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Animals and other organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research

Laboratory animals

Wild animals

The data that support the findings of this study have been deposited into CNGB Sequence Archive (CNSA) of China National GeneBank Data Base (CNGBdb) with

accession numbers RNA: CNP0002427; ATAC: CNP0002441. Gene counts and metadata are available at Zenodo (https://zenodo.org/): DOI: 10.5281/

zenodo.5881495. The Gene Expression Omnibus (GEO) accession numbers for scRNA-seq is GSE196792. The GEO accession number for scATAC-seq is GSE196791.

The public dataset used in this study for cross-species comparisons between humans, mice, and monkeys can be accessed as described below: the human count

matrix is available at https://figshare.com/articles/HCL_DGE_Data/7235471; the mouse count matrix is available at https://figshare.com/articles/

MCA_DGE_Data/5435866.

Tissues were collected from 16 organs including trachea, spleen, stomach, kidney, uterus, tongue, testis, muscle, lung, liver, heart, colon,

breast, bladder, adipose and aorta from two cynomolgus monkeys.

No data were excluded from the analyses

Two cynomolgus monkeys were included in the analysis

The experiments were not randomized

The Investigators were not blinded to allocation during experiments and outcome assessment.

cynomolgus monkey, Macaca fasciculans.

This study did not involve wild animals.




