
Description of Additional Supplementary Files 

Supplementary Data 1: Excel spreadsheet, List of Oligonucleotides, plasmids, cell lines and antibodies 

used in this study. 

Supplementary Data 2: Excel spreadsheet, SAINTq Analysis of BDF5 XL-BioID data to identify 

proximal proteins, also contains list of remote homology identified in hypothetical proteins 

by HHPRED analysis. 

Supplementary Data 3: Excel spreadsheet, BDF5 proximal phosphosites through the cell 

cycle as determined by limma analysis of phosphoproteomic XL-BioID samples. 

 

Supplementary Software: Custom Python code to call peaks once wig files have 

been obtained from deepTools. 
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