: Jurkat_T_Lymphocyte_Blood | H3K27me3 | ID:74123

L4 Low signal: PAR_Astrocyte | H3K27me3 | ID:86870
L4 Low signal: Astrocyte | H3K27me3 | ID:83280

L4 Low signal: PC-3_Epithelium_Prostate | EP300 | ID:57303
L4 Low signal: IMR90_Fibroblast_Lung | H4 | ID:50184

L4 Low signal: IMR90_Fibroblast | H4K20me3 | ID:69167
L5 Low signal: 293T | ZNF84 | ID:73925

L5 Low signal: H929_B_Lymphocyte_Bone_Marrow | H3K4me2 | ID:64257
L5 Low signal: GM18526_Lymphoblastoid_Blood | H3K4me1 | ID:42393
L5 Low signal: GM19238_Lymphoblastoid_Blood | H3K4me1 | ID:42455
L5 Low signal: GM12891_Lymphoblastoid_Blood | H3K4me1 | ID:42324
L5 Low signal: GM19238_Lymphoblastoid_Blood | H3K4me1 | ID:42456
L5 Low signal: GM19193_Lymphoblastoid_Blood | H3K4me1 | ID:42438
L5 Low signal: GM18951_Lymphoblastoid_Blood | H3K4me1 | ID:42407
L5 Low signal: GM12878_B_Lymphocyte_Blood | H3K4me1 | ID:42287

L5 Low signal: GM19240_Lymphoblastoid_Blood | H3K4me1 | ID:42496
L5 Low signal: GM19099_Lymphoblastoid_Blood | H3K4me1 | ID:42423
L5 Low signal: GM12891_Lymphoblastoid_Blood | H3K4me1 | ID:42325
L5 Low signal: GM19193_Lymphoblastoid_Blood | H3K4me1 | ID:42437

L5 Low signal: H929_B_Lymphocyte_Bone_Marrow | H3K4me2 | ID:64258
L5 Low signal: B_Lymphocyte | MEF2B | ID:55563

L5 Low signal: GM2610_Lymphoblastoid_Blood | H3K4me1 | ID:42545
L5 Low signal: GM2588_Lymphoblastoid_Blood | H3K4me1 | ID:42529

L5 Low signal: GM19240_Lymphoblastoid_Blood | H3K4me1 | ID:42495
L5 Low signal: LP-1 | H3K18ac | ID:67839

L5 Low signal: GM19240_Lymphoblastoid_Blood | H3K4me1 | ID:42494
L5 Low signal: GM19238_Lymphoblastoid_Blood | H3K4me1 | ID:42454

L5 Low signal: GM2630_Lymphoblastoid_Blood | H3K4me1 | ID:42561
L5 Low signal: GM18526_Lymphoblastoid_Blood | H3K4me1 | ID:42392
L5 Low signal: GM19239_Lymphoblastoid_Blood | H3K4me1 | ID:42475
L5 Low signal: GM18486_Lymphoblastoid_Blood | H3K4me1 | ID:42362
L5 Low signal: GM19099_Lymphoblastoid_Blood | H3K4me1 | ID:42422

L6 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF146 | ID:65187
L6 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF146 | ID:64240
L6 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF146 | ID:64241

L6 Low signal: Embryonic_Stem_Cell_Embryo | ZNF486 | ID:49604
L6 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF260 | ID:65157

L6 Low signal: SKmel147_melanoma | H2AFY2 | ID:84949
L6 Low signal: K562_Erythroblast_Bone_Marrow | H2A1 | ID:8740

L6 Low signal: Embryonic_Stem_Cell_Embryo | ZNF486 | ID:49603
L6 Low signal: K562_Erythroblast_Bone_Marrow | H2A1 | ID:8741

L6 Low signal: SKmel147_melanoma | H2AFY | ID:84948
L6 Low signal: IMR90_Fibroblast_Lung | H2AFY | ID:48163
L6 Low signal: IMR90_Fibroblast_Lung | H2AFY | ID:48165

L6 Low signal: K562_Erythroblast_Bone_Marrow | ZMYM3 | ID:62708
L6 Low signal: HepG2_hepatocellular_carcinoma | H2AFY2 | ID:75046

L6 Low signal: IMR90_Fibroblast_Lung | H2AFY | ID:55148
L6 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF280D | ID:63619
L6 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF280D | ID:63618

