Supplementary Table 4 Variantsin TERT-CLPTMIL gencs showing no rlation to cancer or non-cancerous risk in meta-analyses in additive model
Number Evaluation Risk of Meta-Analysis Heterogeneity
Power | tevAluCOl e value of
Gene Variant Allles” Disease Ehniciy M Sample . 7 Powercts) power("
Datasets Cases Contrals >0 OR @s%CT P TCR) O e MAF 1802 if the MAF is 0.1

TERT MNSTG TS Breast cancer Cacsin 020 4 22 2550 5006 106 OWSIH) 055 6 000 8 EE)
TERT RIS GA Breostcancer Cascasian 07312 3 S0S7 M2 1079 093OASSLOS) 0389 00 0esl 9911 9520
TERT 2075786 AG Breastcancer Cascasian 06460 3 S0ST S 1079 09960942105 0902 00 0716 9969 9820
TERT R340 AG Breasteancer ver osm 6 ssi IS4 097OIL0H) 053 314 0212 9993 9556
TERT RT3 AG Breastcancer Cascasian 0524 5 Ske 11495 L006(0957-1059) 0803 86 <0001 999 9878
TERT R0 CA Breastcancer Cascasion 04677 4 1262 350 0309 00 0% 6984 s265
TERT B3I GA Breasteancer v a6y 8 oast 0704 91 0017 909 9998
TERT R0 GA Breasteancer Cacasian a6 7 o 0509 645 009 9999 9995
TERT B3I GA Breastcancer Asian 0z 1 a7 80 LOB3O8I12460 0817 NA NA 250 1780
TERT RSO TC Breasteancer Cascasian 0865 10 8635 18993 LO0GOOLOM)  0ST0 416 00N 9999 9996
TERT R8SOTT GA Breasteancer Cascasian 04124 3 5057 10750 L036(0580-1095) 0211 00 0780 9984 9820
TERT RSN GT  Breasteancer Cascasian 01496 3 5057 0759 0977090105 0S4 00 087 9526 9520
TERT RS2 AC Breastencer Cavcasian 0291 3 5057 10759 10350027115 050 S04 013 99 9820
TERT R340 AG Gastic cancer ver o 3 el 269 L32069-2460 0416 941 <0001 3876 3033
TERT R3O0 AG Gasric cancer Asian 030 2 s 1856 LHSO843419) 0105 938 <0001 3301 2022
e wmessor MRRSM sy we s g0 anessisy  ons  en 0T @
TERT 26742 A Lung cancer sian 3a0s ;0 s LI3OATSLAE) 033 K20 004 9707 90.65

TERTCLPTMIL _ ni635069  GIA Cavcasian 3 s sw o om SLUD 0547 363 0208 8347 5273

*Major alleles (reference) Minor alleles.
PFrequency of minor allele in controls.



