
Supplementary material S2  

From top left to bottom right: PCA Abundance, shows the uncorrected PCA of the rlog normalized counts 

quantified by salmon and imported to a deseq2 object, next to it in the top right panel: The PCA corrected 

with batch using the acPCA package to return principal components that were computed with the true 

batch as a confounding factor. The PCA corrected with Plow uses the acPCA package likewise, but Plow as a 

confounding factor. To the right of the Plow corrected PCA is a corrected PCA on the basis of the data 

without outliers. We removed outliers of base or corrected PCA, but additionally added a threshold for 

Plow depending on the distribution of Plow in the samples (See S1). The last two panels are the PCA corrected 

by the first surrogate variable of the sva-method and the PCA corrected with all surrogate variables found 

for this dataset. 
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