L6 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF580 | ID:64173
L6 Low signal: Stomach | H3K27me3 | ID:47658

L6 Low signal: Patient | H3K27me3 | ID:85796
L6 Low signal: Stomach | H3K27me3 | ID:47656
L6 Low signal: Stomach | H3K27me3 | ID:47657
L6 Low signal: Stomach | H3K27me3 | ID:47655

L6 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF580 | ID:64174
L6 Low signal: K562_Erythroblast_Bone_Marrow | ZMYM3 | ID:62709

L6 Low signal: Stomach | H3K27me3 | ID:47654
L7 Low signal: 293T | ZNF382 | ID:73952
L7 Low signal: 293T | ZNF382 | ID:73951

L7 Low signal: Proerythroblast_Fetal_Liver | H3K9me3 | ID:33290
L7 Low signal: Proerythroblast_Bone_Marrow | H3K9me3 | ID:33300

L7 Low signal: HepG2_Epithelium_Liver | NR3C1 | ID:73725
L7 Low signal: LS174T_Goblet_Cell | CDX2 | ID:75366

L7 Low signal: HeLa_Epithelium_Cervix | SUMO1 | ID:34366
L7 Low signal: HepG2_Epithelium_Liver | H3K4me1 | ID:51255

L7 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF382 | ID:65138
L7 Low signal: PC-9_Lung_Cancer_Cell_Lung | H3K9me3 | ID:86109

L7 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZNF382 | ID:65075
L7 Low signal: GM19239_Lymphoblastoid_Blood | H3K27me3 | ID:42470

L7 Low signal: PC-9_Lung_Cancer_Cell_Lung | H3K9me3 | ID:86108
L7 Low signal: GM12891_Lymphoblastoid_Blood | H3K27me3 | ID:42319
L7 Low signal: GM12878_B_Lymphocyte_Blood | H3K27me3 | ID:42282

L7 Low signal: Monocyte | SPI1 | ID:50365
L7 Low signal: GM12891_Lymphoblastoid_Blood | H3K27me3 | ID:42321

L7 Low signal: K562_Leukemia | H3K9me3 | ID:81387
L7 Low signal: MCF-7_Breast | H3K4me3 | ID:74295

L7 Low signal: GM12890_Lymphoblastoid_Blood | H3K27me3 | ID:42302
L7 Low signal: Monocyte | SPI1 | ID:50367

L7 Low signal: MCF-7_Breast | H3K4me3 | ID:74294
L7 Low signal: Keratinocyte | SNAI2 | ID:48334

L7 Low signal: Proerythroblast_Bone_Marrow | GATA1 | ID:33545
L7 Low signal: Proerythroblast_Bone_Marrow | GATA1 | ID:43446

L7 Low signal: GM2630_Lymphoblastoid_Blood | H3K27me3 | ID:42558
L1 Low signal: BJ_Fibroblast_Skin | FOXA2 | ID:87397

L1 Low signal: Chondrocytes_from_Bone_Marrow_Derived_Mesenchymal_Stem_Cell_Cultured_Cells | H3K27me3 | Roadmap
L1 Low signal: HUVEC_Umbilical_Vein_Endothelial_Cells | H3K27me3 | Roadmap

L1 Low signal: HSMMtube_Skeletal_Muscle_Myotubes_Derived_from_HSMM | H3K27me3 | Roadmap
L1 Low signal: hESC_Derived_CD184+_Endoderm_Cultured_Cells | H3K27me3 | Roadmap

L1 Low signal: HepG2_Hepatocellular_Carcinoma | H3K9me3 | Roadmap
L1 Low signal: HUVEC_Umbilical_Vein_Endothelial_Cells | H3K9me3 | Roadmap

L1 Low signal: Bone_Marrow_Derived_Mesenchymal_Stem_Cell_Cultured_Cells | H3K27me3 | Roadmap
L1 Low signal: GM12878_B_Lymphocyte_Blood | H3K27me3 | ID:42282

L1 Low signal: Ovary | H3K27me3 | Roadmap
L1 Low signal: CD4+_CD25_CD45RO+_Memory_Primary_Cells | H3K9me3 | Roadmap

L1 Low signal: Osteoblasts | H3K9me3 | Roadmap
L1 Low signal: Psoas_Muscle | H3K9me3 | Roadmap

