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Figure S1: QQ-plots of the data (Fig S1A and C) and residuals (Fig S1B and D) for lysozyme (LYS, Fig S1A and B) and myeloperoxidase (MPO, Fig S1C and D). The data 
were log-transformed after adding 20, in the case of lysozyme, or one, in the case of MPO. The line represents a perfect fit to the quantile points, given a normal distribution as 
reference.
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