L1 Low signal: Fetal_Lung | H3K27me3 | Roadmap
L1 Low signal: Osteoblasts | H3K27me3 | Roadmap

L1 Low signal: GM12891_Lymphoblastoid_Blood | H3K27me3 | ID:42321
L1 Low signal: CD4+_CD25_CD45RO+_Memory_Primary_Cells | H3K27me3 | Roadmap

L1 Low signal: CD4+_CD25_IL17_PMA-Ionomycin_stimulated_MACS_purified_Th_Primary_Cells | H3K27me3 | Roadmap
L1 Low signal: Monocyte_Blood | H3K27me3 | ID:71700

L1 Low signal: Penis_Foreskin_Keratinocyte_Primary_Cells_skin03 | H3K9me3 | Roadmap
L1 Low signal: GM12892_Lymphoblastoid_Blood | H3K27me3 | ID:42338

L1 Low signal: IMR90_Fibroblast_Lung | H3K27me3 | ID:52578
L1 Low signal: iPS-18_Cell_Line | H3K9me3 | Roadmap

L1 Low signal: HMEC_Mammary_Epithelial | H3K27me3 | Roadmap
L1 Low signal: hESC_Derived_CD56+_Mesoderm_Cultured_Cells | H3K27me3 | Roadmap

L1 Low signal: CD8_Naive_Primary_Cells | H3K27me3 | Roadmap
L2 Low signal: HeLa_Epithelium_Cervix | H2A.Bbd | ID:36239

L2 Low signal: HeLa_Epithelium_Cervix | H2AFY | ID:36243
L2 Low signal: hESC | POLR2A | ID:76417

L2 Low signal: CLB-Ga_Neuroblastoma_cell | PHOX2B | ID:83392
L2 Low signal: HEK293_Epithelium_Embryonic_Kidney | ZSCAN16 | ID:65086

L2 Low signal: K562_Erythroblast_Bone_Marrow | NFE2L1 | ID:63895
L2 Low signal: Epithelium_Prostate | AR | ID:50056

L2 Low signal: Ramos_B_Lymphocyte | NIPBL | ID:50517
L2 Low signal: Ramos_B_Lymphocyte | NIPBL | ID:50516

L2 Low signal: Breast_vHMEC | H3K9me3 | Roadmap
L2 Low signal: HUES64_Cell_Line | H3K9me3 | Roadmap

L2 Low signal: LHSAR_Epithelium_Prostate | HOXB13 | ID:56668
L2 Low signal: Adipose_Derived_Mesenchymal_Stem_Cell_Cultured_Cells | H3K9me3 | Roadmap

L2 Low signal: HepG2_Hepatocellular_Carcinoma | H3K9me3 | Roadmap
L2 Low signal: ES-WA7_Cell_Line | H3K9me3 | Roadmap

L2 Low signal: Osteoblasts | H3K9me3 | Roadmap
L2 Low signal: Rectal_Mucosa.Donor_31 | H3K9me3 | Roadmap

L2 Low signal: CD4+_CD25int_CD127+_Tmem_Primary_Cells | H3K9me3 | Roadmap
L2 Low signal: HUES48_Cell_Line | H3K9me3 | Roadmap

L2 Low signal: HepG2_Epithelium_Liver | H3K9me3 | ID:45300
L2 Low signal: Bone_Marrow_Derived_Mesenchymal_Stem_Cell_Cultured_Cells | H3K9me3 | Roadmap

L2 Low signal: CD3_Primary_Cells_Peripheral_ | H3K9me3 | Roadmap
L2 Low signal: iPS-18_Cell_Line | H3K9me3 | Roadmap

L2 Low signal: DU145_Epithelium_Prostate | FOXA1 | ID:47329
L2 Low signal: Myoblast_Muscle | DUX4 | ID:5822

L2 Low signal: CD4_Memory_Primary_Cells | H3K9me3 | Roadmap

Supplementary Data. Top 25 enriched Cistrome Project chromatin profiles for each sequence class. Log fold-change enrichment over genome-average background is shown in the heatmap. No overlap is indicated by the gray color in the 
heatmap. We computed the enrichment for all 21,907 pro�les predicted by Sei over 2 million random genomic positions. For each sequence class, the chromatin pro�les are �ltered to those having Benjamini-Hochberg corrected p-values (Fisher’s exact 
test, two-sided) < 2.2e-16 selecting the top 25 pro�les based on log fold-change enrichment.
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